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NOVEL GENES, COMPOSITIONS, KITS, AND METHODS FOR 
IDENTIFICATION, ASSESSMENT, PREVENTION, 
AND THERAPY OF CERVICAL CANCER 

5 RELATED APPLICATIONS 

The present application claims priority to U.S. provisional application serial no. 
60/169,681, filed on December 8, 1999, U.S. provisional application serial no. 
60/171,350, filed on December 21, 1999, U.S. provisional application serial no. 
60/189,315, filed on March 14, 2000, U.S. provisional application serial no. 60/203,791, 
10 filed on May 12, 2000, and U.S. provisional application serial no. 60/210,600, filed on 
June 9, 2000, all of which are expressly incorporated by reference. 

FIELD OF THE INVENTION 
The field of the invention is cervical cancer, including diagnosis, 
1 5 characterization, management, and therapy of cervical cancer. 

BACKGROUND OF THE INVENTION 
The increased number of cancer cases reported in the United States, and, indeed, 
around the world, is a major concern. Currently there are only a handful of treatments 

20 available for specific types of cancer, and these provide no absolute guarantee of 
success. In order to be most effective, these treatments require not only an early 
detection of the malignancy, but a reliable assessment of the severity of the malignancy. 

Cancer of the cervix is one of the most common malignancies in women and 
remains a significant public health problem throughout the world. In the United States 

25 alone, invasive cervical cancer accounts for approximately 19% of all gynecological 
cancers. In 1996, it is estimated that there will be 14,700 newly diagnosed cases and 
4900 deaths attributed to this disease (American Cancer Society, Cancer Facts & Figures 
1996, Atlanta, Ga.: American Cancer Society, 1996). In many developing countries, 
where mass screening programs are not widely available, the clinical problem is more 

30 serious. Worldwide, the number of new cases is estimated to be 471,000 with a four- 
year survival rate of only 40% (Munoz et al., 1989, Epidemiology of Cervical Cancer In: 
"Human Papillomavirus", Ne^v York, Oxford Press, pp 9-39; National Institutes of 



WO 01/42467 PCT/US00/3331 2 

-2- 

Health, Consensus Development Conference Statement on Cervical Cancer, Apr. 1-3, 
1996). 

The precursor to cervical cancer is dysplasia, also known in the art as cervical 
intraepithelial neoplasia (C1N) or squamous intraepithelial lesions (SIL). While it is not 
5 understood how normal cells become transformed, the concept of a continuous spectrum 
of histopathological change from normal, stratified epithelium through CIN to invasive 
cancer has been widely accepted for many years. A large body of epidemiological and 
molecular biological evidence has established human papillomavirus (HPV) infection as 
a causative factor in cervical cancer. HPV is found in 85% or more of squamous cell 

10 invasive lesions, which represent the most common histologic type seen in cervical 
carcinoma. Additional cofactors have also been identified, including oncogenes that 
have been activated by point mutations and chromosomal translocations or deletions. 

In light of this, cervical cancer remains a highly preventable form of cancer 
when pre-invasive lesions are detected early. Cytological examination of Papanicolaou- 

1 5 stained cervical smears (also referred to as Pap smears) is currently the principle method 
for detecting cervical cancer. Not surprisingly, the effectiveness of Pap smear screening 
varies depending not only upon the quality of the sample being used, but also upon 
subjective parameters that are inherent to the analysis. In addition, despite the historical 
success of the test, concerns have arisen regarding its ability to reliably predict the 

20 behavior of some pre-invasive lesions (Ostor et aL, 1993, Int. J. Gynecol. Pathol. 12: 
186-192; and Genest et al, 1993, Human Pathol. 24: 730-736). 

It would be therefore be desirable to provide specific methods and reagents for 
the diagnosis, staging, prognosis, monitoring, and treatment of diseases associated with 
cervical cancer, or to indicate a predisposition to such for preventative measures. 

25 

SUMMARY OF THE INVENTION 
The invention relates to novel genes associated with cervical cancer as well as 
methods of assessing whether a patient is afflicted with cervical cancer. "Cervical 
cancer " as used herein includes pre-malignant conditions, e.g., CIN and SIL. The 
30 methods of the present invention comprise the step of comparing the level of expression 
of a novel marker in a patient sample, wherein the marker is listed within Tables 1-4, 
and the normal level of expression of the marker in a control, e.g., a sample from a 
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patient without cervical cancer. A significant difference between the level of expression 
of the marker in the patient sample and the normal level is an indication that the patient 
is afflicted with cervical cancer or has a pre-malignant condition (e.g., ON and/or SIL). 
In one method, the marker(s) are preferably selected such that the positive 
5 predictive value of the method is at least about 1 0%. Also preferred are embodiments of 
the method wherein the marker is differentially-expressed by at least two-fold in at least 
about 20% of any of the following conditions: stage 0 cervical cancer patients, stage I 
cervical cancer patients, stage II cervical cancer patients, stage III cervical cancer 
patients, stage IV cervical cancer patients, grade I cervical cancer patients, grade II 

10 cervical cancer patients, grade III cervical cancer patients, squamous cell (epidermoid) 
cervical cancer patients, cervical adenocarcinoma patients, cervical adenosquamous 
carcinoma patients, smali-cell cervical carcinoma patients, malignant cervical cancer 
patients, patients with primary carcinomas of the cervix, patients with primary malignant 
lymphomas of the cervix and patients with secondary malignant lymphomas of the 

15 cervix, and all other types of cancers, malignancies and transformations associated with 
the cervix. 

In one embodiment of the methods of the present invention, the sample 
comprises cells obtained from the patient. The cells may be found in a cervical smear 
collected, for example, by a cervical brush. In another embodiment, the patient sample 
20 is a cervical-associated body fluid. Such fluids include, for example, blood fluids, 
lymph, ascitic fluids, gynecological fluids, urine, and fluids collected by peritoneal 
rinsing. 

In accordance with the methods of the present invention, the presence and/or 
level of expression of the marker in a sample can be assessed, for example, by detecting 
25 the presence in the sample of : 

• a protein corresponding to the marker or a fragment of the protein (e.g. 
using a reagent, such as an antibody, an antibody derivative, or an antibody 
fragment, which binds specifically with the protein or a fragment of the 
protein) 

30 • a metabolite which is produced directly (i.e., catalyzed) or indirectly by a 

protein corresponding to the marker 
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o a transcribed polynucleotide (e.g. an mRNA or a cDN A), or fragment 
thereof, having at least a portion with which the marker is substantially 
homologous (e.g. by contacting a mixture of transcribed polynucleotides 
obtained from the sample with a substrate having one or more of the markers 
5 listed within Tables 1-4 fixed thereto at selected positions) 

o a transcribed polynucleotide or fragment thereof, wherein the 
polynucleotide anneals with the marker under stringent hybridization 
conditions. 

The methods of the present invention are particularly useful for identifying 
10 patients with a pre-malignant condition such as CIN and/or SIL. The methods are also 
useful for further diagnosing patients having an identified cervical mass or symptoms 
associated with cervical cancer. The methods of the present invention can further be of 
particular use with patients having an enhanced risk of developing cervical cancer (e.g., 
patients having a familial history of cervical cancer and patients identified as having a 
1 5 mutant oncogene). The methods of the present invention may further be of particular 
use in monitoring the efficacy of treatment of a cervical cancer patient (e.g. the efficacy 
of chemotherapy). 

The methods of the present invention may be performed using a plurality (e.g. 2, 
3, 5, or 1 0 or more) of markers. According to a method involving a plurality of markers, 

20 the level of expression in the sample of each of a plurality of markers independently 
selected from the markers listed in Tables 1-4 is compared with the normal level of 
expression of each of the plurality of markers in samples of the same type obtained from 
control humans not afflicted with cervical cancer. A significantly enhanced level of 
expression in the sample of one or more of the markers listed in Tables 1-4, or some 

25 combination thereof, relative to that marker's corresponding normal levels, is an 

indication that the patient is afflicted with cervical cancer. The markers of Tables 1-4 
may also be used in combination with known cervical cancer markers in the methods of 
the present invention. 

In a preferred method of assessing whether a patient is afflicted with cervical 

30 cancer (e.g., new detection ("screening"), detection of recurrence, reflex testing), the 
method comprises comparing: 
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a) the level of expression of a marker in a patient sample, wherein at least 
one marker is selected from the markers of Tables 1-4, and 

b) the normal level of expression of the marker in a control non-cervical 
cancer sample. 

5 A significant difference between the level of expression of the marker in the patient 
sample and the normal level is an indication that the patient is afflicted with cervical 
cancer. 



The invention further relates to a method of assessing the efficacy of a therapy 
10 for inhibiting cervical cancer in a patient. This method comprises comparing: 

a) expression of a marker in a first sample obtained from the patient prior 
to providing at least a portion of the therapy to the patient, wherein the 
marker is selected from the group consisting of the markers listed within 
Tables 1-4, and 

1 5 b) expression of the marker in a second sample obtained from the patient 

following provision of the portion of the therapy. 
A significantly lower level of expression of the marker in the second sample, relative to 
the first sample, is an indication that the therapy is efficacious for inhibiting cervical 
cancer in the patient. 

20 It will be appreciated that in this method the "therapy" may be any therapy for 

treating cervical cancer including, but not limited to, chemotherapy, radiation therapy 
and surgical removal of tissue, e.g., a cervical tumor. Thus, the methods of the 
invention may be used to evaluate a patient before, during and after therapy, for 
example, to evaluate the reduction in tumor burden. 

25 The present invention therefore further comprises a method for monitoring the 

progression of cervical cancer in a patient, the method comprising: 

a) detecting in a patient sample at a first time point, the expression of a marker, 
wherein the marker is selected from the group consisting of the markers listed in Tables 
1-4; 

30 b) repeating step a) at a subsequent time point in time; and 

c) comparing the level of expression detected in steps a) and b), and therefrom 
monitoring the progression of cervical cancer in the patient. 
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The invention also includes a method of selecting a composition for inhibiting 
cervical cancer in a patient. This method comprises the steps of: 

a) obtaining a sample comprising cancer cells from the patient; 

b) separately maintaining aliquots of the sample in the presence of a 
5 plurality of test compositions; 

c) comparing expression of a marker listed within Tables 1-4 in each of 
the aliquots; and 

d) selecting one of the test compositions which induces a lower level of 
expression of the marker in the aliquot containing that test composition, 

1 0 relative to other test compositions. 

In addition, the invention includes a method of inhibiting cervical cancer in a 
patient. This method comprises the steps of: 

a) obtaining a sample comprising cancer cells from the patient; 

b) separately maintaining aliquots of the sample in the presence of a 
1 5 plurality of test compositions; 

c) comparing expression of a marker listed within Tables 1 -4 in each of 
the aliquots; and 

d) administering to the patient at least one of the test compositions which 
induces a lower level of expression of the marker in the aliquot 

20 containing that test composition, relative to other test compositions. 

The invention also includes a kit for assessing whether a patient is afflicted with 
cervical cancer. This kit comprises reagents for assessing expression of a marker listed 
within Tables 1-4. 

In another aspect, the invention relates to a kit for assessing the suitability of 
25 each of a plurality of compounds for inhibiting a cervical cancer in a patient. The kit 
comprises a reagent for assessing expression of a marker listed within Tables 1-4, and 
may also comprise a plurality of compounds. 

In another aspect, the invention relates to a kit for assessing the presence of 
cervical cancer cells. This kit comprises an antibody, wherein the antibody binds 
30 specifically with a protein corresponding to a marker listed within Tables 1-4. The kit 
may also comprise a plurality of antibodies, wherein the plurality binds specifically with 
a protein corresponding to a different marker listed within Tables 1-4. 
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The invention also includes a kit for assessing the presence of cervical cancer 
cells, wherein the kit comprises a nucleic acid probe. The probe binds specifically with 
a transcribed polynucleotide corresponding to a marker listed within Tables 1-4. The kit 
may also comprise a plurality of probes, wherein each of the probes binds specifically 
5 with a transcribed polynucleotide corresponding to a different marker listed within 
Tables 1-4. 

The invention further relates to a method of making an isolated hybridoma which 
produces an antibody useful for assessing whether a patient is afflicted with cervical 
cancer. The method comprises isolating a protein or protein fragment corresponding to 
1 0 a marker listed within Tables 1-4, immunizing a mammal using the isolated protein or 
protein fragment, isolating splenocytes from the immunized mammal, fusing the isolated 
splenocytes with an immortalized cell line to form hybridomas, and screening individual 
hybridomas for production of an antibody which specifically binds with the protein or 
protein fragment to isolate the hybridoma. The invention also includes an antibody 
1 5 produced by this method. 

The invention further includes a method of assessing the cervical carcinogenic 
potential of a test compound. This method comprises the steps of: 

a) maintaining separate aliquots of cervical cells in the presence and 
absence of the test compound; and 
20 b) comparing expression of a marker in each of the aliquots. 

The marker is selected from those listed within Tables 1-4. A significantly 
enhanced level of expression of the marker in the aliquot maintained in the presence of 
(or exposed to) the test compound, relative to the aliquot maintained in the absence of 
the test compound, is an indication that the test compound possesses cervical 
25 carcinogenic potential. 

Additionally, the invention includes a kit for assessing the cervical carcinogenic 
potential of a test compound. The kit comprises cervical cells and a reagent for 
assessing expression of a marker in each of the aliquots. The marker is selected from 
those listed within Tables 1-4. 
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The invention further relates to a method of treating a patient afflicted with 
cervical cancer. This method comprises providing to cells of the patient an antisense 
oligonucleotide complementary to a polynucleotide corresponding to a marker listed 
within Tables 1-4. 

5 The invention includes a method of inhibiting cervical cancer in a patient at risk 

for developing cervical cancer. This method comprises inhibiting expression or 
overexpression of a gene corresponding to a marker listed within Tables 1-4. 

It will be appreciated that the methods and kits of the present invention may also 
include known cancer markers including known cervical cancer markers. It will further 

0 be appreciated that the methods and kits may be used to identify cancers other than 
cervical cancer. 



DETAILED DESCRIPTION OF THE INVENTION 
The invention relates to newly discovered genes associated with the cancerous 

5 state of cervical cells. It has been discovered that the level of expression of these 

individual genes, also referred to as markers, and combinations of these genes correlates 
with the presence of cervical cancer or a pre-malignant condition in a patient. Methods 
are provided for detecting the presence of cervical cancer in a sample, the absence of 
cervical cancer in a sample, the stage of cervical cancer, and with other characteristics of 

0 cervical cancer that are relevant to prevention, diagnosis, characterization and therapy of 
cervical cancer in a patient. As used herein, "cervical cancer" includes pre-malignant 
conditions including CIN and SIL. 

Definitions 

5 As used herein, each of the following terms has the meaning associated with it in 

this section. 

The articles "a" and "an" are used herein to refer to one or to more than one (i.e. 
to at least one) of the grammatical object of the article. By way of example, "an 
element" means one element or more than one element. 
0 A "marker" is a naturally-occurring polymer corresponding to at least one of the 

novel nucleic acids listed within Tables 1-4. For example, markers include, without 
limitation, sense and anti-sense strands of genomic DNA {i.e. including any introns 
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occurring therein), RNA generated by transcription of genomic DNA (i.e. prior to 
splicing), RNA generated by splicing of RNA transcribed from genomic DNA, and 
proteins generated by translation of spliced RNA (i.e. including proteins both before and 
after cleavage of normally cleaved regions such as transmembrane signal sequences). 
5 As used herein, "marker" may also include a cDNA made by reverse transcription of an 
RNA generated by transcription of genomic DNA (including spliced RNA). 

As used herein a "polynucleotide corresponds to" another (a first) polynucleotide 
if it is related to the first polynucleotide by any of the following relationships: The 
second polynucleotide comprises the first polynucleotide and the second polynucleotide 

10 encodes a gene product; 2) The second polynucleotide is 5' or 3' to the first 
polynucleotide in cDNA, RNA, genomic DNA, or fragment of any of these 
polynucleotides. For example, a second polynucleotide may be a fragment of a gene 
that includes the first and second polynucleotides. The first and second polynucleotides 
are related in that they are components of the gene coding for a gene product, such as a 

1 5 protein or antibody. However, it is not necessary that the second polynucleotide 
comprises or overlaps with the first polynucleotide to be encompassed within the 
definition of "corresponding to" as used herein. For example, the first polynucleotide 
may be a fragment of a 3' untranslated region of the second polynucleotide. The first 
and second polynucleotide may be fragments of a gene coding for a gene product. The 

20 second polynucleotide may be an exon of the gene while the first polynucleotide may be 
an intron of the gene; 3) The second polynucleotide is the complement of the first 
polynucleotide. 

The term "probe" refers to any molecule which is capable of selectively binding 
to a specifically intended target molecule, for example a marker of the invention. 

25 Probes can be either synthesized by one skilled in the art, or derived from appropriate 
biological preparations. For purposes of detection of the target molecule, probes may be 
specifically designed to be labeled, as described herein. Examples of molecules that can 
be utilized as probes include, but are not limited to, RNA, DNA, proteins, antibodies, 
and organic monomers. 

30 A "cervical-associated" body fluid is a fluid which, when in the body of a 

patient, contacts or passes through cervical cells or into which cells or proteins shed 
from cervical cells are capable of passing. Exemplary cervical-associated body fluids 
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include blood fluids, lymph, ascites, gynecological fluids, cystic fluid, urine, and fluids 

collected by peritoneal rinsing. 

The "normal" level of expression of a marker is the level of expression of the 

marker in cervical cells of a patient, e.g. a human, not afflicted with cervical cancer. 
5 "Over-expression" and "under-expression" of a marker refer to expression of the 

marker of a patient at a greater or lesser level, respectively, than normal level of 

expression of the marker (e.g. at least two-fold greater or lesser level). 

As used herein, the term "promoter/regulatory sequence' 1 means a nucleic acid 

sequence which is required for expression of a gene product operably linked to the 
10 promoter/regulatory sequence. In some instances, this sequence may be the core 

promoter sequence and in other instances, this sequence may also include an enhancer 

sequence and other regulatory elements which are required for expression of the gene 

product. The promoter/regulatory sequence may, for example, be one which expresses 

the gene product in a tissue-specific manner. 
1 5 A "constitutive" promoter is a nucleotide sequence which, when operably linked 

with a polynucleotide which encodes or specifies a gene product, causes the gene 

product to be produced in a living human cell under most or all physiological conditions 

of the cell. 

An "inducible" promoter is a nucleotide sequence which, when operably linked 
20 with a polynucleotide which encodes or specifies a gene product, causes the gene 

product to be produced in a living human cell substantially only when an inducer which 
corresponds to the promoter is present in the cell. 

A "tissue-specific" promoter is a nucleotide sequence which, when operably 
linked with a polynucleotide which encodes or specifies a gene product, causes the gene 
25 product to be produced in a living human cell substantially only if the cell is a cell of the 
tissue type corresponding to the promoter. 

A "transcribed polynucleotide" is a polynucleotide (e.g. an RNA, a cDNA, or an 
analog of one of an RNA or cDNA) which is complementary to or homologous with all 
or a portion of a mature RNA made by transcription of a genomic DNA corresponding 
30 to a marker of the invention and normal post-transcriptional processing (e.g. splicing), if 
any, of the transcript. 
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"Complementary" refers to the broad concept of sequence complementarity 
between regions of two nucleic acid strands or between two regions of the same nucleic 
acid strand. It is known that an adenine residue of a first nucleic acid region is capable 
of forming specific hydrogen bonds ("base pairing") with a residue of a second nucleic 
5 acid region which is antiparallel to the first region if the residue is thymine or uracil. 
Similarly, it is known that a cytosine residue of a first nucleic acid strand is capable of 
base pairing with a residue of a second nucleic acid strand which is antiparallel to the 
first strand if the residue is guanine. A first region of a nucleic acid is complementary to 
a second region of the same or a different nucleic acid if, when the two regions are 

10 arranged in an antiparallel fashion, at least one nucleotide residue of the first region is 
capable of base pairing with a residue of the second region. Preferably, the first region 
comprises a first portion and the second region comprises a second portion, whereby, 
when the first and second portions are arranged in an antiparallel fashion, at least about 
50%, and preferably at least about 75%, at least about 90%, or at least about 95% of the 

1 5 nucleotide residues of the first portion are capable of base pairing with nucleotide 
residues in the second portion. More preferably, all nucleotide residues of the first 
portion are capable of base pairing with nucleotide residues in the second portion. 

"Homologous" as used herein, refers to nucleotide sequence similarity between 
two regions of the same nucleic acid strand or between regions of two different nucleic 

20 acid strands. When a nucleotide residue position in both regions is occupied by the 

same nucleotide residue, then the regions are homologous at that position. A first region 
is homologous to a second region if at least one nucleotide residue position of each 
region is occupied by the same residue. Homology between two regions is expressed in 
terms of the proportion of nucleotide residue positions of the two regions that are 

25 occupied by the same nucleotide residue. By way of example, a region having the 
nucleotide sequence 5'-ATTGCC-3' and a region having the nucleotide sequence 5'- 
TATGGC-3' share 50% homology. Preferably, the first region comprises a first portion 
and the second region comprises a second portion, whereby, at least about 50%, and 
preferably at least about 75%, at least about 90%, or at least about 95% of the nucleotide 

30 residue positions of each of the portions are occupied by the same nucleotide residue. 
More preferably, all nucleotide residue positions of each of the portions are occupied by 
the same nucleotide residue. 
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A marker is "fixed" to a substrate if it is covalently or non-covalently associated 
with the substrate such the substrate can be rinsed with a fluid (e.g. standard saline 
citrate, pH 7.4) without a substantial fraction of the marker dissociating from the 
substrate. 

5 As used herein, a "naturally-occurring" nucleic acid molecule refers to an RNA 

or DNA molecule having a nucleotide sequence that occurs in nature (e.g. encodes a 
natural protein). 

Expression of a marker in a patient is "significantly" higher than the normal level 
of expression of a marker if the level of expression of the marker is greater than the 

1 0 normal level by an amount greater than the standard error of the assay employed to 
assess expression, and preferably at least twice, and more preferably three, four, five or 
ten times that amount. Alternately, expression of the marker in the patient can be 
considered "significantly" higher or lower than the normal level of expression if the 
level of expression is at least about two, and preferably at least about three, four, or five 

1 5 times, higher or lower, respectively, than the normal level of expression of the marker. 

Cervical cancer is "inhibited" if at least one symptom of the cancer is alleviated, 
terminated, slowed, or prevented. As used herein, cervical cancer is also "inhibited" if 
recurrence or metastasis of the cancer is reduced, slowed, delayed, or prevented. 

A kit is any manufacture (e.g. a package or container) comprising at least one 

20 reagent, e.g. a probe, for specifically detecting a marker of the invention, the 

manufacture being promoted, distributed, or sold as a unit for performing the methods of 
the present invention. 

Description 

25 The present invention is based, in part, on identification of novel markers which 

are expressed at a higher level in cervical cancer cells than they are in normal (i.e. non- 
cancerous) cervical cells. The markers of the invention correspond to nucleic acid and 
polypeptide molecules which can be detected in one or both of normal and cancerous 
cervical cells. The presence, absence, or level of expression of one or more of these 

30 markers in cervical cells is herein correlated with the cancerous state of the tissue. The 
invention thus includes compositions, kits, and methods for assessing the cancerous state 
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of cervical cells (e.g. cells obtained from a human, cultured human cells, archived or 
preserved human cells and in vivo cells). 

The compositions, kits, and methods of the invention have the following uses, 
among others: 

5 1 ) assessing whether a patient is afflicted with cervical cancer, including 

assessing whether the patient has a pre-malignant condition, e.g., CIN and/or SIL; 

2) assessing the stage of cervical cancer in a human patient; 

3) assessing the grade of cervical cancer in a patient; 

4) assessing the benign or malignant nature of cervical cancer in a patient; 
10 5) assessing the histological type of neoplasm (e.g. squamous cell, small 

cell, etc.) associated with cervical cancer in a patient; 

6) making an isolated hybridoma which produces an antibody useful for 

assessing whether a patient is afflicted with cervical cancer; 

7) assessing the presence of cervical cancer cells; 

1 5 8) assessing the efficacy of one or more test compounds for inhibiting 

cervical cancer in a patient; 

9) assessing the efficacy of a therapy for inhibiting cervical cancer in a 

patient; 

1 0) monitoring the progression of cervical cancer in a patient; 

20 11) selecting a composition or therapy for inhibiting cervical cancer in a 

patient; 

12) treating a patient afflicted with cervical cancer; 

1 3) inhibiting cervical cancer in a patient; 

14) assessing the cervical carcinogenic potential of a test compound; 
25 and 

1 5) inhibiting cervical cancer in a patient at risk for developing 
cervical cancer. 



The invention thus includes a method of assessing whether a patient is afflicted 
30 with cervical cancer which includes assessing whether the patient has a pre-malignant 
condition. This method comprises comparing the level of expression of a marker in a 
patient sample and the normal level of expression of the marker in a control, e.g., a non- 
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cervical cancer sample. A significant difference between the level of expression of the 
marker in the patient sample and the normal level is an indication that the patient is 
afflicted with cervical cancer. The marker is selected from the group consisting of the 
markers listed within Tables 1-4. 
5 The polynucleotides set forth in Tables 1-4 represent previously unidentified 

nucleotide sequences. These nucleotide sequences were identified through subtracted 
library experiments described herein. Also provided by this invention are 
polynucleotides that correspond to the polynucleotides of Tables 1-4. In one 
embodiment, these polynucleotides are obtained by identification of a larger fragment or 

10 full-length coding sequence of these polynucleotides. Gene delivery vehicles, host cells, 
compositions and databases (all describe herein) containing these polynucleotides are 
also provided by this invention. 

The invention also encompasses polynucleotides which differ from that of the 
polynucleotides described above, but which produce the same phenotypic effect, such as 

1 5 an allelic variant. These altered, but phenotypically equivalent polynucleotides are 
referred to as "equivalent nucleic acids." This invention also encompasses 
polynucleotides characterized by changes in non-coding regions that do not alter the 
polypeptide produced therefrom when compared to the polynucleotide herein. This 
invention further encompasses polynucleotides, which hybridize to the polynucleotides 

20 of the subject invention under conditions of moderate or high stringency. Alternatively, 
the polynucleotides are at least 85%, or at least 90%, or more preferably, greater or 
equal to 95% identical as determined by a sequence alignment program when run under 
default parameters. 

Any marker or combination of markers listed within Tables 1-4, as well as any 
25 known markers in combination with the markers set forth within Tables 1-4, may be 
used in the compositions, kits, and methods of the present invention. In general, it is 
preferable to use markers for which the difference between the level of expression of the 
marker in cervical cancer cells and the level of expression of the same marker in normal 
cervical cells is as great as possible. Although this difference can be as small as the 
30 limit of detection of the method for assessing expression of the marker, it is preferred 
that the difference be at least greater than the standard error of the assessment method, 
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and preferably a difference of at least 2-, 3-, 4-, 5-, 6-, 7-, 8-, 9-, 10-, 15-, 20-, 25-, 100-, 
500-, 1000-fold or greater. 

It will be appreciated that patient samples containing cervical cells may be used 
in the methods of the present invention. In these embodiments, the level of expression 
5 of the marker can be assessed by assessing the amount (e.g. absolute amount or 
concentration) of the marker in a cervical cell sample, e.g., cervical smear, obtained 
from a patient. The cell sample can, of course, be subjected to a variety of well-known 
post-collection preparative and storage techniques (e.g. storage, freezing, ultrafiltration, 
concentration, evaporation, centrifugation, etc.) prior to assessing the amount of the 

10 marker in the sample. Likewise cervical smears may also be subjected to post-collection 
preparative and storage techniques, e.g., fixation. 

It will also be appreciated that certain markers correspond to proteins or 
fragments thereof, which are secreted from cervical cells (i.e. one or both of normal and 
cancerous cells) to the extracellular space surrounding the cells. These markers are 

15 preferably used in certain embodiments of the compositions, kits, and methods of the 
invention, owing to the fact that the protein or fragment thereof, corresponding to each 
of these markers can be detected in a cervical-associated body fluid sample. In addition, 
preferred in vivo techniques for detection of a protein or fragment thereof, corresponding 
to a marker of the invention include introducing into a subject a labeled antibody 

20 directed against the protein or fragment of the protein. For example, the antibody can be 
labeled with a radioactive marker whose presence and location in a subject can be 
detected by standard imaging techniques. 

Although not every marker corresponding to a secreted protein is indicated as 
such herein, it is a simple matter for the skilled artisan to determine whether any 

25 particular marker corresponds to a secreted protein. In order to make this determination, 
the protein corresponding to a marker is expressed in a test cell (e.g. a cell of a cervical 
cell line), extracellular fluid is collected, and the presence or absence of the protein in 
the extracellular fluid is assessed (e.g. using a labeled antibody which binds specifically 
with the protein). 
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The following is an example of a method which can be used to detect secretion 
of a protein corresponding to a marker of the invention. About 8 x 10 5 293T cells are 
incubated at 37°C in wells containing growth medium (Dulbecco's modified Eaglet 
medium {DMEM} supplemented with 10% fetal bovine serum) under a 5% 
5 (v/v) C0 2 , 95% air atmosphere to about 60-70% confluence. The cells are then 
transfected using a standard transfection mixture comprising 2 micrograms of DNA 
comprising an expression vector encoding the protein and 10 microliters of 
LipofectAMINE™ (GIBCO/BRL Catalog no. 18342-012) per well. The transfection 
mixture is maintained for about 5 hours, and then replaced with fresh growth medium 

10 and maintained in an air atmosphere. Each well is gently rinsed twice with DMEM 
which does not contain methionine or cysteine (DMEM-MC; ICN Catalog no. 16-424- 
54). About 1 milliliter of DMEM-MC and about 50 microcuries of Trans- J5 S™ reagent 
(ICN Catalog no. 5 1006) are added to each well. The wells are maintained under the 
5% C0 2 atmosphere described above and incubated at 37°C for a selected period. 

1 5 Following incubation, 1 50 microliters of conditioned medium is removed and 

centrifuged to remove floating cells and debris. The presence of the protein in the 
supernatant is an indication that the protein is secreted. 

Examples of cervical-associated body fluids include blood fluids (e.g. whole 
blood, blood serum, blood having platelets removed therefrom, etc.), lymph, ascitic 

20 fluids, gynecological fluids (e.g. cervix, fallopian, and uterine secretions, menses, 
vaginal douching fluids, fluids used to rinse cervical cell samples, etc.), cystic fluid, 
urine, and fluids collected by peritoneal rinsing (e.g. fluids applied and collected during 
laparoscopy or fluids instilled into and withdrawn from the peritoneal cavity of a human 
patient). 

25 Many cervical-associated body fluids can have cervical cells therein, particularly 

when the cervical cells are cancerous, and, more particularly, when the cervical cancer is 
metastasizing. Cell-containing fluids which can contain cervical cancer cells include, 
but are not limited to, peritoneal ascites, fluids collected by peritoneal rinsing, fluids 
collected by uterine rinsing, uterine fluids such as uterine exudate and menses, pleural 

30 fluid, and cervical exudates. Thus, the compositions, kits, and methods of the invention 
can be used to detect expression of markers corresponding to proteins or fragments 
thereof, having at least one portion which is displayed on the surface of cells which 
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express it. Although the proteins having at least one cell-surface portion are not set forth 
herein, it is a simple matter for the skilled artisan to determine whether the protein 
corresponding to any particular marker comprises a cell-surface protein. For example, 
immunological methods may be used to detect such proteins on whole cells, or well 
5 known computer-based sequence analysis methods (e.g. the SIGNALP program; Nielsen 
et ai, 1997, Protein Engineering 10:1-6) may be used to predict the presence of at least 
one extracellular domain (i.e. including both secreted proteins and proteins having at 
least one cell-surface domain). Expression of a marker corresponding to a protein or 
fragment thereof, having at least one portion which is displayed on the surface of a cell 

1 0 which expresses it may be detected without necessarily lysing the cell (e.g. using a 
labeled antibody which binds specifically with a cell-surface domain of the protein). 

Expression of a marker of the invention may be assessed by any of a wide 
variety of well known methods for detecting expression of a transcribed molecule or 
protein. Non-limiting examples of such methods include immunological methods for 

1 5 detection of secreted, cell-surface, cytoplasmic, or nuclear proteins, protein purification 
methods, protein function or activity assays, nucleic acid hybridization methods, nucleic 
acid reverse transcription methods, and nucleic acid amplification methods. In situ 
hybridization (ISH) and immunohistochemistry (IHC) methods are preferred. 

In another preferred embodiment, expression of a marker is assessed using an 

20 antibody (e.g. a radio-labeled, chromophore-labeled, fluorophore-labeled, or enzyme- 
labeled antibody), an antibody derivative (e.g. an antibody conjugated with a substrate 
or with the protein or ligand of a protein-ligand pair {e.g. biotin-streptavidin} ), or an 
antibody fragment (e.g. a single-chain antibody, an isolated antibody hypervariable 
domain, etc.) which binds specifically with a protein or fragment thereof, corresponding 

25 to the marker, such as the protein encoded by the open reading frame corresponding to 
the marker or such a protein which has undergone all or a portion of its normal post- 
radiational modification. 

In yet another preferred embodiment, expression of a marker is assessed by 
preparing mRNA/cDNA (i.e. a transcribed polynucleotide) from cells in a patient 

30 sample, and by hybridizing the mRNA/cDNA with a reference polynucleotide which is a 
complement of a polynucleotide comprising the marker, and fragments thereof cDNA 
can, optionally, be amplified using any of a variety of polymerase chain reaction 
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methods prior to hybridization with the reference polynucleotide. Expression of one or 
more markers can likewise be detected using quantitative PCR to assess the level of 
expression of the marker(s). Alternatively, any of the many known methods of detecting 
mutations or variants (e.g. single nucleotide polymorphisms, deletions, etc.) of a marker 
5 of the invention may be used to detect occurrence of a marker in a patient. 

In a related embodiment, a mixture of transcribed polynucleotides obtained from 
the sample is contacted with a substrate having fixed thereto a polynucleotide 
complementary to or homologous with at least a portion (e.g. at least 7, 10, 15, 20, 25, 
30, 40, 50, 100, 500, or more nucleotide residues) of a marker of the invention. If 

1 0 polynucleotides complementary to or homologous with are differentially detectable on 
the substrate (e.g. detectable using different chromophores or fluorophores, or fixed to 
different selected positions), then the levels of expression of a plurality of markers can 
be assessed simultaneously using a single substrate (e.g. a "gene chip" microarray of 
polynucleotides fixed at selected positions). When a method of assessing marker 

1 5 expression is used which involves hybridization of one nucleic acid with another, it is 
preferred that the hybridization be performed under stringent hybridization conditions. 

Because the compositions, kits, and methods of the invention rely on detection of 
a difference in expression levels of one or more markers of the invention, it is preferable 
that the level of expression of the marker is significantly greater than the minimum 

20 detection limit of the method used to assess expression in at least one of normal cervical 
cells and cancerous cervical cells. 

It is understood that by routine screening of additional patient samples using one 
or more of the markers of the invention, it will be realized that certain of the markers are 
over- (or under-)expressed in cancers of various types, including specific cervical 

25 cancers, as well as other cancers such as ovarian cancer, breast cancer, etc. For 
example, it will be confirmed that some of the markers of the invention are over- 
expressed in most (i.e. 50% or more) or substantially all (i.e. 80% or more) of cervical 
cancer. Furthermore, it will be confirmed that certain of the markers of the invention are 
associated with cervical cancer of various stages {i.e. stage 0, 1, II, III, and IV cervical 

30 cancers, as well as subclassifications IA1, IA2, IB, IB1, IB2, HA, IIB, III A, IIIB, IV A, 
and IVB, using the F1GO Stage Grouping system for primary carcinoma of the cervix 
(see Gynecologic Oncology, 1991 , 41 : 199 and Cancer, 1992, 69:482)), of various 
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histologic subtypes (e.g. squamous cell carcinomas and squamous cell carcinoma 
variants such as verrucous carcinoma, lymphoepithelioma-like carcinoma, papillary 
squamous neoplasm and spindle cell squamous cell carcinoma (see Cervical Cancer and 
Preinvasive Neoplasia, 1996, pp. 90-91), serous, mucinous, endometroid, and clear cell 
5 subtypes, as well as subclassifications and alternate classifications adenocarcinoma, 
papillary adenocarcinoma, papillary cystadenocarcinoma, surface papillary carcinoma, 
malignant adenofibroma, cystadenofibroma, adenocarcinoma, cystadenocarcinoma, 
adenoacanthoma, endometrioid stromal sarcoma, mesodermal {Mullerian} mixed tumor, 
malignant carcinoma, Brenner tumor, mixed epithelial tumor, and undifferentiated 

10 carcinoma, using the WHO/FIGO system for classification of malignant cervical tumors; 
Scully, Adas of Tumor Pathology, 3d series, Washington DC), and various grades (i.e. 
grade I (well differentiated} , grade II {moderately well differentiated}, and grade III 
{poorly differentiated from surrounding normal tissue} ). In addition, as a greater 
number of patient samples are assessed for expression of the markers of the invention 

1 5 and the outcomes of the individual patients from whom the samples were obtained are 
correlated, it will also be confirmed that altered expression of certain of the markers of 
the invention are strongly correlated with malignant cancers and that altered expression 
of other markers of the invention are strongly correlated with benign tumors. The 
compositions, kits, and methods of the invention are thus useful for characterizing one 

20 or more of the stage, grade, histological type, and benign/malignant nature of cervical 
cancer in patients. 

When the compositions, kits, and methods of the invention are used for 
characterizing one or more of the stage, grade, histological type, and benign/malignant 
nature of cervical cancer in a patient, it is preferred that the marker or panel of markers 

25 of the invention is selected such that a positive result is obtained in at least about 20%, 
and preferably at least about 40%, 60%, or 80%, and more preferably in substantially all 
patients afflicted with a cervical cancer of the corresponding stage, grade, histological 
type, or benign/malignant nature. Preferably, the marker or panel of markers of the 
invention is selected such that a positive predictive value (PPV) of greater than about 

30 10% is obtained for the general population (more preferably coupled with an assay 
specificity greater than 99.5%). 
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When a plurality of markers of the invention are used in the compositions, kits, 
and methods of the invention, the level of expression of each marker in a patient sample 
can be compared with the normal level of expression of each of the plurality of markers 
in non-cancerous samples of the same type, either in a single reaction mixture (i.e. using 
5 reagents, such as different fluorescent probes, for each marker) or in individual reaction 
mixtures corresponding to one or more of the markers. In one embodiment, a 
significantly enhanced level of expression of more than one of the plurality of markers 
in the sample, relative to the corresponding normal levels, is an indication that the 
patient is afflicted with cervical cancer. When a plurality of markers is used, it is 

10 preferred that 2, 3, 4, 5, 8, 10, 12, 15, 20, 30, or 50 or more individual markers be used, 
wherein fewer markers are preferred. 

In order to maximize the sensitivity of the compositions, kits, and methods of the 
invention (i.e. by interference attributable to cells of non-cervical origin in a patient 
sample), it is preferable that the marker of the invention used therein be a marker which 

15 has a restricted tissue distribution, e.g., normally not expressed in non-cervical tissue. 
Only a small number of markers are known to be associated with cervical 
cancers (e.g. bcl-2, 15A8 antigen, cdc6, Mcm5, and EGFR). These markers are not, of 
course, included among the markers of the invention, although they may be used 
together with one or more markers of the invention in a panel of markers, for example. 

20 It is well known that certain types of genes, such as oncogenes, tumor suppressor genes, 
growth factor-like genes, protease-like genes, and protein kinase-like genes are often 
involved with development of cancers of various types. Thus, among the markers of the 
invention, use of those which correspond to proteins which resemble known proteins 
encoded by known oncogenes and tumor suppressor genes, and those which correspond 

25 to proteins which resemble growth factors, proteases, and protein kinases are preferred. 

Known oncogenes and tumor suppressor genes include, for example, abl, abr, 
akt2 y ape, bcI2a, bcl2/3, bcl3, bcr, brcal, brca2, cbl, ccndl, cdc42, cdk4, crk- II, 
csflrlfins, dbl, dec, dpc4lsmad4, e-cad, e2fllrbap, egfr/erbb-I, elkl, elk3, eph, erg, etsl, 
ets2,fer,fgrlsrc2,jlillergb2,fos,fpslfes,fral,fra2,fyn, hck, hek, her2lerbb- 2/neu, 

30 her3/erbb-3, her4/erbb-4, hrasl, hst2, hstfl, igfbp2, ink4a, ink4b, int2lfgf3,jun,junb, 
jund, kip2, kit, kras2a, kras2b, lek, lyn, mas, max, mcc, mdm2, met, mlhl, mmpW, mos, 
msh2, msh3, msh6, myb, myba, mybb, myc, mycll, myen, nfl, nf2, nme2, nras, p53, 
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pdgfb,phb t pirn J , pmsl , pms2, pic, pten, rafl, rap] a, rbl, rel, ret, rosl, ski, srcl, tall, 
tgfbr2, tgfb3, tgfbr3, thral, thrb, tiaml, timp3, tjpl, tp53, trk, vav, vhl, vil2, wa/J, wntl, 
wnt2, wtJ, and yes J (Hesketh, 1997, In: The Oncogene and Tumour Suppressor Gene 
Facts Book, 2nd Ed., Academic Press; Fishel et al, 1994, Science 266:1403-1405). 
5 Known growth factors include platelet-derived growth factor alpha, platelet- 

derived growth factor beta (simian sarcoma viral {v-sis} oncogene homolog), 
thrornbopoietin (myeloproliferative leukemia virus oncogene ligand, megakaryocyte 
growth and development factor), erythropoietin, B cell growth factor, macrophage 
stimulating factor 1 (hepatocyte growth factor-like protein), hepatocyte growth factor 

10 (hepapoietin A), insulin-like growth factor 1 (somatomedia C), hepatoma-derived 

growth factor, amphiregulin (schwannoma-derived growth factor), bone morphogenetic 
proteins 1, 2, 3, 3 beta, and 4, bone morphogenetic protein 7 (osteogenic protein 1), bone 
morphogenetic protein 8 (osteogenic protein 2), connective tissue growth factor, 
connective tissue activation peptide 3, epidermal growth factor (EGF), teratocarcinoma- 

15 derived growth factor 1, endothelin, endothelin 2, endothelin 3, stromal cell-derived 
factor 1, vascular endothelial growth factor (VEGF), VEGF-B, VEGF-C, placental 
growth factor (vascular endothelial growth factor-related protein), transforming growth 
factor alpha, transforming growth factor beta 1 and its precursors, transforming growth 
factor beta 2 and its precursors, fibroblast growth factor 1 (acidic), fibroblast growth 

20 factor 2 (basic), fibroblast growth factor 5 and its precursors, fibroblast growth factor 6 
and its precursors, fibroblast growth factor 7 (keratinocyte growth factor), fibroblast 
growth factor 8 (androgen-induced), fibroblast growth factor 9 (glia-activating factor), 
pleiotrophin (heparin binding growth factor 8, neurite growth-promoting factor 1), 
brain-derived neurotrophic factor, and recombinant glial growth factor 2. 

25 Known proteases include interleukin-1 beta convertase and its precursors, Mch6 

and its precursors, Mch2 isoform alpha, Mch4, Cpp32 isoform alpha, Lice2 gamma 
cysteine protease, Ich-lS, Ich-IL, Ich-2 and its precursors, TY protease, matrix 
metalloproteinase 1 (interstitial collagenase), matrix metal loproteinase 2 (gelatinase A, 
72kD gelatinase, 72kD type IV collagenase), matrix metalloproteinase 7 (matrilysin), 

30 matrix metalloproteinase 8 (neutrophil collagenase), matrix metalloproteinase 12 

(macrophage elastase), matrix metalloproteinase 13 (collagenase 3), metal lopeptidase 1, 
cysteine-rich metal lopro tease (disintegrin) and its precursors, subtilisin-like protease Pc8 
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and its precursors, chymotrypsin, snake venorn-like protease, cathepsin I, cathepsin D 
(lysosomal aspartyl protease), stromelysin, aminopeptidase N, plasminogen, tissue 
plasminogen activator, plasminogen activator inhibitor type II, and urokinase-type 
plasminogen activator 
5 Known protein kinases include DAP kinase, serine/threonine protein kinases 

NIK, PK428, Krs-2, SAK, and EMK, interferon-inducible double stranded RNA 
dependent protein kinase, FAST kinase, AIM1, IPLl-like midbody-associated protein 
kinase-1, NIMA-like protein kinase 1 (NLK1), the cyclin-dependent kinases (cdkl-10), 
checkpoint kinase Chkl, Nek3 protein kinase, BMK1 beta kinase, Clkl, Clk2, Clk3, 

10 extracellular signal-regulated kinases 1, 3, and 6, cdc28 protein kinase 1, cdc28 protein 
kinase 2, pLK, Mytl , c-Jun N-terminal kinase 2, Cam kinase 1 , the MAP kinases, 
insuiih-stimuiated protein kinase 1, beta-adrenergic receptor kinase 2, ribosomal protein 
S6 kinase, kinase suppressor of ras-1 (KSR1), putative serine/threonine protein kinase 
Prk, PkB kinase, cAMP-dependent protein kinase, cGMP-dependent protein kinase, type 

1 5 II cGMP-dependent protein kinase, protein kinases Dyrk2, Dyrk3, and Dyrk4, Rho- 
associated coiled-coil containing protein kinase pl60ROCK, protein tyrosine kinase t- 
Rorl, Ste20-related kinases, cell adhesion kinase beta, protein kinase 3, stress-activated 
protein kinase 4, protein kinase Zpk, serine kinase hPAK65, dual specificity mitogen- 
activated protein kinases 1 and 2, casein kinase I gamma 2, p21 -activated protein kinase 

20 Pakl, lipid-activated protein kinase PRK2, focal adhesion kinase, dual-specificity 
tyrosine-phosphorylation regulated kinase, myosin light chain kinase, serine kinases 
SRPK2, TESK1 , and VRK2, B lymphocyte serine/threonine protein kinase, stress- 
activated protein kinases JNK1 and JNK2, phosphorylase kinase, protein tyrosine kinase 
Tec, Jak2 kinase, protein kinase Ndr, MEK kinase 3, SHB adaptor protein (a Src 

25 homology 2 protein), agammaglobulinaemia protein-tyrosine kinase (Atk), protein 
kinase ATR, guanylate kinase 1, thrombopoeitin receptor and its precursors, DAG 
kinase epsilon, and kinases encoded by oncogenes or viral oncogenes such as v-fgr 
(Gardner-Rasheed), v-abl (Abelson murine leukemia viral oncogene homolog 1), v-arg 
(Abelson murine leukemia viral oncogene homolog, Abelson-related gene), v-fes and v- 

30 fps (feline sarcoma viral oncogene and Fujinami avian sarcoma viral oncogene 
homologs), proto-oncogene c-co/, oncogene pirn A, and oncogene masL 
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It is recognized that the compositions, kits, and methods of the invention will be 
of particular utility to patients having an enhanced risk of developing cervical cancer 
and their medical advisors. Patients recognized as having an enhanced risk of 
developing cervical cancer include, for example, patients having a familial history of 
5 cervical cancer, patients identified as having a mutant oncogene (i.e. at least one allele), 
and patients determined through any other established medical criteria to be at risk for 
cancer or other malignancy. 

The level of expression of a marker in normal (i.e. non-cancerous) human 
cervical tissue can be assessed in a variety of ways. In one embodiment, this normal 

10 level of expression is assessed by assessing the level of expression of the marker in a 
portion of cervical cells which appears to be non-cancerous and by comparing this 
normal level of expression with the level of expression in a portion of the cervical cells 
which is suspected of being cancerous. For example, the normal level of expression of a 
marker may be assessed using a non-affected portion of the cervix and this normal level 

1 5 of expression may be compared with the level of expression of the same marker in an 
affected portion of the cervix. Alternately, and particularly as further information 
becomes available as a result of routine performance of the methods described herein, 
population-average values for normal expression of the markers of the invention may be 
used. In other embodiments, the 'normal' level of expression of a marker may be 

20 determined by assessing expression of the marker in a patient sample obtained from a 
non-cancer-afflicted patient, from a patient sample obtained from a patient before the 
suspected onset of cervical cancer in the patient, from archived patient samples, and the 
like. 

The invention includes compositions, kits, and methods for assessing the 
25 presence of cervical cancer cells in a sample (e.g. an archived tissue sample or a sample 
obtained from a patient). These compositions, kits, and methods are substantially the 
same as those described above, except that, where necessary, the compositions, kits, and 
methods are adapted for use with samples other than patient samples. For example, 
when the sample to be used is a parafinized, archived human tissue sample, it can be 
30 necessary to adjust the ratio of compounds in the compositions of the invention, in the 
kits of the invention, or the methods used to assess levels of marker expression in the 
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sample. Such methods are well known in the art and within the skill of the ordinary 
artisan. 

The invention includes a kit for assessing the presence of cervical cancer cells 
(e.g. in a sample such as a patient sample). The kit comprises a plurality of reagents, 
5 each of which is capable of binding specifically with a nucleic acid or polypeptide 
corresponding to a marker of the invention. Suitable reagents for binding with a 
polypeptide corresponding to a marker of the invention include antibodies, antibody 
derivatives, antibody fragments, and the like. Suitable reagents for binding with a 
nucleic acid (e.g. a genomic DNA, an mRNA, a spliced mRNA, a cDNA, or the like) 

10 include complementary nucleic acids. For example, the nucleic acid reagents may 
include oligonucleotides (labeled or non-labeled) fixed to a substrate, labeled 
oligonucleotides not bound with a substrate, pairs of PCR primers, molecular beacon 
probes, and the like. 

The kit of the invention may optionally comprise additional components useful 

15 for performing the methods of the invention. By way of example, the kit may comprise 
fluids (e.g. SSC buffer) suitable for annealing complementary nucleic acids or for 
binding an antibody with a protein with which it specifically binds, one or more sample 
compartments, an instructional material which describes performance of a method of the 
invention, a sample of normal cervical cells, a sample of cervical cancer cells, and the 

20 like. 

The invention also includes a method of making an isolated hybridoma which 
produces an antibody useful for assessing whether a patient is afflicted with cervical 
cancer. In this method, a protein corresponding to a marker of the invention is isolated 
(e.g. by purification from a cell in which it is expressed or by transcription and 

25 translation of a nucleic acid encoding the protein in vivo or in vitro using known 

methods). A vertebrate, preferably a mammal such as a mouse, rat, rabbit, or sheep, is 
immunized using the isolated protein or protein fragment. The vertebrate may 
optionally (and preferably) be immunized at least one additional time with the isolated 
protein or protein fragment, so that the vertebrate exhibits a robust immune response to 

30 the protein or protein fragment. Splenocytes are isolated from the immunized vertebrate 
and fused with an immortalized cell line to form hybridomas, using any of a variety of 
methods well known in the art. Hybridomas formed in this manner are then screened 
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using standard methods to identify one or more hybridomas which produce an antibody 
which specifically binds with the protein or protein fragment. The invention also 
includes hybridomas made by this method and antibodies made using such hybridomas. 
The invention also includes a method of assessing the efficacy of a test 
5 compound for inhibiting cervical cancer cells. As described above, differences in the 
level of expression of the markers of the invention correlate with the cancerous state of 
cervical cells. Although it is recognized that changes in the levels of expression of 
certain of the markers of the invention likely result from the cancerous state of cervical 
cells, it is likewise recognized that changes in the levels of expression of other of the 

1 0 markers of the invention induce, maintain, and promote the cancerous state of those 

cells. Thus, compounds which inhibit cervical cancer in a patient will cause the level of 
expression of one or more of the markers of the invention to change to a level nearer the 
normal level of expression for that marker (i.e. the level of expression for the marker in 
non-cancerous cervical cells). 

1 5 This method thus comprises comparing expression of a marker in a first cervical 

cell sample and maintained in the presence of the test compound and expression of the 
marker in a second cervical cell sample and maintained in the absence of the test 
compound. A significant decrease in the level of expression of a marker listed within 
Tables 1-4 is an indication that the test compound inhibits cervical cancer. The cervical 

20 cell samples may, for example, be aliquots of a single sample of normal cervical cells 
obtained from a patient, pooled samples of normal cervical cells obtained from a patient, 
cells of a normal cervical cell line, aliquots of a single sample of cervical cancer cells 
obtained from a patient, pooled samples of cervical cancer cells obtained from a patient, 
cells of a cervical cancer cell line, or the like. In one embodiment, the samples are 

25 cervical cancer cells obtained from a patient and a plurality of compounds known to be 
effective for inhibiting various cervical cancers are tested in order to identify the 
compound which is likely to best inhibit the cervical cancer in the patient. 

This method may likewise be used to assess the efficacy of a therapy for 
inhibiting cervical cancer in a patient. In this method, the level of expression of one or 

30 more markers of the invention in a pair of samples (one subjected to the therapy, the 
other not subjected to the therapy) is assessed. As with the method of assessing the 
efficacy of test compounds, if the therapy induces a significant decrease in the level of 
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expression of a marker listed within Tables 1 -4, or blocks induction of a marker listed 
within Tables 1-4, then the therapy is efficacious for inhibiting cervical cancer. As 
above, if samples from a selected patient are used in this method, then alternative 
therapies can be assessed in vitro in order to select a therapy most likely to be 
5 efficacious for inhibiting cervical cancer in the patient. 

As described herein, cervical cancer in patients is associated with an increase in 
the level of expression of one or more markers listed within Tables 1-4. While, as 
discussed above, some of these changes in expression level result from occurrence of the 
cervical cancer, others of these changes induce, maintain, and promote the cancerous 

10 state of cervical cancer cells. Thus, cervical cancer characterized by an increase in the 
level of expression of one or more markers listed within Tables 1-4 can be controlled or 
suppressed by inhibiting expression of those markers. 

Expression of a marker listed within Tables 1 -4 can be inhibited in a number of 
ways generally known in the art. For example, an antisense oligonucleotide can be 

1 5 provided to the cervical cancer cells in order to inhibit transcription, translation, or both, 
of the marker(s). Alternately, a polynucleotide encoding an antibody, an antibody 
derivative, or an antibody fragment, and operably linked with an appropriate 
promoter/regulator region, can be provided to the cell in order to generate intracellular 
antibodies which will inhibit the function or activity of the protein corresponding to the 

20 marker(s). Using the methods described herein, a variety of molecules, particularly 

including molecules sufficiently small that they are able to cross the cell membrane, can 
be screened in order to identify molecules which inhibit expression of the marker(s). 
The compound so identified can be provided to the patient in order to inhibit expression 
of the marker(s) in the cervical cancer cells of the patient. 

25 As described above, the cancerous state of human cervical cells is correlated 

with changes in the levels of expression of the markers of the invention. Thus, 
compounds which induce increased expression of one or more of the markers listed 
within Tables 1-4 can induce cervical cell carcinogenesis. The invention thus includes a 
method for assessing the human cervical cell carcinogenic potential of a test compound. 

30 This method comprises maintaining separate aliquots of human cervical cells in the 
presence and absence of the test compound. Expression of a marker of the invention in 
each of the aliquots is compared. A significant increase in the level of expression of a 
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marker listed within Tables 1-4 in the aliquot maintained in the presence of the test 
compound (relative to the aliquot maintained in the absence of the test compound) is an 
indication that the test compound possesses human cervical cell carcinogenic potential. 
The relative carcinogenic potentials of various test compounds can be assessed by 
5 comparing the degree of enhancement or inhibition of the level of expression of the 
relevant markers, by comparing the number of markers for which the level of expression 
is enhanced or inhibited, or by comparing both. 

Various aspects of the invention are described in further detail in the following 
subsections. 

10 

I. Isolated Nucleic Acid Molecules 

One aspect of the invention pertains to novel isolated nucleic acid molecules that 
correspond to a marker of the invention, including nucleic acids which encode a 
polypeptide corresponding to a marker of the invention or a portion of such a 

1 5 polypeptide. Isolated nucleic acids of the invention also include nucleic acid molecules 
sufficient for use as hybridization probes to identify nucleic acid molecules that 
correspond to a marker of the invention, including nucleic acids which encode a 
polypeptide corresponding to a marker of the invention, and fragments of such nucleic 
acid molecules, e.g., those suitable for use as PGR primers for the amplification or 

20 mutation of nucleic acid molecules. As used herein, the term "nucleic acid molecule" is 
intended to include DNA molecules (e.g., cDNA or genomic DNA) and RNA molecules 
(e.g., mRNA) and analogs of the DNA or RNA generated using nucleotide analogs. The 
nucleic acid molecule can be single-stranded or double-stranded, but preferably is 
double-stranded DNA. 

25 An "isolated" nucleic acid molecule is one which is separated from other nucleic 

acid molecules which are present in the natural source of the nucleic acid molecule. 
Preferably, an "isolated" nucleic acid molecule is free of sequences (preferably protein- 
encoding sequences) which naturally flank the nucleic acid (i.e., sequences located at the 
5* and 3 r ends of the nucleic acid) in the genomic DNA of the organism from which the 

30 nucleic acid is derived. For example, in various embodiments, the isolated nucleic acid 
molecule can contain less than about 5 kB, 4 kB, 3 kB, 2 kB, 1 kB, 0.5 kB or 0.1 kB of 
nucleotide sequences which naturally flank the nucleic acid molecule in genomic DNA 
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of the cell from which the nucleic acid is derived. Moreover, an "isolated" nucleic acid 
molecule, such as a cDNA molecule, can be substantially free of other cellular material, 
or culture medium when produced by recombinant techniques, or substantially free of 
chemical precursors or other chemicals when chemically synthesized. 
5 A nucleic acid molecule of the present invention, e.g., a nucleic acid encoding a 

protein corresponding to a marker listed in Tables 1-4, can be isolated using standard 
molecular biology techniques and the sequence information described herein. Using all 
or a portion of such nucleic acid sequences, nucleic acid molecules of the invention can 
be isolated using standard hybridization and cloning techniques (e.g., as described in 

10 Sambrook ei al, ed., Molecular Cloning: A Laboratory Manual 2nd ed., Cold Spring 
Harbor Laboratory Press, Cold Spring Harbor, NY, 1989). 

A process for identifying a larger fragment or the full-length coding sequence of 
a marker of the present invention is thus also provided. Any conventional recombinant 
DNA techniques applicable for isolating polynucleotides may be employed. One such 

1 5 method involves the 5'-RACE-PCR technique, in which the poly- A mP.NA that contains 
the coding sequence of particular interest is first reverse transcribed with a 3'-primer 
comprising a sequence disclosed herein. The newly synthesized cDNA strand is then 
tagged with an anchor primer with a known sequence, which preferably contains a 
convenient cloning restriction site attached at the 5'end. The tagged cDNA is then 

20 amplified with the 3 '-primer (or a nested primer sharing sequence homology to the 
internal sequences of the coding region) and the 5 '-anchor primer. The amplification 
may be conducted under conditions of various levels of stringency to optimize the 
amplification specificity. 5'-RACE-PCR can be readily performed using commercial 
kits (available from, e.g., BRL Life Technologies Inc., Clotech) according to the 

25 manufacturer's instructions. 

Isolating the complete coding sequence of a gene can also be carried out in a 
hybridization assay using a suitable probe. The probe preferably comprises at least 1 0 
nucleotides, and more preferably exhibits sequence homology to the polynucleotides of 
the markers of the present invention. Other high throughput screens for cDNAs, such as 

30 those involving gene chip technology, can also be employed in obtaining the complete 
cDNA sequence. 
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In addition, databases exist that reduce the complexity of ESTs by assembling 
contiguous EST sequences into tentative genes. For example, TIGR has assembled 
human ESTs into a database called THC for tentative human consensus sequences. The 
THC database allows for a more definitive assignment compared to ESTs alone. 
5 Software programs exist (TIGR assembler and TIGEM EST assembly machine and 
contig assembly program (see Huang, X . , 1996, Genomes 33:21-23)) that allow for 
assembling ESTs into contiguous sequences from any organism. 

Alternatively, mRNA from a sample preparation is used to construct cDNA 
library in the ZAP Express vector following the procedure described in Velculescu et 

10 al, 1997, Science 270:484. The ZAP Express cDNA synthesis kit (Stratagene) is used 
accordingly to the manufacturer's protocol. Plates containing 250 to 2000 plaques are 
hybridized as described in Rupert et ai, 1988, Mol Cell Bio. 8:3104 to oligonucleotide 
probes with the same conditions previously described for standard probes except that the 
hybridization temperature is reduced to a room temperature. Washes are performed in 

15 6X standard-saline-citrate 0.1% SDS for 30 minutes at room temperature. The probes 
are labeled with 32 P-ATP trough use of T4 polynucleotide kinase. 

A partial cDNA (3' fragment) can be isolated by 3' directed PCR reaction. This 
procedure is a modification of the protocol described in Polyak et al y 1997, Nature 
389:300. Briefly, the procedure uses SAGE tags in PCR reaction such that the resultant 

20 PCR product contains the SAGE tag of interest as well as additional cDNA, the length 
of which is defined by the position of the tag with respect to the 3' end of the cDNA. 
The cDNA product derived from such a transcript driven PCR reaction can be used for 
many applications. 

RNA from a source to express the cDNA corresponding to a given tag is first 
25 converted to double-stranded cDNA using any standard cDNA protocol. Similar 
conditions used to generate cDNA for SAGE library construction can be employed 
except that a modified oligo-dT primer is used to derive the first strand synthesis. For 
example, the oligonucleotide of composition 5'-B-TCC GGC GCG CCG TTT TCC 
CAG TCA CGA(30)-3', contains a poly-T stretch at the 3' end for hybridization and 
30 priming from poly-A tails, an Ml 3 priming site for use in subsequent PCR steps, a 5' 
Biotin label (B) for capture to strepavidin-coated magnetic beads, and an AscI restriction 
endonuclease site for releasing the cDNA from the strepavidin-coated magnetic beads. 
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Theoretically, any sufficiently-sized DNA region capable of hybridizing to a PCR 
primer can be used as well as any other 8 base pair recognizing endonuclease. 

cDNA constructed utilizing this or similar modified oligo-dT primer is then 
processed as described in U.S. Patent No. 5,695,937 up until adapter ligation where only 
5 one adapter is ligated to the cDNA pool. After adapter ligation, the cDNA is released 
from the streptavidin-coated magnetic beads and is then used as a template for cDNA 
amplification. 

Various PCR protocols can be employed using PCR priming sites within the 3' 
modified oligo-dT primer and the SAGE tag. The SAGE tag-derived PCR primer 

10 employed can be of varying length dictated by 5' extension of the tag into the adaptor 
sequence. cDNA products are now available for a variety of applications. 

This technique can be further modified by: (1) altering the length and/or content 
of the modified oligo-dT primer; (2) ligating adaptors other than that previously 
employed within the SAGE protocol; (3) performing PCR from template retained on the 

15 streptavidin-coated magnetic beads: and (4) priming first strand cDNA synthesis with 
non-oligo-dT based primers. 

Gene trapper technology can also be used. The reagents and manufacturer's 
instructions for this technology are commercially available from Life Technologies, Inc., 
Gaithsburg, Maryland. Briefly, a complex population of single-stranded phagemid 

20 DNA containing directional cDNA inserts is enriched for the target sequence by 

hybridization in solution to a biotinylated oligonucleotide probe complementary to the 
target sequence. The hybrids are captured on streptavidin-coated paramagnetic beads. 
A magnet retrieves the paramagnetic beads from the solution, leaving nonhybridized 
single-stranded DNAs behind. Subsequently, the captured single-stranded DNA target 

25 is released from the biotinylated oligonucleotide. After release, the cDN A clone is 

further enriched by using a nonbiotinylated target oligonucleotide to specifically prime 
conversion of the single-stranded DNA. Following transformation and plating, typically 
20% to 100% of the colonies represent the cDN A clone of interest. To identify the 
desired cDNA clone, the colonies may be screened by colony hybridization using the 

30 32 P-labeled oligonucleotide, or alternatively by DNA sequencing and alignment of all 
sequences obtained from numerous clones to determine a consensus sequence. 
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A nucleic acid molecule of the invention can be amplified using cDNA, mRNA, . 
or genomic DNA as a template and appropriate oligonucleotide primers according to 
standard PCR amplification techniques. The nucleic acid so amplified can be cloned 
into an appropriate vector and characterized by DNA sequence analysis. Furthermore, 
5 oligonucleotides corresponding to all or a portion of a nucleic acid molecule of the 
invention can be prepared by standard synthetic techniques, e.g., using an automated 
DNA synthesizer. 

In another preferred embodiment, an isolated nucleic acid molecule of the 
invention comprises a nucleic acid molecule which has a nucleotide sequence 

10 complementary to the nucleotide sequence of a nucleic acid corresponding to a marker 
of the invention or to the nucleotide sequence of a nucleic acid encoding a protein which 
corresponds to a marker of the invention. A nucleic acid molecule which is 
complementary to a given nucleotide sequence is one which is sufficiently 
complementary to the given nucleotide sequence that it can hybridize to the given 

1 5 nucleotide sequence thereby forming a stable duplex. 

Moreover, a nucleic acid molecule of the invention can comprise only a portion 
of a nucleic acid sequence, wherein the full length nucleic acid sequence comprises a 
marker of the invention or which encodes a polypeptide corresponding to a marker of 
the invention. Such nucleic acids can be used, for example, as a probe or primer. The 

20 probe/primer typically is used as one or more substantially purified oligonucleotides. 
The oligonucleotide typically comprises a region of nucleotide sequence that hybridizes 
under stringent conditions to at least about 7, preferably about 15, more preferably about 
25, 50, 75, 100, 125, 150, 175,200 5 250, 300,350, or 400 or more consecutive 
nucleotides of a nucleic acid of the invention. 

25 Probes based on the sequence of a nucleic acid molecule of the invention can be 

used to detect transcripts or genomic sequences corresponding to one or more markers 
of the invention. The probe comprises a label group attached thereto, e.g., a 
radioisotope, a fluorescent compound, an enzyme, or an enzyme co-factor. Such probes 
can be used as part of a diagnostic test kit for identifying cells or tissues which mis- 

30 express the protein, such as by measuring levels of a nucleic acid molecule encoding the 
protein in a sample of cells from a subject, e.g., detecting mRNA levels or determining 
whether a gene encoding the protein has been mutated or deleted. 
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The invention further encompasses nucleic acid molecules that differ, due to 
degeneracy of the genetic code, from the nucleotide sequence of nucleic acids encoding 
a protein which corresponds to a marker of the invention, and thus encode the same 
protein. 

5 In addition to the nucleotide sequences described in the Tables, it will be 

appreciated by those skilled in the art that DNA sequence polymorphisms that lead to 
changes in the amino acid sequence can exist within a population (e.g., the human 
population). Such genetic polymorphisms can exist among individuals within a 
population due to natural allelic variation. An allele is one of a group of genes which 

10 occur alternatively at a given genetic locus. In addition, it will be appreciated that DNA 
polymorphisms that affect RNA expression levels can also exist that may affect the 
overall expression level of that gene (e.g., by affecting regulation or degradation). 

As used herein, the phrase "allelic variant" refers to a nucleotide sequence which 
occurs at a given locus or to a polypeptide encoded by the nucleotide sequence. 

1 5 As used herein, the terms "gene" and "recombinant gene" refer to nucleic acid 

molecules comprising an open reading frame encoding a polypeptide corresponding to a 
marker of the invention. Such natural allelic variations can typically result in 0.1-0.5% 
variance in the nucleotide sequence of a given gene. Alternative alleles can be identified 
by sequencing the gene of interest in a number of different individuals. This can be 

20 readily carried out by using hybridization probes to identify the same genetic locus in a 
variety of individuals. Any and all such nucleotide variations and resulting amino acid 
polymorphisms or variations that are the result of natural allelic variation and that do not 
alter the functional activity are intended to be within the scope of the invention. 
- - In another embodiment, an isolated nucleic acid molecule of the invention is at 

25 least 7, 1 5, 20, 25, 30, 40, 60, 80, 1 00, 1 50, 200, 250, 300, 350, 400, 450, 550, 650, 700, 
800, 900, 1000, 1200, 1400, 1600, 1800, 2000, 2200, 2400, 2600, 2800, 3000, 3500, 
4000, 4500, or more nucleotides in length and hybridizes under stringent conditions to a 
nucleic acid corresponding to a marker of the invention or to a nucleic acid encoding a 
protein corresponding to a marker of the invention. As used herein, the term "hybridizes 

30 under stringent conditions" is intended to describe conditions for hybridization and 
washing under which nucleotide sequences at least 75% (80%, 85%, preferably 90%) 
identical to each other typically remain hybridized to each other. Such stringent 



WO 01/42467 PCT/US00/33312 

-33- 

conditions are known to those skilled in the art and can be found in sections 6.3.1-6.3.6 
of Current Protocols in Molecular Biology, John Wiley & Sons, N.Y. (1989). A 
preferred, non-limiting example of stringent hybridization conditions for annealing two 
single-stranded DNA each of which is at least about 100 bases in length and/or for 
5 annealing a single-stranded DNA and a single-stranded RNA each of which is at least 
about 100. bases in length, are hybridization in 6X sodium chloride/sodium citrate (SSC) 
at about 45°C, followed by one or more washes in 0.2X SSC, 0.1% SDS at 50-65°C. 
Further preferred hybridization conditions are taught in Lockhart, et al, Nature 
Biotechnology, Volume 14, 1996 August: 1675-1 680; Breslauer, et al, Proc. Natl. Acad. 
10 Sci. USA, Volume 83, 1986 June: 3746-3750; Van Ness, et al. f Nucleic Acids Research, 
Volume 19, No. 19, 1991 September: 5143-5151; McGraw, et al. t BioTechniques, 
Volume 8, No. 6 1990: 674-678; and Milner, et ai, Nature Biotechnology, Volume 15, 
1997 June: 537-541, all expressly incorporated by reference. 

In addition to naturally-occurring allelic variants of a nucleic acid molecule of 
1 5 the invention that can exist in the population, the skilled artisan will farther appreciate 
that sequence changes can be introduced by mutation thereby leading to changes in the 
amino acid sequence pf the encoded protein, without altering the biological activity of 
the protein encoded thereby. For example, one can make nucleotide substitutions 
leading to amino acid substitutions at "non-essential" amino acid residues. A "non- 
20 essential" amino acid residue is a residue that can be altered from the wild-type 

sequence without altering the biological activity, whereas an "essential" amino acid 
residue is required for biological activity. For example, amino acid residues that are not 
conserved or only semi-conserved among homologs of various species may be non- 
essential for activity and thus would be likely targets for alteration. Alternatively, amino 
25 acid residues that are conserved among the homologs of various species (e.g. , murine 
and human) may be essential for activity and thus would not be likely targets for 
alteration. 

Accordingly, another aspect of the invention pertains to nucleic acid molecules 
encoding a polypeptide of the invention that contain changes in amino acid residues that 
30 are not essential for activity. Such polypeptides differ in amino acid sequence from the 
naturally-occurring proteins which correspond to the markers of the invention, yet retain 
biological activity. In one embodiment, such a protein has an amino acid sequence that 
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is at least about 40% identical, 50%, 60%, 70%, 80%, 90%, 95%, or 98% identical to the 
amino acid sequence of one of the proteins which correspond to the markers of the 
invention. 

An isolated nucleic acid molecule encoding a variant protein can be created by 
5 introducing one or more nucleotide substitutions, additions or deletions into the 

nucleotide sequence of nucleic acids of the invention, such that one or more amino acid 
residue substitutions, additions, or deletions are introduced into the encoded protein. 
Mutations can be introduced by standard techniques, such as site-directed mutagenesis 
and PCR-mediated mutagenesis. Preferably, conservative amino acid substitutions are 

10 made at one or more predicted non-essential amino acid residues. A "conservative 
amino acid substitution" is one in which the amino acid residue is replaced with an 
amino acid residue having a similar side chain. Families of amino acid residues having 
similar side chains have been defined in the art. These families include amino acids 
with basic side chains (e.g., lysine, arginine, histidine), acidic side chains (e.g., aspartic 

15 acid, glutamic acid), uncharged polar side chains (e.g., glycine, asparagine, glutamine, 
serine, threonine, tyrosine, cysteine), non-polar side chains (e.g., alanine, valine, leucine, 
isoleucine, proline, phenylalanine, methionine, tryptophan), beta-branched side chains 
(e.g., threonine, valine, isoleucine) and aromatic side chains (e.g., tyrosine, 
phenylalanine, tryptophan, histidine). Alternatively, mutations can be introduced 

20 randomly along all or part of the coding sequence, such as by saturation mutagenesis, 
and the resultant mutants can be screened for biological activity to identify mutants that 
retain activity. Following mutagenesis, the encoded protein can be expressed 
recombinant^ and the activity of the protein can be determined. 

The present invention encompasses antisense nucleic acid molecules, i.e., 

25 molecules which are complementary to a sense nucleic acid of the invention, e.g., 
complementary to the coding strand of a double-stranded cDNA molecule 
corresponding to a marker of the invention or complementary to an mRN A sequence 
corresponding to a marker of the invention. Accordingly, an antisense nucleic acid of 
the invention can hydrogen bond to (i.e. anneal with) a sense nucleic acid of the 

30 invention. The antisense nucleic acid can be complementary to an entire coding strand, 
or to only a portion thereof, e.g., all or part of the protein coding region (or open reading 
frame). An antisense nucleic acid molecule can also be antisense to all or part of a non- 
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coding region of the coding strand of a nucleotide sequence encoding a polypeptide of 
the invention. The non-coding regions ("5' and 3 f untranslated regions") are the 5' and 3' 
sequences which flank the coding region and are not translated into amino acids. 

An antisense oligonucleotide can be, for example, about 5, 10, 15, 20, 25, 30, 35, 
5 40, 45, or 50 or more nucleotides in length. An antisense nucleic acid of the invention 
can be constructed using chemical synthesis and enzymatic ligation reactions using 
procedures known in the art. For example, an antisense nucleic acid (e.g., an antisense 
oligonucleotide) can be chemically synthesized using naturally occurring nucleotides or 
variously modified nucleotides designed to increase the biological stability of the 

10 molecules or to increase the physical stability of the duplex formed between the 
antisense and sense nucleic acids, e.g., phosphorothioate derivatives and acridine 
substituted nucleotides can be used. Examples of modified nucleotides which can be 
used to generate the antisense nucleic acid include 5-fluorouracil, 5-bromouracil, 5- 
chlorouracil, 5-iodouracil, hypoxanthine, xanthine, 4-acetylcytosine, 5- 

15 (carboxyhydroxylmethyl) uracil, 5-carboxymethylaminomethyl-2-thiouridine, 5- 

carboxymethylaminomethyluracil, dihydrouracil, beta-D-galactosylqueosine, inosine, 
N6-isopentenyladenine, 1-methylguanine, 1-methylinosine, 2,2-dimethyIguanine, 2- 
methyladenine, 2-methylguanine, 3-methylcytosine, 5-methylcytosine, N6-adenine, 7- 
methylguanine, 5-methylaminomethyluracil, 5-methoxyaminomethyl-2-thiouracil, beta- 

20 D-mannosylqueosine, S'-methoxycarboxymethyluracil, 5-methoxyuracil, 2-rnethylthio- 
N6-isopentenyladenine, uracil-5-oxyacetic acid (v), wybutoxosine, pseudouracil, 
queosine, 2-thiocytosine, 5-methyl-2-thiouracil, 2-thiouraciI, 4-thiouracil, 5- 
methyluracil, uracil-5-oxyacetic acid methylester, uracil-5-oxyacetic acid (v), 5-methyl- 
2-thiouracil, 3-(3-amino-3-N-2-carboxypropyl) uracil, (acp3)w, and 2,6-diaminopurine. 

25 Alternatively, the antisense nucleic acid can be produced biologically using an 
expression vector into which a nucleic acid has been sub-cloned in an antisense 
orientation (i.e., RNA transcribed from the inserted nucleic acid will be of an antisense 
orientation to a target nucleic acid of interest, described further in the following 
subsection). 

30 The antisense nucleic acid molecules of the invention are typically administered 

to a subject or generated in situ such that they hybridize with or bind to cellular mRNA 
and/or genomic DNA encoding a polypeptide corresponding to a selected marker of the 
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invention to thereby inhibit expression of the marker, e.g., by inhibiting transcription 
and/or translation. The hybridization can be by conventional nucleotide 
complementarity to form a stable duplex, or, for example, in the case of an antisense 
nucleic acid molecule which binds to DNA duplexes, through specific interactions in the 
5 major groove of the double helix. Examples of a route of administration of antisense 
nucleic acid molecules of the invention includes direct injection at a tissue site or 
infusion of the antisense nucleic acid into a cervix-associated body fluid. Alternatively, 
antisense nucleic acid molecules can be modified to target selected cells and then 
administered systemically. For example, for systemic administration, antisense 

10 molecules can be modified such that they specifically bind to receptors or antigens 

expressed on a selected cell surface, e.g., by linking the antisense nucleic acid molecules 
to peptides or antibodies which bind to cell surface receptors or antigens. The antisense 
nucleic acid molecules can also be delivered to cells using the vectors described herein. 
To achieve sufficient intracellular concentrations of the antisense molecules, vector 

1 5 constructs in which the antisense nucleic acid molecule is placed under the control of a 
strong pol II or pol III promoter are preferred. 

An antisense nucleic acid molecule of the invention can be an a-anomeric 
nucleic acid molecule. An a-anomeric nucleic acid molecule forms specific double- 
stranded hybrids with complementary RNA in which, contrary to the usual a-units, the 

20 strands run parallel to each other (Gaultier et al., 1 987, Nucleic Acids Res. 1 5:6625- 
6641). The antisense nucleic acid molecule can also comprise a 2'-o- 
methylribonucleotide (Inoue et al, 1987, Nucleic Acids Res. 15:6131-6148) or a 
chimeric RNA-DNA analogue (Inoue et al, 1987, FEBS Lett. 215:327-330). 

The invention also encompasses ribozymes. Ribozymes are catalytic RNA 

25 molecules with ribonuclease activity which are capable of cleaving a single-stranded 
nucleic acid, such as an mRNA, to which they have a complementary region. Thus, 
ribozymes (e.g., hammerhead ribozymes as described in Haselhoff and Gerlach, 1988, 
Nature 334:585-591) can be used to catalytically cleave mRNA transcripts to thereby 
inhibit translation of the protein encoded by the mRNA. A ribozyme having specificity 

30 for a nucleic acid molecule encoding a polypeptide corresponding to a marker of the 
invention can be designed based upon the nucleotide sequence of a cDNA 
corresponding to the marker. For example, a derivative of a Tetrahymena L-19 IVS 
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RNA can be constructed in which the nucleotide sequence of the active site is 
complementary to the nucleotide sequence to be cleaved (see Cech et al U.S. Patent No. 
4,987,071 ; and Cech et al U.S. Patent No. 5,1 1 6,742). Alternatively, an mRNA 
encoding a polypeptide of the invention can be used to select a catalytic RNA having a 
5 specific ribonuclease activity from a pool of RNA molecules (see, e.g., Bartel and 
Szostak, 1 993 , Science 261:1411-1418). 

The invention also encompasses nucleic acid molecules which form triple helical 
structures. For example, expression of a polypeptide of the invention can be inhibited 
by targeting nucleotide sequences complementary to the regulatory region of the gene 

1 0 encoding the polypeptide (e.g., the promoter and/or enhancer) to form triple helical 
structures that prevent transcription of the gene in target cells. See generally Helene 
(1991) Anticancer Drug Des. 6(6):569-84; Helene (1992) Ann. N. Y. Acad. Sci. 660:27- 
36; and Maher (1992) Bioassays 14(12):807-15. 

In various embodiments, the nucleic acid molecules of the invention can be 

15 modified at the base moiety, sugar moiety or phosphate backbone to improve, e.g., the 
stability, hybridization, or solubility of the molecule. For example, the deoxyribose 
phosphate backbone of the nucleic acids can be modified to generate peptide nucleic 
acids (see Hyrup et al, 1 996, Bioorganic & Medicinal Chemistry 4(1): 5-23). As used 
herein, the terms "peptide nucleic acids" or "PNAs" refer to nucleic acid mimics, e.g., 

20 DNA mimics, in which the deoxyribose phosphate backbone is replaced by a 

pseudopeptide backbone and only the four natural nucleobases are retained. The neutral 
backbone of PNAs has been shown to allow for specific hybridization to DNA and RNA 
under conditions of low ionic strength. The synthesis of PNA oligomers can be 
performed using standard solid phase peptide synthesis protocols as described in Hyrup 

25 et al (1996), supra; Perry-O'Keefe et al (1996) Proc. Natl Acad. Sci. USA 93:14670- 
675. 

PNAs can be used in therapeutic and diagnostic applications. For example, 
PNAs can be used as antisense or antigene agents for sequence-specific modulation of 
gene expression by, e.g., inducing transcription or translation arrest or inhibiting 
30 replication. PNAs can also be used, e.g., in the analysis of single base pair mutations in 
a gene by, e.g., PNA directed PCR clamping; as artificial restriction enzymes when used 
in combination with other enzymes, e.g., SI nucleases (Hyrup (1996), supra; or as 
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probes or primers for DNA sequence and hybridization (Hyrup, 1996, supra; Perry- 
O'Keefe et al, 1996, Proc. Natl Acad. Sci. USA 93:14670-675). 

In another embodiment, PNAs can be modified, e.g., to enhance their stability or 
cellular uptake, by attaching lipophilic or other helper groups to PNA, by the formation 
5 of PN A-DN A chimeras, or by the use of liposomes or other techniques of drug delivery 
known in the art. For example, PNA-DNA chimeras can be generated which can 
combine the advantageous properties of PNA and DNA. Such chimeras allow DNA 
recognition enzymes, e.g., RNASE H and DNA polymerases, to interact with the DNA 
portion while the PNA portion would provide high binding affinity and specificity. 

10 PNA-DNA chimeras can be linked using linkers of appropriate lengths selected in terms 
of base stacking, number of bonds between the nucleobases, and orientation (Hyrup, 
1996, supra). The synthesis of PNA-DNA chimeras can be performed as described in 
Hyrup (1996), supra, and Finn et al (1996) Nucleic Acids Res. 24(17):3357-63. For 
example, a DNA chain can be synthesized on a solid support using standard 

15 phosphoramidite coupling chemistry and modified nucleoside analogs. Compounds 

such as 5X4-methoxytrityl)amino-5'-deoxy-thymidine phosphoramidite can be used as a 
link between the PNA and the 5' end of DNA (Mag et al, 1 989, Nucleic Acids Res. 
1 7:5973-88). PNA monomers are then coupled in a step-wise manner to produce a 
chimeric molecule with a 5' PNA segment and a 3' DNA segment (Finn et al, 1996, 

20 Nucleic Acids Res. 24(1 7):3357-63). Alternatively, chimeric molecules can be 
synthesized with a 5' DNA segment and a 3' PNA segment (Peterser et al, 1975, 
Bioorganic Med Chem. Lett. 5:1 1 19-1 11 24). 

In other embodiments, the oligonucleotide can include other appended groups 
such as peptides (e.g., for targeting host cell receptors in vivo), or agents facilitating 

25 transport across the cell membrane (see, e.g., Letsinger et al, 1989, Proc. Natl Acad. 
Sci. USA 86:6553-6556; Lemaitre et al, 1987, Proc. Natl Acad. Sci. USA 84:648-652; 
PCT Publication No. WO 88/09810) or the blood-brain barrier (see, e.g., PCT 
Publication No. WO 89/10134). In addition, oligonucleotides can be modified with 
hybridization-triggered cleavage agents (see, e.g., Krol et al, 1988, Bio/Techniques 

30 6:958-976) or intercalating agents (see, e.g., Zon, 1 988, Pharm. Res. 5:539-549). To 
this end, the oligonucleotide can be conjugated to another molecule, e.g., a peptide, 
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hybridization triggered cross-linking agent, transport agent, hybridization-triggered 
cleavage agent, etc. 

The invention also includes molecular beacon nucleic acids having at least one 
region which is complementary to a nucleic acid of the invention, such that the 
5 molecular beacon is useful for quantitating the presence of the nucleic acid of the 

invention in a sample. A "molecular beacon" nucleic acid is a nucleic acid comprising a 
pair of complementary regions and having a fluorophore and a fluorescent quencher 
associated therewith. The fluorophore and quencher are associated with different 
portions of the nucleic acid in such an orientation that when the complementary regions 
10 are annealed with one another, fluorescence of the fluorophore is quenched by the 
quencher. When the complementary regions of the nucleic acid are not annealed with 
one another, fluorescence of the fluorophore is quenched to a lesser degree. Molecular 
beacon nucleic acids are described, for example, in U.S. Patent 5,876,930. 

15 II. Isolated Proteins and Antibodies 

One aspect of the invention pertains to novel isolated proteins which correspond 
to individual markers of the invention, and biologically active portions thereof, as well 
as polypeptide fragments suitable for use as immunogens to raise antibodies directed 
against a polypeptide corresponding to a marker of the invention. In one embodiment, 

20 the native polypeptide corresponding to a marker can be isolated from cells or tissue 
sources by an appropriate purification scheme using standard protein purification 
techniques. In another embodiment, polypeptides corresponding to a marker of the 
invention are produced by recombinant DNA techniques. Alternative to recombinant 
expression, a polypeptide corresponding to a marker of the invention can be synthesized 

25 chemically using standard peptide synthesis techniques. 

An "isolated" or "purified" protein or biologically active portion thereof is 
substantially free of cellular material or other contaminating proteins from the cell or 
tissue source from which the protein is derived, or substantially free of chemical 
precursors or other chemicals when chemically synthesized. The language 

30 "substantially free of cellular material" includes preparations of protein in which the 
protein is separated from cellular components of the cells from which it is isolated or 
recombinantly produced. Thus, protein that is substantially free of cellular material 
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includes preparations of protein having less than about 30%, 20%, 10%, or 5% (by dry 
weight) of heterologous protein (also referred to herein as a "contaminating protein"). 
When the protein or biologically active portion thereof is recombinantly produced, it is 
also preferably substantially free of culture medium, i.e. 9 culture medium represents less 
5 than about 20%, 10%, or 5% of the volume of the protein preparation. When the protein 
is produced by chemical synthesis, it is preferably substantially free of chemical 
precursors or other chemicals, i.e., it is separated from chemical precursors or other 
chemicals which are involved in the synthesis of the protein. Accordingly such 
preparations of the protein have less than about 30%, 20%, 1 0%, 5% (by dry weight) of 

1 0 chemical precursors or compounds other than the polypeptide of interest. 

Biologically active portions of a polypeptide corresponding to a marker of the 
invention include polypeptides comprising amino acid sequences sufficiently identical to 
or derived from the amino acid sequence of the protein corresponding to the marker 
(e.g., the amino acid sequence listed in the GenBank and IMAGE Consortium database 

1 5 records described herein), which include fewer amino acids than the full length protein, 
and exhibit at least one activity of the corresponding full-length protein. Typically, 
biologically active portions comprise a domain or motif with at least one activity of the 
corresponding protein. A biologically active portion of a protein of the invention can be 
a polypeptide which is, for example, 10, 25, 50, 100 or more amino acids in length. 

20 Moreover, other biologically active portions, in which other regions of the protein are 
deleted, can be prepared by recombinant techniques and evaluated for one or more of the 
functional activities of the native form of a polypeptide of the invention. 

Preferred polypeptides are encoded by the nucleotide sequences in Tables 1-4. 
Other useful proteins are substantially identical (e.g., at least about 40%, preferably 

25 50%, 60%, 70%, 80%, 90%, 95%, or 99%) to one of these sequences and retain the 
functional activity of the protein of the corresponding naturally-occurring protein yet 
differ in amino acid sequence due to natural allelic variation or mutagenesis. 

To determine the percent identity of two amino acid sequences or of two nucleic 
acids, the sequences are aligned for optimal comparison purposes (e.g., gaps can be 

30 introduced in the sequence of a first amino acid or nucleic acid sequence for optimal 
alignment with a second amino or nucleic acid sequence). The amino acid residues or 
nucleotides at corresponding amino acid positions or nucleotide positions are then 
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compared. When a position in the first sequence is occupied by the same amino acid 
residue or nucleotide as the corresponding position in the second sequence, then the 
molecules are identical at that position. The percent identity between the two sequences 
is a function of the number of identical positions shared by the sequences (i.e., % 
5 identity = # of identical positions/total # of positions (e.g., overlapping positions) xlOO). 
In one embodiment the two sequences are the same length. 

The determination of percent identity between two sequences can be 
accomplished using a mathematical algorithm. A preferred, non-limiting example of a 
mathematical algorithm utilized for the comparison of two sequences is the algorithm of 

10 Karlin and Altschul (1 990) Proc. Natl Acad. Sci. USA 87:2264-2268, modified as in 
Karlin and Altschul (1993) Proc. Natl. Acad. Sci. USA 90:5873-5877. Such an 
algorithm is incorporated into the NBLAST and XBLAST programs of Altschul, et al 
(1990) J. Mol Biol 215:403-410. BLAST nucleotide searches can be performed with 
the NBLAST program, score = 100, wordlength = 12 to obtain nucleotide sequences 

1 5 homologous to a nucleic acid molecules of the invention. BLAST protein searches can 
be performed with the XBLAST program, score = 50, wordlength = 3 to obtain amino 
acid sequences homologous to a protein molecules of the invention. To obtain gapped 
alignments for comparison purposes, Gapped BLAST can be utilized as described in 
Altschul et al (1997) Nucleic Acids Res. 25:3389-3402. Alternatively, PSI-Blast can be 

20 used to perform an iterated search which detects distant relationships between 
molecules. When utilizing BLAST, Gapped BLAST, and PSI-Blast programs, the 
default parameters of the respective programs (e.g., XBLAST and NBLAST) can be 
used. See http://www.ncbi.nlm.nih.gov. Another preferred, non-limiting example of a 
mathematical algorithm utilized for the comparison of sequences is the algorithm of 

25 Myers and Miller, (1988) CABIOS 4:1 1-17. Such an algorithm is incorporated into the 
ALIGN program (version 2.0) which is part of the GCG sequence alignment software 
package. When utilizing the ALIGN program for comparing amino acid sequences, a 
PAM120 weight residue table, a gap length penalty of 12, and a gap penalty of 4 can be 
used. Yet another useful algorithm for identifying regions of local sequence similarity 

30 and alignment is the FASTA algorithm as described in Pearson and Lipman (1988) 
Proc. Natl Acad Sci. USA 85:2444-2448. When using the FASTA algorithm for 
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comparing nucleotide or amino acid sequences, a PAM120 weight residue table can, for 
example, be used with a £-tuple value of 2. 

The percent identity between two sequences can be determined using techniques 
similar to those described above, with or without allowing gaps. In calculating percent 
5 identity, only exact matches are counted. 

The invention also provides chimeric or fusion proteins corresponding to a 
marker of the invention. As used herein, a "chimeric protein" or "fusion protein" 
comprises all or part (preferably a biologically active part) of a polypeptide 
corresponding to a marker of the invention operably linked to a heterologous 

10 polypeptide (i.e., a polypeptide other than the polypeptide corresponding to the marker). 
Within the fusion protein, the term "operably linked" is intended to indicate that the 
polypeptide of the invention and the heterologous polypeptide are fused in-frame to each 
other. The heterologous polypeptide can be fused to the amino-terminus or the 
carboxyl-terminus of the polypeptide of the invention. 

15 One useful fusion protein is a GST fusion protein in which a polypeptide 

corresponding to a marker of the invention is fused to the carboxyl terminus of GST 
sequences. Such fusion proteins can facilitate the purification of a recombinant 
polypeptide of the invention. 

In another embodiment, the fusion protein contains a heterologous signal 

20 sequence at its amino terminus. For example, the native signal sequence of a 

polypeptide corresponding to a marker of the invention can be removed and replaced 
with a signal sequence from another protein. For example, the gp67 secretory sequence 
of the baculovirus envelope protein can be used as a heterologous signal sequence 
(Ausubel et al y ed., Current Protocols in Molecular Biology, John Wiley & Sons, NY, 

25 1992). Other examples of eukaryotic heterologous signal sequences include the 

secretory sequences of melittin and human placental alkaline phosphatase (Stratagene; 
La Jolla, California). In yet another example, useful prokaryotic heterologous signal 
sequences include the phoA secretory signal (Sam brook et ai f supra) and the protein A 
secretory signal (Pharmacia Biotech; Piscataway, New Jersey). 

30 In yet another embodiment, the fusion protein is an immunoglobulin fusion 

protein in which all or part of a polypeptide corresponding to a marker of the invention 
is fused to sequences derived from a member of the immunoglobulin protein family. 
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The immunoglobulin fusion proteins of the invention can be incorporated into 
pharmaceutical compositions and administered to a subject to inhibit an interaction 
between a ligand (soluble or membrane-bound) and a protein on the surface of a cell 
(receptor), to thereby suppress signal transduction in vivo. The immunoglobulin fusion 
5 protein can be used to affect the bioavailability of a cognate ligand of a polypeptide of 
the invention. Inhibition of ligand/receptor interaction can be useful therapeutically, 
both for treating proliferative and differentiative disorders and for modulating (e.g. 
promoting or inhibiting) cell survival. Moreover, the immunoglobulin fusion proteins of 
the invention can be used as immunogens to produce antibodies directed against a 

10 polypeptide of the invention in a subject, to purify ligands and in screening assays to 
identify molecules which inhibit the interaction of receptors with ligands. 

Chimeric and fusion proteins of the invention can be produced by standard 
recombinant DNA techniques. In another embodiment, the fusion gene can be 
synthesized by conventional techniques including automated DNA synthesizers. 

1 5 Alternatively, PCR amplification of gene fragments can be carried out using anchor 
primers which give rise to complementary overhangs between two consecutive gene 
fragments which can subsequently be annealed and re-amplified to generate a chimeric 

.. » 

gene sequence (see, e.g., Ausubel et al. y supra). Moreover, many expression vectors are 
commercially available that already encode a fusion moiety (e.g., a GST polypeptide). 
20 A nucleic acid encoding a polypeptide of the invention can be cloned into such an 

expression vector such that the fusion moiety is linked in-frame to the polypeptide of the 
invention. 

A signal sequence can be used to facilitate secretion and isolation of the secreted 
protein or other proteins of interest. Signal sequences are typically characterized by a 

25 core of hydrophobic amino acids which are generally cleaved from the mature protein 
during secretion in one or more cleavage events. Such signal peptides contain 
processing sites that allow cleavage of the signal sequence from the mature proteins as 
they pass through the secretory pathway. Thus, the invention pertains to the described 
polypeptides having a signal sequence, as well as to polypeptides from which the signal 

30 sequence has been proteolytically cleaved (i.e., the cleavage products). In one 

embodiment, a nucleic acid sequence encoding a signal sequence can be operably linked 
in an expression vector to a protein of interest, such as a protein which is ordinarily not 
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secreted or is otherwise difficult to isolate. The signal sequence directs secretion of the 
protein, such as from a eukaryotic host into which the expression vector is transformed, 
and the signal sequence is subsequently or concurrently cleaved. The protein can then 
be readily purified from the extracellular medium by art recognized methods. 
5 Alternatively, the signal sequence can be linked to the protein of interest using a 
sequence which facilitates purification, such as with a GST domain. 

The present invention also pertains to variants of the polypeptides corresponding 
to individual markers of the invention. Such variants have an altered amino acid 
sequence which can function as either agonists (mimetics) or as antagonists. Variants 

10 can be generated by mutagenesis, e.g., discrete point mutation or truncation. An agonist 
can retain substantially the same, or a subset, of the biological activities of the naturally 
occurring form of the protein. An antagonist of a protein can inhibit one or more of the 
activities of the naturally occurring form of the protein by, for example, competitively 
binding to a downstream or upstream member of a cellular signaling cascade which 

1 5 includes the protein of interest. Thus, specific biological effects can be elicited by 
treatment with a variant of limited function. Treatment of a subject with a variant 
having a subset of the biological activities of the naturally occurring form of the protein 
can have fewer side effects in a subject relative to treatment with the naturally occurring 
form of the protein. 

20 Variants of a protein of the invention which function as either agonists 

(mimetics) or as antagonists can be identified by screening combinatorial libraries of 
mutants, e.g., truncation mutants, of the protein of the invention for agonist or antagonist 
activity. In one embodiment, a variegated library of variants is generated by 
combinatorial mutagenesis at the nucleic acid level and is encoded by a variegated gene 

25 library. A variegated library of variants can be produced by, for example, enzymatically 
ligating a mixture of synthetic oligonucleotides into gene sequences such that a 
degenerate set of potential protein sequences is expressible as individual polypeptides, 
or alternatively, as a set of larger fusion proteins {e.g., for phage display). There are a 
variety of methods which can be used to produce libraries of potential variants of the 

30 polypeptides of the invention from a degenerate oligonucleotide sequence. Methods for 
synthesizing degenerate oligonucleotides are known in the art (see, e.g., Narang, 1983, 
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Tetrahedron 39:3; Itakura et ai, 1984, Annu. Rev. Biochem. 53:323; Itakura et al t 1984, 
Science 198:1056; Ike et al. f 1983 Nucleic Acid Res. 11:477). 

In addition, libraries of fragments of the coding sequence of a polypeptide 
corresponding to a marker of the invention can be used to generate a variegated 
5 population of polypeptides for screening and subsequent selection of variants. For 
example, a library of coding sequence fragments can be generated by treating a double 
stranded PCR fragment of the coding sequence of interest with a nuclease under 
conditions wherein nicking occurs only about once per molecule, denaturing the double 
stranded DNA, renaturing the DNA to form double stranded DNA which can include 
1 0 sense/antisense pairs from different nicked products, removing single stranded portions 
from reformed duplexes by treatment with SI nuclease, and ligating the resulting 
fragmenriibrary into an expression vector. By this method, an expression library can be 
derived which encodes amino terminal and internal fragments of various sizes of the 
protein of interest. 

1 5 Several techniques are known in the art for screening gene products of 

combinatorial libraries made by point mutations or truncation, and for screening cDNA 
libraries for gene products having a selected property. The most widely used 
techniques, which are amenable to high through-put analysis, for screening large gene 
libraries typically include cloning the gene library into replicable expression vectors, 

20 transforming appropriate cells with the resulting library of vectors, and expressing the 
combinatorial genes under conditions in which detection of a desired activity facilitates 
isolation of the vector encoding the gene whose product was detected. Recursive 
ensemble mutagenesis (REM), a technique which enhances the frequency of functional 
mutants in the libraries, can be used in combination with the screening assays to identify 

25 variants of a protein of the invention (Arkin and Yourvan, 1 992, Proc. Natl Acad. Sci. 
USA 59:781 1-7815; Delgrave et aL 1993, Protein Engineering 6(3):327- 331). 

An isolated polypeptide corresponding to a marker of the invention, or a 
fragment thereof, can be used as an immunogen to generate antibodies using standard 
techniques for polyclonal and monoclonal antibody preparation. The full-length 

30 polypeptide or protein can be used or, alternatively, the invention provides antigenic 
peptide fragments for use as immunogens. The antigenic peptide of a protein of the 
invention comprises at least 8 (preferably 10, 15, 20, or 30 or more) amino acid residues 
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of the amino acid sequence of one of the polypeptides of the invention, and encompasses 
an epitope of the protein such that an antibody raised against the peptide forms a specific 
immune complex with a marker of the invention to which the protein corresponds. 
Preferred epitopes encompassed by the antigenic peptide are regions that are located on 
5 the surface of the protein, e.g., hydrophilic regions. Hydrophobicity sequence analysis, 
hydrophilicity sequence analysis, or similar analyses can be used to identify hydrophilic 
regions. 

An immunogen typically is used to prepare antibodies by immunizing a suitable 
(Le. immunocompetent) subject such as a rabbit, goat, mouse, or other mammal or 

1 0 vertebrate. An appropriate immunogenic preparation can contain, for example, 

recombinantly-expressed or chemically-synthesized polypeptide. The preparation can 
further include an adjuvant, such as Freund's complete or incomplete adjuvant, or a 
similar immunostimulatory agent. 

Accordingly, another aspect of the invention pertains to antibodies directed 

15 against a polypeptide of the invention. The terms "antibody" and "antibody substance" 
as used interchangeably herein refer to immunoglobulin molecules and immunologically 
active portions of immunoglobulin molecules, i.e., molecules that contain an antigen 
binding site which specifically binds an antigen, such as a polypeptide of the invention, 
e.g., an epitope of a polypeptide of the invention. A molecule which specifically binds 

20 to a given polypeptide of the invention is a molecule which binds the polypeptide, but 
does not substantially bind other molecules in a sample, e.g., a biological sample, which 
naturally contains the polypeptide. Examples of immunologically active portions of 
immunoglobulin molecules include F(ab) and F(ab')2 fragments which can be generated 
by treating the antibody with an enzyme such as pepsin. The invention provides 

25 polyclonal and monoclonal antibodies. The term "monoclonal antibody" or 

"monoclonal antibody composition", as used herein, refers to a population of antibody 
molecules that contain only one species of an antigen binding site capable of 
immunoreacting with a particular epitope. 

Polyclonal antibodies can be prepared as described above by immunizing a 

30 suitable subject with a polypeptide of the invention as an immunogen. Preferred 
polyclonal antibody compositions are ones that have been selected for antibodies 
directed against a polypeptide or polypeptides of the invention. Particularly preferred 
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polyclonal antibody preparations are ones that contain only antibodies directed against a 
polypeptide or polypeptides of the invention. Particularly preferred immunogen 
compositions are those that contain no other human proteins such as, for example, 
immunogen compositions made using a non-human host cell for recombinant expression 
5 of a polypeptide of the invention. In such a manner, the only human epitope or epitopes 
recognized by the resulting antibody compositions raised against this immunogen will 
be present as part of a polypeptide or polypeptides of the invention. 

The antibody titer in the immunized subject can be monitored over time by 
standard techniques, such as with an enzyme linked immunosorbent assay (ELISA) 

10 using immobilized polypeptide. If desired, the antibody molecules can be harvested or 
isolated from the subject (e.g., from the blood or serum of the subject) and further 
purified by well-known techniques, such as protein A chromatography to obtain the IgG 
fraction. Alternatively, antibodies specific for a protein or polypeptide of the invention 
can be selected or (e.g., partially purified) or purified by, e.g., affinity chromatography. 

1 5 For example, a recombinantly expressed and purified (or partially purified) protein of 
the invention is produced as described herein, and covalently or non-covalently coupled 
to a solid support such as, for example, a chromatography column. The column can then 
be used to affinity purify antibodies specific for the proteins of the invention from a 
sample containing antibodies directed against a large number of different epitopes, 

20 thereby generating a substantially purified antibody composition, i.e., one that is 
substantially free of contaminating antibodies. By a substantially purified antibody 
composition is meant, in this context, that the antibody sample contains at most only 
30% (by dry weight) of contaminating antibodies directed against epitopes other than 
those of the desired protein or polypeptide of the invention, and preferably at most 20%, 

25 yet more preferably at most 10%, and most preferably at most 5% (by dry weight) of the 
sample is contaminating antibodies. A purified antibody composition means that at least 
99% of the antibodies in the composition are directed against the desired protein or 
polypeptide of the invention. 

At an appropriate time after immunization, e.g., when the specific antibody titers 

30 are highest, antibody-producing cells can be obtained from the subject and used to 

prepare monoclonal antibodies by standard techniques, such as the hybridoma technique 
originally described by Kohler and Milstein (1975) Nature 256:495-497, the human B 
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cell hybridoma technique (see Kozbor et al, 1983, Immunol. Today 4:72), the EBV- 
hybridoma technique (see Cole et al, pp. 77-96 In Monoclonal Antibodies and Cancer 
Therapy, Alan R. Liss, Inc., 1985) or trioma techniques. The technology for producing 
hybridomas is well known (see generally Current Protocols in Immunology, Coligan et 
5 al ed., John Wiley & Sons, New York, 1994). Hybridoma cells producing a 

monoclonal antibody of the invention are detected by screening the hybridoma culture 
supernatants for antibodies that bind the polypeptide of interest, e.g., using a standard 
EL1SA assay. 

Alternative to preparing monoclonal antibody-secreting hybridomas, a 

1 0 monoclonal antibody directed against a polypeptide of the invention can be identified 
and isolated by screening a recombinant combinatorial immunoglobulin library {e.g., an 
antibody phage display library) with the polypeptide of interest. Kits for generating and 
screening phage display libraries are commercially available (e.g., the Pharmacia 
Recombinant Phage Antibody System, Catalog No. 27-9400-01; and the Stratagene 

1 5 SurjZAP Phage Display Kit, Catalog No. 240612). Additionally, examples of methods 
and reagents particularly amenable for use in generating and screening antibody display 
library can be found in, for example, U.S. Patent No. 5,223,409; PCT Publication No. 
WO 92/18619; PCT Publication No. WO 91/1 7271 ; PCT Publication No. WO 
92/20791; PCT Publication No. WO 92/15679; PCT Publication No. WO 93/01288; 

20 PCT Publication No. WO 92/01047; PCT Publication No. WO 92/09690; PCT 

Publication No. WO 90/02809; Fuchs et al. (1991) Bio/Technology 9:1370-1372; Hay et 
al. (1 992) Hum. Antibod. Hybridomas 3:81-85; Huse et al (1 989) Science 246:1275- 
1281; Griffiths et al. (1993) EMBOJ. 12:725-734. 

Additionally, recombinant antibodies, such as chimeric and humanized 

25 monoclonal antibodies, comprising both human and non-human portions, which can be 
made using standard recombinant DNA techniques, are within the scope of the 
invention. A chimeric antibody is a molecule in which different portions are derived 
from different animal species, such as those having a variable region derived from a 
murine mAb and a human immunoglobulin constant region. (See, e.g., Cabilly et ah, 

30 U.S. Patent No. 4,816,567; and Boss et al., U.S. Patent No. 4,816,397, which are 

incorporated herein by reference in their entirety.) Humanized antibodies are antibody 
molecules from non-human species having one or more complementary determining 
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regions (CDRs) from the non-human species and a framework region from a human 
immunoglobulin molecule. (See, e.g., Queen, U.S. Patent No. 5,585,089, which is 
incorporated herein by reference in its entirety.) Such chimeric and humanized 
monoclonal antibodies can be produced by recombinant DNA techniques known in the 
5 art, for example using methods described in PCT Publication No. WO 87/02671 ; 

European Patent Application 184,187; European Patent Application 171,496; European 
Patent Application 173,494; PCT Publication No. WO 86/01533; U.S. Patent No. 
4,816,567; European Patent Application 125,023; Better et al (1988) Science 240:1041- 
1043; Liu et al. (1987) Proc. Natl. Acad. Sci. USA 84:3439-3443; Liu et al (1987) J. 

10 Immunol 139:3521- 3526; Sun et al. (1987) Proc. Natl. Acad. Sci. USA 84:214-218; 
Nishimura et al. (1987) Cancer Res. 47:999-1005; Wood et ai (1985) Nature 314:446- 
449; and Shaw et al (1988)J. Natl Cancer Inst. 80:1553-1559); Morrison (1985) 
Science 229:1202-1207; Oi et al (1986) Bio/Techniques 4:214; U.S. Patent 5,225,539; 
. Jones et al (1986) Nature 321 :552-525; Verhoeyan et al (1988) Science 239:1534; and 

15 Beidlere/a/. (1988)7. Immunol 141:4053-4060. 

Antibodies of the invention may be used as therapeutic agents in treating 
cancers. In a preferred embodiment, completely human antibodies of the invention are 
used for therapeutic treatment of human cancer patients, particularly those having 
cervical cancer. Such antibodies can be produced, for example, using transgenic mice 

20 which are incapable of expressing endogenous immunoglobulin heavy and light chains 
genes, but which can express human heavy and light chain genes. The transgenic mice 
are immunized in the normal fashion with a selected antigen, e.g., all or a portion of a 
polypeptide corresponding to a marker of the invention. Monoclonal antibodies directed 
against the antigen can be obtained using conventional hybridoma technology. The 

25 human immunoglobulin transgenes harbored by the transgenic mice rearrange during B 
cell differentiation, and subsequently undergo class switching and somatic mutation. 
Thus, using such a technique, it is possible to produce therapeutically useful IgG, IgA 
and IgE antibodies. For an overview of this technology for producing human antibodies, 
see Lonberg and Huszar (1995) Int. Rev. Immunol 13:65-93). For a detailed discussion 

30 of this technology for producing human antibodies and human monoclonal antibodies 
and protocols for producing such antibodies, see, e.g., U.S. Patent 5,625,126; U.S. 
Patent 5,633,425; U.S. Patent 5,569,825; U.S. Patent 5,661,016; and U.S. Patent 
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5,545,806. In addition, companies such as Abgenix, Inc. (Freemont, CA), can be 
engaged to provide human antibodies directed against a selected antigen using 
technology similar to that described above. 

Completely human antibodies which recognize a selected epitope can be 
5 generated using a technique referred to as "guided selection." In this approach a 

selected non-human monoclonal antibody, e.g., a murine antibody, is used to guide the 
selection of a completely human antibody recognizing the same epitope (Jespers et ai, 
1 994, Bio/technology 1 2:899-903). 

An antibody directed against a polypeptide corresponding to a marker of the 

10 invention (e.g., a monoclonal antibody) can be used to isolate the polypeptide by 
standard techniques, such as affinity chromatography or immunoprecipitation. 
Moreover, such an antibody can be used io detect the marker (e.g. , in a cellular lysate or 
cell supernatant) in order to evaluate the level and pattern of expression of the marker. 
The antibodies can also be used diagnostically to monitor protein levels in tissues or 

1 5 body fluids (e.g. in an ovary-associated body fluid) as part of a clinical testing 

procedure, e.g., to, for example, determine the efficacy of a given treatment regimen. 
Detection can be facilitated by coupling the antibody to a detectable substance. 
Examples of detectable substances include various enzymes, prosthetic groups, 
fluorescent materials, luminescent materials, bioluminescent materials, and radioactive 

20 materials. Examples of suitable enzymes include horseradish peroxidase, alkaline 
phosphatase, (5-galactosidase, or acetylcholinesterase; examples of suitable prosthetic 
group complexes include streptavidin/biotin and avidin/biotin; examples of suitable 
fluorescent materials include umbelliferone, fluorescein, fluorescein isothiocyanate, 
rhodamine, dichlorotriazinylamine fluorescein, dansyl chloride or phycoerythrin; an 

25 example of a luminescent material includes luminol; examples of bioluminescent 
materials include luciferase, luciferin, and aequorin, and examples of suitable 

... _ . 125 131 35 0 3 

radioactive matenal include I, I, S or H. 

Further, an antibody (or fragment thereof) can be conjugated to a therapeutic 
moiety such as a cytotoxin, a therapeutic agent or a radioactive metal ion. A cytotoxin 
30 or cytotoxic agent includes any agent that is detrimental to cells. Examples include 
taxol, cytochalasin B, gramicidin D, ethidium bromide, emetine, mitomycin, etoposide, 
tenoposide, vincristine, vinblastine, colchicin, doxorubicin, daunorubicin, dihydroxy 
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anthracin dione, mitoxantrone, mithramycin, actinomycin D, 1 -dehydrotestosterone, 
glucocorticoids, procaine, tetracaine, lidocaine, propranolol, and puromycin and analogs 
or homologs thereof. Therapeutic agents include, but are not limited to, antimetabolites 
(e.g., methotrexate, 6-mercaptopurine, 6-thioguanine, cytarabine, 5-fluorouracil 
5 decarbazine), alkylating agents (e.g. , mechlorethamine, thioepa chlorambucil, 

melphalan, carmustine (BSNU) and lomustine (CCNU), cyclothosphamide, busulfan, 
dibromomannitol, streptozotocin, mitomycin C, and cis-dichlorodiamine platinum (II) 
(DDP) cisplatin), anthracyclines (e.g., daunorubicin (formerly daunomycin) and 
doxorubicin), antibiotics (e.g., dactinomycin (formerly actinomycin), bleomycin, 
1 0 mithramycin, and anthramycin (AMC)), and anti-mitotic agents (e.g., vincristine and 
vinblastine). 

The conjugates of the invention can be used for modifying a given biological 
response, the drug moiety is not to be construed as limited to classical chemical 
therapeutic agents. For example, the drug moiety may be a protein or polypeptide 

1 5 possessing a desired biological activity. Such proteins may include, for example, a toxin . 
such as abrin, ricin A, pseudomonas exotoxin, or diphtheria toxin; a protein such as 
tumor necrosis factor, .alpha.-interferon, .beta. -interferon, nerve growth factor, platelet 
derived growth factor, tissue plasminogen activator; or, biological response modifiers 
such as, for example, lymphokines, interleukin-1 ("IL-1"), interleukin-2 ("IL-2"), 

20 interleukin-6 ("IL-6"), granulocyte macrophase colony stimulating factor ("GM-CSF"), 
granulocyte colony stimulating factor ("G-CSF"), or other growth factors. 

Techniques for conjugating such therapeutic moiety to antibodies are well 
known, see, e.g., Arnon et al., "Monoclonal Antibodies For Immunotargeting Of Drugs 
In Cancer Therapy", in Monoclonal Antibodies And Cancer Therapy, Reisfeld et al. 

25 (eds.), pp. 243-56 (Alan R. Liss, Inc. 1985); Hellstrom et al., "Antibodies For Drug 
Delivery", in Controlled Drug Delivery (2nd Ed.), Robinson et al. (eds.), pp. 623-53 
(Marcel Dekker, Inc. 1987); Thorpe, "Antibody Carriers Of Cytotoxic Agents In Cancer 
Therapy: A Review", in Monoclonal Antibodies '84: Biological And Clinical 
Applications, Pinchera et al. (eds.), pp. 475-506 (1985); "Analysis, Results, And Future 

30 Prospective Of The Therapeutic Use Of Radiolabeled Antibody In Cancer Therapy", in 
Monoclonal Antibodies For Cancer Detection And Therapy, Baldwin et al. (eds.), pp. 
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303-16 (Academic Press 1985), and Thorpe et al., "The Preparation And Cytotoxic 
Properties Of Antibody-Toxin Conjugates", Immunol. Rev., 62:1 19-58 (1982). 

Alternatively, an antibody can be conjugated to a second antibody to form an 
antibody heteroconjugate as described by Segal in U.S. Patent No. 4,676,980. 
5 Accordingly, in one aspect, the invention provides substantially purified 

antibodies or fragments thereof, and non-human antibodies or fragments thereof, which 
antibodies or fragments specifically bind to a polypeptide comprising an amino acid 
sequence selected from the group consisting of the amino acid sequences of the present 
invention, an amino acid sequence encoded by the cDNA of the present invention, a 

10 fragment of at least 15 amino acid residues of an amino acid sequence of the present 
invention, an amino acid sequence which is at least 95% identical to the amino acid 
sequence of the present invention (wherein the percent identity is determined using the 
ALIGN program of the GCG software package with a PAM120 weight residue table, a 
gap length penalty of 12, and a gap penalty of 4) and an amino acid sequence which is 

1 5 encoded by a nucleic acid molecule which hybridizes to a nucleic acid molecule 
consisting of the nucleic acid molecules of the present invention, or a complement 
thereof, under conditions of hybridization of 6X SSC at 45°C and washing in 0.2 X 
SSC, 0.1% SDS at 65°C. In various embodiments, the substantially purified antibodies 
of the invention, or fragments thereof, can be human, non-human, chimeric and/or 

20 humanized antibodies. 

In another aspect, the invention provides non-human antibodies or fragments 
thereof, which antibodies or fragments specifically bind to a polypeptide comprising an 
amino acid sequence selected from the group consisting of: the amino acid sequence of 
the present invention, an amino acid sequence encoded by the cDNA of the present 

25 invention, a fragment of at least 1 5 amino acid residues of the amino acid sequence of 
the present invention, an amino acid sequence which is at least 95% identical to the 
amino acid sequence of the present invention (wherein the percent identity is determined 
using the ALIGN program of the GCG software package with a PAM120 weight residue 
table, a gap length penalty of 12, and a gap penalty of 4) and an amino acid sequence 

30 which is encoded by a nucleic acid molecule which hybridizes to a nucleic acid 
molecule consisting of the nucleic acid molecules of the present invention, or a 
complement thereof, under conditions of hybridization of 6X SSC at 45°C and washing 
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in 0.2 X SSC, 0.1% SDS at 65°C. Such non-human antibodies can be goat, mouse, 
sheep, horse, chicken, rabbit, or rat antibodies. Alternatively, the non-human antibodies 
of the invention can be chimeric and/or humanized antibodies. In addition, the non- 
human antibodies of the invention can be polyclonal antibodies or monoclonal 
5 antibodies. 

In still a further aspect, the invention provides monoclonal antibodies or 
fragments thereof, which antibodies or fragments specifically bind to a polypeptide 
comprising an amino acid sequence selected from the group consisting of the amino acid 
sequences of the present invention, an amino acid sequence encoded by the cDNA of the 

10 present invention, a fragment of at least 15 amino acid residues of an amino acid 
sequence of the present invention, an amino acid sequence which is at least 95% 
identical to an amino acid sequence of the present invention (wherein the percent 
identity is determined using the ALIGN program of the GCG software package with a 
PAM120 weight residue table, a gap length penalty of 12, and a gap penalty of 4) and an 

1 5 amino acid sequence which is encoded by a nucleic acid molecule which hybridizes to a 
nucleic acid molecule consisting of the nucleic acid molecules of the present invention, 
or a complement thereof, under conditions of hybridization of 6X SSC at 45°C and 
washing in 0.2 X SSC, 0. 1 % SDS at 65°C. The monoclonal antibodies can be human, 
humanized, chimeric and/or non-human antibodies. 

20 The substantially purified antibodies or fragments thereof may specifically bind 

to a signal peptide, a secreted sequence, an extracellular domain, a transmembrane or a 
cytoplasmic domain or cytoplasmic membrane of a polypeptide of the invention. In a 
particularly preferred embodiment, the substantially purified antibodies or fragments 
thereof, the non-human antibodies or fragments thereof, and/or the monoclonal 

25 antibodies or fragments thereof, of the invention specifically bind to a secreted sequence 
or an extracellular domain of the amino acid sequences of the present invention. 

Any of the antibodies of the invention can be conjugated to a therapeutic moiety 
or to a detectable substance. Non-limiting examples of detectable substances that can be 
conjugated to the antibodies of the invention are an enzyme, a prosthetic group, a 

30 fluorescent material, a luminescent material, a bioluminescent material, and a 
radioactive material. 
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The invention also provides a kit containing an antibody of the invention 
conjugated to a detectable substance, and instructions for use. Still another aspect of the 
invention is a pharmaceutical composition comprising an antibody of the invention and 
a pharmaceutical^ acceptable carrier. In preferred embodiments, the pharmaceutical 
5 composition contains an antibody of the invention, a therapeutic moiety, and a 
pharmaceutical^ acceptable carrier. 

Still another aspect of the invention is a method of making an antibody that 
specifically recognizes a polypeptide of the present invention, the method comprising 
immunizing a mammal with a polypeptide. The polypeptide used as an immungen 

10 comprises an amino acid sequence selected from the group consisting of the amino acid 
sequence of the present invention, an amino acid sequence encoded by the cDNA of the 
nucleic acid molecules of the present invention, a fragment of at least 15 amino acid 
residues of the amino acid sequence of the present invention, an amino acid sequence 
which is at least 95% identical to the amino acid sequence of the present invention 

1 5 (wherein the percent identity is determined using the ALIGN program of the GCG 

software package with a PAM120 weight residue table, a gap length penalty of 12, and a 
gap penalty of 4) and an amino acid sequence which is encoded by a nucleic acid 
molecule which hybridizes to a nucleic acid molecule consisting of the nucleic acid 
molecules of the present invention, or a complement thereof, under conditions of 

20 hybridization of 6X SSC at 45°C and washing in 0.2 X SSC, 0. 1% SDS at 65°C. 

After immunization, a sample is collected from the mammal that contains an antibody 
that specifically recognizes the polypeptide. Preferably, the polypeptide is 
recombinantly produced using a non-human host cell. Optionally, the antibodies can be 
further purified from the sample using techniques well known to those of skill in the art. 

25 The method can further comprise producing a monoclonal antibody- producing cell from 
the cells of the mammal. Optionally, antibodies are collected from the 
antibody-producing cell. 

III. Recombinant Expression Vectors and Host Cells 
30 Another aspect of the invention pertains to vectors, preferably expression 

vectors, containing a nucleic acid encoding a polypeptide corresponding to a marker of 
the invention (or a portion of such a polypeptide). As used herein, the term "vector" 
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refers to a nucleic acid molecule capable of transporting another nucleic acid to which it 
has been linked. One type of vector is a "plasmid", which refers to a circular double 
stranded DMA loop into which additional DNA segments can be ligated. Another type 
of vector is a viral vector, wherein additional DNA segments can be ligated into the viral 
5 genome. Certain vectors are capable of autonomous replication in a host cell into which 
they are introduced (e.g., bacterial vectors having a bacterial origin of replication and 
episomal mammalian vectors). Other vectors (e.g., non-episomal mammalian vectors) 
are integrated into the genome of a host cell upon introduction into the host cell, and 
thereby are replicated along with the host genome. Moreover, certain vectors, namely 

10 expression vectors, are capable of directing the expression of genes to which they are 
operably linked. In general, expression vectors of utility in recombinant DNA 
techniques are often in the form of plasmids (vectors). However, the invention is 
intended to include such other forms of expression vectors, such as viral vectors (e.g., 
replication defective retroviruses, adenoviruses and adeno-associated viruses), which 

1 5 serve equivalent functions. 

The recombinant expression vectors of the invention comprise a nucleic acid of 
the invention in a form suitable for expression of the nucleic acid in a host cell. This 
means that the recombinant expression vectors include one or more regulatory 
sequences, selected on the basis of the host cells to be used for expression, which is 

20 operably linked to the nucleic acid sequence to be expressed. Within a recombinant 

expression vector, "operably linked" is intended to mean that the nucleotide sequence of 
interest is linked to the regulatory sequence(s) in a manner which allows for expression 
of the nucleotide sequence (e.g., in an in vitro transcription/translation system or in a 
host cell when the vector is introduced into the host cell). The term "regulatory 

25 sequence" is intended to include promoters, enhancers and other expression control 
elements (e.g., polyadenylation signals). Such regulatory sequences are described, for 
example, in Goeddel, Methods in Enzymology: Gene Expression Technology vol.185, 
Academic Press, San Diego, CA (1991). Regulatory sequences include those which 
direct constitutive expression of a nucleotide sequence in many types of host cell and 

30 those which direct expression of the nucleotide sequence only in certain host cells (e.g., 
tissue-specific regulatory sequences). It will be appreciated by those skilled in the art 
that the design of the expression vector can depend on such factors as the choice of the 
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host cell to be transformed, the level of expression of protein desired, and the like. The 
expression vectors of the invention can be introduced into host cells to thereby produce 
proteins or peptides, including fusion proteins or peptides, encoded by nucleic acids as 
described herein. 

5 The recombinant expression vectors of the invention can be designed for 

expression of a polypeptide corresponding to a marker of the invention in prokaryotic 
(e.g., E. coli) or eukaryotic cells (e.g., insect cells {using baculovirus expression 
vectors}, yeast cells or mammalian cells). Suitable host cells are discussed further in 
Goeddel, supra. Alternatively, the recombinant expression vector can be transcribed 
1 0 and translated in vitro, for example using T7 promoter regulatory sequences and T7 
polymerase. 

Expression of proteins in prokaryotes is most often carried out in E. coli with 
vectors containing constitutive or inducible promoters directing the expression of either 
fusion or non-fusion proteins. Fusion vectors add a number of amino acids to a protein 

1 5 encoded therein, usually to the amino terminus of the recombinant protein. Such fusion 
vectors typically serve three purposes: 1) to increase expression of recombinant protein; 
2) to increase the solubility of the recombinant protein; and 3) to aid in the purification 
of the recombinant protein by acting as a ligand in affinity purification. Often, in fusion 
expression vectors, a proteolytic cleavage site is introduced at the junction of the fusion 

20 moiety and the recombinant protein to enable separation of the recombinant protein 
from the fusion moiety subsequent to purification of the fusion protein. Such enzymes, 
and their cognate recognition sequences, include Factor Xa, thrombin and enterokinase. 
Typical fusion expression vectors include pGEX (Pharmacia Biotech Inc; Smith and 
Johnson, 1988, Gene 67:31-40), pMAL (New England Biolabs, Beverly, MA) and 

25 pRJT5 (Pharmacia, Piscataway, NJ) which fuse glutathione S-transferase (GST), 

maltose E binding protein, or protein A, respectively, to the target recombinant protein. 

Examples of suitable inducible non-fusion E. coli expression vectors include 
pTrc (Amann et al , 1 988, Gene 69:30 1-315) and pET 1 1 d (Studier et al. , p. 60-89, In 
Gene Expression Technology: Methods in Enzymology vol.1 85, Academic Press, San 

30 Diego, CA, 1991). Target gene expression from the pTrc vector relies on host RNA 
polymerase transcription from a hybrid trp-lac fusion promoter. Target gene expression 
from the pET 1 Id vector relies on transcription from a T7 gnlO-lac fusion promoter 
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mediated by a co-expressed viral RNA polymerase (T7 gnl). This viral polymerase is 
supplied by host strains BL21(DE3) or HMS174(DE3) from a resident prophage 
harboring a T7 gnl gene under the transcriptional control of the lacUV 5 promoter. 

One strategy to maximize recombinant protein expression in E. coli is to express 
5 the protein in a host bacteria with an impaired capacity to proteolytically cleave the 
recombinant protein (Gottesman, p. 1 19-128, In Gene Expression Technology: Methods 
in Enzymology vol. 185, Academic Press, San Diego, CA, 1990. Another strategy is to 
alter the nucleic acid sequence of the nucleic acid to be inserted into an expression 
vector so that the individual codons for each amino acid are those preferentially utilized 
10 in£. coli (Wada ei aL, 1992, Nucleic Acids Res. 20:2111-2118). Such alteration of 
nucleic acid sequences of the invention can be carried out by standard DNA synthesis 
techniques. 

In another embodiment, the expression vector is a yeast expression vector. 

Examples of vectors for expression in yeast S. cerevisiae include pYepSecl (Baldari et 
15 aL, 1987, EMBOJ. 6:229-234), pMFa (Kurjan and Herskowitz, 1982, Cell 30:933- 

943), pJRY88 (Schultz et aL, 1987, Gene 54:1 13-123), pYES2 (Invitrogen Corporation, 

San Diego, CA), and pPicZ (Invitrogen Corp, San Diego, CA). 

Alternatively, the expression vector is a baculovirus expression vector. 

Baculovirus vectors available for expression of proteins in cultured insect cells (e.g., Sf 
20 9 cells) include the pAc series (Smith et aL, 1983,M>/. Cell BioL 3:2156-2165) and the 

pVL series (Lucklow and Summers, 1989, Virology 170:31-39). 

In yet another embodiment, a nucleic acid of the invention is expressed in 

mammalian cells using a mammalian expression vector. Examples of mammalian 

expression vectors include pCDM8 (Seed, 1987, Nature 329:840) and pMT2PC 
25 (Kaufman et aL, 1987, EMBOJ. 6:187-195). When used in mammalian cells, the 

expression vector's control functions are often provided by viral regulatory elements. 

For example, commonly used promoters are derived from polyoma, Adenovirus 2, 

cytomegalovirus and Simian Virus 40. For other suitable expression systems for both 

prokaryotic and eukaryotic cells see chapters 16 and 17 of Sambrook et aL, supra. 
30 In another embodiment, the recombinant mammalian expression vector is 

capable of directing expression of the nucleic acid preferentially in a particular cell type 

(e.g., tissue-specific regulatory elements are used to express the nucleic acid). Tissue- 
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specific regulatory elements are known in the art. Non-limiting examples of suitable 
tissue-specific promoters include the albumin promoter (liver-specific; Pinkert et al, 
1987, Genes Dev. 1 :268-277), lymphoid-specific promoters (Calame and Eaton, 1988, 
Adv. Immunol. 43:235-275), in particular promoters of T cell receptors (Winoto and 
5 Baltimore, 1989, EMBOl 8:729-733) and immunoglobulins (Banerji et ai, 1983, Cell 
33:729-740; Queen and Baltimore, 1983, Cell 33:741-748), neuron-specific promoters 
(eg., the neurofilament promoter; Byrne and Ruddle, 1989, Proc. Natl. Acad. Sci. USA 
86:5473-5477), pancreas-specific promoters (Edlund et al, 1985, Science 230:912-916), 
and mammary gland-specific promoters (e.g., milk whey promoter; U.S. Patent No. 

10 4,873,316 and European Application Publication No. 264,166). Developmentally- 
regulated promoters are also encompassed, for example the murine hox promoters 
(Kessel and Gruss, 1990, Science 249:374-379) and the a-fetoprotein promoter (Camper 
and Tilghman, 1989, Genes Dev. 3:537-546). 

The invention further provides a recombinant expression vector comprising a 

1 5 DNA molecule of the invention cloned into the expression vector in an antisense 

orientation. That is, the DNA molecule is operably linked to a regulatory sequence in a 
manner which allows for expression (by transcription of the DNA molecule) of an RNA 
molecule which is antisense to the mRNA encoding a polypeptide of the invention. 
Regulatory sequences operably linked to a nucleic acid cloned in the antisense 

20 orientation can be chosen which direct the continuous expression of the antisense RNA 
molecule in a variety of cell types, for instance viral promoters and/or enhancers, or 
regulatory sequences can be chosen which direct constitutive, tissue-specific or cell type 
specific expression of antisense RNA. The antisense expression vector can be in the 
form of a recombinant plasmid, phagemid, or attenuated virus in which antisense nucleic 

25 acids are produced under the control of a high efficiency regulatory region, the activity 
of which can be determined by the cell type into which the vector is introduced. For a 
discussion of the regulation of gene expression using antisense genes see Weintraub et 
al, 1986, Trends in Genetics, Vol. 1(1). 

Another aspect of the invention pertains to host cells into which a recombinant 

30 expression vector of the invention has been introduced. The terms "host cell" and 
"recombinant host cell" are used interchangeably herein. It is understood that such 
terms refer not only to the particular subject cell but to the progeny or potential progeny 
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of such a cell. Because certain modifications may occur in succeeding generations due 
to either mutation or environmental influences, such progeny may not, in fact, be 
identical to the parent cell, but are still included within the scope of the term as used 
herein. 

5 A host cell can be any prokaryotic (e.g, E. coli) or eukaryotic cell (e.g., insect 

cells, yeast or mammalian cells). 

Vector DNA can be introduced into prokaryotic or eukaryotic cells via 
conventional transformation or transfection techniques. As used herein, the terms 
"transformation" and "transfection" are intended to refer to a variety of art-recognized 

10 techniques for introducing foreign nucleic acid into a host cell, including calcium 
phosphate or calcium chloride co-precipitation, DEAE-dextran-mediated transfection, 
iipofection, or electfoporation. Suitable methods for transforming or transfecting host 
cells can be found in Sambrook, et al {supra), and other laboratory manuals. 

For stable transfection of mammalian cells, it is known that, depending upon the 

15 expression vector and transfection technique used, only a small fraction of cells may 
integrate the foreign DNA into their genome. In order to identify and select these 
integrants, a gene that encodes a selectable marker (e.g., for resistance to antibiotics) is 
generally introduced into the host cells along with the gene of interest. Preferred 
selectable markers include those which confer resistance to drugs, such as G418, 

20 hygromycin and methotrexate. Cells stably transfected with the introduced nucleic acid 
can be identified by drug selection (e.g., cells that have incorporated the selectable 
marker gene will survive, while the other cells die). 

A host cell of the invention, such as a prokaryotic or eukaryotic host cell in 
culture, can be used to produce a polypeptide corresponding to a marker of the 

25 invention. Accordingly, the invention further provides methods for producing a 
polypeptide corresponding to a marker of the invention using the host cells of the 
invention. In one embodiment, the method comprises culturing the host cell of 
invention (into which a recombinant expression vector encoding a polypeptide of the 
invention has been introduced) in a suitable medium such that the marker is produced. 

30 In another embodiment, the method further comprises isolating the marker polypeptide 
from the medium or the host cell. 
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The host cells of the invention can also be used to produce nonhuman transgenic 
animals. For example, in one embodiment, a host cell of the invention is a fertilized 
oocyte or an embryonic stem cell into which a sequences encoding a polypeptide 
corresponding to a marker of the invention have been introduced. Such host cells can 
5 then be used to create non-human transgenic animals in which exogenous sequences 
encoding a marker protein of the invention have been introduced into their genome or 
homologous recombinant animals in which endogenous gene(s) encoding a polypeptide 
corresponding to a marker of the invention sequences have been altered. Such animals 
are useful for studying the function and/or activity of the polypeptide corresponding to 

10 the marker and for identifying and/or evaluating modulators of polypeptide activity. As 
used herein, a "transgenic animal" is a non-human animal, preferably a mammal, more 
preferably a rodent such as a rat or mouse, in which one or more of the cells of the 
animal includes a transgene. Other examples of transgenic animals include non-human 
primates, sheep, dogs, cows, goats, chickens, amphibians, etc. A transgene is exogenous 

1 5 DNA which is integrated into the genome of a cell from which a transgenic animal 
develops and which remains in the genome of the mature animal, thereby directing the 
expression of an encoded gene product in one or more cell types or tissues of the 
transgenic animal. As used herein, an "homologous recombinant animal" is a non- 
human animal, preferably a mammal, more preferably a mouse, in which an endogenous 

20 gene has been altered by homologous recombination between the endogenous gene and 
an exogenous DNA molecule introduced into a cell of the animal, e.g., an embryonic 
cell of the animal, prior to development of the animal. 

A transgenic animal of the invention can be created by introducing a nucleic acid 
encoding a polypeptide corresponding to a marker of the invention into the male 

25 pronuclei of a fertilized oocyte, e.g., by microinjection, retroviral infection, and allowing 
the oocyte to develop in a pseudopregnant female foster animal. Intronic sequences and 
polyadenylation signals can also be included in the transgene to increase the efficiency 
of expression of the transgene. A tissue-specific regulatory sequence(s) can be operably 
linked to the transgene to direct expression of the polypeptide of the invention to 

30 particular cells. Methods for generating transgenic animals via embryo manipulation 
and microinjection, particularly animals such as mice, have become conventional in the 
art and are described, for example, in U.S. Patent Nos. 4,736,866 and 4,870,009, U.S. 



WO 01/42467 PCT7US00/33312 

-61 - 

Patent No. 4,873,191 and in Hogan, Manipulating the Mouse Embryo, Cold Spring 
Harbor Laboratory Press, Cold Spring Harbor, N.Y., 1986. Similar methods are used for 
production of other transgenic animals. A transgenic founder animal can be identified 
based upon the presence of the transgene in its genome and/or expression of mRNA 
5 encoding the transgene in tissues or cells of the animals. A transgenic founder animal 
can then be used to breed additional animals carrying the transgene. Moreover, 
transgenic animals carrying the transgene can further be bred to other transgenic animals 
carrying other transgenes. 

To create an homologous recombinant animal, a vector is prepared which 

1 0 contains at least a portion of a gene encoding a polypeptide corresponding to a marker of 
the invention into which a deletion, addition or substitution has been introduced to 
thereby alter, e.g., functionally disfupt, the gene. In a preferred embodiment, the vector 
is designed such that, upon homologous recombination, the endogenous gene is 
functionally disrupted (i.e., no longer encodes a functional protein; also referred to as a 

15 "knock out" vector). Alternatively, the vector can be designed such that, upon 

homologous recombination, the endogenous gene is mutated or otherwise altered but 
still encodes functional protein (e.g., the upstream regulatory region can be altered to 
thereby alter the expression of the endogenous protein). In the homologous 
recombination vector, the altered portion of the gene is flanked at its 5' and 3' ends by 

20 additional nucleic acid of the gene to allow for homologous recombination to occur 
between the exogenous gene carried by the vector and an endogenous gene in an 
embryonic stem cell. The additional flanking nucleic acid sequences are of sufficient 
length for successful homologous recombination with the endogenous gene. Typically, 
several kilobases of flanking DNA (both at the 5* and 3' ends) are included in the vector 

25 (see, e.g t Thomas and Capecchi, 1987, Cell 5 1 :503 for a description of homologous 
recombination vectors). The vector is introduced into an embryonic stem cell line (e.g., 
by electroporation) and cells in which the introduced gene has homologously 
recombined with the endogenous gene are selected (see, e.g., Li et al, 1992, Cell 
69:91 5). The selected cells are then injected into a blastocyst of an animal (e.g., a 

30 mouse) to form aggregation chimeras (see, e.g., Bradley, Teratocarcinomas and 

Embryonic Stem Cells: A Practical Approach, Robertson, Ed., IRL, Oxford, 1987, pp. 
1 1 3-1 52). A chimeric embryo can then be implanted into a suitable pseudopregnant 
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female foster animal and the embryo brought to term. Progeny harboring the 
homologously recombined DNA in their germ cells can be used to breed animals in 
which all cells of the animal contain the homologously recombined DNA by germline 
transmission of the transgene. Methods for constructing homologous recombination 
5 vectors and homologous recombinant animals are described further in Bradley (1991) 
Current Opinion in Bio/Technology 2:823-829 and in PCT Publication NOS. WO 
90/1 1354, WO 91/01 140, WO 92/0968, and WO 93/04169. 

In another embodiment, transgenic non-human animals can be produced which 
contain selected systems which allow for regulated expression of the transgene. One 

1 0 example of such a system is the cre/loxP recombinase system of bacteriophage PI . For 
a description of the cre/loxP recombinase system, see, e.g., Lakso et ai (1992) Proc. 
Nail Acad. Sci. 0'£4 89:6232-6236. Another example of a recombinase system is the 
FLP recombinase system of Saccharomyces cerevisiae (O'Gorman et ai, 1991, Science 
251 : 135 1-1355). If a cre/loxP recombinase system is used to regulate expression of the 

1 5 transgene, animals containing transgenes encoding both the Cre recombinase and a 

selected protein are required. Such animals can be provided through the construction of 
"double" transgenic animals, e.g., by mating two transgenic animals, one containing a 
transgene encoding a selected protein and the other containing a transgene encoding a 
recombinase. 

20 Clones of the non-human transgenic animals described herein can also be 

produced according to the methods described in Wilmut et al. (1997) Nature 385:810- 
813 and PCT Publication NOS. WO 97/07668 and WO 97/07669. 

IV. Pharmaceutical Compositions 

25 The nucleic acid molecules, polypeptides, and antibodies (also referred to herein 

as "active compounds") corresponding to a marker of the invention can be incorporated 
into pharmaceutical compositions suitable for administration. Such compositions 
typically comprise the nucleic acid molecule, protein, or antibody and a 
pharmaceutical^ acceptable carrier. As used herein the language "pharmaceutical ly 

30 acceptable carrier" is intended to include any and all solvents, dispersion media, 

coatings, antibacterial and antifungal agents, isotonic and absorption delaying agents, 
and the like, compatible with pharmaceutical administration. The use of such media and 
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agents for pharmaceutically active substances is well known in the art. Except insofar as 
any conventional media or agent is incompatible with the active compound, use thereof 
in the compositions is contemplated. Supplementary active compounds can also be 
incorporated into the compositions. 
5 The invention includes methods for preparing pharmaceutical compositions for 

modulating the expression or activity of a polypeptide or nucleic acid corresponding to a 
marker of the invention. Such methods comprise formulating a pharmaceutically 
acceptable carrier with an agent which modulates expression or activity of a polypeptide 
or nucleic acid corresponding to a marker of the invention. Such compositions can 
10 further include additional active agents. Thus, the invention further includes methods 
for preparing a pharmaceutical composition by formulating a pharmaceutically 
acceptable carrier with an agent which modulafes expression or activity of a polypeptide 
or nucleic acid corresponding to a marker of the invention and one or more additional 
active compounds. 

1 5 The invention also provides methods (also referred to herein as "screening 

assays") for identifying modulators, i.e., candidate or test compounds or agents (e.g., 
peptides, peptidomimetics, peptoids, small molecules or other drugs) which (a) bind to 
the marker, or (b) have a modulatory (e.g., stimulatory or inhibitory) effect on the 
activity of the marker or, more specifically, (c) have a modulatory effect on the 

20 interactions of the marker with one or more of its natural substrates (e.g., peptide, 
protein, hormone, co-factor, or nucleic acid), or (d) have a modulatory effect on the 
expression of the marker. Such assays typically comprise a reaction between the marker 
and one or more assay components. The other components may be either the test 
compound itself, or a combination of test compound and a natural binding partner of the 

25 marker. 

The test compounds of the present invention may be obtained from any available 
source, including systematic libraries of natural and/or synthetic compounds. Test 
compounds may also be obtained by any of the numerous approaches in combinatorial 
library methods known in the art, including: biological libraries; peptoid libraries 
30 (libraries of molecules having the functionalities of peptides, but with a novel, non- 
peptide backbone which are resistant to enzymatic degradation but which nevertheless 
remain bioactive; see, e.g., Zuckermann et al., 1994, J. Med Chem. 37:2678-85); 
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spatially addressable parallel solid phase or solution phase libraries; synthetic library 
methods requiring deconvolution; the 'one-bead one-compound' library method; and 
synthetic library methods using affinity chromatography selection. The biological 
library and peptoid library approaches are limited to peptide libraries, while the other 
5 four approaches are applicable to peptide, non-peptide oligomer or small molecule 
libraries of compounds (Lam, 1 997, Anticancer Drug Des. 12:1 45). 

Examples of methods for the synthesis of molecular libraries can be found in the 
art, for example in: DeWitt et al (1993) Proc. Natl Acad Sci U.S.A. 90:6909; Erb et 
al. (1994) Proc. Natl Acad. Sci. USA 91:1 1422; Zuckermann et al. (1994). J. Med. 

10 Chem. 37:2678; Cho et al (1993) Science 261:1303; Carrell et al (1994) Angew. Chem. 
Int. Ed Engl. 33:2059; Carell et al (1994) Angew. Chem. Int. Ed Engl 33:2061; and in 
Galloper al (1994) J. Med Chem. 37:1233. 

Libraries of compounds may be presented in solution {e.g., Houghten, 1992, 
Biotechniques 13:412-421), or on beads (Lam, 1991, Nature 354:82-84), chips (Fodor, 

1 5 1 993, Nature 364:555-556), bacteria and/or spores, (Ladner, USP 5,223,409), plasmids 
(Cull et al, 1 992, Proc Natl Acad Sci USA 89: 1 865- 1 869) or on phage (Scott and Smith, 
1 990, Science 249:386-390; Devlin, 1 990, Science 249:404-406; Cwirla et al, 1 990, 
Proc. Natl. Acad. Sci. 87:6378-6382; Felici, 1991, J. Mol. Biol. 222:301-310; Ladner, 
supra.). 

20 In one embodiment, the invention provides assays for screening candidate or test 

compounds which are substrates of a marker or biologically active portion thereof. In 
another embodiment, the invention provides assays for screening candidate or test 
compounds which bind to a marker or biologically active portion thereof. Determining 
the ability of the test compound to directly bind to a marker can be accomplished, for 

25 example, by coupling the compound with a radioisotope or enzymatic label such that 
binding of the compound to the marker can be determined by detecting the labeled 
marker compound in a complex. For example, compounds (e.g., marker substrates) can 
be labeled with l25 1, 35 S, M C, or 3 H, either directly or indirectly, and the radioisotope 
detected by direct counting of radioemission or by scintillation counting. Alternatively, 

30 assay components can be enzymatically labeled with, for example, horseradish 

peroxidase, alkaline phosphatase, or luciferase, and the enzymatic label detected by 
determination of conversion of an appropriate substrate to product. 
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In another embodiment, the invention provides assays for screening candidate or 
test compounds which modulate the activity of a marker or a biologically active portion 
thereof. In all likelihood, the marker can, in vivo, interact with one or more molecules, 
such as but not limited to, peptides, proteins, hormones, cofactors and nucleic acids. For 
5 the purposes of this discussion, such cellular and extracellular molecules are referred to 
herein as "binding partners" or marker "substrate". 

One necessary embodiment of the invention in order to facilitate such screening 
is the use of the marker to identify its natural in vivo binding partners. There are many 
ways to accomplish this which are known to one skilled in the art. One example is the 

10 use of the marker protein as "bait protein" in a two-hybrid assay or three-hybrid assay 
(see, e.g., U.S. Patent No. 5,283,317; Zervos et al, 1993, Cell 72:223-232; Madura et al, 
1993, J. Biol. Chem. 268:12046-12054; Bartel et al ,1993, Biotechniques 14:920-924; 
Iwabuchi et al, 1993 Oncogene 8:1693-1696; Brent WO94/10300) in order to identify 
other proteins which bind to or interact with the marker (binding partners) and, 

1 5 therefore, are possibly involved in the natural function of the marker. Such marker 
binding partners are also likely to be involved in the propagation of signals by the 
marker or downstream elements of a marker-mediated signaling pathway. Alternatively, 
such marker binding partners may also be found to be inhibitors of the marker. 

The two-hybrid system is based on the modular nature of most transcription 

20 factors, which consist of separable DNA-binding and activation domains. Briefly, the 
assay utilizes two different DNA constructs. In one construct, the gene that encodes a 
marker protein fiised to a gene encoding the DNA binding domain of a known 
transcription factor (e.g., GAL-4). In the other construct, a DNA sequence, from a 
library of DNA sequences, that encodes an unidentified protein ("prey" or "sample") is 

25 fused to a gene that codes for the activation domain of the known transcription factor. If 
the "bait" and the "prey" proteins are able to interact, in vivo, forming a marker- 
dependent complex, the DNA-binding and activation domains of the transcription factor 
are brought into close proximity. This proximity allows transcription of a reporter gene 
(e.g., LacZ) which is operably linked to a transcriptional regulatory site responsive to 

30 the transcription factor. Expression of the reporter gene can be readily detected and cell 
colonies containing the functional transcription factor can be isolated and used to obtain 
the cloned gene which encodes the protein which interacts with the marker protein. 
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In a further embodiment, assays may be devised through the use of the invention 
for the purpose of identifying compounds which modulate {e.g., affect either positively 
or negatively) interactions between a marker and its substrates and/or binding partners. 
Such compounds can include, but are not limited to, molecules such as antibodies, 
5 peptides, hormones, oligonucleotides, nucleic acids, and analogs thereof. Such 
compounds may also be obtained from any available source, including systematic 
libraries of natural and/or synthetic compounds. The preferred assay components for use 
in this embodiment is an cervical cancer marker identified herein, the known binding 
partner and/or substrate of same, and the test compound. Test compounds can be 

1 0 supplied from any source. 

The basic principle of the assay systems used to identify compounds that 
interfere with the interaction between the marker and its binding partner involves 
preparing a reaction mixture containing the marker and its binding partner under 
conditions and for a time sufficient to allow the two products to interact and bind, thus 

1 5 forming a complex. In order to test an agent for inhibitory activity, the reaction mixture 
is prepared in the presence and absence of the test compound. The test compound can 
be initially included in the reaction mixture, or can be added at a time subsequent to the 
addition of the marker and its binding partner. Control reaction mixtures are incubated * 
without the test compound or with a placebo. The formation of any complexes between 

20 the marker and its binding partner is then detected. The formation of a complex in the 
control reaction, but less or no such formation in the reaction mixture containing the test 
compound, indicates that the compound interferes with the interaction of the marker and 
its binding partner. Conversely, the formation of more complex in the presence of 
compound than in the control reaction indicates that the compound may enhance 

25 interaction of the marker and its binding partner. 

The assay for compounds that interfere with the interaction of the marker with its 
binding partner may be conducted in a heterogeneous or homogeneous format. 
Heterogeneous assays involve anchoring either the marker or its binding partner onto a 
solid phase and detecting complexes anchored to the solid phase at the end of the 

30 reaction. In homogeneous assays, the entire reaction is carried out in a liquid phase. In 
either approach, the order of addition of reactants can be varied to obtain different 
information about the compounds being tested. For example, test compounds that 
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interfere with the interaction between the markers and the binding partners (e.g., by 
competition) can be identified by conducting the reaction in the presence of the test 
substance, i.e., by adding the test substance to the reaction mixture prior to or 
simultaneously with the marker and its interactive binding partner. Alternatively, test 
5 compounds that disrupt preformed complexes, e.g., compounds with higher binding 
constants that displace one of the components from the complex, can be tested by adding 
the test compound to the reaction mixture after complexes have been formed. The 
various formats are briefly described below. 

In a heterogeneous assay system, either the marker or its binding partner is 

10 anchored onto a solid surface or matrix, while the other corresponding non-anchored 
component may be labeled, either directly or indirectly. In practice, microtitre plates are 
often utilized for this approach. The anchored species can be immobilized by a number 
of methods, either non-covalent or covalent, that are typically well known to one who 
practices the art. Non-covalent attachment can often be accomplished simply by coating 

1 5 "the solid surface with a solution of the marker or its binding partner and drying. 

. Alternatively, an immobilized antibody specific for the assay component to be anchored 
can be used for this purpose. Such surfaces can often be prepared in advance and stored. 

In related embodiments, a fusion protein can be provided which adds a domain 
that allows one or both of the assay components to be anchored to a matrix. For 

20 example, glutathione-S-transferase/marker fusion proteins or glutathione-S- 

transferase/binding partner can be adsorbed onto glutathione sepharose beads (Sigma 
Chemical, St. Louis, MO) or glutathione derivatized microtiter plates, which are then 
combined with the test compound or the test compound and either the non-adsorbed 
marker or its binding partner, and the mixture incubated under conditions conducive to 

25 complex formation (e.g., physiological conditions). Following incubation, the beads or 
microtiter plate wells are washed to remove any unbound assay components, the 
immobilized complex assessed either directly or indirectly, for example, as described 
above. Alternatively, the complexes can be dissociated from the matrix, and the level of 
marker binding or activity determined using standard techniques. 

30 Other techniques for immobilizing proteins on matrices can also be used in the 

screening assays of the invention. For example, either a marker or a marker binding 
partner can be immobilized utilizing conjugation of biotin and streptavidin. Biotinylated 
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marker protein or target molecules can be prepared from biotin-NHS (N-hydroxy- 
succinimide) using techniques known in the art (e.g., biotinylation kit, Pierce Chemicals, 
Rockford, IL), and immobilized in the wells of streptavidin-coated 96 well plates (Pierce 
Chemical). In certain embodiments, the protein-immobilized surfaces can be prepared in 
5 advance and stored. 

In order to conduct the assay, the corresponding partner of the immobilized assay 
component is exposed to the coated surface with or without the test compound. After 
the reaction is complete, unreacted assay components are removed (e.g., by washing) 
and any complexes formed will remain immobilized on the solid surface. The detection 

10 of complexes anchored on the solid surface can be accomplished in a number of ways. 
Where the non-immobilized component is pre-labeled, the detection of label 
immobilized on the surface indicates that complexes were formed. Where the non- 
immobilized component is not pre-labeled, an indirect label can be used to detect 
complexes anchored on the surface; e.g., using a labeled antibody specific for the 

15 initially non-immobilized species (the antibody, in turn, can be directly labeled or 
indirectly labeled with, e.g., a labeled anti-lg antibody). Depending upon the order of 
addition of reaction components, test compounds which modulate (inhibit or enhance) 
complex formation or which disrupt preformed complexes can be detected. 

In an alternate embodiment of the invention, a homogeneous assay may be used.. 

20 This is typically a reaction, analogous to those mentioned above, which is conducted in 
a liquid phase in the presence or absence of the test compound. The formed complexes 
are then separated from unreacted components, and the amount of complex formed is 
determined. As mentioned for heterogeneous assay systems' the order of addition of 
reactants to the liquid phase can yield information about which test compounds 

25 modulate (inhibit or enhance) complex formation and which disrupt preformed 
complexes. 

In such a homogeneous assay, the reaction products may be separated from 
unreacted assay components by any of a number of standard techniques, including but 
not limited to: differential centrifugation, chromatography, electrophoresis and 
30 immunoprecipitation. In differential centrifugation, complexes of molecules may be 
separated from uncomplexed molecules through a series of centrifugal steps, due to the 
different sedimentation equilibria of complexes based on their different sizes and 
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densities (see, for example, Rivas, G., and Minton, A.P., Trends Biochem Sci 1993 
Aug;18(8):284-7). Standard chromatographic techniques may also be utilized to separate 
complexed molecules from uncomplexed ones. For example, gel filtration 
chromatography separates molecules based on size, and through the utilization of an 
5 appropriate gel filtration resin in a column format, for example, the relatively larger 
complex may be separated from the relatively smaller uncomplexed components. 
Similarly, the relatively different charge properties of the complex as compared to the 
uncomplexed molecules may be exploited to differentially separate the complex from 
the remaining individual reactants, for example through the use of ion-exchange 

10 chromatography resins. Such resins and chromatographic techniques are well known to 
one skilled in the art (see, e.g., Heegaard, \99S, J Mol. RecogniL 1 1:141-148; Hage and 
Tweed, 1997, J. Chromatogr. B Biomed. Sci. Appl, 699:499-525). Gel electrophoresis 
may also be employed to separate complexed molecules from unbound species (see, 
e.g., Ausubel et al (eds.), In: Current Protocols in Molecular Biology, J. Wiley & Sons, 

15 New York. 1999). In this technique, protein or nucleic acid complexes are separated 

based on size or charge, for example. In order to maintain the binding interaction during 
the electrophoretic process, nondenaturing gels in -the absence of reducing agent are 
typically preferred, but conditions appropriate to the particular interactants will be well 
known to one skilled in the art. Immunoprecipitation is another common technique . 

20 utilized for the isolation of a protein-protein complex from solution (see, e.g., Ausubel et 
al (eds.), In: Current Protocols in Molecular Biology, J. Wiley & Sons, New York. 
1999). In this technique, all proteins binding to an antibody specific to one of the 
binding molecules are precipitated from solution by conjugating the antibody to a 
polymer bead that may be readily collected by centrifugation. The bound assay 

25 components are released from the beads (through a specific proteolysis event or other 
technique well known in the art which will not disturb the protein-protein interaction in 
the complex), and a second immunoprecipitation step is performed, this time utilizing 
antibodies specific for the correspondingly different interacting assay component. In this 
manner, only formed complexes should remain attached to the beads. Variations in 

30 complex formation in both the presence and the absence of a test compound can be 
compared, thus offering information about the ability of the compound to modulate 
interactions between the marker and its binding partner. 



WO 01/42467 PCT/US00/33312 

-70- 

AIso within the scope of the present invention are methods for direct detection of 
interactions between the marker and its natural binding partner and/or a test compound 
in a homogeneous or heterogeneous assay system without further sample manipulation. 
For example, the technique of fluorescence energy transfer may be utilized (see, e.g., 
5 Lakowicz et al y U.S. Patent No. 5,63 1 ,1 69; Stavrianopoulos et al, U.S. Patent No. 
4,868,103). Generally, this technique involves the addition of a fluorophore label on a 
first 'donor' molecule (e.g., marker or test compound) such that its emitted fluorescent 
energy will be absorbed by a fluorescent label on a second, 'acceptor 5 molecule (e.g., 
marker or test compound), which in turn is able to fluoresce due to the absorbed energy. 

10 Alternately, the 'donor' protein molecule may simply utilize the natural fluorescent 
energy of tryptophan residues. Labels are chosen that emit different wavelengths of 
light, such that the 'acceptor' molecule label may be differentiated from that of the 
'donor'. Since the efficiency of energy transfer between the labels is related to the 
distance separating the molecules, spatial relationships between the molecules can be 

15 assessed. In a situation in which binding occurs between the molecules, the fluorescent 
emission of the 'acceptor' molecule label in the assay should be maximal. An FET 
binding event can be conveniently measured through standard fluorometric detection 
means well known in the art (e.g., using a fluorimeter). A test substance which either 
enhances or hinders participation of one of the species in the preformed complex will 

20 result in the generation of a signal variant to that of background. In this way, test 

substances that modulate interactions between a marker and its binding partner can be 
identified in controlled assays. 

In another embodiment, modulators of marker expression are identified in a 
method wherein a cell is contacted with a candidate compound and the expression of 

25 mRNA or protein, corresponding to a marker in the cell, is determined. The level of 
expression of mRNA or protein in the presence of the candidate compound is compared 
to the level of expression of mRNA or protein in the absence of the candidate 
compound. The candidate compound can then be identified as a modulator of marker 
expression based on this comparison. For example, when expression of marker mRNA 

30 or protein is greater (statistically significantly greater) in the presence of the candidate 
compound than in its absence, the candidate compound is identified as a stimulator of 
marker mRNA or protein expression. Conversely, when expression of marker mRNA 
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or protein is less (statistically significantly less) in the presence of the candidate 
compound than in its absence, the candidate compound is identified as an inhibitor of 
marker mRNA or protein expression. The level of marker mRNA or protein expression 
in the cells can be determined by methods described herein for detecting marker mRNA 
5 or protein. 

In another aspect, the invention pertains to a combination of two or more of the 
assays described herein. For example, a modulating agent can be identified using a cell- 
based or a cell free assay, and the ability of the agent to modulate the activity of a 
marker protein can be further confirmed in v/vo, e.g., in a whole animal model for 

1 0 cellular transformation and/or tumorigenesis. 

This invention further pertains to novel agents identified by the above-described 
screening assays. Accordingly, it is within the scope of this invention to further use an 
agent identified as described herein in an appropriate animal model. For example, an 
agent identified as described herein (e.g., an marker modulating agent, an antisense 

1 5 marker nucleic acid molecule, an marker-specific antibody, or an marker-binding 
partner) can be used in an animal model to determine the efficacy, toxicity, or side 
effects of treatment with such an agent. Alternatively, an agent identified as described 
herein can be used in an animal model to determine the mechanism of action of such an 
agent. Furthermore, this invention pertains to uses of no vel agents identified by the 

20 above-described screening assays for treatments as described herein. 

It is understood that appropriate doses of small molecule agents and protein or 
polypeptide agents depends upon a number of factors within the knowledge of the 
ordinarily skilled physician, veterinarian, or researcher. The dose(s) of these agents will 
vary, for example, depending upon the identity, size, and condition of the subject or 

25 sample being treated, further depending upon the route by which the composition is to 
be administered, if applicable, and the effect which the practitioner desires the agent to 
have upon the nucleic acid or polypeptide of the invention. Exemplary doses of a small 
molecule include milligram or microgram amounts per kilogram of subject or sample 
weight (e.g. about 1 microgram per kilogram to about 500 milligrams per kilogram, 

30 about 100 micrograms per kilogram to about 5 milligrams per kilogram, or about 1 
microgram per kilogram to about 50 micrograms per kilogram). Exemplary doses of a 
protein or polypeptide include gram, milligram or microgram amounts per kilogram of 
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subject or sample weight (e.g. about 1 microgram per kilogram to about 5 grams per 
kilogram, about 100 micrograms per kilogram to about 500 milligrams per kilogram, or 
about 1 milligram per kilogram to about 50 milligrams per kilogram). It is furthermore 
understood that appropriate doses of one of these agents depend upon the potency of the 
5 agent with respect to the expression or activity to be modulated. Such appropriate doses 
can be determined using the assays described herein. When one or more of these agents 
is to be administered to an animal (e.g. a human) in order to modulate expression or 
activity of a polypeptide or nucleic acid of the invention, a physician, veterinarian, or 
researcher can, for example, prescribe a relatively low dose at first, subsequently 

10 increasing the dose until an appropriate response is obtained. In addition, it is 

understood that the specific dose level for any particular animal subject will depend 
upon a variety of factors including the activity of the specific agent employed, the age, 
body weight, general health, gender, and diet of the subject, the time of administration, 
the route of administration, the rate of excretion, any drug combination, and the degree 

1 5 of expression or activity to be modulated. 

A pharmaceutical composition of the invention is formulated to be compatible 
with its intended route of administration. Examples of routes of administration include 
parenteral, e.g., intravenous, intradermal, subcutaneous, oral (e.g., inhalation), 
transdermal (topical), transmucosal, and rectal administration. Solutions or suspensions 

20 used for parenteral, intradermal, or subcutaneous application can include the following 
components: a sterile diluent such as water for injection, saline solution, fixed oils, 
polyethylene glycols, glycerine, propylene glycol or other synthetic solvents; 
antibacterial agents such as benzyl alcohol or methyl parabens; antioxidants such as 
ascorbic acid or sodium bisulfite; chelating agents such as ethylenediamine-tetraacetic 

25 acid; buffers such as acetates, citrates or phosphates and agents for the adjustment of 
tonicity such as sodium chloride or dextrose. pH can be adjusted with acids or bases, 
such as hydrochloric acid or sodium hydroxide. The parenteral preparation can be 
enclosed in ampules, disposable syringes or multiple dose vials made of glass or plastic. 
Pharmaceutical compositions suitable for injectable use include sterile aqueous 

30 solutions (where water soluble) or dispersions and sterile powders for the 

extemporaneous preparation of sterile injectable solutions or dispersions. For 
intravenous administration, suitable carriers include physiological saline, bacteriostatic 
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water, Cremophor EL (BASF; Parsippany, NJ) or phosphate buffered saline (PBS). In 
all cases, the composition must be sterile and should be fluid to the extent that easy 
syringability exists. It must be stable under the conditions of manufacture and storage 
and must be preserved against the contaminating action of microorganisms such as 
5 bacteria and fungi. The carrier can be a solvent or dispersion medium containing, for 
example, water, ethanol, polyol (for example, glycerol, propylene glycol, and liquid 
polyethylene glycol, and the like), and suitable mixtures thereof. The proper fluidity can 
be maintained, for example, by the use of a coating such as lecithin, by the maintenance 
of the required particle size in the case of dispersion and by the use of surfactants. 

10 Prevention of the action of microorganisms can be achieved by various antibacterial and 
antifungal agents, for example, parabens, chlorobutanol, phenol, ascorbic acid, 
-thirnerosal, and -the like. In many cases, it win be preferable to include isotonic agents, 
for example, sugars, polyalcohols such as mannitol, sorbitol, or sodium chloride in the 
composition. Prolonged absorption of the injectable compositions can be brought about 

1 5 by including in the composition an agent which delays absorption, for example, 
aluminum monostearate and gelatin. 

Sterile injectable solutions can be prepared by incorporating the active 
compound (e.g., a polypeptide or antibody) in the required amount in an appropriate 
solvent with one or a combination of ingredients enumerated above, as required, 

20 followed by filtered sterilization. Generally, dispersions are prepared by incorporating 
the active compound into a sterile vehicle which contains a basic dispersion medium, 
and then incorporating the required other ingredients from those enumerated above. In 
the case of sterile powders for the preparation of sterile injectable solutions, the 
preferred methods of preparation are vacuum drying and freeze-drying which yields a 

25 powder of the active ingredient plus any additional desired ingredient from a previously 
sterile-filtered solution thereof. 

Oral compositions generally include an inert diluent or an edible carrier. They 
can be enclosed in gelatin capsules or compressed into tablets. For the purpose of oral 
therapeutic administration, the active compound can be incorporated with excipients and 

30 used in the form of tablets, troches, or capsules. Oral compositions can also be prepared 
using a fluid carrier for use as a mouthwash, wherein the compound in the fluid carrier is 
applied orally and swished and expectorated or swallowed. 
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Pharmaceutically compatible binding agents, and/or adjuvant materials can be 
* included as part of the composition. The tablets, pills, capsules, troches, and the like can 
contain any of the following ingredients, or compounds of a similar nature: a binder 
such as microcrystalline cellulose, gum tragacanth or gelatin; an excipient such as starch 
5 or lactose, a disintegrating agent such as alginic acid, Primogel, or corn starch; a 
lubricant such as magnesium stearate or Sterotes; a glidant such as colloidal silicon 
dioxide; a sweetening agent such as sucrose or saccharin; or a flavoring agent such as 
peppermint, methyl salicylate, or orange flavoring. 

For administration by inhalation, the compounds are delivered in the form of an 
1 0 aerosol spray from a pressurized container or dispenser which contains a suitable 
propellant, e.g., a gas such as carbon dioxide, or a nebulizer. 

Systemic administration can also be by Lransmucosa:i or transdermal means. For 
transmucosal or transdermal administration, penetrants appropriate to the barrier to be 
permeated are used in the formulation. Such penetrants are generally known in the art, 
15 and include, for example, for transmucosal administration, detergents, bile salts, and 
fusidic acid derivatives. Transmucosal administration can be accomplished through the 
use of nasal sprays or suppositories. For transdermal administration, the active 
compounds are formulated into ointments, salves, gels, or creams as generally known in 
the art. 

20 The compounds can also be prepared in the form of suppositories (e.g., with 

conventional suppository bases such as cocoa butter and other glycerides) or retention 

enemas for rectal delivery. 

In one embodiment, the active compounds are prepared with carriers that will 

protect the compound against rapid elimination from the body, such as a controlled 
25 release formulation, including implants and microencapsulated delivery systems. 

Biodegradable, biocompatible polymers can be used, such as ethylene vinyl acetate, 

polyanhydrides, polyglycolic acid, collagen, polyorthoesters, and polylactic acid. 

Methods for preparation of such formulations will be apparent to those skilled in the art. 

The materials can also be obtained commercially from Alza Corporation and Nova 
30 Pharmaceuticals, Inc. Liposomal suspensions (including liposomes having monoclonal 

antibodies incorporated therein or thereon) can also be used as pharmaceutical^ 
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acceptable carriers. These can be prepared according to methods known to those skilled 
in the art, for example, as described in U.S. Patent No. 4,522,81 1 . 

It is especially advantageous to formulate oral or parenteral compositions in 
dosage unit form for ease of administration and uniformity of dosage. Dosage unit form 
5 as used herein refers to physically discrete units suited as unitary dosages for the subject 
to be treated; each unit containing a predetermined quantity of active compound 
calculated to produce the desired therapeutic effect in association with the required 
pharmaceutical carrier. The specification for the dosage unit forms of the invention are 
dictated by and directly dependent on the unique characteristics of the active compound 

10 and the particular therapeutic effect to be achieved, and the limitations inherent in the art 
of compounding such an active compound for the treatment of individuals. 

For antibodies, the preferred dosage is 0.1 mg/kg to 100 mg/kg of body weight 
(generally 10 mg/kg to 20 mg/kg). If the antibody is to act in the brain, a dosage of 50 
mg/kg to 100 mg/kg is usually appropriate. Generally, partially human antibodies and 

1 5 fully human antibodies have a longer half-life within the human body than other 
antibodies. Accordingly, lower dosages and less frequent administration is often 
possible. Modifications such as lipidation can be used to stabilize antibodies and to 
enhance uptake and tissue penetration (e.g., into the cervical epithelium). A method for 
lipidation of antibodies is described by Cruikshank et al. (1 997) J. Acquired Immune 

20 Deficiency Syndromes and Human Retrovirology 14:193. 

The nucleic acid molecules corresponding to a marker of the invention can be 
inserted into vectors and used as gene therapy vectors. Gene therapy vectors can be 
delivered to a subject by, for example, intravenous injection, local administration (U.S. 
Patent 5,328,470), or by stereotactic injection (see, e.g., Chen et al., 1994, Proc. Natl. 

25 Acad. Sci. USA 91 :3054-3057). The pharmaceutical preparation of the gene therapy 
vector can include the gene therapy vector in an acceptable diluent, or can comprise a 
slow release matrix in which the gene delivery vehicle is imbedded. Alternatively, 
where the complete gene delivery vector can be produced intact from recombinant cells, 
e.g. retroviral vectors, the pharmaceutical preparation can include one or more cells 

30 which produce the gene delivery system. 

The pharmaceutical compositions can be included in a container, pack, or 
dispenser together with instructions for administration. 
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V. Computer Readable Means and Arrays 

Computer readable media comprising a marker(s) of the present invention is also 
provided. As used herein, "computer readable media" refers to any medium that can be 
read and accessed directly by a computer. Such media include, but are not limited to: 
5 magnetic storage media, such as floppy discs, hard disc storage medium, and magnetic 
tape; optical storage media such as CD-ROM; electrical storage media such as RAM and 
ROM; and hybrids of these categories such as magnetic/optical storage media. The 
skilled artisan will readily appreciate how any of the presently known computer readable 
mediums can be used to create a manufacture comprising computer readable medium 

1 0 having recorded thereon a marker of the present invention. 

As used herein, "recorded" refers to a process for storing information on 
computer readable medium. Those skilled in the aft can readily adopt any of the 
presently known methods for recording information on computer readable medium, to 
generate manufactures comprising the markers of the present invention. 

1 5 A variety of data processor programs and formats can be used to store the marker 

information of the present invention on computer readable medium. For example, the 
nucleic acid sequence corresponding to the markers can be represented in a word 
processing text file, formatted in commercially-available software such as WordPerfect 
and MicroSoft Word, or represented in the form of an ASCII file, stored in a database 

20 application, such as DB2, Sybase, Oracle, or the like. Any number of dataprocessor 
structuring formats (e.g., text file or database) may be adapted in order to obtain 
computer readable medium having recorded thereon the markers of the present 
invention. 

By providing the markers of the invention in computer readable form, one can 
25 routinely access the marker sequence information for a variety of purposes. For 

example, one skilled in the art can use the nucleotide or amino acid sequences of the 
invention in computer readable form to compare a target sequence or target structural 
motif with the sequence information stored within the data storage means. Search 
means are used to identify fragments or regions of the sequences of the invention which 
30 match a particular target sequence or target motif. 
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The invention also includes an array comprising a marker(s) of the present 
invention. The array can be used to assay expression of one or more genes in the array. 
In one embodiment, the array can be used to assay gene expression in a tissue to 
ascertain tissue specificity of genes in the array. In this manner, up to about 7600 genes 
5 can be simultaneously assayed for expression. This allows a profile to be developed 
showing a battery of genes specifically expressed in one or more tissues. 

In addition to such qualitative determination, the invention allows the 
quantitation of gene expression. Thus, not only tissue specificity, but also the level of 
expression of a battery of genes in the tissue is ascertainable. Thus, genes can be 

10 grouped on the basis of their tissue expression per se and level of expression in that 
tissue. This is useful, for example, in ascertaining the relationship of gene expression 
between or among tissues. Thus, one tissue can be perturbed and the effect on gene 
expression in a second tissue can be determined. In this context, the effect of one cell 
type on another cell type in response to a biological stimulus can be determined. Such a 

1 5 determination is useful, for example, to know the effect of cell-cell interaction at the 
level of gene expression. If an agent is administered therapeutically to treat one cell 
type but has an undesirable effect on another cell type, the invention provides an assay 
to determine the molecular basis of the undesirable effect and thus provides the 
opportunity to co-administer a counteracting agent or otherwise treat the undesired 

20 effect. Similarly, even within a single cell type, undesirable biological effects can- be 
determined at the molecular level. Thus, the effects of an agent on expression of other 
than the target gene can be ascertained and counteracted. 

In another embodiment, the array can be used to monitor the time course of 
expression of one or more genes in the array. This can occur in various biological 

25 contexts, as disclosed herein, for example development and differentiation, tumor 
progression, progression of other diseases, in vitro processes, such a cellular 
transformation and senescence, autonomic neural and neurological processes, such as, 
for example, pain and appetite, and cognitive functions, such as learning or memory. 

The array is also useful for ascertaining the effect of the expression of a gene on 

30 the expression of other genes in the same cell or in different cells. This provides, for 
example, for a selection of alternate molecular targets for therapeutic intervention if the 
ultimate or downstream target cannot be regulated. 
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The array is also useful for ascertaining differential expression patterns of one or 
more genes in normal and abnormal cells. This provides a battery of genes that could 
serve as a molecular target for diagnosis or therapeutic intervention. 

5 VI. Predictive Medicine 

The present invention pertains to the field of predictive medicine in which 
diagnostic assays, prognostic assays, pharmacogenomics, and monitoring clinical trails 
are used for prognostic (predictive) purposes to thereby treat an individual 
prophylactically. Accordingly, one aspect of the present invention relates to diagnostic 
10 assays for determining the level of expression of polypeptides or nucleic acids 

corresponding to one or more markers of the invention, in order to determine whether 
an indi vidual is at risk of developing cervical cancer. Such assays can be used for 
prognostic or predictive purposes to thereby prophylactically treat an individual prior to 
the onset of the cancer. 

1 5 Yet another aspect of the invention pertains to monitoring the influence of agents 

(eg., drugs or other compounds administered either to inhibit cervical cancer or to treat 
or prevent any other disorder {i.e. in order to understand any cervical carcinogenic 
effects that such treatment may have} ) on the expression or activity of a marker of the 
invention in clinical trials. These and other agents are described in further detail in the 

20 following sections. 



A. Diagnostic Assays 

An exemplary method for detecting the presence or absence of a polypeptide or 
nucleic acid corresponding to a marker of the invention in a biological sample involves 

25 obtaining a biological sample (e.g. a cervical smear) from a test subject and contacting 
the biological sample with a compound or an agent capable of detecting the polypeptide 
or nucleic acid (e.g., mRNA, genomic DNA, or cDNA). The detection methods of the 
invention can thus be used to detect mRNA, protein, cDNA, or genomic DNA, for 
example, in a biological sample in vitro as well as in vivo. For example, in vitro 

30 techniques for detection of mRNA include Northern hybridizations and in situ 

hybridizations. In vitro techniques for detection of a polypeptide corresponding to a 
marker of the invention include enzyme linked immunosorbent assays (ELISAs), 
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Western blots, immunoprecipitations, immunohistochemistry and immunofluorescence. 
In vitro techniques for detection of genomic DNA include Southern hybridizations. 
Furthermore, in vivo techniques for detection of a polypeptide corresponding to a marker 
of the invention include introducing into a subject a labeled antibody directed against the 
5 polypeptide. For example, the antibody can be labeled with a radioactive marker whose 
presence and location in a subject can be detected by standard imaging techniques. 

A general principle of such diagnostic and prognostic assays involves preparing 
a sample or reaction mixture that may contain a marker, and a probe, under appropriate 
conditions and for a time sufficient to allow the marker and probe to interact and bind, 

1 0 thus forming a complex that can be removed and/or detected in the reaction mixture. 
These assays can be conducted in a variety of ways. 

For example, one method io conduct such an assay would involve anchoring the 
marker or probe onto a solid phase support, also referred to as a substrate, and detecting 
target marker/probe complexes anchored on the solid phase at the end of the reaction. 

1 5 In one embodiment of such a method, a sample from a subject, which is to be assayed 
for presence and/or concentration of marker, can be anchored onto a carrier or solid 
phase support. In another embodiment, the reverse situation is possible, in which the 
probe can be anchored to a solid phase and a sample from a subject can be allowed to 
react as an unanchored component of the assay. 

20 There are many established methods for anchoring assay components to a solid 

phase. These include, without limitation, marker or probe molecules which are 
immobilized through conjugation of biotin and streptavidin. Such biotinylated assay 
components can be prepared from biotin-NHS (N-hydroxy-succinimide) using 
techniques known in the art (e.g., biotinylation kit, Pierce Chemicals, Rockford, IL), and 

25 immobilized in the wells of streptavidin-coated 96 well plates (Pierce Chemical). In 
certain embodiments, the surfaces with immobilized assay components can be prepared 
in advance and stored. 

Other suitable carriers or solid phase supports for such assays include any 
material capable of binding the class of molecule to which the marker or probe belongs. 

30 Well-known supports or carriers include, but are not limited to, glass, polystyrene, 
nylon, polypropylene, nylon, polyethylene, dextran, amylases, natural and modified 
celluloses, polyacrylamides, gabbros, and magnetite. 
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In order to conduct assays with the above mentioned approaches, the non- 
immobilized component is added to the solid phase upon which the second component 
is anchored. After the reaction is complete, uncomplexed components may be removed 
(e.g., by washing) under conditions such that any complexes formed will remain 
5 immobilized upon the solid phase. The detection of marker/probe complexes anchored 
to the splid phase can be accomplished in a number of methods outlined herein. 

In a preferred embodiment, the probe, when it is the unanchored assay 
component, can be labeled for the purpose of detection and readout of the assay, either 
directly or indirectly, with detectable labels discussed herein and which are well-known 

10 to one skilled in the art. 

It is also possible to directly detect marker/probe complex formation without 
-further manipulation or labeling of either component (marker or probe), for example by 
utilizing the technique of fluorescence energy transfer (see, for example, Lakowicz et 
al, U.S. Patent No. 5,631,169; Stavrianopoulos, et al, U.S. Patent No. 4,868,103). A 

15 fluorophore label on the first, 'donor' molecule is selected such that, upon excitation 
with incident light of appropriate wavelength, its emitted fluorescent energy will be 
absorbed by a fluorescent label on a second 'acceptor' molecule, which in turn is able to 
fluoresce due to the absorbed energy. Alternately, the 'donor' protein molecule may 
simply utilize the natural fluorescent energy of tryptophan residues. Labels are chosen 

20 that emit different wavelengths of light, such that the 'acceptor' molecule label may be 
differentiated from that of the 'donor'. Since the efficiency of energy transfer between 
the labels is related to the distance separating the molecules, spatial relationships 
between the molecules can be assessed. In a situation in which binding occurs between 
the molecules, the fluorescent emission of the 'acceptor' molecule label in the assay 

25 should be maximal. An FET binding event can be conveniently measured through 

standard fluorometric detection means well known in the art (e.g., using a fluorimeter). 

In another embodiment, determination of the ability of a probe to recognize a 
marker can be accomplished without labeling either assay component (probe or marker) 
by utilizing a technology such as real-time Biomolecular Interaction Analysis (BI A) 

30 (see, e.g., Sjolander, S. and Urbaniczky, C, 1991 , Anal. Chem. 63:2338-2345 and 
Szabo et al, 1995, Curr. Opln. Struct. Biol 5:699-705). As used herein, U BIA" or 
"surface plasmon resonance" is a technology for studying biospecific interactions in real 
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time, without labeling any of the interactants (e.g., BIAcore). Changes in the mass at the 
binding-surface (indicative of a binding event) result in alterations of the refractive index 
of light near the surface (the optical phenomenon of surface plasmon resonance (SPR)), 
resulting in a detectable signal which can be used as an indication of real-time reactions 
5 between biological molecules. 

Alternatively, in another embodiment, analogous diagnostic and prognostic 
assays can be conducted with marker and probe as solutes in a liquid phase. In such an 
assay, the complexed marker and probe are separated from uncomplexed components by 
any of a number of standard techniques, including but not limited to: differential 

10 centrifugation, chromatography, electrophoresis and immunoprecipitation. In 
differential centrifugation, marker/probe complexes may be separated from 
uncomplexed assay components through a series of centrifugal steps, due to the different 
sedimentation equilibria of complexes based on their different sizes and densities (see, 
for example, Rivas, G., and Minton, A.P., 1 993, Trends Biochem Sci. 1 8(8):284-7). 

15 Standard chromatographic techniques may also be utilized to separate complexed. 
molecules from uncomplexed ones. For example, gel filtration chromatography 
separates molecules based on size, and through the utilization of an appropriate gel 
filtration resin in a column format, for example, the relatively larger complex may be 
separated from the relatively smaller uncomplexed components. Similarly, the 

20 relatively different charge properties of the marker/probe complex as compared to the 
uncomplexed components may be exploited to differentiate the complex from 
uncomplexed components, for example through the utilization of ion-exchange 
chromatography resins. Such resins and chromatographic techniques are well known to 
one skilled in the art (see, e.g., Heegaard, N.H., 1998, J. Mol Recognit. Winter 11(1- 

25 6):141-8; Hage, D.S., and Tweed, S.A. J Chromatogr B Biomed Sci Appl 1997 Oct 
10;699(l-2):499-525). Gel electrophoresis may also be employed to separate 
complexed assay components from unbound components (see, e.g., Ausubel et aL, ed., 
Current Protocols in Molecular Biology, John Wiley & Sons, New York, 1987-1999). 
In this technique, protein or nucleic acid complexes are separated based on size or 

30 charge, for example. In order to maintain the binding interaction during the 

electrophoretic process, non-denaturing gel matrix materials and conditions in the 
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absence of reducing agent are typically preferred. Appropriate conditions to the 
particular assay and components thereof will be well known to one skilled in the art. 

In a particular embodiment, the level of mRNA corresponding to the marker can 
be determined both by in situ and by in vitro formats in a biological sample using 
5 methods known in the art. The term "biological sample" is intended to include tissues, 
cells, biological fluids and isolates thereof, isolated from a subject, as well as tissues, 
cells and fluids present within a subject. Many expression detection methods use 
isolated RNA. For in vitro methods, any RNA isolation technique that does not select 
against the isolation of mRNA can be utilized for the purification of RNA from cervical 
1 0 cells (see, e.g., Ausubel et aL, ed., Current Protocols in Molecular Biology, John Wiley 
& Sons, New York 1987-1999). Additionally, large numbers of tissue samples can 
readily be processed using techniques well known to those of skill in the art, such as, for 
example, the single-step RNA isolation process of Chomczynski (1989, U.S. Patent No. 
4,843,155). 

1 5 The isolated mRNA can be used in hybridization or amplification assays that 

include, but are not limited to, Southern or Northern analyses, polymerase chain reaction 
analyses and probe arrays. One preferred diagnostic method for the detection of mRNA 
levels involves contacting the isolated mRNA with a nucleic acid molecule (probe) that 
can hybridize to the mRNA encoded by the gene being detected. The nucleic acid probe 

20 can be, for example, a full-length cDNA, or a portion thereof, such as an oligonucleotide 
of at least 7, 15, 30, 50, 100, 250 or 500 nucleotides in length and sufficient to 
specifically hybridize under stringent conditions to a mRNA or genomic DNA encoding 
a marker of the present invention. Other suitable probes for use in the diagnostic assays 
of the invention are described herein. Hybridization of an mRNA with the probe 

25 indicates that the marker in question is being expressed. 

In one format, the mRNA is immobilized on a solid surface and contacted with a 
probe, for example by running the isolated mRNA on an agarose gel and transferring the 
mRNA from the gel to a membrane, such as nitrocellulose. In an alternative format, the 
probe(s) are immobilized on a solid surface and the mRNA is contacted with the 

30 probe(s), for example, in an Affymetrix gene chip array. A skilled artisan can readily 
adapt known mRNA detection methods for use in detecting the level of mRNA encoded 
by the markers of the present invention. 
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An alternative method for determining the level of mRNA corresponding to a 
marker of the present invention in a sample involves the process of nucleic acid 
amplification, e.g., by rtPCR (the experimental embodiment set forth in Mullis, 1987, 
U.S. Patent No. 4,683,202), ligase chain reaction (Barany, 1991, Proc. Natl. Acad. Sci. 
5 USA, 88:189-193), self sustained sequence replication (Guatelli et aL 9 1990, Proc. Natl. 
Acad. Sci USA 87:1874-1878), transcriptional amplification system (Kwoh et ai, 1989, 
Proc. Natl. Acad. Set. USA 86:1 173-1 177), Q-Beta Replicase (Lizardi et ai, 1988, 
Bio/Technology 6: 1 197), rolling circle replication (Lizardi et ai, U.S. Patent No. 
5,854,033) or any other nucleic acid amplification method, followed by the detection of 

10 the amplified molecules using techniques well known to those of skill in the art. These 
detection schemes are especially useful for the detection of nucleic acid molecules if 
such molecules are present in very low numbers. As used herein, amplification primers 
are defined as being a pair of nucleic acid molecules that can anneal to 5' or 3' regions 
of a gene (plus and minus strands, respectively, or vice- versa) and contain a short region 
.15 in between. In general, amplification primers are from about 10 to 30 nucleotides. in 

length and flank a region from about 50 to 200 nucleotides in length. Under appropriate 
conditions and with appropriate reagents, such primers permit the amplification of a 
nucleic acid molecule comprising the nucleotide sequence flanked by the primers'.. 

For in situ methods, mRNA does not need to be isolated from the cervical cells 

20 prior to detection. In such methods, a cell or tissue sample is prepared/processed using 
known histological methods. The sample is then immobilized on a support, typically a 
glass slide, and then contacted with a probe that can hybridize to mRNA that encodes 
the marker. 

As an alternative to making determinations based on the absolute expression 
25 level of the marker, determinations may be based on the normalized expression level of 
the marker. Expression levels are normalized by correcting the absolute expression 
level of a marker by comparing its expression to the expression of a gene that is not a 
marker, e.g., a housekeeping gene that is constitutively expressed. Suitable genes for 
normalization include housekeeping genes such as the actin gene, or epithelial cell- 
30 specific genes. This normalization allows the comparison of the expression level in one 
sample, e.g., a patient sample, to another sample, e.g., a non-cervical cancer sample, or 
between samples from different sources. 
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Alternatively, the expression level can be provided as a relative expression level. 
To determine a relative expression level of a marker, the level of expression of the 
marker is determined for 10 or more samples of normal versus cancer cell isolates, 
preferably 50 or more samples, prior to the determination of the expression level for the 
5 sample in question. The mean expression level of each of the genes assayed in the 
larger number of samples is determined and this is used as a baseline expression level 
for the marker. The expression level of the marker determined for the test sample 
(absolute level of expression) is then divided by the mean expression value obtained for 
that marker. This provides a relative expression level. 

10 Preferably, the samples used in the baseline determination will be from cervical 

cancer or from non-cervical cancer cells of cervical tissue. The choice of the cell source 
is dependent on the use of the relative expression level. Using expression found in 
normal tissues as a mean expression score aids in validating whether the marker assayed 
is cervical specific (versus normal cells). In addition, as more data is accumulated, the 

15 mean expression value can be revised, providing improved relative expression values 
based on accumulated data. Expression data from cervical cells provides a means for 
grading the severity of the cervical cancer state. 

In another embodiment of the present invention, a polypeptide corresponding to 
a marker is detected. A preferred agent for detecting a polypeptide of the invention is an 

20 antibody capable of binding to a polypeptide corresponding to a marker of the invention, 
preferably an antibody with a detectable label. Antibodies can be polyclonal, or more 
preferably, monoclonal. An intact antibody, or a fragment thereof (e.g., Fab or F(ab') 2 ) 
can be used. The term "labeled", with regard to the probe or antibody, is intended to 
encompass direct labeling of the probe or antibody by coupling (i.e., physically linking) 

25 a detectable substance to the probe or antibody, as well as indirect labeling of the probe 
or antibody by reactivity with another reagent that is directly labeled. Examples of 
indirect labeling include detection of a primary antibody using a fluorescently labeled 
secondary antibody and end-labeling of a DNA probe with biotin such that it can be 
detected with fluorescently labeled streptavidin. 

30 Proteins from cervical cells can be isolated using techniques that are well known 

to those of skill in the art. The protein isolation methods employed can, for example, be 
such as those described in Harlow and Lane (Harlow and Lane, 1988, Antibodies: A 
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Laboratory Manual, Cold Spring Harbor Laboratory Press, Cold Spring Harbor, New 
York). 

A variety of formats can be employed to determine whether a sample contains a 
protein that binds to a given antibody. Examples of such formats include, but are not 
5 limited to, enzyme immunoassay (E1A), radioimmunoassay (RIA), Western blot 
analysis, immunohistochemistry (IHC) and enzyme linked immunoabsorbant assay 
(ELISA). A skilled artisan can readily adapt known protein/antibody detection methods 
for use in determining whether cervical cells express a marker of the present invention. 
In one format, antibodies, or antibody fragments, can be used in methods such as 

10 Western blots, IHC or immunofluorescence techniques to detect the expressed proteins. 
In such uses, it is generally preferable to immobilize either the antibody, proteins or cell 
containing proteins on a solid support. Well-known supports or carriers include glass, 
polystyrene, polypropylene, polyethylene, dextran, nylon, amylases, natural and 
modified celluloses, polyacrylamides, gabbros, and magnetite. 

15 One skilled in the art will know many other suitable carriers for binding antibody 

or antigen, and will be able to adapt such support for use with the present invention. For 
example, protein isolated from cervical cells can be run on a polyacrylamide gel 
electrophoresis and immobilized onto a solid phase support such as nitrocellulose! The 
support can then be washed with suitable buffers followed by treatment with the 

20 detectably labeled antibody. The solid phase support can then be washed with the buffer 
a second time to remove unbound antibody. The amount of bound label on the solid 
support can then be detected by conventional means. 

The invention also encompasses kits for detecting the presence of a polypeptide 
or nucleic acid corresponding to a marker of the invention in a biological sample {e.g. a 

25 cervical smear). Such kits can be used to determine if a subject is suffering from or is at 
increased risk of developing cervical cancer. For example, the kit can comprise a 
labeled compound or agent capable of detecting a polypeptide or an rnRNA encoding a 
polypeptide corresponding to a marker of the invention in a biological sample and 
means for determining the amount of the polypeptide or mRNA in the sample (e.g., an 

30 antibody which binds the polypeptide or an oligonucleotide probe which binds to DNA 
or mRNA encoding the polypeptide). Kits can also include instructions for interpreting 
the results obtained using the kit. 
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For antibody-based kits, the kit can comprise, for example: (1) a first antibody 
(e.g., attached to a solid support) which binds to a polypeptide corresponding to a 
marker of the invention; and, optionally, (2) a second, different antibody which binds to 
either the polypeptide or the first antibody and is conjugated to a detectable label. 
5 For oligonucleotide-based kits, the kit can comprise, for example: ( 1 ) an 

oligonucleotide, e.g., a detectably labeled oligonucleotide, which hybridizes to a nucleic 
acid sequence encoding a polypeptide corresponding to a marker of the invention or (2) 
a pair of primers useful for amplifying a nucleic acid molecule corresponding to a 
marker of the invention. The kit can also comprise, e.g., a buffering agent, a 

10 preservative, or a protein stabilizing agent. The kit can further comprise components 
necessary for detecting the detectable label (e.g., an enzyme or a substrate). The kit can 
also contain a control sample or a series of control samples which can be assayed and 
compared to the test sample. Each component of the kit can be enclosed within an 
individual container and all of the various containers can be within a single package, 

1 5 along with instructions for interpreting the results of the assays performed using the kit. 

B. Pharmacogenomics 

Agents or modulators which have a stimulatory or inhibitory effect on expression 
of a marker of the invention can be administered to individuals to treat (prophylactically 

20 or therapeutically) cervical cancer in the patient. In conjunction with such treatment, the 
pharmacogenomics (i.e., the study of the relationship between an individual's genotype 
and that individual's response to a foreign compound or drug) of the individual may be 
considered. Differences in metabolism of therapeutics can lead to severe toxicity or 
therapeutic failure by altering the relation between dose and blood concentration of the 

25 pharmacologically active drug. Thus, the pharmacogenomics of the individual permits 
the selection of effective agents (e.g., drugs) for prophylactic or therapeutic treatments 
based on a consideration of the individual's genotype. Such pharmacogenomics can 
further be used to determine appropriate dosages and therapeutic regimens. 
Accordingly, the level of expression of a marker of the invention in an individual can be 

30 determined to thereby select appropriate agent(s) for therapeutic or prophylactic 
treatment of the individual. 
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Pharmacogenomics deals with clinically significant variations in the response to 
drugs due to altered drug disposition and abnormal action in affected persons. See, e.g., 
Linder (1997) Clin. Chem. 43(2):254-266. In general, two types of pharmacogenetic 
conditions can be differentiated. Genetic conditions transmitted as a single factor 
5 altering the way drugs act on the body are referred to as "altered drug action." Genetic 
conditions transmitted as single factors altering the way the body acts on drugs are 
referred to as "altered drug metabolism". These pharmacogenetic conditions can occur 
either as rare defects or as polymorphisms. For example, glucose-6-phosphate 
dehydrogenase (G6PD) deficiency is a common inherited enzymopathy in which the 

10 main clinical complication is hemolysis after ingestion of oxidant drugs (anti-malarials, 
sulfonamides, analgesics, nitrofurans) and consumption of fava beans. 

As an illustrative embodiment, the activity of drug metabolizing enzymes is a 
major determinant of both the intensity and duration of drug action. The discovery of 
genetic polymorphisms of drug metabolizing enzymes {e.g., N-acetyltransferase 2 (NAT 

15 2) and cytochrome P450 enzymes CYP2D6 and CYP2C19) has provided an explanation 
as to why some patients do not obtain the expected drug effects or show exaggerated 
drug response and serious toxicity after taking the standard and safe dose of a drug. 
These polymorphisms are expressed in two phenotypes in the population, the extensive 
metabolizer (EM) and poor metabolizer (PM). The prevalence of PM is different among 

20 different populations. For example, the gene coding for CYP2D6 is highly polymorphic 
and several mutations have been identified in PM, which all lead to the absence of 
functional CYP2D6. Poor metabolizers of CYP2D6 and CYP2C 1 9 quite frequently 
experience exaggerated drug response and side effects when they receive standard 
doses. If a metabolite is the active therapeutic moiety, a PM will show no therapeutic 

25 response, as demonstrated for the analgesic effect of codeine mediated by its CYP2D6- 
formed metabolite morphine. The other extreme are the so called ultra-rapid 
metabolizers who do not respond to standard doses. Recently, the molecular basis of 
ultra-rapid metabolism has been identified to be due to CYP2D6 gene amplification. 

Thus, the level of expression of a marker of the invention in an individual can be 

30 determined to thereby select appropriate agent(s) for therapeutic or prophylactic 

treatment of the individual. In addition, pharmacogenetic studies can be used to apply 
genotyping of polymorphic alleles encoding drug-metabolizing enzymes to the 
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identification of an individual's drug responsiveness phenotype. This knowledge, when 
applied to dosing or drug selection, can avoid adverse reactions or therapeutic failure 
and thus enhance therapeutic or prophylactic efficiency when treating a subject with a 
modulator of expression of a marker of the invention. 
5 This invention also provides a process for preparing a database comprising at 

least one of the markers set forth in Tables 1-4. For example, the polynucleotide 
sequences are stored in a digital storage medium such that a data processing system for 
standardized representation of the genes that identify a cervical cancer cell is compiled. 
The data processing system is useful to analyze gene expression between two cells by 

10 first selecting a cell suspected of being of a neoplastic phenotype or genotype and then 
isolating polynucleotides from the cell. The isolated polynucleotides are sequenced. 
The sequences from the sample are compared with the sequence(s) present in the 
database using homology search techniques. Greater than 90%, more preferably greater 
than 95% and more preferably, greater than or equal to 97% sequence identity between 

1 5 the test sequence and the polynucleotides of the present invention is a positive indication 
that the polynucleotide has been isolated from a cervical cancer cell as defined above. 

In an alternative embodiment, the polynucleotides of this invention are 
sequenced and the information regarding sequence and in some embodiments, relative 
expression, is stored in any functionally relevant program, e.g., in Compare Report using 

20 the SAGE software (available though Dr. Ken Kinzler at John Hopkins University). The 
Compare Report provides a tabulation of the polynucleotide sequences and their 
abundance for the samples normalized to a defined number of polynucleotides per 
library (say 25,000). This is then imported into MS-ACCESS either directly or via 
copying the data into an Excel spreadsheet first and then from there into MS-ACCESS 

25 for additional manipulations. Other programs such as SYBASE or Oracle that permit 
the comparison of polynucleotide numbers could be used as alternatives to MS- 
,j ACCESS. Enhancements'to the software can be designed to incorporate these additional 
functions. These functions consist in standard Boolean, algebraic, and text search 
operations, applied in various combinations to reduce a large input set of 

30 polynucleotides to a manageable subset of a polynucleotide of specifically defined 
interest. 
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One skilled in the art may create groups containing one or more project(s) by 
combining the counts of specific polynucleotides within a group (e.g., GroupNormal = 
Normal 1 + Normal2, GroupTumorl + TumorCellLine). Additional characteristic values 
are also calculated for each tag in the group (e.g., average count, minimum count, 
5 maximum count). One skilled in the art may calculate individual tag count ratios 

between groups, for example the ratio of the average GroupNormal count to the average 
GroupTumor count for each polynucleotide. A statistical measure of the significance of 
observed differences in tag counts between groups may be calculated. 

10 C. Monitoring Clinical Trials 

Monitoring the influence of agents (e.g., drug compounds) on the level of 
expression of a marker of the invention can be applied not only in basic drug screening, 
but also in clinical trials. For example, the effectiveness of an agent to affect marker 
expression can be monitored in clinical trials of subjects receiving treatment for cervical 

15 cancer. In a preferred embodiment, the present invention provides a method for 

monitoring the effectiveness of treatment of a subject with an agent (e.g., an agonist, 
antagonist, peptidomimetic, protein, peptide, nucleic acid, small molecule, or other drug 
candidate) comprising the steps of (i) obtaining a pre-administration sample from a 
subject prior to administration of the agent; (ii) detecting, the level of expression: of one 

20 or more selected markers of the in vention in the pre-administration sample; (iii) 

obtaining one or more post-administration samples from the subject; (iv) detecting the 
level of expression of the marker(s) in the post-administration samples; (v) comparing 
the level of expression of the marker(s) in the pre-administration sample with the level 
of expression of the marker(s) in the post-administration sample or samples; and (vi) 

25 altering the administration of the agent to the subject accordingly. For example, 
increased administration of the agent can be desirable to increase expression of the 
marker(s) to higher levels than detected, i.e., to increase the effectiveness of the agent. 
Alternatively, decreased administration of th^agent can be desirable to decrease 
expression of the marker(s) to lower levels than detected, i.e., to decrease the 

30 effectiveness of the agent. 
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D. Surrogate Markers 

The markers of the invention may serve as surrogate markers for one or more 
disorders or disease states or for conditions leading up to disease states, and in 
particular, cervical cancer. As used herein, a "surrogate marker" is an objective 
5 biochemical marker which correlates with the absence or presence of a disease or 
disorder, or with the progression of a disease or disorder (e.g., with the presence or 
absence of a tumor). The presence or quantity of such markers is independent of the 
disease. Therefore, these markers may serve to indicate whether a particular course of 
treatment is effective in lessening a disease state or disorder. Surrogate markers are of 

1 0 particular use when the presence or extent of a disease state or disorder is difficult to 
assess through standard methodologies (e.g., early stage tumors), or when an assessment 
of disease progression is desired before a potentially dangerous clinical endpoint is 
reached (e.g., an assessment of cardiovascular disease may be made using cholesterol 
levels as a surrogate marker, and an analysis of HIV infection may be made using HIV 

15 RNA levels as a surrogate marker, well in advance of the undesirable clinical outcomes 
of myocardial infarction or flilly-developed AIDS). Examples of the use of surrogate 
markers in the art include: Koomen et ah (2000) J. Mass. Spectrom. 35: 258-264; and 
James (1 994) AIDS Treatment News Archive 209. 

The markers of the invention are also useful as pharmacodynamic markers. As 

20 used herein, a "pharmacodynamic marker" is an objective biochemical marker which 
correlates specifically with drug effects. The presence or quantity of a 
pharmacodynamic marker is not related to the disease state or disorder for which the 
drug is being administered; therefore, the presence or quantity of the marker is 
indicative of the presence or activity of the drug in a subject. For example, a 

25 pharmacodynamic marker may be indicative of the concentration of the drug in a 

biological tissue, in that the marker is either expressed or transcribed or not expressed or 
transcribed in that tissue in relationship to the level of the drug. In this fashion, the 
distribution or uptake of the drug may be monitored by the pharmacodynamic marker. 
Similarly, the presence or quantity of the pharmacodynamic marker may be related to 

30 the presence or quantity of the metabolic product of a drug, such that the presence or 
quantity of the marker is indicative of the relative breakdown rate of the drug in vivo. 
Pharmacodynamic markers are of particular use in increasing the sensitivity of detection 
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of drug effects, particularly when the drug is administered in low doses. Since even a 
small amount of a drug may be sufficient to activate multiple rounds of marker 
transcription or expression, the amplified marker may be in a quantity which is more 
readily detectable than the drug itself. Also, the marker may be more easily detected 
5 due to the nature of the marker itself; for example, using the methods described herein, 
antibodies may be employed in an immune-based detection system for a protein marker, 
or marker-specific radiolabeled probes may be used to detect a mRNA marker. 
Furthermore, the use of a pharmacodynamic marker may offer mechanism-based 
prediction of risk due to drug treatment beyond the range of possible direct 

10 observations. Examples of the use of pharmacodynamic markers in the art include: 
Matsuda et ai US 6,033,862; Hattis et al. (1991) Env. Health Perspect. 90: 229-238; 
Schentag (1999) Am. J. Health-Syst. Pharm. 56 Suppl. 3: S2I-S24; and Nicolau (1999) 
Am, J. Health-Syst. Pharm. 56 Suppl. 3: S16-S20. 

The markers of the invention are also useful as pharmacogenomic markers. As 

15 used herein, a "pharmacogenomic marker" is an objective biochemical marker which 
correlates with a specific clinical drug response or susceptibility in a subject (see, e.g., 
McLeod et al. (1999) Eur. J. Cancer 35(12): 1650-1652). The presence or quantity of 
the pharmacogenomic marker is related to the predicted response of the subject to a 
specific drug or class of drugs prior to administration of the drug. By assessing the 

20 presence or quantity of one or more pharmacogenomic markers in a subject, a drug 

therapy which is most appropriate for the subject, or which is predicted to have a greater 
degree of success, may be selected. For example, based on the presence or quantity of 
RNA or protein for specific tumor markers in a subject, a drug or course of treatment 
may be selected that is optimized for the treatment of the specific tumor likely to be 

25 present in the subject. Similarly, the presence or absence of a specific sequence 
mutation in marker DNA may correlate with drug response. The use of 
pharmacogenomic markers therefore permits the application of the most appropriate 
treatment for each subject without having to administer the therapy. 
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VII. Experimental Protocol 

A. Subtracted Libraries 
Subtracted libraries are generated using a PCR based method that allows the 
5 isolation of clones expressed at higher levels in one population of mRNA (tester) 

compared to another population (driver). Both tester and driver mRNA populations are 
converted into cDNA by reverse transcription, and then PCR amplified using the 
SMART PCR kit from Clontech. Tester and driver cDNAs are then hybridized using 
the PCR-Select cDNA subtraction kit from Clontech. This technique results in both 

10 subtraction and normalization, which is an equalization of copy number of low- 
abundance and high-abundance sequences. After generation of the subtractive libraries, 
a group of 96 or more clones from each library is tested to confirm differential 
expression by reverse Southern hybridization. 

SEQ ID NOS: 1-705 were identified through the above-described subtractive 

1 5 library hybridization technique, wherein the "tester" source for the subtracted libraries 
was comprised of cDNA generated from four independent stage IB cervical tumors. 
The "driver" source for the subtracted libraries was comprised of cDNA generated from 
at least three independent samples of normal ectocervix that were manually dissected to 
isolate the epithelial component of the tissue. Jn some cases, the driver also included 

20 cDNA generated from B-Iymphocytes, T-lymphocytes, and other white blood cells, in 
activated and resting states. 

SEQ ID NOS: 706-1428 were also identified through the above-described 
subtractive library hybridization technique, wherein the "tester" source for the 
subtracted libraries was comprised of cDNA generated from four independent CINIII 

25 cervical samples. The "driver" source for the subtracted library was comprised of 
cDNA generated from six independent normal ectocervix samples that were manually 
dissected to isolate the epithelial components. The "driver" source also includes cDNA 
generated from B-lymphocytes, T-lymphocytes, and other white blood cells, in activated 
and resting states. 



30 
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B. Proteomics 

Proteins that are secreted by normal and transformed cells in culture are analyzed 
to identify those proteins that are likely to be secreted by cancerous cells into body 
fluids. Supernatants are isolated and MWT-CO filters are used to simplify the mixture 
5 of proteins. The proteins are then digested with trypsin. The tryptic peptides are loaded 
onto a microcapillary HPLC column where they are separated, and eluted directly into 
an ion trap mass spectrometer, through a custom-made electrospray ionization source. 
Throughout the gradient, sequence data is acquired through fragmentation of the four 
most intense ions (peptides) that elute off the column, while dynamically excluding 
10 those that have already been fragmented. In this way, approximately 2000 scans worth 
of sequence data are obtained, corresponding to approximately 50 to 200 different 
proteins in the sample. These data are searched against databases using correlation 
analysis tools, such as MS-Tag, to identify the proteins in the supernatants. 

15 VIII . Summary Of The Data Provided In The Tables 

Table 1 shows 1428 novel nucleotide sequences identified through subtracted 
library experiments. These 1428 novel sequences were determined to be novel through 
various BLAST searches of available databases. The sequences of Table 1 were 
reinterpreted and those sequences are set forth in Tables 2 and 3. Table 4 sets forth 
20 additional sequence (e.g., full-length sequences) for the sequences of Tables 1-3. 

The contents of all references, patents, published patent applications, and 
databases cited throughout this application are hereby incorporated by reference. 

Other Embodiments 

25 Those skilled in the art will recognize, or be able to ascertain using no more than 

routine experimentation, many equivalents to the specific embodiments of the invention 
described herein. Such equivalents are intended to be encompassed by the following 
claims. 

30 What is claimed is: 



WO 01/42467 



PCT/US00/33312 



-94- 
Claims 



1 . An isolated nucleic acid molecule selected from the group consisting of: 
a) a nucleic acid molecule comprising a nucleotide sequence which 

5 is at least 90% homologous to a nucleotide sequence of Tables 1-4, or a 

complement thereof; 
r * b) a nucleic acid molecule comprising a fragment of a nucleic acid 

comprising the nucleotide sequence of Tables 1-4, or a complement thereof; and 
c) a nucleic acid molecule comprising the nucleotide sequence of 
1 0 Tables 1 -4, or a complement thereof 

2. A vector which contains the nucleic acid molecule of claim 1. 

3. A host cell which contains the nucleic acid molecule of claim 1 . 

15 

4. An isolated polypeptide which is encoded by a nucleic acid molecule 
comprising a nucleotide sequence which is at least 90% homologous to a nucleic 
acid comprising a nucleotide sequence of Tables 1-4. 

20 5. An antibody which selectively binds to a polypeptide of claim 4. 

6. A method for producing a polypeptide comprising culturing the host cell 
of claim 3 under conditions in which the nucleic acid molecule is expressed. 

25 7. A method for detecting the presence of a polypeptide of claim 4 in a 

sample comprising: 

a) contacting the sample with a compound which selectively binds to the 
polypeptide; and 

b) determining whether the compound binds to the polypeptide in the 

30 sample to thereby detect the presence of a polypeptide of claim 4 in the sample. 
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A kit comprising a compound which selectively binds to the polypeptide 



5 9. A method for detecting the presence of a nucleic acid molecule of claim 1 

in a sample comprising: 

a) contacting the sample with a nucleic acid probe or primer which 
selectively hybridizes to the nucleic acid molecule; and 

b) determining whether the nucleic acid probe or primer binds to a nucleic 
10 acid molecule in the sample to thereby detect the presence of a nucleic acid molecule of 

claim 1 in the sample. 

1 0. The method of claim 9, wherein the sample comprises mRNA molecules 
and is contacted with a nucleic acid probe. 

15 

1 1 . The method of claim 9, wherein the sample is isolated from cervical 

tissue. 

12. The method of claim 9, wherein the sample is a tumor sample. 

20 

13. A kit comprising a compound which selectively hybridizes to a nucleic 
acid molecule of claim 1 . 

14. A method of assessing whether a patient is afflicted with cervical cancer 
25 or has a pre-malignant condition, the method comprising comparing: 

a) the level of expression of a marker in a patient sample, wherein the 
marker is selected from the group consisting of the markers listed in Tables 1-4, and 

b) the normal level of expression of the marker in a control non-cervical 

cancer sample, 

30 wherein a significant difference between the level of expression of the 

marker in the patient sample and the normal level is an indication that the patient is 
afflicted with cervical cancer or has a pre-malignant condition. 
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1 5. The method of claim 14, wherein the patient has CIN. 

16. The method of claim 14, wherein the patient has SIL. 

5 17. The method of claim 14, wherein the marker corresponds to a secreted 

protein. 

1 8. The method of claun 14, wherein the marker corresponds to a transcribed 
polynucleotide or portion thereof, wherein the polynucleotide comprises the marker. 

10 

1 9. The method of claim 14, wherein the sample comprises cells obtained 
from the patient. 

20. The method of claim 19, wherein the sample is a cervical smear. 

15 

21 . The method of claim 19, wherein the cells are in a fluid selected from the 
group consisting of a fluid collected by peritoneal rinsing, a fluid collected by uterine 
rinsing, a uterine fluid, a uterine exudate, a pleural fluid, a cystic fluid, and an cervical 
exudate. 

20 

22. The method of claim 14, wherein the level of expression of the marker in 
the sample is assessed by detecting the presence in the sample of a protein 
corresponding to the marker. 

25 23. The method of claim 1 7, wherein the presence of the protein is detected 

using a reagent which specifically binds with the protein. 

24. The method of claim 23, wherein the reagent is selected from the group 
consisting of an antibody, an antibody derivative, and an antibody fragment. 

30 
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25. The method of claim 14, wherein the level of expression of the marker in 
the sample is assessed by detecting the presence in the sample of a transcribed 
polynucleotide or portion thereof, wherein the transcribed polynucleotide comprises the 
marker. 

5 

26. The method of claim 25, wherein the transcribed polynucleotide is an 
: 'niRNA. 

27. The method of claim 25, wherein the transcribed polynucleotide is a 

10 cDNA. 

28. The method of claim 25, wherein the step of detecting further comprises 
amplifying the transcribed polynucleotide. 

1 5 29. The method of claim 14, wherein the level of expression of the marker in 

the sample is assessed by detecting the presence in the sample of a transcribed 
polynucleotide which anneals with the marker or anneals with a portion of a 
polynucleotide wherein the polynucleotide comprises the marker, under stringent 
hybridization conditions. 

20 

30. The method of claim 14, wherein the level of expression of the marker in 
the sample differs from the normal level of expression of the marker in a patient not 
afflicted with cervical cancer by a factor of at least about 2. 

25 31. The method of claim 14, wherein the level of expression of the marker in 

the sample differs from the normal level of expression of the marker in a patient not 
afflicted with cervical cancer by a factor of at least about 5. 
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32. The method of claim 14, comprising comparing: 

a) the level of expression in the sample of each of a plurality of markers 
independently selected from the markers listed in Tables 1-4, and 

b) the normal level of expression of each of the plurality of markers in 
5 samples of the same type obtained from control humans not afflicted with cervical 

cancer, 

wherein the level of expression of more than one of the markers is 
significantly altered, relative to the corresponding normal levels of expression of the 
markers, is an indication that the patient is afflicted with cervical cancer or a pre- 
10 malignant condition. 

33. The method of claim 32, wherein the level of expression of each of the 
markers is significantly altered, relative to the corresponding normal levels of 
expression of the markers, is an indication that the patient is afflicted with cervical 

1 5 cancer. 



34. The method of claim 32, wherein the plurality comprises at least three of 
the markers. 

20 35. The method of claim 32, wherein the plurality comprises at least five of 

the markers. 



36. A method for monitoring the progression of cervical cancer or a pre- 
malignant condition in a patient, the method comprising: 
25 a) detecting in a patient sample at a first point in time, the expression of a 

marker, wherein the marker is selected from the group consisting of the markers listed in 
Tables 1-4; 

b) repeating step a) at a subsequent point in time; and 

c) comparing the level of expression detected in steps a) and b), and 

30 therefrom monitoring the progression of cervical cancer or a pre-malignant condition in 
the patient. 
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The method of claim 36, wherein the marker corresponds to a secreted 



38. The method of claim 36, wherein marker corresponds to a transcribed 
5 polynucleotide or portion thereof, wherein the polynucleotide comprises the marker. 

39. The method of claim 36, wherein the sample comprises cells obtained 
from the patient. 

1 0 40. The method of claim 39, wherein the patient sample is a cervical smear. 

4 i . The method of claim 39, wherein between the first point in time and the 
subsequent point in time, the patient has undergone surgery to remove a tumor. 

15 42. A method of assessing the efficacy of a test compound for inhibiting 

cervical cancer in a patient, the method comprising comparing; 

a) expression of a marker in a first sample obtained from the patient and 

exposed to the test compound, wherein the marker is selected from the group consisting 

of the markers listed in Tables 1 -4, and 
20 b) expression of the marker in a second sample obtained from the 

patient, wherein the sample is not exposed to the test compound, 

wherein a significantly lower level of expression of the marker in the first 

sample, relative to the second sample, is an indication that the test compound is 

efficacious for inhibiting cervical cancer in the patient. 

25 

43. The method of claim 42, wherein the first and second samples are 
portions of a single sample obtained from the patient. 

44. The method of claim 42, wherein the first and second samples are 
30 portions of pooled samples obtained from the patient. 
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45. A method of assessing the efficacy of a therapy for inhibiting cervical 
cancer in a patient, the method comprising comparing: 

a) expression of a marker in the first sample obtained from the patient 
prior to providing at least a portion of the therapy to the patient, wherein the marker is 

5 selected from the group consisting of the markers listed in Tables 1-4, and 

b) expression of the marker in a second sample obtained from the patient 
following provision of the portion of the therapy, 

wherein a significantly lower level of expression of the marker in the 
second sample, relative to the first sample, is an indication that the therapy is efficacious 
10 for inhibiting cervical cancer in the patient. 

46. A method of selecting a composition for inhibiting cervical cancer in a 
patient, the method comprising: 

a) obtaining a sample comprising cancer cells from the patient; 

b) separately exposing aliquots of the sample in the presence of a 
plurality of test compositions; 

c) comparing expression of a marker in each of the aliquots, wherein the 
marker is selected from the group consisting of the markers listed in Tables 1-4; and 

d) selecting one of the test compositions which induces a lower level of 
expression of the marker in the aliquot containing that test composition, relative to other 
test compositions. 

47. A method of inhibiting cervical cancer in a patient, the method 
comprising: 

25 a) obtaining a sample comprising cancer cells from the patient; 

b) separately maintaining aliquots of the sample in the presence of a 
plurality of test compositions; 

c) comparing expression of a marker in each of the aliquots, wherein the 
marker is selected from the group consisting of the markers listed in Tables 1-4; and 

30 d) administering to the patient at least one of the test compositions which 

induces a lower level of expression of the marker in the aliquot containing that test 
composition, relative to other test compositions. 
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48. A kit for assessing whether a patient is afflicted with cervical cancer or a 
pre-malignant condition, the kit comprising reagents for assessing expression of a 
marker selected from the group consisting of the markers listed in Tables 1-4. 

5 49. A kit for assessing the presence of cervical cancer cells or pre-malignant 

cervical cells or lesions, the kit comprising a nucleic acid probe wherein the probe 
specifically binds with a transcribed polynucleotide corresponding to a marker selected 
from the group consisting of the markers listed in Tables 1-4. 

10 50. A kit for assessing the suitability of each of a plurality of compounds for 

inhibiting cervical cancer in a patient, the kit comprising: 

a) the plurality of compounds; and 

b) a reagent for assessing expression of a marker selected from the group 
consisting of the markers listed in Tables 1-4. 

15 

51. A method of making an isolated hybridoma which produces an antibody 
useful for assessing whether a patient is afflicted with cervical cancer or a pre-malignant 
condition, the method comprising: 

isolating a protein or protein fragment corresponding to a marker selected 
20 from the group consisting of the markers listed in Tables 1 -4; 

immunizing a mammal using the isolated protein or protein fragment; 
isolating splenocytes from the immunized mammal; 
fusing the isolated splenocytes with an immortalized cell line to form 
hybridomas; and 

25 screening individual hybridomas for production of an antibody which 

specifically binds with the protein or protein fragment to isolate the hybridoma. 



52. 



An antibody produced by a hybridoma made by the method of claim 51 . 
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53. A kit for assessing the presence of human cervical cancer cells or pre- 
malignant cervical cells or lesions, the kit comprising an antibody, wherein the antibody 
specifically binds with a protein corresponding to a marker selected from the group 
consisting of the markers listed in Tables 1-4. 

5 

54. A method of assessing the cervical cell carcinogenic potential of a test 
compound, the method comprising: 

a) maintaining separate aliquots of cervical cells in the presence and 
absence of the test compound; and 
10 b) comparing expression of a marker in each of the aliquots, wherein the 

marker is selected from the group consisting of the markers listed in Tables 1-4, 

wherein a significantly enhanced level of expression of the marker in the 
aliquot maintained in the presence of the test compound, relative to the aliquot 
maintained in the absence of the test compound, is an indication that the test compound 
1 5 possesses human cervical cell carcinogenic potential. 



55. A kit for assessing the cervical cell carcinogenic potential of a test 
compound, the kit comprising cervical cells and a reagent for assessing expression of a 
marker, wherein the marker is selected from the group consisting of the markers listed in 
20 Tables 1-4. 



56. A method of treating a patient afflicted with cervical cancer, the method 
comprising providing to the patient an antisense oligonucleotide complementary to a 
polynucleotide corresponding to a marker selected from the markers listed in Tables 1-4. 

25 

57. A method of inhibiting cervical cancer in a patient at risk for developing 
cervical cancer, the method comprising inhibiting expression of a gene corresponding to 
a marker selected from the markers listed in Tables 1-4. 
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Table 1 



Sequence 1 

GCCGAGGTAC I II II I I I I I I I I I I I II I I I GGACATACTGAGAGAATTTGGAATTATAT 
GTTATGGTAGAATAAAGATCGAGGTCCATTTTTCTATACATGAAMNTTAAATATTTAG 
T 

TTGGGATTTGAGACTTCGATCTAGGCCTCTGNATTTCTTTCTAGI MM ICCCTACCAT 
T 

CTTTAATCGGAGTATCCAAGCCCAATCACCCTGTANCCTATGTCCTAAAGCATCTTGAAT 
TGNTTGNTTCANG I I I I INCTTCATGNAGGAGTGTCTTTTGCNCACNCCTCTTAAGCC 
TA 

TCTGGATCCCCACTTCANNCCTCTGAAGGGTTCTGTTAAAANTTCTAACCCTATCTNT 
AT 

NGAATTTGTCCCC 
Sequence 2 

GCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTC 

CGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCT 

TTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 

GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATT^TTG^A^G 

CATGCAGAGAAGGTGGCTACTGTCCTTTCTGGGGCG 

AATCTAACTCAGCGGAATTGTATCCGTACCT 

Sequence 3 

CGGAGAGGAGTCCTTACTTAGAGTNAAGCTGAAGGAGCATCACAACCCCAAAGACTGTTA 

TGTTGTGAAATTTAGGCTGTGTTTTAATAATACTGATGATGATANGATGAAATAGTAAT 

T 

TATTGATTACTATATCTACTATATGTCCGTAAGATAGCAGGGTCTTTATACTCGGAATC 
T 

CATTTGATCCTCATAGTTTTTATTGGTGTATTATTATCCTCATTTTACAGATACAGAAAC 

TGAGGCTTCAGAGAGGCTGTGTAATCAAGAGTTTGTATGCCTTTCATCTGAGGAGGTTGA 

GGACAATCCCAAGTTAGAAAAATAAATGTCTTTAGCATTATTTTTCCTTAATGTTTAGAA 

TATTAATAAGTTACTCAGATAATCTATTGGAATTTTCTTCATGGCAGGGGGAAGAGGCTA 

GAGTTG 

G 

Sequence 4 

TACTCAGTTTCCTTATCTATAACATGGGGATAATATTANGTATGCTACATCCGTTGTTA 
T 

GAGGATCAATATCTGTAAAGCTCTTAGAACATGCATTTTTCTTNTACTAAATGGGNAAGG 

TCTGGCNGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAGGCTGAGGNGGGG 

GCAGTTGGGGAGCGAGGGGTTGTACTACTNCAATGTAACTTGCTTTCTCAGAAATTNAGG 

CNAAAAGTCTTACTGACCATGTAAAGGAAATCCAACAATTATAAACAGTCTCNTGCCTTT 

AAGGAGCTTATAGTCTAGTTANGAAACCAGACTTAAACATATGAAAAGTTTAAACATTGG 

Sequence 5 

CTCTTTCATTGAAAGGAAATTANGGTTGAACCTCCAGGAGCCCGTCAGAGTCTGAGGAGA 
GGCTGGCTTNATGTCTAGATACGACGACAGCAAGGCTGCTTAGAGCTAACAGCGCATTGC 
CTTTCACTACCGGACTCTCCTTTGCAGCTGCCTTGGTGATCTCATCAGTCAGCATGTC 
TC 

TAACCCAGAGCCAGGCTGTGC I I M M I GTACCT 
Sequence 6 

CGCGGTGGCGGCCGCCCGGGCAGGTACCTATGACCATCTTACATTATTTTTATGGGTGGG 

GGGCATTGGCTGTGGAATGTGGGCAGTAACTTGCACAGTCAGTAACCGTNNGAGTAACTG 

GTTGTTGGCATCCCCATTCTGGCACTCCTCCTCTAGGTCTCCACCTCACACGCTGGTTTG 

TGGGCGGAGGGGCAGGTTGGTGCCGTGGGGTGTCCGGGCACTGGCTGTGCATGCCTTCTT 

CCTCTTCTGTCTCTTGGCCACCTTTTCCAAAAAGTCACCAGTGACCAATTCTCCCAGT 
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Table 1 



GT 

TTCTTTGGGACTCAATGCCTTGGGCTTGGCATTGGGTAAAGCCGACTGGCAAGTTTCATT 

CTGACCAAGCTCTATAGTAGTCCGGNGTGGACCTCTTGCCCTCCCTGCTCTGCGGAAAGC 

TTNCTCAGCCTTTGCTTCTTCACTTATTTACTA7TTGCGGGGTCCTGGGGGTACCCTC 

NCGCTCTAGAACTAAGTGGGATCCCCCCCGGGCTGCAAGGAATTCGAATATCAAGCCTTA 

TCGAATCCGTCNAACCTTCGAAGGGGG 

Sequence 7 

GGTGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCC 

ATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGAC 

TCCATCACGGTGACCA1X>CAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTTT 

GGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATC 

ATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGA 

TT 

CCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 
Sequence 8 

AGC^^GAGATCAAGCTG^A^ 

CAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGG^ 

CCCACGAGAATATATMGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACC 

ATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGA 

GAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAAC 

TCAGCGGAATTGTATCCGTACCTCGGCCGTTCTANACTAGGGGATCCCCCGGCC 

Sequence 9 

GGTGGCGGCCGAGGTACCACATGCACTGATAGCTCTCTTTGTATGAACAGGAGCTGTGGC 

AGGCCCTATGCCAGGGAGAAAGTAAGATTGGAAAAGAGCTTACCAAGGAGGTGGCATTTG 

CACTGTGCTTAAGGGGCAAGAAAAACGTCTTCCAATCAGGAGCCACAAATGCTTGGCTGA 

AGTGCTACTGCTCTTTCATCCTGGAGCTGGAACAGACGTCACCAGTCAATCATGATGGCT 

GCTGGGTGCACTGGCTAACATCTATAATCCCAGCACTTTGTGAGGCTGAGGGTGGGAAGA 

TTGCTTGGGGCCAGGAGTTTGAGACCAGTTTTGGGCAAATTGCAAGACCCTGTCTCTGCA 

AAAAAATATAAAATGTAGCTGAGTGTGGTGGCACCTGTAGACCCAGCCCCAGCTACTCGA 

GAGGCTGAGATGGGAGGATCGCTTGGGCCTAGGAGTTCGAGGCTGCAGTGAGCTATGATT 

GCACCACTGCACTCCAGCCTNGGTGACAGAACANGACCTGTCTNTAAAAANCATTAAATT 

AAATCAAAAAAAAAAAAAAAAAAAAAG 

Sequence 10 

GGTGGCGGCCGAACATCCTGTTTTAACTAGCACAGACAAAACCTATGTGTTACTATCAAA 

ATAAAATTTAGAAAAACAATTTTCTTATAAAATTTTCTGTTTGTATTTGGACTACATA 

CTGGCTTTAAAATTGAGAAATATGCCCTAAAACCATAAGGAAAAAGCCAACAGAAAGAAC 

AAAAAGATCACAGCAATTAGGCCCGTTCTATTCAATTTTGCCATGAGCTAAAAATCACAT 

TCTTCACAAAGTAAATTACCGCCCTGTTTTTTATTCTTAAGCACTAGGGTTAGGATTGT 

G 

ATCTGAGCTTTACTAAATCGGAAAAGAAAATCTCAATTATAGAACATTTAGTTTATTTAT 
ACCTTAATGCCCGGAGAGGTAATATTTTACTTTAAAATGCATAACCCATGTGGACATGCT 
AGGTCTTCCAAAA 
Sequence 1 1 

GGTGGGGCCGGGCCCGGACCCGGNCCAAGACCTACCCGCCGGNGNANTTGGCCTNGGGCC 

CTGGGGTTTCCTCCCNAGGGGAAGCCTTGTAGAATCCACCTNGGAAANCCTTGTNGGGTN 

CCGCTTGCCCCGTNGNATGGNTGGNGTAGGGGAAGGGCAAAGTACGCCTTCAAGAATAGG 

NAAAAAAGGGANGGGGGGGGGGNACCACTCAAGGCCTGGCAAAGGCCAAGTGGGACCAAG 

TGGCCCAAGGGGGCTTCTTGGAATGGTGGNTCTCTCACAAGCTTTGTAANAAAGGTGGTG 

GAAGAACCAAGCCTTGNCCCTTTTGTGGGTCGNGNGACCTTGGAATAAAGGGCCAAAAGG 
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MGTTTTGGTTTCCCTTGGCCCCCNTTTTC 
A 

GAAAACCCCCCTTGGGACC I I I I I I GGTTTTTTCCTTTGGCNAAAAAAGGGGGCCACCCC 

TTGGCCAAATTGGATGGTTCCTTGNATTGGTTTTTCCGGTCGCTTTANGGGGCCAATT 

NA 

NAANTTGGTTTGTAAAGGGGAAAG 
Sequence 12 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTTTTGTTTTGTAI I I I IAGTAG 
AGATGGGGTTTCACCGTGTTGGCCGGGCTGGTCTTGAACTCTTGATTTCAAGTGATCCGT 
CCACCTCAGCCTCCCAATGTGCTGGGATTACAGGTGTGAGCCACCATGCCTGGCC Mill 
C) I I I I I M I I I I AAACGAAAAAATGTTTTTAATTGACAAATAAAAATGATGTATATTTA 
TGGTGI I I I I ICTCTTTTGCATCATCAGTCTCTTTCTCATCACTGAAACCTACAAATATT 
TTAAAATCTTTCCATTAAAAAAATTTTGCTGATCATTC 

ATACTTACTTTGTATGAAAAATTTTGTCGAGATGTATAATCCATTTTTTTCTGGGAAG 
Sequence 13 

TTACTTAGGGCGAATTGCGNCCGAGGTACCAGGTGTCATTCCTGCAGCAGGATTTAACAC 
GATGCAGATCTGj3CCCCAGTGTGAGCATCTGTGl^ 

AGACCTGATTTGACTGCTGTTGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTTTTGTGG 
GAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGACAAA 
ACAGTAGAATCGTACCTGCCCG 
Sequence 14 

TGGCGGCCGAGGTACGGTATTCTCTTCAAACAAGAGCAAGCCCATGATGATGCCATTTGG 

TCAGTTGCTTGGGGGACAAACAAGAAGGAAAACTCTGAGACAGTGGTCACAGGCTCCCTA 

GATGACCTGGTGAAGGTCTGGAAATGGCGTGATGAGAGGCTGGACCTGCAGTGGAGTCTG 

GAGGGACATCAGCTGGGAGTGGTGTCTGTGGGACATCAGCCACACCCTGCCCATTGCTGC 

ATCCAGCTCTNTTGATGCTCATATTCGTCTTTGGGACTTGGAAAATGGCAAACAGATAAA 

GTCCATAGATGCAGGACCTGTGGATGCCTGGACTTTGGCCTTTTCTCCTGATTCCCAGTN 

TCTGGCCACAGGAACTCATGTCGGGAANGTGAACATTTTTGGTGTGGAAAGNGGGAAAAA 

GGAA 

Sequence 15 

GCCCCTGCCCGGCTGGTTATGTAACAAACAAAGTCTGTGTCTGTGTGGAGTGTTGCAGGA 

CGAGTGGAAATGACTGTTTCCAAGTTCATGGCAATTCAGAAGGCCCTTCAGCCAGACTGG 

TTCCAGTGCCTCTCCGATGGAGAAGTATCTTGTAAGGAAGCAACTTCCATAAAAAGGGTC 

AGAAAGTCTGTTGACCGATCACTTCTTTTCTTGGATAACTGTCTGCGGCTGCAGGAAGAG 

TCAGAGGTTCTTCAGAAGAGTGTGATCATTGGAGTGATTGAAGGTGGAGATGTGATGGAA 

GAGAGGCTGAGGTCAGCACGAGAGACAGCCAAGCGGCCTGTGGGTGGCTTCTTCTGGATG 

GTTTTC AAGG AAATC C AAC A 

Sequence 16 

CGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGAGGTMTTTTAATGCCATTTTCATGGGA 

CACTTGGGAGCTAGATTAGAAGAAGCCAAGACTAGAATCGGGGAGATGAGTTGCAGAGGG 

NNGTGGTGAAGGTCTGAAGGAAGGTAGGAAAAGGTCGGACACATTCCAGACATATTTAGG 

GGTGGAGGTGGTTGGATATGGGGAGTT 

Sequence 17 

TTCGCGGTGGCCCGGCCGCCCGGGCAGGTGACTTTAGTCCTCACTCTGTGGGCAGGGGCA 

TTACAGCATAGGGGTCCCTTTTGTCAGGGATTTATGATGGCATCACACGCAGGATTCAGA 

GAGCATNAATTGAAAAATACATATGATTGGCTGGGCGTGGAGGCTTATGCCTGTAATCCC 

AGCACTTTGGGAGGCTGAGGTGGGTGGATCACCTGAGGTCGGGAGTTCGAGACCAGTCTG 

ACCAACATGGAGAAACCCTTTCTCTACTAAAAATACAAAATTAGCCGGGCGTGGTGGCAC 

ATGCCTGTAATCCCAGCTACTAGGGAGGCTGAGGCAGGAGAATTGCTTGAACC 
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Sequence 18 

TNCCGCGGTGGCGGCCGAGGTACGATTCTACTGTTTTGTCTTCTAGGATCAACTCGGTCA 
TTACCACAGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAACTGGCTCCGGATCAGGGA 
ACACTACCAMCCAACAGCAGTCAAATCAGGTCTTTCCTTCTTTAAGTCTGATACCATT 
A 

ACACAGATGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGAATGACA 

CCTGGTACCTGCCCG 

Sequence 19 

CCGCGGTGGCGGCCCGCCCGGGCAGGTAC I II 1 1 I I II I I I I I 1 1 I ! IAI II I I I M II 
T 

I I I I I I I I I I I I I NCCCCCGGGAGAGGAATTGGGAAGAGCAAATTGCTGCTGAAAATT 

TC -• ^ 

TACATTGATCCAGACAMGAAGTTAGAGCAGGCTGAAAAAGMCCCTTGGTGTTTTTCTG 

TGTTCAACCAGATCAACTGGAAAAGTATAGATACCTTAATTAGCACTGTGCTCTGNGGGA 

TTCTGGTCAGCCTGGCCCAGTGGTTT7TTTCCCCTGAACACNCCTGAAAGGGGAGCTCAT 

AATGACTGCTGTGCAGGTGGGCGGGGAGGGGGCTTCCTATTTGATTTAGNGGCTGATCAA 

TGCCAGTTACCAATTNTNGGTNGCCCCATTTATACATGGNGGAAAAAAAGTACCT 

Sequence 20 

GAGGTACCCAATTTrrTTAAGTTCTAAGGTAGCTTTCTCAAAGAAAACCATTTCAGGGT 
G 

TCCATTAAAAGAGCATCTGCGAATTGTTTTTGCAGGGACTCCTAATCAGTCAGGAGAAGT 

AGAATGTAAGCAAAGTCACAAACCTCCCGTAAGAATTTGGTTCACCAGGACACAGCTCCT 

CTCTTATGAAGGGATGAGAAGCAGACCCCAAACCCAGTGCCACAGTCTCCCTGGAAACAG 

CAGCAGGC1TGGGGAATGCTTCCAAAAGGCTATGCCATTCAAGGTCTCAGGTTTTTTGGT 

TAAAAATACAACTTAGGCCAACTGCAAGTGGCTCATGCCTGTAATTAATTCCAAC 

Sequence 21 

GTGGCGGCCGAGGTACGATTCTACTGTTTTGTCTTCTAGGATCAACTCGGTCATTACCAC 

AGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAACTGGCTCCGGATCAGGGAACACTAC 

CAAACCAACAGCAGTCAAATCAGGTCTTTCCTTCTTTAAGTCTGATACCATTAACACAGA 

TGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGAATGACGCCTGGTA 

CCTGCCCG 

Sequence 22 

CGCGGTGGCGGCCGAGGTACAGAGTAGAGAGAGTTCTGCAGGGATGAAGTGGGAGACGTT 

GATAGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGGACTTTGGATTTTACACCAA 

GTGCAACAGGTAACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACAAT 

TTGAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAGG 

AAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGG 

C - - - 

Sequence 23 

CGCGGTGGCGGCCGAGGTACANAGTAGAGAGAGTTCTGCAGGGATGAACGTGGGAGACGT 

TGATATGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGGACTTTGGATTTTACACC 

AAGTGCAACAGGTAACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACA 

ATTTGAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAA 

GGAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGGC 

CCAGGTTGGGGT 

Sequence 24 

CCGCGGTGGCGGCCGAGGTACAAAAAAAGCACANGCCTGGCTCTGGGTTAGAGACATGCT 
GACTGATGAGATCACCAAGGCAGCTGCAAAGGAGAGTCCGGTAGTGAAAGGCAATGCGCT 
GTTAGCTCTAAGCAGCCTTGCTGTCGTCGTATCTAGACATGAAGCCAGCCTCTCCTCAGA 
CTCTGACGGGCTCCTGGAGGTTCAACCTAATTTCCTTTCAATGAAAGAGTGGGTTTCCAT 
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GGTACCTGCCCG 
Sequence 25 

CCGCGGNGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGT 
TTTGTAAACTGAACTTTGTTTTCAGTTCCGGCTCCAGCCATCCTGGGGTNGCTTGCCA 

AT 

AGATGAATCCCACTCGTTTGACCCATGACGCTCCTTCTTTTCATTTCTCCCTCTTTCCC 
C 

ACAGCAGTGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTTCTGTTATAC 

TTCTTTCCTTACAC 

Sequence 26 

GCGGTGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCT 

CCATCACACGCCCCAGAAAGGACAAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATT 

GACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAG 

TTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGG 

ATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCC 

GG 

ATTCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

Sequence 27 

ACGCGGCGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCT 

CTCCATCACACGCCCCANAAAGGACAGTAGCCAGCTTNTCTGGATGCTTTGCCAAGCAAT 

TGACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCA 

GTTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAG 

GATCATAGTTTCTTGGAACTCTCTGTAAGNCNCAACTTGGTTATCGCCGGACATAATTGG 

ACCCGGTATTTCCGGCTCAGNCATCTTCACCTTTCATCTAAGGNTTGCATNTTCCGGGCC 

CGNTCTAAGAACTAGTGGGATCCCCCCGGGGCCTGCAGGGAATTCCGATAATCAAAGGCT 

TAATCTGAATACCCGGTCGGACCCTTCGGAGGNGGGGGGGCCCCGGNTACCCCAAGCTTT 

TTTGGTTTCCCTT 

Sequence 28 

CGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGTAGCTACATCGT 

TGTTATGAGGATCAATATCTGTAAAGCTCTTAGMCATGCATTTTTCTTCTACTAAATTT 

TAAGGNCTGGCAGGCGCGGTGGCTCACACCTGGNATCCCAGCACTGTGGAAGGCTGAGGT 

GGGGGCAGTGGGGAGCGAGGGGNTGTTACTACTCCAATGTAACTGCTTTCTCAGAAATTA 

AGGCAAAAAGTCTTACTGACCATGTNAAGGAAATCCAACAATTATAAACAGTCTCTGCCT 

TTAAGGAGCTTATAGTCTAGTTAAGAAACCAGACTTAAACATATGAAAAGTTAAACATTG 

GCCAGGCACAGTGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGAT 

CACCTGAGGTCANGAGTTCGAGACCAGCCTGACCAGCNTGGAGAAACCCCATCTN 

Sequence 29 

GCGGTGGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGTAGCT 

ACATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTA 

C 

TAAATTTTAAGGTCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAG 

GCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGCTTTCTC 

AGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGGAAATNCAACAATTATAAACAG 

TCTCT 

Sequence 30 

GGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTACGTAGCTACAT 

CGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGMCATGCATTTTTCTTCTACTAA 

A 

TTTTAAGGTCTGGCAGGCGCGGTGGCTCACACCTGGTATCCCAGCACTGTGGAAGGCTGA 
GGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGCTTTCTCAGAAA 
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TTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAACAATTATAAACAGTCTCTG 

CCTTTAAGGAGCTTATAGTCTAGTTAAGAAACCAGACTTAAACATATGAAAAGTTAAACA 

TTGGCCAGGCACAGTGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAG 

GATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCATCTTTA 

CTAAAAATACAAAACTAGTTGGGCATGGTGGCGCATGCCTGTGATCCCAGCTACTTGAGA 

GGCTGAGGCGGGAGAATCACTTGAACCCGGGAGGTCGAGCGGCCGCCCGG 

Sequence 31 

CCCGCGGTGGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGTA 
GCTACATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATGCAI I I I ICTT 
C 

TACTAAATTTTAAGGTCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGG 

AAGGCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTG1TACTACTCCAATGTAACTGCTTT 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAACAATTATAAAC 

AGTCTCTGCCTTTAAGGAGCTTTATAGTCTAGTTAAGAAA 

Sequence 32 

GCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATGGCAGTTCATATC 

ATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGIGA.GGACCCTGGGGGTTTGTTG 

CT 

CTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGTCTGGAAGACAGAGCTGGGTT 

AAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAAAAGGATGTA 

ACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGGCTGCCAAA 

CCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGTGGGAAG 

GGGAGTGGGCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGATGTGT 

AGAAAGGTAACAGTCAACAGTTCTCCTAACAAGACAGCTTCAAAGCAGCAGCTATAGTGG 

AGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGTGCAGACTGGTCCTCTTGCCCA 

GCGTTTCTTTC 

Sequence 33 

CCGCGGTGGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATGGCAG 

TTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGC 

CT 

TTCTTCCTCTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGCTCTGGAAGACAG 

AGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAA 

AAGGATGTAACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTG 

GCTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCA 

AGTGGGAAGGGGGAGTGGGCTT 

Sequence 34 

GCGGCCGAGGTACCAGTTAAAGTCTTCTAGCCTGTATCCCCACTCCTTTTTGCCACTTGC 
AAATTCGGTAGCCCAGTTACCCAGAGGGAGGCATAGGAGGGAAAACGAAGACTGAAAAGG 
GCTAATATGAGTTTTGTCTCTTACAATTTATCTGCATCTTATCCTTCCCCCACCCCCCA 
T 

CATTAAATCATTAAACATTCTATCCAAATAGGATGCCCTTCTGTGGAACTGCATATTTG 
G 

AAACCATACTGCCTGTTTAACTTATGCACTCCACTGGGAACTTACAGTATCTGTTTCCC 
A 

CAATACTTGCAGTCATATCAGTTACAACCGCTGGGTGTGTATTGGTTCAAAAGGACCTAC 

CTACAAGGTTATATCAATCCATTGTCCAATTTGAGAGATTTTTTCTGAATCCAGTTAAA 

A 

TAATTTTTGGCTACACCTGGGGACACTTCCCAGGACAACAATGACTTGTAGTCTAGTGCC 

CAAGAAAGCCAAAAAGGCCCGGCAAC 

Sequence 35 

GGTGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCC 
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ATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGAC 

TCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTTT 

GGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATC 

ATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGA 

TT 

CCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 
Sequence 36 

CATNTGTGTTTTATTGTGAAGGGTCCTCAACTGTGTGGCTGATTCAGGCTGTCCCCACTG 

CAATGTAGGGAGAGGAGAGAAAGGGATGAAAGTGAAGGCAGGGGGGGGGATGTTTGTTNC 

ACCGGGGTGAACTTCTGCCTGAGCAAGNTGATGTTGGCTTCC GAN N GTATTTGGGACACT 

TTCTTTCMTACATNTNTTATTTAAGCACTTTATTCTGTGNCTGCTGCCCTG 

G 

Sequence 37 

CCGCGGTGGCGGCCGCCCGGGCAGG^ACGCGGGGGCAACATGGCGGCCTTAGCAAGCTAT 

AGCTGCGAGATTTGAATTACTCCACTCGTAGCTATTGCATTCCTGACGATGGCCTCTGTG 

GCTTCGTGCGATTCGCGTCCGAGCTCAGACGAGCTCCCTGGAGACCCCTCTTCACAAGAA 

GAAGATGAGGACTATGATTTTGAA.GATGGGGTGAGGGAGTGGGGT^ 

AGTAGCGATTATGATGATCTTGAGCCTGAATGGCTGGACAGTGTGCAGAAAAATGGAGAG 

CTGTTTTATTTGGAATTGAGTGAGGATGAAGAAGAAAGCCTCCTTCCTGAGACACCAACT 

GTGAACCATGTCAGGTTCAGTGAAAATGAGATTATCATTG 

Sequence 38 

CCGCCGAGGTACTTAAGTTTTTCTTCAGTTACAGCTACCATGTGAAAATAATTCTCTGC 
T 

TATCAAGTTTACAACTTTAGAATTTCCTGTTTTAAAGTTTTCTCATTTACTTATC 

GTCATCTTCTTTTTGCCAAACGCTATAGTAGCACATTAAAAGGAGACTGATGTGAAATCA 

ACTCTGTGCAAAAAGTATTGGGTGCTTTGGTAGAAGTCTATACAGAAGACACTGGAGACA 

CAAAAATGAATTTTGTCCAGGTGAGTTGATGTCAGAAAAGGCTTAATAATGGAGATGAGG 

CCGGGCATGGTGGTTCACACCTGTAATCCCACCTGTTTGGGAGGCTGAGGCAGGTAGATC 

ACTTGAGACCAGGAGTTTGAGACCAGCCCAGCCAACATGGAGAATCCTGTCTCCACTTTT 

NAAAANTNAAAAANATNNGGTTCCTGCCCGGGCGGGCGCTTAGAACTAGTGGGATCCCCC 

GGGCTGCANGAATTTCGATATCA 

Sequence 39 

TCCCCGCGGTGGCGGCCGCCCGGGCTGGTACGCGGGAAAGCAAAACGACAAGCACGCCCT 

GAGCAGAGCCCCGGGAATTCAACCTTTAAGTGGATAACTTGGCTTCTGGTTTGCCAAGGA 

ACCAGGGCATCAAACAGATGAAACAGCCTATTGTCCATTTCAACAGGATTTTTCAGGAGT 

GGGGATGATCTTTCAAATTATCCACAACTTAATTATTTAATATTTTGATAGTCAATTACC 

TAAGACACGGCATCGTCACTGACCAATCAGAAGAGATGCCAGTAGTTGGGCGCAGTGGCA 

GCACTTTGGGAGGCTGAGTGGACAGATCACCTGGGGTCAGGAGTTCGAGACCAGCCTGGC 

CTACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATGAGCCAGGCATGGTGGGCAC 

CTGTAATCCCAGCTACTTGACAGAGTGAGCCTCTGTCTCAAAAAAAAAAAAAAAAA 

Sequence 40 

GCCTCCCCGCGGTGGCGGCCGAGGTACAGTTTAGAAAACTGTGGGGCTGAGTCCTCGGGG 

CCGTGGGGCGCAGCGTGGCTGATCACCATCATAACGGGCCTATGGGGATACATTCTCTTA 

GACATTTTGAAGTAATTAATGCTCTCGTTAGTGATTAAGTCTGTGAAGTAGTCCTTTGC 

A 

TAATCAAATCCATGCTTTTCTTTGATGCCATTGCGACAAACAGTGTAATTATAGAAGCG 
A 

GAATTCTTGATTAATCCAAGCCATTCTCGCCACCCAGGGGGGATGTAGCTGCCATTATAT 

TCATTGAGGTATTTTCCAAAAAAGGCTGTTCTGTAGCCAGTGTTGTTAAGATATACAGCA 

AAAGTCCGAGGCTCATGCATGGCCTGCCACGAGGGGGAAGAGCAGTTCTCGTTGTTGGTG 
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TAGACATTGTGATTGTGCACATACTTNCCGGTGAGCATGGAGGACCGTGACGGGCAGCAC 

ATGGGGTGTAGTCACAAAGGCATTGATGAAGGTGGCCCCCCATGTT 

Sequence 41 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACACGTGCACATTGTGCAGGTTAGTTACATAT 

GTATACATGAGCCATGCTGGTGCGCTGCACCATGGCACATGCATATCTATGTAACAAACT 

TGCATGTTCTGCACATGTATCACAGAACTTAAAGTGTAATAAAAAAAGAAAGAAAAACAG 

CATGCAATTCAGCCCACACAAAAAAAAGAAGTCAAAGACAGCGAGAATTCTTAAAACAGC 

AATAAAAAGTATAAAGTCACTCTAAAGGAATCCCCGTTAGATTAACAACACATTTCTTAA 

GAGAAATCTAACAGGCCAGGAGAGAATGGGATGACATATTCAAAGTGTTAAAGGGGGGGA 

AAAAACTCCACTCAAGACTACACCCAGAAAAGCTATCTTTCAGAAATGGAGATAAAAACA 

TCTTTCCCAGACAAAGAAAAACTMGAGAATTTACTACCACTCACCAGCCTTACCAAAAA 

A 

Sequence 42 

NTTGGAGCTCCCCGCGGTGGCGGCCGGAGAGCAACCGAGATGAAGGTGAAGATGCTGAGC 
CGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAAC 
TATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGC 
T 

ACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGAT 
GGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 
GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTACCT 
Sequence 43 

ATTGGAGCTCCCCGCGGTGGCGGCCGGAGAGCAACCGAGATGAAGGTGAAGATGCTGAGC 
CGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAAC 
TATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGC 
T 

ACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGAT 
GGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 
GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTACCT 
Sequence 44 

GGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I I I I I I I M I I M I CTACTCTGGAAG 
C 

TGAGGNGGAAGGATTGCTTGAGCCCAGGAGTTTGAGGCTGCAGTGAGCTATGATCACAAC 
ACTGCACTCAAGCCTGGGCAACAGAGCAAGACCCTGACTGTAAAAAAATTTTTTTACATT 
AA I I I I I AAAAGTGAGG I I I I I ACCTGATGATTGNGTAGGTTTCTCCTAGCTCCAAAGT 

A 

TCCGGCTCCTACGACTCTAAATATMCCTTCAAGGAAAGNGGAGCTGGTTTACTCTTTTC 
TGATAATATCAAGCCATTCCTGGCTGGGCGTGGNGGCTCATGCCTATAATCCCAGCACTT 
TGGGAGGCCCCGCGTACCT 
Sequence 45 

GGGNGGCTCCCACCGCGGTAGGCNGGCCGCCCGGGCCAGGTACGCGGGNAATTCAAGGAT 

GGGATTAAAGGATTTAAACCGTTTAGGACCCTAAAAGCATAAAAACCCCTTAGAAAGGAA 

AATCTTAGGGCAATACCCATTGGAGGGACCTTAGGGCCTTGGGACCAAAGGACTTTCATG 

GACTTAAAAACCACCCCAAAAGGCAATTGGGCAANCCAAAANGCCCCAAAATTAGGNCCA 

AATNGGGGATTCTTAACCTTAAAACTTTAMGGAGGCTTTNTTGGCCCCAGGCCAAAANG 

GAAAACTTTCCCCTTCNAGANGGNGGGACCCNGGGCCANCCCTTTCCNGGGAATNGGGGG 

GGGAAAAATTT 

Sequence 46 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACTCGGGAGATCGTGCCACTGCCCTCCAGCCTG 

AGAGAAAGAAACTCTGTCTCTAAAAAAAAAAAGAAAGAAAGATGTCAGTGCTATTTATAG 

TAATACAAAAATTTAATGTAATTTTTGTCAAAATCTCMTGGTATATTTTTGCAG 
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TCAAATTATATATATATGATTTATAAATTATTGTTATAGATTCCTGGAAAGTTAATCCAT 

CTCACCATTACATAATACCAATCTCTCTCGGCCGGGCGCAGTGGCTCACGCCTGTAGTCT 

CAGCACTTTGGGAGTCCGAGGCGGGTGAATCATGAGGTCCAGAGATCGAGACCATCCTGG 

CCAACAAGGTGAAACCCCATCTCTACTAAAAAT 

Sequence 47 

CTAACCTCACATTTAATTGCGTTTGCGCTCACTGCCCCGCTTTTCCAGTCGGGGAAACCT 
TGTTCGTGCCAGCNTGCAATTTAATNGAATCGGGCCCAACNGCCGCCGGGGGGAGGAGGG 
CCGGGTTTTTGGCGGTATTGGGGGCGCCTTCTTTCCCGCTTTCCTTTCGCCTCACTT 
GAA 

CTTCGCCTNCCGCCTTCGGGGTCC 
Sequence 48 

CGCGGTGGCGGCCGCCCGGCCNAGGTACAAGNGACAATGCTGGATGCCAAGCAGNTCCCC 

CCTACCGTCTCACTGCCCCTCAAGACTTCAAGGCCACTCTCCCCATAAACATCATGACTA 

CAGATTTAGGTGGAAGAGCAGCCATGTTTGAAGGGCACATGTGATGAGTGGGGGGCAGCA 

AGATGCCATTTCTGCATCTCCCAGAAGGGATGAGTCTTTGTCCCGATGCAAGCCCCCTCT 

TCGTTGGGCTCCCAGCAGTGCTTNCCTNCTCCACCCTGCACTTCATTTNGTTCTTTCC 

CC 

CCCNAACTTTT 
Sequence 49 

GCGGCCGAGGTACAACTAATGGAGCTCAGAAGCTGTCAAGGATATAAGCAGTGCAACCCA 

AGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTATGACCTACACAGAGGA 

CAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCAGACATCAACTGGCA 

AGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACCTGCCCGGGCGGCC 

GGCTCTAGAACTAGTGGATCCCCGG 

Sequence 50 

GGCGGCCGGANGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCCGGAATCCGGACAATT 

ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTAC 

ATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAG 

TATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGG 

CAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAA 

TTTGGAATCTAACTCAGCGGAATTGTATCCCGTACC 

T 

Sequence 51 

NGGCGGCCGAGGTACCTCAGCATATATTGGAAGTGTTTTAGAGTTGGTGAGTTCCCCGTG 

CCTTCCAGAACTGAACGCTAGGAGGAGCAGNCAGNGAGGACAGACGTCTATGCAGAAACA 

TGGNGAACCTCTGGAAATGACACACTCTCCGGGCNCAGGGGGCCATTCGTCCATCTTTGA 

GGTGGACTAATCATGGAGATTCTNGCAGGGCCGGCTGCTATCTCAGATTTTCTAATCGGA 

GAAGGAGAGAGATCAACTTCCATCGACTCCAGTCTGTCGGGGGCTGATGAGTGAGGTGGC 

AGCAGGCATCCGCGTGGTTTTGTTGAAACTGGAC I I I I I ATTGTGCTGAAAGCTGTTT 

GT 

TGTGATGATCTCATACTTTGNAGTTGNTCTATCTGCANCACTGACTTTC 
Sequence 52 

TCGTTNGAAGCCCCCCCGCGGTGGCGGCCGAGGACI I I I I M I I M M M I I I I I IGG 
CA 

TTCTGAAAATTCATGAGGCTGTGTTTTAGGTGAGGCTATTTCTTCATTCACTGAACNG 
GG 

CACCCAACAGGCTCTTAATATGAAGACTTGGGCCCTTCCTGAGTTCTAGAAAAGCATTTT 

TACTAGTTCTTCAGTAATTTCCCCTCCCCTTCATTCTCTGTTCTCTTTTCCTCGGACTC 

C 

AATTGGATCTTGGGCCTCTAAGTATAGGCAAGATCATGTTTCTAAAAAGGTTCTTAGAGG 
GAGGGAGTTCCTGGGAGTGTTATGTGGGGTGGTGCANAAGGTGCTAACAGGTGGNTTTNT 
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CTTTAGGATGAGCAGGTGG 
Sequence 53 

GTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAG 

AGAGTTCC N NGAAACTATGATCCTGCTTTACATCCTTTTG AGGTCCCACGAGAATATATA 

AGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTG 

GATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTC 

CT7TCTGGGGCCGTGTGATGGAGAGGTTAGAAATTTGGAATCTAACTCAAGCCGGAAATT 

GTAATCACGTACCTCGGCCCGCTCTAAGAACTAGTGGGATCCCCCGGNGCTGCAGGGAAA 

TTCCGATATCAAGGCTTTATCGATACCGGTCNACCCTNGAGGGGGGGGCCCCCGGGTACC 

CCAANCI III! GG 

Sequence 54 

CCCCCCGCGGGGCGGCCGAGGTACACTGGGAAAATGAAGAACTTAACTACATAAAAATAG 
AGGGACAGTCAAAACTTCACAGGGGGGAAATCAAGTTAAATTCAGAGCTGGATTTAGATG 
ATGCCATTCTAGAGMGTTTGCTTTCTCCAATGCTCTATGCCTTTCTGTAAAACTGGCA 
A 

TTTGGGAAGCATCACTGGATAAATTTTATTGAATCTATTCAAGNCAATTCCTGAGGCTT 
T 

AAAAGCTGGGAAGAAAGTGAAACTATCTCATGAAGAAGTTATGCAGAAAATCGGTGAACT 

CTTTGCTCTAAGGCACCGTATAAACTTTGAAGTTCAGGACCTTCCTGATTACTCCTGA 

TT 

TCTTACTGGGGACAGGAGAAAACCNNGGGAAGGGACTTTACCGATAAAAACCGTGGTCAA 
A1TCCTTTAGCCATTTGGCCCCGAAAGANGTTAAGGGTCCAATGAAATTGAAA 
Sequence 55 

TAGCAGGAGCCCCAGGAGTCTGAGCGGNGGGACCCTCATGTCCATGCCTGTTGTCCCTGG 

ACNTGAAGACCTGAACTCCCCCCGCGTACTCTCGGCCCGNTTCTTAGGAACNTAGGTGGG 

ATTCCCCCGGGCCTGCTAGGGGAATTTCCGAATATTCAAAGGCTTAATTCGAATACCCCG 

GTCCGAACNCTTCGNAGGGGGGGGGGGGCCCCCGNNTTACCCCAAGC 

Sequence 56 

GCGGCCGAAGAGCACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGT 

CCGCGAAAC C AAGTTG GACTTAC AGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCC 

TTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAA 

GCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTG 

GAATCTAACTCAGCGGAATTGTATCCGTACCT 

Sequence 57 

CAGGGAATGGGNGGNGGCTNCACCTGGGGANNCCTGAGGCCCGTGTTTGTGGAAGATGTA 
GATTCCTTCATGAAACAGNCTGGNAATGACGACTGCNGATACAGTATTAAAGAAGACTGG 
ATGAACAGTACCT 
Sequence 58 1- 

CGGCCGCCGGGCAGGTACGCGGGCTATTGTGATTCCCAGTGACCCATAGAACAGGATTTC 

ACTAGTCCTATGACATGTGACTGGGCTTGGGAAGTTCNCGTGTCAGNTCCAAAAATCCTA 

AGGTGGGATCTTCGCTTTGTGAAGCAAATTAATTACACAACCAAATATTGCCACATTCT 

T 

GAGGTCTATTGACACAATGGGAACTTCAACCCCTACTTAGCTTAGCAI I I II i II I ICA 
A 

GAGTGAAAAGTGGTCCACGTAGAGCACAATATAATTTAAGTAAAGGAAGATTAAAACATA 

TTTTTATCCATTTCTTATGGTGGNNNNATTACATGTTTTAGATTTGAGGTCCCCCTCTC 

A 

GG AAAACC CTTTC AACTTCGTATTATTC AC TCC TG AGT AG T ATG G GGGT AG AAAAATG AG 

TGGGAAATCAGTTTGGTCCACTATTTTCCCGAGTCTTTCTTGCACTTGCAAATACTTTC 

A 
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TCAAATA7TTTACCAAAAATTCTCANGCNCCTGTTTACCAGGATGGTGGTATCACNATC 
A 

GGGCTCAAACCAAAGNTTACAGGAAATTCTNTTGGNGGGTTTTTTATCCTGGGACNATTC 
TAAATTTTAAAAAAC CTAAAAAAGGTTATTTATTTCTTC NC N AATTTATTC ANNTGNTTT 
TTTAAA 
Sequence 59 

CACGCGGGAMGATCAGTTGNTTTACCTrGGCATTCAMGACTTTTCTTTGACTCCCATG 

GTTCTCAAAGCGTGATCCTGGTCCACCACCATCAGCATGGNNGGNGGGAACGTGTTAGCA 

CTGCAAATTCTCATTCCTCCCTAATTTTCTGAATCANAAATTACGGAGGTGGAGCCCAGC 

AATCTGTTTTAACCAAACTTCCACATAATTCTMTTMTTTATGCTTTGGAGAACNCGC 

T 

GATCTAG7TTGTCCCTCTCATTTTGCAGGCAAAGAATTGAATTCTAGAGAGGTTAATTG 
A 

CCTTGTCCAGTCATACAGCTAGGGTCTGTTTTCTATTATTTATTTATTTATTTAI I II I A 

TTTTATTCACTTTACCCCCCAGGTATTCATAGNTTTCTTTCTAAATACTCCATATTTGGA 

CTTGACTTTTTACAAGTTTGTAATTACCAAATAAAGTCTAAAGATGGGGAAAGGTTGTGG 

GAAAACTTTATAGAGAACATGAGATTTTGACTGMCCAGTNAACATTAACTA^^GNAA 

AAAGAAAGGGGTGTTGTAAAGCAGTAGGGACCACAGTGAATAAAGGGAGAAGATAGGGM 

GNTTTAAAAAAAA 

Sequence 60 

ACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACG 

AGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGNGATGGAGTCAATTGCTT 

GGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAG 

AATTTGGAATCTAACTCAGCGGAATTGTATCCGTACCT 

Sequence 61 

TCCACTCCCGCGGTGGCGGCCGAGGTACACGTTACTGTTCCGTCGTATTTTGTAGTCTCT 

GTTCTGCCCTTTGGAACATCTNTTCGGTGTTCCTGTGGGATCTCTCTACTGCATTNTA 

CT 

TTATGTAATAATCTGTTCAATAAATAATTTTTAAAAGGAGACAACAACGCCGCAGGTGAT 

CTGGAGGCTCCTGGAGGACCTCAGCGACTCAGGTCCAGTCCAAGGAGGGCCGCAGATCAG 

GCTGAAGGATGGATCCACATGTTTAGAGGAGATCGAGAAATGCAGAAGAGAGATGCAGCA 

GAGAAATGCCACAGAAAGGGGAGCTGGAGAGAATCAAAGCATGAGAGGAATTCAACCTGC 

TGTCACTGGAAGGGGTCCAGATGGAACGCTTGAGAAGAAACGTGTGTAGCATCTAGGAGT 

AAAGACTCGCCCTGGCTGACAGCTAGTAAGGAAATGGGAACCTCANTGCTGCAGCCTCAA 

AGAATTGACTTTAA 

Sequence 62 

TGGCGGCCGCCCGGGCAGGTACAATGATGGCTGTCAACTTCGTTTGTTTAAAAAAAGACA 
ATTTGAGCAGGACGACCCTCTCCAATCTGGGTAGCATGGTTAGCCTGTGCAGTAACAACG 
TAGGCTCGGAGGATGGGTACCT 
Sequence 63 

TGAGTGAGCCTAACTCACATTTAATTTGCGTTTGGCGCCTCACTGCCCGCTTTTCCAG 
TT 

CNGGGGAAACNCTGTTCGTTGCCCAGNCTGCATTTAATGGAAATCCGGCCAACGCCGCCG 

GNGGNAGGAGGGCGGGTTTTGCCGTATTTGGGGCGGCTCTTTCCCGCCTTCCTTCGGCCT 

TCAACTTGACTTCGGCTTGCNCCTTCGGGGTCNGTTTTCTGGCTTGCCGGGTCGAGNCCG 

GGNTATTCAANCCTTCAACTTCNAAAGGGGCCGGGGNAATTACCGGGTTTAATTCCCAAC 

CAGGAAATTNAAGGGGGGGAATAAACCGCCNAGGGAAAAAGGAAAACANTTGTTGGAAGC 

CAAAAAA 

Sequence 64 

GGGCGNTGGGCTGGAGGAGNGGAGCGGCNNCAGNAGGGGGGCGCCGGCCNCCCCAGCAGA 
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NGNCTCCAGCAGCAGNNGNANCTCTGAGGCTCCANCNCCCACAGCACCGAACAGNGGGNN 

CCAGCNNCCACCAGGGGACCCNGGANCCCGGGCGACGGCNGANCCAACNCNGAAGGAGNC 

NNAAACCTNNNCNNTTGAGCGGNGGNNCNCNCCCGCGACCCCGAGCAAAAGGAAGCCCAG 

CNGGAGGGGCGGNGGANNGACGCCCNCGGGGGGCACAAACAACCNNCNAAAGGAAGAANN 

NGCCACCCACCAANCCNNANCAANACAACAAANGAANCAANACAAACANAACCCAAAAAC 

GAGNAAAAAAAAAA 

Sequence 65 

ACC 1 I I I M 1 1 1 I 1 1 1 I I I I I I GGAGGAGATGGACAGTGTCAGTCTCCTGATANGGNGG 
T 

GATGGGTAGGTAATTTAAAAGCTTCTATTATAAAATCTAGTCTCTCTGACACTGCCCTG 
T 

CCACTGCAGTCACATCTCCCAATACTGAAGGATCCTGAGAATACCGAGCNGGTCATGACA 
CTTACTCACGTCATTCACCAN I Mill IGNACCTGCCCG 
Sequence 66 

GCGGTGGCGGTNTCCCGGGCAGGCCACGCGGAAATCCCCTAACTTCCTTGCTATCTTCCC 

ATCCCATATTTAGGTTAGATAGAGAAGTGTGTATGTGTGTGTGTGTGTGTGTTGCTCGCA 

CAGTGATGAACTGTAAACATAAATGAA 

ACAATTTCATTAGACTCCTATCAAAGAGTATCAGTTCACAGTTNNTNTAGATACTAGTA 
T 

AAMTTCAGATCTTGACTGTTTTCTGGGGATAAAGCANGGCTTTACAATTTAGCAGTNTG 
NAGCTAGCTTGAAACAGTAAAACAACAACAGCAGAGCCTTAAGTGTATTTTTGTGACCTA 
AAACATGAACTCAGGGTTTCCAAATTCCTAACAA 
Sequence 67 

AGGTACTTGAAGGATAAGAAATTACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTT 
CCAGACCTGTGGCTCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTAC 
TCAGTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
Sequence 68 

GG ATAAGAAATTACTGTGTCAAATTAC CC ACAAGTTNTTTGCCCATGTTCCAGAC CTGTG 
GCTCTTAGTATC AGGCTTG N G ATAGAGAAAAGGCTGCTATGAATTCTACTC AGTGTGCTT 
AGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
Sequence 69 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCCATTTCATCTTGCACCCGCAATAC 

CAGGGATTGTTGCGAAGAATCAGTTGTGTTATATTGTCCAAATCATCAAAGATACCCTGA 

GGTAAATTACTTAGGTTATTATTGGACATATCCAGTCGATAGAGCTGCCTTAGATAAGAA 

AAAGCATTrGGGGGCACCCGATTGATGTGGTTATCTTGAAGATAAAGCTTCCTCAGGTTT 

GTGCCTGGAAGGTTTACTGGTGCAGCAGTCAGGGAATTCCGCACCAGGGACAGCTCTGTC 

AAATTAACTAGGTTGAAGAAAACTTTGTCACCTAAACCATGATTGTTCAACAGGTTTCCA 

TCTAGAACCAGGCGTTTTAGACTAGTGAGACCTTGAAGAGATGGTGATGAAATAGTGGAT 

ATGCGATTATCATCCAAGCGTAGTTCTTCTATAGTCCTGGGCAAACCCCAGGGAATTGTG 

CTAAGGTGATTACGGGACAGGAAAAGCAGTCGGAGATAGTTGCTGTCTCGGAATGCTCCC 

TCTTNTATGCTAACTGCAGAGACAGAGTTGNCATCTAAATGTAATTCTTCCAGATAGG 

Sequence 70 

NATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGAATAAAAGGCTTTGGTTTCTCTG 

ATGTCTTCCAATCAATCACACAGAGCTTGCCCTGATACTCAGCCACACAGTCCAGCAGAC 

CTATATAGTTTAAGGTTTCATGTTGAACAGCACTTTCAAGAGCTCGCACTCCACTGAC 

AT 

CTTTCAGAATATGCTGGACACTTTCAATGTAACCAGACTTGAGGAGATTTTCATCTCTC 
T 

CTTTTAAGGTTTCCTGGGGTGAAAGTATGCTTTCCAAGGCTTCGTGGAACCGTTTCCC 
TT 
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GTAAAAAGACGTTTGAAGTGTATTCTTTAAAGCCATCTTCTCCCAGTTCCAGAATCATC 
C 

CGCTGTTTCCACCTCTCCAACAAAGAAAACCTGTTGTTTTGGTCATGGTCTGCTGAAGGA 

CTCGGGTCACACTTGGTATCACATTCCTTTGCAAGGGGATTTTCAAA 

Sequence 71 

AGGTACTTGAAGGATAAGAMTTACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTT 
CC AGAC CTGTGGC TCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTAC 
TCAGTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
Sequence 72 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATATATCATTTATTCAAGAGGCAGA 

TTTTAAACGTTTTTGTAAAAAGCTAMTMCACCCAGAGTGACTCAAAAAATTTCTCAA 

C 

TTTGCCCAAGTGAATAGTAAGTCTAGAG I I I I I IGGGI I 1 1 1 I I I 1 1 GTGACAGAGTTT 
C 

TCTCTGCCGCCCAGGCTGGAGTGCAGTGGCGATCTTGGCTCACTGCAACCCCTGCCCG 
Sequence 73 

GGCGGTTNTGGGGGGCMCACCGANCCGCAGAG^ 

TGGGGGGGGGAAAAACCCCGGCCCCNCCNGNCCAGCNGGACCATCNATTTNNTCCNCCNC 

CNCGGAGCNGCNCCCNAAAAAGCNCANAACAGNAGAGANCAGNNGNCNCNGGNNGCAAAN 

CNAACANANANNCANGCAANGGAGGNGNANCNCCATGCTTTTTNGNNGGGGGGGGNNGCG 

CNACGCNCCCNNGAAGAAAAAAACGCCNCAGNAACGGGGGGGGGGNAGGACCCAGCCNGG 

GCGGNCGCNCNAGAACCAAGNGGAACCCCCCGGGCCNGCAGGAAANCCGAAANCAAGNCN 

NANNGAAACCCGNNNAACCNAGANGGGGGGGGNCC 

Sequence 74 

CCGCGGTGGCGGCCGCCGGGCAGGTACCTTGTGAGAAGAGGAAGAAGGTGATAAGAACTA 

AGATCAGAGCATAGTAGAGAAAGTAGCCCTGTAAACAGAGGAGAAGCAGAAAGAGAGAGG 

GGAGGACAGAGCTTTTATTTTGCTCCAGGTTAAAAAGAAAAAAAAAGCACATTCAACTCT 

ATGTAGTGTCTGTCCCAGGTCCTAGAACTGGAATAGACCAACCAAGCCCAACCCTTCTTA 

AAAGTAAGACTNGGTGCTTCCTGATTATATATTCAACTGCCTGGAAGCATGCAAGTAAAA 

TTTC CTTGATGGC ATTTCTAAGTTrCAAAC ATATTCTTN CTAACAAATGC ATTTAC AAAA 

AAATATTAGGGATTGNGGTTTTTTTGGTTNGGACTTT^ 

C 

AT AATTG G G GGC CCTAC CCC AAAATGG ATTCTTCTC CC CT AC AGGTGG AGG GTTTC ATTT 
TTTC 

Sequence 75 

GCGGCCGAGGTACGCGGGGAGGCGTTGTGGGAGGAGGTGCGGGGAGAGAGGAAGGGGCCT 

GTGCACTGAGCNGGCATCAAACTATTAGTGGATGGCCTTGCGTCTCAATCTGCAGTAAAN 

AGGAAACTAATCTGAAAGGGAANGANAGGACTGTGTGNCTTTTTATTTTTTAAAATACGG 

AGTGTGCANTTTTACTGAATCTTGAATCATGCCC 

Sequence 76 

CTTGGCCCTTGGNTCGGGGGCCNTTTNCCCCCCCAAGGGATGGGGNCCCNTGGNGTANGT 

GTTNGNGGGCCCAAATANGAGCGGANAGGTTAAAANCNAAGTAACNAACGACCGTAATCG 

TTGTAGTTCCAAATGGGGAMTTGGGGTNTTTTCGGGNGGAACCTTAAGAAAGNGGCCTT 

CCAAAATTGGNGGTTNGGGGGGAAAGGAAAGGAATTCCCCCCTTGGCCAANAAAAAACNC 

CCACNCCAAACCCCCAAGGAAMCCGGTTGGGGNTTTTTTGGGCCCCNTNGGAAAGGGGC 

NTNGTTCATACCTTGGGNANGGAAGGNAAAAAATGGAATTTTCTTGGGGGGGGGGCTTTG 

GTTCTTTT AATTG N AAAAAAA N ATT N AATTAAC GG ACCC ATTTTTN CTTC N AAC N AAATT 

AAAAGGCCCCCCACGTTNNTTCAATTCCATCCCCCAA I MM I NTCCCCTNCCCCTTTT 

T 

TTANCCCCI IIIMI I CTAAAGNATTGGGCCAAAGNNTTNTCTTCCNTTTNTTTTNCCA 
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A 

CCNATTTTNAANGGGGGCCTTGGGGTTTTNGNGTTNTTCAANAANAACN I II I I I I I I 
GN 

GGGGTAAGTCCCNACCCGNGNTANCNTTGGGTNCAAGNTTTCNNTTTCTTTGGGGGGGGA 
AMGGCTTGGNGGTTTCCAANGTCCNTCCAATTNTCCTTGGGCCAAANGGGGGGCCTTTT 
NCCTTCCCCTTCCCCTTNCTTTGGTNNCTTTTT 
Sequence 77 

AAAAAGNGAATTCCANCNTGGGGGGNCTTGGNGAAAAAGCCTTCTTAAACCANGGGCCAA 

TTTGGCNCAGGCCCCTAAAGCCTTACCCTGGCCAAGTTTTTTGAAGAGCCAAAGGGGGGC 

CAAGNGGGTTCAACCTTTTAACCCCCTTGCTTGGTTCTTGGAAATTGGTCNTCCCCTTGG 

GGGGAACCAAAACAAGGGNAGGGGGCNTGGCCACCTTCAACTTGGGCCTTGGAGGTTCCA 

AGAACCAGGAAAAGGAAGGGGGAATCCATTCCGGGGACCTTGGGAAAAGNCCTCCTTGGG 

CCAAGGGGGTAATTGGGGCTTAGGCCCCNTGGGGTTTNACCCCCGGTTAAGTTGGAAGAA 

AAATTNGGGAAGNAAGGGGGGCCCCAACCCTTGGCCCCCAAGCCNTTAACCACCAAGGAA 

ATGGTTTTTTTCCCCCAAGGGGAACAAAACCAMGGGGMGGGGCTTTGGTTGTTTCCCC 

ACCTTTGGNACCAAGGTTTTTCAAGNACCAAGGGAAAAGGTTGGGGGAAAACCCCAACCT 

TGGGGGNACCCCCGGGGAAAAGNCCTTCNTTAN^CC 

CCCCTTGGGGGCCTTAANCTlTANAAN 

GCCCGGAAAAAAACCCAAAATTTAAAAATTTCAAAAAAGGGAAAGGCCAAGNTTTTCNTT 

GGTNCCCNAANAAGGN 

Sequence 78 

TCCCTTTAAGTGAGGGGTTAATTGCGCCGCTTGGGCCGTAATCATGGTCATTAGCCTGGN 

TTCCTGTGTGGAAATTGTTANTCNCGCCTCACAAATTTNCAACACCAACCATTACGGAAG 

GCCCGGGAAAGNCATTAAAAGTTGGTAAAAAGCCCTNGGGGGGTGCCTAAATGGAAGNTG 

GAGCCTAANCTTCAACATTTTAAATTTNGCGGTTTGCCGCCTTCACCTGGNACCCGGCTT 

TTTTCCAANTTCCGGGGGAAAACCCCTTGTTCCGGTNGCCCANCCTTGNCCATTTTAAAT 

GGAAAATCGGGCTCCAAACGNCCCCGGGGNGNAGAAGGGCCNGGTTTTTGGCCGGTTATT 

TTGGGGGCCNGCCNTTCTTTTNCCGGCNTT 

Sequence 79 

GAGGTACTTTGGGCCTCTCTGGGATAGAATGTTATTCACGCAGGCACACCAAACAAGAAG 

GGCAAGTTTCCAAGGATTTCAACCTGCTTCAATCAAGAATGGGGCGGGGGGGAAAGAATG 

AAAGAACCAGGAATGGGTGGCCAAGGCCCACCAGGTTTCGTTTTTNGANTCCTCCCACCC 

TTTGGGGTTCCCCTTCCCGGCCCCGAAAAGGTGGAACCCCGNATGGTCCCCTTTCCCATA 

ATTGGTTTTAACAGGGTAAAAATAACAACCTNGCAAGAAAATNCTTTCAAAGGGCCTCCC 

AAGNCCCTTGCNTTGGAATTGGGTTGGAAGAAGGTGGAAAAGGTTCTTGGTTCCCCCAAG 

NACCCCCACCTTGGCCCAACTTGGAAACCCCTTGGTCCTTGGCCGAATTGNTCCAAGGTN 

GGGGCCCCCNTTGGTTTTGGGGAATTGGTAATTCCAAGNAAGGAATTGNAAGNGGGAAGC 

CCCTTTGGGGGGNAANGCCCCTTGGGGCCCCAAGGGGTTTTTTCCTTGGGCNTTGGGGTT 

AACCCTTGGCCCCCCGGGGGCCCGGGGGCCCCGGNCTTTCTTAAGAAAACCCTAAGGTNG 

GGGGAATTCCCCCCCCCGGGGGCCTTTNGCNAGGGGNAANTTTTCNCAATTANTTCCAAA 

AGNCCTTTAATTCNGAATTNCCCCCGGTTTNGAACCCCTTTTGNANNGGGGGGGGGGGGC 

CCCCCGGGGTTNACCCCCAAAGNCNTTTTTTGGGGNTNCCCCCNTTTAAANTNGGAAGGG 

GGGTTTAA 

Sequence 80 

TGGCGGCGATTACTGTGCGAGAGGTAAAGGATATATGTGGCTACGATTACGGCCTCTCT 
Sequence 81 

GCGGTGGCGGCCGAGGTACAGCCAACCCCCTAGGTGTGGACCAGCTGAGGCAGGGTGGGC 

ATGATATGCAGAGGGACTTGGGGCTTTGCCAAAGGGTAAG^CAAAGAAG(5AGTCAC 

TTCTGTTCGAGGCACTGTTGGGATTAGGAGCCGGAGGG^ 
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GCATAACTTTGTGTGACGAGACTGCACAAGACAAAGCTCANGCAAGTGGCTCAGTAGTTG 

GCCAGCCCAGCAGGGTCCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAAATGGAGAG 

CAGCAATTGGAGCTTNAGGACCGGCTTGCACTGTGGCTCCAGGTTATACCACCACTGCCC 

AAAGCAAAAGCTAGAGAAGCAAGTGGAGAAATGCTGGGAGAAAGCTG 

Sequence 82 

TGGCGGCCGAGGTACGCGGGGGAGTCAGTCTCAGTCAGGACACAGCATGGG 
Sequence 83 

CGAGGACCTTGTTGCAGCTCTTTATTTCTTAAGTCCCCTCCCCCGAGGTAACACATTT 

CT 

GC M ill IAGCTGTTTCCTCTAGTGTAGGTTCACCTNGCTAATTTTTGATTCAATCACT 

T 

AACCACCGTTACATACTACAAAATATCACTATATTATGACCATGATTATATTTTNTTTTC 
TTTTTCCCTTCATCAAGGAAGTTCATCAAAGAATTTCATCAAAGTTCAATGATGACCTC 
T 

TTTTAAAATTTTCTTAGTATTCTATGTAACTATCACCGATCTTTTCCCCACACACTTCAA 
GAGGCTTTTTTAAANATAATNTTTTACATAGGCCNTTGAGGCACANGATTAACCAAATCC 
CTNTTTT 
Sequence 84 

GTGGCGGCCGANGNACTNNGGCCTATNTGNGANANAAGGTATTNACCNNGNNCACAACAA 

ANGCATNNTCCATATTNNAACNGCTCATCATATGGNGNNAANATNNNGACAGANGGTGCA 

ANCACNNTNCACTNGATATACNCCTTGGTNCCTCCGGCCGCTCTAGAAIMCTNANTGGGAT 

CCCCCCCGGGGCCTGCAAGGGAAANTTTTCGAATAATCAAAAGCCTTTATTCGGAATAAC 

CCCGNTGCNGACCCCTTNCGAAGTGGGGGGGGGGCNCCCCGGGTAAACCCCCCAAGACCT 

NTTTATGGTTTTCNCCCTTTTTTAAAGATTGNAAGNGGGGTTNTAAAATNTAGGCCNG 

CC 

CGCCTTTTGGGNCNGNTTAAAATTNCAATNNGNGTTACAATTAMGNCCTTGGGTTTT 
TT 

CCCCTTGGTTGGTTAGGAAAAAAATNTTNGATTTTAATTACCCNGGCCTTTNCNAACNAA 
AAATTTTTCTTCCACCAACCCAAAACCAAATNAAACCTNAANTCCCCCGNGGGGNAAGNC 
CNAATTAAAAAAANGATTTGGTTAAATAAGGCCNCTTGGGGGGGGGGTT 
Sequence 85 

CCGCGGTGGCGGCCGAGGTACTTATATTACATTATGCTCAAATGCAAACACTTATGCTAA 

ATGTTATATTTGGGAACAAATTGTGTAAATATACTGATGACGTCAATGGATCATTACAA 

T 

TAATGTAGGTGCCGTGGGCAGGAAAGCTAACTTTANCTGAAAGCATCTNNAACGTGCTTA 

TTTTTCATGGGCCCTCAAAGGAAAGGGATGAGGCCAGCCATAAGGAANGGCTTGGCCAAA 

TATAGTTCTTGTTTGTCAAGAACAACAAATCCCATTTCACAACAGAACTAACGCTGGCAT 

GCCATTCTNTCCTNAGGTTCTTGGCGTGCAGTGAGCGAGGCCNGGATGGCAGTCAAGGAT 

TCATTCCTTTG 

Sequence 86 

CCCCGCGGTGGCGGCCGAGGTACATCCCTGTTTATCCCATTCCATCCACCGAGGCCCAAC 
AGCATGGATGATCTGTTTGCAGGGAAGCCTCCCTGCTCCCGTGACAGCTATCTCACCAGC 
TGACACTTTACCATATCTGGCAACAAACTGTTTGCTCTCTTCTTGGATTTCAAATCCAC 
C 

AGCTTTTACCAGGGCCAGGGCCAGGCCTCCCCCATGCAGAAGATCTTCATTGGCTGCATT 

CACCACAGCATCAACAGCATGTGTGGTGAGGTCATCTTTCCACACTGATAACTCTATCCT 

AGGAGTCAGCATTTTTCTGAACACTTGCAGAGATTTGCTGTTGCCTTCCTGAACTGGAGA 

GACCAGGGTAGAGATACAGCCAAACTTATTCTGGAGGACTTCACACAGCTGACGCTCATT 

A I I I I I I AAAATTTTAGAAGTCATTGGTGGTTAATGG 

Sequence 87 

CGGTGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAAAAGTGAA 
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GAATTCTTACAAACTAGAGGAGACAAAGATTGGAGAAGAAACAATGACTGGCTGGGCACG 

GTGGCTCATGCCTGTAATCCACTTTGGGAGCACTTTGGGAAGGCCNGAAGAGGGACAGAT 

TCATCTTAGNGTTTGGGAAGTTGNGAGAACGAAGCNNTGACTCAACGTTGGTAGAAAACN 

CNNCATCCCNTACCTATAATAAATACCAGGAAATTACGCCTTGGGGTCGTNGGTTGGNTG 

ACATTGCCCTTATTAAATNCCCCAGCCTTACCTTTGTGAAAGGGCNCTTCCGGNCAGGGA 

AGAAATTNNACCTTTNTATACNCNCGGGGGAGGGGCATGAAGTGTTTTGTTGNGTTTGAA 

GCNCCAAAAAAAATTTGGCCGCCCATTTTGGNCAACNTCCCANGCNCCTNGGGGCCAANC 

AAAGAAGCCGAA 

Sequence 88 

GCCCANAAAACCGTAAAAAAGGCCGCCGTTGCTTGGCGTTTTTTCCATTAGGGCTCCGCC 

CCCCTTGACCGAGCCATCACCAAAAAAATTCGACGCTCAAGGTCAAGAAGGGTTGGGCGG 

AAAACCCCCGACCAGGGAACNTATTAANAGAATACCCAAGGGCCGTTTTTCCCCCCCTGG 

GAAAGGCTTCCCCTCCGTGGCGCCTCTTCCTTGTTTTCCCCGAACCCCNTGGCCGCCTTT 

NACCCGGGNATTMCCCTTGTTCCCGCCCCTTTTTTCTTCCCCCNTTNCCGGGGGGA 

AA 

Sequence 89 

GGGGGAGGTAGGG6TCAGCCTGCTTGGTTGCATCCTCCGCATGGCGAGTCAGCTCTGAGA 
TCTGAAGGTCAGCATGCTTACGCTCGGCCTCACATGTGTCAAAGTGATTCTGGATCTCCT 
TAAGTCGATCCAACATCTGCAGNTGCTGGTTTTCCCCATTCTCCAGTTCACGTGTTAA 
AT 

TCTCTACTTGTGATGCCAAATGTGCTTTCTNCTTGTCTTTTCTTTCCATGCACCGTTTN 
A 

CTTCCTTTAACT 
Sequence 90 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACAG 

GAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTA 

TCTGTAATCTCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTT 

A 

AAAGTGCCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACA 

CAAGCCCTGATTATTTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTT 

G 

CTGACATTNCCAGCAGCTGNATATTTAATTCACAGTTAGGGGCTGGACAAACTACAGCCN 
TTGATCAGAATGGAAGCAGGCATCCTTGAGCTTCTTCTAGGAACAAATACAGATGTGCAC 
AAAATTTTCATTTATTCAGT 
Sequence 91 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACAGGA 

AAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTATC 

TGTAATCTCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTTAA 

A 

AGTGCCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACACA 

AGCCCTGATTATTTAATAGTATMCAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGC 

T 

GACATTTCCAGCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTACAGCCATT 
GATCAGAATGTAAGCAGGCATCCTTGAGCTTCTTCTAGGAACAAATACAGATGTG 
Sequence 92 

CCCCANGAGGNCACCAAGCATCCCANCACCCTTNNTCCGGGNGGTGNAAANCCCANGGCC 

GCCAGGCAANGGCACANCAAAANCCGGGCTGCGNCNNGAGCACNGGGCANCCCGAGAAAA 

CAAGGNCNCAACNACNGACNGGCNAAGAAGGGGCCNGCCCCNGGCCAACNNCACCANACA 

GNNNAGAGCAATCTTTTTTNGGGGGNGGAGCACCGGGACCACCACCCNGACAACAAAGGA 

CCCCGGCCGGGGGN 

Sequence 93 
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CCCGCGGNGGCGGANATTGGGGGNGAAACCTNANANCANGGAANCTTTGCTTTNNGNCCA 
GATTANATTGGGGGGNCTTAAANCCCCAGCGGCNNNNGACAGNTAATACACCTCACGTTT 
TTNGNAACTGGGGGGGGCAGNACCN 
Sequence 94 

TTTCCCGGGCAGGNACAGCTCCATGAGGTCACCAAGCATCCCATCACCCNTTNCCGGCAG 

TTGCATGGCAATGGCTGCCAGGCAATGGCACATCAAAATCCGGGCAGCGTCTTGAGCACT 

GTGCAATTGAGTCAACAAGGTCTCAACTACTGACTGGCTAAGATGGGGCCTGCCCTTGGC 

CAACTTCACCATACAGTTTAGAGCAATCTTTAAAGTGGNCTGAGCACCTGGACTATCATC 

TTGACTACAAAGTACCT 

Sequence 95 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTGTATGATAACATTGCAGTCAAACATA 

TCTTGTGACAGGACAG I Nil IGTGGGGAGGAGAATTAGACCAAGTTCGGAGATATATTT 

TAGGAACTAAAAGGAACGTAAGATCTGGGGTAGGGGGATGAGCAGCTCCACACCCTGCTC 

CTGTGTGAGCTGTGCGCTCCCGACTGGGAAATGTCTAACTCCATCGAAAACATGAGATGA 

GGGGCAGGGAAGGGGCTACTTCCAAGCCTTTCATTATAATACTGTGTGTAACCTTTTGCA 

TATTTTCAGAAAAGAAACCAGTA AGGTGGG TTC/^ 

ATTITAAATAATTTAGCCCATTC^ 

TTTGCTTCTT 

Sequence 96 

AGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGCTGCGACAAACACCCCACAAAA 
TGGCGGCAGCGCCGTCGCCCTAGAATCCCCCGAGTCGCCTCTCCCCGCGTACCT 
Sequence 97 

AGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGAGGGGCGAA 

GAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAGAATGCAG 

AGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCAAGAGT 

TTAAAGAGTTTGGGATGGAAAGAAATCGAGAATTGGGCT 

Sequence 98 

GCTCCCCGCGGTGGCGGCCGAGGTACCAGCAGAGATGGCTTCAAGATGATTTAGGACTTG 
GGTCAGTAGCACTTACTGATGTAGTGGTTTGATACACACTGATTACCTTCTTCCTTTTT 

T 

ATTCTCTGGCATTTCTCCTATATAACTAGCCACTTTTAAACAATATTTGTCGGCTCTTTT 

CTTCTGCTTGTCTGTAAATATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTCTTC 

T 

TACTCCTGGCCTTTCCTTGGGAGAGTTCATAATTCACCTACTCGATCTAGATATTTGTG 
A 

TGTCCAAACACATCTCCACGTTAGGCTTCTATTT<3TAGCATCAGACCCACACTTTCAA 
CT 

GTCCACTAGATAGCCTCACTTGGATGCTCTGCAGGCCTAAATAACCTTTGCGGACAGATT 
AACAGGGAAAAAATATTAATAGGAAAAAATATAGATTTTTATCTGATGGTAAT 
Sequence 99 

TGCGTTGCGCTCACTTGCCCGCTTTCCAGTCGGGGAAACCTNGTCGTGGCCCAGCCTGCA 

TTANATTGAAATCGGCCAAACCGCCGCCGGNGGAAGAGGGCCGGTTTTGCGGTAATTGGG 

GCGCCTCTTTCCGCTTTCCTTCGCTTCACTGGACTCCGCCTTGCGGCTTCGGGTNCNGTT 

TCCGGNCTTGGCCNGGCCGAAGGCCGGGTTANTTCAGGCCTCCACNTCAAAAAGGGCGGG 

GTAAATNAACCGGGTTAATCCCACCANGAAATTCAGGGGGGGAATNAACCGCCAGGGAAA 

AANGAACCATTGTTTGAAGCCAAAAAAGNCCCANCCAAAAA 

Sequence 100 

GAGCTCCCCGCGGTGGCGGCCGAGGTAC I M I I I I I I I I I I I I I I I I M II I II I I J I AA 
ATATGTTTTAATATGCATATCATCCAGGCAGCATAATGTTATATTTCAAAGACAGATTTA 
TCCATTGAATTATTG I I I I I AAAAGTTGGGATTCTCTACATAGAACATATTTTCTGAAAT 
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TTCAAGAATATTTTCAGGTAAATTMGAATTMTTTCTTCTAAGACTATCCAATGNGTCT 

CAATCTATTCCATAATATAATCAATGATAAAGATTCACATGTATCACCAAATTCGAGGC 

A 

GCTTAGTTGAAAAAATTTGAAACAGCTTACTGAATTCCATTTGCTGATTCTGNGGGGGCT 
TCCCCAATGGCATGNGTGCTCCTTTGGATGCCTGCAGGGGTGGTCACTGCAAAGTCGTCA 
TNTGTGCCACTGGGAGTTGGGGAGGCGGCCTGCTGGGGTTCCCTGGGT 
Sequence 101 

GGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTCTTTAAACTCTTGACCTNTGC 
A 

ATTCANGTTGTGAACATGAAACTTGTCTATCACCAGCCTCTTCTCTGCATTCTCTTTCC 
C 

TCCTTGNGTACTGCTAAAACTTGNATGGNCTNTGAAGATACTGCTCTTNACNCCTCTGAA 
GGGGGCTTCCTNAGGGGAAGGTACCTCGGCNCGCTCTAGAACTAGTGGAATCCCCCGNGC 
TGCAGGAAAT 
Sequence 102 

CGGGTCCATAATAATGCAATTAACAAAATCCAGGATTTAAGGATTTNTATAAGATTAAAA 

AAAAAATGAGGTGGTGTCGAGTGGGGAGAGAAAAAAGCAGGAAACAAA ACTGG TGAGAGG 

AAATGAGGGGGTGATGAAAGATCTTAAACACCAGGCTGAAGATTTTAGATTTCTACCTAT 

TAGAAATGAATATTCACTGAGGTTTGATGAAGAGTCACTGAAGTGTCACAAAGAAAACAA 

GATTTGAGAAAGATTCTTGAGAACTCGTGCATAGGAATGAACTGCAATAAGGGCAGATTA 

GAGAAGAACTAGGCCATGAGGGCCTAGTATCCAGAATGAGGCAGAGGGAGGGACGCTGGA 

TGTGAGCAG 

Sequence 103 

ATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTCCTTTCTTGTTTAAACGCCTCACCACTG 

ACCACGGAACGTCTTGATAGAGCCATCTAGTAATTCTTAAGTCCTACCTCATCCAACCTT 

GTTTTGACTCCTGCAGTGAGCACAGCTGCCCTCACCCTCCCCTCTCTATGCCCTCACCTT 

TGCAGGAGACTCTCAATTTCTCAGTCCACATCAGCTCTNAGACCACCAAANGCAAGGGTT 

N 

Sequence 104 

TGGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACACGTCAACACGGGTGGTTGCATGCAT 

TCCTCAAGTCTGTATGACTCTACCAAGATACTGTGAAGTTGTCCTTCTGATTGCACAT 

GG 

GGAGAAAATGCTGAAACTAGTGGCCACAGATGTCTTTAATTCCAAAAACC 
Sequence 105 

AGCTNCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCTAGGTATATCATGTGCCCTAATG 
TGCTCCTAATATCATAAATGTTTACTTTCCGAAAAGTATTTCTGAAAGGGAGCATATTT 

T 

GGAAAGTGCATAGGCTTGTAATCATACTTGTTTTCAAGTTTCAACTTTGCTATTCAACT 
A 

GAATAATCTTGTGCAAAACCTGAGCTGATTTTCTCATCTATAAAATGGAAACAATACTT 
T 

CTGTGATAATGGGTGCAAAACACAAGGTATACTGGTTTCTTTGCTCTGGATTCAAGTT 
TT 

CTTCTTAGTTTCAAAATTTTAMGGGAMCCAAAAATGTTTCATGGNCCNNNCTNGCNGG 

NANGGGANTTTTCCCNCNAAAAAAAAAANTCAACGGGGGGGG Mill NCCNNTGGGGANN 

CCCAAAAAGCCGNNTNTNGGCCANGTTTTTNNGNNNCTTTTTGTNAGGGGNTTTNGGGCC 

NCCCTGCTTTACCCCNTTTTTTANATAACNNCCCCCCCTTTTGGNNTNGGGGNGGGGNNT 

TATATATNTTTNTGGGGGGGG 

Sequence 106 

GTAGTGGGCAGCGATNAGGGCTGGGGCTCTTTCCTGAGTTGTGTCAAGGTGAGAGATTGT 
GAAGAACTTGGCTTGCAGGGTTTGGGCATCAGCTGCCCATTGAGGGGCCGTTCATTGTCT 
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CAAAGTGAATGTGGGGTGGT7TGATCTGCATGTGTCATTTGTATCCACACAAGTTAATTA 
TTCTGCTTTTGTTGTAGTACCTTGGTTGTGAAGCAGAAGCTACCAGGCGTNTATGTGCAA 
GCCATCTTATCGCTCTGCATTAAGTAAGATGAGGATTCACTCTTAATTTATGGGCACAT 

T 

TTAGTTCCTTCCACACAAATTTAAGGCCTTAACTCTTNATTTTTTCCTACANTGGNGGG 
T 

TTTGGAAGTAATATTCATACGGGCATGGGACCT 
Sequence 107 

CAGAGAAAGCTTGCCAACGGTGATAAGTAGGTTTGTCTAGCAGCACTGATGCGTCGTGGA 
AGTTGATGGTCATGAACATACAGTGTGATAACCTATCTGCCCTCTTGACCTTTTCTAGT 

A 

GTGCTATGTCATTTTGGTACTAAGGTAGGTGMTTTTCCAAGTGTTCTTGGAAATAAG 
GA 

AACATCAAGAATAATGTAAAAGCCTCATATACAATAATGAATAATAAAGAATAATGTGAA 
GGCTTCATTCAAGGTTGGGGTTTGCCAGATACATTGCAACAAAATGACAGAGCAGCCAAG 
GTATTTAGGGATAGTGGCCAAAGTATTGTAATGATGGCTTATGGGAGTGTCAAGCTGGAT 
AAAAGAGTGAAAA^GAMT^^ 

CNCI^CCCCAATGGCNCCCATNGCCCCGGTTTNAAATTAGGGGG 
Sequence 108 

NCCGGAATGGAATTCTACATCAAGTGTCTGTGCCTCGCTGCTGAAGGATAACCCAGAGTG 
CAAGGTCATCTTTGTTGCTGAACAGGGCTGGACCTGTCGCACTTAAGCACACTTAAAGGA 
TTCTATTCTTCA7TCAGGTCCCCCAGAGAAATTGGCTCCTTATTTTTCTTTACCTATTC 

C 

TAGACTTCCTTTTGTCTAGAGCCAGTTTTGCAAAGGGCACTTTTATCCATCTCAGTTAT 
T 

CCCAGAGGTGACAGAATGAGTAAACCATATGGGGCAAATAGCATATATGAGCTAAACCAG 
NTAACTGTTAACCAAGGCACATGGTCAATGCCTTAGTAI II II II I I I M I AATTCTTCC 
TAAACGGTTATTTTCTAGCTGTACATTCCCAAAA 
Sequence 109 

GCGTCCGAGACACTTCTCTGACTAACCATAGACTATGTGGAAAATGGTAGCTGGATTGCC 

TTTGGGTGGAGTCCTTGCCCTGTGGCATAGGAAACAAAGGAAAGGAGAGAGATGCCCTTT 

GAGATTAATGAAAATGCTCTCAGCCAAATAAAATCTAAAAATAGCCTCCTTGTGATACGA 

ACGCGTGGCCCCTAAGGGTCCTAAAGAGAGAGCTAGGGGAGGTTCAGCTGGCCACAGAGA 

TGCTAAAGGTCAGGAGCAGACTTTTAGGGTTTGCTGTTTTATAGGTTTAAAGACCAGGTC 

TGTGTTTTGATAACTGAACTTGCTAATAGCTGGCCACTTGAGTTGCTTCTTCCAGCTCT 

T 

TGTTTGTTTTAAATAAAGAGATTCAGCCAGTAATAATGGGAAGAGCTGCAAATGACTTCC 
CCAG 

Sequence 110 

GTGCTGCCTGCACTGTGACTAAGACTTTCTGGACTATCATCATGTTTAGGAGTTGATGAG 

ATTATAGTTTCATGTAAGTGTATCATTAGATGACAACTCTACATCTTTAGGCATGGAAA 

C 

AAAAATTTTTCCTGGAAGAAAAAAAAGTGAACATCCAACCTCCATTTAAACAAATTNGAT 
TGTTTCTTTGCTATTAAGAAACTCGGTGCTCTTTCTCCCACTCTATTATATTGTCAAAAT 
ACATCTGGAGACACTTTATAAAC 1 1 ! 1 1 CTCCTTTAAATTACCTGGTTTATATATTATCT 
CCTGTAGCCTGCATAAACGATAAAGGGTTAAACATA 
Sequence 1 1 1 

GCNCGCGGGATTGGCCGACGCAGCCATGGTAGGTCCAGATCCCGTAGAAGGGAGCGGGGT 
CCCATAGGTTACGGCCGATTCCTGGAGCTTCTGGACTGAGGGCCGCGGTAAGCAGTGGTC 
TGGGCTCCCGC 
Sequence 112 
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CGTGGCCGAGCGGTTTGCATCGCCGCTCGCGCAAGGCCATGAGGTTGGTCTGGGTGAAGA 

ACGCATCGATGGCGGCACGGGCCTGTTCCGGCACGTAGACCTTGCCGTCACGCAGACGCT 

CCAGCAATTCGCGCGATGGCAGGTCGATCAGCAGCAGCTCATCGGCTTCCTGCAAGACCC 

AGTCAGGCAAGGTCTCGCGCACTTGCACGCCGGTGATGCCGCGCACCTGGTCGTTGAGGC 

TTTCCAGATGCTGGACGTTGACTGTGGTGAATACGTTGATGCCGGCAGAGAGCAATTCCT 

GAATGTNTTGCCAGCGCTTTTCGTGGCGGATTGCCGGGGGCGTTGCTGTGGGCCAGTTCG 

TTCACCAGCACCAGTTTTGGGCTTG 

Sequence 113 

GCGGCCAGCCAGACTGGACCCCTTAGCCTCGAGGCCTTTGCTGAAGCTCATGTGAGGGGG 

CGACTGCCCCTGACATGGTGTTGGATTCCAGCTGCTGTGGCCCTGAAGGTGGGTGGTGGG 

AAGAACGGGAGAATGAAGCCAGCCTTGGGAGAGGTAGGACGCCAGCCCGGCCCAGCTGCT 

TCCAGCATCTGGATCCAGCCTCACCTGAAGCCAGCCACCTNCTGGACTGCAAAGTCATTT 

GTNAACACCGAAACACAGGGTTTCTGACCATTGCAACCCAGGGTCCCGGCGTGTCGTGGC 

T 

Sequence 114 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAAGCAACTGTCAGCTAGTGAGATTA 
CTGXGIAIGGCCAATCCAGAT^ 

TTTGGAATGCACATCTCTGTCCAGCTCAATTCCTCACTCCI I I I I I AAGATGGAGAGCT 
G 

TTAGGTTTGTCTACACAGTAGGAAACACCTGATTAAATAACAGCATGGAGCCAATCTTGA 
CAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGCCGGTCGTGGTGGCTCATGCCTGTA 
ATCCCAACACTTTG 
Sequence 115 

GGCCGGAATCGTTGCACCAGACNAGGCCCCCAGGGCCCAGCTACTCGAAGAACAAGCCAA 

TGGATTGGAACGTCCTAGGACAGATGCCACGGCTTTGACCCAGGCTGGGGGTGCACGGAT 

CTCACTGGGGTTAGTTGGTCGGAGGGGGAAGCCCCATGGGTCCACCAGGATGAGGTGTTT 

AACTCTATCAGGGTACCT 

Sequence 116 

GGGGCTCGTCGGTGGCGGCCAGCGAATTGGTGACGACGCTGATCTTCACGTTGCGCCCGC 

GGATCTCGCGCATCACCTCCAGCCCCGTGGCACCCGGAATCAGGTAGGGCGAGACGATGG 

TCACTTCGGAACGCGCGCGGCGCATCTGCTCGACCACGTTGTAGCGCACGCTGTCGACAT 

CCAGCAGCGGCACGCCGCCGTACGACGCGGTCTTGCCCGATCACGCGGTCAGGCGAATCG 

GCATACGCCTCGGCGGTGGTCCAGATCAGGCCGAGCTTGCCGGCGTTTGAAGGTCTTCGA 

CCATCGGGCTGTAGCCGAGCAGGGTTCGTTTGGGGCGCCGGGCTTCGGCGGGGGCCGGGC 

GTTTGGTGTCGGGGGNCCCGGTGGGCCGGCGT 

Sequence 117 

GATGATGAGCTCCCCGCGGTGGCGGCCGAGGTACTCTAATGGAGCCCTCAGGACTGTCTT 

AAAAAGACAAAAATACCTCCTACAGTTGTTATCATCAACGTCAGTTGCTGGCTTTTCCT 

A 

AATTTGTCTTCTACCTCAGATCTAAACCATTTGATAACATTAGGGCAATATCATGGCAA 
T 

CGTGGCCCAGTAAAACCATAGCAAATGTTTTCTCCCTAGGACACTATCTGTTTTCACAGG 

AAAATTTTTCTCATAGAAAAACTGTAGGAAAAGCCATGGGATGAGCTGAGAAGACCAAAC 

CTATCTCTTGGAAAACAACAGTAGGGAGCGTNGGATTAGGAATGTCCTTGGTGCGTGAAA 

CAGGCAGACCAATCCTGAAACATCTTTCTCTGGGGACCGTAAGGCATGGAAAAATTTTCT 

ATTACACTTANGGAGGGCTTCTAGGGAAACAGGAAACCGACCAAAAATGGGAATGGGGCC 

TTAATTC A I HUM 

T 

Sequence 118 

CTCCCGCGGTGGCGGCCGAGGTACGCGGGGAACCGAGGCAGCAGCGGACGTGAGCGATAA 



Page 20 of 22 1 



WO 01/42467 



21 



PCT/US00/33312 



Table 1 



TGGCGGATATGGAGGATCTCTTCGGGAGCGACGCCGACAGCGAAGCTGAGCGTAAAGATT 

CTGATTCTGGATCTGACTCAGATTCTGATCAAGAGAATGCTGCCTCTGGCAGTAATGCCT 

CTGGAAGTGAAAGTGATCAGGATGAAAGAGGTGATTCAGGACAACCAAGTAATAAGGAAC 

TGTTTGGAGATGACAGTGAGGACGAGGGAGCTTCACATCATAGTGGTAGTGATAATCACT 

CTGAAAGATCAGACAATAGATCAGAAGCTTTGGAGCGTTCTGACCATGAGGGACAATGAC 

CCCTCAAGATGTTAGATCAGCACAGGTGGGATCAGAAAGCCCCTAATG 

Sequence 119 

GGTGGCGGCCGAGGTACCTGAACACCAGGCTCTTTACGGTCCCCTGGCCAGTGAAAGGGT 

CTAATATAAAACACACCGAGGCTGAAATAGCCCGCTGCTTGTGAGACCTTCCTCAAGCTC 

AATGACTACCTGCAGATAGAAACCATCCAGGCTTTGGAAGAACTTGCTGCAAAGAGAAGG 

CTAATGAGNTGCTGTGCCATTGTGTATGTCTGCAGATTTCCCCAGGGTTGGGATGGGTTC 

ATCCTACAACGGACAAGATGAAGTGGACATTAAGAGCAGAGCAGCATACAACGTAACTTT 

GCTGAATTTCATGGATCCTCAGAAAATGCCATACCTGAAAGAGGAACCTTATTTTGGCAT 

GGGGA 

Sequence 120 

GTGGCGGCCGAGGTACCCGAGCTACCAGGCTGTGGAATGAGACCGTGGAGC I I I I iCGTG 

CTAAGATGCCCGTTACGGAAAGATGGCTGre 

Sequence 121 

GCTCCCCGCGGTGGCGGCCGAGGTACAAGTTTATGTTTTCCTTGGTGTAAGGCTTTAACA 
GTTCCCACCTTTCAGCTGCCTGGGCATTGATTGCTCACCTACCACTATGACTAGATATGA 
TTCCATGTGCTTTTGACTAGATTCTTTGTCTCTTGTGTATGGAAAGTGAGACTTTAAGT 
A 

ATAGTTACTGCTGAGAGAAATAGAAGACGTGACAACGTTTGCTTTCCCATTCAGTAGTCA 
GCGGTTGAATGGAATTATCTTCG I I I I I GGACTGACAGATTTGTTTTACAATTC AGCTA 
T 

TCCCAAGCCTTACTA1TCAAAGCAGAACCCTTCTGTCTTCTTTCTGTAGTTGCTCTCTC 

T 

CCCTATATTCTGTTGTA I I I I I I I CAAATAACTTATTACTATCTC AAGTAAAATTGTTTT 
ATGTTTTG I I I I I ATCTACC CTCTTAATC AGGGC AGGGATATGTCTGTTGTATATTTTA 
C 

TTTTCCCAAATCATAAAGGTTTTGGG 
Sequence 122 

CCCGCGGTGGCGGCCCGAGGTACACACTGGGATCTCCTTCACTCATTTTTTAACCCTGAC 
TGGGACACCAGAGACATGCTGCATCTTGTATTAGGTGTTTCATCTTGCAGAATGGCTGTG 
CTCCTGAAATATTTCCTGTGAAGAAAATTGTTACAATCCCATTACATCACTGGCTTTTA 
T 

TATTAAATTGGAATGTTGGCTGGAAACAATTTTAACCC 
Sequence 123 

GCGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGTAACCTGCTAT 

GGCCAATTGTGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCAAACTCCTGG 

GCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAGGATTACGGGAGTGAGCCACCG 

CACCCAGCCAGAAAAACGTTTCAAATATTGGAAAACCTTACTTTTTTCAATGAGCATTT 

T 

TGCATCAAGGGGTAACAGGGACATTAGGCTTTTTTTCTCTTAGACTCCAAACAGTAAGGT 
CAGAATTTATCAAGACATTACATAGGAGTAAGGGCACAGCCAGGGGGTGGTGGGGGGGAG 
GGACATTTTCCAGCA 
Sequence 124 

GCTCACCGCGGTGGCGGCCCGAGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGC 
TGCGACAAACACCCCACAAAATGGCGGCAGCGCCGTCGCCCTAGAATCCCCCGAGTCGCC 
TCTCCCCGCGTACCT 
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Sequence 125 

ATTCAACAAATATTTATGCATCAGCTACATGCCAGGATCTGTAATAGATTCTGGGTGTGC 

AGTAGTGATTACTGCAGAATGCAGACATGGTCCCTGCATTCTTGAGAGGGAGACAGCAAC 

CAAATAAACAATTACAAAAAAGTATGTAACTAATTAACAAGTGGGAGAAGGGAGTGGGAT 

TACACAGCAGAAGTGGAAGGAAGGGCCCACTTAGAGTGGTCAAAGGCTTCTTGAAGGTAA 

CATGTAAGCTGAGACCTGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGAACAGAGAATA 

AACATCCCAGAAATAGAAAATAACACACAAAAACCTAAAGTCATTAAAGAACATGATCAT 

CTTTCAAGAACTAACCCTTGAGATCAGAGTAGTTTGATTATAGAGGAAAAGGGTGAGTGC 

MTGGAAACGTTAAAMTAGCCCAGATCACGTAGAGCTCTTAGCCTTTTGGTAGAAAAA 

Sequence 126 

GCTCCCCGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGA 

CAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGC 

TTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGA 

ACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTG 

CTTGGCAAAGCATNCAGAGAAGCTGCTACTGTCCTTTCTGGGGCCGTGTGATGGAGANGT 

TAAAAATTTCGAATCTAACTCAAGN 

ACTAG^GGGATCCCCCGGGGCTGNAGGGAATTCGANTAMGCTTNNTTANTCCCCGCCAC 
CNCNNGGGGGGGGNCCCCCNNCCCA I I I I I II I I I I NTTTANGGGGGGNTAATNGCCCCC 
GGGGGAAAAAANNNANAAAAATTTTTTTNTNGNGGAAAAATTTTCCCCCAAAANTNTNCA 
NNAAAAAAAAAGGGG 
Sequence 127 

GTGAAAAAACAAGAAAGCTGAGAGAAATCAACATGTTCCCAAGTGCTGTATGTGAACAAT 

AAATCTGAGACATACCTCTAAGGCTTTTCCAGAGACAAGAAGCTCTCAACCTGTAAAGAA 

TTCCTGGGACATGACTGAGAGCAATGAGAACTCCAGTGNCAGAAGGTTAGCAGATATAGT 

GTAGAGCATACACAGATATACTATAGTTCATAACACTGGTGGCTTAGCTGTAAATCACAA 

AATAGCACTGGAATTATCTAGTGATCATAGCACATAGTCCAAGAAGAAAAAATTTTGATC 

TTGTCTTAAACTTTGTGGAGCCAGTGGTGAAATGAGTCACACAAAGATGCAACAATGATT 

GAACCCAGNCCTCTTTAGACTAACATATTCTTGGCCATCACCNCCAATATTACAATAAAA 

ATCAAGACCCATGAAGGAGCATACCTTTTTCTGNAAGNAAATATTGNTTACCTCAGCTCT 

ATTGGTATTTGATGCAAAACACCCACATGCAATTTGGATCAATAAGACATGGGAAGGGGC 

CAAAATGNNACTTCATGCTTAAGGAAAAAAAAGGAGNGGGAAGGAGGNCACCAAAGCNGG 

TNCNGNAATGGGTNAACTTGGGGCATTATANGGGGGNGCTTTAAAATACCATTTT 

Sequence 128 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTTGAAACG 
ACAGCGATGTTTCCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAG 
CCTGGTAGCTCGGTACCT 
Sequence 129 

CGCGGTGGCGGCCGCCCGGGCAGGTACAGTCAACGGCCGAAAACCACTGAGCTTTTCCCT 

CTGCCTGGCACATATCCACTGCCCTGCCTTCCTTCAGCTGATGAACTCTTCATATGCCTC 

CTTTTGGGTGTCAGTGGAAATGTCACTTCTTTCTAGAAGCTTCTCTGGCTCTCCCAGC 

CT 

GGCCCAGGGCTCCAGCTATGAGCTTCCATAACACCCCTAGTTTTCCTCACATTGCCCTCA 

TAGTATATGGAATTTGTTCATTCAATTGCCTGGCTTCCAACAGATGCCAGCTCCAAGAAG 

GCAGGAGCTGCTTCTGGGTATTGCTTGCCATCAAGGCCCTCACACCCAACCTAATGCCTG 

GGCCAGAGGTAGGTGCTTAATAAAAAATTGTTTGAGGCCGGGGCGTGGTGGCTCACGGCT 

ATAATCCCAGCACT 

T 

Sequence 130 

GCCCAAGGGGGGGCCAACCCACATTATTTGNNTGGGGCNNNCTGCCCNTTTTTNAAANNA 
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GAAAANCCTTNNCCCCCCTTTTTATNAAATAAACCCCCCCCNNNGGGGNGNGGGGGGGGG 

GGGNGTNATANNNGNANNNNGTCTCNTNTTTTNTCCTTTAATTCCNANAAATAAACTT 

GA 

CNTTCGCTTGNGCTTNGGNNGGTTTCGGGCTGCGGCGAAGCCGGTATTCAANCTCACTCA 

AAGGGCGGNTAATACCN 

Sequence 131 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCTATCTGCAGAACGGTCATTAGCAG I M l l CC 

AAACMGCGACTTTTAGCAAATTAACCGTTAATTTTMTGAGATTCAAAAGTTAATAGC 

C 

ATTCTTAACGTTTTATAATTAGAAGCTGTTATATAATTAGAGCTGGACACCCACATGGA 

G 

AAACTAATTTGACTGTGCTGCATTTGACTTCACTTTGGTAACAGGAAGCACTTTTTAGT 

C 

TGTAGACCCTTGGGAGTTGTAGGGAGTTAAAGCTGATCATTATATACTATTATATACTT 
A 

GGGATACAACCCAAGGGCAACCCCTGGCCTTTATGAAAACCTGGAGTGAGTTATTATTTC 

CTGGTAATACAATTCTCTGCCAGCCAGTTGCTGCATCAAAACAGTTCTGATACACACACC 

TAAAGTGAGGAGTTGGTGATTC7GGTCCCCAATAACCCTATAAGCCTCTCCCTTGGAGGT 

GACCTCTGCCCTGTGAAGGGTTGGGCTC 

Sequence 132 

CGCGGTGGCGGCCGAACCGTGGTGGCCGTGATCGTGCCGTTGGCGGACGGAACCTTGAAG 

ATGTTCTGGGCGGCCAGCACAATCGCCGCCTTGCCGACGATGACATTGTTGGCCTTCAGC 

CCGTCAATATCGCCCTTGATGTCGATGTTCTGGCTCTCCTCATCATGGCTCAGCGCAATG 

GCGGCGTTCGCCTTGCCGGTCGCCTCCACGAGGAACAGGGCTGCGGCCGTCGACACATCG 

CTGGACGCGAGGGTCAGGTTGCCCTGAAGCAGCCCCTTCTTGTCCTGGGTGACATCACCG 

CGCAGCCGCGTGCCGCCGGCAATGAACTGGATATTGCTCAGGCGTTTTTCGTCCTTGTGC 

AGGGCAAGTTCCGTGGCAAGATCGGCCCGCACGCCGTCGAGGAACGCCAGACCG 

Sequence 133 

CGGTGGCGGCCGAGGTACGATAATTCATGCCAATTTCTTTGGGAATACTTGTTTCTGATA 

TAATAGGTTACAAAGCAAAATTGAGATGATTTTTAAAATGCCATGCAGTTATTTTTTCT 

G 

AATAACATAAATTTTAAACAGAGACCTGAAAAAAACCCCAAAAGTATTAACCTTTAAATA 
CATAAACTCAATAGAAATAATTTAACTGCCTTCTCTTCACAAGAGGCAATCAGAAGGCAG 
GACTATAGTTTTCTGTGTTTCTTTTCCACAGGAGAGATAATTACATTTCTAGAGACCCA 
T 

AGAAACAATTCCATAGTTTTAATTTC 
Sequence 134 

TNGACTCCCGCGGTGGCGGCCGCCAAGTGTTGGGATTACAGGCATGAGCCACCACGACCG 

GCCCTGGGATTCTATTGGATGCAGCCAATTTCTTTGTCAAGATTGGCTCCATGCTGTT 

AT 

TTAATCAGGTGTTTCCTACTGTGTAGACAAACCTAACAGCTCTCCATCTTAAAAAAGGAG 

TGAGGAATTGAGCTGGACAGAGATGTGCATTCCAAATTTTTCTTTCCCTTTCATAAAGA 

C 

TTGATCGTCTTATTTATCTGGATTGGCCATACACAGTAATCTCACTAGCTGACAGTTGC 
T 

TCCCGCGTACCT 
Sequence 135 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTCTCCTGCAGGGCCCTCCATTCAGGGTCT 
TCCTGGAAAACCCCCTGGAGGAAGCGCTCCTGTTGCAGTCGGAGTGAACACCCGTCTTGT 
TTAACCACCAGCAGGGGGATTCCTTTCTGGAGAGTCCATGTAGTCATCATCTCTTTGACC 
TCTGCATTTTCCCCCAGAAAGGCGAGCATGTTACTTGTCATCTTGGGATCCGAATGACAA 
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ACTCCACCAGATGTAAAATCACTTTCTAAACAACTATTTGACAGACTGCTCCACAAGTCA 

TCATTCTTAGCATTTCTATAGCTGAACTTCTTTAAGTACCTGCC 

CG 

Sequence 136 

AGCTNCCGCGGTGGCGGCCGAGGTACTTAAAAGTATATCANGGGCAGTTTCATGCCACGG 
GAGCCAGGGAAGGCACCCAAGGAAGTGATGGAAGAGTAGAAGTTCACCAGGTGCAGCTCA 
GGAAAGGGCTCAGCAAATTTCTCTGTAACAGGATGCAGACCCCGCGTCCTGCCCG 
Sequence 137 

GCCGAGGTACTAAATTTAGCAACTTTATTCATGAGGAACACCAGTCCAATGGTGGTGCTC 

TTGTCCTTCATGCTTACATGGATGAACTCTCATTTTTGTCTCCAATGGAGATGGAGAG 

AT 

TTTCTGAGGAGTTTCTTGCTTTGACATTCAGTGAAAATGAGAAAAATGCTGCTTACTAT 
G — 4 

CTTTAGCAATAGTGCATGGAGCGGCTGCTT^ X CTCCCAGACTTCTTGGACTACTTTGC 

TT 

TMTTTCCCCMCACTCCAGTGAAAAATGGGAMTTCTGGGCAAGAMGATTT7TGAACC 

ACCCCCCATTTTAAATTTTTTNACCTCAGGGGAANNAGGGACNATCCTGGNTNGGGGNCC 
CNC^CCGGNGGG^ 

AAAAAAAAAANNGGGGGNTTTNTTTTTCCCNNCCCN I I I I I I I I NTTNTANAAAAAAAA 

C 

CCNCI Mil! INAAAAAATTTT 

Sequence 138 

TNCCGCGGTGGCGGCCGAGGTACTCGGGAGGCTGAGACAGGACAATTGCTTGAACCTAGG 

AGGTAGAGGTTGCAGTAAGCCAAGATCGTGCTACTACACTCCAGCCTGGGTGACAGAGTA 

AGACTCCATCTCAAAAAAAAAAGAAAAAAATTGACTTTGGAACCTCAGATTACATATCAG 

TTTGCATACATGCTAAACAGAGAAATGTCCTCAAAATTCAGTTACTA^^ 

A 

TCTCCATGATTAGAACCACACTGTGGTTGTGTGTGTAGTCAAAGGAGGAGAATTTTTAAT 

GCTATATAAGCATAACTGATAACTGCTATTACAAATAAATATTCCACAAATTTGGAAAG 

T 

TATTAGAGGAAGAA I I I I I I I I CCTTGTAATTTCCAGGTGTTTATATTAGTTGGGCCAT 
A 

GTGAAAATTACATGGAGGAAAGAAAATAGGGAAAATAAGTCACAGAAAAAGAAAA 
Sequence 139 

TTGGAGCTCCCCGCGGTGGCGGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTCT 

TTAAACTCTTGACCTCTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAGCCT 

C 

TTCTCTGCATTCTCTTTCCCTCCTTGTTATGCTAAAACTTGGATGGCCTCTGAAGATAC 
T 

GCTCTTCACCCCTCTGAAGGGGGCTCCTCANGGGAAGGTACC 
T 

Sequence 140 

TCCCCGCGGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTTGAAACGACAGCGATGTT 
TCCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTC 

GGTACC 
T 

Sequence 141 

TNCCGCGGTGGCGGCCGAGCCCATTCTTGATTTCTTTCNTCCCAAACTCTTTAAACTC 
TT 

GACCTCTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAGCCCCTTCTCTGCAT 

TCTCTTTCCCCCCTTGTTATGCTAAAACTTGGATGGCCTCTGAAGATACTGCTCTTCA 

CC 
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CCTCTGAAGGGGGCTCCTCAGGGGAAGGTACCT 
Sequence 142 

NGGTTGCGCTCACTGCCCGNTTTTTCCAAGTCAGGGAAAACCTTNGCNGGCCCNNTTTNG 

TTTTAANANAANNTGNGCCNNCCCCNCGGGGGGGGGGGGNNGNTTTTGNATNTNTTGGGG 

CCNNTTTTTCCCTTTTCCNNNAAAAAAAAAAAANC^ 

GGGNGGGGGGGG 

Sequence 143 

NNGACCTAACCTNACATTTAAATNGCGGTGGCGGCTTAACTGGCCCGCTTTTCCAAGTCC 
GGGAAAAACCCTNTTCCNNGCCCAANCTTTGTANTAAANGAAATCCGGCCCAACCNCNCC 
GGGGNGAAGGGNGGGTTTTTNGCNATTATTGGGGCNC I I I I I CCCGTTTNTTTGNTTNNN 
NNNANACCCCTTNNGCCNCNGGGGGGATTGGGGGGGGGGGGGGGG 
Sequence 144 

GAGCTCCCCGCGGTGGCGGCCGTTGCCCTTACATCTCTCATTTGGAACGTGACACGGTAT 
TAAATAACGGCATATGAAAGCTTAAAAGTCATCAAATACAATCACTGGGTACTTTCGATT 
ACCCAAACCAGGCACTTTCCTAAACTCCCCACTTCTTTACTTCTGCGGTCTCCTTTCTT 
T 

TATTCCCCCGCGTACCTGCCC 
G 

Sequence 145 

ACTCCCCGCGGTGGCGGCCGAGGTACCGAGCTCCNGGCTGTGGAATGAGACCGTGGAGCT 
TTTTCGTGCTAAGATGCCGTTACGGAAACATCGCTGTCGTTTCAAGAGCTATGAGCATTG 
TTTCACA 
Sequence 146 

CTCCCCGCGGTGGCGGCCGTTATGCTTAGCCNGTTTATTCTTTAI Mill I ACTGG AG 
TC 

ATTGCCAGTGATGGAAACGGTGTTTGCTTCTCTTTCAGTCAAGATCTGCACAAAGTATAG 
CATTAGGTGGTATTTATTGTTTATATTATGAGTTCTACATTCATCTTTCCAGCACTCTGA 
AGTTATCAGCAAGTTCTCAGTCAGTTCAAGGCATTGGATTCTGCTTGATTTCTTTTTAA 
T 

TCATTGI I I I IGACCCCTTTGAGAGTTTTAATAGAGAGGAGTCTGGAAGGCAGAGATCTC 
CACCACCTAACCGTGAGAAATTTGGAACTAAGGACTTGCACTGGTCCCCAAGTTAACAGG 
GGATATACTTCCTGCATTTTCTCTGNTCTTTCTTGCC 
Sequence 147 

TGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCAAGGTGGGCATTTTTTTAAAAA 

ACCCATGGAAATAAATGCTACTTCTTGTTAGTGTTGTTTGAAAATAAACAAAGAAAATGC 

AAACAAAACAAAAACCATGGTCCATTCAAGCTCAAGAGTATTTAACCAATGCTCTGTTGC 

CTCTTAAAGGATTGGTAGCTATTTCCCCATCTACAAATACATGACAATTAACTAAGCCCA 

ATTCTrTAAAACTATCTGGAATTAGGTCAAAATTATCTAA I I ( I I I I CTGATTTAATTAT 

GGATTACCGTAATCCAATAGTTGGCAACATTATAAAACCCTAACTTTACCTCATTGGTT 

T 

GGCTATACCAAGGTCTCATGGACTCTTGGACATAACCACCATTCTTTCCTNCCAACACCC 
CGGNGTACTTCAGAGTAAAACCCGGGAGCCTTCATGATAACCATGAAGGCCCGGAAGCTT 
CTGGCTTCCAAGGCTTTCTNTNGGCCTNACCTTCCGGTGGTTCCTTTTCT 
Sequence 148 

GGGTGGCGGCCGAGGTACCTNTGTGCGCGGTGGNCGAAAAAGCACCTGGGTCGGGTGCAG 

ACTGCGGAGCNGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTGGACTTATCCTACCT 

TAAGTTGAAGCAGACCAGCAATTGTTGTGACCTACAATCTCCACACCCATCTTTACTCTG 

AGCCAAGGAAGTGTCTGTTCTTGTGCTGAGTTTNAGGGGCCTTCAGCTNGNGGGAAATCC 

CNAAGA 

Sequence 149 
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AGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGAGGGGTGAA 

GAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAGAATGCAG 

AGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCAAGAGT 

TTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCT 

Sequence 150 

CNCCGCGGTGGCGGCCGCTGTGAAACAATGCTCATTGCTCTTGAAACGACAGCGATGTTT 
CCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTCG 
GTACCTCGGCCGCTCTAGAACTAGT 
Sequence 151 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC I N I I I 1 1 I I I I 1 1 I i I I I I IGTTTTTGTTT 

T 

TTTCTGTCCCCTCTGAGCCATGGAAGATACTGGAGTTAACAAAAATTTTATAAACTAAAG 

AAAGCAACTTTATAATCTAAAAGAAAGCAACTTTCCCTCCTGTCTTTTGAATTCTTATTC 
CTGAAAGAATGGATAATGAATCAGGAGATGAGCAAAAACGTATCTTTTACAAAGCTCTAG 
TCTTCCAAAAGCCTCTAAACTCAAACGAAACCTTTTTAAAGTAGTTTTGTAAAAGCTCA 
A 

GGTATGCCATTTCCAG^^ 

CACATTGT^CAATGAAATTCAGGGAATTGGGACAATGACCTCTTGGGCATATGAAAGAAT 
TAAAAGAGGGCTAGGGCTTAGGGAGGGGGGATCTAATCGGGAGGGGATGTTCTGTCCCNA 
GCCCTTCCTTCCTTTCT 
Sequence 152 

TNCCGCGGTGGCGGCCGAGGTACNCCTAAAAAAGTACTGCAGCAGAGAAGAAAACATTGG 

ACAAAGAAGAAAGGCGACAGAAGGCTAGAGAGAGGCAGCAGAAATTGCTTGCGGAGTTTG 

CTTCACGACAGAAAGGCTTTATGGAAACTGCAATGGATGTTGATTCTCCTGAGAATGATA 

TTCCTATGGAGATCACCACGGCAGAACCACAGGTTTCCGAGGCAGTATATGACTGTGTTA 

TTTGTGGACAGAGTGGCCCCTCCTCTGAAGATCGACCTACTGGATTAGTTGTACCTGCCC 

G 

Sequence 153 

GCGGTGGCGGCCGAGGTACACCTGCAACTGTGCGAATGGTCCTGTTGCCTCCTGCATTTT 
GGCCTCTGTTCTATAAAGGAAGAGTAAAGATGGAGCTCCTCCTGCCTCCATCACGAAAGC 
ACATATCATCTGTCCCTTTGGATTTTACTTCCAGGACGCGTGTCGTCCCCAGCGTGTG 
TT 

GCCTTATGGTGCCGGCAGAGCCTCAGCTATCTGCCTGGGAAGTCGGATGTCCTTGGAGAG 
AATTTGGAATGCAGATAA! I I I ICTTATTTCTTGAGAGCTTACTTTAATCAGCATGACA 
C 

TACCTAAACACTGAAGATGGCCTTATATTAGTAAGATTTGCACAAAATTAAGTATACCT 
A 

TGCAAACTATTACTTTGGTTTTTAGGAGTTTGATCAGATGAAGAAGTNATGGTATCACA 
T 

ATATATGTAAGAAGGCCAACCCATCATTATTTTTTGNAAGTGNTTTTTATTAAAAACC 
Sequence 154 

CNCCGCGGTGGCGTNCGGCCCCCGCCTTTTCTGCGGCTTTCAGCTGCGCGTTTCAGGTCG 

TCAATGAGGTCGTCGGCATCTTCGAGACCGATGGACAGGCGGATCGTGCCCTGGCTGATG 

CCTGCGCCCGCCAGCGCTTCGTCGCTCATGCGGAAATGCTGTGGTGCTGGCCGGGTGGAT 

CACCAGGCTGCGGCAATCGCCCACGTTGGCCAGGTGGCTGAAGACCTTGAGGGTTTCAAT 

GAACTTCTTGCCCTGCTCGCGGTTGCCCTTGAGGTCAAAGCT 

Sequence 1 55 

CGCGGTGGCGGCGCCCGGGCNGGTTATAAAAACGAACATGTATAAACGCTTACGCAAACC 
CI I II I AATGTTCTGAAGTCAGTCTTTGTAAGTGAAATCGCTGGAGACTAGAAAGTATG 
A 

AATGGCAGTCTACCTGGGCAACCTACAAAAAATTTAGCTTGAAAAGACTTCAGTCTCCGC 
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TCCCCTGTTGATCTCATGGAGTGGGGAATGGGAATTGAACCAGAACTGGAAAATTATTTA 
GGAMGTTTGTTAACTACTCTTTGTTGATCTCATGGAGTGGGGAATGGGAATTGAACCAG 
AACTGGAAAATTATTTGGGAAAGTTTATTAAC 
Sequence 156 

CTGGCGGCCGCCCGNNCTGGTNCTTNCATCTNGGCTNCCTATANGCTNTCTTTTTTACAG 
ACGGCCATGAAATGCAATCCAGCTGAAGTATTATCATCTTGTAGCATTTCAAAAGGAACC 
GTCGAAGTCATCCAMGGATGGGAACCACAATGTTCTTGTTGTTCCTTGGGTTTCTTA 
AT 

GATTTCTGAATCATCATTATTAATTATGGAATTCTCTGGTCGAAAAGTCACATTTGGTT 
T 

TCTCCTCAGTTTCTCACATC I I I I I I CTTGCAGCTCTTTCTCAGCTCTTCTTCCTTGCCT 
I I I I 1 1 ACTGGCCTTTCCTTGTCTTACTTCAGGTGGTTCTATTTTGAC CTTTAAGAAGG 
T 

TGAAGGGTGGTNCAAGCATCACCTTGGTTCNAATAAAATTAATGGTGTTAGGTTTCTGGT 
GGCCTTNGTTTAAAACGCAAATGGGGGTTTTTNANGGGGGGANAAGGTTGGGGT 
Sequence 157 

CCG^GJ^^GGCCGAG^T.GTC 

AAACACCCCACAAAATGGCGGCATGCGCCGTCGCCCTAGAATCCCCCGAGTCGCCTCTCC 

CCGCGTACCT 

Sequence 158 

CCCAGGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACAGATGCCA 
CGGCTTTGACCCAGGCTGGGGGTGCACAGGATCTCACTGGNGNTAGTTGGTCGGATGGGA 
AAGCCCCATGGGTCCACCAGGATGAGGTGTTTAACTNTATCAGGGNACCTTGCCCGCTCT 
AGAA 

Sequence 159 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACACAGGACCAATGCTGCCCATCCCATGGAAT 

TTACAAACATTCTACAGCGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGG 

AGAGGCTGTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTTACA 

CCGCCGACCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGGAAATCCATGCCAT 

ATGACTTTGATATTCGTGTGCC I I II I I I ATTCGTGGTCCAAGTGTAGAACCAGGATCA 

A 

TAGTCCCACAGATCGTTCTCAACATTGACTTGGCCCCCACGATCCTGGATATTGCTGGGC 
TCGACACACCTCCTGATGTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGC 
CAGGTAACAGGTTTCGAACAAACAAGAAGGCC 
Sequence 160 

TGGCGGCCGCCCGGGCAGGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAA 

CATTCTACAGCGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCT 

GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGA 

CCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGGAAATCCATGCCATATGACTT 

TGATATTCGTGTGCC I I I II I I ATTCGTGGTCCAAGTGTAGAACCAGGATCAATAGTC 

CC 

ACAGATCGTTCTCAACATTGACTTGGCCCCCACGATCCTGGATATTGCTGGGCTCGACAC 
ACCTCCTGATGTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAA 
CAGGTTTCGAACAAACAAGAAGGCCAAAA 
Sequence 161 

CGAGGTACCATCCTATTAATACTAACTTCTGCTTCTACATACTGTAGACCTTTCTGGAT 
G 

ATAGAAATCAATGCAGCGGGTGGGACGAGGGCACCATTTATATTGGACTGACTGATATGG 

CTTTCTATACCAAAGGTAAATGCTGAATGAGAAAATCCTGACTCTTGCAAGTATCTATA 

T 

ACCAAGMGTTGACCTCATCACTGCTTATACTCATCTTTATTCCCACTTAAACCATGAG 
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G 

TCCC AACAC AG GATATAACCCATTGGG C AGTGC ATTG ATGTGGGGGATGTGCAACTGANT 
ATNCCGGTCACCCGCCAATCACAAGTTTGCTGGTGTTGATGCTGGAAACGGTGGCCTCCA 
ACGCCGCTCCCCCCTCCCGGGAA 
Sequence 162 

GGCGGCCGAGGTACCTGGCCTGCTGGCATAGTTCTTTGACCCGTTCATATTTGGGCAAGT 

GATTTGACTGTTGGATATTC7TGCTGGATTCCTCCTTCTTACGTAGAAATTTGCCTCTT 

T 

CCACTAGGAATGTATCACGCCAAATTTTGGCCTTCTTGTTTGTTCGAAACCTGTTACCT 
G 

GCTTTTCTGGGTCCAGAAGTTTGAGGACAGACTTGCCGTCCACATCAGGAGGTGTGTCGA 

GCCCAGCAATATCCAGGATCGTGGGGGCCAAGTCAATGTTGAGAACGATCTGTGGGACTA 

TTGATCCTGGTTCTACACTTGGACCACGAATAAAAAAAGGCACACGAATATCAAAGTCAT 

ATGGCATGGAT7TCCCCTTGACCAGTCCAAACTGCCCAATATGGTAACCATGGTCGGCGG 

TGTA 

Sequence 163 

GGGGCGNCGGGTGGGGGTGGCTCTATGTAGTTCTAATTTGCATTTCTCTAATGACTAACG 
ATGTTAAAC ATA I I I I IATGTACTTGTTTCATGTACTTGTTGATATGTCTATTCAATTCC 
TTTCACCA I I I I I ATGGAGCTG I I I I I I I ATTATTGAGTTGTAGGATTTCTTTATATATG 
CTGCATACCAGGCCTTTGTTATATACATGCTTTGCAATGTACATTGTCTTAAAATCTGT 

G 

GCTTGCCTGTTCAATTCATTAGTGGTGTTTTGTTAAGCAG I I I I I AATTTTG ATG AAGT 

G 

TAACTTATTCA I 1 1 1 1 1 ATTATGGTTATTGCTTTATGTTTCAGGTCCCAAATTTTGCCTT 
CTCACAAATCACAAACATTATCCTATGTTTTCCTTCAAAAATTATATGGTTTTATGTATT 
TTCAATCTCAAAATATTCTCTAA I I 1 1 I I I GCTGATTTATTTCTAAAGAAATTTGAGGGA 
TTTGCTATAATGG 
Sequence 164 

CCCCGCGGTGGCGGCCGCCCGGGGCAGGTTATTTAATTTCTTAGTGTCTCAATTTCCTCC 

TCTATAAAACAGAGATAATAGTATTTAGCCCAGAGGGTTGTGGTGAAGTGTGAATCATTT 

CTCCATGTAAAACACATAGGACAGGCTGGGCATGGTGGTGGGCACCTGTAATCCCAGTTA 

CTTGAGAGGCTGAGACAGGAGAATCGCTTGAACCCGGGAGACGGAGGTTGCAGTGAGCCG 

AGATAGTGCCACTGCACTCCAGCCTGAGTGACAAGAGTGAGAGTCCATCTCAAAAAAAAA 

AAAAAAAAAAAAAAGTACCT 

Sequence 165 

N CCTGGCATC AG C N ATTAG NAATC AACCTGTTAATCC AAGGTCTTTAGAAAAACTTGAAA 

TTATTCCTGCAAGCCAATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAGAAGG 

GTGAGGAAAGAAGATGTCTGAATCCAAGAATCCGAAGGGCCGTCAAGAAATTTTACCTGA 

AAGGCAGGTTAGGCAAGGGAAAAGGGGTCTAAAAAGATCTCCCTTAAAAACCAGGAGGGG 

GGAAGCCAAAAATCCGATGCCAAGTGCTTTCCCAAAGGGGATTGGGGACCACCACCAAGA 

GGGCCTGGCCCTTCTTCCCATCACTTTCCCCTTACCATTGGGGAGGTAATTATTGTCAAA 

GGCCATTAAATTTGGTTTCTTTAAGTTTTTGGCAGGTT^ 

GA 

CCCAAATGGATTGGGTCCACCCAAAATCNAGGCTTGCTTACTTACTTCCCTGGTAAGGGA 
A 

Sequence 166 

GTGGCGNCCGTNCGGNCAGGTACTTGCTCAGCCTTTCCAGGCCCCTNTGATGAGCTCTCT 
AATCAGCAGGACCAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAGA 
AGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAACAGTTTGTGAG 
GACTTATCTGTTGTACCT 
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Sequence 167 

^ ^CNGGCCGCCCGGGCAGGTACGCGGGAATGGGCACNNTGNAGCGCAAGTAGGTCTACAAG 
ACGCTACTTCCCCTATCATAGAAGAGCTTATCACCTTTCATGATCACGCCCTNGGGNATC 
ATTNTCCTTATCTGCTTCCTAGTCCTGGTATGCCCTTTTCCTNAACCACTCACAAACCA 
A 

AAACTTAACTAAATAACTTAACAATCCTNAGAACGCCTCAAGGNAAANTAAGAAAACCCG 

TCNTGAAACTTATTCCTGCCCCGCCCATCATCCCTTAGNTCCCTCAATTCTGGNCCCT 

CN 

CCAANCCCCTACCGCCAATCCCTTTTTACAATAAAACAGGACCGAAGGGTCCAAACNGAA 

TCCCCTCCCCNTTACCCATTCAAAAAATCAAAATTNGGCCCACCCAAATTGGANNACCTT 

GAAACCCCTAACCGAAGTTACCCTTCGGGCCCGCTTCTTAAGAAACTAAGGNGGGAATCC 

CCCCCNGGGGCCTGGNAANGGAAATTTCGGATAATCAAAGCCTTAATTCCGAATANCCCG 

GTCCGAACCCTTCGGAGGGGGGGGGGGCCCXCGGGGTACCCCCANGCTTTTTGGGTTTCC 

CI I I MA 

A 

Sequence 168 

ATNTTCAGGAGACGCTCr^AGCCCTCGCGCTNJATCCTN 

AGTGGCTCACGCCTTCC AGAGCCACATCATCGCGG NCGAAAGN G AAGCCCAGAGAGAGGT 

AGGTGTAGGAGGCCTGCAGGTACCTCGGCCGCTCTAAGAACAANGNGGATCCCCCCGGGC 

TGCAAGGGAATTCCCTTANCAAAGCANTANTNAAACCCGTCCGNCCNNNCAGGGGGGGGG 

CCCCGNTACCCNAANCTTTTGNNNCCCNTNATAGAGAAGGGNGAAAAAATNANGCCCNCC 

TNGGGGCAGNAAAAAAATGGGGACAATAAAGCTNTTNNNCNNGGGGGNTNAAAAANTTGT 

TAMTCCCCCNACCANNAATTTTCNCNAAACAAAAAAATAAAAAANCNCCGNGGANNGAN 

AAAAAAAANNGGNATAAAACACCCCNGGGGGNGGGTCCCCNCAAAGNGGGGGGGGGACCN 

CCNCCCNAACAATTAATGTGGGGNGGGNGGANANANAATNGCCCTNNTTTTTNTANNGNG 

ANNAAAAANNCTTGGNGCNGNCCCNNACTTCTANNTAAAAAAAAANACCCCCCCNCCCCN 

CCCGGGGGNNAGNGNGGNNNGNTTNACTTTANNNGGGCNANNTTTTTCCNCCTTATNNAA 

AAAAAAAAAAATACNNGGCACNNGGGAAATTTNGGGGGGGGGGG 

Sequence 169 

TTTTGAAGCCCNCTTNCCGCGGNGGCGGCCGCCCGGGCAGGTACTTCCACTATTATTGAA 
TGTATTCTGTATTATAA7TGTATATTTGATTGCCTATCTCCCCTCAACTGCATTATACAT 
TTTCATGGGTGAGCCAATGTC Mill CACTCTATTTCAGTGCCCTGCACATTTTCTGGC 
A 

CATAGTAAGCATCCCATGAGTATCTGATGAATAAATGTATTTCCAAATTCAGGTTCAGT 

A 

TCCTTAATCTGAAAATACAAAATCCGAAATGCCATAAAATTCAAAGCTTTTTGAGGACTG 

ACCTCGTGCTCAAAGGAAATGCTCATTGGAGCATTTTGGACTTCAGATTTTCAGATTAGG 

GATATTCAACCCGTAAGAATAGTGCCAATATTCCAAAATTCAAAAAAGTCTGAAATCCAA 

AACACTTCTGGTCCCAGGTATTTTGGATAAGGGATACTCAACCTGTACCGTAAAATACAT 

GCATACTTTCGATAGCACATGTGAAGGTATCTCTCTAAAATTGACCTCATTGGTTTCGT 

T 

CTCAAGCAAACTGACCTGGGGCCACTCAACATGGCTTTTATCGNGCCTGATGTTAATGCA 
TGTCTCr I I I IACAATA 
Sequence 170 

AAGTCTACATTTTATGTAGTGGTTAATGTTTGCTGTTCATTAGGATGGTTTCACAGTTA 

C 

CATACAAATGTAGAAGCAACAGGTCCAAAAAGTAGGGCATGATTTTCTCCATGTAATCCA 

GGGAGAAAACAAGCCATGACCATTGTTGGTTGGGAGACTGAAGGTGATTGAAGGTTCACC 
ATCATCCTCACCAACTTTTGGGCCATAATTCACCCAACCCTTTGGTGGAGCCTGAAAAAA 
ATCTGGGCAGAATGTAGGACTTCTTTATTTTGTTTAAAGGGGTAACACAGAGTGCCCTTA 
TGAAGGAGTTGGAGATCCTGCAAGGAAGAGAAGGAGTGAAGGAGAGATCAAGAGAGAGAA 
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ACAATGAGGAACATTTCATTTGACCCAACATCCTTTAGGAGCATAAATGTTGACACTAAG 

TTATCCCTTTTGTGCTAAAATGGACAGTATTGGCAAAATGATCCACAACTTCTTATTCT 

C 

TGGCTCTATATTGCTTTGGAAACACTT 
Sequence 171 

GGCGGCCGCCGGAGCGGCGCGGAGCATGATGGAAGTCGTAGTAGGAAATGGCGTCGTGGC 

ATTGAGGGGGCATCCCTCCTAGAACCTCCAGGAAAAGCTCGCGGAAGACGAGGTTCTGCG 

GAGAGAGAGGCTCCAAGCAGTCTGGGAAGTGTAGTCCAGTTGGCTTAGCAGTAGTTTCGT 

TGGGGGGGAGCCCGAGGTTCCGGGAAGGGGCTAGGCCGGCTTGAAAAGAGATTATGACTG 

TACCTCGGCCGTCGAGCGGCCGCCCGGGCAGGTACAACTTTTATACAACTCAGGAGATTA 

AAAAAAAATCTCCACAAGAAGAAGCAACTCANCAGGCCCTGGCATTAAAACATTTCCCAG 

AATAAACAGATATGCATTGCATTAAAGGTAATTTTCAAATATTTAAGTTACACCAAGATT 

TCCCTCCAATATGTGCCTTTCTCAAACCAATGCAACTAATTCATTGCTAATACTGGGG 

CA 

TGAAI I I I I I GGCAAATGTTTATGGTTTTACTTTCTTCATTAATCAAAAAANT 
Sequence 172 

CG^GTACANATTTAAGGTAGATGGAGTGAGGGTAAGGATAGCTACAGCTGTGTGGGGCTG 

AAGGTCTGTGGCACTGAGCTACTGGGGAAGGAGGGCTCTGTTTTCATNGTGACACACTGA 

GTTAATAAAGCACTTACTGAGGGAGCCAGAGCCCAAACTCTAAATGTGCTGTAGAAAAAG 

GGCCAAGTCATTGACTGCACCACTCCTTCAGCCAGAGGTAGAAAGGATTTACTCTTCAGC 

CATCTGGTAGAGCCCCAAGAACAAGTTACATGTGGACAAAGGGAGGGAGAGGTATCATGG 

TGATTAATAAATNCAAACAAAGCTGAATGATAAGNACCCCAGGATGGAATACAGTCTGAG 

AAAGGCCTGGGCAAAG 

Sequence 173 

GGGGCCGGGCCCCCGTAGGGGTTACCCNCCGNGGGTTATTAAGGGGTTGGNAAAAAAAAA 

AAACCACCTGGCNCANTTTCCAACCCAAANGGTNCAAANGGGGAAACCCCCCAANGGGGG 

CCCAGGCCTTGGGGAAAAGTTGTTTGGGGNAAGCCCACCAAACCAATTGGNCTTGGTNGG 

GG AGGCC AACCC ACCAATGG N CCTTGTTG N GTAAGAAAT NTGGGC N AGG G NGGTTGGTTC 

CTTG N AAAGGGTATTTGGGTGGTTN C GTTAANTTTG GGGAAAAAGGAAA I I I I I I IAAGG 

GTTATTTGTTAAGAAAGCCAAAGGGTTTTGGAAAAAAATGGGGAATTTGGGAAGAACCTG 

GCCAATTGGGGTTGGGGCCCATTAAAANAATTGGGGAAGGNAAAAAATTTTGGCCCCTTG 

GGTNAAGNCCANTCCTTAAGGTTCCTTAACCTTTTGGAAAANGGGGAAAAGGTTGGGGGA 

AGGNAACCCANTTAAAAGGGGGNANGGGANGGACCCAAAAAAAAAAACCCAGGGGGGTNT 

TTTGGTTNGGNCCCCCAATTAAAAAAAAGGGTTAA I I I I I I I I I I I I I ICCAAAAAAAG 

G 

GAACCCANCCCCCCAAAAAGGGAAATTGGGTTGGGGGGTTNAAAAAAAATTGGGGAAAAA 
AAAAAAI I I I IAANI I I I IAAGGGI I I I ICCAAACCI Mil I CCCCCCTTGGCCTTGGG 
C 

CCCAANTTGGGAAAAAAANCCTTTTTTTGGGCCCCNTTTTTAAAAAGGNAAAAAGGGGGG 
TNGGGCCCTTGGGGGNAANTTTTTNCCCCCAAAAAGGGGGG I I I I I I I I GGGTTNAAAAA 
AAGGGGGGNCCAANTTTCNTTTCCGGGGGTTTAAAAAAAGGGAACCCTTGGGCTTTTT^ 
TT 

Sequence 174 

GGCGAGCGGCCGCCGGGCAGGTACCCTAGGGTGTTGTTTAAAGGACTTGATAACCAGCTT 
GAAGAGGTTCCTACTGACCAGAAATGGAATGAAATTTAAGCATCAATAAGGGTAATAACT 
GCAAGAGACTGACATCCACTATGGTTTAAATCCATGAGGTCACAATGATACTTAATTTT 
T 

CATTATTCTGAAAACCAGTAAATAAAGGCTAAGATTCAACAAGCATTTATCCAGCCTTTC 

CTCAATGAAATATATCNTAAGAGAACCGAATAGTTAACATAGAGACATGGCCGGGCAAGG 

TGGCTCTCGCCTGTAATCCCAACACTTTGGGAGGCCCGAGGTGGGAAGATTGCTTGAGCC 
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CAAGAGTTCTAGACCAGNCTGGACAACATGGTGAAACCCTGTGCCTACAAAAAAAAAAAA 

AACAAAAAAAAAGGTCCCC 

Sequence 175 

CAGGACCAAAACCTGGGGATTAAGCTAAGAAGTCTGGTGGAGAGACTCTGTGGACGTAAA 

GAAGGGAATGAACACAGAGAAACTTTCAGCCAGATTCCTGATNGTCACCTGAACAAGAAA 

AGTCAAACTGGAGTGAAACCATGCAAATGCAGCGTGTGTGGGAAAGTCTTCCTCCCGTCA 

TTCATTCCTGGACAGGCACATGAGAGCTTCATGCTGGACACAAACCATCTGAGTGTTGGT 

GGGGAATGGANAGAGGACNCCCCCCGNAAACAGAAACCAACCATGGGGAAAAGCCTTCAT 

TTCCCCCAGTAGTNGGTGCACCGGCTCACCAGTTAACNACCAACTTNGAAAGGAGACCTT 

TATGAATTGCAAGGGTGGTGCGGGGAAAGCCCTTTAAATTCTCCCA 

Sequence 176 

NCNGGNCAGGACGCGGGGGCCGNGAAGAGCTTTGCATTGTGGGAAGTCTTTCCTTTCTCG 

TTCCCCGGCCATCTTAGCGGCTGCTGTT^GTTGGGGGCCGTCCCAGCTCC'TAAGGCAGGA 

AGATGGCGGCCGGANAGAAGACNAAAAAGTCNCTCGGAGTCGATCAACTCTAGGCTCCAA 

CTCGNNATGAAAAGTGGGAAGTNCCT 

Sequence 177 

CCCCGCGGTGGCGGCCGAGGTAC I I I 1 1 M II I I I I I I I I I ATGAATNATTNATTTTCT 
T 

TNTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGTCTCTGCATCTC 

CCCACAGACAGGGGTGGTTCTAGA 

Sequence 178 

GGTGGCGGCCGCCCGGGCAGGTACCAAACCATTTTCACTAGTTCAGGATAGGAATATTCA 

TCAGATTGTCTCTGTAAAAGTGAATCACAAAAATTCCACCTGTGTAGGTGTGGGACTGGA 

CAGCTGAGTGACAGGGCCCTGGGAAGAACAGAAACCACTTTTCCTCTTTCCTCTGAAATA 

TCAGMGTTAAAAATCTACTCTGAGTTATATGTGCATCAATTTTAGACATATTGCTGAT 

T 

TTATTATGAAAATGAAGTGCTAAAGACAAAGGATATTTCCATTCCTCTGGACAGGCAGCC 
ACAGACCAGCACTGCTTGACCCATGTGTATACACATGTGTGCTTTGTACCT 
Sequence 179 

GGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACGGCTCTCCATTCTTCTTCTTGG 

CTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGACCTTCTGAGGATGATCGA 

TAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCC 

CTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATA AGAAC A 

AGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGM N IC 

CACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATCT 

A 

TTTCTTCCAGCTTCTCTCTGGCCATCTTTTCTTGATCTGAGACAGTCTGATCAGTTTTC 

G 

GCCGCTCTAGAACTAG 
Sequence 180 

GGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTG 

GAAGAAATACGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGT 

GAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATG 

TGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGAC 

TGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTG 

TTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAAC 

CTGTAAAGCCAAGAAGAAGAAT 

Sequence 181 

GTGGCGGCCGAGGTACTACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTG 
GCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCT 
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CCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATG 
CTGMGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAA 

T 

GTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTT 
Sequence 182 

GCGGCCGAGGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCCTTTCTCATGAG 

GGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAGATCCACCTG 

GTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAACAAAAACTGGCTGGCG 

ATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCCAAATCGACG 

AAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCTGCCCG 

Sequence 183 

TCCCGCGGTGGCGGCCCGAGGTACGCGGGGAGCGGAAAGGGAGACTGTGGGGAACTAGGA 

GCAACAGCAGGCATGGACCAAAGCAGTGAAGGATGTATGAAAAAGATTAGCAGTGTGAAT 

CTTGACAAACTTATAAATGACTTCTCACAGATAGAAAAGAAAATGGTAGAAACCAATGGA 

AAGAACAATATACTGGATATTCAGTTGGAAAAAAGTAATTGCCTATTAAAAGTAATGCAA 

GCAAAGGAGGTCTCCATTAAAGAAGAATGTGCTACTCTTCAT^ 

CA.AGAGAGGATTGAATATCAACAGA 

GCTGATCTTATAAAAGAGAAGTTAAAGTCTCATGAACAGGAATATAAGAATAATATTGCC 

AAACTTGTAAGTGAAATGAAAATCAAAGAGGAGGGATATAAGAAAGAAATAAGCCAACTT 

TATCAGGGACATGCAGAGAAAAGTTGAATTAAATGAAGAAAAGCCCAAAGAACTTATANA 

GAAAAAGGNGATGGGAANTTCANAGGTTAATGCCAAGCTTAGAAGTCAAAAAAAAAAAAA 

AAT 

Sequence 184 

CCGCGGTGGCGGCCGAGGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCCTTT 

CTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAGA 

TCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAACAAAAACT 

GGCTGGCGATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCCA 

AATCGACGAAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCTG 

CCCG 

Sequence 185 

CCGGNCGCCCGGCAGGTACGCGGGGGTGTCCGGCGATGGGCACGGGCATTTCTTCGTTTA 

TAGCTGTCTGTTTGCATTCTGATTGGGAACACTGGGATCATTTTCATCATGCCGACAGTG 

GTGGTAATGGATGTATCCCTTTCCATGACCCGACCTGTGTCTATTGAGGGGTCCGAGGAA 

TACCAGCGAAGCACTAAGTAATATGGATGATTATGACAAAACCTGCTTGGAGTCTGCATT 

AGTTGGTGTTTGCAATATCGTTCAGCAAGAATGGGGTGGTGCAATTCTTGCCAGGTTGTC 

CTGGTGACAGACGGNTGTCTGGCATTGNNAGAGGGCCACTGGGACATTCNNTANCCANTC 

AAAATTAACNAAAGTGNGAGCACNNGGTTTCCCTACCTTTTCNTTTCCCATCAANTNT 

AT 

ATACCANGGNNGGGCGAATTTGGNGGGCCCCNCGCCCCCTNTTCTTTGGGACTTTTAAAA 

CNGTTTGTCNTTTCCNCTTTGGGGNGNGGCCA I I I I I ATNTTGGGGGGNCCCCTTGGGGA 
ANAANAAACCCCCCNCCCCTTTANAAAANNGGNCCCCCCCCCGNGNGGGGGGNAATTAAA 
AAAAAATTTTNCCCCCCCCCCCCCCGGG 
Sequence 186 

TCCCGCGGTGGCGGCCGAGGTACTCACACGTCACCGCAAATTCACAGTCTGCGTGCACGG 

CTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTA 

A 

GACCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCAT 
GGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTG 
- - AACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTT 
CCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAA 
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C 

CCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCTTGATCTG 
A 

GACAGTCTGATCAGTTTTCGGCCGCTCTAGAACTAGGTGGATCCCCC 
Sequence 187 

GGCGGCCGCCCGGGCAGGTACCAGAGATTCCAGAGAGTGGTCTTTGGAATTTCCCAACTC 

CTTTGCTTCAGTGCCCTGATCTCTGAACTAACAAACCAGAAAGAAGTGGCAGCATGGACT 

TATCATTACAGCACAAAAGCATACTCATGGAATATTTCCCGTAAATCTGCAGAATCGCTA 

CACAGACTTAGTGGCCATCCAGAATAAAAATGAAATTGATTACCTCAATAAGGTCCTACC 

CTACTACAGCTCCTACTACTGGATTGGGATCCGAAAGAACAATAAGACATGGACATGGGT 

GGGAACCAAAAAGGCTCTCACCAACGAGGCTGAGAACTGGGCTGATAATGAACCTAAC 

Sequence 188 

TTTGAANCCCACTTNCCGCGGTGGCGGCCGCCCGGGCAGGTACI I I I I I M I I I I I I I 
TT 

TTTTGTAACTACAGGTGTCAGATGCATCACAAAAGCAGAAGTGCCCTTTCAGCTCTTCTC 
TGTGCCATTCCTTGTCAATTTCATGCTGCCTACAGCAACAGCATAATACTGCAAACAGCC 
ATGATGTCACra 

TCCTCAGAGAATTCAGAACTCACTCGCTGTCCTCCAGGGGCTCATCCCTTGATTTGAGGG 

AGGGATGAAATATTCTCTGCATGAGAGAGCAGGGATGGGAAGTGATATAGGTATGTAAGG 

ATGGTCAAGTTACTCTAAATGTAGTTAGACAGGACAGCCAGAATACCCGAGGTCTTGGTT 

AGGTCCTCTGTAACAAGCCGTAGAGGCCCAGAAATGTGGTGACAGCGAGACACATTTCTT 

AACTCTTACACTTGTTGAAATGAGTAGAAGGNGACATTTGGTTTGGAAATCCCTCCCC 

A 

Sequence 189 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGGAAGGAAAGCAGCTGCAAACTTCCCA 

TCTGCAGTGTTTGTTTGTCTCGGCTCCGGCCATCACTGCCACGATTACCCCTGGATGAAT 

TCCTCAGTGGAAATATCAACAAGACTCAGCCCACCTGCACCCAGGTGATTAAAAAGCTTT 

ATTGCTCACACAAAGCCTGTTTGGTGGTCTCTTCACATGGACGCGCGCGACATTTGGTGC 

CCTGACTTGGATCAGGGGACCTCCCTTGGGAGATCAATCCCCTGTCCTCCTGCTCTTTGC 

TCCGTGAGAAAGATCCACCTACGACCTCTGGTCCTCAGACCAACCAGCCCAAGGAACATC 

TCACCAATTTTTAATCAGGAATATTCTGTGAAAAAGACTAAGATATCAAGAGAAATTAT 

T 

AGTGCACATTATTAGAAGAGAGCTTCAGATGAAAATAAAGATCAAGAAAAAGACTCTTGC 

TTTGAGAAAGACACAAAGAAATCACATCATTCTTATTGGGATTACTGGGCTAGCCATATG 

CCAGAAAAATGAAACTGGTCCCTTCTTACACCATATACCAAAAGCNGCCCANGATGGNTT 

ACTTNAATGTNAAANCCAAAACT 

Sequence 190 

CGGCCGCCGGGCAGGTACCATCGCCGTCCCATTGCTCACAGGGACTGGGAAGGCGATGCC 

TGGCGGGAGCTGCTGGTGGAGAGACTCGGGATGACTCCTGCTCAGATTCAGGCCTTGCTC 

AGGAAAGGGGAAAAGTTTGGTCGAGGAGTGATAGCGGGACTCGTTGACATTGGGGAAACT 

TTGCAATGCCCCGAAGACTTAACTCCCGATGAGGTTGTGGAACTAGAAAATCAAGCTGTA 

CCCTGATGCTACAGACGAGGACATCACCTCACACATGGAAAGCGAGGAGTTGAATGGTGC 

ATACAAGGCCATCCCCGTTGCCCAGGACCTGAACGCGCCTTCTGATTGGGACAGCCGTGG 

GAAGGACAGTTATGAAACGAGTCAGCTGGATGACCAGAGTGCTGAAACCCACAGCCACAA 

GCAGTCCAGATTATATAAGCGGAAAGCCATGATGAGAGCAATGAGCATTCCCCATGTGAT 

TGATAGTCAGGAACTTTCC 

Sequence 191 

CGCCGGGCAGGTACTCCCTGGAAAGTCCAGCTGAGAAAGCGATCCTGCCCTCTGCTCCTC 

CCAGGGTTACCCTCCTGTAAGTCTTCTGCTTAGTGTTCAGAATTGGGGGATGCTGGGACT 

GGGCAAGGACTTGTAGGCAACACCCCATAGCCTGCTCATGCCTGTTGGGTTGCCTATGGA 
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TCATTCCCTGCTGGGCTCACTCACCGGCTTCGTATAAGGTCCTTTTTGAGGTTTATTA 
TT 

TCCTTGTCCATATACTTGATGCTCTTCATTGGCTTGTCTGGGACCTGCCTTAGGTTCT 
CC 

GAGGCATAAAAGGGCCGGACAGCCCCCGAGTTGGGGGAACTCTGAAGCTTCTTGGTGGCT 
GGAACCTTGGTCATCTTAAAMTCCTTCAGGTTTTAGCCTGTGCCCCCAAGACAAGGATT 
TTTCCAGAATCTTCTACTTCAAGTAGTTACTGGTATGAAGAAGTTTCGGCA 
Sequence 192 

CTCCCGCGGTGGCGGCCGCCCGGGCAGGTAC I 1 1 1 I I I I I I 1 1 1 1 I I M II II 1 1 I I I C 
T 

GGCTTGAAATACAGCTGAAATAACTGAATTTTCTACTTGAAACGTGTGTGCCTCTCCACT 
GNGGGGCCAAGGCCCTGGAAATGTAAAGGGCCAATCTTTGTTACAGAGGGGTTCATTGCA 
GTGAAGGGCGGGTTCTGCAAAGACAAACAGGTCTCACAGATAGTTGCCCCCGCGTACCT 
Sequence 193 

NGGCGGCCGAGGTACGCGGGGGGCTGNAGTAGGCTTCGTCTTCGGNTTTTCTCTTCCTTC 

GCTAACGCCTCCCGGCTCTCGTCAGCCTCCCGCCGGC 

Sequence 194 

CGGCCGCAGCGGCAGCTACAACAACCGCGTCGCTCTCCGCTCAATTTCCAAGAGCCAGCT 

TTGAAGCCAAGTGCCCCCGCGTACCT 

Sequence 195 

CTTCCCGCGGTGGCGGCCGGTGTGCTGTGCTCAGCTGCCTTCCAAAGGAGGAACAGATCG 

GCAAGTGCTCGACGCGTGGCCCGAAAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAAC 

ATGACGAGAGTGTTGTAAAGTGTGGAAATGCCTTCTTAAAGTTTATAAAAGTAAAATCAA 

ATACATTTTTTTTTCAAAAAAAAAAAAAAAAAAAAAAAGTACCT 

Sequence 196 

CGGTGGCGGCCGAGGTACTTTGAGCTCATAAGCTGGTATAAAATATCAAACATTTTGACT 

GTTTAAACAACTCAAGATATGTTTTGCAAAATTACAAAACATTATACAGGTGACTTAATT 

AATATCTACTCCAATTATACACAACACATCATGCTGAAGATTTAGATTTATTTGAAAACA 

CTTAGTCTAATTTATATTAGTGCAGAAAAATCACATTCAATAAACCACAATTGTAGAAG 

A 

GACAGATAAGTGTGTTTGTCACATTTTCACACAAATATAATTTGATATTTAATTAAGGG 
A 

TGATGAATCACAATCACCATGGTCGCCGCCTGAGCGCCAACCCCTACCCCGTCGCCTCAT 

CGGATCCCCCCCGCGTACCTCGGCCGCTCTAGAACTAGTG 

Sequence 197 

NCGAGGTACCTGCCTNACAGNGCAGGGCGGTATGCCGCCAAACGCTTCCGCAAAGCTCAG 

TGTCCCATTGTGGAGCGCCTCACTAACTCCATGATGATGCA 

Sequence 198 

TTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGACCAAGGTGTGAA 
TGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGTTCG 
TCTCTCATGTCAGCCTAGGGCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACCT 
Sequence 199 

GGACTTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGACCAAGGTG 
TGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGT 
TCGTCTCTCATGTCAGCCTAGGGCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACC 
T 

Sequence 200 

GANGAGAAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTAC 
GCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGA 
CCTGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGAC 
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GGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTC 

AGAGGAGCGTGACTGTGAGTACCT 

Sequence 201 

GCCGAGGTACTCGGGCAAAGAGGGTGACANGTTCAAGCTCAACAAGTCAGAACTAAAGGA 
GCTGCTGACCCGGGAGCTGCCCAGCTTCTTGGGGAAAAGGACAGATGAAGCTGCTTTCCA 
N AANCTG ATGAGCAACTTGGACAGCAAC AGG G ACAACGAAG GTGGACTTTCC AAGAAGTA 
CCTGCCCGGGCGGCCCGCTCTAGAACTAGT 
Sequence 202 

TGGGGCACAGAGAGGGTTTCAGAGGATCCTTGNGAAACACTAGTTAAAAGATGACCGAGT 

GGGGAGAAGTGCGAGGAAAGAAGGAAATTAGTCTGACTGGCTTTCTGTCCTGCACCATTG 

ATTCAATGGAGACTGGGCGGGAGGAAATGGAAGACTAGGGTTGGAGATGGGATGGGTGGG 

GCAAGGGATGGAAAGGAAAAGGCAGACAACTAATGCGTTCCATTTATAACAAGTAATATA 

TATCAAAGCACTTTAAAGGAGATTANAAGGACCCAATCAGGAATANATTTGGGCCAACCT 

TTANATTCTTTAGGGAAGGATTCAAAAGTTCCCTCCAAAACCCTAATTTTTGGATGGTT 

T 

TATTNACTAAAAAAGCCAAAAGACCA/^TTWf^^ 
TeTTAAGAACCTAGGTNGGGATCCCCC^ 

GCCTTTATCGGNTACCCGGTCCGACCCTNCGAGGGGGGGGGGCCCCGGGTACCCC 
C 

Sequence 203 

GCGGCCGCCCGGGCAGGTACGCGGGGAAGTCTNTCCTTTCTCGTTCCCCGGCCATCTTAG 

CGGCTGCTGTTGGTTGGGGGCCGTCCCGCTCCTAAGGCAGGAAGATGGTGGCCGCAAAGA 

AGACGAAAAAGTCGCTGGAGTCGATCAACTCTAGGCTCCAACTCGTTATGAAAAGTGGGA 

AGTACC 

T 

Sequence 204 

CTCCCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCA 

GAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGC 

CACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACC 

TGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGG 

AGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAG 

AGGAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTG 

ACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAA 

Sequence 205 

CNCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGA 

GAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCA 

CAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTG 

ACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAG 

CAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAG 

GAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGAC 

CTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTG 

CGTGACTGTGAGTACCT 

Sequence 206 

TCNCCGCGGTGGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTC 
ATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTG 
TGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGT 
TTCCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATAT 

A ■ 

- ACCCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGAT 
C 
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TGAGACAGTCTGATCAGTTTT 
- Sequence 207 

TCCCGCGGTGGCGGCCGCCCGGGCAGGTACATGGTTCTTCCTCAGAAAGTGGTTCTTCCT 

TAATGTGTTTCTTTTTACCCCTTTTCTTCTTCTTCTTCACAGATGNGGC7TCNTCTT 

CCACTTTTTCTTCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAACAAAT 

T 

AACACTGTATCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAGTTTTTTTCTGTCA 
T 

TCTCATCAACTACCCMTGTTTGTTTTGTTTATTTTATAATTGGGAAGGTTCTCCAAGG 
C 

CTACCACTAACTTTAACGAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGATCATG 

AAGTCATGTATAAAAATCAGGATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGG 

AAGGAAAGTCAATTATATTANGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCT 

GGGTTTAATCTACCTGCTGCACCCTGAAAAATTGGTATTTACCCTT 

Sequence 208 

CGCGGTGGCGGCCGCCCGGGCCGGTACATGGTTCTTCCTCAGAAAGTGGTTCTTCCTTAA 
TGTGT^CTTTTTACCCCTTTTCTTCT^ 

CTTtTTCTTCTTCCTCTTCTTCMCTGAATAGGGTNAGTGTAM 
C 

ACTGTATCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAGTTTTTTTCTGTCATTCT 

CATCAACTACCCAATGTTTGTTTTGTTTATTTTATAATTGGGAAGGTTCTCCAAGGCCT 

A 

CCACTAACTTTAACGAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGATCATGAAG 

TCATGTATAAAAATCAGGATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAG 

AAAGTCAATTATATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTT 

TAATCTACCTGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGAAGCTCCTATCTAT 

A 

AAACTTAAGAATGTCTTATCTTACTGGACTGGTACTGGATTAAAAAGA 
Sequence 209 

CACCGCGGCGGCGGNCGAGGTACACGACATAGGCACATGTGCAAACACAAAGAAGGTGGG 

CATGCTGCTTCTTTCTNTCTGCCCCTAGNCCAGGCTCCTTTGCTTCACGNAAGATNNACA 

CTTTCCCATTCCTCTGAAGTTGCTGGAAGGACATTTCCCAGGAAGAAACAATTCCTCACT 

GCCTATAAACTGTAGTCCCAATGTNGGGATAGTCAANNGAACATGAGAATCANAACCAAT 

CTGGGCAAATGGGGNATGGCAAGTAATGGGNGAACACGCACTAACAGGNACAGTATGCCC 

AACCT 

Sequence 210 

GGTGGCGGCCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCNNTGTGAACT 

TCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCAT 

ATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCC 

A 

AATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTNCTTTGATCTGAG 
A 

CAAGTCTGATCAAGTTTTCGG 
C 

Sequence 211 

GCGGTGGCGGCCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGG 

GGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAA 

CTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCC 

ATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACC 

C 
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CAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGA 
G 

ACAAGTCTGATCAGTTTT 
Sequence 212 

GGNGGCGGCCGCCCGGGCAGGTACTTTTNAAA I I I I I I I II I I CTGNAGAGACGAGGTCT 

TTCTATGCTGTTCAGGCTGAACTTCATGGGTTTATTGGGGATGGCTAANGGATGACATTG 

GCTGGTGGTCCTTGATACCAGATAAGCCCTCAGTGTGMGCAGCTCTTATTTTTCCTT 

GT 

CTTGAGATTGCTCTTGGAATGGAAATTAGGC I I I I I I GAAGGTGTCGACCC I I I I IGG 
TT 

CATTTCTTCAGCAGTTAC I II I IAI M I I I I I AAAATGTTTTGAC ACACAAGTCTTNTGG 
ATAAATGAATCANTTCACCCAANCACCCCGGATTTACTTCTCCTTTGCTCTGGNTNAA 
GT 

NGNTGAACACNTGTCCCCTTTTGAAGAAATCTGGGNCGACAGCTTATGTATCCCCATTCA 

CCCACAACACCCCCAAAAAAAAAAAAAAATTTATTGTCTTGGGGTTCCCCAGGGGAGNTT 

ACCCTTTTTAATGGAAGAAAGGTNCCATTCTTGNGGAAAGAACCCCTNGGGAATGNTTTC 

MNAAGGAAACCTTTCCCTGGGGGAAAMCAACTTGN/yWSGGAAA 

GGCCCGGGGCCC 

Sequence 213 

GCGGNGGCGGCCGTTTGAGAAGCCAGCGCTCACCCACCCGGGGTCTCTGTGCATTGACCT 
TTGGGTGCTGACTTGGAGAAAAGCACAAACACGACCAGTCCCCCCGCGTACCTCGGNG 
Sequence 214 

TCCCCGCGGTGGCGGCCGAGGTACATGCCTACAGATAGTCCCAGCTACTCGGGAGGCTGA 

GGCAGGAGAATCGCTTGAACCCAAGAGGCGTAAGTTGCAGTGAGCCGAGATCATGGCACT 

GCACTCCAGCCTGGGTGACAGAGAGAGACTCCATAAGAAAAAAAGAAAAAAAAGGGGGGC 

AAAAAGAAACAGATGAAACCAATGTGAATAATTTATTTTAACACAATATACCTAACATAT 

TTTTATTTCAATATCTAACCAGTATAAAAATTTACTTGTTTTGCCCTCTAGAGATAGTAA 

GCTCCTTAAGTAAACAGAAGTAATACCTGATTAATTAGAATTCCCAACCCTCATCAAGTG 

TGTGCTTATATAGAAGAAACCCAGTAAATGTTTGTTGATTGAAAGATATTAATACTCTT 

G 

CTTGGATGAGAGTGAGGAAAAAGGTATTAAGTATTGGCTTT 
Sequence 215 

GNGGCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTCAAGAATTGCCGTTGACTCTTTCT 

TTGGCTTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTGTCA 

TG 

GAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTTGAGCAGGTCACTGGGTCCT 

TTACACTTGTGAATTCGAAGCTTGCCAGATGTATCCTCAATGCATTGCCACTTCTGCC 

CC 

GGTTGTTCACAGGCTGTCTGGTACGAGATCTCCGACCAGTCTGGGGGCGCTGGCGGCCTG 

CGCAGCCACCTCAAGATCACAGATTCTGCTGGCCATATTCTCTACTCCAAAGAGGATGCA 

ACCAAGGGGAAATTTGCCTTTACCACTGAAGATTATGACATGTTTGAAGTGTGTTTTGAG 

AGCAAGGGAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCATGGAGTG 

GAGGCGAAAAATTACGAAGAGATTGCAAAAGTTGAGAAAGC 

Sequence 216 

CCGCGGNGGCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTCAAGAATTGCCGTTGACTC 

TTTCTTTGGCTTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTT 

TG 

TCATGGAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTGTGAGCAGGTCACTG 

GGTCCTTTACACTTGTGAATTCGAAGCTTGCCAGATGTATCCTCAATGCATTGCCACT 

TC 

TGCCCCGGTTGTTCACAGGCTGTCTGGTACCGAGATCTCCGACCAGTCTGGGGGCGCTGG 
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CGGCCTGCGCAGCCACCTCAAGATCACAGATTCTGCTGGCCATATTCTCTACTCCAAAGA 

GGATGCAACCAAGGGGAAATTTGCCTTTACCACTGAAGATTATGACATGTTTGAAGTGTG 

TTTTGAGAGCAAGGGAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCA 

TGGAGTGGAGGCGAAAAATTACGA 
Sequence 217 

CCCGCGGTGGCGGCCGAGGTACTATCAAACAACATGATACAATTTAAATGTGTCATAGCA 

ACTACTAGTGGTCACCTGAAATCCATTTTCCCCTCCTTCACAGTAAGAGTnTAGNTG 

AA 

TGAGTGGCCACTCATAGAGAGATTGCATTTCTGGCTTCCCTTGCAGCCATAGGTAGCCAT 

GGGACAAAGTTCTAACCCAGGGGGGGTCCMTCTTTTGGC7TCCCTGGGACACACTGGAA 

GAAGAAGAATTGTCTTGGGCCACACATAAAATACACTGGCATCAAGGATAGCTGATGAGC 

AAAAAAAAAAAAAAAAAAAAAAGTACCTGCC 

Sequence 218 

CCCGCGGTGGCGGCCGAGGTACCATCCTGTTCNACAGAGCCATTGCCTATTCCTAAATTG 
AATCCGACTGGGCGTGCCCCTCCTCGGAACACAACAGTAGACCTTAATAGTGGAAACATC 
GATGTGCCTCCCAACATGACAAGCTGGGCCAGCTTTCATAATGGTGTGGCTGCTGGCCTG 

GCTGAGTTGGCCAATGAGTATGCTGGCTTTCTCATGGCTCTGGGTTTGAATGGGCACCTT 
ACCAAGCTGGCGACTCTCAATATCCATGACTACTTGACCAAGGGCCATGAAATGACAAGC 
ATTGGACTGCTACTTGGTGTTTCTGCTGCAAAACTAGGCACCATGGATATGTCTATTA 
CT 

CGGCTTCTTAGCATTCACATTCCTGCTCTCTTACCCCCAACGTCCACAGAGCTG 
Sequence 219 

GTTATTGGTGGTGAAGACCCGNAGCAACAGTGGGCATGTCTTCTCGCGGTCGATCGGNTT 

CTCTGGCTCCTTNTTAATTTCCTCCTGGGNAACGCGCGACTCCACCGCCATCTTCCTCCT 

ACGGCCTGCGAGAGGCTCCCCCGCGTACCTCGGCCGCTCTAGAACTAAGTGGGATCCCCC 

GGGCT 

Sequence 220 

GGCGGCCGAGGTACCATGATATCATGTATCCTGCTTGGACATTTTGGGAAGGGGGACCTG 

CTGTTTGGCCAATTTATCCTACAGGTCTTGGACGGTGGGACCTCTTCAGAGAAGATCTGG 

TAAGGTCAGCAGCACAGTGGCCATGGAAAAAGAAAAACTCTACAGCATATTTCCGAGGAT 

CAAGGACAAGTCCAGAACGAGATCCTCTCATTCTTCTGTCTCGGAAAAACCCAAAACTTG 

TTGATGCAGAATACACCAAAAACCAGGCCTGGAAATCTATGAAAGATACCTTAG GAAAG C 

CAGCTGCTAAGGATGTCCATCTTGTGGATCACTGCAAATACAAGTATCTGTTTAATTTT 

C 

GAGGCGTAGCTGCAAGTTTCCGGTTTAAACACCTCTTCCTGTGTGGCTCACTTGTTTT 

CC 

ATGTTGGTGATGAGTGGCTAGAATTCTTCTATCCACAGCTGAAGCCATGGGTTCACTATA 
TCCCAGTCAAAACAGATCTCTCCAATGTCCAAGAGCTGNTACAATTTGTAA 
Sequence 221 

GCNGGTACAGCAACAAGAATCAGATGCTCTTTAGAGATCCTCCATTTCATTACTCTAACA 

TTCTTCAATGTGGTTCCAGCCACGCATAGTCATATAGATACTACATATNCAAAGATAAC 

T 

TACTGAAGCTTGTTCACAGAACCAAGCTTTCTCCTGGATAAGCTCTTCTNTCCCCTAC 
CC 

CGCACTTCTTGGGNAAGGTATTACCCCAAAATGCTCTTCAGNGGATTTAAAATAAACAAT 
TTTTTAAAAANANGGACACTTAACACTCACAAAAAAATGGGGGAAATTTTGCTCGGGCCA 
TTGG AC N GCGG AAAC C AAATTACCGGGTTTAACTTCC AAG N ATGGCTTGTC ATTTC AAAA 
ACCTGGTATTGGGGGTCCCGTTCGGAAAAAAANANATAGGATATTAACCCATN I M I I CT 
CATAAGGACCAAGCTATTCTTACNTTTTAATCAACCCAAATTTCCTGGGGGGAAAGGNCC 
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TTTCTTCTTATTTTAGGTCTTCGGGGATAGGTC7TNTANTCCCAATAAATAATTGGGGT 

T 

AGGTATTCAATCCATAATCCTCCCAGGACCCTGGGTTTTCCCTNGGAAGAAACAAGGGAA 
GAGGTCNTTGCCTGGTATCCTCNAAAAGGTTGGAAACCAAGCTTGGCNACTTTATCTTCT 
TAAACTTTCTTTTGGGAAGGAACCCCAGGTTTCAAGATA I ! I I 1 1 I I IGGGGAA 
Sequence 222 

ATGGCCGGCCTGCGGAACGAAAGTGAACAGGAGCCGCTCTTAGGCGACACACCTGGAAGC 

AGAGAATGGGACATTTTAGAGACTGAAGAGCATTATAAGAGCCGATGGAGATCTATTAGG 

ATTTTATATCTTACTATGTTTCTCANCAGATGTAGGGTTTTCTGTAGATGATGATGTCC 

A 

TATGGCCATATCTCCAAAAGANATGAATCCGACAGCNGATACAAAGTTTTTTGGGCTGGG 

TTTATTG C NTC ATATAG NNCTTTGGCCC AAATGG NAN GCTTC ACCCTATATNTTGGGT 
TT 

ATGGNCTAAATTATTANGACCCANAGGA/ . WAGGAGCCTCNTTAATTGGTCTCCCATCTT 

GATTTTTCCCGTGGNAAGCACAACCTGCCCTCTATGCATATCTTCCACCATCCCCAAGCT 

TTCTCATAAANTAAAAATAACCTACCAATGGCCTGGGTTGCNTCCGTNGGGAATTTGNNT 

GGGGAAATTTGGGMGCCANGTTTTTTTCAAGACCTTNGGN^ 

AGAAA 

Sequence 223 

GGGCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGG 

TCAGCCCATTATCTTTAATCCTGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCT 

GA 

GATTTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGA 

GTTGGCTCANCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATC 

AGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTC 

CCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCTACACAAAAA 

CTTGCGAGTAGAGGGTTTGTTTAGAGTACCT 

Sequence 224 

CCGCCCGGGCAGGTACTCCCTGATAAAGGGGAATTTCCATGCCGTCTACAGGGATGACCT 

GAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATATCAGGAAAAAGGGTGCAGACGTCTG 

GTTCAAAGAGTTGGATATCAACACTGATGGTGCAGTTAACTTCCAGGAGTTCCTCATTCT 

GGTGATAAAGATGGGCGTGGCAGCCCACAAAAAAAGCCATGAAGAAAGCCACAAAGAGTA 

GCTGAGTTACTGGGCCCAGAGGCTGGGCCCCTGGACATGTACAGACTCTCATTTTATGAT 

GTATCCTACTGCATCAGGACATTTGTGTCAATGTCAGGTGACGAGGGGAAATGAAAGTGA 

TGAGACGATGAGAGGAGTGAAATACCAAGGACGCCATACTAGGAAACCCAGGTCTATTTG 

TTATCAGAGTAAGGATCAAGCCAGATAGCCTGTTATGTAATTTCTCCGATAAAAGATTT 

T 

GAAAGCAGGTGCTGTGGGCATCTGTATGGGGGAATCGCACTCATAGAATTATTTTCATTT 

GTAAATATTTGGTATCAGGCCCAGCAAGGGAAA 

Sequence 225 

CTCCCCGCGGTGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACGG 

CTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTA 

A 

GACCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCAT 

GGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTG 

AACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTT 

CCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAA 

C 

CCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCT 

G 

AGACAGTCTGATCAGTTTT 
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Sequence 226 

TTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGATGGATAGCCGCTTGCA 

GGAGATCCGGGAGCGGCAGAAGTTACGGCGACAGCTCCTCGCGCAGCAGTTGGGAGCTGA 

AAGTGCCGACAGCATTGGTGCCGTGTTAAATAGCAAAGATGAGCAGAGAGAAATTGCTGA 

AACAAGAGAAACTTGCAGGGCTTCCTATGATACCTCTGCTCCAAATGCAAAACGTAAGTA 

TCTGGATGAAGGAGAGACAGATGAGGACAAAATGGAAGAATATAAGGATGAACTAGAAAT 

GCAACAGGATGAAGCTTATCATCAATTCATTGTATAAAAATAAAGAGATTTTCCTGAGAG 

AACTGATTTCAAATGCTTCTGATGCTTTAGATAAGATAAGGCTAATATCACTGACTGAT 

G 

AAAAT 
Sequence 227 

CNCCGCGGTGGCGGCCGCCCGGGCAGGTACGCAAAGTGATTCAGAGAACGCTGGGGCTCA 

CAGGCGCTGTAGCAAACGTGCAACTCTTGAGGAACACTTAAGACGCCACCATTCAGAACA 

CAAAAAGCTACAGAAGGTCCAGGCTACTGAAAAGCATCAAGACCAAGCTGTTACTAGCTC 

TGCGCATCACAGAGGGGGGCATGGTGTTCCACATGGGAAATTGTTAAAACAGAAATCAGA 

GGAGCCATCGGTGTCAATACCCTTCCTACAAACTGCATTATTAAGAAGTTCAGGGAGTCT 

TGGGCACAG^^AAG^CAGGAGAXGGATAAAATGTTAAA 

TTCTGAMAGGATMTGATGATGACCAAAGTGACAAGGGTACCTCGGCCGCTCTAGAACT 
AGTG 

Sequence 228 

GAGCTCCCTCCTACCCCCTAGCTGAGTAGGCCAGGTTTTGGTGCAAAATCTCCCACATTG 
GCAAAGTTCCTGCATATGCTGCGCAGTATGNGCCTTGAATAAAAATCCTGAAGATTAGAT 
GGTTCAGGCTGCATCATCCCAAAGCAAAGAGCACCTCTTTGAAGCTCACCTGCCCGGGCG 
GCCGAGGTAC I I I I I I I I I I I I 1 I I I I I I I I CAGTANG N AGCTTTAAAACAGTTAC ATAT 

Sequence 229 

TGGCGGCCGAGGTACTACAGGATGATGGCTTTCTCTTCCTCTGGGTCACAGGCANGGGCC 

ATGGAGTTGGGGAGAGAATGTCTAAACCTCTGGGGGTATGAACGGGTAGATGAAATTATT 

TGGGTGAAGACAAATCAACTGCAACGCATCATTCGGACAGGCCGTACCTGCCCGGGCGGT 

CGAGCGGCCGCCCGGGCAGGTACTTNN 1 I I I I I I I II I I I I I I I I I I I I IAI H I M I M 

M I I I I I I I M I I I I I I I I I GGGAACCNGNTACATTGNTCAGTTTTTACTTGNAAAAAGT 

NTTATAG AAN AGTTTTATTGGAATGTTATTTTATTAAGCC NTTTTC ATGGGTTA I I I I I 1 

JTTAAAGTTTAAAAAGTTTTTACAACANGCTGGGNGGGGGGGNTTNCACCTGGCATCCCA 

GCACTTTTGGAGGNCCCGGCGGGCANAAACCTGANGGCGGGGAGGTTTAAAAAANCNACC 

CTGNCCANATTGGNAMCCCNTNTTTTTTCTTAAAATTCCCAAATTAAATTC 

C 

Sequence 230 

GGCGGCCGCCGGGCAGGTACGCGGGGGAGTCAGACCCAGTCAGGACACAGCATGG 
Sequence 231 

CCACCGCGGTGGCGGNCGAGGTACGACGTTTCCATCAGCTTGTCTGTTTCATTCCCTGAT 

GTTACGAGCAATATGACCATCTTCTGTATTCTGGAAACTGACAAGACGCGGCTTTTATCT 

TCACCTTTCTCTATAGAGCTTGAGGACCCTCAGCCTCCCCCAGACCACATTCCTTGGATT 

ACAGCTGTACCTGCCCGGGCGGCCGCTCTAGAACTAGGTGGATCCCCCGGGCTTGCAGGT 

AATNTCGGATATCAAGCCTTATNCGATACCCGTCGACCCTTCGGAGGGGGNGGGCCCCCG 

GGTACCCCAGCCTTNTTGTTTCCCCTTTTAGGTGGAGGGGGTTTAMTTTGCCGCCGCNT 

TGNGCGGTAAATTCAATGGGTTCATTAGGCTTGTCTTCCCCTGTGGTGNAAAATTNGTTA 

ATCNCGGCTCACCAANTTTCCCACCACAAACCAATANCGNAGNCCCGGGGGAGGCCATTA 

AAAAGGTNGTAAAAAGCCCTTGGGGGGTTGGCCCTAATGAAGTGGAGCCTAAACTTCACA 

ATTAAATTTGCCGTTrGGCGCTTCACTTGCCCCGCTTTTTCCAAGTCCGGGGA 
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Sequence 232 

CGGTGGCGGCCGCCCGGGCAGGTACTTTA I I ! I I I I I 1 1 I I I I I I I I I I M \ NCTTTNA 
A 

AAAAAAAAAANGATATTTTAATATATTCAGATCCNCAAATATGAAATAAAACTAAG N NGA 

GCTGGTATTCATTTACACATAATTATCTTATACCGTTNGGAATAAGAATTTGGGGCNC 

GT 

TAGC AAACCAAAAGGCTCAAAAAGACGTCG N GATATTTAGTTCTTGTC TCCCTCTACAAA 

NGGGAAGCACTNTTTTATCCGGCATTCCTAGGGGNGTTCCTATTTTCAA 

Sequence 233 

CGGTGGCGGCCGNCCGGGCAGGACGCGGGGGCCAGTTCTCTTCGGGGACTAACTGCAACG 
" * GAGAGACTCAAGATGATTCCCTTTTTACCCATGTTTTCTCTACTATTGCTGCTTATTGT 
T 

AACCCTATAAACGCCAACAATCATTATGACAAGATCTTGGCTCATAGTCGTATCAGGGGT 

CGGGGACCAAGGCCCAAATGTCTGTGCCCTTCAACANGATTTTGGGCACCAAAAAGAAAT 

ACTTCAGCCACTTGTAAGAAACTGGGTATAAAANAAGTCCATCTGTGGGACAGNAAAAAC 

CGACTGTGGNTATTATGGAANTGTTCGCCCTGGGTTATTATGGAGGAATNGGGAAAGGGA 

AATGGAAAAGGGCTGCCCAAGNCANTTTTT^^ 

CACCTTCTGGGGGGATGCGGTNGGGGGAGGCNCACCCCACCAAACCGGNAAGCCGCCTTA 
TTTCCTTGGACCGNCCCTNAAANAAACCTTGAAGGGGGAAGGGGNGGAATCCGGAGGGGG 
AAAAGGGGGGA 
Sequence 234 

CGCGGAGGCGGCCGCCCGGGCAGGTACAGTATAGGTTGGTTTTGCCTGTTTTGACGCTTT 

ATATATACGTAGACACACATACACATGTATATATACACACACACATTTTACATATATATA 

TGAAACTGTATAATGTGTTCGCTTCAGTGTCTGGCTGCTTTTACTCAACATTGTGAAAT 

T 

AATTCCTGTTATCGG N ATATGGGTATC N AAATTTG NTTTGCCCTAGTTTTTGCCTTCTC 
A 

TTGCTTTCTGAATTGGGGGCAGCTTTGCCCCTCAAGGGGAAATTTAGCAATGTCTGGAGA 
CAI I i 1 M 1 I ATTTTCATAATTTNGGGAGGGGACATGGGGGGAGGTTTGGTGGCTACAGG 
AACCTTAATTAAGGTTCGAGGGACAGGGGTTAGGTGCTTGAACGGTTNCCACANGTAACA 
CTTCGGGCNCGCTTNTAAGAAACCTAGGTGGGATTCCCCCCCNGGGTCTGGCNANGGAAA 
ATTCCGANTATTNCNAAGCCTTANTCGANTACCCCGGNCGACCCTTNGANNGGGGGGGGG 

Sequence 235 

CGCGGTGGCGGCCGAGGAC 1 I 1 I I I I I I I I i I I I I I I I I I I I I I I I r A TAAT AATTTTGT 

CATTTTTGTAGAGACAAGGTCTCCCATGTTGCCCAGGCTGGTCTCAAACTCCTAGGCTCA 

ACTGATCCTCCTACCTCCACCTNTGCCTCCCAATTATCCCCAATTGAGAGATGAAAATTC 

TGACAAGCTCTCAAACGTTAACTGACTTGCCCATAAATGACAGTTCCAAAGTTATAAGGG 

CCTAGNAACNTTGAATCCAGGTNCTGTTAGNAAATTCTAGGGTTTGAGAAATCCCATATT 

TCTNTCCACTTCCCGCGGTACCCTGCCCCCGGGGCCGGGCCGCCTTCTAGGAACNTAGGT 

GGGATCCCCCCCGGGGCTTGCAGGGAATTCCGATATTCAAGCCTTATTCGGATAACCCGT 

CCGACCCTCGAAGGGGGGGGGGGCCCCGGGTACCCAAGCTTTTTTGTTCCCTTTTAGTGG 

AGGGGGTTTAAATT 

Sequence 236 

GCGGCCGNCCGGGCAGGNACCTACGCCACAGACAGCCAGAGGGAAAGCGACCCAGACAGC 
AGCCCCTCCTCGACAGGCCCACCCTGCAGCTCAGGCACCAAGAAAACAGCCGATACTGGC 
AGCCATTGCAGCTCCAAACTGCANNAGGCAAGGCCAATTTTAACTTTTCAATTTACAGTC 
GATTTTGAAGAGCTTTCTACATATCCGGTTATGTAA 

ATCAGTTCTTATANAACCAGCCTCCGATTCAAGTCTTTAGGCTAAAATTTTATAGGTCC 
T 
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AAGGGTAGGTATGGTTAACAATTTTGGAACCTTTTTGGTCCTTAAAGAAAAAGGTTGGAC 
TTGTTTCAANATANTTTCTNTCTTACCTNGTGAAAAGGAAAATCNTTACTTTTTTCCTAA 
TTAAAAAGGAATTCTTGTTACCCTTCGGGCTCCGCTTCTTAGGAAACTTAGGTGGGGATC 
NCCCCCCGGGGTCTTGNGAAGGNAAATTTTCGAATATTCCAAAGGCTTTTATTCGAATAC 
CCCGGCTCGGAACCTCGGNAGGGGGGGGGGGGCCCCGGGGTACCCCCAAGCI Mil INGT 

Sequence 237 

GCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCT 
G 

ACTTTTTTGTGGAGAAACTCCGACATGAGAMCCTGAGATTTTCACTGAGTTGGTGGTCA 

GCAATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAG 

TGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGT 

CTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTG 

CCCAGATATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTA 

GAGTACCT 

Sequence 238 

GGGGGGGTGGCGGCCGAGGTACGCGGGGATTGTGTGCAAAATCAGAGAGGGGTGCAAGGA 

TCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCAATACGGNAGTATGAGCTTCAA 

CCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAAGAGCCCAGAAATTCCCAATT 

GAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCATCCT 

TGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACCAAGAAGTGTGAGAA 

ACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCCGTAGTTGACACACCAGGCATTTTCG 

ACACAGAGGTGCCCAATGC 

Sequence 239 

CCGCGGTGGCGGCCGAGGTACCAGTTAAGTGAACAGCTCGTCTAGGTCTGCTTTTGTAAC 

ACCCAAATACAATTAGCACTTCTCTGCTGGTATTCCCTGGGCCGTCTTAATTATCTAG 

AG 

GCCAGGAGGCAAAGCCTAGCACGTAACAAAGTATGTGCTTTGTAACTGCTGATTAATTCA 

GTTTCTTAACTAGGCAGAGCAGGTCATCAGTGTATCTAATTCACACTATTAATACACTG 

T 

CTTGCTGAAGAGTCTGACCCTGCCCAGGAACCCCCGTTATGGCCTAGCCCCAGNGGGAAG 

NCAGTAAAACCTGCCAANAGCCAGGAGAAAAAAGGGGGGCCAGTCTTAAGAATGAAGGCC 

TAGGTGCTTGGCCTGGAGCTCCCAGT1TTAGGGTCCTGGTTACTGTTTCTGGTTTCCAAC 

TTATTAAAATCCAGGGGATGGACCTGGTTACCTCAGATTTCAGGTTGCCTTATGGTAGGA 

AAAATAGGAATGCCACAGGCCAAAAAACATTAATTTTGGGGGGGATGGACTTGGGCAGNC 

ACCC I I I I I I I I I I CCCTTTTC 
TT 

Sequence 240 

GNGGNGGGCCGGCCCGAGGTAC I I I I I I II I I NTTTTTTTGGTATGACTATAGATGGC 
TA 

GTGNGTCTTTTTATTAGCTATCANCGTTCATTTAACAGACAAAAAATTCAAGTTCAATG 
N 

NNGGNCATTAAAATACGGAAGAATTAACAATAAGTTCATTAATCAATCTTTCANCTGTT 
C 

CTATTTTATCACAAATNACTTTTCCTANAATTGGAANAAGGATNCATGGGAAGGGGACAA 

GTCTTGGAAAAACGCAAACCGTAATTGTGTTCTTTCAAATTCCATAAAAGACACTTCAGG 

NNCAAAAAAATAAATAAACMGGNAAGGGCCGCNTCATTACCTNTTAGTTTNGGGGNGTN 

GGAAATTGAATCATGGCCAAGTGCCTAAGNGCNTTTTTGCTGNTNAGTTAACCCNCCGTG 

CCCGCGTCNTAGGAAACCTATGNTGNGGATCCCCCCCGGGGCCTTGCCANGNGGAAATTT 

CGAATAATCCAAANGCCTTTATCCGGAATACCCCGTCCGGACCCNCCGAAGGGGGGGGGG 

GGG 
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Sequence 241 

GCGGTGGCGGCCCGGTGTGCTGTGCTCAGCTGCCTTCCAAAGGAGGAACAAGATCGGCAA 
GTGCTCGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAACATGAC 
GAGAGTGTTGTAAAGTGTGGAAATGCCTTCTTAAAGTTTATAAAAGTAAAATCAAATTAC 
Al I 1 1 I I I I CCAAAAAAAAAAAAAAAAAGTACCT 
Sequence 242 

TGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACAT 
TTGGGGTTATATTGAAGAAGGTTACGCNACAGAGTGTGAATAGTGGAAAAACCTTCAGCA 
TATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCTTATTTGGA 
G 

AAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCA 

ACCCCATGAAGCCCAAGGATGGTTCAGAGGAGCGTGACTGTGAGTACCT 

Sequence 243 

GTACGCGGGGTGCTGGGATTACAGGCACGAGCCAGTGCGCCCAGCTGCCTCTGTTTCTTT 

TATTAAGCTGTTCTGGACTGTGGGGCTCCTTGGGCAGATGCTGTATTATGGGGATAAGCC 

ACACACTTTTTGAACTGGCCCGGTCAGGGGGGACATAACCATTTNCTCTGC^C 

MTCCCCAGCTATTGTGAGTGTAGGCTCCTCCCCTGCTTGAGTMTGGCCACAGATCTTG 

GCTCGGCACTCCTAAGCTGCATGTTGAATTCCTGGGACAACAAGACTGGCTTGTGGTTCC 

ATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCACTAGGAGATCTGAAATGCTCTCAGGC 

CACCAGGAAAGTACTGGAAGTAAAGTCTGACTCTAAAGAAGATGAAAATCTAGTAATTAA 

TGAAGTAATAAATTCTTCCAAAGGGAAAAAACGCAAGGNAGAACATCAAACAGCTTGTGC 

TTGTAGTTCTCAATGCACGCAAGGGTCTGAAAAGTGTNCTCAGAAGACTCTNNAAGAGAC 

GAAACGAACCCTGTGCCTGTAACTTTTGAGGNGAAAAGAACAAAAATGGCTCTTAGGNGG 

TCCCGAAAAAAN 

Sequence 244 

TCCACCCACCTCGGCCCTCCAGTGTGCTGGGATTACAGGCATGAGCCACGGCACCCGGCC 

CTGGTTTGCTTTCTGAACCATGTCAATACAGTACCACCACAGTTGCTATCTCTTGAAC 

AT 

CTTTCATTAAAACATCACCGTCTAGTTTGAGAATACTTTTAAGCCTGCTGGCCTCCTTT 
G 

GGGCATTC \ MM ICTCTTTTCAGCACGCATCTTTCTTTTCCACTTACTCCGTAAGCTT 
T 

TAGCCATGTTTTACCTTGAGGGCCGAAGTTAACTTCAGCGGGAGTGAACGACAGGGGTGG 
GCTCCACTTTATCCAGTGCACTCGGAAGCCGGAGGGCCCCCACCAAAAAGAGCAAGGGGA 
ACCCTC 
Sequence 245 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACAATTGCTTGAGTGAGTTCATGGTCCGTAGG 

AGGATGACCACTAGCCCACCACCTTCCACTGTTTCTACAGTCCTGGNCAGCAAGTTTGGA 

GTTAAGGCTTCAAAATCCTGCAGCACACACATGCCGAAGGTATTGCCCAGGATCTTGTGG 

GTCTCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCTATGAAGAGTTCAAAGGGGTCG 

TCCTGCTTTATGTTCAGTGTTCCATTCTTTATTTTCTTCTGCAGCTGTCGCA 

T 

Sequence 246 

GCGGCCGTGGGGATCAGCGTAGGTGAGCTGNGGCCTTTTGCGAGGTGCTGCAGCCATAGC 

TACGTGCGTTCGCTACCGAGGATTGAGCGTCTCCACCCATCTTCTGCGCNGNCACCATCT 

ACATAATGAATCCCAGTATGAAGCAGCAACAAGAAGAAATCAAAAGAAGAATATAAAGAA 

ATAGTTCTTGTCCCAAAGGAAGGAAACTCTTGAAGGATTGAATTTCAGCCCTTCTTGCAT 

CTTGGGATCTCTTGGTTGGGAAACGGAAGGAAANAAATNGGAAGCCTTGTCCCGCAAGNG 

CTTTGTCCANANAAAGGGGAAAACCATTCTGGGGAATGGACCCACCTTTAAACCATCTAC 

CAAACCTTCCAAGCCCCTTGGGGGGGTNTATTTGGTCCCCAACACAAAAAAATAGAAGTA 
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TAAAGAAATANAGGTTANCCTTCGGGCCCGCTTCTTANGGAACCTAGNNGGGGAATCCCC 
CCGGGGCCTTGCCAGGGGAAATTCNGGAATNTTCAAAAGCCTTTATCGGAATACCCCGTC 
CGGACCCTTCGGAGGGGGGGGGGGGCCCCGG 
Sequence 247 

GGCTTGCTTGACTAGATGAGCTGCTATAGTAGCCAATCCTGTTAGACTTGGACCATTGTT 

TGTCTGAAGAANGGGAATCTGTCGCTCGCCCTGAGCACTGTATTTATTCCCCTTACTCAA 

GNCCCAAGGGACTTCTCCAAGTAGCCGACAAACTCTGCCGGGCCGCCCGCCATCTTCCGG 

GCCCGCTCTAGAAACTAAGTTGGGGATCCCCCCGGGGGCTTGCAAGGGGAAATTTCCGAA 

TATCAAAAGCTTATCAGAATAACCCGTCCGAACCTTCGGAAGGGGGGGGGGGGGCNCCGG 

GGTACCCCAAGC I I I I I I GTNTCCCCTTTTAAGTGGAAGGGGGTTTAAATTNGCCGCCGC 

NTTGGGCGGTAAANTCANTGGGTCATTAGGCTTGTTTTCCCTGGTNGTCGGAAAAATTTG 

NNTTATTCCCGCTCACCAAATTCNCACAACAAACAATAACCGAAGCCCGGGGGGAGGCCA 

TTAAAAAGGTTGGTAAAAAGNCNCTTGGGGGGTGGCNCTAAATGGGAAGTNGAGCCTAAA 

CTTCACMTTAAATTTGCCGTTTGGCCGCTTCACTGGNCCCGCI I I I'TCCAAGT 

Sequence 248 

CCNCTCCCGCGGTGGCGGCCGAGGTACTTTN 1 ! I ! ! ! ! ! ! ! ! FT U TTT I I MC I I i fTi 

I I I I 1 T I I I M l I I I I I I I NCAGAGACNAGGAATTTAATTAGGGNTGTAACAAATGGTTA 

ATTNTAGNAAGAAAAACCAAATTGAATAATTTTCTAACTCACTTGGCAGGGGGGGNCTCG 

CANCCNTAATGAACATCACATAATGAAGTTNCTCCTTTCCANATCTATAAACAGGCTCAT 

GTAACTAACTGATNCTCAGTAAAANGGNNCATAATCCAAATNTNTNTAACAAANGGGGCT 

TGCTATAAAATCTCTTACATTTTAANACTTACTCTTAANAAATCATCTATTCTTCCOTC 

Sequence 249 

AGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAAGCTGGAAGAAATAAGATTGGG 
TGACATTTGGGGTTATATTGAAGAAGGTTACGCCACGGAGTGTGAATAGTGGAAAAACCT 
TCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCTT 
AT 

TTGGAGAAGTTCACAAAGCCGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTC 
AATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCAT 
CCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAGAAG 
AAGAATGGAGAGCCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGAGTACCT 
Sequence 250 

CGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCA 

GCCCATTATCTTTAATCCGGAC I I I I I I GTGGAGAAACTCCGACATGAGAAACCTGAGAT 

TTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGAGTT 

GGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGG 

ATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCC 

ACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCTACACAAAAACTT 

GCGAGTAGAGGGTTTGTTTAGAGTACCT 

Sequence 251 

TGGCGGCCGAGGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCG 

TCTACCCGGGAATCCGGGGTCCCTGACCGATTCAGTGGCAGCAGGG 

Sequence 252 

AGGTACATTTTACTACGCACCCTTACGCATTC I I I I I CTCACCTCTGT GTGTGTGTGTG 
C 

GTGCACATGCACACACACAAATGGGTGAAACAATTCTCACCATACCAAGAGCCACCGCGC 
CCTGCCGAGAATTTGCATTTCTAACAAGTTCCCAGGTGATGCTGACACTGCTGGCTCATG 
GAACCACTGCTGTAGTATTTTCCAAATTATCCTGATTCTAAGAACCACCTATGACCTGT 
G 

CTGI I I ! I I CTGTGGTTACTGGCTCATGTCACATAAATTCTTTTAGGATTCAAACATGT 
T 
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TGTGATATTACTCAGTATTTACATCTTGCTTTTACTGCAGCATGATGGAAAAATTAACC 

A 

CAGGTATATCATAACAAAAAGAACATGAGTTACCATTTTTCACAAAGTTCAGATATATT 
T 

AAATTAGCCTATTTAATC 1 1 I I I I I IGGGT 
T 

Sequence 253 

GGGNGGCCGGGCCCGCCCGGNCAGGGTAC I 1 1 1 I I I I I 1 1 I M M I I ICTACCAGTAG 
CC 

TATTTCAGATTTATTAAAAAACACATAGGTAACCGAGTCANAGCTTTGGCTAGGAATGAN 

TTGGAAAAGAACTGAAGGCATAATTCCACAGGACATTCACAGTTAGTGTGCTAGAAGACA 

NGAGAGGGAAGCAGGGAAAAGTGTTTTTAAGAAAGCATTTGCGGGCCGGGACAAATGGGA 

AAGGGCCCGGGCTTTCATCGAAATTCCCTTGTTTTGCCTTGGATCCCACAATCTTGCTTG 

GGAAAAGGGTGGGGACAAGAAGGAAGNGCCCAAGGGATGGGGAGCCACCCGATCCCAAGA 

CCAAGGAAGTANTTTTGCCGCTCCCGGGANGGGGGGGCAAATTGGATCCTTTGGAATCCT 

TCAATGGGTGGCCTNGGGGGTAGCTTAAGGGGGCCCGGTGGAATCCTCCTTTCTNGCATT 

TCCGG_GjGj3,CCGGGCNAAATNGGGGA^AGGGGGGTACCCTTCGGGCCCGC I I CTAAGAAACC 

TAGGGNGGGGGATTCCCCCCGGGGCTTGCANNGGAAATTTCGGAATATCAAAA GCCTTA A 

TCGGATACCCGGCGNACCTTCGAGGGGGGGGGGGGGCCCCCGGTACCCAAGCTTTTTGGG 

T 

Sequence 254 

CTCACCGCGGTGGCGGNCGAGGTACTCATGGNTGCTGNAAATCATGGCACGCCCGTTCTG 
CAGGGNTNTGCTTAGCCAGGCTCCTNTGAGATCTGGCTATTNTGNCTTGTGGATNNTCAG 
TCCCCGNGTACCTGCCCGGG 
Sequence 255 

CTCCCCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGTGCAAAATCAGAGGGGGGTGCAA 

AGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCAATACGGCAGTATGAGCTT 

CAACCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAAGAGCCCAGAAATTCCCA 

ATTGAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCAT 

CCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACCAAGAAGT GTGA 

GAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACACACCAGGCATTTT 

Sequence 256 

ANCGCACACCACCACNTCTGATTAATNTTTTGNATTTAAANNTTTAGGTGGGGCTNCACC 

ATGTTGCCCAGACTGGTNTTGAACTCCTGAGCTTAAGCAATCCACCTGCCTCGGCCTCCC 

AAAGNGTTGGGATCACAGGCGTGAGCCACCGCATCCGGCCTCATGTTCTTTTTCATTAAA 

GAGAGAAATCAACTATTCAGGACCGGCCCCCACCTTTCCTCAGGAGTC ATTTCT GTTCCG 

CACAGGCCTGCTGAACTGGGTGCTTTATATAGGGNANAGGGGGCCTCATTTTTNGTTCCC 

CTGNCCCNCAAGCNTTANGGGGCAAAAANAAAACCATNCCAANAATTTGGNAAAGGGNNT 

1 1 1 1 II 1 M 1 NAAAATNNGGNNNGGGGGGGGGCCCCCCTCNCTTGNGGTCGGGNGGNTTT 

TNCNGGNGNNAAAAAAAAAAAAAAAAA 

Sequence 257 

AGCTCCCCGCGGTGGCGGCCGAGGTACTCTGACTTGCAGGGCCCAAGACCGGCCTTGCGA 

GCGTCGTTGGCTGATGGGAGTAGAAGCCACAGAGAGTCTTCCTCTTGGAGGTACAGTCAA 

TTCTGAGGTTTGGGCGTCATAGACTAAACCCAGAAAACAGAACATTGGGAAGTCTTCGGA 

ATATTCTCTATCTTCTTCACCAACGAGTAAGACCGTTTTG 

Sequence 258 

GGCCACGTGACCGACGCCAACATNGCGGCGCCCAGTGGCGTCCACCTGNTTTTCCGCAGA 

GGTTCTCATAGAATTTTCTCTTCACCACTCAATCATATCTACTNACACAAGCAGTCAAG 

C 
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AGTCAACAAAGAAGAAATTTCTTTTTTCGGAGACAAAGAGATATTTCACACAGTATAGTT 

TTGCCGGCTGCAGTTTCTTCAGCTCATCCGGTTCCTAAGCACATAAAGAAGCCAGACTAT 

GTGACGACAGGCATTGTACCTGCCCGGGCGGCCG 

G 

Sequence 259 

GGTGGCGGCCGGCGGGAGGCTGACGAGAGCCCGGGAGGCGTTAGCGAAGGAAGAGAAAAA 

CCGAAGACGAAGCCACTACAGCCCCGCGTACCT 

Sequence 260 

GGAGCATAAAGNTGTAAAGCCTGGGTGTGCCCTAATGAGGTGAGCCTAACTTCACATTTA 

ATTGCGTTGCGCTCACTTGNACCGCTTTCCAGTCGGGGNAAACCCTGTCCGTGCCCAGNC 

TGGNATTAAATGGAAATCNGGCTCAAACGNCGCCGGGGAGAGGAGGGCCGGGTTTTGCCG 

GTATTGNGGGCGGCTTCTTTCCGCCTTTTCCTTCGGCTTCAACTTGAACTCCGCTTGC 

GC 

TTCGGGGTNCGGTTTCNGGGCTTGNCGGGGCGNAGGCCGGGTAATNCAGCCTTCAACTTC 

AAAAGGGCNGGGGTAAANTAACNGGGTTTATTCCCCACCAGGAAATTCAAGGGGGGAATA 

NACCGCCANGGGGAAAANGAAACCATGNTGGAGCCAAAAAAGG 

Sequence_261 

TGTGTTGAAAAATTGTTATCNNNCTTCACAAATTCCACACAACATACCGANGCCCGGNNA 
GTCATAAAGTGTAAAAGCCCTGGGGTGCCTTAATGTAGTGAGCTAACCTCACATTAATTG 
CGTTGNGCTCACATGCCCGCTTTTCCAAGTTCCGG 
Sequence 262 

GGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGACGACATGGAAAAG 

ATCTGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCCCCTGAAGAGCATCCCACCCTG 

CTCACGGAGGCACCCCTGAACCCNAAGGCCAACCGGGAGAAAATGACTTCAAATTATTGT 

TTGAGACTTTTCAAATGTCCCANGCCCATGTATGTGGCTTATCCAGGCCGGTCGCCTGTC 

TTCTCTTATGCCTCTGGNACGCACATCCTGGCATCTGAGCCTGGACTCTTGGAGATNGGG 

TGTTCACTCCACAAATTGTTCCCCCATTCTTATNGAGGGGGGCTATTGCNCTTGGCCCCC 

ATGNCCNATCATTGNCNTTCTNGGATTCTGGCCTGGCCCGANGAATCTTCACTTGAACTA 

CNCTTCATTGGAAANNATCCCNTGGACCTGGAANGCGTGGGGCCTAATTTCCCTTTCGGT 

TTACCTAACCTGGCTTGNAAGCCGNTGGAGGAATTGGTTCNCGGGGGACCAATTCAAAAG 

GGAAGAAAANCTGG 

Sequence 263 

CTCCCCGCGGTGGCGGCCGAGGTAC I I I I I I I I M II I I I I II I I I I GCAGCCG I I I I I 
C 

TTACTAGAAGCTAGGCNGAAAGAGTTGTTACTCANATTTCTTGAACTTGAGACGTCAAAG 

GTGAGACGCCAGCCAAGGAGAAGGGATGGTCAGGGACCTGCCCG 

Sequence 264 

CGTGCGGATCTTCTTCTTTTTGNGGCTTCCTTCANGGGGTCAANAAAACCCTTCTNGGCC 
TTTAAAGCCTTCGCTTTGGCTTC AGCTTTAGG AGGGGCAGG AGCTTCC NCCTTCG AN NTC 
GGCGCCATCTTGNGAAAAGCCCCGCGNACCT 
Sequence 265 

AGCNNCCCGCGGTGGCGNTNGCCNGGGCANCCCGCGGGGGTGGAAACCTCTTCAGCATTN 

GCTTNNNNTCAGGGGGCTAAAAAACCCANCAACCGGGACCCCAGCTTTTCAGAACTGCAG 

GGNAACAGCCATCATGAGNGAGGGCACCAAGAATTCCCTGGAGAAAATCCTTCCACAGCT 

GAAATGCCATTTCACCNGGAACTTATTCAAGGAAGACAGNGGCTNNTNGGGANCGNGGGG 

ATAGAGNGCGCAACCAGGGNGAAANNTTAAACACNGAGNNCAAAGNGGNCGNGGGNCCCN 

CGGCCGCTCTAGAACCAGGGGACCCCCGGGCCCGCAGGGAANNCCGANANCAAAGCCNAA 

NCGAAACCCGGCNACCNNCGAGGGGGGGGCCCCGGACCCCAGCNNNNNGGNCCCCCNNAA 

GGGNGGGGNAAANGNGCCGCCNNGGCGGAAANCAAGGGGCAAAGGCNGGNNCCCNGGGGG 

NAAANGGGNANNCCGNNCACAANNNCCNCACAACAACCAAGCCCGGGAGGCANAAAAGGG 
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GAAAAGCCCN 
Sequence 266 

AGGTACTTTTCTAGGTATTGCTGGGCAAGATCCTTGTTGGAGTCCTCCTCTTTTGCTG 
CC 

CCACTCAGAGGATAGGCAGAGCAGACTGGCAGACACAACAGCACAAGGAATGCAAGATGC 

ATCATTCTCACTGCCCTTACCTTCTTTGTCTACTGGGCTTCTCCCCGCGTACCTGCCC 

GG 

GCGGNCGNTCGAGCCGCCGGGCAGGTACTACCTGNACCAACTTTTTCATTTGGGCATCAC 

AAAGACGAGTCTTCTGATGTTCTATAAGC AATATG NTTATATGAAAGN CAGAAGTTTAGC 

GAAAATTCGGCCTAAACAGNAATAAATGAAAATGGANTGGAAATCAAAGNNCTTAAATAG 

AACANGAAGGCNGGGCACCGGNGGNTCACGCCTNGNANNCCCAGCACT 

T 

Sequence 267 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTACCTCATTTCCTACCAATCATT 

TTAAGAGAATTTGGTTGTATTTCAAAGAACAAAACAACACAATTTCTGTCCTGCTGTTT 

A 

TTTTAGC^GTGGTCGCGGCCGA 

TAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTTGCCA 
AGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTC 
G7TCCAGTTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATG 
TA 

AAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACAT.AAT 

TGTCCGGATTCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

Sequence 268 

NATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATTTATATGAAAGTCCTCACTTTCAGA 
AGCAGAAAAGGAGTAACTAGATGGGCATTTTCTATACCAGCTAAGGCTTTAAACATAACA 
ACGTCTACTGAACTATTTTCTACTTACTTTGACTGAATAAGCCAGTGAGATCGTGACTG 
C 

AAGTGGAAGACCTTCTGGCACTGCGACCACTAAAACTGTAACTCCAATAATGAAGAACTT 

CACAAAGTATTGTATATAAATTGGTGTGCACTCAGCAAGCCATGGTCTTTTCTGAACCCA 

GAAGGTGTCAATGACAAAATATAATACTAGAATGATAACTGTGATGGCAGGCATCAACAG 

ACCTTTCAGAATAGAAATGAAAGAAAAATGTGATTATTAAATTTCCAGACACTAACCCTT 

GACAGATATAAATTAAACACTGTAAAGAGTTATAACTTGCTTGATAGTATTGAATTTCT 

C 

TGAGAAATTACTTCTTTCTTGCACCTTATAACTTGACATTGTCAGATTTAAI I I ll 

Sequence 269 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATAGTGGAGGCACTGAAAGACCA 

GCAGAGGCATAAGGTTCGGGAAGAGGTTGTTACCGTGGGCAACTCTGTCAACGAAGGCTT 

GAACCAACCTCGAGCGGCCGCCCGGGCAGGTACAGATGCACAGGAGGCCATAGGGTTTAG 

GCAAAGGGGAGCACAAAAGTTGAAGATGAGGCGCTGCCACCAATGCTGGGACTTCAGGCC 

AGGGGCAGGAGCTGAGGAAGCCACAAGGGAGGACATTTTCTGCAGTTGCTGAACCAGTAG 

CAACCAGGTCCTGAGAAAGCCCTCTCTTGTGGAAGAATAACAGCCAGGAGGAAAAGCTTT 

TCATTCTGCAAAGCTGGGGCAGAAAGTTCTTNTTTGAATCCCGCGTACCTCGGCCCGNTC 

TAGAACTANTGGATTCCCCCGGGCTGGAGGAATTC 

Sequence 270 

GTCTTCGGNTTTTCTCTTC I I I I ICCAGGGCCTCCAANCCCTCGTCAGCCTCCCGC 
Sequence 271 

GGGAGGCGNNAGCGAAGGAAGAGANTNTTCGANGACGAAGAAAACCCAGCGCCCCCCACG 

NACCT 

Sequence 272 

TTGGAGCTCCCCGCGGTGGCGGCCGAGTCCCACAGTTAGCTGCAGCAAAACGCAGGCTGC 
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CTCAGGGAAAGGAGCCTGGGTTGATTAACTTGTGTGTCAATGTCCCACCCGTCCCAGGTA 

ACATTTTGCCCCCTGAGGTCCGGGGTAATTTAATGGCTGCTGGACAAAACCTCCAAAGTT 

CTTGAAAGATCAGAAATGATAGCTACCTGGAGTCCAGCTGTACGGCACTTGGCGTAAAGC 

CGCTTCCCTCAAGAGTAACTACAATCTTCCCATGCACAAGATGATTAATACAGATCTTAG 

CAGAATCTTGAAAAGCCCAGGAGATCCAAAGAGCCCTTCGAGCACCACGCAAGAAGATCC 

ATCGCAGAGTCCTAAAGAAGAACCCACTGAAAAACTTGAGAATCATGTTGAAGCTAAACC 

CATATTGCAAAGACCATGCGCCGGAACACCATTCTTCGCCAGGCCAGGAATCACAAGCTC 

CGGGTGGATAAGGCAGCTGCTGCANCANCGGCACTACAAGCCCAATCAATGAGAAGGCCG 

GCGGTTGCAGGCAAGAAGCCCTGTGGTAGGTAANAAGGG 

Sequence 273. .. 

TNTTAGGGNCAAACACGGCCCCAGCCCGCGNCCCAGNCNGNGCGAANGATTTTTTCAGGG 

NGACAAAAACCCAGGNCACCCACCTGCCCG 

Sequence 274 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCGCGTCGATGCTATGCGCTCAGTTC 

TAGTCAGAATAATCTTGCTCATCCTCCAGCTCCCCCTGTTCCACCAAGGCAGAATTCAAG 

CCCTCATCTGCCAAAACTACCACC^ 

GTACGCGGGGGAGGAGCCTGAGGAAGAGGGCGGCGACGGTGGTGGTGACTGAGCGGAGCC 

CGGTGACAGGATGTTGGTGTTGGTATTAGGAGATCTGCACATCCCACACCGGTGCAACAG 

TTTGCCAGCTAAATTCAAAAAACTCCTGGTGCCAGGAAAAATTCAGCACATTCTCTGCAC 

AGGAAACCTTTGCA 

Sequence 275 

CAGCGAGCACGCGTNTTCCGCAACCCGAAACCNCCTTACAGGAGGTTTAANACNCANCCC 
AACGGGGAGAGNGGGGGAAACATGANGACAGANNNNGGGGGAANGAAAATGGNACCTCGG 
CCGCTCTAGAACTA 
Sequence 276 

AGGTACGTTCTATTCCTGCTCCTATTAGGTCCTTCTCACCGCACCGGCCCTCGGTCGATT 

ACGCCTCTCCAGTTCTGCTGGGGACGTTCTAGCCTCGCCCCANCCGCGTCGATCTTTATG 

TTATACCGTCACTCCCAGTGCCCTAATGGAACTATCCCTCCACTACTCCCCCTGGTTCTA 

CCCGGCTCCAGAGCCTCTCCCGGCCCACTAA7TTATTCCCAAATTCTAGGCCCGGCCCCA 

TCAAGCCCTCCCCGCGTACCTGCCCG 

Sequence 277 

GACTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGAGCGGGCCCTACCGTGTGCGCAGAAA 
GTGGAGGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCANCT 
GTTCGNTGCTTCAGGGCCTGCTGA Mill GGAAATGTGATTATTGGTTGTTGCGGCAT 
TG 

CCTGCTGCGGAGTGCATCTTCTTTGTATCTGACCAACACAGCCTCTACCCACTGCTTGAA 

GCCACCGACAACGATGACATCTATGGGG 

Sequence 278 

TTCGCCCGGGCAGGTACTTTCATCCATAAAGGCCTGCAGCTGTTTCACTGATCCTTGCAG 

TTCATCCATCACCAACTCCATACAGTCAAAGACTTTGCTCTGGTTCTGTAATATTTTCT 

G 

GTAGTCAGGTTTTGTATTAAGAACTTCATTCTGAGAAGACCCAAGATATGTCATAGGTTC 

CACTTTGACCTCAGTAATTTTGGCCTCAGTTGATCCTCTGGACAATATCTCTTTAGCCT 

C 

CTGCTGGTAGTGAGGCAAGAGCTGATCCCAAGTCTGACGTTCTAAAGAAAACTTTGTTAT 

GTATTCCTTCATCTCAGCCACAGATGCTTCCAAAGAAAAATCTGATGCTTTTCCATTTG 

A 

ATCTTCAAAACATTTTTGNAGAGTTCCATCAGTTTCCAGGCCGTCTGCAAAATGTTTCA 
A 

TTCTTCAGAAAGAGAAGATGCTTTGGCTCTAAAACTTTCAAGACTGAAGCCCTTAGTGGC 
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CCTTANGAAAGGGT 
Sequence 279 

CACTGTTCTTTCTTTCTAATAAAACTTTC I I I I I CGAACCTATACTGTCTTCTGTAAATT 
CTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTCCGATGCCAGGGTTCTGACACCT 
CACCTGGCATAATATAAAGTG 1 1 I I 1 1 1 1 I 1 I A TACCCTTCCACTTGGAAAGACTACAG 
A 

GGAATCTTGCNCTGCATAGTTCAAACTAAAAAGAGAAGAGTTAATTACCTGAAAAGCAAG 
AGAAAACAAGAAGGGGTAMTTTTGAACCMGGGAAATCATTTAAGAAGTGTCTGGTATT 
TTTCAAATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAATAAAGGATG 
G 

AGACATGCTTATTTTATTTAACTCCCCCAAAATTAAAAANNAAAAAAANAAAAAAAAAAA 

AGTCCCTGCCCGGGCGGCCGCTCGAGATAAC 

Sequence 280 

CCGCGGTGGCGGCCGGAGTNATGCCATCTGCAGGTTTTGTGATCTGCAATGATTCTTCCC 
TTCGAGGTCAGCCCATTATCTTTAATCCTGAC I I I 11 I GTGGAGAAACTCCGAGATGA 
GA 

AACCTC/^ATTTTCACTC 

GAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCC 

CAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATAC 

TTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCTAC 

ACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCT 

Sequence 281 

GGGGGGAGACATGTGGAGGTCCCAGCAGAGGCCAACCTGTGTCTCTTCATCTCCCTGGGA 

AGGGTGCCCCCGAAGTGAAAGAGATGGCCTGGTGGAAAGCCTGGGAGAATGAATAAACAG 

ACTAGGGTGAAATCCATACAATGGGAATGGTAGCAGACAATAAAAAGAAAATGAACTATT 

GATGCCCCCTACTGCACAGCAGAAGCTCTGAATCGTGTTCCTGAATGAAAGAAGTCAGAG 

ATGAAAAGATGGGCCAGGAGTCCAGTTTCTGGAAGGCCAAGAATCGAAGTAGCAAGCTGC 

AAGCCGTTTTCCAGACAAGCNGNGATGTGGGGATGCCACAAGAATTCAGGACTGGAGGGG 

Sequence 282 

CGCGGTGGCGGCCGAGGTACTTNTNACTGCCAGAGGCTGTGACGNTGTGTATTCNGAGAG 
CAGCCTTNCCTGCANTGATNCCATCCCGCAGGAATCNAANTTCTCCCTNGATACNGNGCA 
CTCTGCCTGTCTTTCCACNTTTCCCTTTCNCATTTTGCANTACACNGTTCACCACNCT 
GC 

CCTTAAGGCTTGGAAACTCACNCCACCTTCAAGCNTCCCATGGTTCTCTGCCACTCATGG 

GTCNGGGNAACCAGGGTGGACAAGGGGGCCAGAATCAAAGNCGTTCTTTCACCCCCACCC 

ATGGGCCAAGGGGAATGGGGGCCCCAGNNNGGGGTTCCCCAAAGGCANCAAGNAAAANNA 

ACTTGGANACTTGGAAGTGGANGGGCCATTGGNAGGCAAGNCCTNGAAAANGCCANAAAA 

AGGGGAGGGGNCNGNAACCACCNCAAAAAAGGTTTGGANGGCCAGNAAAAGGGANANNGG 

GCCCCAGGGGAAAAAACCTTTTGGGCCCCA I I I I I I I I CCAATTTTCCAATTGGGCCT 

TG 

GGCCANTAATTTCAAAGGGGAAGGAATTANCCTTGGGNNAAAGGGGNTNGGGGGGGG 
Sequence 283 

TGGCNGCCGAGGTACAGNATTGGAAATGGATCTGTCTTTGGTAAAGATCAGCCTATAATT 

CTTGTGCTGTTGGATATCACCCCCATGATGGGTGTCCTGGACGGTGTCCTAATGGAACTG 

CAAGACTGTGTCCTTCCCCTCCTGAAAAGATGTCATCGCCNACCAGATATAAGAAAGACG 

GTTTGCCCTTTTCAAAAAGACCCTGGGAATGGTGGGCCCATTTCTTTGGTNGGGNCTTCC 

CAATGGCNCAAAGNAAAGGGGAAANGGGCNATTGTGAAGAAGGAANANAGTATTTTTACC 

TNGAAAAAGGCCATAAATGGTGNANANAAATTCTTTCCANAAATTCCNCAAGNGNGGTGG 

CANGCCCCTNTAGTANTAAAANTANCGNCCCAAAGGAAAGGNTCANGTTTAAAAGGGGTT 

TATTTTGTTTGTTNGGGGTAAAATCNCAAGCCCCAAATACCCCAAACTTGNCCCCTGGAA 



Page 49 of 22 1 



WO 01/42467 



50 



PCT/US00/33312 



Table 1 



CTTGGCTTTTCNCAAAGGTTCNAGGCTTTCCNATTCTCAATTCCCCCCCAAAAGGGGAGG 

AAACCNTTTCC 

Sequence 284 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGCTCTAAGCTGCAGCAAGAGAAACTGTGTGT 

GAGGGGAAGAGGCCTGTTTCGCTGTCGGGTCTCTAGTTCTTGCACGCTCTTTAAGAGTCT 

GCACTGGAGGAACTCCTGCCATTACCAGCCTNCCCTTTCTTTGCCAGAAAGGGGAGGGGG 

GGAAAAACAATNACAATTTTATTTCCATTGGCCCAAGTNCTTGTNTNGCCAATTGNCAAG 

TGCI 1 1 I I I I IGGGCCNTTTNTCTTACCCCTTTGCCAAACCAAGAAAACTNAAATNTTG 

N 

CNACNCAAANCTTCCCTTTAGTTAGNCGCGGAATNTCNCCGCCCCCACAAGTAAGAAAGT 
TCNCNTGGNNAAGNCCCACCAAGANCC I II I I I I I I GGCTTTTTTGCCAATTTGGTGA 
AG 

GGAAG 
Sequence 285 

TGGCGGCCGAGGTACTAGGTCCCAAATGTTTCAACCGATTTTACCCTATGTTTTCAAGGG 
TATTATAGAAGGGGAGAGGTATCCTGTAGTGATGTCCACGTATCTTGGAGTTATGGGTCG 
AGTTCTACTACAAAA.CAGTAGTTTTTTTGTTGAGT^ 

TAATCAGGAGATGGACCAGCTTTTGGGAAATATGATTGAAATGTGGGTTTGATCGAATGG 
ACAACATTACCCAGCCTGAAAGAAGAAAACTTTCAGCTTTGGCTTTGCTCTCTCTTCTGC 
CATCTGATAATAGTGTTATCCAAGATAAATTCTGTGGGATTATAAACATTTCAGTAGAA 
G 

GCCTGCATGATGTCATGACGGGAAGATCCTGAAACAGGAAACTTATAAAGACTGTATGTT 
GGATGGTCTCATCTTGAGGGAACCCAAAAGTAACCAGGAAGATGAATGAAACCACCCAC 
Sequence 286 

GCGGCCGAGTACCCGATAGAACATGGCATCATCACCAACTGGGACGACATGGAAAAGATC 
TGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCCCCTGAAGAGCATCCCACCCTGCTC 
ACGGAGGCACCCCTGAACCCCAANGGCCCAACCCGGGANGAAAAATGAACTTCAAAATTA 
TTGI I I I IGGAGAACTTTTCAAATTGGTCCCCAGGCCCATGGTATTGTGGGCCTTATC 
CC 

AAGGCCGGGTNGCCTGGTCTTCTCTTATTGCCCTTNCTGGGGACCGCCACAAACNTGGGG 

CAATTNGNTGGCCNTGGGAACTTCTTGGGAAAGAATTNGGGTNGGTCCAACCCCCAACAA 

AATGGNTCCCCCCCAATTCTTATTGGAAGGGGGGCCTTAATTGGCCCCTTTTGGCCCCCC 

CAAATGGCCCCANTCAATTGGNCCGTTCNTTGGGGAATNCCTTGGGCCTTGGGGCCCGGG 

AAGNAATTCTTCAACCTTGGAACTTAACCCCTTCAATNGGAAAAGAATTCCCTTGGACCT 

TGGAAGGCCGGTGGGGCCTAATTTCCCCTTTTCGGNTTTAACNTAACCTTGGCTTGGNAA 

GCCGGTTGGAANGNAAATTTGGTNCCCGGGGGAACCATTTCAAAGGGGGAGGAAAAAANC 

TNGGNGGTTTTAATTGTTAAAGCCCTTCTTGGGGNAC I I I I I I GAAAAAAA 

Sequence 287 

CTCCCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCNAGGAAAAGATGGCCA 

GAGAGAAGCTGGMGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGC 

CACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGNGACC 

TGACACANTGTGTGTCCTTGNTCTTATTTGGAGAAGTTCACANAGCGCTCTGGAAGACGG 

AGCAGGGGACTGTCGTATCGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCA 

GAGGAGGTGTGTNTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTT 

GACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAAGCCGTGCACGCAGACTGTGAA 

TTTTGCGTGACTGTTGAGTACCTCCGGCCGCTCTAGAACTANTTGGATCCCCCG 

Sequence 288 

GCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGTGGAGCGCCTCACTAACTCCATGATG 

ATGCA 

Sequence 289 
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GGACAGACTGGCTCATNGAAGACATTNACTNTGATGGGACCATTTNAANCNGATAATTTT 

TCTCATAACCTGAGAGGAGTNATCCCACGAAGTTTNGAATNTTTGTTTTCCTTAATTGA 

T 

CGTGAAAAAGAAAAGGCTGGAGCTGGAAAGAGTTTCCTTTGTMGTGTTCCTTTATTGAA 

ATCTATAACGAGCAGATATATGATCTACTGGACTCTGCATCGGCTGGA 

Sequence 290 

TGGCGGCCGCCCGGGCAGGTACGCGGGGCCCGTAGGAGCCTCTCTCCCTACTGCTGCTAC 

ACAAAGACCCTGAGACTGACCTGCAGGAACTNAAACCATGAAGAGCCTGATCCTTCTTGC 

CNTCCTGGCCGCCTTANCGGAAGTAACTTTGTGTTATGAAATCACATGAAAAGCCATTGG 

GAAATCTTTATGGAAACTTAATTCCNCTTTTNATTTAAANCCAGG G NAAG N NAATATGT 

N 

AAAAATTCCNCTTTTTTATTANNTCCCCCTCTNCAATCCAAGNANGNATGGGGGAAGCNA 
GCNTAAAACCNCTNCNNATNANANAGNTNGGGTTTCTAAATAAGNAANCCTTTCTTTCTA 
AANANGNNCNTNGNGTTCCCACCGATATCTTTTATATATTNNGGGATTNANCCCCCCNTN 
TGNNAGNTTTATNTACTTTNACNNANGCA I I 1 I I I 1 I 1 NNGTGNAAAAAACCCCGCNNT 
T 

AACCNACCCCAANTNGGGGTTTTTATATTGGGGGN^ 
TNTATN'ANAAATCNGCGCTTTNNC^ 

GGGNNANNCCCNAAATATNTNTAANATNNTTGGNNGGGGGAAAAAAAAAAAA 
Sequence 291 

GAGCCCGGGTGGCGGCCGCCGGGCAGGTAC I I I I I I II I I I II I 1 1 1 I I I GGGGGAGTTA 
AATAAAATAAGCATGTCTCCATCCTTTATTCCTAAACATTTACTTATGACAAATGTANCA 
ACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGGTCAAAAT 
T 

TACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTC 1 1 I I IAGTTTGAAC 

TATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAAAAACACTT 

TATATTATGCCAGGTGAGGTGTCAGAACCCTGGCATCGGAAAGTGGTTGGCTCACGGGTC 

ATAGGNGTAGTAAGAAGAATTTACCGAAGACAGTATTNGGTTCCGAAAAAGAAAGTTTTA 

T 

Sequence 292 

CGGTGGCGGCGAGGAC I I I T T 1 I I I I I I 1 I I I I I 1 I I 1 I I I I NGCTTGTTTTTATCTTTT 

GGCCTTTTGGTGACTTGGTGCTCCTTGGAGTCACTGGAGTTCTACTTTGAATCCCACT 

CT 

GACATCAATCGACTGCCTTAATTCCTGGTCCAGCTGCCCGACCCTGACTCTCTNCCGCTC 
TTTTCCTCAGGTCGAANGTTTNCTTTAAGATCACGCTGACGTCGGACCCACGGCTGCCGT 
ACCTGCCCG 
Sequence 293 

GTGGCGGCCGCCCGGGCCGGACGCGGGGACATTCGAGTGGGGATTAAGAGAAGGAAGGCT 

GCCTTGCTGGAGCTGTGTGGTCTTCTCCAAGTGAGAGTCGCAGGCAATAGAACTACTTTG 

CTTTTGGAGGAAAAGGAGGAATTCATTTTNAGCAAGACACAAAGAAAAGCAG I I I I I I I I 

CANGTGCTGACGGCCACCCACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAN 

GTTCTTCAAGGCANAATAATTGCAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTG 

AATACCTCTGAGAATAGAGATTGATTATTCNACCAGGATACCTAATTCAAGAACTCCAGA 

AATCAGGAGACGGAGACATTTTGGTCANGNTTTGCAACATTGGACCAAATACA 

Sequence 294 

GCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGTTN 
TGTAAACTGAACTTTGTTTTCAGNNCCGGCTCCAGCCATCCTCGGGTAGCTTGCCAATAG 
ATGAATCCCACTCGTTTGACCCATGACGCTCCTTCTTTGCATNNCTCCCTCTTTCCCC 
AC 

AGCAGNGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTTCTGTNATACTT 
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CTTTCCTTACACTCATTTTCCTGTCTTTATTATGATAGTCTAACTTTTTCTCCTCAAAGG 
TATAGCTGCCTTGCTTTCATGAAAACACACTTTCCTATTGTGATTTATCAGAGGCCTTT 

C 

CATATCTCAGCCACTATGCTATGACAGATTTTATAATTAATA 

Sequence 295 

CNCGCGGTGGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCCGGAATCC 

GGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCC 

TGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAAGAGCTTTAAATGCTACCAAAC 

TGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCA 

ATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGTA 

GAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGACCCT 

Sequence 296 

CCGCCGGGCAGGTACGCGGGGCTCCCTTGTGAGTAGACTATGCAAAGAAAAAGTGGGCCA 

CCATATCTGGAAACTACAGTCTATGCTTTGAAGCGCAAAAGGGAATAAACATTTAAAGAC 

TCCCCCGGGGACCTGGAGGATGGACTTTTCCATGGTGGGCCGGAGCAGCAGCTTACAATG 

AAAAATCAGAGACTGGTGCTCTTGGAGAAAACTATAGTTGGCAMNTCCCATTAAQCACA 

ATGACTTCAAAATTTTAAAAA 

Sequence 297 

GCGGCCGCCGGGCAGGTACGCGGGGGGAGGGCTCCGAAGTCTGGTTTTGGGCGGGAATTG 

AAACCGCCGCTGAAGCCAACAAGAATTTGAGAACTGTAAATACCAAGCCTTGAAAGGGAC 

CATGGTGCGGCCTGTGAGACATAAGAAAGCCAGTCAAATTCTCACAGTTTGACCACTCTG 

ACAGTGATGATGATTTTGTTTCTGCAACTTGTACCTCGGCCGTTCTAGAAACTTANTG 

GA 

TCCCCCGGGCTNGNAGGGAATTTCCANATTTTNAANCCTTTTTNCGGANCCCCCNCNCCN 

CCCCTNMNGGGGGGGGGGNCNCNNGCCCCNCNNTTTTTNNNTGGCCCCNTTTTTTGNNG 

GGGGGGNGAATTTANCNNCCCCNCNGNCGGGGNAAANAAAATAGGGGGGNAAAANTNTTT 

TTNTTNNGNGGGGGNAANAAMTTTTTTTNTCTCCCCCCCAAAAATAAAAAACNCGNCCC 

NCTTTCTNTCCCCGNTGGNNGNAAANNANTATNGNGGTCCCCCCNNGNGGGGGGGGGGAN 

ANN I I I II I I I NNNNAAI MINIM 

Sequence 298 

GTGGCGGCCGAGGTACTCCCCAGCAAATA1TCTTTGTTGGCTTGCTTGACTAGATGAGCT 

GCTATAGTAGTCAATCCTGTTAGACTTGGACCATTGTTTGTCTGAAGAACTGGAATCT 

GT 

CGCTCGCCCTGAGCACTGTATTTATTTCCCCTTACTCANTCCCCAGGGGACTTCTTCCAA 

GTAAGCCGACANACTTCTTGCNGGCCCCGCNCGCNCANTCTTTTCCCGGNCCGGCTTCTT 

AGTAAACTTAGGTTGGGAATC NCCCC NCGTGGGCCTGGC N AGGGG AAATTTTCGGAATTA 

TTCAAAAGGCCTTTATTCNGAATAACCCGGTTCNNACCCCTTTC NCAAG NGGGGGGGGGG 

CACCCCGNGTTAACCCCCAAGGACNTNTNTTTGGTGTNCCCCCTTTTTAAGTTGGAAGGG 

GGGTTTTAAAAATATTGGCCGACCGNCCTTTTGGGTCCGNTTANAAATTCCAATTGGGGG 

GNTCAATTAAGGNCCTTGNTTTATTCCCCTTNGTNGTTGGAAAAAATTTNGTTNTAAAT 

T 

CNCCGNCNTTTCAACNAAAATTTTTCCCNANNCAACCAAAACCNAATTAACCNGAAGNCC 
CCCGNGGGGAAGNCCAATTAATAAAAANNTTGGTTAAAAAANGGCCCCTTGNGGGG 
Sequence 299 

TGGCGGCCGAGGTACTTCTGTCTTCCAGTTTTCCACTTCAAACTTCTATCTTCTCCAA 
AT 

TGTTTNATCCTACCACTCCCAATTAATCTTTCCATTTTCGTCTGCGTTTAGTAAATGCG 
T 

TAACTAGGCTTTAAATGACGCAATTCTCCCTGCGTCATGGGATTTTCAAAGGGTCTTT 
TT 

AATTCACCCTTCCGGGTTTTAAATCCTCTTTTTTTAAAAAGAATCCGTCCTTTCAAAAAT 
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TATNTTTAAATTCACCCTTACCAACCTTTTTAAMCCTAAAAACCTTTAAAGGCTTGTTT 

TAMGGTCCACCCTTTCATTTTTTAAATCTAAAAAAGGCCATTTGGCCCCTTTCTAATT 

T 

GGGNTAATTNAAATTCCGGGGGCCTCTTGTTAGGTACCCTNTTCTCTTCAAATTTTTAT 

C 

C 1 1 [ 1 1 I ! AAAAATTACC A I f 1 M 11 I 1 I ACCTTCCCATTGAAAGGAAAGG CCTTTNC AT 
TCTTTCAAACCCCTTCCCGGTTCAATTGGTTTTTTTAAGGAAAAAACCCCT I I I I I I NAT 
TTCTTTTTTTCCCCTT1TCCCCTTCCMT 

GCCTTTCCAATTAA I I I I I I I I CCTTCTTTTAAAAAAAAATTCCTTTTA 
Sequence 300 

CGCGGTGGCGGCCGAGGTACTTAAGGTTGACTGGTAATCAGGGTAACTTCTGATACTTAT 

CACACAAGATGGTGCCTCAGCATTTAAATAAATGGAGGTAGGGGAGGGCGTGGTGGTAAC 

ATACTTTTAAACCAGCGATTGCACAGCAAACCACAATGCAAGGTATTTCTGACTCCCAAG 

ATTGCCCGTTTCCTAAAGAGCAATTCTTCTGCAGGCAACAGCAAACCTACCTTTCCTTGC 

TMCTGCTTTCAGTAAATTCTTGATGGCCTTCGATTCTGGATTCAGACATCTCTTCTCA 

C 

CCTTCTTTTTCATTGTAGCAATGATCTCAACACGTG 
GA 

Sequence 301 

TCCCCGCGGTGGCGGCCGGAGTGATGCCTCTGCAGTTTTGTGATCTGCAATGATTCTTCC 

CTTCGAGGTCACGCCCATTATCTTTAATCCTGACTTTTTTGTGGAGAAACTCCGACAT 

GA 

GAAACCTGAGATT1TCACTGAGTTGGTGGTCAGCAATATCACAAGGCTTCATCNGATTTA 

CCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCT 

GGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTG 

ATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTAT 

CTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCTCGGCCCGCTCTAGAACTA 

GGTGGATCCC 

Sequence 302 

TTGGAGCACCCCGCGGNGGCGTTTTGGGACGCNCGGAACNGCAATGCTTCAGGACCCACA 
GGAGCGACTCTTTAAAGGGACCACAAAANCCGCACAGAGCTGCAAACAACTATACATGAT 
ATAATATTAGAATGTGTGNACCTGCCCG 
Sequence 303 

GNGGCGTTTTAGGGCGNAACGGCCCCCCATCATGGCGGACCCTAGAGAAAGGCTCTTAGG 

GGGACCNAAACCCGNNGCCCGAACACAAGGAGANCGACGGCCGCTCTTNAACCAGNGGAG 

C 

Sequence 304 

TCGCCCGAGCTTTCTCTTGTCCATCTTCTCCCGCTGCTGAAATTTCAGTTGCGGGCGCTG 

TCACCTCAGGACCCCTCCCCCCGCGTACGCTGGATAGCCTCCAGGCCAGAAAGAGAGAGT 

AGCGCGAGCACAGCTAAGGCCACGGAGCGAGACATCTCGGCCCGAATGCTGTCAGCTTCA 

GGAATCCCCGCGTACCTGCCCG 

Sequence 305 

NTTAAGAGCAAAGGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGC 
TTTATCAAGCAGAATTCCACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTCATGGCC 

AC - 

CCTTAGCAGGAGTTGGGGAGGTATTTTTAACAAGGCACATTATCATCTCCCCCACCCAAA 

GTGGAGCTATTGCTAATGAAAAAGATACAATGAGATGTTTATGAAATTATCTGTAGCTAT 

TAATGTCAGGTTTTTGAAATTTACTGACCTGGAAGAATACTCATAATGCAATGTCAAGT 

G 

AGAAGCAGGACAAAGAACATTTGCAATACAGTTGTATTTATAAAATTTTGTT 

Sequence 306 
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^nattggagctccccgcggtggcggccgaggtacgcggggaggcagcggaaagctcagccc 
'atgtgaggtgcctcctgccaatcacagactacccttccctggtcctggaggttcaaagaa 
ttgcaggagggtagaaaagcacctgggtcgggtgcagactgcggagcgggccctaccgtg 
tgcgcagaaagaggaggcgcttgccttcagcttgtgggaaatcccgaagatggccaaaga 
caactcaactgttcgttgcttccagggcctgctgatttttggaaatgtgattattggt 

TG 

TTGCGGCATTGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCAACACAGCCTCTA 
CCCACTGGTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTGGATCGGCATAT 
Sequence 307 

CACCGCGGTGGCGGTTTAGCCCGGCGCNAAATCACCATTATTCCCCTTTAGTCACCTCAG 

AGGCTTGTTAATGCTTTCTTTGTAATTAGGCTATATCTGGTATCTGTATAATATCTTCA 

G 

TTCTTCTTTACCAGGGGTCTTACTCTGTTCTGAAACATGGCACCTCAGGCGGCTCCGGCA 
GCGCTGGACACAGGAAACTCCTGGGTCCCCGACTCCGGCTCTCCTNGACCCCCTCTTCGG 
TTAACTCCGCTTGTTTCTCTACAAAATGGCGCCGGAGGTCCCCCGCGTACCT 
Sequence 308 

TGGGGNAwAGGGGGGGNGGCGGTCTTGGGGNCAACACGGAAACCAAACGAACCGCGGCTGC 
ACCAGCNGNCTTTTTTNGGGGNGCCAAAAACCCGAGCAGCCGAAANCNGGAACNGCCNCA 
GNNGTGTNCCNGCNGAAGAANGNCNANCCCAGAGAGGCCAAAGNACCC 
Sequence 309 

CCCGCGGGGGCTTTNGGGGGCAANCGAACACCNCTTAAAGGGNNCNCCNTCTAAAAATNT 

TTACNGGNAGAANAAAACCCACCAACCGCTTTTTANTATCGAGNGTCAGAAACCN7TCAC 

AAGATGGNAAAAAAAAAAAAAGAAAAAAGAAAAAAAAACAAAACCAAAAACAAAAAAACT 

TTACAACCACAGCTAANGCAANNNNNNCCANGGNTCCCAGTCAGCTCCAANNCCAAGGGG 

NGCAAAGCCCANNNNNNNCCAAGCATCCAAANGANAGAGACAGGCCAGGAAANNCTNTAT 

NCTATNGGGAGCAGCNNANGCAGGGGCAGCCAAACACAAAGCNNCAGGACAAAANGGACC 

NGCCCGGG 

Sequence 310 

CACCGNGGACAAGAGCAGGNGGTNCTTGGGGGGNGNAAAACCCGCNCCGCGANGCAAGAG 

GCTCNGCACAACCACTACTNTNCAGAAGAGCCGGGNCCNGNCCCCGGGAAAAAGAGNGCG 

A 

Sequence 311 

CCTGAGGAAAAGCTCGCACCAGGNGGACGCGGATNNGGTANGGGGGGTAAAANACCCNCC 
CCAACAAGCCGCGGGGCAAAANGNCCNCGTACNTCGGCCGCTCGAGAACTAGCGNACCCN 
A 

Sequence 312 

CCCGCGGTGGCGTTTCCNGGCCAGGCACTTGGAGAAAGTATAGCAGCAAACAATGCCTAT 
TTTTNACAGGAAACAGAACANATACCCAGAAAAATGCCCTGGCAATCATCAAATCACAGT 
TTTCCAACATCAATAAAGTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTGAA 
T 

ATTGAAGAATTAATAGAGAAACTTCAGTCTGGAATGGTGGTAANGGATCAGATTTGNGAT 

GNGAGAATATCTGACATAATGGATGTATATGAAATGAAACTATCCACATTAGCTTCCAAA 

GAAAGCAGGCTACAAGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGCTGATAGA 

CTGATTGCTCAGCATCGCTGTCAAAGAACTCAAG 

Sequence 313 

CCGGGCAGGCCCTTAGCATTAGATTGAGTTATGTTGCTAGGAGATNTTTATTCATCAGCT 

GATCATTAAGCATATGGGGCTTACTTGGCCCCCCTATCAATTTGCGTCAAAATAAATTAA 

TTGTAGACCTGTCTTGTTTTATGAAAAAGCAATGTGATAGTCTTTAAATTTATCTTTCTA 

AACAAGACACAAGTTTACACATTACCCAGCACAGTAACCCCTCTTGGTATTGTTTACCTA 

AAAGGAAGAAGTGTAGGAAAAACTGATATAAGTAGAGAGNTTATTTGGG 
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Sequence 314 

GNTTGGAGCTCCCCGCGGTGGCGGTCGAGGTACGCGGGGGGTCCTGGAGGTTCAAAGAAT 

TGCAGGAGGGTAGNAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACCGTGT 

GCGCAGAAAGAGGAGGCGCTCAGGAATGCATGAATTGATTAATTAAATGTCGAGAGCTGT 

AGATGGCTTTTCTCAAGGTGCTTCAAGTGCAGAAGCCCAAGTGATTGACCCACACACTTA 

CCTTTGTGTTCCTTCCAGAAAATCCTCAGGGAGTGCCTTCAGCTTGTGGGAAATCCCGAA 

GATGGCCAAAGACMCTCAACTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGT 

GATTATTGGTTGTTGCGGCATTGCCCT 

Sequence 315 

CTAAGCATATGGGGCTTACTTGGCCCCCCTATCAATTTGCNGTCAAAATAAATTAATT 
GT 

AGACCTGTCTTGTTTTATGAAAAAGCAATGNGATAGTCTTTAAATTTATCTTTCTAAACA 
AGACACAAGTTTACACATTACCCANTTACAGNAACCCCTCTTGGTATTGTTTACCTAAA 
A 

GGAAGAAGTGTAGGAAAAACNGATATAAGTAGAGAGTTTATTTGGGCCAAGCATGAGGGT 
TACAACCCAACTGTATGGAGACAAGTTGGCCTGAACAATACACATTCTTATTAGCAACAG 
NTATAAGTAGGNTTTeAAAGAAAAAGAAGAGGCAGNTCCW 
Sequence 316 

TCGNCCGGGCAGGTACAGAGACCTNCTTACTTACCCCCCTTNTCCTTCGGCTGGAGCTCG 

GCGAGCGAGAGGCGGCCGCTGGCGTTGGAGAGCGACGGCGGCCCCCGCGTAAGCAGTGGN 

AACAACNCAGAGTAACGCGGGAATGAAGAATNTTAGGCGGGTGCACCCAGTTTNCACCAT 

GATTAAGGGTNTTTACGGAATAAAGGATGATGTCTTCCTTAGTGTTCCTTGCATTTTG 

GG 

ACAGAATGGAATCTCAGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTT 

GAAGAAGAGTGCAGATNCACTTTGGGGGATCCAAAAGGA 

Sequence 317 

TTTCGCCCGGGCAGGTACTTGGAGAAAGTATAGCAGCAAACAATGCCTATAGACAACAGG 
AAACAGAACATATACCCAGAAAAATGCCCTGGCAATCATCAAATCACAGTTTTCCAACAT 
CAATAAAGTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTGAATATTGAAGAA 
T 

TAATAGAGAAACTTCAGTCTGGAATGGTGNTNAAGGATCAGATTTGTGATGTGAGAATAT 

CTGACATAATGGATGTATATGAAATGAAACTATCCACATTAGCTTCCAAAGAAAGCAGGC 

TACAAGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGCTGATAGACTGATTGCTC 

AGCATCGCTGTCAAAGAACTCAAGCTGAAACAGA 

Sequence 318 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTATTGATGTTGAAGATGAGAAATCT 

CCTCAGACTGAAAGTTGCACTGACAGTGGAGCAGAAAATGAAGGTAGTTGTCACAGTGAT 

CAGATGAGCAACGATTTCTCCAATGATGATGGTGTTGATGAAGGAATCTGTCTTGAAACC 

AATAGTGGAACTGAAAAGATCTCAAAATCTGGACTTGAAAAGAATTCCTTGATCTATGAA 

CTTTTCTCTGTTATGGTTCATTCTGGGAGCGCTGCTGGTGGTCATTATTATGCATGTAT 

A 

AAGTCATTGAGTGATGAGCAGTGGTACGGGTGGGAATAGCACTACACTGTTCATCTAGCC 

TTGTAGAATAAGTCCCAGTGAACTGATATTCTGCAGAATCTTCACTGTTAT 

AT 

Sequence 319 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACI I ! I I M I I I I I I I I M I U M ICAAN 
G 

TTCAGTTTCCTTTAATGACCCCCATCTCCCTGAAGGGCAGGTGCAGGCAGCTAGGTGATG 
GCAAGAGATGTTCACTTGAAGATCTTGCCCTGATTGAAGGCTTTGCCCACATGCTGGAAG 
GCCCCCTCCCAGGAAAAGTACCAGACATCAGCTGCCTCTTCTTCATTTTCAGCCAAAGAA 
AGGGCACGTTCAAATGAGGTCAGAGTCATATCATACTGCTGGGCATAGAAGCAACACAGC 
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CCCAGATTGTTAAAAAGCTGGCCGTTATAAATGCCCATCTGCAGCAGCCGCCTGTAAAAC 

CGGAGAGCTATTTCTGGCTGATCAGAATAGAAGTGGTTG 

Sequence 320 

ACCCNCAGGAGACGCTCGNAGCCCCCGCGCTNNTCCGGGGNCAGAAAAACCCAAGAAGCG 
GCTCACGCCTTCCAGAGCCACATCATNTNTGGNCGAAANAGAAGCCCAGACNAGAGGAAG 
GNGNAGGAGGCCNGCAGGNACC 
Sequence 321 

CAAGCGGAGNNAACCGAAGAGGGGNACTTGGGGGGCCAAAAAACCCGGACCCAGGAGNNN 

CCNGNGNCCAGCGCNGCCGGTTCCGCCNGAGGGGGGCACNCCCCCGCCAAGGCNGGAGNG 

CAGCGGCACAANCCCNGCNCACNGCAGCCNNGANANNCNGGNCNCAGGNGACCAGCACCC 

NTGCTNTTTNTACNGGGAAGNNGCNAAGCNACCNGNCAANANAGCANACAAANNGAAACN 

GGGGGNGGNGAAGGANCNNAGAAGNNGGANGCCAGGAAANGGGANGAAGACCAAANGGGC 

CANGNNNCAGAACAGAGAAGACCCCNGGNAA 

Sequence 322 

CTCCCGNGACGAAAACACAANNGNTTCTTNCGGGGGACAGAAAACCCAGACCCAGCTNCA 
GGGACAGCCTGGACTACTTTNTTTTCACACAAACAAACCTCCCCGCGNANNCTCCTGGGC 

CA 

Sequence 323 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCAATACTTAAAAATAGTCTTCC 
ACAAAAATACTTTATTTCTGATCTATACAAATTTTCAGAAGGTTATT^ 
CTAAACTGATGACTTACCATGGGATGGGGTCCAGTCCCATGACCTTGGGGTACTTTTTTT 
I I I l I I I I I I I I I I I IGGAAAGCTCTGCCATAAACTTCTAGCGTGTGCCAATGGTCACC 
T 

GCCACACTCGCACCAGGTTGTCCGTGTAGCCAGCAAACAGAGTCTGGCCATCAGCAGACC 
AGGCCAGGGAGGTGCACTGGGGTGGTTCTGCCTTGCTGCTGGTACCTGCCCG 
Sequence 324 

GGTGGCGGCCGCCCGGGCAGGTAC I I I I II I I I I I I I I I I II II II I AANGGGGACGT 
TA 

AATAAAATAAGCATGTCTCCATCCTTTATTCCTAAACATTTACTTATGACAAATGTAACA 
ACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAAAT 

T 

TACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTCTTTTT 

Sequence 325 

ATTGAGCTCCCCGCGGTGGCGGCCGAGGTACCATCAAGTTAAAAGCAGAAGATGCTTCTG 
GTAGAGAGCATTTAATCACTCTCAAGTTGAAGGCAAAGTATCCTGCAGAATCACCAGATT 
ATTTTGTGGATTTTCCTGTTCCATTTTGTGCCTCCTGGACACCTCAGGTAAATTCTCCT 
C 

AGAGCTCCTTAATAAGCATTTATAGTCAGTTTTTGGCAGCAATAGAATCACTAAAGGCAT 
TCTGGG ATGTTATGG ATG AAATC G ATG N G AAG ACCTGG 
Sequence 326 

CCGCGGTGGCGGCCGCCCGGGCAGGTACM I M I I I I I I I I I I I M I I I I I AAGGGGA 
GT 

TAAATAAAATAACGCATGTCTCCATCCTTTATTCCTAAACATTTACTTATGACAAATGTA 

ACAACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAA 

ATTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTNTT^ 

AACTATGCAGTGCAAGATTCCTNTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAAAAACA 

CTTTATATTATGCCAGGTGAGGNGTCAGAACCCTGGCATCGGAAA 

Sequence 327 

GCTCACCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGAATTTCT 
TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACCAGCACA 
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AACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCC 

CTGACCGA 

Sequence 328 

CGCGTCCGCCCATCTCAGTGTCACAGACACTCCTGGGTTTGGAATTTTGTTGTTCTCT 
GT 

CTCTTTGATTTCCTGGAAGACGACACCATGACAATTTCAAAGAAAATAGAACAAAATGAA 

GGAAAAAGAGGCTCTGTCTTAGCACATTCCTGTGACCAGCCTGCTGTCTGTGGCGTGCCC 

TCCTGGCCCGGCCTTGGCACATGTTCGTNTTTGTGGTTGTTGCCTGGACAGGCAACTCTG 

CAGGGCTGCTTCTCTACGCATCCCTTTGCCTGCCTGCCTGTGCCAGGGGTTGTCAAGGGC 

TTTTGGGTCAGAGTGGGCACCCCTTTCTCCAAGGCTCCCTGCAACAGCTGGCCTGTCCCT 

GGTGGGGCT 

Sequence 329 

NAACTTTACAGGATGGCATTTAATACAGATATTTCGTATTTCCCCCACTGCTTTTTATT^ 
GTACAGCATCATTAAACACTAAGCTCAGTTAAGGAGCCATCANCAACACTGAAGAGATCA 
GTAGTAAGAA7TCCATTTTCCCTCATCAGTGAAGACACCACAAATTGAAACTCATAACTA 
TATTTCTMGCCTGCATTT^^ 

AGTNTTTTCTATGGG^CATCNTCCAAAAACCTGCTATGNACCATNCAACTTAGGTTCT 

TA 

CNTTTCCTGCCTTAAATTTNTAATGGAGNAANGGGTATTTCTTTTCAATT^ 

GCATTTTTTGGGGGAATTATACCTTCCCACCAATCTTTTTGANTNTATTTTT 
A 

CCTTAAATCATG AATTTTTTTC AAAATTAAN AAGGTTN N AAAGNTTTAAA 
Sequence 330 

AGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGATNGTTCACTCACTTTCAAAGCCAGCT 
GAAGGAAAGAGGAAGTGCTAGAGAGAGCCCCCTTCAGTGTGCTTCTGACTTTTACGGACT 
TGGCTTGTTAGAAGGCTGAAAGATCGAGCGGCCGCCCGGGCAGGTACI I I I I I I I I I I I I 
MUM I GGCTTTCTTTGCTCCTTTCTTATGATCAGCCACATTTCTTCGACCTCCTTCTC 
CTTCATCCTCAGAATCTGAGAATTCTTCATCACAAGCTATCCGCTTGTCTGATGCTCG 
AA 

TAGAAATTCTCTTGTCTGGATCTTCTCCATCTTCATCTCCACTGTCTTCATGAACAGCA 

T 

CTTCTGGAATAGCCTGCATCTGGACACCCAGGTGCATGAGGTAACATGCGCAAATTTTCA 

AACAAACCGCTGGTTTATCTTTTC 
Sequence 331 

CTNCCGCGGTGGCGGCCGAGGTACTAGCAGTTGCCAATGAAGGAGGCTTTGTTCGATTGT 

ATAACACACGAATCACAAAGTTTCAGAAAGAAGTGCTTCAAAGAATGGATGGCTCACTGG 

AATGCCGTCTTTGACCTGGCCTGGGTTCCTGGTGAACTTAAACTTGTTACAGCAGCAGGT 

GATCAAACAGCCAAATTTTGGGACGTAAAAGCTGGTGAGCTGATTGGAACATGCAAAGGT 

CATCAATGCAGCCTCAAGTCAGTTGCCTTTTCTAAGTTTGAGAAAGCTGTATTCTGTA 

CC 

TGCCCG 
Sequence 332 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTGACTTGGCAATGTAATGACACACACGT 

TAGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCCAGAG 

TCACTCGGGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCTCCAG 

TAGAACATGGTACCT 

Sequence 333 

CGCGGTGGCGGCCGNTCGGGCAGGTACGCGGGGACTCTGAACGTGCTAAAATGGGAAGGG 

AGGCGGTGTTTTGCTGATCTGTTAAATTCTTAGTGMGTTTCCTTGATTTCCAGTGGCT 

G 

CTGTTGTTTGAGTTTGGTTTGGAGCAAAACTGAGGTAGTCCTAACATTTCTGGGACTGAA 
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TCCAGGCANGAAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 
Sequence 334 

CCCCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGTCCTGAGCGATGGAGCCCGGGGGTGC 

CTGGTTATTGTCCGCTTTCTCTCTCAGATGCTTGGCTTGTTTTTCMGAGAACCTTTTT 

C 

GATATTCATTGCTCCATCGATTGGATCCAGTCCTTGTTCAGAAAATTGTTTCAAGGCA 

CT 

TAAGGCTGCCTGAAAGCCTTGAATCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGT 
AC 

CTCGGCCGCTCTAGAACTAG 
Sequence 335 

GCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTACTTGACTGCTAACAACTTTCAAATTCTT 

CTACTTACTCCCTCTTCTTCAGCTTCACATCTGGGAAAACTGATAGGGAAGCCTAGGTAG 

GCCTACCTTTGGTGCCAGAGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAA 

CCTCCCCAACCTTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCTTTCCCTGC 

TTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGCTCTCCCTAGAAAGCTT 

CA 

TTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGTGTGTGTGTGGTATCATCAGCC 
T 

CAACATCTGAAGCAAATGTTGGGTGGGGGGGTACCTCGGCCGCTCTAGAACTAGGTGGAT 
C 

Sequence 336 

CTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCATGAAGGAGATGGCCCCTTTGGGAGC 

AACCAGAGAATCACTGAGATCCCAATGGAAACAGGAGGTTCAGCCAGAGGAACCGACTTT 

TAAGGGATCACAGAGCTCACACCAAAGACCAGGGGAACAGTCAGAAGCCTGGCTTGCTCC 

TCAGGCTCCCAGGAACCTGCCTCAAAACACAGGTCTCCACGACCAGGAGACAGGTGCTGT 

GGTCTGGACAGCTGGGCCCCAGGGACCAGCCATGCGTGACAACAGAGCTGTATCCCTCTG 

TCAGCAAGAATGGGATGTGCCCAGGCCCTGCACAAAGGGCCCTCTACAGGGGGTGCCACC 

CAGAGGAAGGGACAGTCACGTCTCGCTGGCAACAGGGTGTTGCCCTGGGGCTATTGAAGA 

GACCAAGACGCTCCTGGCTATTTTTTAAGTAGTTCTCAATTTTTATGGGNAAAACTNCA 

A 

GACCTTNTTCAGCCAGNAACAGCCCCAGATTCTTACAGGGGCCATTGGGCGGAAGGGACT 
CTTGGGAGCCAANGGG I Mill! 
Sequence 337 

CCGCGGTGGCGGCCGAGGTACGCGGGATAATCAAGGTGTACATCCCGGTGGCTGGACATG 

CCCTCTTGGGCTTGGCAGATGCCAGTGGATCCATACAACTACTCCGCCTGGTGGAATCTG 

AGAAGAGCCACGTGCTGGAGCCATTGTCCAGCCTTGCCCTGGAGGAGCAGTGTCTGGCTT 

TGTCCCTAGATTGGTCCACTGGGAAAACTGGAAGGGCCGGGGACCAGCCCTTGAAGATCA 

TTAGCAGTGACTCCACAGGGCAGCTCCACCTCCTGATGGTGAATGAGACGAGGCCCAGGC 

TGCAGAAAGTGGCCTCATGGCAGGCACATCAATTCGAGGCCTGGATTGCCGCTTTCAATT 

ACTGGCATCCAGAAATTGTGTATTCAGGGGGCGACGATGGCCTTTCTGAGGGGCTGGGAC 

ACCCAGGGTACCTGCCCCGGGCGGGC 

Sequence 338 

NAAAACNCCCCCCGGGATAGAAGNNATTTTTTNTCAGGGCACANANTTAGAANCCAGNNG 

GNTTNTANACCCAACTGGCAACATCAAGAANGAGCGGGGGGGGGAAAAAANTGACAGGGA 

CGGGGAGCGGGCNCACAAGNGGCAGGGAAGGGAGACNCCACCNGNGGGGGGNCCTGGGGG 

CCCNGAAACCGNACAAAGGGGNGGNACACTGGCCGCCGGGNGCCGGGACGGAANNGAAGN 

AANNTAAGAAGGGGGANCNCCCCCGGGGGGTGNAAGGGAAAANGGCGAANAANNCAANGC 

NCAAAANCNGAAANNCCCGGGNNNAACCCCNCGAAGGGGGNGGGGGGNCCCGGGGGAACC 

CCAAGGNGGGGNTGGAATCCCCAAANAAGAGGAGGGGGGCGGAAAATNCCGGCNGCCGCC 
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AAGGGGGNGGNAAAACNAANGGGGGCAAAAAAGGGCCNGGGNNNNCCCCGGGGGGGAAAA 

AAAAAGGGGGGNAAAANCCCGGCCCAGGAACAAAAAAAAGGCAAAAAACAAAACCAATNA 

ACNGGGANNCCNNGGGGAGGCCAAAAAAAAAGGGGGGGGAAAAAAGCCCCGGGGGGGGGG 

GGGGCNCNNAAAAAAGGAAGGGGGGGGGGCCGAAAAACNGCCAAAAAAAATANAANNNNG 

GGCGNNTNGGGNNGGCTANCNAAAANGGGGNACNGGGGGNNCTTTCCAAANNAAAGGGGG 

AAAA 

Sequence 339 

CGCGGTNGCGGCCNTCN I ITTTGTTTTTTTTTTTTI I AATAGCTGAAGATTTAGATTTAT 

TTGAAAACACTTAGTCTAATTTATATTAGGTGCAGAAAAATCACATTCAATAAACCACA 

A 

TTGTAGAAGAGACAGATMGTGTGTTTGTCACATTTTCACACAAATATAATTTGATNTT 
T 

AATTAAGGGATGATGAATCNCAACCCCTTGTTAATAAATGATTTNTTCTCTCAGTAANT 
A 

GCAAGAATCTNTTTTGNGGTTNCCGGGNCCTCNNGGGGTTTATTCNNANACNGGGNGCCG 
TTTTAN AAATTTTAAGGGAA I rTTTTTNTTTTI I AAAGNCCCNNTNCCCTTCCCC I I 1 I I 
TGGGCN ATTTCCCCC N GN AANAAAAA^ CCN AG 

GGGGTAAAAAAACCCCCCNTCTNNGACNNAAATTTTTTGGGGGGGCNNGGI I II I I I I NG 
NAANAAN I I I I I I I I NCNNNGNNAAAACCCCNCCTTNTAGNGGGGGGGGGGGGGGGNGNT 
TT 

Sequence 340 

CACCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGGGAGCGGGCCCTACCGTGTGCGCA 
GAAAGAGGAGGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTC 
AACTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATT 
Sequence 341 

GCGGTGGCGGCCGCCCGGGCAGGTACCAAAGAAGATGCAGTTAAAATACTGCCAGTTTTC 

CAAGAAATTTTGTAAAGTTGAACATGGCCATCTACTCTTGCCTTAAAACTTTTCTCACC 

A 

CACCCACCTTCCCACATGCATGATATCCAAGGTCGACAGACCTGGATTAGAATCCACTCT 
CAAGCTTTATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACA 
GTAAGTGTATTTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTTATAGTATACCA 
ACTTAGTATA I I I I I CAAGGAGAGCTAAACCACCTTTTGTAATGTTTGGTTTCTCACTG 
N 

TATCTTCCTTTCCTATAATTAATTTATTTTAATCTACAAATTGACATAGGGCTAAAAGCT 
TCAATATTTTACAAAATATTAATTAATGTAATTGTTCCCAATTATTAGA^ 
ATTTTTCAAAATGTTTGCCAACTTCACACAAGTGTGTAAAAATAGGGCTCT 
Sequence 342 

CCGCGGTGGCGGCCGAGGTACAGGTTTAGTCTGAATGCACTGTCATGAAATTTAAACTTT 

CATTATAATACTG7TTTAAGAACTTACAGCATCTGCTTTACAAATGGTGTTAGCTACAT 

G 

TCGACACAGCATCTTTAGCCAGTTTTCTTTTGGAAGTTCATCTGATGTCATCTGGAAAC 
T 

GAGTAGCACATTTGCCTGCTCTGTTGGTGGCCTCACAAGCAAGGCAAAAGCATTATGGCA 

ATCTAGGGTTCCAGAATAACCATAAACATTAAGTGTCACTCCTTGGAAAATGACAGATGT 

ATGCAAGTTTAGTTCCCTCAGAGCAATGAAATTCCAATGAAATGAACTATCACTTCTCCA 

CTTTCCTTGTCCTATTTTTAATAAGACAAAGAACATCACCATATTAAGTTGAAGTACCT 

G 

CCCGGGCGGCCGCTCTAGAACTAGGTGGATCCCCCGGG 
Sequence 343 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACATCAGAGATGCTCACACCATTCTTTGAGTA 
GTTTAAAAACTCATTTTAACCACTTTTTATTCTTTGTATTCAAAC^ 
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GCTCTAAGTAGGTCATCAACTCTCCTCCATGTCTTCTTTCTAATTCTGCCACAGACTCA 
C 

TTCTTCCCGTAAATTAATGGAAGGAAATGAGTGTCTGAGTTCTTAGAATCTCAAAAGGCA 

TGAGGATAAAGCTTTCCTGGAGATAATATAAGTGGTGGCAGGAAGATTTGGGAGCCAGAT 

GATACTCTTTTCCTCTTAGAGAAACTCTGTGGAAGCTCTGCCTATACTGTGGGAAATAAA 

TTCTAGACGCTGGCTTCTTTCTGTAGTAAACATGTGGGCCCTTTAAAATGTTGAACCA 

AA 

ATGTGCTTCAAATATAGTTTAAGTTATAAAACATTTATGGGGGAGTATGTATGTGCCAA 
C 

TACAGAGGCTTCAGAGATGAAGAAACAGTTCTTACCCTAGTGTTGCTTAGAATCTAGTAG 
TAGTAAGTAATAATTACTAACATATGCATTTACTATATAGGCAATACTAGGGTAAATATT 
TTACATAGATTACCTTATTTAGTAGCTCTTAGCTGCTAAAAAAAAAAA 
Sequence 344 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACI I M I I I I 1 I I M I I I I I I I I I I 
GG 

GGGAGTTAAATAAAATAAGCATGTCTCCATTCTTTATTCCTAAACATTTACTTATGACA 
A 

ATGTAACAACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGG 

T 

TCAAAATTTACCCCTTC7TGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTC I 1 I 1 lA 

GTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAA 

AAAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCTGGCATCGGAAAGTGGTTGGC 

TCACGGGTCATAGGGTAGTAAGAAGAATTTACAGAAGACAGTATAGGTTCGAAAA 

Sequence 345 

AGGTACACTGCGGCGGGGGCAGAAAAGCTGCAAGGAACAGAACCAGCAATGCAGAAGCTC 

CTCGAAGGGCCACCATCATCCTGCAAAACACCAAGCAGGGCAGTCTCTTATGCTGTGGCT 

CTTCTCAAGGATGTCTCAAGGGCTCCGGTGGTGCTCTCCTGCTCTATCCGCTGCTGTGGC 

AAATC CTCTAAAAACAGC GTTTTGCAC AG C AG AG AGC AAAGTCCGCTTGTTATTC C ACCC 

GATACGTGAGCTCAGTTTGCCAGCTAGTGATCAAGTCCAGCTGTTGGCAAGTTGGTCCCT 

GAGGCCTTGTAGACTGACCTGTGGCAGAGAGCTCCCTGGGTCCAGCATCTGTTGCCCTCA 

CCCTTGACACATGCGGACCCTCCCCAGGC 

Sequence 346 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGGGGTACAAGAGAAGAAAGACCAGTCCTTGCT 

GAAAGACAAGTCTGAATGCTCCACTTTTTCAATTCTCTCTCCATTCTTCAGTAAGTCAA 

C 

TTC AATGTC GGATG GATG AAACCCAG AC AC ATAGC AATTC AG GAAATTTGACTTTCC ATT 
CTCTGCTGGATGACGTGAGTAAACCTGAATCTTTGGAGTACCCATTCCCTTGATGTCTAC 
AATATCACCTTTCTTATAGATTCGCATATATGTGGCCAAAGGAACAACTCCATGTTTTC 
T 

AAAAGGCCTAGAGAACATATATCGGGTGCCTCTCCTCTTTCCCTTTGTGTTCGTCATT 
TT 

GGCGAATTACTGGAAGATG 
Sequence 347 

AGCTCNCCGCGGTGGCGGCCGCCCGGGCNGGTACCACNGCCCAGCTAATTTTTTTATGTT 

TGTAGTAGAGACGAGTTTCACCATGTTGGTCAGGATGGTCTCAAACTCCTGACCTCAGGT 

GATCTGCCTGCTTCGGCCTCCCAAAGTGCTGAGATTAGAGGCATGAGCCACCATACCTGG 

CTCTTTTGCTTCATCCATCCCTTAATTTCTTTGCTGGAGCATTTTAAAGCAAATATCAG 

A 

CATACCCTTTCACGCCTCACACTTCAACATGCGGCTTGTTGAAATTCGTGCTCCACTCCA 

GCAACTGCTTTCAATCGGAGTTCCATCCTCCGCCGCAGTATGCCCTAACGCAAGCGTTAT 

CTTCAGAGCTACCACCAGGNTTCCGAAAClTnTCGGNGGGAGGCGCTTTNGCCACCACC 
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TNGCCGGGNNAACGGNTNIGCGTNAAACCAAACCTTTGAACGGCCAGNCCCCCCGNGGTAC 
CTTNGGGCCGGTTTAAAAACTAAGNNGGGGATNCCCCCCGGGCTGGCAGGGAATTTCGAT 
ATTCAAGCTTAATCGATACCCGGCGACCTTCGAGGGG 
Sequence 348 

ACTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTGACTGCTAACAACTTTCAAATTCTT 

CTACTTACTCCCTCTTCTTCAGCTTCACATCTGGGAAAACTGATAGGGAAGCCTAGGTAG 

GCCTACCTTTGGTGCCAGAGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAA 

CCTCCCCAACCTTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCTTTCCCTGC 

TTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGCTCTCCCTAGAAAGCTT 

CA 

TTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGTGTGTGTGTGGTATCATCAGCC 
T 

CAACATCTGAAGCAAATGTTGGGTGGGGGGTACCTCGGCCGCTCTAGAACTAG 
Sequence 349 

CCCGCGGTGGCGGCCGGAAGGAGGACGACGGTGCTGTGCTGTGTATGAAGAGGCAGTGAA 

GACTCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTTGCTTGGAAAGATTTAC 

TAAGAAGTGAAATAGTGGGTTGGTTAGAGGGAAGAGGT7GGAAAAAACCA7GACTGTATT 

CAGGAAGGCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTC 

GTTGCTGTGTTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGAACTGAATT 

GTTTAGAGACTCTGGGACAATGTGGCAGCTGAAGCTGCAGGTGCTGATCGAGTCAAAGAG 

CCCTGACATAGCCATGCTTTTTGAAGAAGCCTTTGTGCACCTGAAACCC 

Sequence 350 

CTCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCGTGCTAAAAGACTTTTAGTTCGGCTCT 
CCCAGTGI 1 1 I I II I ICGTCGATTTGGGCACAGAGTTTCCTGGTTCACGTGGATGTGA 
GG 

ATCCTTTACTCCAGATCGCCAGCCAG I I I I IGM I I I I I I CCTGCGTTGCTGAGAGTCT 
G 

GGTTTATTCATCACACCAGGTGGATCTTAATTCCATATCCCTGAGGCCACTGCAATGAGG 
CAGAGGAGTGTGCTCCCTCATGAGAAAGGACTGGAGACCGCCCCCAGAAGAGAACGTATC 
CATGTACCT 
Sequence 351 

CCCCGCGGTGGCGGCCGCCCGNNCTGGTACTTATAATGCCNNNNNTTNCNGGNTGTGAAT 
GGATTACANTGTATCTTTTCAGGGAAACCTATTATTATCAATGTGACTCCACNGGGGGAG 
TCCATGGTGATGATGATGAGGAGGAGGATGATGATGATGAGACACCTCTAAACTTGGAAC 
AAGTTTAAGAC7TTATGAGAGAAGAAAAAAAATCACCAACAAGAATTGTTTGAGGAAAAA 
TC ATAACTATCCTGTGTTCA I MINIMI I ATAAACAATAAGAAAAAGTTGTTGGATTT 

TTTTTTAATGATTTCTTTTTTGGGGGAGGGAA I I I I I GTTGCAGTTTTATGGTGGAAAA 
T 

GCAAAAACCAGAGCCAGGTGCATAATCTTGTAATCTGTGGATATCCCTGGAGCAGGACTG 

ANCCT 

Sequence 352 

NCCGCGGTGGCGGCCGCCCGGGCAGGTTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGT 

AACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAA 

CAACGCAGAGTCCAGGGAAGCAGTGGTAACAACGCAGAGTACCCGGGGAAAAAAGGCAAA 

TAGAATGAGAACCATATTATGTACCT 

Sequence 353 

CTCCCGCGGTGGCGGCCGAGGTACACCCAGCTTTGTCTCCTGGCCCCAAATCTCCTTTTC 

CTTACTTTGGGCATTAACTGCTGTTGAGGTCTCACAGCCTGATGGTCATTATCCCTGA 

AT 

GGCATAAATCAACAGGCTGTATGAGCATTGTGTGAGATTCTACATGAGGGAGAGCATTTC 
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AAACCCATGACAGATGAGAGAAGTTAGTACACTCTCACTGAACTGGGGATGTTTGACTTA 

AAATGATGGACAATAAGATAGTGAGCAGTAAGTGTGCTCTAGGCTAGGCTACGAGAGGCC 

ATGAGCTCCTCATCTCTTCTCTGTTCTGAGCTCTCTGATCCACCGCACTTGGGGCAGGGG 

GTGCATTCTCTGTGCCTCTCCTGAGTCTACTTTCTGCATCATTGGGTTCTCCCAGCTC 

AC 

TTCCATAATGTCCTCCTAGGCTGCATTGGAATTTGTGTGTTGTCTA GACC CATGGCCAAN 

ACTGTCATTGCCTGTGAGGGAGACCAAGCTTACCCACCCAAGGGCTTTTG 

C 

Sequence 354 

TGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTAC M 1 1 I I I I I I I I II I 1 1 I I I I I 
GC 

CTTTAGAAGGTTAAAATGCCAATATAAAGCTAAAACAGTAATCATCAGAGACAGCTCTAA 
TAAGGCTTTGCTACTGTTTTTACTATATAAATCTTTACGTGTTAATGGAAAGAAAATTAA 
TTCATTCTGTTACTCCA I I I 1 1 I ICTCTCCATATTGTATGCCTGAAGTGAGCTGATGAG 
G 

GGCAGAAAGATCATACAGTTAGGAATGMGACATCAGAATG7TCCACTAMCAGATATTT 

AACXAGATACTATTATACTACTMGMT^^ 
T 

CCTAGCTCACACAAATGAAACGCACATCTCCATGAATGCTTTCTAATAAATGCTTCCAGG 

ATAGTATCATAAACAAAGTCAAAATTAAGAAAAATCAC 

Sequence 355 

GCTCCCGCGGTGGCGGCCGGAACCGCCATCTTCNAGTAATTCGCCAAAATGACGAACACA 

AAGGGAAGGAGGAGAGGCACCCGATATATGTTCTCTAGGCCTTTTAGAAAACATGGAGTT 

GGTCCTTTGGCCACATATATGCGAATCTATAAGAAAGGTGATATTGTAGACATCAAGGGA 

ATGGGTACTCCAAAGATTCAGGTTTACTCACGCCATCCAGCAGAGAATGGAAAGTCAAAT 

TTCCTGAATTGCTATGTGTCTGGGTTTCATCCATCCGACATTGAAGTTGACTTACTGAA 

G 

AATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTGTCTTTCAGCAAGGACTGGTCT 

TTCTATCTCTTGTACCT 

Sequence 356 

GTTGAGCTCCCGCGGTGGCGGCCGAGGTACCTGACTGTGGCTCAGATCTGCGTCGCAGCA 

GCGAGAGAAGAAATCACTCCATATCCGATGAGAGGAAGGGTGGCACAGAGATGGTGTCTA 

CAATTAGAGACATTTCTGACTCCACCTTAGCCTAAGCAAACTTTATGTACTGAGTAACA 

T 

TTGAAGGTTGTCTTTTAATGGTGGGGGGTG I MM I CCTTTTTAAACTACAGTGCTTGC 
A 

CAAGAGAGGGAGGGACTCAGAAAAGGTTAGGGCAGGTGAGGGAGACAGTAGATGGCCTGG 

GATGACTTGAGTCCATCATACTATTGCTTGGCAGGTGTCCTCCCCCATGTTTGATTCA 

AA 

TTCCATGAGTGACCTACCTTTCCCCAGGAATGGGACTGAGAGGGTAGTCTCCAGCAACTC 

AGTCTGCACAGGGCTCCCCGTTCAGGCTGCCTTT 

Sequence 357 

TCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTGACTTGGCAATGTAACGACACACA 

CGTTACGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCC 

AGAGTCACTCGGGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCT - 

CCAGTAGAACATGGTACCACCATTCTTCCAAGTTCAAAAATTATCTTTGATTCATTTTG 

T 

TCCCCATTCCTCTAATATGTCACCAATTCTGCTGATACATTCTTTGTAATCTCTCCATC 
T 

ATTTTAATCTGTTATTCACCTGAGCTACACAAACATTCATCTGCACAAGGAGTATTCCA 

C 

GTGCTGAAAAGACAGAGGATTAAGCCCTCCTTGTGGAGGCATTCACAGTCTGGTTTTAAT 
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ACACAAACCAACAATTATAATACACAGGGATAAAAAAAGTAGAGGCACTTATTGCATACC 

TGTACCT 

Sequence 358 

TTGACTCCCCGCGGTGGCGGCCGAGGTACTTTTCTAGCAGTCTGTGGCCACTCCATACTC 

AGCTGAAAACACTGTTTCAGCCCCCTCTCTGGTGACCTCAGCCTTCTCCAGGTGTATCTC 

TTGATGATCTTGGAGACCAGCAGCCACAGCTGCTGCTACTCCTGCAGGAGACTGTCAGGC 

TGTGGTGGGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTGTTCTCTGTCCCTC 

TGCTCCTCCATCTTAGCTTCTGGAGGAGTTAAGGCACCAAGGGCA 

Sequence 359 

CGGTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCGATCCCCTCTTC 

TCATCACTGCTGCTCCAACTGGATTTATTACTCCGGGAATGGTAGAGAATAAAGATTTGT 

AGGAAAGGTGCTGAACTGCCAAGGAAGGCATTTCTTGTGCCGTGTCTGGAACCGTGTATC 

CTTACTACATCACTGAACGACACCAAGCACCCCATGCACTTCTGGGTCCAACCTTGGCCC 

CTGGAGAAAGACACTGAAATTTGGCCATGCAGGTCTACTTCCCGTAGGGGGGATTTTTTT 

TTANNAANTGTTTNNGCCCCNTTTGAAAAAAGGGNTTTTAAAANCNAAAANAAAANTTT 

T 

NTTCCCCCCGGGGGGGNNGGNNTTTTTTTAGGGGGGAAAANGGNGGTTTTANTCCCCCCN 

NNGGNAMNCCCCCCCNNTTTTTNTTTTTTGGGGNNGGGAAANATTTTTTNGGGGG 
CNGGNGNNTTTNNNNANAANNNAAAACCCCCCNTTTTNNTTTTTTTAANANACCCNCNNN 
AANNGGGGGG I I I I I I 1 I 1 I I I I I AA 
Sequence 360 

TGGCGGCCGAGGTACCTACTGAAAACTAAACACGCCAGAGGAAATTTGGCCAGTTATCCA 

ATTGATGAACTANTAGGATAGAGCCAAACAATCTTTTCAAGAGGGTGTTTGTGAGATATG 

GTTGACCAGTGAAGACACGGGGGCTTATGGCAGAGATATTGGCACCAATCTNCCCACACT 

CCTGTGGAAACTGGTTGAAGTGATTCCTGAGGGAGCAATGCTGAGGCTTGGCATGACAAA 

TCCGCCCTATATTTTAGAGCATCTGGAGGAAATGGCANAAATCCTTAATCACCCCAGAGT 

CTACGCTTTTCTGCACATACCAGTCCAGTCTGCCTCCGACAGCGTACCTGCCC 

Sequence 361 

GATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGA 

ATTTCTTTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACC 

AGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCCGTCTACCCGGGAATCC 

GGGGTCCCTGACCGA 

Sequence 362 

GAGCTCCCCGCGGTGGCGGCCGAGGTACGTATGCACAGCCTCACACTCTATAAATGTATG 

TGTCCTGAATTTCAGAGCTTAATAATGAATTATGGAACTTGATAATGATTGGATCAGGCA 

GACAACACCTGATCAGTCCTAATATCAGAAAAGAGACAAGTAGACATTATGTGCTTCCTG 

AGGTGAGGCAGTAGTAAGGAAACAACATCACACATGTAGCAGTCTTGGGAAAAAAAATGT 

AACCTGTATCTCGTAATGAGGAAACAATCAGTAAAAAAGTCTAGATTGTGGGACATTCCA 

CAAACTTGCCTGAACTCTTTAATAATGTCAGTGTCATGAAAGACACACCACACACACACA 

CTGCACATCATACACAAACACCACCCCACCACCCACCACTCAGACACACACAAAAGGGCA 

ACTCTAATCAATTAAAGGAAACAAAAGAGAATGACAACTACATATAACGTATAATTCTTG 

ATTGGATCCTGGATTTAAAAATAAACAGCTATAAAGGATATTTT 

Sequence 363 

GCTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGAATTTCT 

TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACCAGCACA 

AACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCC 

CTGACCGA 

Sequence 364 

TNCCGCGGTGGCGGCCGAGGTACAACGCATGAGTCCCGGGAAAGCATGTGGTAACAACGC 
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AGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAG 

AGTCCCGGGAAGCAGTGGTAACAACGCAGAGGCTTTCAGCACAGCCCAGGGTGCCCGGGA 

CTGAAAACTCCTTCACCAGCCCCCTCCACAGGATATAGAAGACTTAGATCACTACGAGAT 

GAAAGCAGAGCCCATTAGTGGGAAAAAGTTGGAGGATGAAGGAATTGAAAAAAAAAAAAA 

AAAAAAANGTNCCTGCCCG 

Sequence 365 

TGACTCCCCGCGGTGGCGGCCGAGGTACCAAGCACTGGGTAAGGCACTTTTGTGGAGCAT 
TAGACAGTAACCCTCAAGGAGCTAGAGAACCGGATGGGAGACATGAGCGGTAATTAACTC 
ACTTGTTCCCCAGAGTTTCTATTTGTTTTNTTTTC 1 1 1 I I CTGTGACTTATTTTCCTATT 
TTCTTTCCTCCATGTAATTTTCACTATGGCCCAACTAATATAAACACCTGGAAATTACA 
A 

GGAAAAAAAATTCTTCCTCTAATAACTTTCCAAATTTGTGGAATATTTATTTGTAATAG 
AGTTATCAAGTTATGCTTATATAAGCATTAAAAATTCTCCTCCTTTGACTACACACACA 
A 

CCACAGTGTGGTTCTAATCNATGGGAGATATCAAGTAATTTTTTAGTAACCTGAATnT 
G 

AGGGAGATTTGTGTGTTTAAGGATGTATGGAAAGTGATATGTAATeCTGANGGTCCCAAG 
TCAAI I I I I I ICTT 
Sequence 366 

CTCCCCGCGGTGGCGGCCGAGGTACTTTGCATCCTTCAACGCAATCAAGCTGACACTCAG 

TATTAACCATCAC AAGGCGTGAGGACAG ATAGCTGCATC C GCAAAATAGAG AACC AAGAA 

ATAGTCCCACACCAAAGTCAGGATCAAATGATTCCTGGACAAGCCACCAAGTCAATTCAA 

CTGAGAGAAAGAAGCCTTTGCACCAGTTGGTGCTGGAAGTTCTGGATATGCACCTGGATA 

AGTGAACCCCCCTCCGTCACCACACACAAACGTTAATTTGAGATGGATTGCAAACATAAA 

AGCTAAAACCATTAACACTTCTTGAAGGTAACATAGAATATTTTGTAATGTTATGATAG 

G 

CAAAAGTCTCTTAGGACACACAAAAAAATTAACCATAAAAGAAGAAAATGGCTGGGTGCA 

GTGGCTCACACCTTTAACACCAGCATGTTGGGAG 

Sequence 367 

CTCCCCGCGGTGGCGGCCGAGGTACATTGTGATTCAAGAGAAAAGTCACATGCAGGTCTG 

AGCTCCTCCAGCAGGCCTTATGTAATGCTAAGATTTTTGGGGAAGATGAAGTTGAACTGA 

TGAACTGGCTGAATGAAGTGCATGACAACTGAGCAAGCTCTCAGTCCAGGATTACAGCAC 

TGAGGGGCTATGGAAGCAGCAGTCTGAACTTCGGGTTCTGCAAGAGGACATCTTACTCAG 

GAAACAAAATGTAGATCAGGCTTTACTAAATGGTTTAGAACTACTTAAACAAACCACAGG 

TGATGAAGTTTTAATAATTCAAGATAAATTGGAAGCCATTAAAGCAAGGTACTGCCAGAT 

ACCGMTTGAGCATACCACAAAAAAGTTCTCATTTTGTGTCCTCCCATNCCATTCTCCT 

C 

ACTAACCAAAG 
Sequence 368 

CTCCCGCGGTGGCGGCCGCCGGGCTGGTACAATGTGCCTGGCACCTTACAAGACACAAAT 

ATGCTCTTATAGGCTGGGGAAATAAGAAAATATGAATGAAGCAACCCAGGTCTTGAGCCA 

AAGAATTACCTGGGGTCCGTTGAGTTCAAATCTGAAAATTTCTGTCTTTCAAGGTCAGCA 

TCGCCCACAAAC 

Sequence 369 

CTCCCCGCGGTGGCGGCCGCCCGGGCTGGTACGCGGGGGTTTCCGGTTTGGGTGTGGCCG 

CATGGCGTGCTGGGGTGCAGGTGGCCGAAGGGGGCGTTACTGTTGCGACTGGCATCCGCA 

TCCGGCAGATGTAGATGGAACCAAAGCCAGAAGTTACGCGTCACCCTTGCTCTACAGCCA 

AACATGCAGGACTCTAGTAACCCGCGAAATGATGGGATAGCGTTGCAAATCCTTAAAAGA 

GTCTTAACGGAGAAGGAAAAATGTTACATTGTCAAAGTCCCAAAGCCTTTCAGCCTGAAG 

CCAGGAACAATTGTTCAAAGTTTCTTTGGAACATCAAGGAAGGAAATCCAGATTTTACTT 
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TAAGTGCAATGGGGGAGTCATTAAGGATTTTGTGTAGATACAGCAAAAAGACAACAATCT 

TCAAGCCACAATGGCCCTCACCAGAACCCAGC 

Sequence 370 

CCCGCGGTGGCGGCCGAGGTACTTAAAACCMTAAAAAGTGACATTTGAATTTCTTTTAA 

AAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACCAGCAGAAACCA 

GGACAGCCTCCTAAGCTGCTCATTTACTGGGCATCTACCCGGGAATCCGGGGTCCCTGAC 

CGATTCAGTGGCAGCGGGTCTGG 

Sequence 371 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACGATTATTTTCAAACAAGCCTACGTCCCTGA 

CTAACCGAGTGGAAGGTGTGAGTGGCACTACAAATTCACAAAAGAACTGTAGCCTCAGAT 

AATCAAAGGAGAGAAGGTCAGATGCAATCACTGATGCATGCTAGTAATTCTCAAACCTTC 

GTTrrCAGAAACGATTGGATTTTCAGATAGATTTGCAGTAAGAGAATAACAAGTCTTTA 

T 

Mill ICATCCCAACTTCTTTCTTGCACATTTTrCTTCTAGCTATATTTAATATCTGTTC 
TCCCCACACACTTGCTAATCTACATTTCACAATCTTCTTCACTTTCACTTTGTCTGCAA 
A 

GGAAATCTACCCTGGGACAGAANAAGCATCTC I I I I III 7 I CCCCCTGACCCTTGGCA 
TT 

TTCCTCTCCCTTCAACTT 
Sequence 372 

GATTGAGCTCCCGNNCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGATGTCTCTTGTC 

AGCTGTCTTTCAGAAGACCTGGTGGGGCAAGTCCGTGGGCATCATGTTGACCGAGCTGGA 

GAAAGCCTTGAACTCTATCATCGACGTCTACCACAAGTACAAGAGATAGAAAGACCAGTC 

CTTGCTGAAAGACAAGTCTGAATGCTCCACTTTTTCAATTCTCTCTCCATTCTTCAGTA 

A 

GTCAACTTCAATGTCGGATGGATGAAACCCANACACATAGCAATTCAGGAAATTTGACTT 

TCCATTC 

Sequence 373 

CTCCCCGCGGTGGCGGCCGAGGTACGCGGGGAGAAGGAATGGAAACGCCTGGAGAAAGAG 

GATGAAATGACGGATGAAGCAGTTGGAGACTCTGCTGAGAAGCCTCCTTCTACTTTTGCC 

TCACCTGAGACTGCTCCAGAAGTGGAGACCAGCAGAACTCCACCAGCCTGTGAAACCACG 

AACCCTTCAATCAAGAAAAGACCTTTGATCAGGAGAAGACTTCTCGTCTCATTTCTGGGG 

ACACATTCAGGATTTCTCCAAAGCAGGTGAAGGTACCTGCCCG 

Sequence 374 

TCCCGCGGTGGCGGCCGAGGTACGCGCCAGTCACTAGCAGGTCCTTGTGAATCTCCTCAC 

GGAGGCACTTGCGAGAGTTAATGGGCAGATGGAAGGAGATGGCAAGGACCAATCTGGGGC 

CGAGCAGGAACAAAAGCAGCAACGCTAACGGAAAAGGGCCGCGCCGGGCTGGTGGGCCAG 

ACAAACCAGACATGGTGCTCCCCGCGTACTCCTTATACTTATTAAACACAAAATTAATTG 

TAAAATAGCCTCAGGCAGGTCCTTCAGGAGGTATCCAGAAGAAGGCATTGTGATCATAGG 

AGCTGATGGCTCCGCCTGGGTTACTGCCCCTGTAGACTTCCAGTGGGACAGGATTGGGAG 

GTGGGAAGGACAGTGACATGGATGATCCCGGACCCTTTGTAGGTCTAGGCTAACGTGGTG 

TGNTTTGNGTCNTTAGCTTTTTAACCAAAAAAAAGTTTAAAAAAAGGTTAAANNANCNT 

N 

TNNNNNNNNNNNNTNNAAANNNNGGGGTNCCTTGCCCGGG 
Sequence 375 

TCCCGCGGTGGCGGCCGAGGTACCTCAGCTGTTGATCTGTGGAGCCTAGGAATCATTTTA 

CTGGAAATGTTCTCAGGAATGAAACTGAAACATACAGTCAGATCTCAGGAATGGAAGGCA 

AACAGTTCTGCTATTATTGATCACATATTTGCCAGTAAAGCAGTGGTGAATGCCGCAATT 

CCAGCCTATCACCTAAGAGACCTTATCAAAAGCATGCTTCATGATGATCCAAGCAGAAGA 

ATTCCTGCTGAAATGGCATTGTGCAGCCCATTCTTTAGCATTCCTTTTGCCCCTCATAT 
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T 

GAAGATCTGGTCATGCTTCCCACTCCAGTGCTAAGACTGCTGAATGTGCTGGATGATGAT 
TATCTTGAGAATGAAGAGGAATATGAAGATTGTTGTTAGAAGATGTAAAAGAGGGAGGTG 
TCAAAAATATGGACCAGGTGGTATCTCTACTTTGTTCCAAAG 
Sequence 376 

GGTCACAGGTCTCGAAAAAGCGGGTGGTGCAATGCTCCATGGGGATGAGGGGAGCACCGC 

AGTGGAGCCAGCTCGGTGTGGGAGAGGTACCTCTAAGGTGTTCTTCCTACCTAGCCTAGT 

TTTTTTCTACCAACCTAGTTCACCTAGTTTCCTGCCTAACCTCGTTAGATATCACTCTT 

C 

GCTGCTTCAAGAATACTAAAGCAACACTCCTGATATTAACCTACTACTCAGTTTTTGTG 
T 

GGCAAAAACAGNAGATCACATCCCATTTGTCTTTTGNGTTCTCTTGGCTGNTTAAGCANC 
AANAGTTTAGCACTTTAATTCATTGCTCTACCAAATGGTTTAGTTTGGAAATAGGGGTG 

G 

ANGTGGACAAGAAGNTTTTGNTTTAATCCCTTCAAAGCCAATTNAACTTGGTTTTTGGT 
T 

TTAGGTNGAGGAAGGGCCANGNANTNGTTCAMGGTAGGCCTC 
CCCN 

Sequence 377 

GCGGTGGCGGCCGGACGGAGGAGACGGTGCTGTGCTGTGTATGAAGACGGCAGTGAATGA 
CTCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTTGCTTGGAAAGATTTACTA 
AGAAGTCAAATAGTGGGTTCCTTAGAGGGAAGAGGTTGGAAAGAACCATGACTGTATTCA 
GGAAGGCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGT 

TGCTGTGTTATAAC 
T 

Sequence 378 

TCCGCCCGGGCAGGTACCAGGTGGTGAAACCAACTGCTGAACGCACAGCCTACCTCCTGT 

ATTACCGCCGAGTGGACCTGCTGTAAACCCTGTGTGCCGCTGNTGTGTGCGCCCAGTTGC 

CCGCTTNGTAGGACACCACCTCACACTCACTTCCCGNCTCTCTTTAGTTGGCNCTTTAGA 

GAGAAACTCTTTCTCCCTTTGCAAAAATGGGCTAGAATGAAAAGGAGTATGCCNTTGGGG 

TTCGTGCACAACACAGCTTCCTGATTGACTCTAACTTTCCAAATCAAAATTCATTTGGT 

T 

GAAACANGACTTGTTTGCTTGGATTTTAGNAAAATACACAAAAACCCCATAATTNCTGAA 

ACAAATTGCTTGANTCCTGGAGATNAAGGAAAGNTGGGATTTNGATTCCCCAAGTCCTCA 

TTGCTTAAGTAGGAATAAAATCCTTGCACCCATGCNAACAACCMCTTNGTAAATTTNGG 

TGAAAAANTGAAAATTTTAANTCTTNTCCTTTAAAAAAAAGAAAAA 

Sequence 379 

GAGGGACTGCTAGCCAGCCAATAAAATATAAACTCCATTTGTCTTAGTTATATAGAACTG 

TGTTTCCAGCTTAGAAAAAGTCAAACCAATGACTTNTAGAACAANCTACTCTCATTTTT 

T 

ATTCAGCCTCTAGAACATGGAAGCTTTAAAAGTGAATTGGCTAAANAGGCAAGACCTTCT 

GAAAGTTAACATCTTAATGATTAAAAACAGTAAGTACGCACAACCGAAGCCGTAGAGTCA 

CACTTGCAACAAAAGGTTACAANTATTGCTAATGGGGCTCTGTCCGGTNCTGCTTGTCCA 

GCTGGACCATCTATTTCATCCCTCCTCCTCTTGAGCTGTCATTTTAATTGC 

Sequence 380 

NCCGAGGTACGTTAGCTCATTTTCCCTTAAGCGGGTTGTGACGTACGNTGAAATTGCAAA 
CGCTCAAACTTCCAACACTTGCGTATACACTTGTAAACCCAGCTTTGNNAAGTGAGACAC 
GCATCAAAATCATGATGAACAATTGACCGGCTGCNTNGCAGTCAAGCAGTTGGGTTA 
Sequence 381 

CCGCGGTGGCGGCCGAGGTACACCATGTGAAGACTGGACTTAAACAGCTACACCACCAGA 
AGCCGAGAGAGAGGCTGGAACATAGCCTTCCCTTTGGAGGTAGCCTGGCCCGGNGGGCAC 
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TGTGATCTCAGACTTCCAGCCTTCAGAACTGTGAGACAATATTTTATTGTTTAAGCCAC 
T 

TAI I I I I I GGTACCTGCCCG 

Sequence 382 

NGGCGGCCGAGGTAC I I I I I I I 1 1 NTNTN1 II I I M II I G AGACGG AGTTTC ACTCTTG 
T 

GGCCCAGGCTGGAGTGCAACGACACGATCTCAGCTCACTGCAGGGCTNTGCCTCCTAGGT 

TCAAGCTATTCTCCCTCCTCAGCCTCCCAAGTAGCTGGGATCACAGGCATGCACCACCAC 

CNCCCNGGCAAATGJ I I I I I I IGGATGTTTAAGNCNGACGTGGAGTTTCTCCATGTTGGC 

CAAGGCTGGTCTCAAACTCCCTGACCTCAAGGGNGATCCACCNTGTCTCAGCCTTCCAAA 

GNGCNTGGGGATTTATAGGCNATGGAACCAATNAACGCCCGGGCCGGCAATAAATTTGTT 

ATACANNACTACCATGNAGTTAAATCTGCNANTANNATTGGGACCGAATGGTNTAATCCC 

TTCNTACTTCTTTAAATTNTTCCCAANNGGACCTTCAATTAATAATAATAAAAATTNGGA 

TCCTNI I I II I IAAAATGA 

Sequence 383 

CTGCCGAGGTACTCACAGTCACNCAAATTCNGNGGGTGGNTACACGGCTCTCCATTCTTC 

TTGTTGGGTTTAGAGGTTeCCAGGNCAAGAGCTTTAC^ 

ATNATCCGNTACATAAACNACACCTCCTCTNGAACCATCCTTGGGGCCTTCATGGGGGTT 

GGGCATTTNAGGNATCCCTTACNAACAAGNCCCCCNTGGTGNCGGNCTTTCCCAGAAGCG 

GCCTTTGGTGNAACCTTC NTCCCCAAAATAAANAAAC CAAGGGACAACAACATTTG NGGT 

CANNNGGTNACCGAAANGAATCAATTTCAATTTTCCAATATGCNTCGAAAGGGGTTTTTC 

CCACTTATTNCACACCTTCTTGNGGGCCNNGAACCCTTTCTTTCAAATATTAANCCCC 

NC 

AAAATTGGTCACCCCAAATCCTAATTTCCTTTCCAAACCTTTCTTCTTCTTGGCCCATT 

C 

TTTTTCCCTTTTGAANCCTGGAAGAACAAGGTCTTGGAATCCAANTTTTTTCCGGGGN 

CN 

NCTCCTAAAAAACTAANNNNGGAATNCCCCCCCCGGGCCTGCAAGGGGAAATTTCCNNTA 

NTCAAAAGCTTTAATCTNATTACCCCNTCCAACCCTTCCAAAGG 

Sequence 384 

AGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCTGAGTTCATCA 

AGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAACAATCCTGAAGGCCTGGGATT 

TTTTGTCTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTGTAGTTC 

AGCACTTGATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAG 

ACATCATTTATATGCAATTTCATCAGCACCAGAAAGTTTGGGATGTTTTTCAGATGAGT 

A 

AAGGACCAGGTGAAGATGTTTGACCTTTTTGATATGAAACAATTTAAAA 
Sequence 385 

GTACTCCGTCTCAGAGGANGGGATGCAAATCTTCGTGAAGACACTCACTGGCAAGACCAT 

CACCCTTGAGGTCGAGCCCAGTGACACTATCGAGAACGTCAAAGCAAAGATCCAAGACAA 

GGAAGGCATTCCTCCTGACCAGCANGAGNGTTGATCTTTGCCGNGAAAAGCACGCTGNGA 

AAGATGGGNGCCGCCACCCTGTGCTTGNACNTANCAACAATCCCATGAAAGGAGGTCTAC 

N CCTGGC ACCCTTGG 

Sequence 386 

CTTTTGAAGGCCCCGNTCGCCCGGGCAGGTACTCCCTGATAAAGGGGAATTTCCATGCCG 

TCTACAGGGATGACCTGAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATATCAGGAAAA 

AGGGTGCAGACGTCTGGTTCAAAGAGTTGGATATCAACACTGATGGTGCAGTTAACTTCA 

GGAGTCCTCATTCTGGTGATAAAGATGGGCCGTGGCAGCCCACAAAAAAAGCCATGAAGA 

AAGCCACAAAGAGTAGCTGAGTTACTGGGCCCAGAGGCTGGGCCCCTGGACATGTACTCT 

CAGAATGTTTGTCATATGCTTC7TGCAATGCATA I I I I I 1 AATCTCAAACGTTTCAATAA 
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AACCATTTTTCAGATATAAAGAGAATTACTTCAAATTNGAGTAATTCAGAAAAAACTCA 

A 

GAATTTAAGTTAAAAAGTGGTTTGGACTTGGGAACAGGACTTTTATACCTCTTTTACTG 

T 

AACAAGTACCTCGGCCCGCTCTAGAACTAGTG 
Sequence 387 

TCCTGTATTGCC 1 I 1 I rAATCTTGCTTGTTTAAG N AC NTTTC AGGGATTGTCATC ATTG 
AT 

TCATCTGTAAAATTGTCAAGNACTAAGGTCCTAAACCTTAATC 
Sequence 388 

CCTTCCCNCCCNGCGAGNCCGCNGGGGAGATAAAAATATCACCAACATAATATANCACGG 
ACTAACCCCTAAACCTTCTGCNTAATGAATTAACNAGAAATANGGGGGGCAAGGAGNGCC 
ANAGCTAANACCCCCTNAACCAGACGAGCTACNTAAGAACAGGTA 
Sequence 389 

CACGCCTGTAATCTCAGCACTTTGGGAGGCTGAAGCNGGGCCGGATCACGAGGTCAGGAG 

TTTCAGACCACCCTGGCCAACATGGTGAAACCCCCGTCTCTACTAAAAATACAAAANNGG 

GTGTGGT^C^GCACCTG TAATCCCAGC T^TTCGG^GCTG AGGNGAAGAATCGT TTG 

AACCTGGAGGCAGAGGTTGCAGCGAGCCAAGATCACGCCATTGCACTCCAGCCTGGGTGA 

CAGGGCAAGACTCTGTCTCCAAAAAAAAAGAAAAAAGGAAAAAAGCCTTTCTTGATGCTG 

TTCCCCATTTCTCCACTAAAACGCCTGCTTTTCTTAACTCCACACCGAACCAACCTGA 

AA 

TATTTTGGCNAGAATGCCAACAAGAATTGAAAGAAAAGATGCTTTACAAAAATAACAATA 
TAAAAAGCAAATTATATTATCCCTTTTATCTCCATTCTTACATTAAAAAAAAAAAAATCG 
GCCGCTCTAGAACTAGTGGGATCCCCCCGGGCTGCAGGGAATTTCGATATCAAAGCTTAT 
CGATACCCGTCCGACCTCGAGGGGGGGCCCCGGTACCCCAGCTTTTTGGTCC 
Sequence 390 

AGTACNCGGGGCTTTTCTCAGGCGGNGGCATGGCGGGACAGGAGGATCCGGTGCANCGGN 

AGATTCACCAGGACTGGGCTAACCGGGAGTCGGCCGCTCTAGGGGN 

Sequence 391 

CGCCGAGGTACGCGGGATGGGATTTCTGACCATTTGCCCTGCCTCTTGCAAAATAGGTCT 
AATGGCAGGATGGTGTCATAATTAAGGCTACCAAGACTGCCCATTGTTCCAGGCTGGGCA 
GTTCATAATGGGGGCAGACAATAGTGCAAAAAAATTTfACATTTTATCTTTAGAGTGTC 
A 

GGGTCAAATTGATTTCCATGGTTGAGGATGTAGCCAAGTGTGGAATCAGGTGGAATAGGT 

GGAGAGTTGCCCATAGTGGTTTGGAAAAGAGAAGAGGACTTTGAAAAGTGGAGGGCTCAT 

TAGGTGACCCAAATTTTACCTGGGGCATCCCCCCTTTAGGGCCCCAACTTAGTCTGTCAG 

ACATCTCTGACCTTAGATGGGTGCTGGCACCACTTTGGAATGGTTCCCTCCATCACTGAG 

GACCTGACTTAAAGTTTTTCTATCTCACTTAAAACAACCCTTTAACGCTCTCAACTTAG 

G 

CAATAATAAATTCCTTTTCATGAATTCCCTTCA 
Sequence 392 

AGCGCGGGGAGAGGCCGGTTTGCAGTATTGGGCGCTCTTCCGCTTTCCTCGCTCACTTGA 

CTCGCTGCGCTCGGGTCGTTCGGCCTGCCGGCCGAGNCGGTNATTCAGCTTCACTCAAAA 

GGGCGGTAATTACCGGTTTATTCCACCAGGAATCAAGGNNGGATAAACGCAGGGAAAAGA 

ACATGTNTAGTCAAAANAGGCCAAGCNNAAAGGCCAAGGNAACCCGTTAAAAAAGGCCCG 

CGTTGCTTGGCGG I I I I I I CCATAAGGGCTCC 

Sequence 393 

NATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGGACACAGGCACTCCTTTG 

TCTGGTAGAGAGGAGGAGGGGAAATGGAGCTATTCCAGGATACAAGGGATGGCACTGAGG 

GATGCATAAGTCCCCTGCCTCCCTTGTCTCAACATGTTCTCCTCTGCCAGCCCAGTCAGC 
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TTGGGGAGCTAGGTATCAGAAACCTGAAGGATCCAGCCCGCTTTGTCCTACTAGTGTCTA 
TAAGTCTCTGTCCTGAGATCCTGGGGCTCCTCCTATTTCTAGAAGGGATGAGGTGCCATC 
AAAAATAACTTGGCTGGTGTAACAGTTTAGAGAAGGAAGTCACACCTGTAGCCTGGCTGG 
CAGGCAGGTGGACATGAGGCTGAGAAGGGAAGCCAGATGTCAGAACATACTAGGCTAGCA 

TGCCTG 
C 

Sequence 394 

GTGGCGGCCGAGGTACCAGGCTGGCGACAGGTGCTACCAGGAGTGGGCTGAGGGGAGAAA 

AACTATCTCCCACTCTTTTGGCCCAGGCAATGTCAACGACTTCCACATTCCCTGGCCCAC 

TTGCTGAGCAACCCCAGGTTCGGCTCTGTATAAGGACCCTCCCCTNCCAACCCCAACCCC 

AGAGTGCAGTGCAAATCAACCAACAATTTACTGGTGGAATGGCAATCAAA GGAAA CAGTT 

AAACACCAAACAATTNCTTAAAGCCAAAAAATATTTTTCATGGAGTTGAACAl Mil CG 

A 

GTGTGTTTTTTTCAAGTGTAAAAGCAGTGACATTTTGTTCAAACAGAAGCAGCATCTAGG 

AATTCTGGCACTTGGGGTTCTAAGGGGGTTACAGGTATGCCATCATGGATTCTTCTCC 

C 

Sequence .395 

NGGGGCCGGGCCCCCGGNGGGGTTANCCTTTCCATTTTTNANCMCCTTTTAAAAGCCCT 
TGGGGAGGGNGGGGTTTAANGGGGAATCCCTTTNAAAATTTTTTAAATNTTNAAAAAGGG 
CCCCCATTAAGNAATTTCCCAAGGTTTTTNAAGCCTTTTTTAMCCCCTNAA 
GNAAAAAGGTNGGAAAAAAGGGCCAN I II I I I I I ACCAAAGGGNGGGGGGAGNGGAAGGG 
CCAAANTGGGAAGGAAAAATTAAAANGGGCAAAACCAAGGAATTANATTACCGTTCCAAA 
AAAGCNTGGGGAAACCAAGGGGGGCAGGAAAATTCAAGNAAACCGTTGGTCCTTGGGCCT 
TATTCAAGCC I I M I IGG I I I 1 1 I I I I GGACCTTACCTTAAAAGGGCCCCAAACCCCTT 
T 

TTTTTAATTTCCCTCCTTGGGAATNGGGGTTCCTGGCCAAGNACCCCAAAAGGTTTCCAA 

GGGAAAATTTTTTAAGGGCCCAAAAAAAGGGGAATTTTTCCCCCAAAAAATNGGGGNATT 

CCCCCCTTAATTAACCAATTCTTTCNAAAGGAAAAGGGAATTANCCAAGGGGGTTTTGGG 

AAGGNAAAAGGGAAAANGGCCCCCNNCCAAGNAAAGGGGNCCTTTTGGGTGGGAATTGGG 

AAAACCCCCAAAAAAAAGGAAAAATTCCNTTTTTTAAAAAAAGGGAAAAANGGGGGGTTN 

TTNCCTTTCNAAAAAAATTGGCCCAATTTNGGTTCCCAAGG 

G 

GGGTTNAAAACCTTTGGGGGCCAANGGGGGGGAAAAAAAACCCTTTTGGGTTCCTTTGGG 

GGGGNAAG 
Sequence 396 

TGGGGGCCGGGCCCCCGAANGGTTACCCCCGCGGGGGGGGAGGCCTTTTNTTNCCCTTTG 

GGCCCAGGGTNTTNCNTTTCCCCAAGNCAANGGAAACCCCCTTTCTTTTNCTTTGGGTTT 

TTTGGAAAAAANGGAATGGGGTTCCCGGGCTTGGCNTTTTTTGGGGTTANGGGCCACCGC 

TTC AAGTTCCTTGAAATGGTTCCCGGC N C ATGCTTTCCCCGGGGCCCGGCTTC NTAAGN A 

AACCTAAGTGGGGAATCCCCCGGGGGCCTTGCAAGGGAAATTCCGATAATCAAAAGCTTA 

ATCCGGATAACCCCGGTCCGAACCCCTCGGAAAGGGGGGGGGGGGGGCCCCCNGGGGTAC 

CCCCAAGCTTTTTTTGGTTTTTCCCCTTTTTA^ 

T 

GGCCCGGCCCGCCTTTTGGGGCCGGTTAAAATCCAATTGGGGGTTCAANTAAGGGCCTTG 

GGTTNTTTCCCCTTGGTGGGTGGGNAAAAAATTTGGGTNTTAANTTCCCCGGCNTTCCAA 

CCAAAANTTTNCNCCAACCAACCAAAACCCAATTTANCCGGAAAGGCCCCNGGGGGGNAA 

GGCCCAANTTAAAAAAAAGGGTTGGGTTAAAAAAAGGGCCCCCTTGGGGGGGGGGGTTGG 

GCCCCCNTNAAAAATTGGGAAAGGGTTGGGAAAGGNCCCTTTAAAAAACCCTTTCCAAAC 

CAMTTTTTAAAAAANTTTTNGGCCCGGGTTTTTTGGACCCGG 

TT 

GGGGCCCCCCCCGGGCC I M I I I I I I CCCCCAAAAGGGTTTNCCGGGGGGGGGGNAAAAA 
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AA 

Sequence 397 

GTGGGGGGCCGGGGCCCGGGAGGGGTACCCCGCCGGGGGNGGCCTTTNTTTCCTTTGGCC 

AGGTTNTCTTCCCNAACAAGGGGAACCCCTTNTTTCNTTGGGTATTTTGGAAAAAGGAAT 

GGGTTCNGGGCCTGGCTTTNTTGGGGTTAGGGGCACCGCCTCAAGTCCTGGAAATGGGTC 

CCCGCCAATGGNGTGGCCNGGCCCCGCATCTTANGGAAACCTANGTGGGGAATCCCCCCC 

GGGGGCTTGCAAAGGGAAATTTCNGAATATTCAAAAGCTTAATCGGAATNACCCCGGTCC 

GNACCCCTCNGGAGGGGGGGGGGGGCCCCCGGGGTAACCCCAANCNI I I I 1 1 I IGGTTTC 

CCCCTTTTTAAAGTNGGAAGGGGGGTTTTAAAATTTGGGCCNGCCCGCCT7TTGGGGCC 

GTTAAAATTCMTTNGGGGTTCCAATAMGGCCTTGGTTTTTTCCCCTTGGGTGGGTTGG 

AAAAAAATTTNGGNGTNATTNCCCGGCNTTTCAACCAAAANTTTGCCCCAACCCAACCAA 

AANCNCAATTTAACCCGGNAANGNCCCCCGGGGGGGGAAAGGCCCAATTTAAAAAAANGG 

TTGGGTNNAAAAAAANGGNCCCCTTGGGGGGGGGGGGTNGGCCCCCTTNAAAAATNGGGA 

AAGGGTTGGGGAANGGCCCTTTAAAAACCTTTCCAAAC^^ 

GCCCGGTTTTTGGNCCCGGNCCNTTTCNAACCCTTTGGGCCCCCCCCGGGCNTTTTTNTT 

NCCCCAAAANGTTTCCTGGGGGGGGGGAAAAAAA 

Sequence 398 

GCGGCC GGGTACAAAATTTAGAGGTTTCCCCTTTATCAACAAGAGAC CCAGGTGCCAGC A 

TGTTACTACCAGATCCAGTTCTTCTTAGGACAGTGTGGCTCAAAGGGATGAGACCTTCCA 

GACACTGGTATCTGAGCATCTGTGGCCTGCCCCTGAGTTGTCAAGATAATTTCTTATCTC 

TGAAGGAGTCCAGACAGGAATGCTTCCACTGCTGGGTGGGTGCTCGCCCCTCTTGCTCCT 

TAAGCGCCCGGCTCACCCCCTTGCTAGCACAGGGTGTCTTACACAGTTTATGGGACTTTT 

CTGTGAACTACCTGAGGGCAAGAACCATGTNCCACTCCCTGCTTGCTCCTCAAATATTTT 

A 

Sequence 399 

CNGCCGAGGTACNCGGGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAGATTTTTC 
TTTTTAGGTCCAGGAGTAAGATATATC ATAC NG AAAATGAAAATTATAATTCTTCTTG G 
A 

TTCCTGGGAGCCACATTGTCAGCCCCACTTATCCCACAGCGTCTCATGTCTGCCAGCAAT 
AGCAATTGAGCTTACTTCTTMTCTTTAATAATGGGTCAACTTTTGCCACTACAAACTT 

c 

AGGGGCCCACTTAATTCATGGANTCCACCTTTCTCTGGGAATTTTACAACAGCAGCAGCA 

GGCTCAAATTCCAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCCTGGAA 

CTGCTCCCAAAATCAGAATACCCTTAACCAGGGAAGAGGCCAGTTTTGGNCCCAAAGGGA 

GCCCCAAGGCAAGGGCCAAGGTTNGAATCCCNTTAACNGNNTTTAAAAACAACCCGCCTT 

TAAGAACACAAACCCAGGNCCCCCANGACACCGTTGAATGCCCCTTATTGTTATTTCTTC 

CC 

Sequence 400 

GACAGACAGTGCTTGATGTTCATAAAAAATACAATGCCCTGGTAATGTCTGCATTCAACA 

ATGACGCTGGCTTTGTGGCTGCTCTTGATAAGGCTTGTGGTCGCTTCATAAACAACAACG 

CGGTTACCAAGATGGCCCAATCATCCAGTAAATCCCCTGAGTTGCTGGCTCGATACTGTG 

ACTCCTTGTTGAAGAAAAGTTCCAAGAACCCAGAGGAGGCAAGAACTAGAAGACACACTC 

AATCAAGTGATGGTTGTCTTCAAGTACCTGCCCGGGCGGTCGAGCGGCNCGCCCGGGCAG 

GTACGCGGGGGCTAACCAGGCCAGTGACAGAAATGGATTCGAAATACCAGTGTGTGAAGC 

TGAATGATGGTCACTTCATGCCTGTCCTGGGATTTGGCACCTATGCGCCTGCAGAGGTTC 

CTAAAAAG 

Sequence 401 

CGGTGGCGGCCGGTTGCCTTGTATGTCACGAGCAATTAGGAGAGTCACGAGGATGAAATA 
GATGAACCCGACCATGCAGTTAATCACCAACATCAACTACTAGCCAGACGGGATGAACCA 
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CAGCGTCACACAATACAGTGTTCCTGTTGTAAGTGTAACAACACACTGCAGCTGGTAGTA 

GAAGCCTCACGGGATACTCTGCGACAACTACAGCAGCTGTTTATGGACTCACTAGGATTT 

GTGTGTCTCGTGGTGTGCAACTGCAAACCAGTAACCTGCTATGGCCAATTGTGAAGAGAT 

GGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCAAACTCCTGGGCTCAAGCAATCTTCCCC 

GCCCACTTCCCGAAGCCCTAGGATTACGGGAGTGAGCCACCGCACCCAGCCAGAAAAACG 

TTTAAAAATTTGGAAAACCTTACTTTTTTTAATGAGCATTTTTGCATCAAGGGGGT^ 

A 

GGGACATTAGGC I MINIMI 
Sequence 402 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACATATCCTCTGTGGGAAAAA 

CTGCTCTCAGAGTGTGCACTCTCCCCACAAGCCAGCGCTCAAACTGGAAAAAGTATCTCA 

ATGTCCTGAATGTGGGAAAACCTTTAGCCGAAGTTCTTATCTTGTTCGGCATCAAAGAAT 

CCACACAGGCGAGAAGCCTCACAAGTGCAGTGAGTGCGGGAAGGGCTTTAGTGAGCGCTC 

CAACCTCACTGCCCACCTACGAACTCACACAGGGGAGAGGCCCTATCAGTGTGGGCAATG 

TGGGAAAAGCTTCAACC AGAGTTCCAGC CTC ATTGTCCACC AG AGGACC C ATACCGGGGA 

A AAGCCTT ACCAGTGCATTGTCTGTGGAAAGAGATTCAACMCAGTTC 

TCACCGGC 

Sequence 403 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAAATTAAGTATTAAAATGAGGATTGAA 

CTGGGGCAAACAGGTTATTGTGAAAACAGTCAATATGTAAGCTCCTTCAAGGGAAATCAA 

CTACTGTTCCTCAAGATTAGAAGATGTNCACACTCTTTGCATTACCTCCCTAAAGGAGGA 

AACACCCATTAATTTTCCCTTATGGAATCAATATGGAGTGGAAATATGAAATGAGGAGAT 

GTTTTAGAAAGCAGGACANATCTACCTACCATTACTGGAATTAAAATGTATCCTCTGGGC 

CCACTCCATTGATTCCGATCTGAGGTGAGGAGGACTAAAAGCAGCAGCAGGTTACAGAAA 

GACTGAATAAGATGAAAGTATGCTACGTATGTCTAGCTGGGGAAGGGGGGATCTGGAAAA 

A 

Sequence 404 

CCGCCCGGGCAGGTACGGACGCCCAGGGATCCGCGCCGAAGCTAGCACGCANCCTACCCA 

ACAGTCTACACAGCNCGACCAAAGCCCCCGCGTACCCAGAGGAGTCGCTGGTGATNGGGG 

AGCTCAACCCTGTTNAGTAGCTCTGCTCATCAAGTGTCTGGAGAAGGAGGTTGCGGCATT 

GTGCAGATACACACCCCGNAGGAACATCCCTCCTTATTTTGTGGCTTTGGTGCCACAGGA 

AGAAGAGTTGGATTGACCAGGAAAATTNAGGTGACTTCTCCANGGCTTTCCAGCTTGGTC 

I I M I 

Sequence 405 

CCGCGGTGGCGGCCGAGGTACGCGGGGGGCGGCGGCGGAGAGAGCTGGCTCAGGGCGTCC 

GCTAGGCTCGGACGACCTGCTGAGCCTCCCAMCCGCTTCCATAAGGCTTTGCCTTTCCA 

ACTTCAGCTACAGTGTTAGCTAAGTTTGGAAAGAAGGAAAAAAGAAAATCCCTGGGCCCC 

TTTTCTTTTGTTCTTTGCCAAAGTCGTCGTTGTAGTC I I I I I GCCCAAGGCTGTTGTGT 

T 

TTTAGAGGTGCTATCTCCAGTTCCTTGCACTCCTGTTAACAAGCACCTCAGCGAGAGCAG 

CAGCAGCGATAGCAGCCGCAGAAGAGCCAGCGGGGTCGCCTAGTGTCATGACCAGGGCGG 

GAGATCACAACCGCCAGAGAGGATGCTGTGGATCCTTGGCCGACTACCTGACCTCTGCAA 

AATTCCTTCTCTACCTTGGTCATTCTCTCTCTACTTGGGGAGATCGGATGTGGCACTT 

TG 

CGGGGTNTGTGTTTCTTGGTAAGAACTCNATGGAAACAGGCCTCCTT 
Sequence 406 

TCCCCGCGGTGGCGGCCGAGGTACAGTTCACAGTGCTTGATGATAATAAATGGTTATTTT 
ACTGGTTCATGTATTTACTATATCATAC I I I M I I CATTAGAGTGTGCTCCTTCTACTTA 
TGTAAAAAAAAAGTTACCTCAGGGAGGTCCTTCCTGAGGTCTTCCAGCACACGGCATTGT 
TATCATAGAAAATGACAGCTCCATGTGTGTTACTGGCCATTACCACCTTCCAGTGGGAAG 
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GATGTGGAGGTGGAAAGCATACTGATGATTTTGTCCCCGTGGAGGCCTAAGCTAATGTGT 

GTGTTTGTGTCTTAGCTTTCAACAAAAAAAAGTTTAAAAAGCAAAAAAAAAAAAAAAAAA 

A 

Sequence 407 

GTGGCGGCCGGTGTGCTCATCGTAGCCTCGGGTCGGGGGATGCGTCTCCGCTTTAGCGCC 

AAGATAGAACTTCCTCAGACCACCGCCGCCGCCCCCGCGTACCT 

Sequence 408 

GTACCTCCCTGGCTGAAGTCTCTACATAGCTCTCAGGAACCTTCGGAAAGGCATCCAACT 
CTTTTACCAAACTTAAAG I Mi ll I CCGATTCAGTCGCCTCATCTTCAGGAAAACCTTC 
C 

TCTTCCTTCATATAGTCATGCTTGTGTTATGGTCCCAGCCTACCGCCATGTTTTACAGA 
A 

GCCCGGGTCGCCGGGGCTCCCGCGTACCTGCCCGGGCGGCCGCTCGAGGCAGGTACTGAA 

TGACACATTACCTCCACACTCTCCCGGACTAGG'i NGTCAACAGGGCCACAGGGTTGCTTT 

CTGTCTTTGGTGGGGCAGGGGAGTTGACAGGGATGAGGGTCCAAGGAATTAAGCATGGAA 

TGACAAGAAAA CANGGGAAAGAGTTACCC TGTCA CATAGTAGG TTAACTTTTTT AAGGG T 

ITGCAAGT^GAGGNNTTTCGACCCTTTCNCTTGGCTGAGCCANA^ 

AGCTTTTACTGGGATTTTCAATNNAAAAAATTAACAACAATGTCAAACTNGGGTTTGGA 

T . 

NATTGGNTTAAAGCC I I I I I AAGATTC I ! I I I I AAATAAC ATTTTTCCCCGAAAAAAAAA 

AAAAA 

Sequence 409 

TTTTNGGGGGGAGTTAAATAAAATAAGCATGTCTNCATCCTTTATTCCTAAACATTTAC 
T 

TATG ACAAATGTAAN N ACTG ACAGAAATTTGAAAAATACCAN GAC ACTTCTTAAATG ATT 

TCCCTTGGTTCAAAATTTACCCCTTCTTGGGTTTCTNTTGCTTTTCAAGGGTAATNTAA 

A 

CTCTTCTCTTTTTANGTTTGAACTATGCAAGTGCCAMGGATTCCNCTGTAGTCTTTCC 
A 

AAGGGGGGGAAAGGGGGTNTATANAAAAAAAAAAAACACCTT 
Sequence 410 

GGGCAGGTACTGTGCAGTAGTAACCCATAATTCTAAATGAGGATTATGGATTTTTCTGGA 
AGATTCI I I I I I CCTGTGGAACATGATGAGAAATGTTTAGGAGAGGGGACATAGCCATTT 
TTGTATGAAGACCAATTCAAGAAAAAAATATATGTATGTGTGTGGGTGTATATGTGTGTA 
TATATGTATAT 
Sequence 411 

GGTACGCGGGGTGCTGGGATNCAGGCACGAGCCAGTGCGCCCAGCTGCCTNTGTTTNTTT 

TATTAGCTGNTCTGGACTGNGGGGCTCCTTGGGCAGATGCTGTATTATGGGGATAAGCCA 

CACACTTTNTGAACTGGCCCGGTCAGGGGGGACATANCCATTTCCTGTGCCCCCCATCAA 

NACCCACCTATTCTGAGNGTNNGCTCCTCCCCTGCTTGAGTNATGGCCACANATCTTGGC 

TCGGNNCTCCTAAGCTGCATGNTGAATTCCTGGGACAACAAGACTGGCTTGTGGTTCCAT 

TCTCCAGATCCTTGGGT 

Sequence 412 

GCCGGGCAGGTACTTAGAGTTTTCCAAGTATGTTCTAAGCACAGAAGTTTCTAAATGGGG 

CCAAAATTCAGACTTGAGTATGTTCTTTGAATACCTTAAGAAGTTACAATTAGCCGGGCA 

TGGTGGCCCGTGCCCGTAGTCCCAGCTACTTGAGAGGCTGAGGCAGGAGAATCACTTCAA 

CCCAGGAGGTGGAGGTTACAGTGAGCAGAGATCGTGCCACTGCACTCCAGCCTGGGTGAC 

AAGAGAGACTTGTCTCCAAAAAAAAAGTTACACCTAGGTGTGAATTTTGGCACAAAGGAG 

TGACAAACTTATAGTTAAAAGCTGAATAACTTCAGTGTGGTATAAAACCGTGGTTTTTA 

G 

GCTATGTTTGTGATTGCTGAAAAGAATTCTAGTTTACCTCAAAATCCTTCTCTTTCCCC 
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AATTAAGTGCCTGGCCAGCTGTCATAAATTACATATTCCTTTTGGG 
Sequence 413 

GCGAGGTACCTAGTCTANATGAGTTTGATGCTTACAGTCAAGGCTATTAGCAAATATTCA 

GGAAAAGTAAAGCCTAAAGAAGAAAAGAGGGAATGAATAGTTTGTCTAGAGATAATAAAA 

GGAAGGTGMTTTTTAAAAAGACAAAAATAANGCTAGAAAAGACTGAGTGGAGAAAGCCT 

ACAGAATTTCAGAAAGCTAAAGAAATTGGAAATTAGATTGAATATAGATAGAAATGGGAG 

GACAATGCAGCCAATGAAAGACTGTGGGGACTAATAAAGGGAGAGCCCTGTGGTTTGGAA. 

AGTGTCCCTTAATCAGCCTGCAGTGCTGCAAAACAGAA^CCCAGAG 

Sequence 414 

GGTGGCGGCAGGTACGCGGGATCCAAGATGAATGTGCAGAGAAAATAAAGAATCCAAAGT 

CATAGTCATGAGGACAGAATAAAGACATTTTATGCCTTTTTGTTTTGTTTTGTT^ 

TTTGTGGAGAACAGGGTCTCTCTATATTGCCCAGGCAGGTCTTGAACTCCTGGGCTCATA 

CTGTCCTCCTGCTTCTGCCTCCCTAAGAGCTGGGATTACAGATGTGAGCCACCATGCCCG 

GC C AGAATAMGACATTTTAAAACTAAAAAAAAAAAAAAAAAGAGTTTGCTTTGC ATTAA 

TCI I I I IN ICI I I I I I I ICGI 1 1 1 i A I I I I I IAGI I IljAI Mill! I GAGACGGAGTC 

TCACTCTGTCACCCAGC^TG^ 

TCCTGGGTTCAAGTGATTATCCTGCCTCAGCCTCCTAAAGTAGCTGGGATTACANGTGTG 
AGCCACCACGCCTGGCCAGAATAAAAGACATTTTAAAACTTANGGAAAANAAAANAAAAN 
NNTNGNNNCNNCCCCCCNNNAAAAAAAAAAAAAAAA 
Sequence 415 

ACCGAAGACGAANGCCACTACATGCCCCCGCGTACCTGCCCGGGCGGGCCAAAGGCCAAC 
AAGGGNAGTGGGGNCGGGCTGCANGAATTTCGATATCAAGCTTATNGATACANGTTGACC 
TCNAG 
Sequence 416 

CCCCGCGGTGGCGGCCGAGGTACGCGGGGCTGCGGAGGACCGTGGGCACGCCAGGGTCGG 

TGAAGGATCCCAAAATGGCTGGGCGAAAACTTGCTCTAAAAACCATTGACTGGGTAGCTT 

TTGCAGAGATCATACCCCAGAACCAAAAGGCCATTGCTAGTTCCCTGAAATCCTGGAATG 

AGACCCTCACCTCCAGGTTGGCTGCTTTACCTGAGAATCCACCAGCTATCGACTGGGCTT 

ACTACAAGGCCAATGTGGCCAAGGCTGGCTTGGTGGATGACTTTGAGAAGAAGTTTAATG 

CGCTGAAGGTTCCCGTGCCAGAGGATAAATATACTGCCCAGGTGGATGCCCGAAGAAAAA 

GAAGATGTGAAATCTTGTGCTGAGTGGGGTGTCTCTCTCAAAGGCCAGGATTGTAGAATA 

TGAGAAAGAGATGGGGAAAGATGAAGAACTTAATTCCATTTTGATCAGATGACCATTGAG 

GGACTTGAATGAAGCTTTCCCAGAAACCCAATTAGACAAGAAAAAAGTNTTCCTATTGGG 

CCTANCCACCCATTGAGAATTATTAAATTTGAGTNCAGGANGGAACTTCTGGCCCTTTGT 

ATTACCCATTCTGGGCCTTTAAAATATTATTTTTCCAAAAAAGGAAAAAAAAA^ 

AAG 

Sequence 417 

GGCGGNCC I I I I I I I I I I I I I II I I I I M I I I I I GAGAGGGAGTTTTGCTC I 1 I I IGCCC 

GGGCTGGAGTGCAATGGCACGATCTCGGGTCACTGCCACCTCTGCCTCCTGGGTTCAAGT 

GATTCTCCTGCCTTAGCCTCTTGGGTAGCTGGGATTACAGGCGCCCACCACCATGCCTGC 

CCAATTTTGTATTnTAGTAGAGATGTGGTTTCACCATGTTGGTCAGACTGGTCTNGAA 

C 

TCCTGACCTCAAGTGATCCACCCNCCTTGGCCTCCCAAAGTGTTGGGATTACAGGTGTAA 

GCCACCGTGCCCGGCCATCAGTTGTATTTNTATATAGTAGCANATGAACAATCAAAATGN 

GATTAAANAAAATGCCNrTTTTAATAGCCTTAAAAAAAAAAAANTT 

TTTAANCCAAAGGAGGGGNCAAACCTTTTCCNTGGGAAATTCCAAAACNCNTNTTTGGNA 
NGAATTCAAAGNAGGNTGAAANCCCNNCCCCTTTTTNCGGNGTTNANAAAAAANANATTT 
TTTANNGGGGGGNCCCCNCCCAAANNATANTTCCNCNGTGGGGGGCCCTCTAAAAAANAN 
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M I I I I I | | I | I I I NTAAAAAAAAAANNTTNTTTTTTTGGGNG 
Sequence 418 

CGCGGTGGCGGCCCGAGGTACGCGGGATTTTGAATGAATTCTCAACAAAATGTGCTAGCC 

ACTGGGGACGCAAAACAAGTMGATCCCTGTTGCAAGAAATTCATTTTATNGNGAGGGAG 

GTTGGCATGGAGACTAAAATTCTCAGGAAAATGAGATCCGTGTTAGATTAGAAGTCCTGA 

TGTGAAATGGGAGGACTCAGGAAGGAGGATCGTCTTTACCTGAGGATTTCTAGCCAGAGG 

TCCCAGATGCCTGGGCTGAGAACCCAGCGATAAGGGGGCGTTCCCAAAGCAGACACAGGG 

ATAAGAACAGAGGAGGCAGCAGCATTGCACAAGCCCCAGGCACAGTGGCAGTTAGGATGG 

CTGGAGAGTAGGATAGTTCTATGGGTTGCCCAAAAAATGTGATGTGCTTCAT GTTTTC TC 

TGACTCATGGATCTGGTAGAGACCATAGACATGATATAGGACTAACTTGCCCAl l l I iCA 

CANAGAGGAAACCATCCTTATGACTTACCTTAAAGTTTTTTGTTCTGTTTTGAAAGGAA 

A 

CCATGTGCTTCATGAAACCTACAGTTGGCCAGAAGAATGNTCCTGCCCCGGCCGGCCGCT 
CTAAAACTAGGGGGATCCCCCGGCTGCAAGGAATTCGATTTCAAAGCTTATNGATTCCCG 
NCACCTCGAGGGGG 
Sequence 419 

CCGCGGTGGCGGCCCGAGGTACAGTATATTGACCTTAAAAATCAGTAAAGCAGTCATGGA 

AATAACAGGTCGTGTATTATTCATGGGCACAAACTGACTCATGGCTGGGGAAGAAGCAGC 

CACCTTAGACCAGATGGACAAGCCAGATACTGCAGAGAAGTTTCTGGGCTTTTCGGGGAG 

CTCTAGATTCAATTCTGTAAAGTTATGATGCAGTTTTCTCCTTCCTCTCCTCTCACCTN 

C 

TNTGAGCACAGCTTTCAACAAAAACTTTGCATACCCCGCGTACCTGCCCGGGCGGCCGCT 

CGAGGTACTTCTCTGAGCATTGGCCTCTGGCTGGGATTATGCTTCAACAGTCTTGAAATG 

AGGTCCCTGGCTCCCTCTGTTACAAAGTCAGGGAATGTGAATTCAACCCGTGATATTCTT 

TTGTAGGTCTCTTGGTATGTGTTTGCCTCAAAAGGAGGCTTCCCAACTAAAAATTCATAG 

CAAAGAACTCCAAGGCTCCAAGAGATCCACCTTCTCATCATGCATCCACCTTCAATCATT 

TCANGGGGCANGGAGTCCAAGGTGCCACAAAGAGNGGTCCTTCTGGGAAGATGGAGCATG 

TACCTCGGGCCCTCTAGNACTAGTGGAT 

Sequence 420 

GAGGTACGCGGGGGTCGGCGCCATTTTGTCTCGGCAGCGGTGGCCCGTAGCTCCATCGCA 
TTTTATGTTTCTGGCGAGAAGGGAACGGAGTTTTCATCAGGTAGATTGGTTTTTGT 
Sequence 421 

GGGGCGGCCGCCGCCTNCCCGTGAAAGACCTCCTGCTGGAAGACCTCCAGGATGGAGAAG 

TGAGGCTGGGTGGCTCCCTGCGAGGGGCATTCAGCAACAATGAGAGAATTAAAAACTTCT 

TCAGAGTCAGTTTCAAAAATGGATCCCAAAGTCAGACCCACTCGCTACAAGCCAATGACA 

CTTTCAACAAACAGCAGNGGCTTAACTGTATTCGTCAAGCCAAAGAAACAGTTTTGTGTG 

CTGCCGGGCAAGCTGGGGTGCTTGACTCCGAGGGATCGTTCCTAAATCCCACCACCGGGA 

GCAGAGAGCTACAGGGAGAAACAAAACTTGAGCAGATGGACCAATCGGACAGTGAGTCAG 

ACTGTAGTATGGACACNAGTGAGGTCAGCCTCGACTGTGAGCGCATGGAACAGACAGACT 

CTTTCTGTGGAAACAGCAGGCACGGTGAAAGTAACCGTCTGACAGAAAGCATGTGCACTT 

CNGGAAGCAGGCCTGCATCTTACCTGTACCTGCCC 

N 

Sequence 422 

ACTTCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAACTGGGGAATTCTGGCCCTAC 

GTGCATTCACAGGCAATGATGGGTTTGTGTGTATGGTGTCATGAGATCCTCTACCTCATA 

ACAAAAGGACAGTGGGTAGACTAAGGCAGTAGCTCAAAGGGCTTTGCAAAATTTTAATAT 

ATTAAAACAAGAGGCATCTGCTAGAAAACATTCTATTGTATACATACTGAAAACCCTATA 

AGGTCCTGGATAATTnTGTTTGATTATTCATTGAAGAAAC^ 

GAAGTTTTTGACTGTTAATAAAAGAATCTGTCAACCATCAAAAAAAAAAAAAAAAAAAAA 
AGTACC 
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Sequence 423 

NCCCGCGGTGGCGGCCCGAGGTACGCGGGAGAAGGAGATTACCTCAACATAAGAACCGTA 

TGTGAAAAGCCCACAGCTAACATCATACTCAATGGTGAAAGACTGAAAGCTTTTCCCCTA 

AGCTCATGAAGAAGACAAGGAGGCTTGGTTTTGTGGCTTCTATTTAACATGGTAATGGGA 

AGTTCTAGCCAAAGGAAGTAAGCAAAAAAAAAAATCGAAATTAGACAGGGGGAAGTAAAA 

TTATCI I I I IGCAGATGATATGACTTATATGTATTATAGAAAACCCTGGGCCAGGTGCA 

A 

TGGCTCTTGGCTGTAATCCTAGCACTTTGGGAGGCCGAGGTGGGTAGATTGCCTGAGCTC 

ANAAGTTTGAGACCAGCCTGGGCAACACGGTGAAACCCCCCTCTACTAAAATCCAAAAAA 

AAAAAAAAAAAATTAGCCCGGGCGTGGCGCATGCTAANGCANGGAGAATTGCGTGGAATC 

TGGGANGGTGGANGNTGCANTGAGCTTGAAGATCTCCCCCTGNACTTCCAGCCTNGGGGG 

ACAGANCCAAGACTNTTTTNTTCCAAAAAAAAAAAAACCGGGGGGNGGACCCCTCAAGAA 

TTCNCCCCNCCCCCCCCCGAANCCCTGGTTTGAAATTAATAAATGGGGTTCCGCCAAANA 

AAGTNCCNGCTTNTTCAATCAACAGGCCAAAAATTCCTTGTTTTTAAANCCCTGCCCTT 

T 

AAAANTTTTAAAAAGGAAACTTNGNATTCGCGTTrC 

AAAAAAA 

Sequence 424 

CCGCGGTGGCGGCCGAGGTACTGCCGAGCCGCTCCTCCCGCAGCTGTGCCGCCTCCTTGT 

CCTCCTCCTCATTGTCACTGCCAAACAGGTCAATGTCATCATCCTCGTCATCCTCTGC 

TG 

GTGTGGCTGGCTTCCAAGCTGGTGCCCGTGGGCTACGGTATCCGGAAGCTACAGATTCAG 

TGTGTGGTGGAGGACGACAAGGTGGGGACAGACTTGCTGGAGGAGGAGATCACCAAGTTT 

GAGGAGCACGTGCAGAGTGTCGATATCGCAGCTTTCAACAAGATCTGAAGCCTGAGTGTG 

GGTACCTGCCCG 

Sequence 425 

CCTCCCGCGGTGGCGGCCGAGGTACTAAGTGGTTAAGGATGGAAAAGAGCTAACAAGTGA 

CAACAAATACAAAATAAGCTTCTTCAACAAAGTATCCGGCCTTAAGATCATCAATGTAGC 

GCCGAGTGACAGTGGGGTATACAGTTTTGAGGTGCAGAACCCTGTTGGCAAAGACAGCTG 

CACAGCTTCATTGCAGGTTTCAGGTTGGTTGATTTCTTGGGCTTTTCCTTCATCATTAT 

A 

ATAATGTAGTTCCTGATTTTCATAAATGTATATGGGTTGTTACATCTTCTATAGGATAAC 
ATGAGTCCGACATCTTCTGAATCAGCAAATTCAGAGGCAATACCATCTCAAGAAGCCACC 
Sequence 426 

CTNCCGCGGTGGCCGGCCGCCCGGGCAGGTACTGAATGTGGGAAAGCCTTTTGCCAGAAA 

CCACACCTGACCAACCATCAGCGAACACATACAGGAGAAAAACCCTATGAATGTAAGCAA 

TGTGGAAAAACATTCTGTGTGAAGTCAAACCTCACTGAACATCAGAGAACACACACAGGG 

GAGAAGCCCTATGAATGTAATGCATGTGGGAAATCCTTCTGCCACAGATCAGCCCTCACT 

GTGCATCAGAGAAGACACACAGGGGAGAAACCTTTTGGATGTAATGAATGTGGGAAAACC 

TTCCGTCAGAAGTCGGCCCTAATTGTTCACCAGAGAACTCATATAAGACAGAAACCCTAT 

GGGATGTAATCAATGTGGAAAATCTTCTGTGTGAAGTCAAAACTCATTGCACATCATAGA 

ACACACACAGGGGAGAAACCCTATGA 

Sequence 427 

CCCGNGGTGGCGGCCGGGTACCTTACTTAGCAGAGCACTTTGCAAACATATTACTTATTA 

GCAGAGCTCTTTGTAGACCTTCCACATCTGGCTGTCAGATCTTAAGGTTGTGAATTTAGG 

CTCCAGTTATATTCACTGGAGAGCATAATCCCACACGGGTTATTTATAAATACAGAGCCT 

CTGATTGGACGGTCTCCTGCCAAGAACTAGTAATACCCTTGTTTTAAAATCTTCACAAGG 

TAAAACTTAAAAAGCCAACCAAACAAATTGCTCTCCATTCTACTTTTAATTGGGCCAAAC 

AGCATATGCTACAGTAGTAACATGTTTTTCGGAGAGTGTAAAAAACTCTGTTTACATTT 
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CCTCCTCGTGGGTTGATCGAAAATGTATAAAACTGACTGCTTCTCGCCAGCCTCAGACAA 
GAAAGAGTGAGCTGCTGGTACCTGCCCGGGCGGGCCGTCTAAAACTAGGNGGGAT 
Sequence 428 

GGCCAAATGCAGAAACGTCCCACATGCCCACCAGGAGCAAGCTTCAAAATGTTCAGCTTG 

CGGGGCANTNNGCAGAGAAATNCCAGGGATGTTCCTGAAGGCCTNGATGATACCANTATC 

CTCATTATAAGATGAATGCACGGGGCCCNTTGCGCTGGATACCGGCNAACCGGNTTCTNA 

TTNTGCCTNTGNCAGCTCTCATTCGCTGAGAGGCATAGACCTTTTTGANGATCATTCCAA 

NGCTATAAGTCNTCTTAAGGAGCAAAAACCAGCTTCCTTGGTCTNTCTTGAAGNCCTTCA 

ACTTTATCTTTCAACTACCAAAGGGAAGGTNCAGGAAACTTTCCTCAATAACCGANGGAC 

CTTTAGGACATGAACCAGGTGNCTGGNTAGGGGCTGGAGGCCAGCCCAGGGCAAGAAACA 

NAATGGCCGATANCCGTTTTTGGGGTTCCCGCGGTACCNTTGNCCCGGGNCGGGCCGGCT 

TCTAAN AAAC C AAAGTGGGAANCCC 

Sequence 429 

CGCGGTGGCGGCCGAGGTAC 1 1 I II I 1 1 I I I I I I I II I I I I GTGATCTCAACTGCTTTT 
A 

GCAAGTTGTGAATATACTTGGGCTTTCTGTCTTTCCCCAAAAGCAATTTGGGATTATTT 
T 

CCTCCI I I I I I I ICTGCATTTCATCATAAATACTGTCATATTCATACACAGTAGCATCTT 
CTGCAAGGGCCTTCTGGATTTCCAGTTTGGTCTGTTTCATGGCCTGCTTCTTAGCAGC 
TT 

CCCTCTGAAGGCTTTCACTCACAGAGGTCTCATCATCATCATCAGAATCATTCCCAAACA 
CTGATGGTTTTTGCAAMCAGGGTGCAACTGCTGTGTTTTCTTTGGCAAAATAAGCCCAT 
ACTACCTGCCCG 
Sequence 430 

GTGGCGGCCGAGGTACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTT 

GAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAA 

TAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTC 

AATGGAGATGGCCTCTGCTGACCCAGATGAAGACCCAAGGCATAAGGTTGGGAAAACACC 

TCATTTGACCTTGCCAGCTGACCTTCAAACCCTGCATTTGAACCGACCAACATTAAGTCC 

AGAGAGTAAACTTGAATGGAATAACGACATTCCAGAAGTTAATCATTTGAATTCTGAACA 

CTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAATCATCTGGAAACCGATTT 

CAGTGGCGATGGCATGACAGAGCTAGAGCTCGGGCCCAGCCCCAGGCTGCAGCCCATTCG 

CAGGCACCCGAAAGAACTTCCCCAGTATGGTGGTCCTGGAAAGGAC 

Sequence 431 

GGTGGCGGCCGAGGTACCAAAACAACAGCCCTCCAAACAATGATGACCAGTGGAAAAACA 

ATGGAGTCACCAAAACCTGGGACAGGCTCATGCTCCAGGACAATTGCTGTGGCGTAAATG 

GTCCATCAGACTGGCAAAAATACACATCTGCCTTCCGGACTGAGAATAATGATGCTGACT 

ATCCCTGGCCTCGTCAATGCTGTGTTATGAACAATCTTCGAGCGGCCGCCCGGGCAGGAC 

GCGGGAGTTCAAGAAGCTGGTGGTCAAGGAGGAGGAGGTGGAGGTGGCAGTGGAGGAATT 

GCAGAAGCTGGAAGTGGTCATATGAACTACATTCAAGTAACACCTCAGGAAAAAAAAGCT 

ATAGAAAGGTTAMGGCATTAGGATTTCCTGMGGACTTGTGATACMGCGTATTTTGCT 

TGTGAGAAGAATGAGAATTTGGCTGCCMTTTTCTTCTACAGCAGAACTTTGATGAAGAT 

TGA 

Sequence 432 

GCGGCCGAGGTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTC 

TGCGTTGTTACCACTGCTTACTGCGTTCCCAGCATTTCTTTTCTCTTCTCGTTTCCTGT 

A 

GATTCCGGCTAATGGTTTCCCCTGGCATTTGACTTCGTGATGTGTAACTGAGTCTCTT 
CC 
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TGAAGGGGGAMCGCATTCCAGAGCATTTGTTCGGGCTCATGTAGGAATAGATCTTTGAC 

TGCCCGGTAAATCCCGCGTACCTGCCCG 

Sequence 433 

GNGGTGGCGGCCGCCCGGGCAGGTACAAATCTACCTCCCCACCAAATGTCCTTAGAGGGC 

CAAAGATGGCCTTTGTTTCTTCATGATAACATCGCCTTTC I 1 1 I I I I I I I I IGAGACAC 

G 

GTTTCATTCTGTCACCCAGGCTGGAGTGCAGTTGTGCATTCATGGCTCACCACAGCTTGA 
ACCCCCAGGCTCAGGTGATCCTCTCACCTCAGCCTCCCCAGTAGCTGGGACTACAGGGGC 
ACACCATCAAGCCCCGGGTAATTTTTGAAATTTrTATAGAGACAGGATTTTACCATGTT 
T 

CCCAGGCTGGTCTTGAATTCCTGGGCTCTAGTGATTCCTCTGCCTTGGCCTCCCAAAGTG 

CTGGGATTACAGGCATGAGCCACCACACCCCACCTGTCTATTTTACAATTTTCCTTTGAG 

CTCTTTTTTCCAGCAGTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAAACTGCTGA 

CTCCCTTTATCTTTTCCATAGCACCCCAAGC 

Sequence 434 

^GCGGTCGCG^_C^GCTACTTTTCTAAAAGCTCATCCACTC 

ATT^CAGWGTGCTCMCATTGGCCACTCCATCTGCCATTCTTAAG 

AG 

TCTCCCAGAAGAATTATGTTACTATTGTCTTTTAGTTGATTGAAATATTCTGTATTCCTC 

AAGGCACCATCATGTTTGTTAAATACATGAATTAGTTCTCCTTTAAATCCTTTGAGCAC 

C 

CCCTATGAAAAATATAAATCTTTTGAACAGGCTTTAAAAATTCTATTTGTTGGATTT^ 

TATTTTGGAGCTCTTAATTGATGTCACTA7TATTTCATC 

ATACTAGAGATCTCAAAGCACTTAAGTCCATCACATTCACCATAGCTAAGAAGGGCTCGG 

AGAAGTAAATGATTTTTTAGATACTATTTTAAA 

Sequence 435 

CCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGGGTTGCTCAAACCGAGTTCTGGAGAAC 
GCCATCAGCTCGCTGCTTAAAATTAAACCACAGGTTCCATTATGGGTCGACTTGATGGGA 
AAGTCATCATCCTGA 
Sequence 436 

GTGGCGGCCGAGGTACGCGGGGGAACACCACCCAGTGTGGAGCAGCCCAGCCAAGCACTG 

TCAGGAATCCTGGGAAGCACCTCCAAGTGACTGCAGATCTGGAATAATAAGTGNGGGGTA 

GATCTGCCCATAGAGCTCACTTTAGACCGGCCTATACTCCTACAAGGAATTGNGGTAGGG 

ATCTTNTACTCATCCTTGGCACAATAAGAATGGCCAATGCCCTTTCTAGTTGTTTGGGGG 

AAGGTCTTTGAAGGCACCATTTNCCCCCATCCCCCTGGGGGAAGAAATGGGGTCCCTAAG 

GTAACGCCANGGTTTTTTGGGGGTTNAATTTGCAAAAATCCCCTTTTTNGNGGGNTANNA 

CACAAATGGGCTNGGCAATTTNTTTNTTTNCCCCAATTNGNTCAAAANGCCCAANAAAAT 

TTTTTAACCGGGGTTGGGGGGGGGGCAAAATTTTTTGGGCCANNTTGG 

ANAAAAAATTTCCCAANGGGGCCNGNNGTTCAANTTTCCTTNTAACCCCGTTTNAAACCT 

TC NCCCCCC NGTTTNTTTTTTTGGANCCCTTAAAAAAAACC ATTTTTT^ 

GG 

Sequence 437 

GGCCGAGGTACCTTTTTAGAAGAGAAAAGAATCTTGAATTGTATATATTTATTTTGCTT 
T 

ACAGAAAAAAATGGTTTCGTAAATAATTTGCCTATTTTGGTTAACATAGCACATGGAGAT 
AATCATCTGAAAGTTATAGGGCACTGCCACTGCTGAATCAAGAGCATGCCCAATATTTGA 
GGTGGCTCTGATTTCCTGGCAGCTGAACTCGGGTAGTCCAGTGGCCTAGCTGGTCCTGCC 
CG 

Sequence 438 

CGGGCAGGTACGCGGGGAGGTGCCGCTGTTGCTGCTCGTGTTGAATCTAGAACCGTAGCC 
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AGACATGGGACTGGAGGACGAGCAAAAGATGCTTACCGAATCCGGAGATCCTGAGGAGGA 

GGAAGAGGAAGAGGAGGAATTAGTGGATCCCCTAACAACAAGTGAGAGAGCAATGCGAGC 

AGTTGGAGAAATGTGTAAAGGCCCGGGAGCGGCTAGAGCTCTGTGATGAGCCGTGTATCC 

TCTCCGATCACATACAGAAGAGGATTGCACCGGAGGGAGCTCTTTGGACTTCCTTGGCAT 

GCCGAGGGGACCCATTTGCGTGGGCCCACAAACNTCTTTAAACAACCTTGGAAATAAAAT 

GTGTGGGACTTTAAATTTCACCCCAANGTTCTTTCANTNAATTCCTGGGGGGCATTCAAG 

AAATMTTTTCTCTTTTATTGGGGTTNTTTGGGGAATNNTAACCCCTTCGGGGCCCGG 

CT 

TCTTAAGAAACCTTGNTGGGGGANTCCCCCNCGGGGNCTTGNCAAGGGAAATTTTTGGAT 

ATTCTAAGGCCTTTAATTCNGATTACCCCGNTTCTAANCCTTNGAANGGGGGGGGGGNC 
Sequence 439 

CGAGGTACTCTGTGATTTCACCTAGATTTGGAGAAGGTGAGGGAGGAAAGGCTGTCCTNT 
TTG ATCC CATACC ATGCAGGGGCAAATGGCTGC C AGCATAACAAAATAAGAAGGAAAGAA 
AGAAAAGTGGGCCAGGCGCAGTGGCTCACTCCTGTAATCCTAGCACTTTGGGAGGCCGAG 
GTGGGCAGATTACTTGAGGTCAGGAGTTCAAAACCAACCTGGCCATCATGGTTGAAACCC 
C^CCCACCAAA^TACAAAAAATT AGTGGGGC G TC 

GTCfACTTTGGGAGGCTGAGGCCAGGGAGAAATCNGCTTTGAACCCAAGTAGGCAGNAGG 

GGTNGNCATGTTGAGCACGAGTATCGTTGCCCACTTGCACTCCAACCTGGGCCGACAGNA 

GTCAAGTACTCTGGGNNAAANAAAAANATAAACCAGGAAAAAAAAGNGAAGGNAAGGGAA 

GGGGGGAAAAGAAA 

Sequence 440 

GGGGCGGCCGAGGTACGCGGGATGTCTAAAATATCTTGTAAAAAGTGTTAAAATAAACAA 

ACCCAGTCAATTAAAAATTTTGACTGTTATTGAGAAAACTCCAATGAGGGAAATAATAAG 

ATCTATAAAGGTCTTAAGAAAAATATAATTTGAAAAAAACATGTGGCTGAGTGTGGTGGC 

TCACGCCTATAATCCCAGCACTTTGGGTGGCCTAGGTGGGCAGATTGCTCGAGTCCAGGA 

GTTTAAGACCAGCCTGGGCAACATGGCAAAACCCTGTCTCTACAAAAAATTAGCCAGGTG 

TGGTGGGACACGCCT 

Sequence 441 

GCGGTGGCGGCCGAGGTACATTGTAGCTTTGAACTCAGTGTTTAAAAATTCAATCTGGTT 

ACACACTCTATCTTCTAGATCCCTTGAGACACTGTCTTCCTTGAANAAGNNCCAGGTGAA 

ATGGCATTTCAGCTGTGGAAGGATTTTCTCCAGGGAATTCTTGGTGACCTCACTCATGAC 

TGCCCTCTGTGTCTCTGCTGTTCCGAAAAGCTGGTGACCAGGCTGATTTGTTCTTCAGAA 

GTCTTCCTGTCTGCCCCCGCGTACTGTTCCTGCAGGTTAAGGCAGGACTGGAACTCCTCC 

ACAGCTTGCACATAGTTTTCAGATTCAACACTAACTTCTCCGAGTTTAAGATGTGCCTGG 

GCAGCATAAAGCTGTGCTTCTTTTGTTrCTTGCCTTTTAAAAATGATCm 

C 

AGCATATCCCAGGCAAGCTCTAGGTTCCCAATCTCCTCCTCCTCATTTTCTTGAAGAGAC 

TTGGTTTCAAGGACTGAATCATTTGGCAT 

T 

Sequence 442 

TGGCGGCCCGCCCGGGCACGTACTTTTGCTGCTGAGGAATGGGAATCAAAAGAACGTAGT 

CTCCTGGTAACCACCTCAGATCTCTATTATTAGGCTAGATGTNGNGCNNGTACTCCCCCA 

GCTTCTTGCTCNNNACCCTGCACTGTAAGTTGCCCTTCTATTAGCAGCCAAGGAAAAGGG 

AAACATGAGCTTATCCAGAACGGTGGCAGAGTCTCCTTGGCAATCAACCAACGTTGCTAT 

GAAATATGCCTCACACTGTATAGCTCATTATAGGACGTCAGGTTTGTTGAAAAAAAGTGN 

GGCAAGACATGATTAATGAATCAGAATCCTGTTTCATTGGGTGACTTGGATAAAAGACTT 

TTTACTTTTANAAAAAAAAANTGTCAANAAANANGTTCCCTNGGCNCGGCTCTAAGAACT 

AGTGGGATCCCCCGGGGCTGCAGGGAAATTCCGNATATTCAAAGCTTATCCGATACCCGG 

NNGAACCCTCCGAGGGGGGGGGCCCCGGGNAN 

Sequence 443 



Page 78 of 22 1 



WO 01/42467 



79 



PCT/US00/33312 



Table I 



CCCGCGGTGGCGGCCGAGGTACATGAGAGACACTTTAAGCAGGCTCACAGGAATAGAGTG 

AGTGCGGACTCAGATTGTTTAAGCTATCTCTGAACCCATTCCTACTGCGTTTAACTATT 

T 

TATTGGTTTCTAACTACTACCACAGACACGGATACCTCACAGGTTCCATTATTACTCAC 
A 

GCGTTGTGGTCCGGGTTCATCGCCATCCTGCTCCACGCTGTCATAATCCTCACGCATCCG 

CGCTCGGGACCCCTCTTCTATAAGGGACATACACGAGATCACCGAAAACTCCTCCTTTCT 

CCCATTGTTCCTATGAGGTGGGTGGGGACTCCAAAACCCGTAGCTCCTGCCCTACTAGGC 

CACTCTACCCCATT 

Sequence 444 

CCACCGCGGTGGCGGCCGAGGTACCCAGCCCCACCCAGGCAAACAGCTCCGACATGTTTC 
GTAAGTGAGACAAGCCAGTGCAAG I I II I I I I I I I CCTTTNNTTTTGNGCTTACCTTCT 

T 

GCTTAATGGAATTGTTATGGCTAAG CAC ATA o AAGGC CAAAAAAGGAGTTTTTCAAACCC 
AGCAAATCAAGTGCTTGGATTCTGAACTGCCAAAAGAAAACTGCACTTCCCCTCTTAAGT 
AAAACCGAAATGAGTTTTCTTAGGTAAATGTATTCATCAAGCCCAGNATATAGAAAATAA 
AACCCAGGTTANTGGTGNAGCCGTTrAGGTCACCT^ 

AACCAAAAATACCAGTNCCCAGNCCAGGACTCACAATGTGTTGGANTAATATTATTATTA 
AAAGCAAAAGGAGGCCCCNCCCCCACCAAAGCCCAAGCAGCTGGGNTGGAAAATAATCAA 
GGCCTGGTCCCACNCCCGTNGGGTAATGCCCAAATTCCGGGGGGAAAAATATACCTNCCC 
TTTGGNAAAAAAACCTTGGGAAAGAAATTCTTACCCTTNGCCTTGGGGAAAAAAAA 
Sequence 445 

TCCCCGCGGTGGCGGCCGCCGGGCAGGTACTTTACTAAAATGACTGCATTCTTTGGATTC 

CTTCAGTCTATGGTTCAAGTCACTAAAGATTCATTTTTGTTGAGTCCTTATGAGAAACA 

G 

NAGTATGAATCTTGACGGTTTCTGCCCGTCCTAATGGCAGAGCTCTCTGACTTGGGTGTA 
TGCTACCAGGCTGGGTTCAAGTGAGAAGTTCTGGTCAGTCTTCTGTGGGTTGAAGGTTCA 
ATATCAATTCTGTTTCAAAGCCTTTGTGATGCTATTTGAATCTTTGCTCGGTATATGCC 
A 

CCCAGTGGGTCAAGTCTGGGACCTAGGTGGTGAGCTATCCCATAAGTTCATTCTCAAACC 
GTCTTTACTGC ACTGTTTAGGGTCAGATAC NC ATTATATATAC N ACTTTGGGTG AGCT 
CA 

GGAGTTTATAAGCTTTATGGGCTTTGGTGTTTTGATTTATAAACAGGAGTTTATNGAAC 
T 

TTATGGGGTTTGCTTCCTCTTTCTGCCCAGGTTCCTTGGG 
Sequence 446 

GGTGGCGGCCGAGGTACGCGGGGAGACACAACTTCCTGGGCTTAGATATTTCAGAATATC 

ACAACTAAACTCTTAAAAATTTCTGAAGGCTGGACACCGTGGCTCACACCTATAATCCCA 

GCACTTTGGGAGGCTGAGGCAGGCAGATTGACTGAGCTCAGGAGTTCAAAACCAGCCTGG 

GCAACATGGCGTAACCTCGTCTCTACAAAAAATGCAAACATTTGCTGGGCTTGGTGATGT 

GTGCCTGCAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTAGAACCCATGAGG 

TGTAGGCTGCAGTGAGTCATGTTTGCACCACTGCAGTCCAGCCTGGGTGACAGTGTGTAT 

TAGTTTGTTTTCATGCTGCTGATAAAGACATACCTGAAACTGGGAACAGAAAGAGGTCTA 

ATTGGNCTTACAG ' 

Sequence 447 

CGGCCGAGGTACGTTTTGTGACAGGCAATAAAATTTTAAGAATTCTTAAGTCTAAGGGAC 

TTGCTCCTGATCTTCCTGAAGATCTCTACCATTTAATTAAGAAAGCAGTGNGCTGGNCGA 

AAGCATCTTGAGAGGAACAGAAAGGATAAGGATGCTAAATTCCGTCTGATTCTAATAGNA 

GAGCCCGGGCTTCACCNGTTTTGGGCTTCCGATATTAATAAGACCAAGCTGAGTCCTCCC 

TCCCAATTGGAAATATGAATCATCTACAGCCTTCTGCCCTGGTCGCATAAAATTATGT 

CT 
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GGTGTTCTCAAGGCAATTAATAATGATTGTTTTAACACCAACAANAAAGAAAACTATTA 
T 

CACNAAAANTAAGGTNCCCTGCCCCGNGGCNGGNCCGCTTNCTANGAACTTAGGTGGGAT 

CCNCCCCGGGNCTGCAAGGGAAATTANGNATTATCCAAAGCCTTATTCGAATAACCCGTC 

CGAACCCTCANAAGGGGGGNGGCCCCCGGTATACNCCAAGCTTTTTTGGTTCCCCTTTTA 

AGTGGAGGGGTTAAANTGGCCGCCGCTTGGGCGTAAAATAAATGGGACNAATAAGCCTGG 

TTTTCCCTGNGGNGGANAAATTGGTTNTTCCCGCCTCACCAAATTCCCACCACNAAACAT 

TACCGAAGCCCGGGGGAGCCAATAAAAAGTTGGTANAAAGCCCTGGGG 

Sequence 448 

CGGNGGCGGCCGAGGTAC I I I I I I I I I I I I M I I II I GTTAGTGTTTTCTGATGTCTTTT 

CTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGATTTTTA 

G 

CTTTAGCTTTTGTGTTTGGGACTATGATCCATATTTAGTGAATTTATTTTTGGG 
A 

GAGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTMTTTTTGTGAATTGC 

GGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGG 

AGTGGAGGAG-TAGATGATGAATTGAAAATGGATGATTTGAACAeTGATCAAGAAAATCTT 

GTTGGGACCCATGATGCCCCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATG 

GTCACTGG 

Sequence 449 

CGGCGGCCGAGGTACAAAAAGCAGGGGCCCAGCCCCAGCTGTTGGCTACATGAGTATTTA 

GAGGAAGTAAGGTAGCAGGCAGTCCAGCCCTGATGTGGAGACACATGGGATTTTGGAAAT 

CAGCTTCTGGAGGAATGCATGTCACAGGCGGGACTTTTTCANAGAGTGGTGCAGCGCCAG 

ACATTTTGCACATAAGGCACCAAACAGCCCAGGACTGCCGAGACTCTGGCCGCCCGAAGG 

AGCCTGCTTTGGTACCTGCCCGGGCGGCCGTCGATCTCCTTGTGTTCAAGCAACTTCTTG 

CGGTAGTCCTGAAGCGCCTTATCTCTAGGGTCCGCCATGATGAGAACCCCGCGTACCTGC 

CCG 

Sequence 450 

NGGTGGCGGCCGAGGTACTCCCTACGGCACTAGTCTACAGGGGGAAGGACGCTCTGTGCT 
GGCAGCGGTGGCTCACATGGCCTGTCTGCACTGTAACCACAGGCTGGGATGTAGCCAGGA 
CTTGGTCTCCTTCCCGCGTCAAGAGATAGAAAGACCAGTCCTTGTGAAAGACAAGTCTGA 
ATGCTCCACI I I I I CAATTCTCTCTCCATTCTTCAGTAAGTCAACTTCAATGTCGGATG 
G 

ATGAAACCCAGACACATAGCAATTCAGGAAATTTGACTTTCCATTCTCTGCTGGATGACG 

TGAGTAAACCTGAATCTTTGGAGTACCTGCCCG 

Sequence 451 

CGAGCGGCCCGCCCGGGCNGGTACAAATGCGTTTANGAAATGTTAGTATAAGGCTGATCT 

GGACCCAAACTAAAACAACGTTAATCCTCTTCAAATCTAATTTAATATAGGGAATAAGAT 

TATTGAAAAAAAA I I I I I I I CCTGATTTTC I I I I I CCTGAAGG I I I I I I I GTAGAAACCA 

TGGTAAAAAGGGAAAAGAAACCTTTGACTGGCGGGGGCAGGGGGAATACAAAAAAAAAAT 

CCCTTGAI I I I I AAAATATACTTGAATATCAAACTCAGAAAGAGTTATTTTTGTGAAAGA 

GGCAAAATTGGTCTTGAGCTGCTTCAGTCTATGTCTGAAGGTTTTACTGAAATTATGG 

TC 

CAGTTTTAGGAGAAAAATTCACAGAAAAGTCAGATTGTAGATTTTGAGAAGGAAACTCTG 
AGGTGGTGATTTTCTCCAAGGTCATGGTTATGAAGCTCAATGAGGGCCTGAATTGCTTCT 
TCCACAGATCCCAATTGAATGAGCGCCATTTTGCGATCTTTCTGAAAGAATTTAAAA 
Sequence 452 

GGGGCGGCCGCTAATGTNAGAAGTTAAGTNAGAACCTATATTGTACGAGGAACAAAAGCC 

AATCAGTGTCCTTTTTGTCTTTTTTTACATAAACTTTTACTACAAAAA^ 

TTTTGAATTTCCAGTCAAACCAAATTGTAAAACTGTTTCATTTGGTTCTATATTATGTAT 
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ACATAATTTATCTATTATATATTTACATTAAAATATATGCATATATAATGGATTTAATTT 
CCTTTNGGNACCCCCATATNTAGAAGNNTCTTCATAANTTAATAAATAATCTAGGGCCAG 
CATTATGTTTGCTAGACCTGGNTTTGGCTCAATACTTAAAGTTAAAAGTTTCTGTCTTT 
T 

TTCTTGGACTTGAAACTGCCTANAGCGTCAGCCTCTCTGTTATTTNTNTCTATTTNCTT 
T 

TTCCCCCATCAGTCTTTTAGCCACTTGAAGCCAAAATTCTTAGTTTCTGTCCTAGTNGA 
T 

AAGAGTAAAAGGGGAAGGAG 
Sequence 453 

ACGGATACCCTGTTCCGCCTTTCTCCCTTCGGGAAAGCCGTGGCGCNTTTCTCATAGGCT 

CACGGCTGNAAGGTAATCTCAGNTTCCGGTGTAAGGTTCGTTCGGCTCCAAGNCTGGGCC 

TGTTGTGGCACCGAACCCCCCCGGTTTCAAGCNCCGAACCCGGCNTGCGGCCCTTATCCC 

GGGTAACCTATACGTCTTTGAGGTCCCAACCCCGG 

Sequence 454 

NGAAGGCGGACGCCCGGNCAGGTACGCGGGGACCTTTNACGGGCGGGGGGAGCTGAGGCT 

CCTGNCGNTATCTNTGATCCTTGCACCCTGGCAGGAAGN'rGGTAGGGGGNACTNTAACGG 

GAGGNCTNCACATATTGCAGAAAAGAAACCACTTTGGNGNGTAAGACTTGGAAGAAAGTA 

ACCGGTCACTTTGGAAAACAGGGGTGGGGAAGAAGCTGCCTCTCTTTTGAACCTNTTCCN 

AGGGACCAANTCTAACCCAGGTGAGGNNAACCNTGGTNGATGTAAAGCCGGTGGCTTTGG 

AGGACAGAATCATCTAAGTGGGAANAAGATACACTAGGAAGGGNGCTGGGGGGANTACCA 

TCAAGAGGGAGGNGGGGATNACCTTCAGGCCGGGGGCTTNCGGNGGGGATGAAAGAAGGA 

ATGGGNCCGGACAGGTTTGNGGGTNGGAGGGTATGAAGGCTTGGCNAAATGGTGGGGAAT 

TTTGGTAACNTTCGGGCCGGGTTTTTAGAANCTNAGGGGGGANTCCCCCGGGGCTTNGGA 

AGGGGAAATTTTCGANTAATGCAAGGCTTAATANGAATTACNCGGGGGGACACTTCGGAG 

GGGGGGGG 

Sequence 455 

CCCGCGGTGGCGGCCGCCCGGGCAGGTNCGCGGGGAGGATCTCTGTCTTTTGTTCCCTCA 

CCTGTCTGCCTGTCTCCTCTCCTTTCCTGCCTGGGGGGACTGTCCAGAAGACATCATCGT 

CCAGTTCCTCTGCATTTGAACAGCTGTNCCCCCACCCCTCAATACCGTTTAGAGCAGAAG 

CCAGCAAATACTAATCGGTCAGGGACACGATAGAAACTATTTTCGGCTTCATGGGCCACA 

CAGGNCTTCATTGCAAGCTCCTCAAATNTGCTGTTTGTAGCTAAGGAAAGAANCCATTAT 

ACCNTGTGTNAANCAAAAATGAAATATTGGCNTGTGTGCCAATAAAAAACCTTATTNACA 

AACATTAATNGAGTNGGGCNTGGATATGACTTCACNANTACTGGTTAGTTTTGACAACCC 

CCCTGGNTNCTAGNAGTTAAAAATCCCAAAAACTNCTTATTAGTCCCTCCC 

Sequence 456 

CGGCCGAGNACAACATGACATTTTTAACCAATCCAATCTAAAAATGTTGCCAGAATCCAC 

CTGTGGCCCNGAATCGNGTNTTGGTTCCTCTTTCTACTCCNCTGCAGANGACCAAACCTG 

TCCCGCTGCCACTTTCCTCACTGATATTGGGAGGAGGGCAAGGCCCAGCCGAAGTTCCAC 

TAAAAATGCCCCAGGAGAATAGGCACCNGGCTGGCTTGCCAAAGGGTTTNGGGTTTTATT 

GCTTTCTG I I I I 1 ICTTTTCCCCGACAGCACAAAGAANGTAAAGGGGCAGTTAATTGGAC 

AGAGTGTTATTTTAAAACATCTCTAATTGTAAATGNAATGTGGTTGGT1TGGGTTTCTA 

C 

TGCAATTGGTGNGAAGCCATGCCGGNGGGGAAAGAAGAAACNTGACCCCAAGGNTAATTG 

AAAATNGGGAGNCCCCCTTTC 

Sequence 457 

NCGATATTACTGTGCGAGAGGTAAAGGATATAGTGGCTACGATTACNGCCTCTCT 
Sequence 458 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACACGACAAAACTACAGACTTAGTCTGGTGGA 
CTGGACTAATTACTTGAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGA 
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GCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTGC 

TGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTCAGATGAAGACCCAAGGCATAA 

GGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTCAAACCCTGCATTTGAACCG 

ACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACCGACATTCCAGAAGTTAATC 

ATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAATC 

ATCTGGAAACCGATTTTCAGTGGCGATGGCATGACAGAGCTAGAGCTCGGGCCCAG 

Sequence 459 

GGCGGCCGCCGGGCNGGTACGCGGGTCGTGNGCTGGTTAGTGAAGGCTTTGTAGCTGAGC 

AGTTTCTAAATAACACAGCCACTCAACTGACATACCATGGATTATGTGAACTAACTTCAA 

CGGTTCAGGAAGGAGAACTTTGTGTGTTCTTTCGGAATAATCATTTTAGCACCATGACCA 

AATACAAGGGTCAACTGTATTTGTTGGTAACGGACCAGGGGTTTCTTACTGAAGAGAAAG 

TTGTTTGGGAAAGCCTACACAACGTAGATGGTGATGGAAATTTCTGTGACTCAGAATTTC 

ATCTTCGACCTCCTTCAGATCCTGAAACTGTATACAAAGGACAACAAGATCAGATAGATC 

AGGATTATCTTATGGCATTATCTCTACAACAAGAACAGCAGAGCCAAGAGATCAATTGGG 

AACAAATCCCGGAAGGAATCAAGTGATTTGGAACTAGCAAAGAAACT 

Sequence 460 

GGCGGCCGGGTACGAATGTGCAAATTAAAGCATGGTAAACTGATATTTACATAAATATCA 

AACCAACAATTAGTTTATACATTGTCAATGACCTTCTAAGATATGTCATGAGTGGATCC 

A 

AGAATATCTTTCCCCCAATGGAGMGGTATTCAGAGGCTAAATTCCGACACTTTAAAATG 

ACACACATCATAGGCTTTACCTGTTTGACCACTGCCTCAAATGTGTGAGATGTGATTT 

TA 

TGATCCCGCGTACCTGCCCGGGCGGCCGCTCGAATAGACTTCAGGGAAACAACACGTCCT 

GAAAGAAACATGATTCCCCTCAAGCCACAAAGGATTTTCTCATCAAGTGTTTTCACCTCT 

GCATTAGATTTGGACACAAGAAGAGGAGAGCATTTACTCAGGTAAAAATAGTTCTCTTAG 

TCTCTTCCTCTAGTTACTAATTTTTAATTTAAAAATACAATTAACTGATCTAGCTGATAA 

AAGTCACAAGACAGAAATAAGCTAAGTTCTCTCTTNCTTTAGGGAACGCTGGTGGCAATT 

CACCA 

Sequence 461 

GAGTTTGAGAAAGCTGCAGAGGAGGTTAGGCACCTTAAGACCAAGCCATCGGATGAGGAG 

ATGCTGTTCATCTATGGCCACTACAAACAAGCTACTGNGGGCGACNATAAAAACAAGAAC 

GGCCCCGGGGATGTTGGACNTCACGGGGCAANGGCCAAGANTTGGANGCCTGGGAANGAG 

CTGAAAGGGACTTCCAAGGAAAGNANGCCATGGAAAAGGCTNTACATCAACCAAAGTATG 

NAAGAAGCCTAAAAGAAAAAAAATACNGGGANTAATGAGAGCACNTGGATTTTGGGNTAC 

NTGTGCCCCATGTGTTTTATTCCTAAACTGGAGNACAATTGCCTNGNNTTTTTTCTAAN 

N 

ACCCGNTGGAATGGTTGGGGAAATCTCTGGGGAAAAATAANCCAGNTAAAACCAGCTACC 

TCAAGGGCNTGCTCACCCATACCG 

Sequence 462 

AGCCCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATATTGTTCCTGATTTGCCTGATGTG 

TGGACGGATCACCAAGCGAGTGACACGAGAGCTCAAGGACAGGCTACAATACAGGTCAGA 

GACAATGGCTTATAAAGGTTTAGTGTGGTCTCAGGATGTGACAGGCAGTCCAGCCTGACC 

TTTCTGCACACTCCAGACAAACTTCCCAGACAAGCTCCTTTGTGCCTCTACGTGGAGAGG 

GCGTGGAAAGTTATCACATTAAAAGATGGAGGATTTAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAGTACCTGCCCG 

Sequence 463 

GCGATNCCCCCTGGGAAGCTCCCTCGTGCGCTCNTCCTGNNCCGACCCTGCCGCTTACCC 
GGATACCTGTCCGCCTATTCTCCCTTCGGGAMGCCGTGGGCGCTTTCTTCATAAGCCTC 
ACCGCTGTAGGNATCCTCAAGNTCGGGTGTAAGGNNCGTTCGCTCCAAGGCNGGGGCTGG 
NGGNGCACNGAACCCCCCCGNNCAAGACCCGACCCGGTGGCGCCTTAAACCCGGAAAACT 
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AATNCGNCNTGGAGGTCCCAAACCCCGGGGNAGGACACCGACTTATCCGGCCACCTGGGC 

AGGCAGCCAACTGGGGTAAACAAGGGATTAAGCAG 

Sequence 464 

CCCGCGGTGGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 I I I I I I II I 1 1 1 1 I I I I II IGGTTT 
T 

I M I f I M I I I I I M I M I II I I I i I I I I I I I NAACNGCNGCCNCCNCCATGAAAGAGGG 

GCCNCCACATNTTTATTGCATACNCAGGGGAATAACTTATTNTACAANGAACNCTCCTCC 

ATTNGGAGACCATGCCCACTTACAGAATGCANCCGNAAATGCGGTAAATNTATTTACAGA 

GGNTGGGGNGCAAGATGAGANAAGTTTCANCCCCAGGAATTTGAAGNGAGAATGATCTAC 

AAATTNTCCTGACAAGGNGCAACCGGGCTTGNGCTAGNGNGGNCTGAAANAATTCCTGGC 

AAANCGTAGGGGGAGATTAAATCTCGGAATTGACAGCAAGTTTGGGGACAGNGCAAAAAN 

AGAGGGGTGACCCTGTGAAATTTGGTGCCTGGGGGAACTTCTTGANGCCCCAATGNGGGG 

GCACCNCTTNGAGANGATNGGGNTAAATTTANGGGGGGATNTTTTAACCCCTNTCCNNCC 

CCAACCAAAAAAGGG 

Sequence 465 

GGCGGCCGAACGCAGAGAAGGTNGANGATTGCACCATGCCGATTCGTCGAACTGTGAATT 

CTACCCGGGAAACTCCTCCCAAAAGCAAGCTTGCTGAAGGGGAGGAAGAAM 

CAGACATAAGTTCAGAGGAATCTGTCTCCACTGTAGAAGAACAAGAGAATGAAACTCCAC 

CTGCTACTTCNAGTGAGGCAGAGCAGCCAAAGGGGGAACCTGAGAATGAAGAGAAGGAAG 

AAAATAAGTCTTCTGAGGAAACCAAAAAGGATGAGAAAGATCAGTCTAAAGGAANAAAAN 

TTTTATNNNATTAAAAGTACCTCGGCCCGCTCTAGAACTAGTGGGATCCCCCGGGCT 

Sequence 466 

TGGCGGCCCGAGGTACGCGGGGAGGTCGGTGCGCGCTTCTCCCGAGGTGGAACGGGCGGC 

AGTCAAGCGCCGGCGTTCTCTGCCGTCACCCTTTCCTTGC 

Sequence 467 

GCGGTGGCGGCCGCCCGGGCAGGTAC II I I 1 I I I I I II M I II I I II I I I I GAGACAG 
AG 

TCTTGCTCCATCACCCATGCTAGAGTGCAGTGGAGTGATCTCGGCTCACTGCAACTTCCG 
CCTTCTGGGTTCAAGCTATTCTCCTGCCTCAGCCTTCCAAGTAACTGGGATTACAGGCAC 
ATGCCACCACGCCCAACTAATTTTGTATTTTTAATANAGACAGGGTTTGACCATGTTAG 
C 

CAGGCTGGTCTTGAACTTCCATCAGGNGATCTGCCCTCCTCAGCCTCCCAAGTGCTGAGA 

TTACAGGCATGAGCCACCGCGCCTGGCTGATTGNGTTCCTTTCTCACAGATTTTGTTT 

CT 

GTTTTTGTTTTCCTGAACACTCAGCTGGACTGCATTTCCCAGCTTCCCTTGCAGTTAA 
GT 

CACAAGTAGCGCTGTGACTGGGTTCTGCCCGGTAGGAAGGTAAGCAGAAGTGAATGTGTA 

TCACTTCTAATGGTGTGGGNCTCCCNAAACCTTCTAAAGGGGTATGTTCCCCCTTTTT 

TT 

T 

Sequence 468 

TTGGAGCTCCCCGCGGTGGCGNTCGGTGTGCTGNGCTCAGCTGCCTTCCNANGGAGGANC 
NGATCGGCNAGTGCTCTGACTGCGTGGCCGACAANNGCTGNCGNAGAAAGAAATNAAANC 
CCTGAAACATGACAGNGAGTGNTGNAAAGTGTGGAAATGCCTTCTTAAAGTTNATNAANG 
TN AANTCAAANNACA I I I I I ! I I I CAAAAANATAAATTTAGAACTAANTGNACCTT 
Sequence 469 

CGGAGGAGAATGGTATCACTCAGGCTCTCAGAGTGACACTGAAGCAAGACACTCATGGGG 

TAGGACATGACCCTGCCAAGGAGTTCACAAACCACTGGTGGAATGAGCTCTTCAACAAGA 

CTGCGGCCAACTTGGTAGTGGAAACTGGGCAGGATGGAGTACCTTCAGGATTGGCCTGTT 

ATCTTCTTTAGAACTAAGTTCATCTTAAAAATTTAAGAAGGTGGACATTTCAACACCAT 

C 



Page 83 of 221 



WO 01/42467 



84 



PCT/US00/33312 



—Table-1 



AAGTGCATTTAGGTGACATGTTTAAGTTAACTTGACTTCCTTGAATGACCTAGTTAGTA 

ACTAGTCACTAGTAATTCGGTCACCAAGCAAATCAAGCCTGCAAGAAAGGAAGCCAATAT 

TCAAAATGCCATGTTACCATCTAAACC 

Sequence 470 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGATTTTATTGTCTACCTCTCTGGACTTG 

CTCCCAGCATCCGGACCAAAACCATCAGTGCCACAGCCACGACAGAAGCCGAACCGGAAG 

TTGACAACCTTCTGGTTTCAGATGCCACCCCAGACGGTTTCCAGTCTGTCCTGGACAGCT 

GATGMGGGGTCTTCGACAATTTTGTTCTCAAAATCAGAGATACCAAAAAGCAGTCTGAG 

CCACTGGAAATAACCCTACTTGCCCCCGAACGTACCTGCCCG 

Sequence 471 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC 1 1 1 1 1 I II II I I 1 1 1 I I I I I GGGAAGA 
CA 

CAAAGATTCAGACCACAGCCTACAGGGAGAGAGGATTTCTGAGGATGGTGGTGCACTGTG 

AGTCCACGCAGGCCTCCTGGGCATAGGATGGAGCAATTCTATCTCACCTCAGGCCTAGCA 

CAAAGGGCTTCAGTAMCCACTGGAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCA 

GAGGACAAGAGGCTGGCCAACTGCAGGATTAGCCTATGCTCCCGTGCTGGATATAGGCTA 

CACGCAAGAGAAAGCTTGGGTGGGATCTCCTGATCCCGCGTACCTGCCC 

G 

Sequence 472 

GCCGGGCAGGTACTATGGGTGTAGTGNTACTATTACAGTTAATNCNTCCTTTGTAGTGCG 

CTGNTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTGC 

Sequence 473 

CAAAATAATTATAATGTATTAACTCATACTGCCTGTCTTTTATAGGGGAAAAAAATAAC 
C 

TNTTTTATTTTAAAGTTATAAGGGGGNTTACCTTNTAGNGTGCTTGGATGACAGGGAA 
AT 

TAGCCTACCCCATTTTGGTCTGGAACAGAAGACTTTCAAATTTAATATGGNCCAAGTGTC 
TTNACTANTTAAGGCAAGATCATGCTTNTGTCAGTTNACCCCANTGNTTGGAATACCGTG 
NACACCGATCGTGGCTCGNCTACAGCCTCCATGTNCCCAGGCTTCGAGCAGGT 
Sequence 474 

GGCGGCCGCCCGGGCAGGTACGCGGGGGAGCTGAGCCGGTGGGTGAAGCGGCGGCCACGG 
CATCCTGTGCTGTGGGGGCTACGAGGAAAGATCTAATTATCATGGACCTGCGACAGTTTC 
TTATGTGCCTGTCCCTGTGCACAGCCTTTGCCTTGAGCAAACCCACAGAAAAGAAGGACC 
GTGTACTTCTAAAATTGCACTTTATGTTTTGTAGGCTTGGAGCTTCTTGATTATGGGTT 

T 

TTTCGTTACAAAATTCAACAACAGAATCAATACTTTGCATAAACATTATGGATGC Mill 

CTGTTTGTACCTCGGCCGCTCTAAAACTAAGTGGATCCCCCNGGCTTGCAGGAATTTCGA 

TATTAAAGCNTTATCGATACCGGCGAACTCGAAGGGGGGGGGNCCCGGGACCCANCTTTT 

GGT 

Sequence 475 

TTGANGCCCTCCCCGCGGTGGCGACAGGGTTACATTGGTAAGGGTGACAGTTAGAAGGGG 
AAGTCCTTTTAGTGAAATAGATGAGAGGTTTTAGATCTGCACAAACC I I I I I CATGGAAG 
TCCAACTTTGCTCCTGGGTAGTTTAAAGGACGTAGTCCCATGTACCT 
Sequence 476 

NGGCTACACGCTAGGAACCTTGCAGCTTACAGTGACAGAGCTCCCATTCACGAGGCCACC 

ACTCATCTCGATTTCTGGATCTCTAGGGAATGAGTAGAGCTCCACCTGGATTCCCTTT 

TC 

CAGTTTCTTATGTCCACAAGTCACTGTGCACAGATAAGAGTGTTCGTTCTCAAAACTCAC 

AGGGCTCAGGGTCATGCGTGGAAATTGGGTCCCCTTCACTCCTCACCTTTCCCCGCTTCA 

GAGGGCTGTCTATCTGGGTTCTCCAGGGAGAAAGATGGGGAATTCACAGCCCATGGACAC 
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TACCATGTCAACAATGACTGAAGTCTTCCAATCTGAGCCAGGCAAATTCCNGGN6GGTCC 
AGGGGGGAGAATCTCAAACAGNTAAAATGGGTTTTCTCTTGGAACAAATTAAATTTCCCA 
CCTC I I I 1 I I NTTGN I UN I CCCC 
Sequence 477 

NGGNGGCGGCCGCCCGGGCAGGTAC I [ 1 1 1 M I I I I II I I II II I I I I I I I IGGCAAAA 
A 

TATTTATTAAAATGA I I I I I I I AAGTTTGAACTTTATTGGAAGGAGTCCCTCTAATTCAC 
ACT1TCATCCTAGATAAATGGGTAAGAACCACATATGGAATATAAAGCATTGATTTTTT 
A 

AAAACCACATAGTAGCACAGTTGAAAGAAATGCAATTCTCCAGGGTCTTAGAGAATTCAA 

AGGNGGCATCTTAGGGNGGGTCCTAAGGAAACCCAAATTACCAGGTCTCATGGGTTTTCC 

TTTTGGGTTCAAGGATTAGAAAGGAGTCAGNGGTTACCCACCTACCCTGGTTTTTTAGGA 

GGGGTAGGAATATTGAAACCTTTCCTACTTAGTCCANCAGGTTTTACCTGGTTCAAGGGT 

GGGNCCCCCAACCAAGGTTC I Mill I ATCTTTCAAGCCCCCATTCTTTGGCCCTCTT 

AA 

GNGGGGGGTGG 
Sequence 478 

TCCCCGCGGTGGCGGCCGAGGTACCTGCATCAGGGATAAGAACCCATTCCCCTCCCTTGT 
TCCGGTGTGCTCTCGCCATTGCACCATCCATGAGACGCACTCTTGTATAGAAGTAAAATT 
GCCTTGCTGAGAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 
Sequence 479 

CTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGTGTGGCCTGCATCTCAGCTGGCCGCCA 

TCAGNGTAAATAGAGCTTAAAGTCATGGTTTGGCTGCATAAAAATTTTCTAACTTGGGT 

T 

NAATATTTGTAGNTGAAGTATCTGCTTTCATTTTTTTCACGTTATAAATAAAAATACTAT 

GCTGGNCGGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAATGTGGGT 

GGATCATGAGGTNAGGAGTTCAAGACCAGCCTAGCCAAGATGGTGAAACCCCGTCTCTAG 

TAAAGATAAACAAAAAATTAGCTGGGC 

Sequence 480 

GCGGTGGCGGCCGCCCGGNCAGGTACAGATGCAAACGGAGGTGTAGACTGNGCAGCTGCC 

AAAGTGGTGACAAGCAATCCAGAGGACCATGAAAGGATCTTAATGCAAGTCATGAACTTG 

AATGTGCCGATGAGGCCTGGCATTCTTGTCCAGAGACAGAGTAAGGAAGTGTTGGCCACA 

CCCTTAGAAAACAGAAGGGACATGGAGGCAGAAAAAAAAAAAAAAAAAAAAAAAACGTAC 

CTN 

Sequence 481 

ATGTTTTGTGGCCAAGGTGAGGGCTGCAAGTGTTTTCTAAGGGTTGAAACATCANAATAA 

AGGTATGGTGGCAAGTCCTCCTTCTGCTAGGCTGGCTGGCAAGGCCCTATGTCTTGACCT 

AGGTGGTAGTTACAAGGGTATTTTATTTTGCCTTATAATAATTCACTAAACTATGTTATT 

TGAGTNAGATTTTTATGTNGTGNGNCNTTTTAATTTACACAAAATTAAANCAAAAAGNA 

A 

CNAAANGTTGCNCTCNGNCTCGGNTTNTAAGTAAACCTAAGGTGGGA 
Sequence 482 

CTGAGAGATCCCCTCATAATTTCCCCAAAGCGTAACCATGTGTGAATAAATTTTGAGCTA 

GTAGGGTTGCAGCCACGAGTAAGTCTTCCCTTGTTATTGTGTAGCCAGAATGCCGCAAAA 

CTTCCATGCCTAAGCGAACTGTTGAGAGTACGTTTCGATTTCTGACTGTGTTAGCCTGGA 

AGTGCTTGTCCCAACCTTGTTTCTGAGCATGAACGCCCGCAAGCCAACATGTTAGTTGAA 

GCATCAGGGCGATTAGCAGCATGATATCAAAACGCTCTGAGCTGCTCGTTCGGCTATGGC 

GTAGGCCTAGTCCGTAGGCAGGGACTTTTCAAGTCTCGGAAGGTTTCTTCAATCTGCATT 

CGCTTCGAA 

Sequence 483 
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GCGGTGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAAAAGTGA 

AG AATTC TTACAAACTAG AGGAGACAAAGATTGGAGAAGAAACAATG ACTGGC NGGGC AC 

GGTGGCTCATGCCTGTAATCCACTTTGGGAGCACTTTGGGAGGCCGAAGAGGACAGATCA 

TCTTAGGTTGGGAGTTGGAGACGAGCCTGACCAACGTGGAGAAACCCCATCCCTACTAAA 

AATACAGAATTAGCTGGGTGTGGTGGTGCATGCCTATAATCCCAGCTACTTGGAAGGCCT 

CGGCAGGAGAATCACTTGAACCCGGGAGGCANAAGGNTTGTGGTGAGCCAAAATTGCGCC 

ATTGCACTCCAGCCTGGGCAACAAGAAGCCGAAATTTCTGTCTCAAANAATAAANAACAA 

AAAAAATAAGTACCTGCCCGGACCGGCCCGCTTCTANAACTAGTGGGATCCCCCCGGGCC 

TGCAGGGAATTTCGATATTCAAGCTTATCGGATTCCGTNCGACCTTCGANGGGGGGGGCC 

CGGNTCCCCAAGC I 1 1 1 IGGTTC 

Sequence 484 

GATGTGAACAAATGTGTCATTGCTCTCCAAGAGAAAGGATGTGGATGGCCTGGACCGCAC 
AGCTGGNGCAATTCGAGGCCGGGCAGCCCGGGTCATTCACGTAGTCACCTCAGAGATGGA 
CATCGAGCGGCCGCCCGGGCAGGTCACAAGCTTTATTGGGCAACAGCAAGGAGCCACGCT 
GGCAAACAATGAAAGTAGAGTCGCTCAGAAACACGAAAGATCATATGTGTGTCATCACAG 

CATCGAGAATTTAAATGATCTGGAAGTTGGTC^ 

CCCCTCTAATCAAAAAACGCTTGTCCTGGNGAAAAATTTGCATGNGGGNTTACAGAGAGA 
GAGATCAACCAGGTGAGGAAATCACAAGACTCTTACATGAGTTTACAGTTAACCCCCCTG 
CACCAAAAAAATAAATTAGCCATAATTTGGTT 
Sequence 485 

TCCCGNGGTGGCGGCCGAGGTAC I I ! I I I I I I I I I M I I 1 1 1 M I I I GGGGAGGATACT 
T 

TCA 1 i I I I ATTTTATATCGTGAGGTATTGTTTGGATTGTTACAATGAACTTGCATTTCTT 

TTGTAATGAAGAAAATAATACAGAGGAAATAACAACAACTAAACCTTTGGCCTGGGATTA 

TCATCCGGGCTGGGAAATTCATGTTGGGATGGCAAGGTTT1TATTGATAACAAGGTTATT 

TTTTGGGGTTTATTATTGCAAAAAAAAAATTGTTCATTGGGAATTGCCCTCCTATTTGG 

G 

CTTGGGCACCTTGCCCTAAGGGCCACTTTTCACCAAGGGTATTTTCATCCCTTAAATCCC 

TCACCAAACCAGGCCCTATTGGAAGGGGTAAATCAATTGGGGTCCCCAAGGTTTTACCAA 

GGAAAGCCCTTTTGGGGGGNGGGGGGAAGAATTATTTGGGCTTTGGGATTATTACTTTCT 

AATTTTGGCCCACCACCA 1 1 1 1 I I ! ! GGTTGGGGCAAAGGACCGGTTTCCGGTAATCCGG 

GCTTGGGTGGATTTCACCTTGGGTCAAAAGGAAGCTTCTCATTGGGGCCAAGGGAGGTTT 

CCCTAATTTGGTTGGCTTGGNAAAGGGAATTTCAAAATAATTCAAAAAATACTTAAGAAA 

I I I I I I NCCCCCCA 

Sequence 486 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGTGTGGATNGAACAGAAAATTGGAAATCATAG 

TCAAAGGGCTTCCCTTGGTTCGCCACTCATTTATTTGTAACTTGACTGGGGTTTTTTCT 

G 

CTTAAAAATTTCAATTCTCGTGGTAACAACCGCAGAGTAGAAGGAGAGGGTGACTTTACC 

GAACTGACAGCCATTGGGGAGGCAGATGCNGGTGTGGAGGTGTGGGCTGAAGGTAGNNGA 

CTGTTTGATTTTAAAAAGTGTGACTGTCAAGNTTGTATCTGTTGCTTTTNTCAATGAT^ 

C 

AANGNGATACAAAATGGGGCTTCTNTCANTCATTTAAAAAGGAAAAACGCCGACCATCCT 
TTCTAAGGATTCTCTGTGGGAAAAATGGACTGTCAATTAAAATGGCGGGGTTTT 
Sequence 487 

CCCCAGGGTTCAGTCCTCAAGGGGCCATCCTGTCCCACCATGCAGTGCCCCTAGCTTAGA 
GNCTCCCTCAATTCCCCCTGGCCACCACCCCCCACTCTGTGCCTGACCTTGAGGAGTCTT 
TGTGTGCATTGCTGTGAANTAGCTCACTTGGTGATATGTCCTATATTGGCTAAATTGA 
AA 

CCTGGAATTGTGGGGGCAATCTATTAATAAGCTGCCTTAAAGTTCAGTAACTTACCCTTA 
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GGGAGGGCCTGGGG6GAAAAGGGTTAGAATTTTGTATTCAGGGGTTTTTTTGGTGTACCC 

TGCCCGGGGCCGGCCCGCTCTAAGAACTAGTGGGATCNCCCNCGGGCTGCAGGGAATTCG 

ATNTCNAAGGCTTAATCGATACCCGTTCCGACCTCGAAGGGGGGGGGCCCGGTACCCCAA 

NCTTTTTGGTTCCCCTTTTAAGTGGAGGGGTTA 

Sequence 488 

CNCGNGGTGGCGGCCGAGGNACTTTG I I I I I II I I N I I I I I I I TGAGGGTGGCTTTAT 
TT 

TCAATATTTGTCTTATTAATA I I 1 I ICTTATTTTATAATGCAATTACAACNGNTTTAGGA 
GACAAAACAATATAAACAAAAGAATGTTAAATAGG I M I I I I I AAAAAATAAGCTTGGTT 
GGCTTTGCAANGGAMGTCCATAATAANTCTTATTCCCCCCCAAATATTMGTTTTATT 
A 

CTTTNGCCACNTAGAGACCCAAAAAATAGCTTATTGGGGAAAAAAATTANGTTATTTAAA 
AATANGCCTTAAAAACCACCAAGGAAAAACCCTTACCAGGGCNTATTAAAAATTAAACCA 
ATTAAAAMTTACCAAGGGTXTAAAACTTTTTAAATGGGNGGGATNGGCCTTTAAAAACC 
AAA 

Sequence489 

NGCCGACCGAAACCTGGTGAAGCCCTTTGGGCGATTGGTGATCACCCCTAGATCCGTGAA 

AGCTGGCTGCCCCCCCATCCGGGCAAGCAGGGCCAAGGTGGCATCTTNACATTCCTGGAA 

CCCACCCAGTAACAGCAGCAGGTATTTCTTCTGGGTAAATGAAGAGCCTTTCGAAAAAAC 

TTTCTTGCCCTCAAAGTATTTACCATAAATTCTCTTTAAAAGTGGACATGGTTCAAGAA 

T 

CAAGNGGGCTCAAGMGTTTNGAAAGTAAAAGNAGGTCATTTTCCTTAAGTTTCAAGCTT 
TTCAAGTTTTGNTATAACTTTTCAAGCCCTCTGGCCCCTTTTTCAAAMGA^ 

G 

GGAGGAGGTCCAAA I I I I I I I I CTTTTNGTTTNCCAATACNTTTCTTTTTTT 

Sequence 490 

NCCGCGGTGGCGGCCGAGGTACCTGATTTTATTTCNAGTTTTCATCCGAATCCACTGGGG 

AATGGGACGATTTTGCTTTTGTTTCTTGGCCAGGAATCGCTTAATCCTGAAAGTCTTG 

TG 

AGAAGACATGGCGAGCAGCGGAGTCAAGAACACACCACGATGGCGGAGAAAGGAAGAGGA 

GGCCCCGCGTCCTGCCCG 

Sequence 491 

ACTCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAAAAAATAAAAAGGAGGCTGGTGGGAG 

AACTGCTTGAGCCCCAGAGTTTGAGGTTACAGTGAGCTATGATCACATCACTGCATCCCA 

GGCCTGGGCGATGGAGCGAAACTGTCTCTTAAAAAATGGCAGGGAGTTGGGGAGCTGGGC 

AGGTGCAGTGGCTCATGTCTGTAATNCCAATACCTCTGGGAGGCCCAGATGGGAGGGATC 

ACTTTGAGCCCCAGGAGTTTGAGACCNGCCCTGGGTTACACAGGGAGACCCCCGCTNAAA 

ATTTTTAAAAAANTAGTCATTNCTTAGTGGGTGCNTTCCCTGTNGTNCCCCACTTCTTT 

G 

GANGGTTTNNGGNCCAAGGATTTCTTTTNGCCCCTGGANGGACAAAGGCTTTCANTGAGC 

C I I I I INATTTTTACCCCTTGGCTTTTAAACCTTGGGCCATATNAATTAGAANCCCTTN 

T 

CTTTTAAAAAAAAAAAAAAAANGGGGGGNGGGGCNCNCCCCCTN I I I I I I I I I IGGCCCA 

ANCNCCCCNNAI I I I I I I I I I I 
N 

Sequence 492 

TCCCGCGGTGGCGGCCGAGGTACATGAGAGATAATGTTATGACAAGAATAGTTTCTGCAA 

CATTAAGTATGGGTCAAAAAAAGAAGAAATGGGCCAGGCGCGGTGGCTCATCCCTTTGGG 

AGGCTGAGGCAGGTGTATCACAAGGTCAGGAGTTCGAGACCAGCCTGACCAATATGGTGA 

AAACCCATCTCTACTAAAAAAAACACAAAACTTAGCCAGGCATGGTGGTGCACGCCTGTA 

ATCCCAGATACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGAGGTGGAGGTTG 
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CAGTGAGCCCGAGATCACGCCACTGCATTCCAGCCTGGGCAACAGAGCAAGACTCCATCT 
CCCAAAAAACAAAGAAATGACTTTAGACAAATGGCTTGAATGAAATTACAAAGAGGAGGT 
GCATTAAAAAATCCCAGCAGTAAAANCTTTTGAAGAATTAAAATGACAGGCTAAAAATAA 
ATAATAAATGTTC Mil! 
Sequence 493 

CCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGTGGCGGCGTTGGGTTGAGCGGGCT 

TTTTGGAAGTTTGTGGCGGAGTTCTGTGATATGAGCAACAATGGACCAGMGATTTTATC 

TCTAGCAGCAGAAAAAACAGCAGACAAACTGCAAGAATTTCTTGGGCAGGGCCTGGGGAA 

TGCI I I I I I ATCTCATATTAGTGCCTGTGATGGCATCTTTCATCTAACACGTGCTTTTG 

A 

AGATGATGATATCACGCACGTTGAAGGAAGTGTAGATCCTATTCGAGATATAGAAATAAT 
ACATGAAGAGCTTCAGCTTAAAGATGAGGAAATGATTGGGCCCATTATAGATAANCTAGA 
AAAGGTG N C TGTG AG AGG AGG AGATAAAAAACTA A 
Sequence 494 

CGCGGTGGCGGCCGAGGTACTCATGGTTGCTGTAAATTAAGGCAGCCGTTCTGCAGGGTT 

TTGGTTAGGGAGGGTGGTCTGAGATeTGGCTATTCTGTCTTGTGGATTTTCAGTC 

GC 

GTACCTGCCCGGGCGGTTCG 
Sequence 495 

AGATCTCAAGATCTGGACTTCTGTTGAAAAATTTTCCCGTGAGGNTNACTTATGTCTG 
TA 

AAGATGGGAAAAAAATACAAGAACATTGTTCTACTAAAAGGA7TAGAGGTCATCAATGAT 

TATCATTTTAGAATGGTTAAGTCCTTACTGAGCAACGATTTAAAACTTAATTTAAAAATG 

AGAGAAGAGTATG AC AAAATTCAGATTGCTG N CTTGATGGAAGAAAAGTTCCGAGGTGAT 

NCTGNTTTGGGCCAANCTAATAAAAAATTTTCGAAGAATNNCCCCCCNCTNGNAANCNCC 

CNGNCTTGAAANCNTTTTAAAAAAAAAAGAAAANGGTTTAAAANNGTAAAAGGGGNCCCC 

CNCCCTTTTTTTAAAAAAAGNNGAAAAAAAGGGGNGGGGGGG 

T 

Sequence 496 

CGCGGTGGCGGGCCGGCCGGGCAGGTACCGTGAAAAGGGCACTTCTCCTTGAGAAGGCCT 

GACAGTGTCGTTAATGTCCTGCTGGCGCATGGTGAAAATTTCAGGGCAACAGTAAAGCAC 

CCTCTTTAATTTCCCTTCTCCAAGCCCAAGCTTTTGCAGGTAACTGGAGCGCTTCCTC 

AT 

TTGCATAATAGGCAGTTTCAATAACTGGGGAC 
Sequence 497 

CCGCGGGTGGGGCCGGCCGAGGGTACNNNGGAGGCCTCATAANGGCNGGGNATCNTCGAG 

GNTGGTATNGNACTGNTNANAAAGCCNNCATGGTGGTANCNCACCAAAANCTCACAAGAA 

CAATTGNNGCNGCGAAACAGGCAACAGANTCTGNCATTATATAATAAGGGCGTGGTACGG 

TTGGGG AACCCCGN AN G ANTC N NTATGGTCCTTG NTTN GC AAGCN NTGC ATTTTAAATC A 

GACGACCGTNAATTTGTTANCCCCAANCCTTNTTANAATAAATCGGCAATCGCGCAATAT 

CTCATCATTNANCNACTGTGGACGACTTGACAATCTTAGTGGCTTNATGGACTTATTGCA 

AAACTCGAGAAAGAACAAACCTAGGGGTGCGCCCTGACCTTCGGAATAATTCGTAAGCTA 

TATGTGAGAAACTAGCAACAGGGCGTTTCATTTATGNGNAANGGGACGCGAANTGGANGA 

TAATTATGTAANAAGNGGGCCCCTACGANTTTGGCCCCTAGACGCCCAGGGAAACCGCGG 

GGCNCCATGCATNACNCANACTTANGGNAGGGGTANTTCTCCNCACACNCNTCNTTTTCG 

ATTTGGANAATANGCTGGGAATNAATCCTACATGACCTGTCATTTTCGGAGTTATCGCNG 

GCCGGTACNGNNCCCCCCCGGGGGGGGGGGGGGGNCCCCCCGGGNTTANCCCCCCAAGCT 

TTTTT1 I GGTTTCCCCCTTTTTNAGGTTGGAAGGGGGGGTTTNAAATTTTGNCCGGCC 

GC 

CTTTTGGGGCCCGGTTAAAAT 
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Sequence 498 

TGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACGGGCCTTCCACTTCAGCTGACT 
GMTTTAGGCAGTTCTGGCCACTTCAGTTTCCGCACCCAGGCCTCCTGACCCATGGTATC 
TACGATGAGATCC 
Sequence 499 

GTGGCGGCCGAGGTACCTCAATTGATGATTTCTGGTATGACCTAGCAAATACACTGCTTT 
CACTGAAATTTCAGTCTTGCAATCTGCTTTGGGTTCCCCAATCTAAGACAGAAACATACT 
CATTTTCCCATCACTGGACTTCCAGGTTGTTTTCAATTTTTCACTGTTACAAACAAGGT 
G 

GCAACATTTATCTACAAACCTCTTGGATATTACACCGTAGGNAAGCTTTCTGGGTTATT 
T 

CCACCTAGTGAAACCTTGCTCAAGTTTGAAGGGGGTANTGTTGGGATNCTTTCATCTT 
TT 

TAATTAAAATTATTTACCAACCATGTTGAAAAAGC CCCGACCAATGGTCAAGGGACTG NG 

CAAAGGAGGTGCCCACCAATGTTGAATGGGGGNTGGTGGGAAATGGGCAANGCTTCACTG 

NTANACAAGGGTGGCTTGGGGGGACCTCAAGTTTTGGGGGTTCTTT GGGA GNAAAGCCAC 

mAGNTTTATTAGCCAAGGAANTGn^ 

A 

AGACCAANGAAGTTAGGTTNGGGGGGAAAT 
Sequence 500 

CGAGCCGGGAGCCATTNANAGTTGTTAAAAGCCTNGGGGGTGCCCTAAATGAGTGAGCCT 

AACCTCACATTTAATTTGCCGTTTGCGCCTCAACTTGCGCCCGCTTTTCCAGNTCGGGGA 

AAAACCTTGTCCNTTGCNCAGCTTGCATTAAATGGAATCGGNCCCAACNGCCGCCGGGGG 

GAGGAGNGCTGGATTTTGCCGTTATTTGGGGCGGCTTNTTTCCCGGCTNTCCTTCCGCTT 

C AACTTG NACTT 

Sequence 501 

ACATACTAGCNNGGGTAGCATAAAAGNTGTTAAAGCCTGGGGGTGCCTAATGAGTGGAGC 

TTAAACTTCACAATTAAATTGCCGNTTGCTGCTCCACCTGCACCTGCTTTNCCAAGAT 

CT 

GGGGANAACACNTGNCGTGCCCAGGCCTGNNATTAAATGCAATTCNANNNCAACCGCCGC 
NGGTGGGAGNAGGGACGGTNATTGCCGTTAATATGGGGGCCGCTACTTTTTCCCGC 
Sequence 502 

NACAAACATTACGAGCCGGGTAGTCATAANAGCTGTAAAGCCTGGGGGTGCCNTAATGAG 
Sequence 503 

GCGGTGGCGGCCGAGGTAC I I I II I I I I I I 1 1 I I I I I I I I I ATGAATTATTTATTTTCTT 
TCTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGNTTNTGNATCTG 
CCCACAGACGGGGTGGTTCTAGACGGCCGCTCTNNAAC 
Sequence 504 

ACATACTTANCCCGGNAGCATTAAAGTGTAAAGCTCTGGGNNTGCCTAATGAGGTGAGCT 
AACTCACATTAATTTGCGTTGCTGCTCACTGCCCCGCTTTCCAGTCGGGAAAACNCTTGG 
TCNGTGCCCANGCATGCATNTAAATGNANATCGGCCCAA 
Sequence 505 

CACAACATACGAGCCCGGGAGCATAAAGTGTATAAGCNCTGGGGTGCCTAAN 
Sequence 506 

CGGTGGCGGCCGCCCGGGCAGGTACTCGTCTTGGTGAGAGCGTGAGCTGCTGAGATTTGG 

GAGTCTGCGCTAGGCCCGCTTGGAGTTCTGAGCCGATGGAAGAGTTCACTCATGTTTGCA 

CCCGCGGTTGATGCGTGCTTTTCGCAAGAACAAGACTTTCGGCTATGGAAGTCCCCATGT 

TGATGGATCCTGAGGCTTGAAAAAAAACTGAAAGAGAATAAAATATCTTTAGAGTTCGGA 

ATTATTGAGAAAAATCAAANACTCCCNAGTTTTGATGACCTGNGAAGGAATATTTCNGAG 

GGACNCCANGCCCTTTGGGGNAAGGANTCCTTGACTCTATCTTTTCAAAGGGAATGNAAA 
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ATTCCTAGTAACAGGCCCTNTAAAGACTNAANACCAAACTTTGGACTTCTTGCTTGGATT 
TTCNTI I I IATTCCCI I I I I I I I I I ATTN I I I I I I I AAAAATAAAN AAAATAATTTAATT 
TT AAAC TTG G N AC C TTTTC CTT AAATAATATTAC C TTTCTN ATTC AAAAGG TGG G AAAA 
N 

GGGAAAATTTCC 
Sequence 507 

GGCGGCGCCGGGCAGGTACGCGGAAATCCCCTAACTTCCTTGCTATCTTCCCATNCCATA 

TTTAGGTTAGATNGAGAAGTGTGTATGTGTGTGTGTGTGTGTGTTGCTCNGCACAGTNGA 

TGAACTGTAAACATAAATTGAAGATATTGGAAAANTACATNAANTTATGGACCAACATGA 

CAATTTTCATTAGGACTTCCTATTCANAGAGTATCAGTTTNACANNTTGGGTATTAGNT 

A 

CTAGTATNAAACATTTCAGATACTTGCACTGATTTTCTGGTGGANTAAAAGCAANGGCTT 

NTACAAGTTNTAAGCATGTCTTNTANGNCTATGCTTTGGAATACCAGCTAATAACCAAT 

C 

AACAAGNCCAGNAGCCTTAANGTGGTATTTTTTTGGTTGACCCTAAAAAACATGGAACCT 

NAANGGGTTTCTNCAAAAANTTGCCTTAACCAAATGGAAANTAGGTGGGGGGAAG 

Sequence~508 

TATCCGCTTCACAATTCCACACAACNATACGAAGCNCNGTTAGCATTAAAGTGTAANAGC 

CCTGGGGTTGCCCTAATGAGTTGAGGCTAACCTCACATTAATTTGCNTTTGCCGCTTNAC 

NTGGCCCCGCATTTTCCAGTTCGGGGGAAAACCNTGATCGTTGGCNCAGGCNTGCCATTT 

ANATNGGAATTCGNGCCCAACCNCNCCGGTTGTAGGAGGGNCGGGTTTTGCGGNAATTTG 

GGNGCGCTTCTTTCCCGCTT 

Sequence 509 

CCNANGTACACTCCCACCACCACCNCATGGTCTCTTTCATATNNCTCAANNNTCAACNTG 

NTCCTGNGGCTTCATAATTNTCCTNTTNCATCTTTTTCACTTCNNANGCAAACACCGC 

CT 

CNNCTNANGCTNTNNANTCAATNCANTTNNCCTTAATNNAAATCACAAANTNTCCTCC 
AT 

TACNCANNAANNTNTNNNCATTCANNNCCACAATCCNGGTNNTGGTCTNNCTNNNCCACA 
TCANCAAAAATCACATCCACCATTNCNATCCCNCNTACCTTCCCNNNCCNCCCCTCTAAA 
ACTANTNNATCCCCCNNNCTNCAANAATTCNATATCAANCTTATCNATACCCTCNACC 
TC 

NAANNNNNNCCCNTACCCAACTTTTNTTCCCTT 
Sequence 510 

CGGCCGCCCGGGCAGGTACTCTCTGAGCCAAGGACATTCTCATTTAAACAGTTTAAANAG 

GCTGGGNGCNGGATCGGGAAAAAAAAGAAATATACCCTGGCAGCCGCCTGCCCGGCCGGA 

AAGCGGANAGGGACNCTAANATCAGCAMTTCNCCAGTTTGGATCCTTGTCCTTTTCCGC 

CCTTTTCCCCCCATTAAATCCANAACCCGTCACATGATAATTAANAAAANGGTTCAGTTC 

CTCCTCCTCAAACCACTTCCNGTAAGAGGATCCCCCNCNTACCTCNGCCCCTCTAAAACT 

AGTGGATCCCCC.CGGCCTGCANGAATTCNATATCAACCTTATCCATACCCNTCACCCTCA 

AGGGGGGGCCCCGGTACCCAAC I Mil IGTTC 

Sequence 511 

GGGGGAGGGCAGNAAANCAAACCACAGCNCACNGCANGGGCACACANCACAATCCCCAGC 

AAAAAAAAAAAATNNNTNNTNCCAAACANAAAGAGCCTGGCCAGGGGGCCCANACGGGCC 

NNAAAGCCCNGGAACCAATTTTTTNTGGGGGCGGGGGCCCCCCAAAGGGCGGGAAAAACA 

GCCACGACCCACGGCNCCAAGCNCGAACAGAGAGCNGGGGGAGACGCNGCCAAAAGCAAA 

ACGGCGGCCAAANCNNAGGGAGCAANNNGGGGCGAAAAGNNNAACGGAACCANNANGAAA 

NAAAANCAAAANAAAACCGGACCANA 

Sequence 512 

AGCANCACCGCGGNGGCGTTTGCGGGAGAAACNGNGGACCCCCCGGGCTGCAGGAANNCG 
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ANANNCNATTTAGGGNGACNNAAACCCC 
Sequence 513 

NAGNCACCGACGAGACCAGATTANACNTNGGGGGCNGNAAAACCCCAGCCCCCCCCGGNC 

ACAGCCCNAAAGGCCAACCCTTTTTGGAGGNGCNNGGGGANGCAAACNGAAAAANAGCNG 

GAAAAAGNAGGAGNNGAAGCCAAACAGCCAAANNCNGCCANNAGGAAGNGNGNAAGGGTT 

TTGCNANTTTTTTNANGGGGGGGGNANCACACCCCCNGAANAAAGNCCGGGCNGNCGNCC 

CNGAACGAGGGGGGGGGGGGGGGGGCNGCAAGAANNGGGNGANCAAAGCNNNANCGANAC 

CGGNGACCNNGNAGGGGG 

Sequence 514 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTCCGAAATCTTACCTTCAGT 

CTTCTCTGCCACCCAGTCATTTATATGCTTCCTGCACTCTTCAGTGTCTTCAGCAAAG 

GA 

CAACTCCTCCAGCTCTGCCTGATAGAACTTCTGACAGTATTC7TTAAAGTCTGGAAGGAA 
ATCACACGTCTTTTCTCCAAAGAGTCTGTTGGCAGTTCTAAGCAAGTACGCGGGGTAAGC 
AGGAAGTGAAACCACAGAGCTTCAAAAAAAGAGCGGGACAGGGACAAGCGTATCTAAGAG 
GCTGAACATCA^CC^^ 

CGACAACTTTGAAAACGAACCCATCCTCTATGGTCGGAGCTACA 

AGTGAAAATAAAGAGGGGCCGCTCAAATCTCCTTTGGGACACAGGGGGTCTTTTCGAGGC 
CAGGTGTATTTTCGAGCCTCAGTACCTCGGGCCGGTTCTAGAACTAGGGGGATCCCCCC 
Sequence 515 

TTCGCCCACCGGAATGATCACCAAGACACACAAAGTAGACCTTGGGCTCCCAGAGAAGAA 
AAAGAAGAAGAAAGTGGTCAAAGAACCAGAGACTCGATACTCAGTTTTAAACAATGATGA 
TTACTTTGCTGATGTTTCTCCTTTAAGAGCTACATCCCCCTCTAAGAGTGTGGCCCAT 
GG 

GCAGGCACCTGAGATGCCTCTAGTGAAGAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

GGCGGCCGCTCGACGTGGTCGCGGCCGAGGTACAACTGCAGTAAGAGGGACGGTTAATTC 

ACAGCTTCCAGCTCTTGGCGCCAGAGTCCGATGCACTCCTGCAGATAACGGTCATTTCCA 

TTTCCGGGAGAACCTCTTTCGAAAAACAACCCGGATGAGACTATCTGGCAAATTGCAGCC 

CTTGGCGGGCTTT 

Sequence 516 

ATTGGAGCTCCCCGCGGTGGCGTTTTGCTCTTGTAGCCCAGGCTGGAGTGCAATGGCAGG 

ATCTCAGATCACTGCAACCTCTGCCTCCTGGGTTCAAGCGATTTTCCTGCTTCATCTT 

CC 

CAGGTAGCTGGGATTACAGGCATGTGCCACAACGCCTGGCTAATTTTGTATTTTTAGTAG 

AGACTGGTTTCTCCATGTTGGTCAGGCTGGTCTCAAACTCCCGACCTCAGGTGATCCGCC 

CGCCTCGGCCTCCTAAAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCAGCTATACTG 

TATATTTTAAGGAAGTTCCAGCATGTTGCATCTTCTGCATTTATCCCTATATCATTAAAA 

GAACATAAAGTTATCATGGTGTTGGGTAAATTAGCGAAATTCAACCCCTTCCTAAGGTTT 

AAGGGGAAAAGGTATTTTTAAAAAACAACTTAATNAAAACTTTACCCTTCTTATACAAG 

GTGGATTTCCCCCTTAATTAGGGATGCATGGTTGATTAAACCTCNAGATACAGCTTTT 

TT 

GCAGTAATGGGGGGGNTGGGT 
Sequence 517 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGTGTTGATCCAGTTCTTGCTT 

TTCAACGAGAAGGATTTGGACGTCAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAG 

ATGCCAGTCAATTGGATTTCGTTAAAACACCGAAAATCAAAAAGCATGGATTTAGTAGCT 

GACGAGACTAAACTCAATACAGTGGATGACTAGAAAGCAGGTTCTCCCAGCAGAGATGTG 

GGTCCTTCCCTGGGTCTGAAGAAGTCAAGCTCATTGGAGAGTCTGCAGACCGCAGTTGCC 

GAGGTGACTTTGAATGGGGATATTCCTTTCCATCGTCCA 

Sequence 518 
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AAACCCCACCCCCCAGGGGGAAGGGNNGAAGGGAGGGGCTTGGAGGGCNGAGGGGGAAGC 

CCCCGGAAAANGACNNCCCCCAACCAGGGGANAANAGACCCGGNAGGGACAGGCNAAGGA 

GAGGGAACAGGGGAACCANCACTTTTNTNTTTTTGGGGGGCACNNGGGCNGGGACCCCCC 

NACAAAAAAAANANCCCCCCGCCAGGANGGGGGGGGGGGNNAAAGGGNAAAAAAAAAACA 

AGACCCAAAGAAAAAAAAC 

Sequence 519 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTTGTCAGCAATTTTGACAGTCAT 
- TMTGTTTGTCATAATTrTAMTAAAGTGTCTGGGTTTCAGAATAAAAAAAAAAAAAAAA 
AAAAANCAAAAAAAAAAGTACCT 
Sequence 520 

GGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTATGTTGAATAAATGTTTTTTTCC 
CTTTTAAI I I I ICTGCTTCCCTAGTGCATAGAATTGAACTGCTTAGGGAGTTTGAGGCT 
G 

CAGTGAGCTATGGTCATGTTACTGCGCTCCAGCCTGAGTGATGGAGTGAGAACCTGCCTC 
AATTAAAAAAAAAAAAAAGAAAGAAAAAACAGTGCAGTGGGCTCATGCCTGTCATCCCAN 

CAGTXOTGGAAGCC^^ 

TAGCAAGACCTTGGTATCTTCCCAAAAACCTTTAAAAATTAGGTTGTGTGTGGTGNTGCC 

TGGCTGAGATGAGAGGATTTGCTNGAATCCAGGAANGTGGAGGCTGNAGTTGAGCTATGA 

TTNGGGCCNCAGCANTTCCAGGCCTGGGGNACNCCAGGGGATACCCTGGTCTTTAAAAAA 

AAAAAAAAAAA 

Sequence 521 

CCGGGCAGGACGCGGGCGGCTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAA 

CGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACATTGATCATCGACACTTCGAA 

CGCACTTGCGGCCCCGGGTTCCTCCCGGGGCTACCGCCTGTCTGAGCCGTCGCTTCCAAA 



Sequence 522 

AGGTACACCTCCCCAAGCTCTCTTCCTCCGGCTCTAGCTATATAAGACGTGCCTGCTTCC 
CCTTCGCCTTCCACCAAGACTGTAAGTTTCCTGAGGCCTCCCCAGCTTCCTGCATGCTTC 
CTGTGCAGCCTGCAGAACTGTAAGTCMTTAAACCTCTTTTCTTTATAAATTACCCAGT 



TCAGGTAGTTCTTCACAGCAATGTGAGAACAGACTAACAACAATCAACTCATGGCTTTAA 

CACAAAAAAAATAGGTAAGTTCAAAATTAACATATTACCACATCCAACTTCTTTATTCTT 

GAGAAAACAAAAAAGTCCAAAATCAAAGGAAAGCACCCGTTTTAAACCCTCATATCTTTC 

TCAGGGCTCACTGCAGTCTGGCCATATCTCAAGCAGGTC 

Sequence 523 

TTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGAGTGAGAGGGAACGA 

GAGTAAGAGAAAGAAAGAAGTGAGGGGATGTAAACTCGAATAAATTTCAAAGTGCCTCCG 

AGGGATGCAACGGGGCAAAAACTGAACTGTTCAGGCTTCAGATTGTAACTGACGATCTGA 

GGAAAAATGAGGTTTGTGTGATTTTGCTAAAATGCATCACCAACAGCGAATGGCTGCCTT 

AGGGACGGACAAAGAGCTGAGTGATTTACTGGATTTCAGTGCGATGTTTTCACCTCCTGT 

GAGCAGTGGGAAAAATGGACCAACTTCTTTGGCAAGTGGACATTTTACTGGCTCAAATGT 

AGAAGACAGAAGTAGCTCAGGGTCCTGGGGGAATGGAGGACATCCAAGCCCGTCCAGGA 

Sequence 524 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGCTCTTGAGGAGTGAGACTG 

CAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCTGAGTTCATCAAGAGGA 

CCATCTTGAAAATCCCCATGAATGAACTGACAAC AATCCTGAAGGCCTGGGA I' I I M IGT 

CTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACT 

TGATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAGACATCA 

TTTGTAAGTGCTGGAGTGCAGTAACGCCATCTCAGCTCACCGCGACCTCTGCCTCCTGGA 
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TTCAAGTGATTCTCCAACCTCAGCCTCCCGAGTAGCTGGGACTATAGCAGTGCACCACCC 

ATATATGCAATTTC 
A 

Sequence 525 

AATTGGGGGGNAACNACNGGCCCCCACGGNCCCNCNGGCCAGNGCACCCAl Mill iNGN 
GGGNGAGAANNCNGGCCACCCNGACCCGGAGAGGAAGGAGACNGTTTTTNAAGNNGCCNC 
GGGCCACACNCNAAAAANCGACCCGCAANNNGCACCGACAAACANCGGNGNGCNAAAACA 
NAACNNGAACANCCCGAGGAAACCGCCCNA I 1 1 I I 1 1 1 1 I GGGGGGGNCCAANGAGGGGC 
CCGNCGCCACAAAAAAAAAACCAAGGCCCCNGGGGGGGGGGGGGGAGCCCAANANNGGGG 

NGGGGGCNN 
Sequence 526 

AACTTAATGTCTTCC 1 1 1 1 1 » I I I I I CACTGGC I I I I 1 CATANATCGAGACATGTAAGCA 

GCATCATGGAGGTAAGTTTTTGACCTTGAGAAAATGTTTTTGTTTCACTGNCCTGAGGAC 

TATTTATAGACAGCTCTAACATGATAACCCTCACTATGTGGAGAACATTGACAGAGTAAC 

ATTTTTTNGGGGNAAGAAGAATCCTACAGGGTCATGNTCCCTTCTCCTGTGGAGTGGGGG 

GGNAGAAG^GGTATGGC CCCAGGGN^ 

GGAACTGCCAGTATGGNATTGCAGGATAAAGGCAG 

Sequence 527 

AGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGG 

ATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATAAG 

AACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTT 

TTTCCACTATTCACACTCTGTGGCGTAACCTTCTTGAATATAACCCCAAATGTCACCCA 

A 

TCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
T 

TTT 

Sequence 528 

AAGGANAATTTTTTGGGGGGNCAAAAAAACCCCANCCCCCCCACAACCANGCCNAACTNA 
ATCTTNGGNAAAAGAGGGAAANAGGCCCCAAAAAGGACAAAAGGGNNCANNCANAAAAAC 
AAANNNCCAAAMNCCGGCCAANAANANNNCAAAANNNNCCCCCMTTTTNM IMmGG 
GGGGGGGAAANGGGAAGNNACCCCAANGNACGCAAAAACNACCCAAACAGGGGGGGG 
Sequence 529 

CCGCGGTGGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTGGACAGG 
ACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGGAATGGCAAC 
CGTGACCAATTTTTGGCTCAAGTTAAAATACCAAAAAC 
Sequence 530 

CGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGGAAACCCATTTGGATTAATTAGA 

GGTCTGTCTGAAGGAGTTGAAGCTTTATTCTATGAACCCTTCCAGGGTGCTGTTCAAGGC 

CCTGMGMTTTGCAGAGGGGTTAGTGATTGGAGTGAGAAGCCTCTTTGGACACACAGTA 

GGTGGTGCAGCAGGAGTTGTATCTCGAATCACCGGTTCTGTTGGGAAAGGTTTGGCAGCA 

ATTACAATGGACAAGGAATATCAGCAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCC 

GGGCGGCCCGNTCTAGAACTAGTGGATCCCCCCG 

Sequence 531 

ACATTACNAAAAGGAGAGGNGGCCCAGNNNAAACACNCNGAANCCANCCNNGCCCNGAGN 

AACAAANCACNGGAGAACAAAAACGAAAAACAGCAGGNCCCNCNNNNAAANCCAANNCAN 

ACAAAAANGNCAAAGNAGAACCAAAAGCCANGNGNCCCGCCAANAAAGCCNCCCCAAAAG 

CAACAAAGAGGNCNGCCCAAACCNCCNAAAAAAACAAACCCCCAAGANGAAAAAAAACCA 

AAACCCCNAANGNAAANGAAACAANCAACCGGGGGCCCCCCAA 

Sequence 532 

TTTTTTATTCAATTTGCGATNGACAGNNNTAGNTTNAAATGTTNGTAACACTCTTAGAN 
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N 

NNCTGGTTTGTTCATTTGACATNGGGGCTGCACCAATTTTTATTACAAAAATCAAAAAA 
G 

TAAAAATTCTTACAATATTTGCAGAGTATAACCACTAGTTGCCTAGACAAAAGCTAATT 
T 

CTACAAAATCAAAAACTTAATGCAGTTTTATTAAGAGAGTCAAAATTCTCTCAGTTAAC 
T 

GGATATACATAGTGGTATATATCTTAAAGCAGAAAACCCCAAAAAACAAAAACAAGGAAA 
AAAGAAAATACATGTCAACAGTCAGGTAAATATTTTGACCTGACAGGTTCTACAAATAGG 
GGATTTTCACTACATATAAAGGAATCTGTTACATGGGGGTAAAACTTCCAGAGACCAAGT 
AGGAAGNGGTGGAATAAAAAACCAATAAATNCAAACGCCACCCCAGGCTGG 
Sequence 533 

CCAGCTGCTNGCCTGCAAAGANGAGCCTCCTNNGGGGGGGGGNAAAACCCCNCCCNANCC 

NGGANCTTGGCCTTCACANTNNCGATGGGGGGCACTGGGCGCCACCTCANGGGAGAAGGG 

CTTGCCGGGAAGGGNTNNCACGAAGAACTGCATTNNGACCTGGNAGCGGAAACCAGGATC 

CTGCCA ATNT NTNNACCACGGGGCACCCACAGGGACACAAACAAGCNCACCCAACAAAGC 

CAACCGCCCCNNCCCGNGGACCNGCCCG 

Sequence 534 

CCCGCGGTGGCTCTTGGGGCTAACCTCTCTGCAGATGAAAAAGCAGCTGAAAGGAGTTTT 

TGGCGNCACCAATAACCCTAAAACTGAAGCCTGATTACTGGAGTGACAAACTACNTGAAA 

GAAGCAGAAGCCGTTTGCTTATTATCGCCGGACACACACTGCCAATGAGCGGCGGCGGCG 

TGGTGAAATGAGGGATCTCTTTGAGAAATTAAAGATCACNTTTGGGATTACNTCATTC 

TT 

CCAAGGTTTCCAAAAGTCTCATTCTTACTCGAGCCTTCAGNGAAATTCAGGGACTAACAG 

ATCAGGCAGACAAATTGATAGGACAGAAAAATCTCCTGACTCGAAAACGGAATATTCTGA 

TACGGAAAGGATCGNCTCTTTCAGGTAAGACAGAAGAAGTGGGCCTGAAGAAGCTAGAGG 

ATATTTATGC AAAACAGCAAGCACTAG AGGCCCC N NNNNNNNNNNNNNNNNNNN N AAAGN 

ACCTGCCCGGGCCGGCCGCTCTAAAACCAGGGGGATCCCCCGGGCTGNAGGAATCNAAAT 

CAAGCCTAATCGAAACCGNNACCCNCGANGGGG 

Sequence 535 

NGGGCAAAGGGAAGNAACAGACACACNCTNNTGGGGGNGGATNAAACCCGGGACCAGAGG 

CTCAGNGGNGGGAGAGANCCCTGCTTACCCACCAACCAGAACGNGGCCCGCCNAGAGGCT 

GGAACNGAGAGAAAGAANCNGGGGCTGGCNNAAGAAAANANAGACANNCNCACAAAAGCC 

NAGTNCATNTTTNNTTNCCGNNGGGACCGNNCACCCGCAGAAANANNNCACAANAGGCCG 

CCGGNCAAACGGGGGGGAGCACGGACNGTCAGGNCNCNGGGAAGGGGGCAGCGCAACCCG 

CAGGGCNNCNCCCCCCCNGGCCNNNGGAGAACCAGGGCCCNNCNCAGGGGCCCNAGGGAC 

CGCCAGGCNGGNNCAGCCAGGAAGGCCAAAANCAAGAGGGAGAAGGAGAAAGGNGNAAAA 

AAGAAAAAGGGGAGGNGG 

Sequence 536 

GGGGANCCCGCGGNGGCANATTGGGGGGGAACACACAGCAAAGANACGNNACAGCCTGAG 
AGCTTTCCTTGGGGGGGCTTAAAACCCCCCGNCCGNCCATCTATCCATCCATCTGCTCAT 
CCNTNCCTCCATCTGCGCAACAAACGCNAGAGAANCAATCCTTGGGGCAGATACTGGGGC 
TGCCCTCAAGGAGCTNNNATAGAGGNCAGGGGACCTTTGNCGCTNTTTNNCTAGGGGANC 
Sequence 537 

GGNCCCCCCGGGCTGCAGGAANNCGANATNTNCTTTAGGGNGACCAAAACCCCC 
Sequence 538 

GGCACCCCGCGGNGGCCCTNGGGGGGACAACNCCGCGCCCGCCAGNAACAGGCCACAGCC 
CAGAGCTCNNTCGGGGGCNNAAAAACCCGGACAAGCNGCANGCGGGGGGACAGGNCTGCG 
GGNCNTGGAAACACTGGACNGGATGGCACANGAACCAGAACTCCGCTCCGNTTGGCTGCC 
CAAGGANCCCACCAACNCATNCTAANCAGCGANCACNGAGGAAACGCNTTTTANNCCGAG 
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GNACNANNNCANAGAACAGGCCNACCGCAAGGGCANACCAAGAAAGGGGGGCGNAAGGAN 

AGNNAGGGGGNAACAANGNACCANAGGNCNNCAAANGNCNGACANNCANCNNNACCCNAC 

CNCNAAANGCCCNNCCNTNNCACAANANCNNNCCNGANNGCNGNGNAANAGAAAAACAAA 

CAAAGACANGGAANNACCGGGCANANNAGCAGAACCAAACCGGAAAANGCANGGAGGGNN 

CAAAAACACCACCNACAGGAAGGAANAACCCAGAGGAAAAAGGCCGAAAGAAAGAAACCG 

AAANANAAGACCNGGGCCGAAAAAGCNNACCCAGGAGGAACCCACNNNCACGAAANCAGA 

ANNNCCCCCNNCCAACCANNAAACAGGGGGAAAAAAAAAAAANCNG 

Sequence 539 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTrCTTTTTTATAGTT^ 
TTTGI I 1 I IGTGA1 I I I » 1 I II I 1 I GGTTTTTGTTGTTTTGTG T HUM ICCTTTTTTT 
TTTGGTTCTTAGAAAATCTGAGACACGTGAGGCCAGACAAAGCAAGGCCGGGGCTGATGG 
CCTGGCTGCCTGGTGGTTGATGGTTTTGCTCCCCCTACCI I I I I I I I I GAGTTTATTCT 
G 

ATTGAI I I I I I I ICTTGGTTTCTGGATAAACCACCCTCTGGGGACAGGATAATAAAACA 
T 

GWTATrTTTAAGAAGGAAAAAAAAAAAAAAAAAAA 
Sequence 540 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTATTTGCTAAAAAAATGCT 

AATGATATCCAAACCATCAGCTACTTGTAATCTTTTTGCTGGTGGAGGGTTTTGTCTCA 

A 

TTTTGGTGGCTGCTGACTGATCAGCGTGGTGGTTGCTGAAGGTTGGAGTGGTTGTGGCAA 

TTTCTTAAAATAAGACAACAGGCTGGGTATATTGCCTCATACCTGTAAATCCCAGCACTT 

TGGGAGGCTGAGGTGGGAGAATCTTTTGAGGCCAGGAGTTTAAGACCGGCCTGGGCAACA 

TGGTGAGACCGTGTGTCTGCAGAAAAATGAAAAGAAATTGGCTGAGTGTGGGGGTGCATG 

CCTATAGTACCATCTACTAGGGAGGGTAGGATGGAAGGGTTGCTTGAGCCCAGGAATTCA 

AGGNTGGGCCACTGCACTCCACCCTGGATGGCAGAGTGAGATCCTGCCCTCAAATTTTAA 

ATNA 

Sequence 541 

I I II I I I II I I I I I I I I IGTTAAAAGACACAAGTAGTGATATATCAACATCTGTTTAACT 
CGTGACCGTTTC I I Mil ICAACTTCI I II I I CTTTTCAGTGCTTTCTTCTTCCATTACC 
TTTTCCTGATTTCCACTTTCAGTTTCCATTCGTTCGCTATCTTCTGGTAGCCACAGCTC 
A 

GCTCCAATCTGCGAAATACGGCACTCTCTTTATTGACTACTGCTTCTCTCGGCCCCCGCG 

CGGCCCCGGGAGTACCTGCCCGGGCGGCCGCT 

Sequence 542 

GCCGCCCGGGCNGGNACAAAATGTTAAAGACGTTGTTTGTATNTGTAAGGCTGGTGTATT 

CAGAGAGCATNATCTCTTATTCCTCACTTTCCACCCCCGTATTTTGTAATGACCATGAT 

C 

AATGTTTNTAC I I I I IGTNTAATGGGGTGGGGTGGAGTGGGGGCTATCTGAGAGTCANCC 

TGAGGTCTTTAGAGGACCANCTATTGTATCACCTTGGATACTTGAAGTTT 

Sequence 543 

CAAANACTTTGGCCANANTAAAATNGNTGGAACTANAGGTTTCTTTTTAAAAAAAGGAAG 

GGTTAAAGAAGCCAAACGGTNGCTTTTNGGGGGAANGCCANGAAAGAAAANAAGGGGGGA 

GNAAAAAAGGCCATGNCCATTCNTNTGCCCCTTGGNAATGGAAGCCCCANGGGGGGGNAC 

ACCAAGCNAAANNAAGAAAAGGCCCCACCTTNATTCTTCAATTTTTAAAATTCCTTTTA 

A 

CCAGAACATTCTTCTTTTGGCAACAAGNGGTCTTCCCCTTNGGGATTGGTCGGAAANAAA 

TCACCCATTGGAAGANTGAGAGAGTNCACTGGGAAAAGCGGCCCACCTTATTCAGTCCCC 

TCCCCTTTCTTGGCGTNTGGCAACCAAAAGNTTNTTCCTGGCGGGGCGTTGGGGACCCCG 

TNTTTCAAACCAAGTAAGGAAGGGGCCTTTTAATTTTTGGGGACCTTTATTAATGGCT^ 

N 
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AGAAAAANGCAATNGGTAAGNGGCCTTTCNTTGNGGGNGAATNAAGGGGCCCCACGGAAA 
AGCTTTTTCCCCTTGGAATTGTACCCCGGCCGGNACCTTTTTCCNAANGCCCCCCTTNNC 
CCTTTANAAGGACCCCCCAAAGGTTGGNTNGGGCCCCCCC 
Sequence 544 

TCCGCGGTGGCGGCCGAGGTACCAATACTTACTTACAAATTTAATACTGCTTCAAGGTAT 
TTAATCTAAAATTTTACCAACTTTGATTTGTCTGGTT^ 

TGCTTTAATTCGGATCAATTACTGCAGTAAATCTCATCCCTAAGCATGAAATGTTGTCA 
A 

CAAATACCCAGTTCCATTTAGTTATCAATTAGCCCAAATAAGAGATACAAAGTATAACAG 
TGACCAACCTTGTACCTGCCCGGGCGGCCGCTCGACCACTGACATAGACTGAAAGCAAGA 
AGAGTGCTGTGTTTGTTGCTATATCCCCTCCAACACCTAAGGCAATGCATTTCACATC 
TT 

GCTGAGAGCAGATAACCTCAATACCTGGGAACTAGAAAAT 
Sequence 545 

AGTGAGGGGTTAATTGCCGCCGCCTTGGGCGTAATTCATGGTCATAAGCNTGTTTCCTGT 
GTGAAATTTGTTAT^GCTTCACA^ 

AAAAAGTTGTNAAAAAGCCCTGGGGGGGNGCCCCTAAATGGAGGTGGAGGCTTAAACCTT 

CAACCATTTT 

Sequence 546 

GCCGGGCAGGTACCTGATGCAGGGAATTGAAGCCAGACCCAAAACGGGCAACCCAATAGG 

ATGGCCATCTGCCCCATTAATGCCAGCTTGTCCAAGTGTAATTATTAACAGTGCCCCCTT 

TCACTCTCCAAAGAGTNCCTTGTNCAAACAGNTTAATTGTGGAA.GTCGCCTTCAAGATGA 

CTGGGCGGGTAAAGGAAAGTGGGAGTGAGGGAAGCAGGGTAGGTGGAGGGTGTGAAAGGG 

AGAGGGCCTCATCTCAGGGTGGCTTGGACCTGCACCAGCATCGGCCTGCATGAAATGTGC 

TCCTACTCTTGCCCAGGCTGAGTATCAAAGAGAAGCAAGAAATCTAGATAAAAATNCAAA 

TCCAGAAACA 

Sequence 547 

GCGGCCGAGGTACAGGTAAGCCCTGGCTGCCTCCACCCACTCCCAGGGAGACCAAAAGCC 
TTCATACATCTCAAGTTGGGGGACAAAAAAGGGGGAAGGGGGGGCACGAAGGCTCATCAT 
TC AAAAT AAAAC AAAATN AC AAAAAGTT ATTTAAAG GG C G AAAN G ATTTTAAAAAAAAAA 
ATTTTTTGGCAATTTACCAATAAA I I I I I I ACCACCGAAAAAGCCAAANTGGCCTTANT 
A 

CACCCCTTCNCCCCNTGNTGGTGGGGACCTTTTGGGGGAAGGAAGGGNACCTTGGGGGNC 
CCAATTTTCCTTCCCTTTTAAGAAAGAAGGAAAAGTTGGGGGGGGTNGGGGCCI I I I I I I 
TAAGTGGAATNGGGGCTAAAGGGGGGAACCTTTTCCCCTTGTTAAAACCAAAACCGCCAA 
TTTCNTCCAATTAATTTTTTGGGAAAATTGGAACCTTAATTT 

ACCCAAAATTGGGTTGGCNAAATTCCAAAAAAGGTTCCCNTCNGGGCCCCCACCCAATTT 
TGGTGGAAAAACCTTTTTTGGGGGGGGGGAATNGCCTTTCCGGCCTTCCCCAAAACNCNG 
NAACTTGGCCTGGTTCCAACCCTTTTCNACCCCGGTTTNNCCAAGG I I II I I I I IAAAA 
T 

TCCCCCTGGGAGGTTCCAAAAGGCCCCAAAAAAAAAAAAAAAAAAAA 
Sequence 548 

GGCGCCGGGCAGGTCCCTTTGTAATATCCTTTATAATAAACCAGTAAATGCTGTTTCCCT 

GAGTTCTGTGACCTGCTCTGGCAAATTAATCAAACCCAAGAAGGGGGTTGTGGGAACCCC 

AATTTATAGCTATTCAGTCAGAAAAAAACAAGGTAAGACAATCTTGGGGCTTGCGACTGG 

CATTGGAAGTGGGGGACAGTTGTGCGGGGCTCAGCCTTCAACCTGTGGGATCTGACGCTA 

TCTCTGGGTAGATGAAGTAGAATTGAACTGGGGGACACCCAGCTTGGTGTCCACTGCAGA 

ATGAATTGCTTGCTTGATGTCTAGGGAGGCCGCAGAATTATAGCAGGGAGGTGAAAAGCA 

CTTCTTATATAGCAGTGGCAAGAGAAAATGAGAAGGAGCAAAAGCTGAAACTCCTGATAA 

ACCAATCAAGATCTCATGAGGCTCATTAACTATAACAAGAATAGCATGGGAAAGACTGG 
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Sequence 549 

NACCCTCTCAGCCNCCCTGTAATTGCGCNAACTNTGGAAACGCTGCAACGATTGTCGAGT 
C GTATAGCGTCTATGTACATATAGCATNTTC NATAGTC ATTGGTGTAGAGATAGAAAATG 
CTTCGTACATGTCAATGGGAGAATGGGTGGTACCACTACACCGGAACTATCCCTAAGTCC 
ATCCGCCTGGGGCGAAAGGAAGGAAAAAAAGA 
Sequence 550 

NTATCTTGTTGCCTCATGNGGGCTACACCNACGCTAGNNAGCCCAATGAGACGTTACGAG 

CGCGCAAGTNAGAAACNAGATTTCATAGAGCGCTTGTTGGGAGAGGGACATTCGCAAACC 

GCGCGTTTAAGTTACTCGTAGATATTGAGTANNTAAGGNCGTTGGGGAAACGCAACCAAA 

TACTCCTAGAGCCTTTGCCGNAACAAGNTACTACANTTGTTCNGGGGGAACGAAGGTGCC 

CCGGNTCAACCCNTTGGCCCCCAAANAGCCCCAAGNCTTCCNTTGTTNGGGTATGGCAAA 

NNNCTTAACNGAACCACATTGGGCCAANGGNNCGCNANTGGNCCCCNTGGTTTTTATCNN 

NCANTAACCCNANCNAAATGGGCGNCNTCCATAGGNAAACCTTGTTCCCNTAGCCCCTTT 

NGATATTTCCTCGGCATTTTNTGGCCCCNTTTTCGCTTTNTNTAANCGCCANTTACCT 

NT 

AGCNGCCTTTTAGGGAAGATGGTTTAAAAAGGGNGGGGAGGGGTGTGGGGGGAAGGGGGT 

TNCCCCCCCAMNGCCCCTTTTGGTGTCGMTTTGGCAAGCCCTTTTTGGNAGGGAACNA 

AAAGGGGGGGGTTGGGGANAACTCCGGCCCCNACCGCCCCTTTGGNCCCTTGGGTAAAAC 

TCCAAATNGGGGGGANGGCAACNAAAGGCCCCCTTCNTTGTNGNGNCANTNTTTGGGGNA 

AAG AAGN ACCC CAAGG N AAGTG N NCCC ACCGGGGGGTTN AN AAAN AAAACC CCCC AAAGC 

CACCCAAGNGGAACTTACCCCTTANAAACTTTTTGGNATTANGTTNTAACNAAANNNACC 

CGNCCAAAATTTAAANAAAANANAAGGGCGGATTTAATTTTTTAAAATTCCNTTGNCCCA 

TTNGGGGGTGGAAACATNTAAAACAAATNTTAAAA 

Sequence 551 

AGTGGACTNTGTGACCTTGAAAAAGTCATTTAACATCTCTGAACCCTACTTTCTAAGTC 
T 

CTACAAGTAATATATAGTGGGTGAGGTGTTCTTTCTTTGTTCTGNTACTNGGATGTGA 
AA 

CTCTCCNTTTGGAGATGAAACCATGGCGTMGTAATATAAAGACTTTTCCCTGTAGTT 
AT 

CTTACAGACTGGAGAGAGTGCTAGTGAATGCTTTTGTCTTCAATGCCCATCTCTTGGAAA 

TATTGAAGGTGGAGTAGCAACCGGGCATTATATTATCTCTTGGAAAAGGACCTCAGCAAT 

GGAGAATATCCCCATCATCACAACTGTCATCACTCTGCCGCACGTGATTGTGGAGAATAT 

CCCTCTCCNTGTGAATGCCAGAATGAGATTCATTTACAA 

Sequence 552 

GGCCGGCCGCCCGGGCAGGTACTACAATGATTCTGAAGCACAGTGTATTCAGACAGATAC 
AGTGAACCAAGTGCAATATGTAAGGATGAAAGAAGAAGAGATGACAAAGAAATCCAAGTA 
AATGCCTTGTCTTTGCAAATGTTTTTATNTTAAAATCATTAAGGGAAGGGAACTACTTT 
G 

CCTTTAAATGNTTATCAAAAGAGTTTTCTAACCAAGGNGTAATACCCTTANTTCTTAAC 
A 

TTTNl I I I ICTrTATGTGNTAGTTGTTTTCATGCTACCTTGTGTAGGGGAAAACCTTTAT 
TTACAAGACNCATATTTANAAAAGGGCTANATTTrTAAAATACTCAANATTAATATTAAA 
AAGG1TGGCTCCTNGAATTANNAGCCAAGNAAAATTANTATTTTACCAGTTTTTCAATT 
T 

CCCAACNANGAAAATAGGCCATTTCCCATAAACCCCAACCTCCCNANAAATGNAACCCCA 
AAGGGGCCAATTATTTATTACGTTA I I I I I I GGGGAAGGGGGAAANTCCAANNGGGGGGT 
T 

Sequence 553 

CGGGTGGCGGCCGAGGTACCCATCTCTGCCCATCACCGCTGGAATTTTGATGACCTATTG 
GAAAAGATCTGGGACTATCTGAAACTAGTGAGAATTTACACCAAACCCAAAGGCCAGTTA 
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CCAGATTACACATCCCCAGTGGTGCTTCCTTACTTCGAGCGGGCCGCCCCGGGCAGGGTA 

CTTCACACCAAACACTAGCTCAAGCACTGACGTTATTCTACAGGACTATGAACCTTCATA 

TCCACATTTACAGTCCGGACAGATAAAGGAAAACAACCCAAATCCAGGAGGCAATATAAA 

AGGAAGAGAACAAAACACACATTCATACACTCACACTTAAAAATAGGGGAAGACCAACAG 

GGGAACTTTTCGTTCTCTTCCTGGGATGTCTACTTAAAAATCCCATGTGGGTACCT 

Sequence 554 

NCGGGTGGCGGCCGAGGTACTCTTGAGATTGCTTTAAATTTTGTATTGAAACAACAATAC 

ATTTTGCACTGTAGTMTGGGAGCACTAACTCTTACAACAGTTAGTGAATCGTTTTAAA 

G 

MTCAGTTCAGTGTAGACATTTTGAAAAGATTGTTTCCTGTGCTCTACGATAGCTTAGT 

G 

CAATGTGCACTTCTGTTTTACTTGCCATTTTCCTGCTCTGTTTTCTCTGTGACATGAAG 

C 

AACAGAAACTGAGATCAAAGTTAAGATTATATCCTGTTTGTAGTATCAGATATTTTTCT 

G 

TGTACATTTACATTCAAGTTTGATAACACTGGTGGTTTCATTTCAATACAAATTATGCTA 

GAGAAGTGAGATTTTGANAGATGGTGATATATATGeTATT^ 

CCAGATCTTGGATTGTGAATCTCTTGATGATAGATGTGCAGCTAATTTTGTCCCGAAA 
CT 

Sequence 555 

GGGTGGCGGCCGCCCGGGCAGGTACAAGACCATGACACCGCCCAAAACACTTCCTGCAGA 

TGTTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGCTGCTGTCT 

TGGTTGTCAGCAAGAAGCTGACACACCTGTGCTTGGCCAAGAACCCCCATTGGGGGATAC 

AGGGGTGAAGTTTCTGTGTGAGGGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGT 

GTTACAGCAATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGA 

AGCCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGGATTGGTGG 

GATTCTCTGTCAGGGCATTAGAGAATCCAAACTGTAACCTAAAACACCTACGGTTGAAGA 

CCTATGAAACTAATTTTGGAAATCAAGAAACTTTTTGANNGNAAGTGAAAGGAAAA 

Sequence 556 

GAGAGCCCGGGTGGCGGCCGAGGTACGCGGGGGGGGAGTGGCACTCGCAGCTGCAGCAAA 
TCTCAAAATAAAGAGGCAACGGCCTTTCTCTTCCTCTCCATCTCTCTATAGCACACCTT 

T 

TATTTCTTTTCTTC I I I M I 1 AAGCCTCACGAAAGATTTTACTTGTAGATCAACTTTC AA 

AATGTAGGAAGTCAGAATGGGTGACATCATCAGAAAAATATGTGGAGCTGATCACAAGAA 

GTGAAGAACCCAGAGCACNGAAAGCGGTTGTGACTCCTGGGCCCAGGGAGTTGACAGCGT 

CTGGGCTTCAGAGGAGCCAGCCGCCTCCGAGTTGTCTTGGAAGTGAGGCTCTGCTGTAGT 

CCTGTTCTTCTGGCTCTAAGATCTGAATGTTGTGACCACTAATTTGCTNTTTCCTGGA 

GG 

GTAACCCCAGTTTGGTCCACAAGGGCTT 
G 

Sequence 557 

GAGCCCGCGGTGGCGGCCGAGGTACTGGATGTCAGGTCTGCGAAACTTCTTAGATTTTGA 

CCTCAGTCCATAAACCACACTATCACCTCGGCCATCATATGTGTCTACTGTGGGGACAAC 

TGGAGTGAAAACTTCGGTTGCTGGCAGGTCCGTGGGAAAATCAGTGACCAGTTCATCAGA 

TTCATCAGAATGGTGAGACTCATCAGACTGGTGAGAATCATCAGTGTCATCTACATTCGA 

GCGGCCGCCCGGGCAGGTACCGCGGGGGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGA 

GGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACTGGTTC 

GTTGCTTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATT 

Sequence 558 

CCGCGGTGGCGGCCGAGGTAC IF I I I I I I I I I I M M I I I I I I I GTTTTTGAGACGGAG 
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CTCCCTCTGTTGCCCAGTCTGGAGTGCACGTGGCATGATCTTGGCTCACTGCAACCTCCA 
TCTCCTGGGCTCAAGCGATTCTCCTGACTCAGCCTCCCAAGTAGCCTGGGATTACAGGNT 
GCCTGCCACCATGTCCCGGCTAATTTTTGTATTTTTAGTNAAANACGGGGTTTCACCA 
TA 

TTGGTCAGGCTGCTCTCGAAATCCTGACCTCGTAATCCGCCCGCCTCGGCCTCCCAAAGT 

GCTGGGATTACAGGCCCGAGCCACCGNACCTGGCCTGTATTCCCGCGTACCTGCCCGGGC 

NGGCCNCTNTTAGAACTAGGNGGATCCCCCGGGCTGCAAAGAATTTCGATATTAAAGCTT 

AATNCNANTNCCGTCGACCTCTAGGGGGGGCCCCGG 

Sequence 559 

CGGGTGGCGGCGCCGGGCAGGTACGCGGGGGGTGCCTGGCTCCGTTTCCTGCTTTTGGTT 

CTTACAGTAGTCGGCGTAGGCCTTAGGTGGGTTCGTGCGCCTTCTACCTCGCTGTTTCGG 

TTTTCCTGGCTCCTCGGCCCTTTTCTCCCCTGTTGCAGCTGGGAGCGGACGAAGCCGCGA 

AGCTGGGATTTTTTACTGTCTCCTGAAGAATTTAACACAAACATGGATATCAGACCAAAT 

CATACAATTTATATCAACAATATGAATGACAAAATTAAAAAGGAAGAATTGAAGAGATCC 

CTATATGCCCTGTTTTCTCAGTTTGGTCATGTGGTGGACATTGTGGCTTTA 

AA 

Sequence 560 

GCTCCCCGCGGTGGCGGCCGAGGTAC I I I I II I I I I I I I I i I M II I II I I GATCGGCA 
A 

GCGACGCTCATACANGGCNTAGCCCCGGGAGGAACCCGGGGCCGCAAGTGCGTTCGAAGT 
GTC N ATG ATC AATGTGTCCTGC AAT 
Sequence 561 

CATGTGGGAAGCGCTGTGAAGAGTTGTTGCCTTNCAAGATATACTCCAAATTCCCAGTTC 

CAGCCCGTGTCATTAAAACTCCGCTGGCGTGAAAGATGACATCCTTAGCCCAGCAGCTGC 

AACGACTCCGCCCTCCCTNAAAAGGGGGATNCCAGCCTTTTAATNTANAGATGAANTTTG 

CCTTCCTTTGNTATTTT 

Sequence 562 

NNNAGCCGGGTATTCANCCTCTACTTCAAAGGCGGGTAATNACCGGTTTATCCACAGAAA 
TCANGGGGGAATTAACCGNCAGGAAAAAAGANACCATTGTTGTATGCCAAAATAGGGCNC 
ATGCTAAAAATTGCNCATGTGGAAACCCCGTTTAAAAAAAAAG 
Sequence 563 

CGATAAGCTTGATATCCGAATTCCTTGCAGCCCCGGGGGGGGATTCCCACTTAAGTTTTC 

TTAAGAAGCCGGGCCCCGCCCCCGGGGGCCAAGGGTTACCCCCCGGGGGGGGGCCCGGGN 

AAAAGTTTGGGAAAAAAAAAAAAAAAGGG I I I I I I I I I I I AAGGTNGGGGCNTTTTGGNA 

AGGGGTNTTTTTCCCCCCCCCAAAAGGGAAANACNCGGGGNNNCCCCNGNCCANAACCCG 

GGGGGGG 

Sequence 564 

AGGTACCAAGTAGGATAATTACTACTGCCAACACACACATGCACGCATGCACACACACAC 
ACAGATGTATGCACGCACACACACTCTCACTCCTAGACTGCTAAAAGCAAAAAAAAAAAA 
AAAAAAAAAAAAAAGTCCCTGCC 
Sequence 565 

NGACCTCGGCACTNAGCANCGNCACTACTTAGGGGGNGTTAAAACCCCCCCCCCCCCCCN 

GNAGAAACCNCNGCGCCATGAGNTNTCAAGNGGAGGAAGAAGCGACCCGCGCANGCTGAA 

GCGCAAAAGAAGAAAGANGAGGCAGAGGGCCAAGNAAACCGNNAGCNNGNNGCACCGNGG 

AGGCNTTNTNGNNTTTGNNGGGNGGAANGCNNGACGCCCNNGGAAGNANGAACNAAGAAG 

CG 

Sequence 566 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGGGACTGGAGGACCTGTCTGG 
TTATTATACAGACGCATAACTGGAGGTGGGATCCACACAGCTCAGAACAGCTGGATCTTG 
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CTCAGTCTCTGCCAGGGGAAGATTCCTTGGAGGAGGCCCTGCAGCGACATGGAGGGAGCT 

GCTTTGCTGAGAGTCTCTGTCCTCTGCATCTGGATGAGTGCACTTTTCCTTTGTGTGG 

GA 

GTGAGGGCAGAGGAAGCTGGAGCGAGGGTGCAACAAAACGTTCCAAGTGGGACAGATACT 
GGAGATCCTCAAAGTAAGCCCCTCGGTGACTGGGCTGCTGGCACCATGGACCCAGAGAGC 
AGTATCTTTATTGAGGATGCCATTMGTATTTCAAGGAAAAAGTGAGCACACAGAATCTG 

CTACTCCTGCTGAC 
T 

Sequence 567 

GTTTTGGGGGAACACCGCGGNGGCGNTTTNGGGGTANACCGGGCCACNCACCANCNNCAA 
GGNCGAGGNNNNTNNNTTNGGGGGGTTTAAAACCCCNCCCCCCNCGGGCNNNGNAGGCCG 
NCANNANTTTTTTAGNNNGGGGGGGGGGNNGCCCNCCGAAAANCCCGGACCTGNCCGGGC 
GGGCGTTNNAGAACNAGNGGANNCNNNGGGCNGGAGGAANNNGNNANNAAGI I I I I I I I I 
TTTTNGGGGGGNNNGGGGGGGGGCCCCNTAAAAAAAAAAAAGGNCCCCNAGNGGGG 
Sequence 568 

GCGj3NGJ3jCGjSTTTTCGGNCGAG 

NTTGCGGGCGCTGNAANCCCAGGACCCCNCCCCCCGCGTACGCTGGATAGCCTCNTGGCC 
AG AAAGAGAGAGTAGCCGCC GAGCAC AGCTAAGGCCACGGAGCGAGACATCTCGGCC CGA 
ATGCTGGCAGCTTCAGGAATCCCCGCGNACCTGCCCNNTGCGGTCTGTTCGN 
Sequence 569 

ACAAAAACCCAAACCCCAGACAGCAGNAATGNCAGAAGANCCANGGAGAACAGCAGAANC 

TNACACCGCNGCNCTCTGAAGGCTGAGAACACAAGNCAAANACATNNAACTNAAAAACAA 

CCGCTGAGAGAACACGGGGAAAAATNTNCANTTTAGAGANGNCCACAAAAAAGGACACGC 

AAAGGGGAAGGGCAAGGCGGNGAGACAACGACGNNANNCNNGGGAAGACNGGGGAGGGGG 

NGGAGAAGAGCCNNGGNNGCCAGAANNCCGGNCGGAGGNCACGAGGCGGNGACCCACAAG 

GGACCNGCCCGGGCGGNCGGNCNAGAACNAGGGGAACCCC 

Sequence 570 

GCGGGNGGGCCGGGTTTTTTNGGGGGGGGCAAACCCGCCNGGGANGGAAGGAAGGAAAAA 

ANGGGGAAGGCCAAGGGNCCGA I MINI I NGGGGGGGGGGNNNAAAAACCCCCGGGGNG 

GGGGGGAAACGGGGGGNNNNAAAAAAANGGGGGGGGGNAAATTTGTTAAAGGGGCNNAAA 

AAANGGGGGGNAAANCCNCAAGGGGGNGGGGGGNNCNNNGGGGGGGGGGGGGAAAAAACC 

NNAAAAANNNNGGGGGGGGGGGNANAANNNNNNGGGNNNCCCCCNGGGGGAAAAAAAAAC 

CCCCCCCCCCCCNGGGGNGGNAANTTTTTTTGGGGGGGGGGGGGGNNNNAAAAAAAAAAA 

CCGGGGGGGGGGGGGGGGGGAAAAANCCCCCCNAAAAAAAAAAAAAAAAACNACNCCCCC 

CCCCCCNNGGNGGGGGGGGGGGGGN 

Sequence 571 

CGGTGGCGTTTAGGGACCAAACGATAGCNGTTCTGTTTAAGTAGGGACCTCTCATGGTNT 

NCAGGCTNTGACAACCGAGAATCAAACTGGAGAACATTCCGAAGCCGTTCTTATAAGNGT 

CTCCATCTCTACCTGGGCTGAAATGGAATGTGCAAATGTAGCCCAGCCTGGTCCTTGGGT 

GTTGCCAGTTGATTGATGACTGGGAGCCAAAGTGGCATTTNCTTNGACCTAAACGGGCGA 

TGATGAAATAAATCGAGCGGCCGCCCGGGCAGGNACATCTGTGAATGTGAATGCCAAAGC 

GAAGGCATCCCTGAAAGTCCCAAGTGTCATGAAGGAAATGGGACATTTGAGTGTGGCGCG 

TGCAGGTGCAATGAAGGGCG 
T 

Sequence 572 

TGNAANNCCCCCGCCACGGAAAAGGNGGCCCCNGAGCCAGAGCTCCAGCAGCCCNGGGAG 

GGCGGGGCCCGAGGCANGGANAAGNGGGAAGGAAAACGAAGAACAGGAGCAGAANNGAAG 

AAANACAAAGNGAAANGGGGCCAGNCAGCATGTCAGAGACNGACCACAAAGCCCCCACNN 

CCACNGAAAAAAAAGGNGGGAAAACACCGGAANNAAAGGAAGACCCAAGCAACNNGGNNN 

CNGGCAANGAAAGCAGCAAAANAGAAAANGAGGCCAAACCAANGGCAANAAACACCG 
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Sequence 573 

GCCGGCGGCCGCCCGGGCAGGAACANAGCACTNAGGNGNGNCGGAAACNCGGCANGGGAC 
AGGACANAAAGGAAAACANAAAAGANGCAAGGGGACACGACACANANGAAAGGNGAAGGG 
CAACGNCGACCAAACGGGGGNAGAAGACAAAAAACCAAAA 
Sequence 574 

NGGGNGGGGTTNTTTGGGGGGGGNAAACCCACAAANAATACNGGGAAGGGNGGNGGNNGG 

GGNNGGAATTNTTTTNGGGGGGGNGGTAAAAANCCCAAANCCCNAAAAGGGGGGGGGGGG 

GNAAAGGGGNAAAAAAATTTTTTNGAAAGGGGGGGGGGGGGGGGGGAANNCCCCGGGGAA 

AANNAANGGGGGGNGNGGGGGGGGGGNNNNNNAANNANNNNANGGGGGGGGGGGGGGGNN 

NNAAANGGGGGGGGNNNNNNNNNNNAAANTTT7TTAAAN I I I I I I I 1 1 I GGGGGGGGGGG 

GGGGGGAAAAAANCCCCNNNGGGGGGNGGGGGGNNNNNGGGGGGNNNNCNNNCNNNNNNG 

GGGGGGGGGGGG 

Sequence 575 

GGAAAANCACACGCCAGGAACCNNGCAGCNNACAGNGACAGAAATTNGGGGGGNCGANAA 

ACCCCACNCACCCCGANNNCNGGANCNCNAGGGAANGAGTTTNAGCNCCACCGGGNGGCC 

GTG66GG6AGAAACNNANGNCCACAAGNCACTGGGCACAGANAAGAGNGNNCGGNCNCAA 

AACNCACAGGGCNCAGGGTTNGCGTGNTTTTGGGGGGGGGGANGGGNNACCCCCCCCGAA 

AAGAGGGCNGGNNANCCGGGNNCNNCNGGAGAAAGANGGGGANNCACAGNCCANGACACN 

ACANGGNAACANAACNGAGNNNNCAANNNGAGCAGNAANNCGGGGGNC 

Sequence 576 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTAGGAGCCTCTCTCCCTAC 
TGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCT 
TCTTGCCATCC 
Sequence 577 

CAGGTACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGGAGCTCGGCGAGCGAG 

AGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCCCGCGTAAGCAGTGGTAACAACGCAG 

AGTAACGCGGGAATGAAGAATCTTAGGCGGGTGCACCCAGTTTCCACCATGATTAAGGGT 

CTTTACGGAATAAAGGATGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGA 

ATCTCAGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGT 

GCAGATACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGTCATAT 

CATTTCACTGTCTAGGCTACAAC 

Sequence 578 

GCGATTGGAGCTCCCCGCGGTGGCCCGCCCGGGCAGGTACCTCACAACGAGTTCAGTCAG 

TAGCAGAAGGATCTTCTCTCTTGTTCCTGATGATTTCAAGGTCCTCACAGTCCTGATA 

AT 

CTGGTTCTTCCCGAAACTCCCAAATATCTATGGAGAGCTGTTCTAGCTTTTGCACAGGGA 

ACCAGTGGACAGAGGTATCATTAAACATGTCCATGTATTGNGAAGTCTGAGGAAACTCAA 

GCTCCTCCAGTCCTTTTAAAATCTTTGCAATGTAGGGATAATTTTTCTGCAGAATCCTT 

G 

CCAACAACCTCTCCTCAAGTCCTTTGAAACTGTTCCCAATGATGACCATCTTAGAAAGGG 
CATCTACTGACCAGTTACTCCATAAAAGATTGTTGTACCTCGGCCGCTCTAGA 
Sequence 579 

ATTGGAGCTCCACCCGCGGTGGCGGCCGAGGTACTTTGGACAGTGAGGGTTCGATCCCAA 

TTTTAGGGGTAGGGTTGGGGGTGGGAGTGGGAGTGTGGGTTGCCAGGAGGAAGAATGAGT 

CTACTTTNGANACAATTAAGTCATGGNCCTCTCTTTTTTTN I M I I I I I I I I I I MGGCT 

ACNTAGACNTCTTTCTCATGTATTGTTACTAGAACAACTTNTATAGGGTTTTATGGTTN 

G 

GGGAAAACATTNNTAAAAAATGGACTNATCTCTATTATACAGANNTATAATATAAAAATG 

ATTTAAAGGCTATATTTTTCAGCATGTAGGTAGCTNCNCTGTCANCCTGTTGAAGAAN 

CT 
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TTCCTATTTAAGCTTATAGGATGAAAATATATAATTAAAG 
Sequence 580 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCATCCAAATGCTTCCCTGGTCTTGATGAT 

CTCTTCCAGAGTCGATCTGAGTGGCCTTTTCTGCACCCTCCCCTTCTTTCTCTTTGAA 

TG 

GAATTAAACCCAATTTGGAAACAACATTGACCCAGTCAAAAGCTTCTMTGGTTTCTTT 
T 

TCTTCCTCCAGTTTTAGTTTGCTTTTATTAAAAAAAGAAAATAGTGCATGGCCATAGCT 
C 

CTTCAGTTCTCTTATTGCAGACTAACCATCAGGATGGTATCAAAGCACAAATACTTTGGA 

GGGGAATGCGTTGAACTGGGGCAAGTACCTGCCC 

G 

Sequence 581 

CGTTGCGCTCACTGCCCGCCTTTCCAAGTCGNGGNAAACCTGGTCCGTGCCAGGNTGCAT 
TAAATGAAATCGGCCCAACCGCCGCCGGGGNAGNAGGGCCGGTTTTGCCGTTATTGGGGG 
CGCCTCTTTTCGCTTTTCTCGCTTCACTTGACTTCGCTGGCGCNTCGGGTTNCGGTTT 

CG 

GGCTTNGCNGGTCGNAGGCCGGGTANTTCAAGTCNTNAACTTCAAAAA 
Sequence 582 

NTNGAGCTCCCCGCGGTGGCGGCCGAGGTACCAAATTGTTAAATACTCGNAGGCCTTTAG 
GAACCTGTGACTGANTNCATAAATANCAGANCCTATATTGTGATGNTGGTNAAAGGACAN 
GTGCTCANCTTCCAATTACA 
Sequence 583 

ACCCTCCTGGAACCGNAATAAGTTNNTGGGGGGGGTNAAACCCNGGNCCACNGAATNNNC 

GGACCACANGANCNAAACTNAAGGNCTAGCTCANAGAAAGCAAGNGNCAAGCNGGGCANT 

AGCTGCTGCTTCCCCTGGNGGAACATNGCCTGCTNCCTCATAANCCATNNCCAGACAAGC 

AAACATTNGTTNGGCAAAGCCGACANCNACNCCAACNACAAGAGACACTAAAGNGCNNGC 

NGGGGGGGCTNCCAGGGGAGANGAAANGGGAAGNCGGGCNGCAGCAACNCNGGNCAAAAA 

AAACACCAANNNQNGGGGCNCAANGGCACNAANCAGAACGGCNCGCCCNNNGGGANCCAC 

AGCNAAGAACCGGCC 

Sequence 584 

TTGGTTATACAACATTTGTTTAATAAATGCANTTTNCAAAGCTACACANGACTTAGATA 
T 

TGAAGCAGAAAAGGTGGTTTTACAGTCCCTGCATTAACCTCTAATTCTTACTACCCTGGC 
CAAGAAAGCATTTTCACCTCCTGCGCTTTCCTTCCTGTGTGCTTGTGGTTGGTTCTTT 

TCTCAGGCTTTNTNATTCTGATGCTGAGATAGTTCTGTTCACTTAGCAACTTGGGACA 

GT 

GACACAGGGTTTGTTCTGTACAAGCAGGTTATCCAAGAGGCATCCATACCCTGGGTTTTC 

CTCCAACCATAAGGAAAATTGATGCAGCTGTTTCTGACAAGGAAAAGAAGAAAACATACT 

TCTTTGCAGCGGACAAATACTGGA 

Sequence 585 

AGGTACCTGGGCCACCAAACACAGCTGGACTCAATATATGGGGAAGGTAAGTGTCCTCAG 
TTTTTGGAGAGAGATTACCCTCTTCCAAAAGAGTGCTTGATTCTGGTAGTCCAAGCTGTC 
TCCGTCTGGTGGCACCCCAATTTCCCCTGCCTAGACCCACCTCCTTTCCTCAGCCCCCTT 
CGCCTGCCGCTGAAAAGTGAGAGCGGGCTCTTGCGTCCCCCGCGTACCTGCCCG 
Sequence 586 

GGGGGGNNAAACCCNGAAGANGCGGNNNACGCCNNNCAGAGCCACANNAI I I I I GGNCGA 
AANAGGGGNCCAGNNCCGAGGAAGGNGGAGGAGGNCNGNAGGNACCNNGGGCGGNNNAGA 
ACNAGGGGANCCCCCGGGCNGGAGGAATTTTNNA I I I I II I I AGGGGGGNGGGGGNNCCC 
CCGGGGGGGACCGGGACCCAGNNNCCNGNNNNGGGGGGGG 
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Sequence 587 

ATTGGAGCTCCCCGCGGTGGCGGTCGGGTCAGCTTTAAAGCATCATAATGACTAATTATA 

GGTGAATAATTTTACAGACAGTCTATATTCTAGGAGGCAGCTGTAGGCGTTTTAATTGGA 

AATAAGCATTCTGAGATAATGATAATAGCAGTGTAGAAAAATGAAGCTAAAAAAATTCAA 

AGTG1TGAGAATCCTCCTGTCCTTCTGGGATTTTTATTTTAATCATCTCCTCCACAGAG 

A 

ACAAGCAGNAC I I M II I I I I I I I I I I I I I I I I I GGGGGTTATTTTATGCACAAAGAGCC 
ATCGTGG I I 1 1 1 IATTAGGTAGATGCCCTGGATAATCCTTTCAAGGAAGATCACTTAGT 
C 

CAACTTAATGAAACCAATATCCTTCGCATAC 
Sequence 588 

GAACACCGAAGAGCCAGANTNTTTAAGGNCAGAGAAANCCCCAGANNGCCGAGGNACGGG 

ANAAGAACCGGGAAGGGAANGAAGGACAGGGAAGAGACCAANGACCGGAACCCNCCCNCA 

GACTANGAACAAGCAGAGGCAGAAGCCAGGCACCNGGNCNANGAANCAGACCAAAACAAG 

GATGNNAAGCNGNCNAAGGAGGAGAACCGCCGACAAGNANGACANAAAAGACGGCAGCCA 

GGNNACAGAANNNGGGGAGGCCNNAGNACCCCGGCCGNNCCAGAACCAGAGGAACCCCCG 

GGCNGGAGGAANNCGANANCAAGCNNAANGAAACCGGCGACCCCGAGGG 

Sequence 589 

GCAGAACAGACTTGCAGCCGACCAATTTTTGGGGGGATNAAAACCNAAANCCCGGANTNC 

ACCTTTCCACTTTTTGAGGACANTGGCCAGGGGCNCTGGGCTACCCGATGACAAAGCAAA 

NCAGCACAGCATCCCGAANCAGGGGAAGAGAGGGGGCGGACANTGGCANAGGAAGGAGAA 

CCCGAAGTGTNCCACAGGCNCAACNCTANNCCCNGGGGGGCGAANNCAAAACCGGCCGGG 

NAANNCGNAAACACTGGAGGAACGNAAANCNCGGGGAAGCAGNCCCNGGCGAAG 

Sequence 590 

GCGGNGGTTTTTGGGGGGCMCACGCGGGACNGCANGCCACNGNCNAGAGCNNGTTTTTT 

TGGGGGGAGAAAAACCCCGCCCCCCGAACGCCGANCACCNCNGAGACCCACCTTGNCTCA 

NAAACAAAAGGCCCANGCCCGGACCACNGCCCCGGACCNGGGACAANCNGGACNANNNCN 

GGGNNNAANNGNGGCCGAGNGGAACAACCATATAANAAATTNCCNCGGGNGGGGGGGAGC 

CGAAGAANNAACNAAAAAAAAAAANCCCNNANANGGGGGGGGGGGANGNACCCNGCCCGG 

GCGGCCGNNCNAGAACNAGGGGANCCCCCGGGCGGCAGGAANNCGANANCAAGCCNANCG 

ANACCGNCGACCNCGAGGGGG 

Sequence 591 

CGCCCGGCAGGTACTCAGGTTTTATCTCTGCACTCCAAGTAGGATGAAANGATAAGAGCA 

AAGGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGCTTTATCAAGC 

AGAATTCCACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTCATGGCCACCCTTAGCAGG 

AGTTGGGGAGGTATTTTTAACAAGGCACATTATCATCTCCCCCACCCAAAGTGGAGCTAT 

TGCTAATGAAAAAGATACAATGAGATGTTTATGAAATTATCTGTAGCTATTAATGTCAG 

G 

TTTTTGAAATTTACTGACCTGGAAGAATACTCATAATGCAATGTCAAGTGAGAAGCAGGA 

CAAAGA 

A 

Sequence 592 

TTGAGCTCCCGCGGTGGCGGCCGAGGAC I II ( M II I I I I I II I I I I I I I I IGCCCACG 
C 

AATTAAAAAAA I I I 1 I I I I 1 IGTAAAGACTGGATTTTGCCATGTTGTCCAGGCTGGTCT 
G 

GGATTCCTGGCCTCAAGCAATTCTTCCTCCTCGGCCTCCCTAAGTGCTGGGATTACAGGC 

ATGAGCCACCATACCTGGCCACTTCTTCATTCTTGTTGGCTTTGCGTNCCCGATTTAA 

AA 

TTGGNGAGAAGTTCCTTCGGCTGGGCTGAGGACCCGNGGTCATGGGTGGATCTCATGGAG 
AGAGGGCNAGGACAG 
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Sequence 593 

GTGNATTGAGCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTACATAACTCCCGCAGGATCT 

CAGGGCCTGCCGCCCCATTATGATGATGTCGAGGTTTTCATCCTGCAGCTGGAGGGAGAG 

AAACACTGGCGCCTCTACCACCCCACTGTGCCCCTGGCACGAGAGTACC 

T 

Sequence 594 

CGAGGTACAGGTGCGATTCTGGATGACAAAAGAAGATGCTTACTTCACAGAAATTCGAAA 
TTTCATTGGGAACAGCAACCATGGCAGCCAATCTCCCAGGAATGTGGAGGAGAGAATGAA 
TGGCAGTCATTTTAMGATGAAAAGGCTTTGTCGAGCGGCCGCCCGGGCAGGTACTTTNT 
I I I I I I I I I I I I 1 1 M I I I I AAGGAGCTTTTATTGTTTTAGTAATCTTAACATAACTTAA 
AATAAGAGAGGGGAAATGACATCTGGAGATCTAGGTATGTGGCCCATTGCAATTGAGCAC 
ATTTCTTGGGTCTGTTTCTCTATCTCTAAGGGCAGTCTCAAAACCCCAGC 
Sequence 595 

TCACGGGTGGCGGCCGCCCGGGCAGGACATGGCCACCAAGTAAGAATGGTTGGTGACAAC 
GACAGAAGGCTAAAACAGGAAGGTAATCTTGTGCACCTGACAAATAGAAAGAATAAAGGA 

TCA-AAAITGAAGGGANGGTAT^ 

TTTGGMGCACAAAMCTTACNGTTAACTGCTTNCCCAAATGTTCAATGATTGTGGCCCA 
AAGAACANTTTGNGGCATTNCTAAANTTTAGAAAAAATTGCNNATNTGCNAAAAAATTTT 
TANAATNGGGANACACNACCTACCA I I I I I I I I I I CTAAATCCNAAATTTCTCCCCCCC 
C 

TCCTTCCCAGAAANAGAGAAATTTTGNTNAAACCTTCAATNT 
Sequence 596 

TGAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACTATTTAAGAAAAGAACAAGGTTAAC 

TAACTAAAAGCAGGAACTCACTTATTTTTTGCTCCCTAGCCAATTAAAAATAAGTTCAT 

T 

AAAAGCACTTGAAATTATATATTTAACCTGAAAAAAAAGTTGCTAAAATTCCAATATAAA 

TGTAAATATCTTTAACTTGCTTAACCCAGCTATCCCCAAAACAGTGTAAGTGGGGCAAAA 

TGTTCAAAAGAAAAATCATCCAGTGCACGTAAGATGGGGCACCCAAGAAGGCTAAGCCTT 

CCTTGNGCCGCGTACCCTCGGGCCGCTCTAGAACTAGTG 

Sequence 597 

CCGCGGTGGCGGCCGCCCGGGCAGGACTTTN I I 1 I I I 1 ! I I I I I I I I I I I I GAGTTAC 
TC 

TGATGTTTATTTTAATGCATCTTAGTCCACACAGTTGGTATAAAATCAGAAAATGCAAA 
G 

CAAAAACAAAAGGTCTGGAGTCTTAGCATCAGAAGGGCACCATATATACATCTACAGTTG 

GNGGCCAATACAAGTCATTGCCAGACAGTCCTTGGAGGCACAGAACAGCCCAGACCCAGC 

CAAGCTCTAGGAACTTCACGGGTCCCAAGGGGTNTAGACCNCTTGTTCTNGATGCTCCGA 

ACCCGTAAAAAAAAATGTGGGGAAGTTGATGAAGGCTTTTATGATTTACTCATTATCCCC 

GCGTACCTNTGGC 

Sequence 598 

TCACGCGTCCGGGGAGGTAGTAGAAAGGCGCTGGGTGTTCTAAAATAAGGCTCTCCTGGC 

CCACGGCTGACTGTCTTCCTTGTGTCTCTACAGTGGACCGTGACTCTGGACCCAGACACG 

GNCTACCCCAGCCTGATCCTCTCTGATAATCTGCGGCAAGTGCGGTACAGTTACCTCCAA 

CAGGACCTGCCTGACAACCCCGAGAGGTTCAATCTGTTTCCCTGTGTCTTGGGCTCTCCA 

TGCTTCATCGCCGGGAGACATTATTGGGAGGTAGAGGTGGGAGATAAAGCCAAGTGGACC 

ATAGGTGTCTGTGAAGACTCAGTGTGCAGAAAAGGTGGAGTAACCTCAGCCCCCCAGAAT 

GGATTCTGGGCAGTGTCTTTTGTGGTATGGGAAAGAATATTTGGGCTTTTTACCTTCC 

CA 

ATGACTGGCCTACCCCCCCGNGGNCCCCCGGTTCCACCGGGGTGGGGGGAT 
Sequence 599 



Page 104 of 221 



WO 01/42467 



105 



PCT/US00/33312 



Table 1 



ATAGAGGTTCTGACTCCTCAGGAGCAAAAAACATAACCTGAAGAGGGAGGAAGTGGATTT 

GGGGTTCACCATTTCTTGGGGCACACTTGATTGAAAACTGANACTTCTGAAGAGAAGGCC 

AGAAGATACAAAGACAGNCCATNCCAGTTGAATGCTGTCTTCCAAGAACAGAAGAAAATG 

ATCCAGGCCCAGGAATCCATAACACTGGAGGATGTGGCTGTGGACTTCACTTGGGAGGAG 

TGGCAACTCCTGGGCGCTGCTCAGAAGGACCTGTACCGGGACGTGATGTTGGAGAACTAC 

AGCAACCTGGTGGCAGTGGGGTATCAAGCCAGCANACCCGGATGCACTCTTTNAGTTGGA 

ACAAGGNGAA 

Sequence 600 

AGGTGACACAATGGCCGAAGGCTCCATGGCGGCTGGCTTCTTCCAGCCCTTCATGTCACC 

GCGCTTCCCAGGGGGCCCCCGGCCCACCCTGCGGATGCCGAGTCAGCCTCCCGCAGGCCT 

CCCTGGCTCCCAAGCCCCTCCTNCCTGGCGCCATGGAGCCCTCCCCACGAGCCCAGGGGC 

ATCCGAGCATGGGCGGNCCAATGCAGAGGGTGACGCCTCCTCGTGGCATGGCCAGCGTGG 

GGCCCCAGAGCTATGGAGGTGGCATGCGACCCCCACCCAACTCCCTCGCCGGNCCAGGCC 

TGCCTGCCATGAACATGGGCCCAAGGAGTTCGTGGCCCGTGGG 

Sequence 601 

AGeNCTNAGCTCGACGCGAAAAAAAATAAATAAAAATTAAAAAAATCTGTGCAATAATTT 
TAAAATGTGCTCCCAGGAATAGACACAAATGTTTTGAGTATCTTTTAAGCTGCATTTTC 
- C 

TTTAGTGATGCATTTGTCAATTGCACTGAATTTAAATCTGAAAGTCAGAGGTGATTATT 

G 

ATAGTACTTTTGTATTTTGATATGGACAGTTTATTCATTTGCATACAGTTATTGACTT^ 
TCCCAGCTGATTAAAAGATAGTCAAGAAATTCTGCAATATAGCTGCCAAAATAGACAGCT 
" ACAI I I I I ATGATATTGTCATCTTTTCTGN I I I I I I I I ICV I I I I I I I CTTTAGCTATTT 
TACTTAAGCATAATAGCCACAATAGGACATATAAAAGATTATAAATACAGA 
Sequence 602 

CAAGATCGGNGCAGCGACGCTGCGGGCTACCCCCATGCCACCCATGACCTGTAGGGACCA 

CCTCTAGATGCCTACTCGATTCAAGGACAACACACCATNTCTNCGCTCGANCTGGCCAAG 

CTGAACCAGGTGGCAAGACAACAGTCTCACTTTTGCCATGANTGCACGGNGGGACNCGGA 

TTCGCCGGAATNTGNACTCCAGCTCTCCAGAGGATGNAAAAGGCTANTGGGCAAAGTTTT 

TGGGATGCCATTCTANCTCATAACCCACCCCANTGAAACTNCAACCCNATTTCNCAAANA 

NAACNTTAAAATTGGGCTTGTNAATAAANTCCNNGNGCCGGCACAAAGGGCCGGCCCAAA 

CCAT 

Sequence 603 

GTCCGGGAAAAATTACCTGTCTTGACTGCCATGTGTTCATCATCTTAAGTATTGTAAG 
CT 

GCTATGTATGGATTTAAACCGTAATCATATCTTTTTCCTATCTATCTGAGGCACTGGTG 
G 

AATAAAAAACCTGTATATT7TACTTTGTTGNAGATAGTCTTGCCGCATCTTGGCAAGTT 

T 

GCAGAGATGTGTGGGAGNCTAGGAAAAAAAAAAAAAAAAAGCCCTTTTCAGTTTTGTTGC 

CACTNGTGNTATTGGGACCCGTGTTAGNATTTGTATGCCAAGAATTTTTCTTGAAAAT 

GG 

AAAATGNTTTTGNTTTTAGNACCGNAGNATTCAATACNCCGGTTAAAAGGCANGGNAAAT 
TNGACCAAAAAGTCTTTGGC I I I I I I I I CTTGGGTAATTGNTTTCCTAAANGNTGGTTA 
T 

NTTGGTGGANC [ i I I I I I AACCTGGTTTAATAANTTTAAAATNTGGCCCCAAATTAATT 
A 

NAGGTTTAAAAAATNATTAAGGNAATTTA 
A 

Sequence 604 

CCCGCGTCCGAGACAATACAAAGTTACATTTTTGGACCATATTAAAACTGCAAGAAGACA 
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GGGGTCTTACTGAAGATCTTTTAGAAAACTTAAATCCTGTCACAGGATATTTAGACATG 
T 

GTAGAATGTAGCTCAATTTTTTAAAAAGTAACTGACCTAGAGGGTGAAAGTTGAAACTGA 
CACATTTTCAAATTTAAGATTATGCTTATTTTGTACAGAAAACAATGTTTAAACACCANA 
G GCAG NATCTTGTTGTANTGTATATAAACGCTMC ACCAGG AGTTTTTTAAAAACCAN AA 
ATTTAAATTTATTTTTANGCTTTTAATTGGAMGGNTTTGG I I I I I I NTTTTTCCTTTCC 
GAAACCCTGGGAGTTATTCAATTAATTTMTTAAAAACAGGGTNAGTTTTTTNAANACC 
C 

NAAGAAANTTAAGGCCAAGTTNGCCCCCCTTTTTC I I I 1 1 I 1 1 I GNTAACCATTACCTT 
G 

GNATTTTGGGGAACC 
Sequence 605 

CTCCCCGCGGTGGCGGCCGAGGTACCCAAATACCACTTCAGGAAATCTGGCCAGATCACC 
TGAATCCAAATGTTCTATTAATTCAATACACGTTATCAAGTCAAATCCAAGCAAACGAGA 
GTCTCTCTCCACAACGGAGCCATGATACAATGTGATGGTCAAATTCAGATCCCGAGGTTT 
CAGAAAATCCCCCAGGAAAGGAGCTAACGAATCCCCTCTCCATCGTAATTTATCCTCATT 

AATATGTAGTGGAAGAAGCAATTCAATGCATGGATTGACT^ 

AGTATCACCACATCCCAGGTCTGCMCCTTCTTAGGCTCATGTTGATCCACTAAATTTT 
T 

AACGAACTGGTACCTGCCCG 
Sequence 606 

CTN CCGC GGTGGCGGCCGAGGTACTTACAAATAATTACTGGCAGTAGGTTATAATTGGTG 

GTTTAAAAATAACATTGGAATACAGGACTTGTTGCCAATTGGGTAATTTTCATTAGTTG 

T 

TTTGTTTGTTTTGATTTGAAACCTGGAAATACAGTAAAATTTGACTGTT^ 
CCAAAAAAAAAAAAAAAAAAAAAAAGGTCCGCGGGGGCGGAGGTCAGGGACAAGATGGTG 
CCACCGGTGCAGGTCTNTCCGNTCATCAAGCT 
Sequence 607 

CGGCCGATGAGAAGAAGAAGGGGCCCAAAGTCACCGTCAAGGTGTATTTTGACCTACGAA 

TTGGAGATGAAGATGTAGGCCGGGTGATCTTTGGTCTCTTCGGAAAGACTGTTCCAAAAA 

CAGTGGATAATTTTGTGGCCTTAGCTACAGGAGNAGAAAGGATTTGGCTACAAAAACAGN 

AAATTNCATCGTGTAATCAAGGACTTNATGATCCAGGGCGGAGACTTCACCAGGGGAGAT 

GGCACAGGAGGAAAAAAAAAAAAATAAAAAAAAAAAACGAANGGTACCCTCNGGCNCGTT 

TTTAGNAACTAGTGGGATCCCCCGGGGCTGCAGGGAATTTCCNATATTNAAAGCTTTTAT 

TCTGGANTACNCCGTCCGGACCCTTCGAAGGGGGGGGGGGCCCCCGGGTNACCNCAAGCC 

TTTNTTTGGTNTCCCNTTTTAGTNGGAGGGGGGTTT 

Sequence 608 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTATGCGGGAGCTGAGAGAACAGACACAGACCTG 

TCGGAAGGTCCTCTGCAGGTCCCCCTTCCGCTCTGCCGATCGACTTCCGCCTCGGGCAGT 

CAACATACTGCCAAGGAAATCTGATGTGGAAAGGAAAATAGAAATAGTGCAGTTTGCTAG 

CCGGACACGCCAACTCTTCGTTCGATTATTAGCTTTAGTGAAATGGGCTAATAATGCTGG 

CAAAGTGGAAAAATGTGCGATGATTTCAAGCTTTTTAGATCAGCAAGCCATCCTGTTTGT 

GGACACTGCTGATCGCCTGGCCTCGTTAGCTAGAGATGCTCTGGTCCATGCACGCCTGCC 

TAGTTTTGCCATCCCATATGCCATTGATGTACCTGCCCGGGCGGCCGCTCTAGAACTAG 

Sequence 609 

CGCGGTGGCGGCCGCCCGGGCAGGTACTTCCGCCTTGCCGTTAGCTTGTGGAGAACGTGC 

TTCTTATTCCTGGCAGGCTTCAAGAACAGCTGCACATGTGCCGCTAACTGACCGCGTTGC 

CATTGGCGACCTGGACTCTGAACTCAGGTTTATTCTAAACCCAGTGAGAGGTGAGGGGGA 

GTGATGAAAGGGGATCAGCTGTATTTGTGTGTGTGTGTGTGTGAGCACCTGACAAATCTA 

TGAAACCCGAGTGAAAGGAGAAATGTTAGATTCTTTATTATTTTATTATATTTATATGGA 
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AAGCTCGACTCTCCCTTTGGTAAGTCCGAAGCA 
Sequence 610 

CCGCGGTGGCGGCCGAGGTACTGCG I I I I I I I I CCTATTATAAAAGTGATACTGAAATAT 

GCTAATTAATATATTAATTTTAGTTAAATGCTGCTAATATGCATACCTCTT ACTTG AAGG 

TTTTTAATATGTTTTGATAACTTTAATAACTTCAGGGTGA^^ 

TGCAGCTCTCTCTAACAAATGTGCCCTACAACTCCTGATTAAACCGGCGTCTTGAAGGTT 

CAAAAAAAAAAAAAAAAAAAAAAANGTACCTGCCCG 

Sequence 611 

GTGGCGGTCGAGGTACTTANGAGAAATTGGCATGCTTTGCTAATNTTTATGCAGAGGTAA 

CCATGTTGANNACATATGTANTGTTGAGAGGNATGTCTAATTTTATGGTCNTAGGAAAAA 

TTAAAAGAAAACTGCTGCTTTCCTGAAGTCTGAAATANAAATGTTTACAACTTGACNAGG 

ATCCATTTGGTGGCTAGNCTCGCCTTCCAGGGNGGNAAAGAGAATATGCCAGTTCTGTNG 

TATGGACTNTTCACANAAGCTAAGGNAGGGGNAGTTCCTTTCTTGGTGGNGACAAGTTCC 

TGCNCACTTAATTTTTCCCNTCCTGNCTTCNAAACCTGGGAAA 

A 

Sequence 612 

GAGGTGGGGGGGTGGGGGCCGCCCGGGCAGGTACCAAAGAAGATGCAGT7CAAAATACTG 

CCAGTTTTCCMGAAATTTTGTAAAGTTGAACATGGCCATCTACTCTTGCCTTAAAACT 

T 

TTCTCACCACACCCACCTTCCCACATGCATGATATCCAAGGTCGACAGACCTGGATTAGA 

ATCCACTCTCAAGCTTCTCATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCC 

TCTAGAACACAGTAAGTGTATTTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTT 

ATAGTATACCAACTTAGTATATTTTTCAAGGAGAGCTAAACCACCTTTTGTAATGNTTG 

G 

TTTCTCACTGTTATCTTCCTTTCCTATAATTAATTTATTTTAATCTACAAATTGACATAG 
GGCTAAAAGCTTCAATATTTTACAAAATATTAATTAATGNAAATTGGTCCCAATTATTAA 
GAAAC I I I I I I I NCATTT 
Sequence 613 

AGGAAGNCCACTTTTGANGAGGCCATTNAAAANCNAACGGNNATGANCCCCCCACANNNC 

ACTCNGAGGGGGAGGTANGAGNANNNCACCNGGGGGCCCCGNCNGGGGAAAGGAAAGGCN 

AACNCCACGNCNGGGGCCAANGGCCNCNGCNGGGNANNNACNNNACGAGAGGCCCACCNN 

AACCAAAGAGCGANANGCCCCGGGGGGNCCAAGAAGGGCNGCACACAGNACCTGCCCGGG 

CGGGCCGCNCAAGAACNAAGGGGGAACCCCCCGGGCCNGGCANGGGAAANNCGAAAAAAC 

AAGGCCNNAACCGAAAACCCGGGNCGGACCCCCGGAGGGGGGGGGGGCCCCGGGGGAACC 

CCCAAGCCNNNNNGGGGNCCCCCNNNAANGGGAAGGGGGGGAAAAAAANAGGGNNCCGCC 

CANGGGGCGGNNAAAACAAAGGGGGGNAAAAAAANGGCCCGGGGANACCCCCGGGGGGGG 

GAAAAAANAGGGGGNAAAANCCCGGNNNCAAANAAAANNCCCCCACCCAAACCANNAACC 

GNAGNCCCGGGGNGGCAAAAAAAAAAAGGGGGGAAAAAAGNCCCCGGGGGGGGG 

Sequence 614 

CCAGAGNTAACGAAACATTCTTTATAAAGGTTTGAACCCNCNGTTTNAAAGCCAANACCA 

TAATTTAATTACAAANGGATAAATATGGTAACGGGTATTTACAGAAGGAAGGGNGTTATT 

ACGGAAAAAGCTAACGGCACGACGTTTATTTTTCCCCCACAATCTTTCATACAGGAACTA 

ACAAANTGAACTTGCAAAAGCACTAAAACATCACATGTAAACCCAGCTAACAGAAAAATA 

CATTCACAAGCGTTGNTGGTGGGGGTGNGNATNGTGTGNGCTAAGGGNCAATGGGCNGAA 

GAAACAGAAGGGAGACTNTGGCACGGCTCAATTCTTTCCAGNCNANAGNTACATGGAAGG 

TTACAANCAGGGTGCCCCANAAAAAAGGNACACCACTANTCAATACCCNCCAATACAAAA 

AGAAAACCAATNTTCTTCCNCCANTACCTAAAAAAGGAAACCCGGGGTAAAC 

Sequence 615 

CGGTGGCGGCCGCCGGNCAGGTACTTTN I I I M I I I I I 1 I II It I AATTTTCCATGTAT 
T 
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NGCCTTNATCAAACTATAAGCTGNGGAGTGGCCAATATACTCCATTGNGATTATACACTG 
ATTTCCATCACCTGCC I I I I I ACTATCAACTCTTATTAGA 
Sequence 616 

CGGCCGAGGTACTGTGCCCTCTTTCTTACTAGGTGACCGAGAGTGGTTTTGACTCCTGTG 

GGTGCTTGAAGTCATTCTCAGGGGTCTCTATGACCTTTTCCCTCCTGCAGTTCACTCT 

AG 

TTTCTTCTATTTCATCATCCCGCACTGCTCTTAGCATCGAAGTCACTGTCTGCATCTGG 
G 

TNTCTACTTTCACATCMGTTTGMGMTGCATTTCTCTTGNGGTATTCTGTTTTTTGAA 
CTTACTTCATTGGAGAAGCCCCTTGATTTTTCTTCCTTTATACCAGATCTGGCTTCACG 
A 

AAGCTGCATTTAGGTACCTGCCCGGGCCGGNCG 
Sequence 617 

GTGGACGAGGGCAACCCNACTAGCCTAAAAGCCCGTGACACTTGCAGCAGGTGCTTGCCA 

CGCTTGCACCCGTCCGAAAGAAAAACGCGGGCTAAAAGCGCGAGTCTGGTGACTTTGGCA 

CCCAACCGTGCAANTTGATGGTACCCCAAGCCCAAGCGACTGGNAAGATGTCTTTGGNAA 

A AATGAAC CGT GGAANC TTGGCTTGGAGC.CjCjGANGTTCC.GCGXGCCG 

AGGTGGCAACCGGGACTTGGGCCGTTCAANACCCGTGGACCGTTCAANATTCCCCAACCA 

CCANTAGCACTNAGTATTTGGCCATTGGCANAAAAAGGGGAATTGGAAAAACAAAACGNT 

NCCCCGNNTTGCTTTGGNGGGNGCAAAATTCCCNCGGNGCAAGGTCGGCCCTNTAACTAT 

NTTTTTAANAAAAAAA 

Sequence 618 

CCGCGGTGGCGGCCGAGGTACTGGGACAGTTGGGTGCGTTATGGATACATAACCTGAGGA 

GCCCGGGGGAAGCTGGCCTTGGGTGTTTTACCTCAATCATATATCCACACAAGTGCTTCT 

CTTGACATTTCTCGAAAATGGGAGAAGAAGAATAAAATTGTTTATCCTCCACAACTGCCT 

GGAGAACCTCNGCCAGCAGAAATCTACCACTGTCGAAGACAAATAAAATATAGCAAAGAC 

AAGATGTGGTATTTGGCAAAATTGATACGAGGAATGTCTATTGACCAGGCCTTGGCTCAG 

TTGGAATTCAATGACAAAAAAGGGGCCAAAATAATTAAAGAGGTTCTTTTAGAAGCACAA 

GATATGGCAGTGAGAGACCATAACGTGGAATTCAGGTCCAATTTATATATAGCTTGAGTC 

CACCTCGGGACCGAGGCCAGTGCCTGAAACGCATTCCGCTCCATGGCAGAGGTCGCTTTG 

GGGATCATGGAGAAGGTTTATTGGCATTATTTTGTGAAAGTTGGTGGGAAGGGCCCCCAC 

CTTCACCTGAGCCCACAAAAGACGGCAGTTTGCCCATGCCAAAGAGTATNTTCAGCAGCT 

TCGCAGCCGGACCATCGGTCACACTNTTATGATGAGGGAGAATTNAAGACCTCCACAGNG 

NATTATATTTTGGCATTTATTTTCTAAAAATAA 

AAAAAAAA 

Sequence 619 

TGGCGGCCCGAGGTACCTACTATGTGTCAGCCATGGGGGGATACAAAGATCTATAAGGCA 

CAAGACCCTCAGTCTTGTAGTCGCCTGACAGCCAGCCAGCTACAACATAATGTGGAAAGG 

ACAATGGTGGGAAATGCACTCAGGTCTTCCTAATGCACAGAGTATGCTCAGGCTGTGACA 

TCNGAAGAAAACAGATATTTACCTTAACACGGACTTGGAGGACCTTCAAAAAACAGTGAT 

GGGAGGAAATCCAGTTTTAAMGTCTTGATTTAAAAAAAAGAAAACACTTTCTGTGGATA 

AAGATAGGCTGCAGGAAATGTAACCTATGAAATTTTCTCAAATTAGCTTTCAAACACACA 

CAAAAAATTGCATTTGTTTGAGGAGCAGAATGTAACTTATATTAAAGAATAAACTACTA 

T 

TTAGTATCTGAGTGGAAGTACCTGCCCGGGCGGNCGCTCTAGAACTAGTGGGATCCCC 
Sequence 620 

GCCGCCGGGCAGGTACATTCTAATTTTTATGAGACATAGATATGTATTTATAAAAAGATA 
GATGGAAAGAGAAGAAATTAACTTAATTCTAAGAGCCAAATTTACTCAGAAGGTTTAGAA 
ACACCAAAATTAACAGCCAGTTTTCTTGATTTTCTTCTTGAAGAAGAGATTGGTGTTGC 
T 
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ATGGTGAGATATACTATGGCCTTGAGAGGCAGTTTCAACTTGAAAAGAAGATGCAGGTTG 
AGCAATCGGAGAGGACTTCAAAGAAGCTGATGAGCTCTCCCGTGGACTTACTTTGACAAT 
GTTGGAAGAATCTGGCTGGCTAGTCTGAACTGGAGTGGCTTGAGAACTCTGGGCTTCCTT 
ATTCTCAAAGTTCTTTTTGGTTTGCAACCC I I I I I I I AGTAACCTGCAGAGGTATAAAC 
T 

GATTGTGCACACCCCCTGGTATTCCCCCAGCCATGGGCATGGTCCCAGAATATAAAGTAT 

GATGGAAGGGCTTCCAGG 

Sequence 621 

GGTGGCGGCCGAGGTTAAGGACGCCTGCCCATGACAGAGCCTCAGGAAATCGCGATGACA 
GTTTACAGCAGGAAAATCCGTGGAGACAGCAGATCCCGAGAAGCGGCGATGTTTGCGTAG 
AACCCTGTACCTGCCCG 
Sequence 622 

CCCGCGGTGGCGGCCGAGGTACATTTATTTAACATAAMGGACAATAAGTTTACTTTGTA 

TCTGAACTCAAAACAAAGTAGTTGTATATTTTAACATTCAAAATTGGGATTTCCCAATG 

T 

GACACATCATGAATGCAAACCCCTCCAGCCCATCAGACGCCAGGCTGCCTACTGGTAATC 
TGTGTATAGTATATAAAGATGTAAAAATAGGTTGTATTTTAGTGTATGTATGATGCTAAT 
CAATGMCACTTTATTTATTTTACAGAGAAAACTTATCTGTGAACTTTACTATATATCTG 
NTATTTTACCTTTA I I I I I I I I I I I AAATAAAAAAGGGGTTT 
Sequence 623 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAGCCATTGCTCTTTGAGTTTGGTCTGGCTAGC 
AAAAAGCTGGCTGTGTTATGTAAATAAAGCCCCTATAGTAATTAAAATTTAAAAAAAGTT 
TTTTAAGCTGGCTGTTTTCCTACCACTTCAGAGTCCTTGACCCCGTAATTTAGGGTCC 
CC 

TTCAGATTTGCAGACAGAAACAAACAACAAAACAGTTAAGCAAAACTAACAATGGTCACA 

CAAATTATACAATTTCTGAGTGCTCTAAGTGCATTGGAAGAAAGCTGAAACTCCATAAAA 

ACATCACCTGCCTTCCATCATCATGAAAGCAGGAAAACTTGCCTTCTTGTTGGGAGCAAG 

TAAAACTCCAAAAAAAGAGGTGTTGTACCT 

Sequence 624 

CCGCGGTGGCGGCCGAGGTACGGCGGGGAGCCGCCTGGATACCGCAGCTAGGAATAATNG 
GAATANGGACCGCGGTTCTATTTTGTTGGTTTTCGGAACTGAGGCCATGATTAAGAGGGA 

Sequence 625 

CTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAAACTTTGATCTTCTTTGAAATGTGGTT 

GTCCACTNGCTTTTCTGTTTCTGTCACAGTAGCTATAAACAGCTGTTTAAGGATATCCT 

T 

ATCTAAATTTCTGCCAATGAGGACCAATCGATTTGTTCTCTCAGTGTCATCCTTCCAGC 
T 

CACTGGAGTCTCCTCNATCATAGAGCTCATCCCGCGTACCTCGGC 
Sequence 626 

NCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGATGAGTCCTAGGAGGCGCTGG 

CTCTTTGGCGGCTCGGAGGAGCGGCTGCTGCTGCTGCTGCTGCTGCTGGTGGCCCCTTTG 

CAGATGTATTGCTGTCCTTGAATATTAGCCCATTTGAAAACGCCTGGGAAGTTCAGCCAT 

CAGTATGTCAGTACCTCGGC 

Sequence 627 

CCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTTCTTCCAGAAAAATTCTCCTTGAGGAA 

AAATGTCCAAGATAAGATGAATCACTTAATACCGTATCTTCTAAATTTGAAATATAATTC 

TGTTTGTGACCTGTTTTAAATGAACCAAACCAAATCATACTTTTTCT^ 

CCTAGAMCACACATTTCTTTGAATTTAGGTGATACCTAAATCCTTCTTATGTTTCTAAA 

TTTTGNGATTCTATAAAACACATCATCAATAAAATAGNGGGCAAAAAAAAAAANNAAAAA 
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NNNNGGGGTNCTCCCTGATAAAGGGGGAATTTCCNTGCCCGTCCACGGGGGGTTGNCCCT 
GGAAAAANTTTGTTTANACCCCCGGGNTCCCCTTNTTTTTTTAAAAAAAAGGGGGGGGCA 
ACCC 1 1 I I I I 1 I 1 AAAANGGGGGGNNTNNNCCCCCCGGGGGGGGGGGGGANTTNCCCGGG 
GGGNTTN 1 iTTTTTTTTI I I NNAAAAAAAAGGGGGGGGGGNCCCCC 
Sequence 628 

GGNCGCCGGCAGGTACGCGGNGGAAGACGGAGGCGGGTTCTACAAGAGACGTAGGCTGTC 

AGGGAAGTGTTTATTTCGCGTCCGCTTCTGTTCCTCCGCGCCCCTGTGCTGCTCCGACTC 

ACATACTCGTCCAGAACCGGCCTCAGCCTCTCCGCGCAGAAGTGCCGGAGCCATGGCGGT 

ACCTNGGCCCGNTCTAAAACTAAGTGGATTCCCCCGGGCTGGAAGGAATNCGNATTAAAG 

CNTATNGATAC 

Sequence 629 

CCGCGGTGGCGGCCCGAGGTACAGACGACGTCACCGTATATCTTCTTTTCGGCCAGTGGA 

GGATATCACCGAAGAGGACTTAGAAAATGTTGCCATAACTGTTCGAGATAAAATCTATGA 

TAAAGTTCTGGGTAACACGTGCCATCAGTGTCGACAAAAGACCATCGACACCAAGACAGT 

GTGTCGGAACCAGTTGCTGTGGTGTGCGAGGACAGTTCTGTGGACCATGCCTGCGGAACC 

GC TATGG GGAGGATGTCAGATC.GGCATTGC.TGGACCCGGATTGGGTGTGICCCCCCTGTC 

GTGGGATCTGCAATTGCAGCTACTGTCGGAAGC 

Sequence 630 

CGCGGTGGCGGCCCGCCCGGGCAGGTACATAGTGTCGCGAACTCAAATCGGCATTTAGAT 
AGATCCAGTGGTTTAAACGGCACGTTTTTGCTTATAAAAAAAGTGCAAAAAAGATGTGGT 
TTACAAGTTAAAGCTACAGAATCCCTTTTTGCTGTAATTGCACCAGTTTTAAAGCCTCT 
G 

GCAGAGCAGATTCGTTTAAAACTTTGTrTTTCTTAAAAGCTTACAGTGTTTGGCTAATT 
C 

TCCTCCCCTTTTTACAAGACGGGGGCCGGAGGGfGGACACTGGTGGCAGGTTAAGGGATA 

CTGTCACTTTAAGAAGCCTGCAGATTGAAGTGTAAACATGGAGAAATTAGGGGCTGATTT 

TTTAAACTGTGTGAGATATTAACCAGCCCGCCCTGTTATAAAATCAGGAAATCCAAACAG 

CGATTTACACCGATTMCACCCCCTTTATATATTTTTTACAAAAATACACTGAGAAAATA 

ATCAAACGTTTTCATCTCTCTTGTC I nTTTTGTTTTI I AAAAGTGTCAAAAGTCTACAT 

TTAAATATAAAAAATTAAAAGTTAAAACTCTAGCCCTTCAGTGAAGGAGACGTAAAATGG 

CGTGGGTAACAACAACTACCAAAAAAAAAGAAAAAAAAAAGAAAAAAAGGAAAAGGAAGG 

AATAAAGAAATAAAGGAAGTAAAAAGAAAGGAAAGAAAAAAAGG 

Sequence 631 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATCAGCTTGCCTCAAGTCTGGAAAGAAA 

TTGGCTTGGGCTCATCAAGTTGAAGGGACCACCAAAAGAGCTAAGATTGCTTGTAATACT 

CATGTGGCCCCTAGGATGCACCGACTGGTAGTGATGAGCCAGGTTTACAAGCAGACACTG 

GCTAAGAGCTCAGACACTCTGGCGGGGGCACATGTAAAGATTCATCGTTGCAACGAATCT 

TTTATATATCTGCTCTCTCCCTTACGATCTGTGACAATTGAGAAGTGCAGGAATAGCAT 

C 

TTTGTCTTGGGCCCTGTAGGGACTACACTTCACCTCCACAGTTGTGACAATGTTAAAGTC 
ATTGCTGTTTGCCATCGTTTGTCCATCTCTTCTACAACAGGTTGCATCTTT 
Sequence 632 

AGGTACCACACTCAGGGCAGTTTCCAGCTCCTCTCACAAACAGTAAATCTACACAACTTT 

CACAGAGAGTGTGTCCGCACACATTCACCATCAGCTTCAAGGAGGGGTTCCGATATTTGG 

TGGTCTTACACCGAGGGCAACCCTGATCGTCCATGGCGGTTTCCCTCCTACAGACTCTCG 

CAGGCGCCTGTTTCAGCCAGAGCCACCTACAAGCCCCCTCCCCGCGTACCACCACACTGT 

CCCAAATTACCTCTTCATTACCCAAATCAAAGAATCTTTCTGTTTTCCCAATCCTCAAA 

A 

GGAATGAAGAAAAACCAAAGAGCAAACTCAAAAGATGATTTTTACCATAAACCTCAAATG 
TGGCTTAACAAGTACCTGCCCGGGCGG 
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Sequence 633 

GCCCATTGNTGTTTGTTTGTTTGCTTGAAGACCAAGACGGAGTTGGGCCTCTTGATTCCC 
AGTGGCTGCAAGAACTGGGATTCCCTCTCCTTCTCTCTCTTCCCCTCTCCCCCGCGTACC 
TGCCCGGGCT 
Sequence 634 

GAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGAAAACCACTTCCAGAGTCTAAAG 
CAGCTCAGATGTTATCTCTGGGGGAATTAGTGTTCCCCTCATTTAGCAACCTCCATACCA 
CAAGGTCTCTGTCTGTAGTTACTGGGATTATCCAGATACACTATCAATGATACAAATTC 
A 

TAGGAGTATTAATGCATTTCTTTAAACACAACTTGATTAAGAAGCAAATATGTTAAGCA 
G 

TTTTCTTTTTCTGCTGCTAAATTACAGTTAGACACTTCAGTATCTTCTCTTTACATGTGT 

ATATAAATTAGTAAGAACCTGCATCCAAAGCAATGTAGTGTGTGTATGTATCTATATAT 

A 

TTTATTCTAACTCAGCACTTCAGAAGCCTTTTTGAGTTACAACAATATTTT AGTTT GCCT 

CATCTGTAGAGGTAAAATTTCTATATTACCAAGCTCCAGAGGAATATGATATTTTACAGG 

CAGAA1TTTGTGGCTGTAGTCCGTGGGGCATTTGATTTGGTGGGGTGGA 
Sequence 635 

NCTCCCGCGGTGGCGGCCGAGGTACAGATGATGAAGCTTCCAGAGCTTATCTGTCTCTTA 
GACAGAACTCACATAAACACACAAATACAAGAGGTTATTTTCAAGACACACACTTGCAAG 
TAATCTTTCTATAGAAATGGCCACAGCATTATAATATTCAAAATATGGAAGATTGCAGT 
C 

TGAGGATTTTTANGAAAAAAAAATCAAAGGACTTGCCAAAAGGATAACTACATAACAGAT 
ATGACAATCTACAGGACAAAAAGACAACATGTCACCAAATATTGTTCATACAACAGCGTT 
AATGGAAAACAGTAAAACACCTTTTAGCAGTGTGCATGTTAAGTCTTTTAGTAAGATTA 
T 

CTGTAATGAGGTTTGAAAGTAAATCACTTAGTAGACAAAGTAAACCACCACAGAACCAGG 
AATAGC ACCCATC ACTGCTGCTTTGTC ACTCCAGAAAG CTGAAAGTCAACCC G AACAATG 
AAAAAAAGTCAAAGAAGCATTTCCCTTTGAATTCAGTCCTAAAAATATGAATGCCTTATA 
ATTAATTTCAAAATAAGTATCTTACAAGTGTTTCATGAAACATTGGTTTT 
Sequence 636 

GTGGCGGNCGAGGTCTAAAGGGCAAGGTTCACCACTACAAAAAGGAAGTTGTCTAAAAGC 

AAGAATTCAATTAACNGCTGGGTAAGAAAAGTCAAAACACTAATGAGTTGTCCATGAAGC 

CAACTGCTAAGAACGCGCTCAACTATACCGCCGACATTGAAGACACTACGCACGAAGCCT 

TACTTGGCGAGTCTGAATTTCTATTAACTAAGGGCAGAGTGAGGGAGAACAAAGAGCCTA 

CTTCCGTAACATTTTAGTATCCAGATAGTACCTGCCCGGGCCGGCCGCTCTAGAACCTAG 

TGGGATCCCCCGGGCTGCAGGGAATTTCNTATATCAAAGCNTTATCGATACCCGTCCGAC 

CTTNGAGGGGGGGGGCCCCGGTACCCCAGCTTTTTGTTTCCCTNTTAAGNGAGGGGTTAA 

ATNTGCCGCCGCTTGGGCNTAATCATTGGGNCATAGGCTTGTNTTCCCTGNGGTGAAAAA 

TTGNTTAATNCCGCTTCACAANTTTCACCACCAAACCAATACGGAAGNCCGGGGAAGCAA 

TAAAAGGTN NTAAAAGGCCTTGGG 

Sequence 637 

AGCTCCCCGCGGTGGCGGCCGAGGTACAGGAAAGGGAAGCACAGTTTGGAACAACAGCAG 

AGATATATGCCTATCGAGAAGAACAGGATTTTGGAATTGAGATAGTGAAAGTGAAAGCAA 

TTGGAAGACAAAGGTTCAAAGTCCTTGAGCTAAGAACACAGTCAGATGGAATCCAGCAAG 

CTAAAGTGCAAATTCTTCCCGAATGTGTGTTGCCTTCAACCATGTCTGCAGTTCAATTA 

G 

AATCCCTCAATAAGTGCCAGATATTTCCTTCAAAACCTGTCTCAAGAGAAGACCAATGTT 
CATATAAATGGTGGCAGAAATACCAGAAGAGAAAGTTTCATTGTGCAAATCTAACTTCAT 
GGCCTCGCTGGGCTGTATTCCTTATATGATGCTGAGACCTTAATGGACAGAATCAAGAAA 
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CAGCTACGTGAATGGGGATGAAAATCTAAAAGATGATTCTCTTCCTTCAAATCCAATAGA 
TTTTTCTTACCAGAGTAGCTGGCTTG N CTTCCTAATGATGATGN ATTGAGAATTCAGCT 
T 

cm 

Sequence 638 

CGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGAAAACTAAACCTTCATTTACTGTGAACA 

TCTTCTGACTGTGGCTTCCAGATGCTAGTTTACAGAACAACCACACAGCAAGACCAAGCT 

TATGCTGAGTTGACGGAACAATGAGTAAACATAAGGATATTACTGTGACTTTGAAATTCT 

GAAATTGTTCTTTCTTAACTTTTGCATTAAAATCACATTTATTTTATAAMT 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

Sequence 639 

CCCCGCGGTGGCGGCCGCCCCGCNCNGGTACATGGCCCTTAATNCCATNAGATTTGTAGA 
TCTTAACCACGGCAGGTCACCGAGGCCTCGGAANTCCCTTTNAGCTCCAGCTTTACCCAC 
ATCAGCTGCTAGACGGGTACCT 
Sequence 640 

AGACGATTGAGCTNCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGGGCTGTCTCACCGG 
TGAGACGTGGAAGGGGGGGAGTGTGGTGGTGTGTGGGAGGTGGAGTGGGTGG6GTTGGGG 
CACCATGGAGTACCT 
Sequence 641 

CCCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGTCTTCAGAAACCAGGCTGCTTTCAGG 

AACATTGCTGTGGATTCCCAGCTTTCAGACAACACATGACTAAGACAGAATGAGACCACT 

CTAGTTGCCTCATGGGAAACTCGGGAAAAGACTGCAAAAACAACATTGTTTCTCCCTTTG 

GAATTCTGGAGTTATAAGGCAGAGGTCCCCCATCTTCCCGAACTGGCCTATTCCGCTAGA 

AGCAAGATGGCTGAACTCAATACTCATGTGAATGTCAAGGAAAAGATCTATGCAGTTAGA 

TCAGTTGTTCCCAACAAAAGCAATAATGAAATAGTCCTGGTGCTCCAACAGTTTTGATT 

T 

TAATGTGGATAAAGCCGTGCAAGCCTTTGTGGATGGCAGTGCAATTCAAGTTCTAAAAGA 
A 

Sequence 642 

TCCCGCGGTGGCGGCCGAGGTACTTGGAGAATATTTCCACAATAGCCGATGACTTGTTCT 

TGTTGACAAGAGAAAGTTCTTTGGCTGTTACCCTCAATGATAGTGAGGTCCATTGCCGTC 

TATTAAATGGAGATGATTCCATCTTGTCTACAGACACTGAAATACCTGGCTAAAAGCCGC 

CTTTCCTCTGCGCTGCTACCAGCCCTGTCACAGGTCCCGGCGCTCTACCTCCCCGCGTAC 

CTGCCC 

G 

Sequence 643 

CCCGCGGTGGCGGCCGAGGNACNAGAAGCTCACTGGCTGTGCTAAACCAAATGAATGGAA 

AGCGCCAAAAGTGATTTTATACCAAGGGNCCATNCATACAAATAAACAAAATCCTATCCT 

CTTCTTTCTATAT N NTN TTTCTTAC ATTTCTTATAC AAATAAC AG AATGCTTCATTTTAT 

TCACTTCAATAGGACAAAGTCCTTAAAGAAAGACTGAAAAGAGCTGATAATCAAAATCCC 

AAATTTTATGCTTA I I I I I GGGTTAGNCGCTATCAATTTTCTGACATATTAACATAGGCA 

GGAAAACATTCTCAGTAAATTGAGCATTTGAGTCTACAAATGTCTTGAAGCACTCTGGCA 

AGTTACATGTATCCCATGTTGCTTTTGGNTTCCCATCTCTTCTTTGCTTCAAACCCCCA 

T 

GCAAGN I I I I I N I I I I I I CGGGCAGNCTGTGAATTTTCAACCTCCTTTTT 

Sequence 644 

GAGCTCCCGCGGTGGCGGCCGAGGTACACCCTCTGGCCTCTCCCAAGCAAGCAGTGAGGT 
GTGCATTGTTAGAGGTGCACCGGGAAGGGAGCTTGGTTTCGGACCCCAGGACATCCTGTC 
CGCAAGCAGCTGCTACTTCTTGGGCTTCTCTAGAATATTGAGGAATTTCCCCCGTGTCAT 
CTCTCTGGACTCATCCAGCCCCAGCTGATAGGCTAGGTTCTGTAGGCCTCGAACCTTCTC 
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CATCAAATTAGCCGTGGTGAGACTCCCCAGTTCTTTCAACATGTCGATGTCATCACGTTC 

TATCTCAGCCATCCATTTGGGTGGAGAACTAGTAATAGGACTTTTGAAGGAAGC TGCAAA 

TTCAGCMCACCTGGTMTTGTTCTGGCCAAAGATCTGGTGAGGCACGGTCMGTrTTTC 

AAAACTTAGCAAAGATGCTTCCAGATCTGTCCCCGTCTGTGGGAGACGCCATCTTTCAAC 

CCATGTCACGTCCCCGCGTACCTGCCCGGGCGGCCGCTCGAGCCAGGAACCGTAAAAAG 

Sequence 645 

CCGCGGTGGCCGGCCGCCCGGGCAGGTACTTCAGGGAGGCCTATATATTGGCACCCAAGG 

AATGCCAGGACTGCCACCTGCTGCTCCAGCGTTAGCCTCACTCGTGTGCTTACTCACTTT 

GACTGCCTTTTTGTCTATTTCTGGGAGGTTGGTAGAATGAAAGGGATGCTCCAAGGCAAG 

CAGATGGCCTGTCCACCTCCTATATATTGACAGTGCCAATGAGTGTAGAGTCTTGCTACA 

AGAAACAAAGTCATGAGAAATGCCAGGCTTCCTGTTACACCCAAAGACTGCTGGCCCTCC 

TACTCTATCCTTTAGACCAGAAACTTTTTCTTCTAAGCACTTGCCTACCGGGAAGGTT 

GA 

GGAGTCTTGTTTTACCGTACC 
T 

Sequence 646 

T CNCGCGG TGGCGGCCGAG.GTACCGGCCAAGCCTGGTCCCCTJCTT 

ATGGGCGGAGAAAATCCANCTTGTTCTTGCTGATGACGCAAAGGTCAATGTTGCTTCCGG 

AGCCCAGGTTCACTGAAGATTGCCANNTGCCGATGGCTTCGCTCACCANGATTCTNGGCT 

TNCTNCTCCTCCATTGTCTGGCCTAAACTTTATCTTCAAATACAGACCATTGCTTGCTC 

A 

ANNGAGACCAAGAAACCCATNNGGTGACCACTAAGGGCAACTTATCAGNTTTGATTNCAT 
GAAGGGATAGGATGTCTTGTATTAGGGTNGGAGAGTCCCAGGTAAATCTATGCTACTNCC 
CCCCTTAANAACCTNAGNNTCTNGCAACCCAATTNTAAACNNTTTGNATACNCTTGAAAA 
AAGGCA7TCTGNCTTTTNAGCNATCCGATTTGGCCTGTNCACAAACTCTGGGGGAAAGAC 
TGGTC C AGTTGN N AGAAGGGGAGTTGGG AGC NTCC AGGTTTGG AAAAG NAAA 
Sequence 647 

CTCCCGCGGTGGCGGCCGCCCCGGGCAGGTAC I I I I I I I II I I I II I I I I GAGACACGCC 
TGGGTGACAGAGCGAGAGAGACTCTAAAAAAAAAAAAAANGAAAAAGAACTGTTGAGGGA 
TACACAATATGTCAAAATATTAAAGC I MINI I AAATTGGGAACNCTCAGGATAtTGG 
G 

ATAATTAATTAGGCAATGATNC AAAGATGTTTTGTTTTAAAATTC AN AACCC N CC AAAG 
G 

TNNAAACCNTNGNAANAATTTTTTGGGTTTCCCCCCCCCCCNN I I I I I I I I I NTNNNCC 
C 

CNTNAAAAAAAAGGGGGGCCNNCCCCCCNTTGGGAAAANNN I ITTTTTTTTI INNNNGCC 
CCCCCCNNTNTTTTTTTNCNGGGGGGGTTTTTAANAAANGGGGGGNAAAAAAAANNGNGN 
GTCCCCCCCCTCNNNNAAAAAAAAAAAAANANGGGGGGGGGGG 
Sequence 648 

TGGCGGCCGCCCGGGCAGGACTTTNTTTN I I 1 1 I I I I I II II I I M I I I I Al I I I II I I I 

NA I I I I M I I I I I ! I I I I i I 1 1 I II ! I I I I I I I I I I II I I I I I I M I I I I I I I I II I 

TTT 

I I I I II II I I I I I I I I I I I I I I I I I I I I I I CCCNGGGGAANNCCCCNTTNTNNGGNNTTT 

CCCCCNNNGGCNCCNANANGTNAANCCNNCNNANCCNNGGGGNNGGGGNCCNCNNNNCCC 

NNNNGNGNNNNAANNNGGNTNNGNGGGNGGGGNAAAAAAGGGGGGGCCNANGGGGNCCCC 

NCCCCNTTTNNCTGGGGGGNNAAAAAANGGGNCCCCCCCCCCCGNNAAATTNGGGGNNNT 

NAAAAAANANGGGGNCCCCCCCNGGGGGGGGGGNNAATNTAANANAAAANTTTTNNTNCC 

CCCCCCCCCCCCNGGGGGGG 

Sequence 649 

TTGACTCCCGCGGTGGCGGCCGAGGTACACGATAGGAAGAATGTATATTCTGTGGTTGTT 
GGGTGGAGTGAATGTCTATGAGGCCCCTGACTTCTTTCATTCAGGAACACAGATTCAGAG 
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CTTCTGCTGTGCAGTAGGGGGCATCAATAGTTCATTTTCTTTTTATTGTCTGCTACCAT 
T 

CCATTGTATGGATTCMCCTAGTCTGTTTATTCATTCTCCCAGGCTTTCCACCAGGCC 
AT 

CTCTTTCACTTCGGGGGCACCTTTCCCAGGGAGATGAAGAGACACAGGTTGGCCTCTGCT 

GGGACTCCACATGTCTCCCCGCGTACCTGCCCG 

Sequence 650 

TTGACTCCCGCGGTGGCGGCCGAGGTACTGAGTGGGGAAGAAGGTAAGAAACACGTTGAT 

TAACACCCTGTGTTCTGGCAGGTGGGATCAGCAATATGTAATCCAACTCACCTCCATGTT 

CAAGGATGTCCCTCTGACTGCAGAAGAGGTGGAATTTGTGGTGGAAAAAGCATTGAGCAT 

GTTCTCCAAGATGAATCTTCAAGAAATACCACCTTTGGTCTATCAGCTTCTGGTTCTCT 

C 

CTCCAAGGGAAGCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTGCACTAGA 
TAAGCAGCACAATGAGGAACAGAGTGGTGACGAGCTATTGGATGTTGTCACTGTGCCATC 
AGGTGAACTTCGTCATGTGGAAGGCACCATTATTCTACACATTGTGTTTGCCATCAAA 
TT 

GGAC TATGAACTAGGC AGAGAACTC GTGAAAC ACTTAAAGGTAGGACAGCAAGGAGATTC 

CAATAATAACTTAAGTCCCTT 

Sequence 651 

GACTCCCGCGGTGGCGGCCGAGGTACTGCGTTATGCAGAGGTGTCCAGCCCCCTTCCTCT 

TCCTGGAAATTAACATTGGCTCCACCTTCCAGCAATTGCTGGACCAGGTCAACATCTTCG 

TTTTGAACAGCTTTAATCAGCAAGTGATTGTCTTCCACTGCAGCCCTTCTACCGCTGGAG 

GACGTGGGTCCCTCCTGGGGGTTGTTATGATCCCTGCTCTCCATGACGGTAAATGCCACC 

TGCTACCACTTTTAGCCTTTTCCTTGAGAAAATGCAAATTTATCTCCTAGCACTTAATC 

A 

AAGAAGCTTTGAGTGTAAATTGGGATTCTCTGGCAACAGAGCAGCAGTATGAAGAAGGAA 

CAATGTTCTCAGTCTTCTGACATTCCACCTGCTCAACTCAAGACGTCTCAATTATTCCT 

T 

TGGCAGCCGCAAAGCCTGGAAGACTGCTTGCAGCCCGAGCAGTTTCCTCCTGCTGCCCCC 

GCGTACCAGTGAGGAAGGA 

Sequence 652 

TTGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGAGGGCCAGGTCTCAGGG 

CTCCTGGAGCTGCAGGCGGCGGGAGGGGCTACAAATGCTTGACTCAGTGATGCAGAACCT 

TTCAGAGTTAGCTGGAAGCCACAGCCCTGCCTCTTGATGCAGCCTGGATCCAGCCGGTGT 

GAAGAGGAGACCCCTTCCCTCTTGTGGGGTTTGGATCCTGTGTTTCTAGCCTTTGCAAAA 

CTCTACATCAGGGATATCCTGGACATGAAGGAGTCCCGCCAGGTGCCAGGTGTAl I I IIG 

TACCT 

Sequence 653 

TCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTGTGAACTGAGGAATTATAGATAAACCTT 
AGGTCAAATCATTTCGCAATTGCATTGGTGGTATTGAAAAATGATGAGATTTCTCTGACA 
GAGAGCTTTGTCCTAG I I I I I GTTCTTCATAGGTCAAAACTGGCAATATTCTCTTGTCT 
G 

CAAGATAAAGTGTTTGTGCTTCTATCACCATATGCATGAACATGTAAGAATCAGATACAA 

TTTCTGCTTCATCAGTTTCACATGTTCATGTTGTCACTGAAAAAATGCATCTACTGTTT 

A 

TAGCTCCCAAGGAGACCCCAAATCC I I I I I I I CTTTTGAGATGGAGTCTTGCTCTTGTT 
G 

CCCAGGCTGGAGAGCAGTAGCGCGATCTCAGCTCACTGCAACCCCCACCTCCTGGGTTCA 

AGGTGATTCTCCTGCCTCAGCCTCCCCAGTAGCTG 

Sequence 654 

GACTCCCCGCGGTGGCGGCCGAGGTACCTGTTACCCTTTCAAAAGTAAGTTCTCCATCCC 
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ATAMGCCATTTAAATTCATTAGAAAAATGTCCTTACCTCTTAAAATGTGAATTCATCTG 
TTAAGCTAGGGGTGACACACGTCATTGTGCTATATGTATGTGACTTCCCTCCCCCTGCCA 
GAATACTCCTTGGTCMTTGTAGGTATTCTTTTTGGTTTMTTTTTGCCAATGTAATT^ 
AAMTGGTATGTCATTTTTAAAATTTGTATTTCTTTC^ 

AGTATTGTTATTGGCTTTTCGTATTCCTCTTAACGTGAACCGTCTGTTCATTGTTTTTA^ 

CTGTTTTCGTTTTAGCAAGTAAGTACCTGCCCGGGCCGGCCGCTCTAGAACTAGTGGGAT 

CCCCCGGGCTGCAGGAAATTTCGATATCAAAGCTTAATCGATACCCGTCGACCTCGAGGG 

GGGGGCCCGGTA 

Sequence 655 

TNCCGCGGTGGCGGCCGAGGTACGCGGGGGAAGTCGGCCATGGACTGGAAAGAAGTTCTT 

CGTCGGCGCCTAGCGACGCCCAACACCTGTCCAAACAAAAAAAAAAGTGAACAAGAATTA 

AAAGATGMGAAATGGATTTATTTACAAAATATTACTCCGAATGGAAAGGAGGTAGAAAA 

AACACAAATGAATTCTATAAGACCATTCCCCGGTTTTATTATAGGCTGCCTGCTGAAGAT 

GAAGTCTTACTACAGAAATTAAGAGAGGAATCAAGAGCTGTCTTTCTACAAAGAAAAAGC 

AGAGMCTGTTAGATAATGAAGAATTACAGAACTTATGGTTTTTGCTGGACAAACACCAG 

ACACCACCTATGATTGGAGANGGAAGCCGATGATCAATTACCAAAA 

Sequence 656 

CGGTGGCGGCCGCCCGCCTGGTACGCCCAAGGCATTTAATGCCCACAGTAACAGGGCTGT 

TTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTTGTGCTGAGAGGGGGAAAGAAGC 

ACAAAGTTTGGTCTGTTGCATAATTGAATTnTAACACTCTTATCCACAACAAACACTTT 

TTCGTGTCCTGCTGTGTAAAAGACATCAGATATATTACAGATTTTCAAACAGGTGAGCAT 

NCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTG 

Sequence 657 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATTCCAATGAAGAATTTCTTCATTCTGA 
TCTCCTAGAAGACAGCAAATACCGAAAAATCTACTCCTTTACTCTTAAGCCTCGAA 
Sequence 658 

CACGGGTGGCGGCCGAGTACCTTGTGGGCATTAGGTCANTNTTGTTATACACTTTCACAA 

AAGATTTTATCTTTGATCTCTTGGCGATCTTCTTCTTGCCCATGGCAGCTGTCACTTTG 

C 

GGGGGTAGCGGTCAATTCCAGCCACCANAGCATGGCTTGTAGGGGCNATCTGAGGTGCCA 

TCATCAATGTTCTTAACGATNACAGCTTTGCGTCCGGAGTAGCGTCCAGCCAGGACAAGC 

ACCACNCTTCCCAGGTTTCATGAACTTGCCCATTTCGGCAGCAACCACCCCGGGGCNCTA 

CAGCAAAAAAGGCCCCCCGCTGTACTCTGCCCCGGGGCGGGNCCGCTTCTAAGAAACTAG 

GTGGGANTCCCCCCGGGGCTGGCAAGGNAATTTCCGAATATTCAAAGCTTTATTNCGATA 

ACCCGTCGGACCCTCGAAGGGGGGGGGCCCCGGGTTACCCCAAGCTTTTTT 

Sequence 659 

CTCCCGCGGTGGCGGCCGCCCGGGCTGGTACGCCCAAGGCATTTAATGCCCACAGTAACA 
GGGCTGTTTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTTGTGCTGAGAGGGGGA 
AAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGAATTTTTAACACTCTTATCCACAACA 

A 

ACACTTTTTCGTGTCCTGCTGTGTCAAAGACATCAGATATATTACAGATTTTCAAACAG 

G 

TGAGCATCCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGGAGTGAGGAG 

ATTTGGTTGAATGAACGCTAAGATGGCCAGACNCACCTCTTNGATCTCAACTCTGCAGCC 

TGGG 

Sequence 660 

CCGCGGTGGCGGCCGCCGGGCAGGTACTATGACCTGAAGAGGGCAGAGGCCATCACTGTT 
GGTCCGGTCTCCACCTGGGGAAACTGAGGTTGCACAGTGTCTCTGTGGTGACGAGCAGGG 
CTTCATCCAGTGCCTCTGTCCCCACCGAGGGGACTATGGGAGACATGGAGGGTGTGTGAG 
CAACAGGTGAGACTGGAGCCAGCTGAAAACTGGGAGACCGACCCAGCCAACAAACAATGT 
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CGGTCTCTGTCTTGGCACCTGCAGGAAACAAGCTCCTACTTCCAGAAAAAGTGCTCCTGG 
GACTC CAGGATAC C AGGC ATCTGGGTAAGCTACAATGCTTAAC C ACTTAACACAATCAGG 
AAGCAACAGCCATGCATTCGGGGAAAGGAACTTCAGTGTTGTGTGGCTTAGTCTCCAGAC 
CTAACTTTTCTTTGGTACCTCGGGCCGNTCTA 
Sequence 661 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGACGACTTTTTTCTCACCATGAA 
TGTCACCCCAGAGGTCAAGAGTCGTGGGATGAAGTTTGCTGAGGAGCAGCTGCTAAAGCA 
TGGATGGACTCAAGGCAAAGGCCT 

Sequence 662 

GAGCTCCCCGCGGTGGCGGCCGCCCGGGCNGGTACI I I 1 1 M 1 1 I I I I I 1 1 1 1 1 1 1 I I 

TT 

TTTTATTTTTTTA I I I < I M I I I M I I I » I H II I I I 1 1 I I I It I H » M » II I I I I 
TTT 

TTTTTGGNCNANANAAACNAG1TTTTTNAATTNATTNAGGGGGAANGNGGGGNGNCTTTG 

GANAANCCNCNNNGAGGGCTNTNGGGGNGTNTCCNGNGGCNNGGGGGNNAGGGGTNGGGG 

NCTNGGGGNGGGTTTNAGGGGCCCNNGNCCCNNGGCCNCTNTAAAACNAGGGGANCCCCC 

GGGGNGGN GG AATTGGATNTGAAGGTTNTNGANGGGNG6666C6CGGGG 
Sequence 663 

TCCCCGCGGTGGCGGCCGAGGTACTTGTGGAAGGTAGTGACCAGCACAGCCNGCGCCTGC 
TCCAGAGAACTGCACATCATGGATCTGTGGCAGACCAGGTGGCAGAGACAGACCCAGGAA 
GGAGAGCAAGGCCCCCGCGTACCTGCCCG 
Sequence 664 

TNCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGCGGTATCTGTATCGGGCCNTACTGG 

CTTNANGNGCNNNATTCCCTTCCNNGNCCCCCCCNGGGGGNCCNCAANTAAGGGTTTNGG 

ANCCNCTNTTTTTTNATCNCGNCAGCANCTTAAAATGCCTGGGAAGATGGTCGTGATCCT 

TGGAGCCTCAAATNTACTTTGGATAATGTTTGCAGCTTCTCAAGCTTTTAAAATCGAGA 

C 

CACCCCAGAATCTAGATATCTTGCTCAGATTGGTGACTCCGTCTCATTGACTTGCAGCAC 

CACAGGCTGGGGAGTCCCCATTTTTCTCTTTGGAGAACCCAGATAGGATAGTCCACTTGN 

ATGGGGAAAGGTGACCNAATGGAGGGGGACCACATNTTACGCTTGACAATGNATCCTTGG 

TTAGGTTTTTGGGGACCGAACCACTCTTAACCTGGTGCCCAAGCAACCTTGGNGGAATCT 

ANGG N AAATTG 

Sequence 665 

TCCCCGCGGTGGCGGCCGAGGCTAACAAGGAAAGCCCCTGGAGCTCCTGTAATAAGAATG 

TGGTTGGAAGATGCAAACTGTGGATGATCATCACCTCCATTTTCCTAGGTGTCATTACAG 

TGATCATCATAGGCTTATGTCTTGCTGCAGTAACTTATGTTGATGAAGATGAAAATGAAA 

TACTTGAATTATCATCAAACAAAACATTCTTCATCATGCTGAAGATTCCAGAGGAGTGTG 

TTGCTGAAGAGGAATTGCCTCACCTGCTCACCGAAAGGCTCACAGATGTGTACCT 

Sequence 666 

GGGTGGCGGCCGCCCGGGCAGGTTTAATCTCAGGTCTCCCTCATACACTTCTCAGCCTCA 
GCACCTAACCCTCACACAACACTCCAGTATTGATGCAGTCAATCTTGTATAACAI I I I I 
T 

GAATGTCCAATGTGCAAAGCACGATGTTGGAAATTATACAGAGGTGAATAAGACAAAAAC 

TCTTGCTCTCAAAGATGTCAGTCTTTTTCTTTGCAAGGATAACACATGTAGAGTAAAAT 

G 

CATAAAGGGGACTAATTTTAAATGTACCT 

Sequence 667 

GGCCGAGGTACTGGAGAGTCGGCTTTGACCATGGCCTCAGCTCAGCTCCAGGTTTGGAGC 

GGAATAAAACAGGAGCTAGCAAGATGTCTCATCTGAGCTTCCCAGTGCCCAACTTATCTG 

AGGCCTGGGGCTGAAGCCAGCGCTGACGGAT 
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Sequence 668 

GGGTGGCGGCCGCCCGGGCAGGTAC I 1 1 I 1 1 I I II 1 1 I I I ! 1 1 I CTGGTCGAAAATTT . 
TT 

GTTGGAATTTTAAAGAAAAGAAAGGCAAAGTAGCACTCAGATGGCCTTTTTTTGTAAAGT 
GAAGTCMCCTAATACTCTGGTGCTTACTTTGCAAATCTTTTCCATAAGTCAAGTATTA 

G * 

TGTTAACAATACAQTTAAGAAGTAAGGATAA^CCCATCAAGGTCCACAGCTAAATAACCA 
GCAGATTCCCAGAAACTTTATGTATTTGGGAAAAGTAAAATATACAACAGACATATCCCT 
GCCCTGATTAAGAGGGTAGATAAAMCAAMCATAAMCAATTTTACTTGAGATAGTAAT 
AAGTTATTTGAAA 
Sequence 669 

GGATCAATAAAATCTGTGTGTTACAGCGGCAGACTGAAGGACGGGTGCCTGTTTTCAGCC 

ATGAGGTAGTCCCTGACCATCTGAGAACCAAGCCTGACCCTGAAGTGGAAGAACAGGAGA 

AGCAACTGACGACAGATGCTGCCCGCATTGGTGCAGATGCAGCCCAGGTTGGACTGAGTC 

ACTGCCTTGCTGCCCCATCCCCATCCCATCATGAGAAGCTAGGCATTACCATTCCTGTCT 

AGTAGGGATACATAGTTGGTTGCGCCTAAGTTGCTTCTGGCAGAACCCAAGGAATAAATT 

TCTCCATATCGmNCTAGTTAGGCTAAJCTGTGGAGAAATTT^ 

A 

GATCCAGAGCTTGAATA 
Sequence 670 

TNCGGGTGGCGGCGCCCGGGCAGGTACATTC M I I I II II I I I I I AAACTTTTAGGGT 
CT 

TGCCTATTTGCATCCTMGGGCAAMGGCTTAGAGATATCAANGGGGCTAATNtmATN 

GNCAGACCATGeCGdATGTAAAATTAGCTGCTTTGGTGTGGGCTGCAAAAATAACAGCTA 

CCATTGCAAAACGAAAATCTTTCATTGGCACCCCTTACTGGATGGCCCCAGAAGTTGCAA 

GCAGTAGAGAAGAATGGTGGCTACAACCAACTCTGTGATATCTGGGCAGTAGGAATAACA 

GCAATTGAACTTGGAGAACTTCAGCCACCTATGTnTGATCTCCACCCAATGAGGGCTCT 

CTTCTTAATGGCAAAAAAGTAATTTTCAGCCTCAAAACTAAAGGGCAAAACAAAATGGGC 

ATC AAC ATTC ATAATTTTTGTC AAAATAGC ACTT ATC N AAAAAAAAAAAAAAA 

Sequence 67 1 

gctcccgpggtggcggccgaggtacgcggggtcttctcatgctccgtgatgcatgaggct 
ctgcacXaccactacacgcagaagagcctctccctgtctccgggtaaatgagtgcga 

Sequence 672 

agctcccgcggtggcggccgaggtactcttctgcactgttctttctttctaataaaactt 
tci i n icgaacctatacfgtcttctgtaaattcttcttactaccctatgacccgtgag . 

C , 

CAACCACTTTCCGATGCCAGGGTTCJGACACCTCACCTGGCATAATATAAAGTGTTTT 
TT 

TTTTATACCCTTCCACTTGGAAAGACTACAGAGGAATCTTGCACTGCATACBTTCAAACTA 

AAMGAGAAG/VGTt/f\T7ACeT0AAAAGCAAGA6^^ 

CAAGGGAAATpATTTv^AGM 

GTGATAApTAAATGTTTAGGAATAAAGGATGGAQACATGQTTATTTTATTTAACTCCCC 
C ' - 

CNA/VAAAAA 
Sequent 6?3 

GGATTGApGTCCGCGCGGTGGCGGCCGTGCCTCTTAATCATGGCCTC^GTTCCGAAAACC 

■aacaaaatacgaaccgcg6tcctattccattattcctagctgcggtatccaggcggctcg 
ggcctsctttgaac actctaa i i i 1 1 ^1 caaagtaaacgcttcgggcgccgcgggacactc 
agctccgcgtacc 

T 
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Sequence 674 

AGCTCCCGCGGTGGCGGCCGAGGTACTGAAGCCCACCAGTGTCCGGATGGAAGTCTGCAT 
CTGAGGTTGCTCAGTGTCCCGGTCATTCATTTACACATTTTAACTTGCATTAAAGAGCT 

G 

TTCTTTTCTGTGGCCTAGACTCTTTTCACTGATCTCAAAATAAACTGGI INN ICAAAA 
AAAAAAAACAAAAACAAAAAAAAACACAAAAGCTGCATGTCTAAAATTAC ATGGAGTT AG 
TGTCTATTCTTTTTCCCCTTTTGCAGCAACTTACACAGCATTTTTAACACCI I I II I I IC 
TAGTTTTTTTGTTCGGTTTTGTTTTCCATCAGGAATTTGAGTTCTCTC 
CTGTGGGACATAGGAAAACTCAGTAGAAATACCTTTGGTGATCTTGTTGAGTTTAAGTCT 

GATCTTGGATCTTAAACTCA 
Sequence 675 

NATTGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGCTGTAGTGGCTTCGTCTTCGGT 

TTTTCTCTTCCTTCGCTAACGCCTCCCGGCTCTCGTCAGCCTCCCGC 

Sequence 676 

NCCGCGGTGGCGGCCGCGAGAGCACATGATGACCACGCCATCGTCCAGTATGAGTGGGCA 
CTGCTGCAGGGGGACCCGTCAGTGGACATGAAGGTAACGCATGTTGTCACTGCTGGCAGC 

TAGGTCTGCTGGGGCACAC^ 
CG 

Sequence 677 

TCCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGGATTCTGTAAGTATGTAGCAGTG 

TTTCTTAGGTAAAAGTCTCTTTTTGCTACTGAAAGGGAAATGGTCTCTAAACACTGGTC 

A 

CTGTAGCAGGTAAACACTACTCTAACGTGGAGAAATGAGCTTCATGCTGAGGTAGTGGTT 

GCCTTANAGCTGTTNTTNNTNCTGNANAAANCNAAANGGGTTTGNNTCCCNGNTANNNTN 

NAATTTNNTNTTTGNCCTAAAGTTTTCNTNTCCCNCNNGCCCNANNTTCCCCGGGGNAGN 

TTTCCCCTTTTCCCGGGT1TTNAAAAANNGGNGGGNGGNTTTAACCNGGNCCCCCCGGGN 

CCCCCCCANNTTTTTTGNAATTTCCCGGGNCGGGCCGTTTTTNAANNAANANGGGGGTCC 

CCCCCCCCNCNCGGGNNNAAATTNTNTTNAAANACATTTTTTTCCCCCCCCCCNCCCCCC 

TCCNGGGGGGGGGGGNNGGCCCCCCCCCCCTN 

Sequence 678 

GCTCCCCGCGGTGGCGGCCGAGGTACTTGTGGCATGACGTCGATGATCGAGTTCANGGCT 
NTCTCCANCTNGGNCNACATGATGCCCACGGNCTNGCCCCACCAGGTCTTNTGAAAGACA 
GNTGACANGAGACATCCNCGCGTACCTGNCCG 
Sequence 679 

NCCGCGGTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCGATCCCCT 

CTTCTCATCACTGCTGCTCCAACTGGATTTATTACTCCGGGAATGGTCTGAGGGGGAAAA 

CCAATGTGTTTAGCGTGCCTGCCCACCTGCGCCTGAGCACAACTATCCTGCAATCTGACC 

TGCCCCTCCTGCACAGGAAACCACCTTCCCCTCCCAATTGATGGTTCAAACACTGCCACC 

GCTGACTGCCCTGCATCTGTGGGTCTGTAGAACAGAMGGCAGAACAACTTATTTTTTAG 

GATTTAACGACAACCGGTTGAAAAAAACCGGTAGGGGTGTCNTGCTCACAGAGAATAAAG 

AT7TGTAGAAAAGGNGCTGAACTGCCAAGGAAGGCATTTCTTGTGCCGTGTCTGGAACCG 

TGTATCC7TACTACATCACTGAACGACACCAAAGCACCCCATGCACTTTTTGGGTCCAAC 

CT 

Sequence 680 

NATTGAGCTCCCCGCGGTGGCGGCCGAGGTACAAGGGGAGGTAATGATGGGAGCTCCACT 
CCTTGGACCACCAGCTGGTTCTGGACCGTATCCCCATGAATCTGTTTGAACGTAAGGAGG 
AAGTCAAAAAAGTTCTTATTTAGGGTTTCTTTGAGATGTGGGGCCACTTCCATTCCCA 
CC 

CGGCACAGGTAGGCACGGGCATACACCGACACTAGTGGGTCTCCGATCCCTCTGATCATG 
CATGTCAACCGGGGCAGGCACTCTGAAATTCCCGTTTTGGAGAGGAATTTGTTACATTTC 
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AGGATGGATGCCTCCACGTAAAATCTTGGAATGAGTTCCCTGATGGAGGCAATCTTGAAA 

AACCAA7TTAGGCATGTTTCCTTGGCCGTGTCATTTGCATTCTCTGGAGAAAAGTGAT 

CT 

GGTAAGACGCTGCGGCTATCCACACACATGGAAAAGATGC 
Sequence 681 

GCGGCCGAGGTACCCTAATGTAGTAGTAMTTTAAGGCCTGTCGA.GGAMTTTTAACACT 

TCCAACAGGTGACTATATCAGGAAGGAGAAAACCAAGTGCnCCTGdTtCACCTTCTGCT 

GCTTTTGGGACTTTTTATGAAGCCTAGGTAGNCTNAGGACANGACCCTGAACCCATTTTT 

TCACTGGGAGAGGAAAACCACCAGGCTTCTCAGCTATTGGCTTGGCAACTCTTGGAGTTC 

CTATGGCTTCCATCAGGGGCTCCAGGCCCTGATAAGTGGCCTCAGGCCAGGNAGGGAGGA 

TTCGGNGTAGCCGGGATTGGGGAGCAGCTAGGTNCAGGGAAGGNTGGGAAAATAGGGGAC 

CCANTCCCCCAAAACCACCGTTTGGCCGCNATGGATGGAATTTGGAGGGGAACTGGGACC 

GNTAAGTTTCTGGCATTGCCTGGCCGGNTTGGGATGCCTTCTTCGGGACTGGCTCCCAGG 

GCCGAATNTTTTTCAGGGTCTTGCAAGCCCGGCT 

Sequence 682 

TTGACTCNCCGCGGTGGCGGCCGAGGTACTCTCGTTTCAGCTGGGCTCTTATGGCCAACC 
GCT CGGC TTG CGCC CGCCGGGm.C.CGGAGATAIGTTGTATTCGGCTGGGTCGAGGGTCT 
CAGGCAGAGTGCGCAGGCTCGACGGCTTATACTTTGGGAACGACATCTTGGCGAACCAGG 
GCACAATTGCGCCTGCGCGATTCTGAGGCCCTTTGTCTCCCCGCGTACCTGCCCG 
Sequence 683 

GCGGTGGCGGCCGCCCGGGCCGGTACGCGGGATGGCACATGCAGCGCAAGTAGGGTCTAC 

AAGGACGCTACTTCCCCTATCATAGAAGAGCTTATCACCTTTCATGATCACNGCCCTCAT 

AATCATTTTCCTTATCTGCTTCCTAGTCCTGTATGCCCTTTTCCTAACACTCACAACAA 

A 

ACTAACTAATACTAACATCTCAGACGCTCAGGAAATAGAAACCCGTNTGGACTATCCTGG 

CCGGCCTTATCCTAGGCCCTAATGGGCCTCCATCCTTACNNATTTTTTAAANAANANAAA 

NGGGGGAANGGACCCNTCNTTTANAAAAAAAAAAATNGGGCCCNAANGGTTTTNGCCCCC 

NGNGGGCCCTNGGGCNTTTTTAAAAAA^4NGGGGGANCCCCCGGGG^IGGGGGGGANTNTTT 

TTAAAGNTTTTTTCCCCCCCCCCCCCCGGGGGGGGGGGGGNCCCCCCCCNTTTTTT 

Sequence 684 

CCGCGGTGGCGGCCGAGGTACCCCATGCAATATANTGGCTCTACAATCCTCAGCATGTTA 

ATCGAAGCCTTGTTGAGCTTCACAAAGGTTCCATTGAAGATTTGACNGAAGGCGAAGAAG 

CTGCAACACCTTTCGAACCTTTGGGCTCACTCCATTGATACCTCTGATTCTGATGACAAA 

CGCCAATTTGGGTTCTGCAGGTACGAGGACATTTTGCCCCGCGGCTTGTTGGGGTCTCCT 

TTACCCATGTTGACAGATCCGCGTCCACCCGAGGGTATTGGAGGGTATTCTTGCCTGGTG 

CGAGCTTTTCCTCAGAGTCCCGCAGAGCGGCCGCTCTAGAACTAG 

Sequence 685 

CGGTGGCGGCGAGGAC I M II I I I I i i I f i I I I I I M I I I I I I I GAGATGGAGGTTTCC 
G 

NTCTTGTTGCCCAGGCTGGAGTGCAATAGAGCGATCCCAGNTCACTACAACCTNCGCCTN 

CCAGGTTCAAGCAATTNTNCTGCCTCAGCTTCCTGAGTAGCTGGGATTACAGGCATAAGC 

AACCATGCCCAGCTAATTTTGTATTTTAGNANGAGATGGGGGTTTTTCNATTNTNGGNAA 

GGNGGGTTTTGAACCNCCCCCCNNNGGGGGNCNCCCCCqCTGGGCTCAAAAAAANGGGGN 

GGTTAANTANGNGGGGGGGNGGNCNNATATTCCNjCGCCTTGTATAAAAAAAAAANANCNC 

CCCCCNCCCGGNGGTGTGGATATANATATTTNTACATTNTATNTTTTNTCCNCCCCCC 

NC 

GGG 

Sequence 686 

CCGCGGTGGCGGCCGCCCGGGCAGGAC I I I I I I I I I I I I II I II I I I TTTTTGGTTTTT 
T 
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I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I n I I I I I I II I AAAACNGAAAT 
TCTT 

CANNCTTTATNAAAAAAGGNCNTAANGGGCCTNTTATTAAAAAANGNNTAAAANCCCCAN 

AAATTCNGGGCCCCNGGGCNGGGCAGGGNTGANANCCCTTAAAGGG 

Sequence 687 

GCCGAGGTCGCGGGGGCTTACGATGGCNACAAGTATGGCGGCTGCTAGTGGTACGATTTG 

AAACGTGCTGAAGAGTATCGAAGAGCGGAAAGAACAGACCCGGAATGCCAGGGCCGAGGT 

GTTGCGCCAGGCTAAAGCCAATTTTGAAAAAGAAGAAAGGCGTAAAGAACTTAAGCGACT 

TCGGGGTGAGGATACATGGATGCTACCTGATGTGAAT 

Sequence 668 

CTCCCCGCGGTGGCGGCCGAGGTACACTCGCCAGCGGTTTTGCCACAAGAGTATACCGGA 
ACAAAGGAGACANGGCTCATTTATAATCTGACGCGGCGACCCTCCTGCTGCGTTCGGTTT 
CCATTGGCTGGGACGGGACCTCACCTTCTGTATTTGTCCCGACTGGCTAGCACTTAGAAC 
TTTTTAAAAG AGG C AAA 
Sequence 689 

CTCCCGCGGTGGCGGCCGCCC GGGC AGGTACAAACTG^CACTC^ATAGGTAGTTCCTTT 
GGTGGTCAAGGTGGCTCTACCT 

CACACATCAGGCCAATCAGGAACAATATACAGATGCTCCCACTGATCACAGAGAGAATGT 
AGTTCTTAGATGGAGACGTCATTACTTGCATGGCAAGATCAGAGAAGCCATCTGCTGGGG 
CCACCTAGAATGACACAAGGCAATGTGATTCTCTGAGAGAGCACTGGGCTGGTGGCAGTG 
CTAGGTCTAACTTATCCCTCTCAGTTCCTAGTTTAATTTATGTCTTTTCTTTTGGAGAG 

G 

GAGGGGCAGGAGATAAGAAAAATCAACACAGAGCTACAACTCTTTTTCCTGGATCATAAA 

ACTATACCCCACGTCTACTGCACCAAAATTAGGAA 
Sequence 690 

CCCGCGGTGGCGGCCGCGTTTGTTTCTTGCCGTCCTGAGCGATGGAGCCCGGGGGTGCCT 

GGTTATTGTCCGCTTTCTCTCTCAGATGCTTGGCTTGI I I I I CAAGAGAACCTTTTTCG 

A 

TATTCATTGCTCCATCGATTGGATCCAGTCCTTGTTCAGAAAATTGTTTCAAGGCACTT 
A 

AGGCTGCCTGAAAGCCTTGAATCCTTGCTAAATATTCCAGTTGNTTTGAAGGTTGTACCT 
Sequence 691 

GCGGTGGCGGCCGAGGTACTACAGGAAGAAACTAGAGGAAACGGGAATTTCATCCATGTC 

CTGTGTATCTGCTGGCAACAGGTCAGAACCGGCCAGTATGTTATTCCCTGCAGGCTGCCT 

AGGGTGCTCTCCTCAAACAGATCACCTGAGCCTCCTGCATCTATGAAAGTTATGACACAG 

CAACCAGTTACTCAGAGTCTGATGAGAAAAACAGATTTTAGGTTTGGGAAATGGGATTAC 

TGTAATTTACACATCCAAATGCAMCTGGAGCTCTGATTTGAATTCTACCCTGGGGGAAG 

AACTTTGATGCTAACCCAACAAGGTACCCTGCCCGGGCGGGCCGCTCTAGAACTAGGNGG 

GATCCCCCCGGGCTGCAAGGAATTTCGATATCAAGCCTTATCGATACCCGTCCACCTCGA 

GGGGGGGGGCCCCGGGTACCCCAACTTTT 

Sequence 692 

GAGTGACTCCCCGCGGTGGCGGCCGAGGTACACCAAATGTGACATCCTTTCCCAATATAG 

ATTACTTCATACCACATTGTCAAGGAAAGGACTAGAAGAATTTTTTGATGACCCAAAAAA 

CTGGGGGCAAGAAAAAGTAAAATCTGGAGCAGCATGGACCTGTCAGCAACTAAGGAACAA 

AAGTAATGAAGATTTACACAAACTTTGGTATGTCTTACTGAAAGAAAGAAACATGCTTCT 

AACCCTAGAGCAGGAGGCCAAGCGGCAGAGATTGCCAATGCCAAGTCCAGAGCGGTTAGA 

TAAGGTAGTAGATTCCATGGATGCATTAGATAAAGTTGTCCAGGAAAGAGAAGATGCCCT 

TAAGGCTTCTTCAGACTGGTCAAGGAAAGAGCTAGACCTGGTGCTTGGAGAAGAGACATT 

NTTTNGGAAGAATCATTTTGGCCCAAGGTTCAAGCNNTGGGGTTATTCCTTTGGCCCCCT 

TAAATTAAAAAGGATNCCCATT 
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Sequence 693 

TCCCGCGGTGGCGGCCGCCCGGGCNGGTACCTCAGGGACATTTAAGAGTTGGACGGTGCA 

AATATATTCCAAAAGGGTGCAACATGACACAGTGTATCCCCCTGCTTCTGTTTTTGTAT 

A 

TTTTTGCTACT 
Sequence 694 

GGTCTCTGTTGGGGCTCCCCTTTCCTGAACTTTGGCCAAAGACAACAGGATATTCTTGGG 

GGTTTTGTTGTTGTTTTGTTGGCATNNTTTCTGTGCCTGTTGGTGATTCCAGCACAGN 

CC 

AGNGANCCGNGTACCTGCCC 
G 

Sequence 695 

GTGACTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGTATAATGGAGGCTGACCAGAGC 

AGTTTAGGAGATTGTAAAGGGAGGTTTTGTGAAGTTCTAAMGGTTCTAGTTTGAAGGTC 

GGCCTTGTAGATTAAAACGAAGGTTACCTAAATAGAATCTAAGTGGCATTTAAAACAGTA 

AAGTTGTAGAGAATAGTTTGAAAAAAAAAAAAAAAAAAAAAAAAAAGTACCT 

Sequence 696 

NCCGCGGTGG^GGCGGCCGAGGTACAGCAGGGTGCCTCATGCAAGAGAGGACTGAGTGG 

ATTTTCCTTAGGGATATTTATGAACCTTAAAGCAGGAGCTTAAAGGGAATTTGGGCCATA 

TTAACCACTTAGGTCATGATAAATGATTACATTTTTGGACATTTTGGTGTCTTAATGTC 

A 

GCAAGGGTTGCACGATAAGTTTTGACATGCATGCATGGGAGACATGTAGAAATTCTAGTT 
ACTTACAAGI I I 1 1GGGGAAGAAGCCTGGACCCAGATGCCAGCTTTAAATAACAGGGGAG 
TCTAATTACTTCTAAATTCCTCACATAAGGAGTTTTTGCCTCTGGATGGCCTGCTTGAT 
G 

GNCCTAGGGNGATCTTTGCCCCTTTTATACTAANAAGCCCTTGCCCTGGAAAGGGNTNTT 
TGGGCNNTNAAAAAATTGNGGGCCGGGGGAAANGGGGGAAACCANTTTTGGGCCCCCCNT 
NNNGAATTANAACCCC I ! I I I I I I NGGNGGGAAAAATTTNCCCCCCCCCCCCGGGGGGGC 
CCCCTNTTTTTTGNGGGGGGNANAAANCCCCCCCCTCGGGGGGGGAAAAAAAAAA 
Sequence 697 

CGCGGTGGCGGCCGCCCGGNCAGGACGCGGNGANGACAGCGNCAGGCGCTTGATTTCCCT 

GAGTCCCGGTGCCTCANCTGCCCAGNGCCCACGTTCGTAAGAAGGCAACAAGNTCTTCTC 

CTCTACAGAAGGATTTTGCAAACANTTCGGCAAGNTCCAAATGATTCTGATCGCAAATAC 

CTGGAAGATTGGGCAAGAGAAGAATTCAGAAGAAACAAANGTGCCACCGAAGAGGATACA 

ATCCGGATGATGATTACTCAAGGCAATATGCAGCTCAAGGAGTTAGAAAAAACACTTGCT 

TTAGCAAAATCTTAACTATAG C ATTATTCTGAAGGGA 

Sequence 698 

ANCCTCACCGCGGTGGCGGCCGAGGTACGCAGNCCNCCTGTAGGGATCNGTNTTGTTCNT 

GACNAGCCCTACGGTAATGCAGCCCGGAGCTTGTTTTCCGTAGCTGGGGACAATCTTCTG 

TCCTTGCTGTTCATGTCGTGGAAGAGAGGGGCAGAGTCTTGCTCTGTCACCCAGGATGGA 

GTGCAGCGGCGTGATCTCAGCTCATTGCAACCTCCACCTCCTGGGTGCAAGCGATTCTCC 

TGCCTCAGCTTCCCAAGTAGCTGGGATTACAGGCGTGCACCACTACATCCAGAGACTGGG 

ACTACAGGCATGGATTTTCAGGTTTATAACATGGCAGAGTGAATTCTGGCAACACACTGA 

GTGATGCTTGNCAATGGCCACTATCAGGAATTTAAAACAAGATTT 

Sequence 699 

CGGNGGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I GTTAGTGTTTTCTGATGTCTTTT 

CTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACATTCTCACG TTTCTA GATTTTTAG 

CTTTAGCTTTTGTGTTTGGGACTATGATCCATATTTAGTGAATTTATTTTTC 

GAGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATTTTTGTGAATTGC 

GGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGG 

AGTGGAGGACTAGATCATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATCTT 

GTTGGGACCCATGATGCCCCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATG 
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GTCACTGG 
Sequence 700 

CGGCCGACTTGATGAGCGGAGAGACCTGCACCGGTGGCACCATCTTGTCCCTGACCTCCG 

CACCGGAAGCCCCCGCGTACCT 

Sequence 701 

ACCGCGGTGGCGGCCGAGGTACGCGGGGGAGAGAGGAAAAGAACACAGATCTCGCATGGT 

TCAGATTTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAATTATAAT 

NCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCC CACAG CGTCTCATGTC 

TGCAGCAATAGCAATGAGTTACTTCTTAATCTTAATMTGGTC AACTT TTGCCACTACAA 

CTTCAGGGCCCACTTAATTCATGGATTCCACCTTTCTCTGGMTTTTACAACAGCAGCAG 

CAGGCTCAAATTCCAGGACTCTCCCAGTTCTCTTTATCA GCTCT AGACCAGTTTGCTGGA 

CTGCTCCCAAATCAAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAGGAGCCCAGGC 

AGGCCAAGGTTGATCCCTTACAGCTTCAAACACCGGCTTNAAACACAACCAGGCCCCAGT 

CACGGGGATGCCCTATGTATTCTCCTTCAAAATGCCTTAAGAGCAAGGGCCAGATGGTTT 

CAATACCTATNCAGGTTTACATGGGC 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTGCAAGCAACAGTTACTGCGACGTGAGATCAT 

CAAGAACACGTAGAGAAACCCAGCTGTAATCATGCATGGAGATACACCTACATTGCATGA 

ATATATGTTAGATTTGCAACCAGAGACAACTGATCTCTACTGTTATGAGCAATTAAATGA 

CAGCTCANAGGAGGAGGA^rGAAATAGATGGTCCAGCTGGACAAGCAGAACCGGACA'GAGC 

CCATTACAATATTGTAACCTTTTGTTGCAAGTGTGACTCTACGCTTCGGTTGTGCGTACC 

T 

Sequence 702 

GCGGTGGCGGCCGAGGAC II II I I I I I M I I M I I I I I I I ATGAATTATTTATTTTCTTT 
CTCANAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGTTCTGCATCTGCC 
CACAGACGGGGTGGTTCTAGACGGCCGCTCTAGAACTNGTGGGATC 
Sequence 703 

GGTGGCGGCCGCCCGGGCAGGTACAAGACCTTGACACGCCCAAAACACTTCCTGCAGATG 

TTGNCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGCTGCTGTCTTG 

GTTGTCAGCAAGAAGCTGACACACCTGTGCTTGGCCAAAGAACCCATTTGGGGATACANG 

GGGTGAAGTTTCTGTGTGAGGGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGT 

TACAGCAATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAG 

CCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGGATTGGTGGGA 

TTCTCTGTCAGGCATTAAGAAGAATCCAAACTGTAACCTAAAACACCTACGGTNTGAAGA 

CCTATGAAACTAATTTGGGAAATCAAGAAGCTGTTGGAGGGAAAGTGA 

Sequence 704 

CGCGGTGGCGGTCTGCCCAGATCCATGATGTGCAGTTCTCTGGAGCAGGCGCTGGCTGTG 

CTGGTCACTACCTTCCACAAGTACACGGGTCTATTTGGCNGTGACCTTGCTCTGGAGACN 

ANGATATCCCTTCAGCCTGAGGGAATTGATGTTGATGAACCCGGAGGCATCAGTTGGCTC 

ATAATCACCCTGCACGTTCATGCTCACCAGCTCCTNATTGTNNAGAGACAGNCNGGGACT 

CCCGGCCGAGGATGTACCT 

Sequence 705 

CCGCGGTGGCGGCCGAGGTCCGACGCAGCAGGCTCCGAAGATCATACAGACGCCATTACC 

ACTCTTGGCTCCCAGAAACCTCTGCGCCCCGCGTACCTGCCCG 

Sequence 706 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGTAAATTTTCATTACCTTTAATTAGGCAATG 

TTTCTTAGATAACCATAAAACTGCAAAAGCAATTTTTAAAAATGTAAATAGGACTTCATC 

NAAAAGTAAACGCTTCAAAAGATACTACTGAGAAAGTCACAGAATAGGAGA AAAAT CTGA 

TGAGACTTTATGTCTAGAGTAATGAATTCTTGTTAACGAATAACCAACCCCCTTTTAAAA 

ATGGGCAAAAGATTTGAATAAACATTTCACTACAGACAATAAACAAATGGCCTTAAGCAC 

AAGAGATGCTCAACATCAGTAATTATTAGGGAAATGCCAATCAAAACTACAACGAGATAC 

CCTATATCCACTAGTATGGCTATAATAAAAAAGAGTAACAAACCGTTGAGGAGGATATGG 

AGAAACTCGAGCCCTGGTCAGGTGTGGTGGATCACACCTGTAATTTCAACACTTTGGGA 

Sequence 707 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATATCCMGGCTTATTGCAACTTTTAGTCTT 

GCCCCTGCTACTTACACAGTCCAGAATCACTTGGGTGAGCATTCCAGTAGGACGGTGGCA 

TTTTAGGATTCAGAATATTAACCTATAAACCTGTCATTTGATTCTTGATTATTAATGTCT 
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GGATCGCCTGTGGTAGGGGTGTAATCCCAGGAAGGCATTAAATATATTTGAATTAATGTA 

TATTTTGAGAATAAAAGGCTATTTCTAGAAAATATTACACACTTGTCTTATGTTAAATAA 

AAATTTGCTATTTATTGAATATC CCTTACCC AC CCTTCTTCCCAATG AAG ATCTTATGC A 

TACCTTCACTGGAAGGTTTAAGATGTGACAATCTTAATAGATCTTTGTGAGACCAGCCAT 

TTCTCTGTTTATATTTTGNAACCGCCANAGCAAGGGCCATGCCACCTTTCTCATTGGACC 

T 

Sequence 708 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCCTTTTGCATGCTCAAGAGCCCATTCTTT 

TCATCATTCGGAAGCAACAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCT 

ATATCATTGCTGGAGTGATCTATCAGGCACCAGACTTG GGAT CAGTTATAAACTCTAGAG 

TGGTAAGTGTCTTCACATTCTTTAAGCACTAAAGAAAACT7TTAATTAGCTACCTTGCTT 

CCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAGTTGCTATAAAGTATTGACTATTA 

GAATGTCTTGAACTTTGGTTACTGNGAGCCAAAGTCGGTGCTCAAAGTATATTTCATAGT 

CTCAATTATATAGTAATTTANGTTCTGAAAAATAGGTTCTGGCTTTGCATATGTAATATT 

TTGTGAGTATrTACTTTGGAAAGTTTGGTCGACCTAATGGATAAATTTAGAAGTTTATTT 

TCCTT 

Sequence 709 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGCATGGTCCATACCACTGTTTACTTTTCTAG 

.AAAGITGITAGACTAATTTTTCAACAAAAATTCTTTACT^ 

TACTAAAAATTCTCAATAAGGCACAGTGTCTNTAGAAGCTTGAGCATTCAACATAAACTT 

CTAATTAACACGMCTTGTGCTCTTATTTCAGCCATTGCTGTGTGGGCTT GGAG CCAGGA 

GAAGATGCAGAGGAATTTTACAATGAATTACTTCCATCAGCTGCAGAAAATTTTCTAGTT 

TTGGGGAGACAATTACAAACATNGTTTTA 

Sequence 710 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTAATCCCAGTTATGAGGGCTCTGCC 

CATGACCTCATCACTTCCCAGAGGCCTTACCATCTAATACCAATACATTGGGTTTAGAAT 

TTCAGCATGAGAATTTGGGGGAGACAGTCAGACTGTAGCGATGATTCTGGAGTATTCATC 

ATTTAAGAGACACTTAAAAATGATCAGAAAGGAGAGGATGAAGGCTAGAACTAAGACTTT 

AGCGTTGAACATGGAAAGGAAGTGATGACTGCAGATATCTCCAGTACCTCGGCCGCGACC 

ACGCTAAGGGCGAATTCCAGCA 

Sequence 71 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC III I I I I I I I I I I I I I I I I M I I I I I I NGAT 

AGCCATATACCAAATAAATGTTCTGTGACTAGG GGTTA TGGCACAATGGGTATTGAGACA 

CTAAAAACTCTGCTTCAGGCTTCCATCCTCTTA ATTTT ANAATATCTCTGATTTCCTAAT 

TTTCTGATTGACATCTTTTGGTAGATTATCGGGTTTTTACTTTATGTTATTGACTGATCC 

TTTAGAATGATTTTCTTTTTGTTCTGGGAAAAAAAATGCATTCTAAATCANATTCACTAA 

TACTTTGATTCACTTCCAAGGAT 

Sequence 712 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACAAAAATTTTTAACATTAGGAGGTAATTAT 

AAGTAGATTCTGTGATTAGGACTTCATTCATGTATCTTTTGCTACATAAACCTTTGTTAG 

ATTAAATGGAAGACACCTGCTAGGTGATACTTTTTATAAAACATATGAGTAAGTCATATA 

TCTTTGTTAAATTTCTGTATGTTC I I I I I I GTATAAAGATGGAGAGAAAGGATGGAGTGA 

TACTAAGGACCCTAATAACATCTCTGTTCAAATTAATTACTAAGTGATAGAAGTATTCAT 

ATGCCATTAAAGATTTGCCAATTCTATTT 

Sequence 713 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGACACAAGGACTCCAGGCCACACATATCT 

TCTTGAAAGCCCTTTTCCTGTTTGAAAAAAAGATCGTTTGTATTTGATAGAGCAAAAGAA 

GGCCACAAMTGAATTGTCTTCTTGTGGGCTGTGTTTCAGAACGGCCGGTTTGTGGGCGA 

TGCTGACCTTGAMGACAGAAATTTTCAGATTTGAAACTCAACGGACCCCAGGTAATTCT 

TTGGCTCAAGACCTGGGTTGCTTCATTCATATTTTCTTATTTCCCCAGCCTATAAGAGCA 

TATTTGTGTCTTGTAAGGTGCCTGG 

Sequence 714 

CCGGGCAGGTACATATGCACTATTTAGAATATGACATTAATCAACCACTAGAATTAAAAT 
CAGGTTATAAATCCTCAAAATCACCAGAAGTATAAATTTAAATGAAAAACCCAGACCACA 
GAACAAAAACAGAAATACCAAAAAATAATCACAAAATATTAAAAACAGTATATAAACACA 
GTGACAGAATTAGGACTAAACATATCTGTAAAACAATAAATGTAAGGGTAATCTCACCAA 



Page 123 of 22 1 



WO 01/42467 



124 



PCT/US00/33312 



Table 1 



TTATGAAAAAGACCTTCAGATCATATTTTAAAACAAATTTAAAAACTCAACTGTATGTTT 

ATGCAAGAGACAGATTTAAAAATAAAGAGACTCAGAAAGCTGGAAATAAAAAGAAAGTGC 

AAAGAAATAGCAAACAAATACAGGCATAAAAAAAAACAAAGATCCCAATAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 715 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTGTGCTGGATATGCAGGCTTGTTACATAGAAT 

TGGTGTAAAATTTGAAAACCATGAAAAAATAAAACAATAAAGGATCTAG ATGC TAATAAT 

GTGGTTAGTTAAC^TGTTGACCATTTCAAAGCAAAATMGTCTTTGATGTTTTATACTAT 

TCATAGCAAGATATAAGTATTTAATCTGCAAAGACGTGGATTTGAAAATTCAGCTGCCAA 

ATGTAAAGAACAGATTCCTAGATTATTATTAATAATATCTCTATAAATATTATATTTATC 

AATAATGGGTACCTGCCCGAGCGGCCGCTCGAAAGGGCN 

Sequence 716 

CCCTTTCGAGCGGCCGCCCGGGCAGGACAGTGGTGTGATCTTGGCTCATTGCAACCTCCA 

CCTCCTGGATTCAAGCGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCAC 

CTGCCACCATGCCCCGTGAA I 1 I I I GTATi TTTAGTAGAGACAGGGTTTCACCGTGTTGG 

CCAGGCTGGTCTTGAACTCCTGACCTCAAGTGATCTGCCTACCTCGGCCTCCTAAAGTGT 

TGGGATTATGGGCGTGAGCCACCATGCCCACCTCC TGGGTCA TTCTTCTGGATATTACCA 

GGCAI I 1 I I ATGCTGATCTAAGTGAAAACCTGGA TA 1 1 1 1 I I 1 I CTCCA AAGTTATTTCT 

TAGTTCTAGCXATGAGATGAGGGTGATCTTTATAA !~! ! ! !- U- U-GTTTTCACTGAAGAAA 

TAAAACATTGCTTAANGGGAGAGTTTGGGGGAAGTGCATANGGGATCTGCAGTTGGGACT 

GGATTTTTCGGGT 

Sequence 717 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATCTAAATGCTAGACAGTTCAAGTGTAGCTT 

TGGAGACTTACAGATAGCCAGCTAGAGAACTACCAATGATGATATCCATCACGAGGAGTT 

TGGTGGCCAGCCTCCAAGATGGTCCTCAATGATCTTTGCATCTTCATATTTCCACCCTGT 

GTAGTCCCCTCTCTCAGGGGATTAGGGTTGGTCTGTATGATCACCACATGGCTGCAGTAA 

TGGTATGTCACTTCTGAACTTAGGTTATAAAAGACTATGACTCTCATCTTGGGTGTCCAC 

TCTCTGTCTCTCTGATCTTACACTCTAGTGGAAGCTGCCATATTGTGAACCTCATGGAAG 

GCCCACAGGGTGAAAAACTGAAGCATCTAATCAACAGTTAGCAAGAAACTGAGCCTGNCA 

ACAACCATGTGAGTGACCCCGGNAAGATTTTCCAGTCCCAGTCAAACACTTGANATAACC 

GGCAACCCTTAAGCTGACAGCTTAACTGCNANCTGATAAAAGACACCCTTGGGNCAAAAC 

CATTNGGAACCATTCATACCCCA 

Sequence 718 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCNTTTCGAGGTNTTNGGGGCGGGATAAA 

CATGGCGACGTCTCTGCATGAGGGACCCACGAACCAGCTGGATCTGCTCATCCGGGCCGT 

GGAAGCATCAAGTTCACAGCAGTAATGCACACTGTGGCAGGAGAATCGCTTGAACACGAC 

AGGCGGAGGTTGCAGTGTGACGAGATTGCACCATTGCACTCCAGTCTGGGCGACAAGAGG 

GAAACTCCATCTGAAAAAAAGGAGAAATTCTTTTATTTTCTACTTCTCTTCAGATTTGTC 

TTATGCATTTTCCAACTATGTATGCATCACAAGCTATTC I I I I I CTGAGTTATAGCTACA 

GTTTTCCTACTGTTGTCTNCATGCCATTTTCATTTCACATGGTACCTTG 

Sequence 719 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTNNNTTTTNTNNNTTTNTTNTNNNGGAGAC 

AGGGTCTCGCTCTATCACCTAGACTGGAGTGCACTGGTGCAATCTCGGNTACTGCAACCT 

TCACACCCCAGGCTCAAGTGTCAATCCTCCCGCCTGAGTAGCTGGACCACACGTGCGCAC 

CACTAAACCCAGCTGTTTAATACACCATTTTTAACCCAAAACAT TAAG AAAAATATAGGA 

ACAGTAAGTAGATTACATTTTGTAAACAGACAAAGCTTACAAAGTTTTCTCAAATATGAA 

AGTCATACTAAACTGGGAGACTGTTAACTTCTTGATGGGGTTAATCTCTAATATGAAGCC 

NCAGTCATAGCTAACTACAAATTACATATACAATGCCAAAAATNTTCAAAAATAACATTT 

TTTGCCCTTAATGGATTACAAATGCTAACCNACATAAAGACCCTGGGAAAGGGTTCANAA 

TCTNCTCATTACATACTTTCAAAATATCTTNCCTTTACTTTCATGAAATGGACCCCGGAA 

TCTATGTAAGTGATGACNTGNCCGGNGTTCCAGGNGTTTNTTAACTNAAACTTGAANAAA 

GGCCCTAACTTAAAATGGGTTTTTGAAANCCTTTTCCAAA 

CCCNTTNAAANCTTTTTTANCAATTNTTTNTT TTAAAC CCCTTGGGGGGGGGGGGCCCCC 

AAAANAAAAAANGGGCCCTTGGGTAACCCCCTTTTTGGG 

Sequence 720 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAAGAACATGGTAAAAATATGTTCACAATAA 
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TATTTTATCTTAGAAATGTATTCAGTAAAAMTCTCTTTATTCAACTATCCTCTTGATTC 

AGGGGAAAAAAGGATTAGCATGGGAGATAACAGAATAGGAAGTTTAGGAGATAATGAGAC 

TTCTGTTTTAGTAMGTAAATAAGCTTTAATAGTTTTTTC 

GCCTTGAAGATATTTGTAGGAAATTTTAAAAGTTTCTCTATTTCATCCCCCATGATAAAA 
ATTATATAGAATAAAAGCTGAATTGAACTTTCTTCACAGCACACTGAAAAAT ATCTTCT A 
TAGCATTAATCAGATCACAGAATGCATATTTAAACCAAAATTTGACTAAATTATTTTTTA 
ATTATTTAA I I I I I I I CTGANACCGGAGTCTGGCTCTTGTCNCCCAAGCTGGANTGCAAT 
GGCNGGAACTNACTTATTGGAAACCTCCGCCTCCTGGGTCAAGCCAATTCTTCCCNCTTG 
GNCCTCTAAAGTGCCTGGGATGGCAGGCCTGTGCCANCCTTCCTGGCCCCANAGNNCCGG 
GTTTTGGATGGTTGGGTNGGTTNGGGGGG I I I I I I I I I CCCTAAAAACCTTNAAATTTCC 
CCTTTTGG I Mill I CCAAAAAAAAAAAAAAATAACCCC I I I I I I I I I IACCCCCCCCTT 
TTTT 

Sequence 721 

GCAGTGTGATGGATTCTCANAATTCCCCTTGACGGCC GCCG GGCTGGTACGCGGGGTTAA 

CTATGTTTTCTTTAACAGAAAGTTCTG I I I I I GToATCCTTTTAAAAATAAAGCTTCACG 

GAAGGTATGAGAATAGTATTTTTCAACTTTAAATTTCTCATTACCAGAAGACCATGTGGT 

AATTCTCTGTATACAGTTAGAACAGCACGGAAACTTGAAGGCCTAAAAAATTAGCTGACC 

TTGTTAAAMTGTTGGCGTGAGCAGTATATTATTACCTATCTTTTTTTATTGTGT GTGTG 

TGTGTGTGTGTTTTAAAGTAATTGG&TGAAATATCTG 

CTTGGTTCTTTCCTTATTTATCTTTGTCCATCTTGGAGATCTACTGTAAMGTGAATTTT 

TTTAATGGAAAACCAGTTCCCAAGTTTTACTCTCAGTGGGTTTNGGGACATCAGATGTAA 

TTGAGAGGCCAACCAAGGTAAGTCTTCATGTCAGTNGTTTGGTTGAAGGAAACGAGCCTA 

TGAGGGTCAGTTTTTCCCCAAAANGGAA 

Sequence 722 

NGCCCTTAGCGTNNTCGCGGCCGAGGTACATGAACCTATTAATAAAC CATTC ATGCTTCC 

CAGTTTGGCAGATGTGAGCAAACTATGTATAGGAATTCCAAAGGTAACTTTTTCCTTTCA 

TTACTTTACAGAAATACTGTCAAGTCCAATAGAGAGCACAGACTTGGGAGGCGGATTGGG 

TGGGTTTGAATCTCTGCTCTGCCACTTTTATTAATCATGTGAGTTGAGTATGTGACTTAA 

TCTCTTTTAGCTCAATTTCCCCATCTGTAAAATAGGAATAATAAAAATACTGACTTCAGA 

GAGGTTTGTGAGGATCAATTAGACAGTCATGTTAAGTCTGTAAATTGTTTCTGTAATGGG 

CAAGATAGCAAATATTTTAGATTTTGTGGACCATGCAGTCTTTATCATAACTGCTTAACT 

GCCATTATAGTGAGAAAGCAGCCACAGACAATATGTAAATGAAAAAGTGTGTCTCTGTTC 

CAATAAAACTTTATTTTCAAAAACCAGCTGGCTTGNCACATCTGGCCTATGGGCCCATAA 

GTTGGCCCATCTCTAATGTAAAGAAAGGACTTTANCCCAAAGCCACAACTTGCATAGTAA 

TGCCTTAAAAAAATGGTAACATCTTTACTGGTATTAATAATTACTACTGCATCTATTACC 

AGNAGCCAATTGGAGTAATGAATCCATGAATGGTATAATGGTAAAATACTAACCCTTT 

Sequence 723 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCC CGAG GTACTTACTTTGTTGCTCT 

TTTTCTAAGTTTTAAAGATGGATGCCAATCTCAGGCTTCTTTTCGTGTGTGTATGTGCGT 

ATGTCCATAAATTCTCTTCTAATTACAGTGTAAGCCACATCCCACAAGTTTTGATAGTCA 

CAGAACTGTATCGTCACACTA I 11 II I AATTTCAGTAAGTTCTTCACTGAT CCCTG TGTA 

ATTTAGAAATGTTTCATAATTTCCCTACATTGGAGGGGAAGAT AGTTT TGNTTTTATTAT 

TAATTTCTAGCTGTANTTGAGCTCTTGTCAGAAAATATGGTTTATTTTAAGTC 

Sequence 724 

CCCTTTTNAGCGGCCGTTNNGGCAGGTACTCCTCAGCTTGTGCTGCCCTTCTCGAATGAC 

TCGCGTTTCCTGCTTTCATCACTACACCTCCCACCGCTCTCCATCACCTGCTCTGCTCTT 

ATAAGGATCCAGAGAAATGGAATAATCTTATTGCTGATCTATGTAAACAAGTTGAAGAAT 

CGTCTGAAAGAAAATACAGTGTGTCTAAACTGGAAAAGTCCTGTAATAGTTTGTTCATGA 

GCATTTGCACAGTGGAGTTACTGTTCATCATGGGGGTAC 

Sequence 725 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACTATTCCTAAATATTAAACACTGGTCAACT 

AAAATGCACAAATTCATGAATTGGATTTGCACTCAAACAAAAAAAAATACCATAGGCAGT 

ATCATTTCTACCTTTGTAAGAGGCAGGAATATTCATTAGACTCTATGCTTGACTTTTCAT 

ATGTATTTTAACACTGTAGTAGGCTATCGGGTCTAGTTTAAGCTTCATTTCTAAACTACT 

CAACAGCTCAGAACTGACAAAGATCACAAGAAATCAACTATTAACCTCTTGCCTGAAGAC 

ACAAATGAAATATTCCCTATTTTACAAAGCAAATTAGATTCCAAGATTTTCCAAAGCCAT 
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ACTCCTGCAGTTCACTGGGTTTCAAACTTAAAAATCAT 
Sequence 726 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTCACTTAAATAAATAATTGGTAAGATGATT 

TTATCTGACMTTAAAAAMGGTATATGTGAAAAACCTTAAAAAAMTCTATTTCATTAC 

ATGTTGAAATGTTCTGTGCTTAATCCAATACATCATTTAAATTCTTTTCACATTTGGACA 

ACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCTAAATTGCAAATC 

AAAAAAC 

Sequence 727 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATTCTATTGTTATC 

TCTATTTTTTGGATGAAAAAACAGCAGCACAAAGAAGTTCAGTAACTGGCCTAAGGCCAC 

ACAGCTTGTCTTCCTGAAGACTGGACCCAAACCCAGGCAGTCATAGAACATGCTGGTCGC 

TATTGGGCCGCTTGCTCTATGGGGGACGGTGCTCCAGGAACACAGCAATGCGGTTTAGGA 

TTCCAGGACCTGGGGCAGCTGCTGCTTCTTTCTTAGTTCTCGACAGACCACTGAGTGCAG 

ICTAAATCTTTTCCCCACTTTGATATGTGGTCCATAAAACTGCTTCCACACGTATA 
ACCCACTGTGAAGTTTAAMTGATTTCATGTTTGGGCAAATTCCTACTGAATGTTAAGCT 
AGATAGGAAACAAGTTCTGACTAACACAAAATGAAGGGCTGAATGAAGAAGTCNTACTTT 
TATAAAGGAATTTTN CCCTTCCTC AC CAAATC 

Sequence 728 

CCCTTAGCGTGGTCGCGGC CCGAGGTAC 1 LLI JJ.JJ J J..UJ J JJJ » M TTO JGGTAGAG 

ACGGGACCTCACTGTGTTGCCCAGACTGGTCACAAACTTTTGGGCTCAAGCAATACTCCT 

GCCTTGGCCTCCCAAACTGCTGGGATTACAGGGATAAGCCACTGTATAGAGTATGAAAAG 

TATTTAAAAGAATCTTCCAAAGGAGGACAGCAGAAATGAAAATAAAGTAAGTTCAAACTA 

GAATCCTTGACACAACTGGTTTTATTCCCAATGCCTCTTAAAAAGAATCGTTCCATGGGT 

GGCAGGAGGGGTGTTTTCATGGTGTGATGCACCGTGACTTGTTATTNAAGATGTAAGTCC 

AGTGGTCCATCTATCACGTTTTATACCTTTCGAAAAAAAAAAAAA 

Sequence 729 

TCTNGATGCATGCTCGAGCGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGC CCTT T 

CGANCGGCCGCCCGGGCAGGTACTTATCAGGATGAAATCAGAATCACAGTTGGCCTTTTG 

CCATAAGGGAAGGGTATTTGGAGAAGAGTCAACCACCACTCATGCCTCTCCCCTGCCCAG 

CAGCACCTTGGATTTTCCTGGCTTTATGCCTCCTGTTTCCCCTGGCTGAGTAACTGCAGG 

CATTAGGTTCCTCTACACACGATATATTACAGGGAAATGGCAGCGATGGTCTGGAAGGGC 

AACACTGGCCTTCTTTCCTCCTGAGCACTAAAATCCTAAACATGCAACTTAAAAAAAAAT 

TCTAAATGTGAACACCACCTTTCAGT 

Sequence 730 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACTTAAATAAAT 

AATTGGTAAGATGATTTTATCTGACAATTAAAAAAAGGTATATGTGAAAAACCTTAAAAA 

AAATCTATTTCATTACATGTTGAAATGTTCTGTGCTTAATCCAATACATCATTTAAA TTC 

TTTTCACATTTGGACAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTT 

ATCTAAATTGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTTCTCCTG 

GCTG 

Sequence 731 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTTCTGAAGAATACATCTTCGTTCAATGTGG 

TCGTATTCTTAA I Mil I CTATAATATTGCTTGTAATCTTTAGAGTTATGGTTTCATTTT 

TTGACTATTAAATTTGAAATTGTTGACATCAGCAGTTGACTCTTCTGTGTAGATCATAAT 

I P I I AATTAAGAAGACACTCTCAAGTGTTGAACTATAATTGTAGAGTAAATTCTAAGTG 

GAGGATATCGTAAATTCTTTTTTGTCTTGGTATTGACATGTAAATGTTAACATATGTGAA 

TAATTCAGTCCCCGATTGTCACAGGTTCTATGTCTTTACCTCCTTTCAAAATACTTTCTT 

TAACAAATACTTTGACAAATTTATTAACCATTTATAAGACAAGACTTACCAAGGTGGTGT 

TCGTTTATGAATCTTTAAATGTTTTCCAATACTTAAGATACATCAAAATTATAGGACTTC 

TCAATTCCATCCTATTGTTACCAGAATATNAAA 

Sequence 732 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTCTTTC I I I I I I I I I I I I I I I I IGAGATG 
GAGTCTCGCTGTGTTGCCCAGGCCGGAGTGCAGTGGCACAATCTCGGTCACTGCAAACTC 
GGCCTCCTGGGTTCATGCCATTCTGCCT CAGCCT CC CAAGT AGCTGGGACTACAGGTGCC 
CGCCACCAAGCCCAGCTAAI I I I I MCI I I II I ! I GTATTTTTAGTANATACGGGGTTTC 
ACCATGTTAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCTGCCTGCCTCGGCCTNC 
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CAAAGTGCTGGGATTACAGGCGTGAGCCACCACACCCAGCCTATTCCTTTACTTTCTTAA 

ACTTTCTTTCACTTTACTCTATGGACTCACCCTGAATTCTTTCCTGCTCAAGATCCAAGA 

ACCCTCTTTTGAGGTCTTGGATCGGGACCCCTTTNCTGTNACACNAACTGTATCCCCCTT 

GGCAGACATATGAATTTGCACCCCCGCTTGGGTCTTCAATNTCCAGGGGATGAAACAAGG 

GAGGNAAACCGAGGGGAAAA 

Sequence 733 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAACTATGTGAGAA CGTA TACTACTTCTCGGC 

CACAACTACTATTTTTAGATATTCATAAMTMCCTCTGATTGTGTTTTCACAT TGCCC A 

TTCAGTTCTGTCCCAATCTTATAATTCTGATTAAATGTTCTGGCCTCAAACTAATTTTTA 

AAAGGCCACTAACTCCAAATCTAGGAACAAAACACTCTGTAAAGACTCTGTAACTTGTAT 

AAMTTAACTTGAAAAATTCACTCACTCCAATAAAACTATGATTTATGTAGCTCATAAGA 

GGGTGAATTTTGAATATTTACTCTATGAAAAAAGCCTAAGCAATTCAATAAAAACTTGAT 

AACTGCACGTTTAAGTTTGCAGCATCTTGTACCT 

Sequence 734 

NGCCCTTTCGNTTTNNCGCCCGGTCAGGTACTTTCTCTG AATT TCATTAGCTACATTAAA 

AAAAGAAAAGATCAAATGCAATAGATAGCACTGTAATAGATTTTGCTACATTAAAAAAAA 

TCCATTTGAATACACAGTGAACTAAAACACCAGAGTGGCTAAAAAGTCCCTTCATGCATA 

TTTACTTAGCAGAGAGCTCTTGAGAAAGACCCAACCAATAAACCCCAACCAAAGCAAATC 

CA^CTACTXCTCTAGCJjGAGAGGGT/3^ 

GCCTAAAACAACTCCACATAAAAAAACAAAAATCTATCTAATTGGACATTTACCTTTIT^ 

GAAATAAAAGGCCCAGTGGGAAAAAAAAAAAAAAAAAAAA 

Sequence 735 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 I I I I I II I MM 1 1 II I I I NGNCACAGAC 

ACAGGCTGGGAATTTCCCAAATCTTACAAGTTCTCGTCCCCTTTCCCTTAACAACTCTTT 

CGGAGTATCTCCGTCCTTTCACACTTTATTGTAAGCGAGGAGAGC AGCC AGGCTGCACCT 

TTAACATTTCATTCACAGGATCTCAGCTCAGCCAAGTCCTCAGCCATTTTGTAATGAGGA 

TCACTTTCTTCCGGTTCCCCGTGACCTGTCCCTCGCCTCCTCTAAGCCTCAGCAGAAAGG 

CCTTCAACATCCACTTTTCCACAACATTCTGTCTATGATACCTGCATTCTCTGAGATGCT 

AGAAGCTTTCTCTCCAAGCTCTTCCCTTTCCTNTCTGAGCCTTCACCCGAGTC 

Sequence 736 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTCTGCTTCAATAAAATTTGTCTT TGATT 

TCACTGGTGGAAGGGTGCTTGATCCAGCTTTTGCTTCTCCATGAGGAGGACTCTGTTTTT 

CAGTTTCCGCTTTTATTTCCTCTGAGGGGAAAAAAAAGAAGCATACATTANAAAACTGGA 

CAGCAGAAAGACTGAGTAATTTCTTAAGTTCTATAAACTCATTTGGAACTTCTA CAAAAA 

GTTG GAAAGAATGCAAATTTAATAAAAATTAGATGCTAAAATTGTTTCATCTAAA I MM 

TAATTTACACAAATAACATAAAACTATATGAATAGGTACCTCGGCCCGCGACCACGCTAA 

GGG 

Sequence 737 

NAI I I I I M M I M I I M II M NGTTTTGAAAACCCTTTATTCGGTTTCTCAGTAACAGT 

GATGCATTATAGAAATTCTTGTCTGCTAAACTTCATAG CAAAC CGATCCCAGTCCTCACC 

TNATTGTGTGGTAGCCCAGCAGCAGAGAAGATAGGAATTTTCTGCCCCCTAGCAATACTG 

TTCATCCCATCAGATGGCCGAAATGCCAGTCTGAATCATTTCCTCTGGGTAGATTCNACA 

TTGAGGGTTGATTGGCTGACCTAATGTNTTTTCCAAAAAGGAAAATTTCAACAAGTTGCC 

CGCATTATTCATGAATGANAATTAGATNTCATATCAAATTAAAAGAAANGAAAAAGCACC 

AGANGACCAGAACTACATAAAGCATCTCTTTACTACAAAAAA 

Sequence 738 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCTGCTCTGAATTAAAATTTAGAACAAAAAT 

CACCTGCCGTGCCACTACACATGGACATAATCAA CTGC TAAATTATGATTTGTTTTCTTC 

CAGTTACTTTTCCAATTATTTTTACATATACAAATATTTTC 

GGCACTATTCATTGTGTAG I I II M I GTAACTTATATTTTACCCTAAGCATTTTCTCGTT 

GTCTTAAATTATTAATNGAAAATTATTCATGGCTAAATAATGCCTAGGCTGCCATGAGTC 

TTTTCTCCTTCTATAAACCGTGTCAGCATTCTTTTATATATATCTTTCAGCACAT CTGCA 

ATGATTTCTTTGGAATAAAATTTCTAAAGTTCGCTGGATCGAAAG AATC AGGGAI I M I A 

AGTGTTCTTTCAATTTGGCAAAGTATTTrrrCAGAAACAAGCCCATTTTAAG 

AAACAAATTCTTTTTTATGGNGCATTTAAAATCTACCTCCTTGTAGCCATATGCNNGGGA 

AAAATGGAATTATTTGGNCAACCATGCTTTCAGATACTTGGAAGAATTGGTCCTAATTNC 
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TTCTTTATGACCTATTCTGNGTTCCTGGGACTNTACATTAATCTTTNCCCATGGATATTT 

ACCATTGGAAAGGG 

Sequence 739 

CCCTTAGCGGCCGCCCGGGCAGGTACACAGTTTCCTTCTTCGAAACAATCCAGAAGTAGG 

CTAGCAATGGTCACCCCTACATACTTCCGCACACATCTTTCAAGAACAGGACACCATTAC 

CACACCCMGAAAACCAGCATTTAATGAATTTATTCAGGAGTNTCATCCAACATACTCAA 

ATTTCCACAGCTGTTCCGAAAGTATCCTTCAATTCTGGATCCATTGATGGNTCACAGGTT 

GTATTTGGCTGTTACATCTTTTTAGTTGTTATCCTTCAGAGTAAAACTGGCCTGCCCCTC 

TTTCTTTCTTTACAATATTGACTCCTTTGAGGAACCGGGGCTGGATGTGGAGCATTCTCC 

ATTCATCTGATTGTTTCCATGTGACCAGATTCGGGGTCACAAAATTTNTGGCAAGAACCC 

TTCACAGATGACCATGTNTTGGTTATTAGG TAACAATAG ATTCTCAAAGTAGAGAACTGG 

GAAATTGACCTTTGTCCATTCACAAA TAGAA 1 1 1 II I I 1 I GAAAATCTAGAATTCCTCANt 

GAATNMTTGATTTCTTTTCTNTTTTC I I I 1 1 I 

Sequence 740 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATTGTCTGCATTTTGAGATTTTCCTATTAT 

CTTTCTGGTGTTGATTTCTGTTTAATTATACTGTGATCTACMGCAGCACTGTAT TATTT 

CCATTCTTTTAAATTTGTTAAGGTGTGTTTTAT GCTC AGAATGTGGAGTGGACTATTTTG 

GTGAGTGTTCCATATGGACTTAGAAGAATGTGTTTTCTGCTGTTGTTAAATGAAGTAGTC 

TATGTATGTGAATTATTGTTTGATGATTGATGG7GT7GAAATCAGTTATGTCCTCACTGA 

TTTTCTGCCTGCTGGATATGTCCATTTCCAATAAAG GTGT GTTAATCTCTAT CTATA ATA 

GTGGATTTATCTATTTCTCCCTGCAGTTCTATCAGGTTTTGCCTCATGTAAGTTTTGGAT 

GTTCTGTTAAATGCATACACCATTAAGGACTGTTAGGTATTCTTGGGGAATTGACCCCTT 

TGGTTTCTATGTAATGCTCTTCTTTATCATTGGATAACTTTCCCTTGCTATAAANGCCTG 

GTCTGNCTGGGAAAAAAANACACAGGTNGNTACNTCTTCCCTT 

Sequence 741 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAGGTTAGAGATGACTTCAATATATGTCG 

CAGACCTCCCAAGGTGAGCATCACACAGCACTTATCATAATCCGAAGCAGCTCCACAGAG 

GCTAAGATGAAAACAAAAATCTCAGGAAATTTATGTTTATAAAAATGATACTTGCAAAAA 

AATGAATGGAACCATCTCCATTGCTTATTTAGAGTGTTGACTCACTGAATAAGATTTTAA 

ATTAGTCAATAGTATTGGATGCCTCTATATCTGCATATCAATAGGCTCATAAACAAGGTT 

GCTCAAAGMCTGCCCATCAACCACTTGGTTTCATCTTTGGACACCACACTGGTTATCTT 

NCTTTGGCCTCTGCCATAACGGGTCCAGGCTACGTGCACCAAAGGGAAAAGAATTGGGGT 

NCTTCTTCCCTNCCCTGGTTTGGTTAGGA 

Sequence 742 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTCCCTTGCCTCAACTTCTC ATCC TGGGT 

GATGAGACTGTTACTTTCCTTCTTGTATAAAGAGGGCAACTTTCATGTAGAAAT TTTAC C 

TCCTACTTTTAAGAAAAAGGAAAATCAGAGTGCTTTAAAGGAAAATCAGAGTGCTTTTCT 

TGCATCTGCTATTTTTCAAGTGTCTTTAACTCAAAAAAATCAATATGCCAAAGTGGCATG 

TTTGGGGGTATCTGGTTCTGAATTCCTTCAGGAAAGATAGAAAGCAAAAGCAAAATAATA 

GGTTTAAAACTAAAAATATCCAGGTGCGGTGGCTCACGCCTATAATCCCAG 

Sequence 743 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTCCTTGGCAGCATCAATCAGGCAGGGCT 

CAGCCCACACCCGGCTCCTAAAGACAAGAGAGCAGAGAAAGCAGAATGGTGTTTAGAGAC 

CATCGCAGTGACCTGATCCTGAAAGCACCTGTAGGAAATTGGCCTCCGCCAAGTGAATGT 

GACAATGCAGTCAGCCACAGTGACGGAGTGCAAGATCGGATCACCACACAGATCCAAGAG 

ACCGCTCACCACACCTGAGAAACAAGAACCCAAGACAGCCTCATGGAGGTGGAACCGTGC 

TACGCAGTTATGGCTTCACTACTGAATGCGATCTTGCAAAAG 

Sequence 744 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTG I I I I I I I I I GGGTAATTTTCTTGAGT 

TAGAAATGTAGTTAGAACTGTGACTAACGGCATTGCCTGGAATGTGCTACAAACACGATT 

AGATATTCATTTATCTTCCTCGTATTAGACTGCTTGTAAGAGACTCAGTGTTTAGACATT 

CATTTCTCTTCCTTGTATAAGACTCCTTGTATAAGACTCGGTGTTCATTTATCTTTTTAA 

ATTAAACCACAACAAATATATGAGTTTTTAACCATTGCAATGTGCAATAAATAAATATAT 

CTGAAGTAGCATTAGCCTTCTAGTTTTAAATAATAA 

Sequence 745 

CCCTTAGCGTGGTCGCGGCCGAGGTACC I I I I I ! I I M I I M I I I I I I I CGTCAAAGTCA 
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CTATTTGGGCCCTAACATAATCCTGCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAA 
CATAACTCTCTCTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCAT CTAGAT AAA 
TATCTATCAAAATTAACTTTAAGAGAAATACTCTCTTTCCTTAAAAGCCCTTATTTTTTA 
AGACACTAGAAAATAAGTTACTATAAAAAGTGGTGGTCTGGGGGCTAAAAACAAAACAAA 
AAAAATCCTCTTTTCTACA I Ml! I AGTTTTCT 

Sequence 746 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 I I I M I I I I I I I I I I II I AGTTAAAATGCT 

TTACCTCAATGGTTGAGATATTTTGAATGGATTTTTCAAGGGGGGGAAATGCTT ATTAT A 

ATAATAAACCAAAATACTTAACAGAAAATTGTCAGCTATTCTGACAAAAATAAACATTTT 

GAGAGACTTTATTTCTTTTGTCCGTTTCTGT GGTATC ACTCATT GTCG TTAAGTAAGTAA 

AGCTTTTTATATTTAGGTAAGMCTGATTTTATTTTT^ 

GCACAGAAGAATAATGAGAGCCACATTTTAGTTCAACT 

Sequence 747 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTTTTGTTTAGGTATTTCCCTCCTGCTGTG 

TCCAGGATTGCTGTGTGGTGGTGATGAGTGCTGGGAGGTGAAAAATTAAAATAAGCCATT 

TACCAGTCAGCATCCCAATTAAATATTTGATGTAACTGTGATCTTTGAGCCAGGCTTATA 

TATTCATTTTCAAGCAGAGGAGTTCCCCATTTTAAATAGAGGCATTGTCTGATGTGTTTA 

TGGTTAACTGCATCTGGCTTGGGTCTTTCTGTTTTCCTTTCTTTGCTGAATTAGAAGGGG 

TTACTC TGAAG AGTCCAGGTCTTACAGTGTGGTT 

Sequence 748 

CCCTTGAGCGGCCGCCCGGGCAGGTAC I 1 1 I M I I I I M I I II I I II I I I I 11 I I I I I II 

N CATNC AAN AAANATAATTTTAC NCTTATTNTTTGAAANANAAATTNTANGGAATTTTCT 

TCTTCTAATTNAATNCCANAATACNTTCTNTNANCCCTATGCCCTNATACTANTANCTTG 

ATGGTTAGCGGGTAAGTAGGTAGTAGTANAANANCANAANGGGAAATTNGGGGAGCAAAA 

ANGGGANAAAAANAAAAAA 

Sequence 749 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTCACTACATTACAAAATAGTCTCTAACA 

TAAAATTGCCTTAATAACTATACTATTATAGAATCTGATAAACCTT ACATTAT TAAATTG 

ATTATAAAATCTTCTTGGAAAAACTTTGGTATGTATCTTCAGAAGGTTTTTTAAAAATAA 

TATTTTAAGGGCCTGTAAACATTCCATTCTATTAAAGCACAGNAGAATAAGTAATGGATA 

TTCAACTGCATACAGAATATATAATCAAAAAAACAATTTATTATTGTATTTGTAGAAAAT 

CATTACCAGAGTAAGCAAAAA 

Sequence 750 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGATTGTGGCATATTCAACTATGATTTTAG 
ACAAGATGTGTGTGTGTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAAT 
CTATTCTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCCCAATACCA 
CATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACTATTATTCACACTAGGTAG 
GGTCAGG I I I I I I IGNCTGAATTAAATGGCTCCTTTACNCTAGCTACTTANGAACCACTT 
N CCATACCCTN AAGCTAGAGTAATA 

Sequence 751 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGATTGTGGCATATTCAACTATGATTTTAG 

ACAAGATGTGTGTGTGTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAAT 

CTATTCTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCCCAATACCA 

CATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACTATTATTCACACTAGGTAG 

GGTCAGG I H I M I GTCTGAATTAAATGGCTCCTTTACGCTAGCTACTTAGGAACCACTT 

CCCATACCCTCAAGCTAGAGTAATAGATACCTGACC 

Sequence 752 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I I I I 1 1 II I I I I I I ! 1 1 1 1 II I GGGAGCCAT 

GGCAATCTTTTTACACTTGATTTTAGCCAAAAGGCCAAGAAGCAATGAAAGCCATGATAA 

TCI I n I ATGCAATGTTATCANGTAAAAAAATGGCTAAAGTATATTAGCATTTACCCGAG 

TGGTATTCTTTTATAGAACTCAGCTACTAAAACCAGGGAGAGTACTTGGTGTATTTCTGA 

AACACTCTGCGAAGTTGTGGATAGCTTCTGGTGGTAAGGATGGTATTGAACACGTTTACG 

TCTGTCCCCTTTCTCCnTCTCCTGCTTCATACAAG 

Sequence 753 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I II I I I I GGTATTAT 
ATAAAATAATAATGCATCTTACAGGGGAAGTCATAAATCCAATGAAATAAAGTATTTACC 
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TGACATA I I I \ ICCCATCTTCTTATTTCAACCATTTGACTGGTTGTCCAGCCCCAAATTG 

TTGGACTTTTTTAAACAATTCACACTGACTGGCAGTCTTCACCTTTAAATNGT TGAG TTC 

CATCCCTTTAAAATCATTTAAAMCATGATTTTTAMTTTATCTCCATT^ 

NGTTTAC I I I If I ACTTTTATTTATTTCCT 

Sequence 754 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 rTTTTTTTTTTTTTTI I GGTGGGGAGCTGTAT 

TTA7TTCCCAGGGCTGTCAAAACAAATATCCATAAATTGGGTGGATTAGAACAACAAAAA 

TTTATTNTCTCTANAGAANAACGTTTTCTTGCCACTCCCTGGCTGCTGGTCATTGCTGGC 

AGTCCTTGTCCTTCCCTGACTAGTANCTACATCATTCTCATTTCTGCCTCTGTCTTCATA 

TGGCTGTCATTTCACTGNGTGCTTGTCTCTGGGTCTTCAAGTGGCCTTTTTATAAGGACA 

CTGGTCATTGGATGTAGGGCCTACCCCAATC 

Sequence 755 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTTGGAAGGGTTTTTAAAATGTTTTGAAACT 

GTGCACAGGCCAAACCCAACTTTCAGGACATGGGTTTTCAACTTCTGGATGGTATGATGG 

GGTGATAGTAGGGTATAAAAGTATCCTGAGAAGTTGAAAGCAGTGTGTGAATGGGGTGTT 

CTTTTCTCCCCACAATCCTTTCCCATCTGCTGACAGTAGACTTAGCACCTCACAGATGCT 

TGGGCCTGGAAATGAAGCCATGAAAATGAAGCCCTCAGCCTTCTTGGAGATCAGAGCCAT 

GGTCCTCACCCACAGCACATGGG 

Sequence - /56 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAAMTATTAAATAGGATATTTATTTCTAAGC 

CAAATTTCAGAAAACAATTTACAAACTTTTTTTAAAGTATAAACATAGTGTATGCTTACT 

ATAAAAGGAAAAGTATAAAACATTACTCAAGTATATATAGAAAATGAGTGGGCTGCTGAT 

CCCCCTCTATATTATCTATTGCTGTGTGACAGTATTACCACAAATACAGTAGCTGAAACA 

ACACATTTGTTTTCTCACAGTTTCTGTGGGTGAGGAGTTCAAGCATAGCTTGGTCCTCTG 

CAAGCTTACAATCCAAGGGTTG 

Sequence 757 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTC I I I I I I I I I II I I I M 1 1 1 1 AAATGAGTAG 

GAAGAGATGGTATCACAAACACAAAGCACAGGTTACTGTCTTTAAAAATTTGCGTTCTTC 

TATTCTCCAATGGAAGTGGGAACAAAGAGAAAACCCCTGTGTGTCCTAGCACAATATGGG 

CATTTGTGTGGAT7TAATAAATGGGCATTTGGATTGTTGGGAAAATGTGATCAATCAGCA 

GGCTATAGAAACACAGTTTGATACGATGGTGAAAACTTGTCTACAATGATGTTTTTTCAG 

AAATGTTGGTGTGATTAGAACAAGTCAGCAATGATGATGACAAAATATTTACATAATGTT 

ATAGATGTGGCTTGCTAATGGAAATACCTATCTGAGGCTGTTTAGGAATACACAAATTGA 

GAACCGTTTAGTTCAAGTTTGCTTTAAAACAGTGGTTT^ 

NGACCTATGATTAGNAACCATCTTACCATTTTANAATCACTGCTTTAAAAAGTNGTNTCC 

GTACCTGCCCGGGC 

Sequence 758 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTTTAAAACAATGTTGGAAATGAGGAAAAT 

GAGCAATATCAACATTTTATCCTGAGGGACAGGGAGTAGAAAACAAGCCAGAGGCTGCTA 

GTTACATAGTTCAGTCTTAGGGATGAAGGGATTTATGTCTCTCCTCCCTCAGGTACGCGG 

GGACTACACTGGTGTCTGACTTTTTTCCTAGAGATTTCTCCCTGAAAAATACAAGGGCTG 

TTGGTGAGAGCAGACTTGAGGTGATAATAGTTGGCCTCTGGTCTACAAAGATTTCATAAC 

TCCTTGGAAAGCTTC 

Sequence 759 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCGATTGCCTCTCCCATGCTTCTCTGCTTT 

CCAAAGAAAAAACTGACCTTGTATAGATCCTGTCAGCTGATTGCAGTGCTCTTAA CTTCT 

CCATTGTGAGTTGTTCAGTCTGAGGAGTTAGGTATAAACCCAGAGTGGTATTCTCTTTTC 

TGTTGTGTTTGG7TTTGCTTACATATTCAGGAGCTGCTCTTTACCCCCAGAACATCCGTA 

TATATG I Mill ICTGTTTCTAGATTTAAAAATATTCCAGAAGCCTGGCCTCAAGATAGA 

TAATATTTTACTTTT 

Sequence 760 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I ( I I 1 M M 1 I I 1 1 II 1 I I 1 1 I I I I AAAAAAAT 
ATCCTTNATNAGGNAAAAATTTTNNTTTNAATTAACNGGAAAGTTTTNATAAAAAAAGGA 
TGTTAAATNGATTTNAATGCTN I I I I I GNATTNGTNNATANA I I I M I I AAA I 1 1 I I AAA 
NCGNGNAATTGGGTNNTTTAATNGGGNG I Mill) I AAA 
Sequence 761 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGATATAAAAAGGCTACTATTCCAAGAACAAAA 

TCCTGGAAACAAATGTCTATCAAGAAAGCAAAGATAATCTAAACAGCAGCATATTCATAG 

GATGACAAACTATTCAACCATTATAAAGAAAACCGAATCAAAAGCACTGGCTTATTAGAC 

AAGAGTTTCCCAAACTATCATGCTAAAACAGTAACAGCGAGCTTCCAAATTAATGTTGCC 

I I I I I I I I I I I I M ICCAAACTGAAAGGAGGGTGGGGAAAACAAACGCATCATATGTAAA 

GCACTGAGTCCAGCCT 

Sequence 762 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGTATGGTTTTACGAACAAATTTTTAAGGAAAA 

AAATTATCATGGTTCTAATCTTACATGTTAACATTTCCTTGT TATGT AGGGATCAGACTT 

GTTATAACATAATTCCACTTTATAATTCAATGAAGAAGAAAGTTTTGTCTGATTCTGAGG 

TATGTAATATTTCATTATTATTACCATATTGATATTCTCTATATAAAAAAATTTACATAT 

TGTAGTTTTCAGGTAAAAGCTGTTGTGAACATTATTTTTTGTCTAGTGTAGT^ 

AAAAAAAAAACAACTG 

Sequence 763 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCCTAAGGGANGNNNGGAACTCATNAAAGAGAC 

AAAANGTGCNTTTTTGNTTNNAAGGCATGCTGTGGTGGTTGGGCGCAATAAAATAGTTGG 

GGCCCCCGANTGCCANTGACTTGCTTTNTNGTNGGNAACNAAATGGCCCATCANGTTGGA 

CNCACCTGNCCANTTCACAAAGACCT TGNCCCCATTCNTGGGAATGNAAGGGAGNGTTAA 

AAATAAAAAAGTGTTGACCACTCCCTfGGATGGGTTTAGCCAAACCTTGGGNTCCANGCC 

CCTGGAAAATTGGTTTTAAAAGGGGGGGNAGNTNGGGATCCAAAACCCTGGGGGGCCAAA 

ATAAGATACAATCCGTANCTTGTTNGGGAAANTTCAAATTTTAATTGTTCCCCCCAAGNA 

TTNGAATTANNAAAAAAAACCCCAAAATTTGGGGGAAGGNAAAAAAANGT 

Sequence 764 

CGCCAGTGTGATGGGATATCTGCAGAAATTCGCCCTTAGCGGGCCCGCCCGGGCAGGTAC 

CGCGGGATTCATTTGAGTGGGAATCTCAAAGCAGTTGAGTAGGCAAAAAAAANGAACCTN 

TTCATTAAGGGATTAAAAATGTATAAGGCCAGCACC GTGT AAACCTTCGACTTTCAAAGA 

ATTTTCCTGGAAANCCCATAATTGGTAGGTNATGGGTTTTCAATTTGGTCCGTTNCGCCA 

AGGGGGGGTAAAGTTNGAATTCCCCTTGGGGCNAA GTTCCAAC CCCANTAAGGCCTTCCT 

NAACNTTTTNGTTTTNNAACC MINIMI I AANGNCC 1 1 1 1 1 M 1 G AAATCCCAA AAAA 

AAAAATTC NTTTTAAC C I I II M I I AAATAAAGGGGGAAGGCC AAG I M M M I ICAAAA 

ACTTCCCCTTAAAAAAAATGGNTTNGGAAAATTAANTAAAATTTAAGGTTCCANGGNTTT 

AAAAAAATTTTCCACCCCAAGGCCCTTACCCNCCAANGGGGNAAAATTAACCAAGGGGGA 

ACCI I M I MNGAA 

Sequence 765 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGT 

GGNTTGTTGAATCCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATT 

TCAGAAAATCAGTATTTCATACAATCANGCTAATAGCCTAATTTGTTGAGCACAAGAAAA 

ATACACTGAACCAATTCTGATTATTGCANGAGAAATGATTGGCAGGATATTGGGAAATAA 

G AATGAAGGGCGGANAGAATTTCAC ATGGATTC AATATACTCTCCGTCAGN GAA I M MG 

TT 

Sequence 766 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGT 

GGTTTGTTGAATCCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATT 

TCAGAAAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCACAGAAAAAT 

ACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGGCAGGATATTGGGAAATAGAA 

TGAAGGGCGGAAANAATTTCACATGGATTCAGTATACTCTCCGTCAGGAATTTTGTTCCC 

TTGATCI I I I IGTGGTTTAATGCCTTAATTTATTGGGGCCCCTCTCATANGTTTGGGGG 

Sequence 767 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCAAAGGAGTCTAATGGAACCAAGTAGCAAT 

GTTCCCGAAAACAAACAAACAAAAAACCCCAAACATTTTGCTGTTTCTTTCCCCTCTGTA 

TTTGCTAACTTTATCATGACTTTATTCTTAAAGCCTATCACTGGTCTGCTTTTATTAATA 

GATTAGTGGAAATTTTCACCTGGCCTATTAGCACCTTATAAAGAAATAGATTAAGAGTAG 

GAAATATATAGATGAAGATGTACTGTATAGAAGTTGTGTAAAATCAGTATGAAA GTTCAA 

TGTTGCTGTTCTTGCTCAGTGGATTTTAAAGAAATTGAGTAGTTCCTATGTGGATTTTTT 

I I I I I I CTTTTCTAAACTG 

Sequence 768 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATNNANAAGCGTGCATG 

GGGATGAAAAAAAAATTTTTNNTNTATAATC N NGNTACAATATATACAATAAAACAC CTA 

AAACGCAGAGGCTTGCCTTGTTTNTCCACAAATANGTTAAATACCCAAATTAGTAATTAA 

ATGGATTGGTGGTTATGGTAGGAACACCAAGACNAAAAAGCCAGGCCGGGACCGTNATTT 

TAATTNNGGGCCAGTACCACCACNATATAAAGGCCACCAACCAAAAAAAGTCCANANANG 

CCAANAAANAAGNCMCCGCCCCAAGTTNAAATNGTTTTGTTGGGGAATTGNCCCAGTTA 

NTTCCAAAANGGAATTTTTGGTNCCCANTTANTTAAGGAACCAATTTAAATAATTCCCCC 

AGGTTTANGGAACNACCTTNGTTNAAATTAAGG 1 1 I I I I I I I I I GGGGTTIMACCCCTTTC 

GGGGGCNCCGCCNGNAACCCCANNCCGTCCNTTAAAAGGGGNGGCCCGAAAAAT 

Sequence 769 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTATTTTTT^ 

CTTGTTTGAAATAMGTGATCCTCATTCAGGATTTAGAAACAAAAGTTATACTCCACATG 

CTAGGGATTAGGAAGGCTAATGTGAACTGATCAAAAGTATGAATTATGGAATGCCTTTAG 

AATAATCAACTTTTAGGTAATTTGATACTGCTATAATTTCAAGCTTAGAGAAAA GTTG TA 

AGAATGGCATAAGGAACTCCTATATATCC TTATCTAGA7TCACTAAATGTTCATTTTGT 

GCCATTTGTGTTATTCTTTGTCTCATCCTAGCCCAGTCAGCCTAACACCACCCAGGGGAT 

AAACCAGTAGTCTGATA 

Sequence 770 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACCTCTCATTTG 

CTTTTCAACACTTCCTGGCAGGCAGGCAGCATAACTGGTCCTGCTGGGTGATCCAGACCA 

CACTCTGCAACTCTTTCTTCTGAGCCAGGCTCCCCTACTGTCTTTTCATTTATGTCAAGG 

CAGGGGAAGACCTCAAAGGGCTCTTGCATCCCAGTCTCACTTCCCAAGAGAGGCACGAGG 

CCCTCCAGGATGTGGGGACAGGAACTTTGGGGCAAGCCCGGGGCTGTCCAGAAGATCACC 

AGGAGGGCTAAATAGTAGAAAGGAAAAGTCTTATTGGTGATATGTTTGCAAACTGGGAAA 

AAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAGAGGGCAAGGGCAGCTTG 

GATTTTGTGCCTTACANGGTCNGTATTATATAATAGAGTCATGCATATTCANTAGGTTTG 

GGGGAAAAGCTATATATATTTATGAAGGGGAGCCAACTACATGGGCAATGGATAAACATA 

CATGTAACACATCCATGTTCACTTTAGGGGCA 

Sequence 771 

GGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAAATAAAGTATTCCA 

AGGGNGGNAGAATNGAAAANGANGNCTNNCANCTTGNTNNCNTTTGGGAAATTGGGATAT 

CCTTTGGGGAAATGTAGTAATCAGTATATTCTGGGNAAAACATTAGTTAGAAGAATTGAA 

NTAAATAAAATTTCCATTGAATTTGGAATATGTTGTCCATTCTCCCTGTAAACTAATGCT 

ATCAANGATAAAGTANGAAATACCACATTTCAGNAAACAAGCTTGGAAGTAGNACAAGGT 

CCTTCATTAGNGCCNTAGCCTTGGNAAACCCTTAATAANCCTATNTAAATAAAATTGAAA 

AN I I I I I AAATTTATNACTCCTGG 

Sequence 772 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCACCAATAATGAGGCCCACATT 

GTGTATGCTAAAAAAAAAGTGNTTTTNNTTNTTCCTTGGGCCTACAAGAACATGTTTCTG 

TCCGCTAAGGAGAAANTNAAGAAAAACAATGGCCCCCTTNCCTTCCCNATNAANCCCAAA 

ANCCTTAAAACNTCACAGGGGANGTTGNAATTTTAAGGAANTCCACCCCTTTNTNGGGGN 

NNCANTTTTTTTCCCCCCCCAAANAACCCAACNCCCCATTTACCCTCCTTNGTTAAGAAA 

TTTTCCNTTGGMTTNAATNGCCNACCTTCCTTTTAAANAAGGNANAAGCCCTNNACCNA 

AGGCTTTCTTTTTCCCCCCCAATTTNCCCCCCTTNATTCNTTGGAAAAAANGGCCCNAAC 

GGGGGAAACCCCCCACCCTTTGGGCCN I MM I GGNGGGTTCCCAAGGG GGAAA AAAACC 

AAGGGGCCNATTTANCCNAAAACCCAATTCCCANGGANATTGGTTTGGNAATTTTAATTA 

AAAAAATTNGGGGGCCCCNACCCATAATTTTCTTTAAAAAAAANGGTAAAA 

Sequence 773 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCATCCCCCAAGGCCTTTTAC AGTC TGAAAT 

ATCAAAATTGAMGCAAAAATAGGATGACCAAAGGACTACTATTTNACTCTCTTTTCAGN 

AACNTCNTACAATATGTATGAAAACCTAAAATATCCACTNTATGGGATCATCANNGGGGG 

GAANNTAAANTGTTGCCCNTGTTTTNGNAAANGGGGCATTCANGATGTATTTGGGATGTN 

CNCANGGNCCTGGGGCANTTTTATNTCAAGGATGNAAGGGGNTNNCATTAACCTGAACCA 

AGTGGANTGACANGNGTCTTCNCNTTATAAATACCAANGGGGC CGNG TTNTGGCNAACCC 

CANGCCACCCCAATTGGAACCTTATGGGGGGGCCTTNGGCCNTTT TTTA NAAAANAACCA 

AAAAAI Mill ICTTAAAGGGGGAACCTTTTACCCGGNCCTTCCTTNTTTTGGGGGG 
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Sequence 774 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAAACAAAATTACAATTATATACCAAATAAAAAC 

CACNCTAAACGCCANNAGGGCATGCTTGTTTATTCCCACCATATTAGNTAATAACCCAAA 

TAGATAATTAAANTGGAATTGGGTG 

Sequence 775 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 I I I I M I 1 1 1 I I I I GAGAGGGGTCATC 
CTCCAATCATTAACTACTTCTMTCTTCACTGCTACACAGAAGTTTCCAATATTTAGCAA 
CAGATGGCTTTGCTTTTACCTTATAGATGAGGCCAAAGCACCAGGTAGGTGGAAGGTTCT 
TGTATCGGTTCGAACCCC N AC AGCGCGCCAAC 
Sequence 776 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 M I 1 1 I I I I II I I II I 1 1 I I I I I GGNCTGCC 
GTGGAGAGGATGGATGGGAGGGGGAAGAACGAGAGCTTTGTTTAGAGGCTGCTGTANTAA 
TCCAGGTAAAGGCTTTTAATCATGTCCTGAACAATGATCAGCAATGGCAATGGANATGAC 
AGAACAN AATTTAANAAGGAATAAAAAAGGCTT 3CTGACTACTTG GATGTGGGTGAN G 
Sequence 777 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAGCCAAATGCAATGAACAAACCAAGGTTA 
TTGATAATTTTACATCACAGCTCAAGGCTACTGAAGAAAAGCTCTTTGGATCTTGNATGC 
ACTTCGGGAAAGCCAAGTTTTCCGTAAGGGTAAAATCGGNAAANTGAAAGNAA ^CCT TT 
AAGACCAGNCAGCTTTGAAGGTCAGCCTrGAGTAANACAGNA^ 

GAAGGAATTTGGAANAAANGAAAATGGCCTTGAAANAGGTTAGGCCAAAGGGGCCTTAGG 

GTTAAGTTCNCTTTAACCCCAAGGAAAGGAAGGCCTTNCCCATGGGGGGGGGAAGNAAAG 

NANGNCCTTNAAAAAGGCCCTTTTAACCCTTAAAACCCCTTTTTTCAAGGGGGAAAAAAA 

AATTNTTTGGAAAGGTTNGNAAAGGGTCCCANGGTTTCCANAAGGTTN GGAAAAAA GTAA 

AGGAACCTTTTTTGGGGGATAAAAAAAAGGGAAACCCTTTCCCAAGTAN I I Mill IGGG 

AAAAAAGG 

Sequence 778 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTTATCAGGATAATACTAGCTTCACAGAAGA 

AGCTGGGAAGTATTCCCTCCTCTTCTA I Mill I GGGAGGACTATGTGAAGAACTGGTNT 

TAATAAAAACTCCTTATTAAGGAAATTTTTTAACATACCAAAAAATAGTAAGAATAGTAT 

CATGAGTTCCTGTGTTGTATTCCCGCCTAACTTCAA TAATT ATCAATAGTCCACCATTCT 

TATTTTACTTATACTTCCCCTCCCCAACACCTTACTCTTTTGGCGGGGGCTGAAATTATT 

TTAAAGTAAATCCCAAGACATATCATTCACCTTTAAATACTTCAAATGTATATCTTCTAA 

CAGGATAAAGGACTTTTTTTT 

Sequence 779 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACGAAGCTGC AGAT CATTACGCTGATATGAAT 

GACTGCTTGAAAGAACAATGACTCTGGCACAGCCACTGCTTTTCACCCAGGAAAGCAGTT 

TTTCACAGAATGGCTTTGATTTATACTTTGCACACCATTGAGAGAATAAAAAGAAAATCT 

AAAAGTTAGTCTTAGAGCATACAAACATTCTATATACTATTTCATCAACTTTATGTGATA 

ATGATATATAATTTATATATACTGAAATTATTTTCAGGATCCACTTACTGTGCTTAAACC 

CGAAAGTGAATGATTAAAGAGGCAATGGAATTATCTMTGTATCTTTTATAAATTAAGAA 

ATCAA 

Sequence 780 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGACAGTGTGATGGATGATGCTGCTGGTTGT 
AAATTTC ATCGTGTGTGTCTAA 1 I 1 I 1 I I I CCTGTATGAATGGGGTAAAAACAAAACANN 
aac i nrm lA GGAAGATTGTAATTTTGCNTGTCATGI I I I I NGTAG GNAAT GAGGGGN 
ACTCGTTTGNAGTCTTCACCTAACNCATCCCTGNGNAGTTTNTGAAGTTTTGGAAAGNCC 
ATTGAAANNATTGTGTTGCCCCCCAATGNCCCTTGGACCNGCCTTNACAGTCCGNCNCTT 
NNGGATTCTTGCAACCGTTGTC 

Sequence 781 

CCCTTAGCGTGGTCGCGGCCGAGGTAC! I I I I I I I M I I I I I II II I I I I GGCGGATGAG 

TCTTTTAATAGAAAAACACACGTGCAACAGTATCAANACACATTTTTTNGCAATCCTGAC 

AGCAGCTGAACTTCAGTTCTTCACCTTGGGGGGTGGCCTGTACATATCAAAATCTATCAA 

ATTGGACCCTCAACTATGCATTrTTCTGNGTGCAAGTTATATCTCAATTACAAACAAACA 

AAAACACAAAACCCTATGGTTAACCCAAAACCTAAACTATNACCAAGAAATATCAATTGG 

GGTTATGGCATGACCATCCTCCCCAAGAAAATAAAATGCTTGACAGATTCTGAGCGGGA 
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Sequence 782 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATAAATGAGTTTGCAGTGAATTGGGCCTT 
CAAATTACCTCAAGTGACAGATAGTAAGAAAAGCTTNTTTGAGCAGGTGGAG GTCACT GA 
ATCCCCTACTATGCACTTATCAAGATTTTACTTACTTTAA TTTACTGG AAA TTGA I f I I 1 
TAAAAMTGACTACACTGTAACAAGGGMGGGATCTGGGTT TTTTTG TTGTTTTATTCTT 
Gl I M I I I I AAGTAGTTCAAATTCTGAAACTGTGATTTAAAAATTTTTTACAGTCAAGCA 
TTCTGATTTTGAACATAACTCCCTTCCCTTTCTGTGTAACAAAGGTCTCTCTGTTATCTC 
TTAAATTT 
Sequence 783 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTCACTGTCTTTGCCATGAAACTTTATAACA 

TGGCTCTCCAGGTGTTGAATCTGGTGCCCTGTCACCCTGTGCTCAGGGAACACATGGCGG 

CAATCAGCATGTGAGGCGCAGAGGGAGGGCAAGCTCCCCTTGTGATATTTGAGGTATCAG 

CTGACTCAAGTCTCTCTCCCTTCTCTCCTTATTCTCATGCTACCTNTCCCAACCATTGTC 

TTAACTTCCCTGGCCAGGATGCCTGCCATATTAAATGGAGAGGAGGCAGTTTCTAAATGG 

CTTGACTTTGGTTGAAGTCTCAACTCAGGAAGCTCTGAAATTAATCCACCC 

Sequence 784 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACTCGATTGTCAACGTCAAGGAGTCGCAGG 

TCGCCTGGTTCTAGGAATAATGGGGGAAGTATGTAGGAAGTTGAAGATTAGTCCGCCGTA 

TTTCGGTGTACCCCTGGGAGGTGCCAGTCATTGAATAGATAAGGCTGTGCCTACAGGACT 

TCTCTTTAGTCANGGCATGCTTTATTAGTGAGGAGAAAACAATTCCT^ 

TAT 

Sequence 785 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGAGGATATGTGTGCATTACATGCAACCACTA 

CACCATTTAATATCTGGGGTGTGAGTATCCGTGGGTTTTTGGNATCCGTGGGGGTCCTGG 

AACCAATTTCTCCTGGATACTGAGGGATGACTGGATTA CTGT GTGTTTGTGTGCTTGTTT 

TTAAGCTTCAAAAGATTATGTGATCTAGGAGTTGTTAGATTTTATTATTGGTCTTAAAAG 

ATAAGCTTANATGTTGTTAC I Mil IGGAGI 1 1 I I AGTTT ACAG TGATTTCATGAATCGG 

GCAGCTTCANACCACAGGAGACATNAAGCAGGTTTNAATTTTCAANGAAAGGCNTTTACA 

AGGCAAAAATATTTTGATTTGGTTTAGA 

Sequence 786 

TGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTAAAACTAAAAC TGAGC AGTTTAAA 

ACATTCATTTAAAGGGATATCTAATGTGTTTATTATTAACATAAATAATGTTTT TATGA A 

AAATGTAACCTTNGTTTTCCAAAACAAAAATGTTTAGGGCAAGAGTAACATTATTTTACA 

TTATTGCATCTCAGTTGAAAAATAAATGGCAACAAAAATTCTTATATCTGCTTCTGCAGT 

TAATCTGNTCATTTTGTTTTGGTTGAANTATATTGAAGGAAATCTGTTCCTCCACACAGT 

TTGTGTAGTGGGAAAAAGGGGGGAC 

Sequence 787 

CCCTTTGAGCGGCCGCCCGGGCAGGTACGCGGGATTCCTGGTTA AGCAGGC ATTGCTTTG 
CCCTGGAGCAGCTATTTTAAGCCATCTCANATTCTGTCTAAAGGGGTTTTTTTGGGAAGA 
CGI I 11 ICTTTATCGCCCTGAGAAAGGATCTACCCCCAGAGGGAGNAA TCTGT AGNACAT 
TCTTTGCCTACTTNTTACTTTTATTTAGGCTNTTCTTCCCTNCAATTTCAATTT^ 
ATTACCACCCI Nil ICCCCI I I I 1 I I I GGGGGGGGAAGA 
Sequence 788 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGC 

TTNTATTTCGACCGCGATGATGTTGGCATCTGGAAGGCGGGAGCCACTTCCTTCCGTGAA 

ACTTGGCCGTAGGGAGTAAGTCGCCGAGGGTCTNCNAGNCGTTCTTTNCTTGAAGGATGC 

ANAANACCCATGGCGTTGNGCGGACCGCGCNTCTTCTTTCCATNGGAACATTCAAAGGNN 

AGNCNCAAGTTTTGNATAGTANTGTAANTTTGGGNGGGTTAAAAAACCTNCCCAANGNAC 

CGGCCCTATTGNAAAAAAGNCCTTGNCTCCAANTGNGGCCCCCCTTGGGGTAAGTNAAAA 

AAAAAAGTCCCTTGTAANCCCCAAGGGGCCCCCCCTTTTTTTGGGGGAATTTCC 

Sequence 789 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTAATTTCTTTATAATTTGTTCAGCTATTT 

AAAAAGATAATCCACAATCTCCTACCGCCATTAGAGCACAGGAAAAAAAAATTCAAAAAT 

AAAGGAAAAACATGGCTCATATATCTACAGAAGTCACAAAAATACTATAGGGCACATATA 

CCCAGGCCT CAGCG GTGGGAAGAAAACATACAACCACCGGGCAAAATGTTTGAACACTGA 

AGACGGGAATTTTTTAGGGCC 
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Sequence 790 

CCCTTAGCGTGGTCCGNNGCCCGAGGTACTCAAGTCGCCCTTATGGAGCCCTT GATTCA G 

GCTTCAATAGTGTGGACAGTGGTGATAAGAGATGGTCAGGGAATGAAGTAAGTGTTTTTT 

ATGTTCCGTGTGTTATAACACCTGATTAAGAGAAAACAGAATGATGAAAATGAAAAGCCG 

TCTTAACTGGATTCAAGTTTCTCACTACATAAAATACAGAAAAGTCAAGGTGGAGGCAAG 

ATTCCCACCCTCTCCAGCAGAATTGGCATTCTGCGTCCTTACCGGCTTTCTGTCACGTGG 

ATTTCCGCCTGTTTCCTCATTGCCTCATGGAAATAGTTTCATATCATAGAAAGGCAAACA 

GGAGCTGAGCCAGTTTGAAACTGAACCTACAATCTGAGGTGGGGGGTAATCTCGAGCAGA 

AGTGCTAGATGGTGAAAAAACAAGTAGGACTTTCGGCTGATGGGTAGAAACA AGGACC TT 

NGTAAAGAATATTCATGTGCTCAAAAAGGAATAACTTCCTGGCTAATTCTTGCGTTTTTC 

TCGTTTTTAAAATTAATTGGATATTATGTTTTCTGCTCTTAAAAATTACTNNGTNCACAG 

AAGTCTACCAAAAAAAAAAAAAAAAAAAA 

Sequence 791 

GATATCTGCAGAAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTAATTCTTTTCCTCT 

TTCCTAGACCGATTCTAGTTTGTTGCCTTCCCTTTCCTCGGAAACCCCAAGTTTGTGGAT 

GCTGCAGACACTCTGTGCCCCCCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAA 

GACAGAGACGATGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAAGCCTCAGTTCTTCCAT 

GTTAGGTGATTNCTTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAATGCTTAAAAAATA 

TTAACAGCmATATCATCAMGTTTTAACAGTACCTGCCCGGGGCGGNCCGCTCGAAAG 

GG 

Sequence 792 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I II I I I I M I I I I I 1 1 I I I I 1 1 1 I 1 1 IGAA 

GCTGAAGGCCACAGTAGCTAGCTAAAGGCCACACCACTGAACACTAAAACTTAACCTTTA 

CTGGCTACTTTGTANATAACATTCACAGCTCACCATGAATGCAGCTGCAGTCAACTAACA 

NATATGAAGTTACCACTGTATTACATGGTTATATTAGGGACTGCTTNTACCTACTGGAGG 

CTGGGGAGGAATGTAACAGCACAAGCCATAATGAAGTTTATATACAGGCTTAATATAAAA 

NAAAACCCTAGAATGAACTCAACACAATTAT 

Sequence 793 

TTTTTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGCAGGGATAGCTG 

AGTCTTCATCCTCCTCAGCCCCTATCTGTTCAGTGCACTGAACACCAGCTGCTCTCTTCC 

TCTCTGGCTCCCATGGCAGCCATGGTCTGTTGCAGAGAGAAGAGGATTGCCTGTTCCCTC 

TTTAAGGGAACCTCCGTTTTGCTTTCTGGAACCAC 

Sequence 794 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGAACTTAAATTTATGATGAATATCTTTGAT 

AATGAGAAATCCTGAGAGATTTTACTTTCAATTTTATTTTAATTTGAAAGAGCATATGAC 

ATCTGGAATATTTTTAACATATAGCCATACTGTTTATTTAAATTTGTAATAATAGAAATA 

GAGTAATTCTACTGTTGGATTTTAA I I » I i AATC AT ATT AAAG TTT AACTG G ATTTTATT 

TTAGGACTAAAATATTTAGGACTAAATAAAATTTTATTAATTAATTTAGG 

AAAGATATTTCAGAAGTTCAGTGCATATCAAAAAAGCGAACAACAGAGGCTTCATCTTTT 

GAAAACTTCATTGGCTAAAAGTGTCTTCTGTAATACTGATAGTGAAGAAACTGTTTTTAC 

ATCCCGAGATGTGTTTGATG 

Sequence 795 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCTAGGTGATCTTTGGCTTCCTCAAGTTTTTG 

CACCACTCAGAATCATTTCATATACCACCTTTGGCAAACATGCCAGACCTGCAGTAGACT 

GAAGGAAGCTCTCCCAAGCTCTAAATTGATTAATTTATTAGTTCCTAGAAGAAAGAGATT 

ACATGTTTATCTTTTTGTTACAGAAGAAACTTTGAATAGCAGTTGAAAATTTGGCAGGGT 

GGACCACCTAACTTGACAGTGTATTATTGTGTCTGTTTTGAAGGAATAAAATGGAATTAT 

TTATAAAGTTTTCATTTGTATTAGAGA 

Sequence 796 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTATCTGACCTAATCCTCAACACAAA CTAAG G 

CAGGAGACACAGGGCTGCMGGACATTTGCTGCCATCCAATTTGTGCCAGCCTGTTTTAT 

CAATCTGAACCTATATTATTTTTAAGACCTCACGGCATCACTGAAAGATGAGTATTATTA 

GTTGGAATTTTAGGGATGAGAAAACTGACCCTCAGGGAGAATAACTGACTTGCCCCGGCT 

CCAACAGTAAGTGGCCCTGCTGGGATTTGAACCCAGGTGTGTCTGACCCCGAAGCCTGAT 

CTG AC CTCTG AC AGTC GTG AT AAAAATAAT 

Sequence 797 
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CCCTTGGCCGCCCGGGCAGGTACCGAAAMTGATTTTGTTATATATATTTAC CACAAT AA 

AAAAGTTTTAAATTTATTATAGGTGACACTGTTTGCTCACTGTAGGTCAGGTA TTTTTTG 

Gl I I I I I I I ICTCTTTATTTTATT7TTGACCAATGGATTCACGTCACCAGGTGATTTTTT 

AAACAGCTTTATTGAGATATATATCACGTGCCATAAAATTCACCCATTTAAAGCA CACA G 

TTAAATGTTTTTTAGTATAGAGTTCTGCACCTCTTATGACAATAAATGTTAGAATATTTT 

CATCACTCAAAAAGAAACCAGTATCCATTAGCA 

Sequence 798 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATTTTTATGTTTACAGCTGTAACCCCTGAG 
TTATCAAGAGATGGAACATTAGATATGATTTATTCCTATTTAAGATAATAGGACATTGCT 
TGATTACATTTTCAGAAGATATTTATCCAAAGAAA I I I I II I I 1 1 I AATCTAAAGGAAAG 
GTTTTGATTCTTATGAGAAAAGAATGAGATTTCTTTAACTGGAAAATTGATTTATGTCCT 
ACAGTCC ATTGTGTAGTGATGTTGGATCAATCAGGTATC N CTAGGGTGTCTGN AGAAGTA 
TCTATATATTGCTTTTTAAGTTCTTAT 

Sequence 799 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGTAGCTCTACTTTTCCATATACAGAGTT 

GTTTCCTAGCTTTCTGCTAATCTAACTGGATTCCTCTTCCCCATTTCCTCATT TACT AGA 

TTATAATGCACATCACATAATAAAAGCTTAAAAATGGGCTTTCACAGTTACTGTTTTCTT 

TTTAAATAATTGTGAGAGAGCTTTTGCATCATTTATTATCTAATCATGATTCAAGTGACT 

AGGGTGTAGGAGGGAAGAACCTTGCCTTAAAACAGT^ 

TGCCTTCTTACTTAAAAATGTCCCGTGCTTAACCCTTTTGCTCTTTATTTTGATTTAAGC 

ACTTGACC 

Sequence 800 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNTCTATTTTTAACAAGGCTCCCTCAAGATATT 

AATGTGACAAACTTACATAGCCAGCTGTAAGATAATTCTTTCAAATGCGCAAG TAACC TA 

ACAGATTTGTGCATGTCAGCCAGTAATTTCAACATACATTATAAATATGGCCAATTTTCC 

CAAATTCTAAATGAATGGAGATAAAATGCTATATAATAAATATGTTAGAGCACCTTTCTT 

GAGAAACTTNTAAAAGGAAAAAATAAAAGACATAATTATACTCACACCACCAGTAAAACC 

TCTGGTCACCTGTTTTGGGTTGTGGGAATGCCCCCAGCAGCCGAGAGACCTATATT 

Sequence 801 

GATGGATATCTGCANAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGATTATTCTCC 

TGCTTAGGGAGAAGCGGAAGMGGCCCTTGGAACTGTGAGTTTTGCATTCCAACTTGCTA 

ATTCAACATAGATCCTAATTCCTTAAATGCTTGTAATTAGAAATTCTCGTGAACTGTATT 

GG I I I I I GTCAAGCAATCTGTTTGGGGAACTTGAGCAACTGGGGCAC TGCT GGCTAGGGT 

GAAGTTTATTTAATTTGGTTTTATGACATTCTTCATCTTGGAAATGGGG 

TGCTTTCCCAAGCATCATTACTTATTTGCTGGTTTTTA 

Sequence 802 

CCCTTTGAGCGGCGCCCGGGCAGGTACGATAGGCATGCAATTAAAGAAGACCTGCCTCAA 

ACATTTTCTGTGTGACCTGAGGCANGTCCTTTTATAGCTATAAACTAGGGACAATATTTG 

CTGTCATTTTTTCTACAAATGTCACAAAGAACAAATTTGAGCCTGTCGCTGTGAAAGAAC 

TTAGCAAATGAAAGCATCCTAGGGAGTGTTTTAGATATCGATATTTTTATCCAATTAACT 

TTTCAAAATGAGTTTATTTGCTCACTGAAACTGAAGTACCTCNGGCGGGACCACNCTAAG 

GG 

Sequence 803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGTTCAGCTGTCTCTTACTTTTAAC 

CAGTGAAATTGACCTGCCCGTGAAGAGGCGGGCATGACACAGCAAGACNAGAAGACCCTA 

TGGAGCTTTAATTTATTAATGCAAACAGTACGCTTGGGAGTCCTCAGCAGGGGGATCATT 

CACAGTGAGGACAGACACAGGTGAACCTATGGGTCGTGGAACAAAAGTTATCCTACACCT 

GAAAGAAGACCANACTGAGTNCCTNGGCCGNGACCACGCTAAGGGCGAATTCCATCACAC 

TTGGCGGC 

Sequence 804 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTTGCACAGTGCCTTTTAAATTCATTTTGCTG 

GACAGTTGGCAGGCTCTTTCACTTGAGAGGCTTATATCTTAACGATTTAGAATGGAGAGT 

TTGGCTCAAGCTCCCTGTGTGTGGTCTGTGCTTTCTATACTTTTATTCTTGGTATTCCAG 

AGTCTGGAGGCTTCTC I I I I I AAAAATTGCTAGGCTCCTGCCAAATGTTATAATTTGGGG 

ATGTGAGTTCACTAAGAAATCAACTGACAAGAGGCAGATTAATAGGAGAAATGACATCGA 

AATTTATTAGCATGCAGGGGGAAAAAATTGATTACCAAATATCCCAGTAGGGTAGAGATG 



Page 1 36 of 22 1 



WO 01/42467 



137 



PCT/US00/33312 



Table 1 



CTTATATACCCCACCTCTTAAGAGAGAGGGAAAGTGGATGATTTTAGGGGAATAGTAAAT 

ACTTTTTATGGGAACTCACTGGGCTTGAAGAATATAACAAAGGCCTGGGACAAAGTCTGT 

TGGGCCCACCAGAACAAGACAGTGGTTTATGACAAAAGTCTGTTGAGAATGTATTGAACA 

GACTTCAATCTTTCTTCTTGGAATATGATTCAAGTTNAAGGAAAACTAGGGAAGGGACTA 

GAGGGAAATNGT 

Sequence 805 

CCCTTCGAGCGGCCGCCCGGGCAGGTCCGGGCAGGTACTATTACTAGGTTCATTGTTTCC 

AGAGGGGTGAAACGGGGCTTTGGAGAGGTTAAATAACTTGCCCAGGGTCACACAGCTATT 

AAGTGGTAAAGCTGGGATTTACATGAGCCCAGACAAAGAACCCAAGAAGCTAAGCTATTC 

TCTTGTAATACCTCCAACATAGGAGGCAAGAAGTGAGGTATTATACAGGTTGAGGAGATA 

AAGGGGAGAGAGGCCTGCAGTGCTAACAGGAGGAGCTGGGATTCATCCTGGCTTGTTCTG 

ATAGGTCAGTTAGTCTTAGAGATACCCATGAGGTCACCTACTCAAAATGGGGCTCAGAGT 

AGCCTTGTCCCATTCTTGTCCAGTGGGCGCAGCTACAGTCTTCCTGGCCTGGAGTGACTG 

GAGGCTGTCCCCACGTCCCACTTCAGTGAGGCATTCATGTGCACCCAACACACTTTCTAG 

CTTTATTTGCCTGGAGGGGAAGATTCTCCAGAACCTTGTTAAGATGCACAGTGTGGTCCT 

CGGACTGGCAGTGTGGCCTCGGCAGTCCCTGGG 

Sequence 806 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATATATACACACATATATAGATATATACACC 

G AG ATATAT ATTTGGTG AGATTTTAATGTG AAGTTTTAGTGTGG G ATATA 

TATGACATCCTCAAATGTCTGAATACTGTTCACTCCTATGTT7TACATTTAATTTTCCAA 

AGCAAAACATTTCAGTTGAGGATTTTATTAGAAAATAAATAATCATTTAGCCATATCTAG 

AAACCAGAATAAACAATGCCATAAAGCCTATAGGAAAATGCAGGTCAGATTCATAAATAT 

TCATGTGTTTACTTTCAGTACAGGGAGGAATTTGAAGTAGATAGAAACCGACCTGGATTA 

CTCCGGTCTGAACTCAGATCACGTAGGGACTTTAATCGTTGAACAAACGAACC1TTAATA 

GCGGCTGCACCATCGGGATGTCCTGATCCAACATCGAGGGTCGTAAACCCTATTGGT 

Sequence 807 

CCCTTTCGAGCGGCCGCCCGGGCAAATTCCCATGATGTCAGACCACTGGAGTTTCCAGGG 

GCAACACCCCATAACCGTCCCGCTGCAGAAGAGCATCANANGTTCAGAAGAATGCAAAGG 

ATCTCAGTGGGAACGCGGACAGGAGAGCCCCAAACCAACACATGCTAGGGCTCTCTAGGC 

CCTTTCAGGCTAGATCTTGACGAGAGAAGAGTAAAGATCTTTCTGAGGTTGGTGCAACTG 

AGGAAACGAAAGTTTCGGCCTCTGCTGTCAGATCTATGAAAGGAAAGAACTGTGAACTTG 

TCCCCTTTTGTTTTCTTTGACTTAAAACAAAAGAAAATCACTGGAACAAAGTCTTAAAGT 

AATAACAGAAATGTCAGAAAAGTTGAACATCTTATGGGCACATGCGGTGAGTTACGCTAA 

CTTATAGCATCCACTGAGATTAGCCCGCATAGGATTCTTCCATGTTAGAGCTAAAAGGA 

Sequence 808 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCCCCTACCTATAAGGCATTTATAATGTGCT 

GGGCATTGTGACACTTTTCATATATTATCTCATGAAATCCTCACAATAATTCTGAAGGTA 

GCTGGTA I I I I IATCTCCACTTTACAATTCTGAGGCTTACAGAAGTTAATTCAGTGGCCC 

AGGGTCACACAGTTTACAAGTGCCACATTGGTGAATATAAAGTAGCAACTTCTAAGTTTC 

ACTCTCCCACTTCCCTAGTTATTTTCCTAAGGCATGAATGTCTGGGAAATAGCATGCATC 

AGATTTTCCACCTCTTTAAAACTCTTCAGTTCATATAATTTAAGGGTGTGACTATTCATA 

GATACCTTTGAGCTAATCTTCTGGGAGCCAATGTAACCGCAATGCACACTGCAAA ACAA T 

GCACGCTTNCTCTGTAAATTAAAAATGCCAACCCGAGCTTTGGGAAAAGCCCATCTTTTG 

ATATGAACAATTAGGGCAGTTTAAGTTTTAGAAATNAAGAAAGTCCACTGGTCCTGCTTT 

T 

Sequence 809 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTTCTTTTCI I II I I I I II I I I I IGGAA 

GAATATTGCATACCTATTAGAAAAGTCTTTTAACAATTAAAATTGGAAAATGACTGACAA 

ACTTACACTATTTGATTTAAATAAATAAATAAATGGTCACATGATAACAAT CTCC TGATT 

GATATGCTTTATTTAACCAGGTTCTCAAACCATTGGATGTGAAAACCAAATTTTACAATG 

CANAGGTMGTGTTGAGTGTTTAATGGGATTTCATATTAAACATTAAGATCGTATTTGAC 

TAAAAATCTCTTATATACATTTCTAATACTGAAGCAAATCGCCAACGTGACTGTAAATTA 

TTTGAAAAAATCACAAATTTCAGTTAAAATTG AATAAT TTTATTATAG GTCTC ATAATCT 

TTTTCAGCTTACATGGAATCAATGTGTCTTGATTTTTATTCTCGGTAATTTTATAAGGCC 

TTCATCTCCTTTCGGTTAAATGATTGCCCTCTCATTC CATT TAATGGNGGTTGTTACACT 

AGCAATCTGTTGGAATATTTACATGTGGGTTCGGGATTTTCCAAAAATTGGAATTANTAG 
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AACCTACCGCTGCAAAATAGATTAATATTCACATGGGAAAAATCCTGGNCAAGGGGAANT 

TTCNNCATTAAATTNTTTNCAGGGGAGTCCGGTTGGCCANCCAGAANTAAGGTNCTGGGT 

TNGGGGGAATGGCTTAAAAGCCCTTGGGAAAAACAAATTGGCCAAAAANGGGAGTTACCT 

TTTAATTGAANAAN I 1 I I I 1 I I I ACCCTNAAAAANGGGATAAAATGNACTTGNCCNAAAA 

AAAAAAA 

Sequence 810 

CCCTTAGCGGCCGCCCGGGCAGGTACTCCATTTCTTTTTATTCATATTATTTCACCAAAT 

AATATTCCACTGTGTAGATCTATCACATTTCGTTTAGCAGTTTATCAGCTGGTGGACAAT 

TTGGCTGTTTCCA I Mi l I GGCTGTTATGAATAATGCTGCTATGAGTCATAGAAACCATT 

CCTCTTACTCAAGAAACAGGTTCTCCAGAAACTAAGCTAMCTTGTTTGAAATGTAAATT 

CTCAGGTATTCTCAGTATAGACCTATAGATTCACTTAGCTGGTGGGGTCCACCCAACTTC 

TTTTAACAAGTCCTCCAGTGGATTCTGATGCAATGCTAACATTTGTGAACACTGTCAAAA 

TCAAAATGGAGTCACTTGTGTTTAAAAATCCTGACAAATAAAGCCAGGGACAGCTATGAA 

GAGAGGGTTCTCATGCATCAATGCCTGATTAACAAAAACTATCCCAAATGACTCTGCAAA 

AACCC 

Sequence 81 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCATTAAAACTATGTTGTAATAC TGTTT GTC 

TTTGTATCCATTCTGGCGTGTCTCCATACACTTCACTAATATTTGATATACCTGTTTTAT 

AGGAATATAATG67GCTGC7GTAGGTAGAAGCTGTAGTCACCATATCCTCTATTTGTTCA 

ATTATTTTTTCATCTTCTGGCACACTAGGATCTATAACAATGACAATATCTTCAAAGCCA 

TTATTATTCAGCTTAATGAAGGAAGTATTTGACTGGTGCAGCAGGCACAGAACTAAGAGG 

AAAACAAAACCTCTGAATAACCCCATTGTTCCTCTCTAGTTATTCCTGGCTCAAATGTTG 

GTTTGTTCCCCGCGTCCTGCCCGGGCQGCCGCTCGAAGGGCGAATTCCAGCACACTGGCG 

GGCCGTTACTAGGTGGATCCGAGCTCGGAACCAA 

Sequence 812 

CCCTTAGCGTGGTCGCCGGCCGAGGTACCTAAGAGTTATTAATACTAT TTCA GTAAAAAA 

AAAAATTTAATAAACCCTGTGTGATCCCATTGTAACAGAAAGGCTGATGTTTTCTGTTGT 

GAAATACAAATGCAAGGAAAAAATCATTTC TTTG TTTCAAAGGATGCATTTCTTCCATAA 

AGAATAATTTGTATTTATTTTTAAGGGTTTATTTTAACTTATACATCANCC 

TACATTTCAAAATGATCTGTGCTCTTTAAATTACCAAAAGCAA 

Sequence 813 

CCCTTGAGCGGCCGCCCGGGCAGGTACATGTGCATAAGAGGGAATGCTTCCCTACATTAC 

TCCAGAATACAAAGCTTCTTTCTGCCTTTCTCATCCACATAATGGAAGACACTTCTTGGG 

TGAAATACTCCACANTTATTTCAGTTCTCACTGGTGAGTCTGAATATAAGCTCTATGAGA 

GCAGGGACCTTGTCAGTCTTATTCACAATATCCCCAGCCTCTAGAACAAGGCTGGCACAT 

AGTAGATGCACAAAAGGTGTTTGCTGAATGAATGGATGACTGAGTCTGTGTGGGGTAATG 

ATAGGGCTAAGGATGGGACTCTAAACTCAGGTTTCCTCTGTGGGTTTCACAGTTTACTGG 

TCTTAAGAGGAGAGTTTCCTAAACTTGCCTTATGATAAAAACCACCTTCAGCATTTGNTA 

AAAATTACCCATTCCTGTAGATTCTGAGTCAGTGAGCTGAAGTGGAGCTGATGAATCCT 

Sequence 814 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I 1 1 1 1 I I I II I INGNTNTT 

I I I I M M I I M l I I I I I I I I I M I M I M M I M I I I I I » I I II I I I I I I NTTTTNNCA 

AN N ATTAAAATAAAAAATTATTTTTACTAC AAAC AGAN AAACG AATTAAACTAN NANCCT 

AAN ATACTTTNTGG AATTGAAATG ATAC ATTATATATACCTATNANGATAATN G N NTATA 

NCGNNNCTAAACTACAAATTAGTCATAAAAANGACTTNTGTNCTATATCAATTAAAAACT 

GGTATTAAAATTGANTATNATAAGACAATA 

Sequence 815 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTATTATGTATCCATAAAAATTAAAAAAT 

CTTTAAAAATGCATATGGGGGTCAGTAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGC 

CGGGGAGCACAGCTTGCTTTAAACATGAGATCCAGCTCAGTGATCATGC GGGG GAAAAGG 

CCCGGCATTGCTGGAACTCCTAATATTTAAAAAGATGATGGAMCTTGAAATTTTATATT 

TAATCTTCTCATTTTTAAGTGTTGGCAATGTATTGAAGACTTTGAAGCCTCTCTGCTGGT 

CAAACAAGATGTATCTGTAGGCTGGATTTAGTCCACAG 

Sequence 816 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTT 
AGATTTGGTGACATCAGTTTGATATTCTCTTAAAGGAAATAAATATTCAAGAACTGATTA 
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TGTTCTAACATGATTATATTCATGGTGTTACATAGGCCTC AATTT TTTCACAGAAAGATT 

TTTGGAACAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATTTTATAAGCAGAGAACACA 

GCCTGATAACTTAGTCAAGGATATACTGTCTGTCTCACTACTTTGGACTTATATGGCTTC 

AGATTAAGTCATCCAAGAAACATACAT 

Sequence 817 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACATGTAATAGACACTA 

TGCTACAGCAAAAGCTTTTCTTATTGTCTTTAAAATTTTCCT GGGT GCATAAAACTATGT 

GGGTAACTCTTTCCCAATTTTTAACTTTTACATTACAAGTC 

ATTTAACAAAGGCAGATAGAAAGGCCTCAAATCCNTGAGGA CCAAA AATCCCAACACATT 
TTCAAAAGGGAGAAAATTTCTTTAAACTTCATGGGAAAAGTATTTTTAACATAATAGAGA 
GGCTTTATGCAGTCTTTGACAAGATGATACTTTTGGAATAGAACAAGGAAGAGGAAAATA 
TTTCATATTATAAA 

Sequence 818 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I M 111 I I M II M I M I I M I INATTTTTTT 
I 1 I I 1 1 I 1 I I I 1 I I M I CNNTTTNNATTTTGG AC I 1 I 1 I I I I I I I I I I I 1 INNA AAAAAA 
ANTTAANTTTTTNAANNNTNN I I I 1 I I 1 1 I I I I I I ( NAATNTTTNTTNNTTTTATTAAAA 
ACAAAN GAAAAANTNACTTTTTTNTCCAAANAN NCGGCCTG N AAAAAC NTAAAAAACAAT 
GCNNGGATGGANTCAAANTAAAAAA 1 I I I 1 1 I I C CTAC GGAAAAAANAACTTTTT TTGG T 
TTNTTTTTAAGAAAAAN NTAGNAAAATTTG NNTTNTTTTAAAAAGNTAAAATNGGNTTTT 
Mill I AAA 
Sequence 819 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTT 

TAGATTTGGTGACATCAGTTTGATATTCTCTTAAAGGAAATAA ATATTC AAGAACTGATT 

ATGTTCTAACATGATTATATTCATGGTG TTACA TAGGCCTC AATTT TTTCACAGAAAGAT 

TTTTGGAACAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATTTTATAAGCAGAGAACAC 

AGCCTGATAACTTAGTCAAGGATATACTGTCTGTCTCACTACTTTGGACTTATATGGCTT 

CAGATTAAGTCATCCAAGAAACATACATACATTCTAAATGGTATATATTGGGAATATATG 

CCCCTTTAAAAGAATCAGGTCAGAAATGCAATAACAATTAGACTAGACTGTTGCCCGTGT 

TAGGAGAATGTGTGGGTCATCCTAGTTACTAATTACTCTCACTCAAGATGGAGATGTTGT 

CCAGTTTAACATAGTCTTAAAGTTTTCTTAAACCCAAATAATTTATGA 

Sequence 820 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAATTAGTTCCAACTACTGCTGGTGATAAAC 

TCACCATCTACCTTCACTTGTTTTCTCTTAATTCTCCAAGAAG TAATCA GGTGAATAAAG 

AATCATCATCAGATAATATTCTCCAAGATTCTTTAAGAAATTAATTTTTATCTACTCTTA 

AATGATTGCACAATTATAGGATAGAAATTACTATCTTGTGCTC TAATT CAAATTGCTCTT 

AATGATCCTAGAGAGAAATGAATTACTAGAGATAAAAGATAAATTTTGCTGTGGTTTGCG 

ATCTTTGTTTCTTTCCTTAAAACTTAACA 

Sequence 821 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAAACCAGACCTTACTTAAGCCCACCAAAGG 

CAAGGTTTGGGCCTGCCACAGCGGATTTCAAAAAGACAAAGCAATGCAAGCCACGTGTTC 

AAAATG CCCTAAGTGG CTATTCAGGTAATATATAAAAGTAAGACC AGGCTAATTAGTATA 

CAATGGGGTAAACCAGAGAGCAGAAAGCCCTTCTTTAAAATGAGCCTACCACTGCTTGGC 

CTCAGTGTGAATTTAGACCCCATCTTCTGATATTTCAGGAGAAAGTAAAAATCTAGATTT 

TTATCTAAAATCTTTTTAATTTTTAAACAGTCACCTGATTT 

Sequence 822 

CCCTTGAGCGGCCGCCCGGGCAGGTACAGAGCATCTTAAGGTTGGAAGGACTCTTAGAGA 

CCATAGTCCAGCCTCCCACTTGATACTGAAACACGTTTGTGAATTCATGGCCGATGTCTA 

ACTTCCCTCACCACCTTTCCGATATGGACAGTTCTCATGCCCAGAAGCAAAACCTTCTTT 

ATTGTGCCTGTCCTCCCTTGACTGTCATGCATATAATCAGCATCTTTCCCACTAAGTGAA 

GGGCCCAGACTCGAGCACAGGAGCACAGCACCCCTTAAACTCACGAGGGGCTGCATTCAC 

ACCATCAGCAGGGAGATTACACTTGTGTCATTT 

Sequence 823 

CCCTTAGCGGCCGCCCGGGCAGGTACCAAGACTTTAGAGGGCAAAGAACAGAGGATTCTT 
GAGAAAGGGGACTTGAAGGTGAAGAGATAAAGGCTGGTGCTTCCAGGAGCGTGGGTCTCC 
TACGTTTGTGTTCCTGGGAAGAATCTTGGACTCAGGCGTGGGCAGCTGGATGCCTGGGTT 
CCTTAGGCTTCCTCCAGGCAATGTAGTTGCCTCTTTCTCTCCCCGCGTACATAGTAAGTG 
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TATGATAGATGTTTGATTTGTAAATTACAAATATAAATTATCACCCCCATTTCCATTTAT 

TTTCTTGATATATCAAAATGTGTTG 

Sequence 824 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCCCATTATAGTAGGGAGACTGAATCTTCAAAG 

TTACAGGGTGAATCAATGATAATGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAA 

TTGGGAGATATTAGATGATGACATCTAAGTATTAAAATAAGGAGATATTAAATGATGACT 

CCTAGAAATGAACCTGAATAAGGACTACCGCAATGTGTGTGGTGTGGGAAAGGACAGTTC 

TTTTAATGGCTGGCTGACCCAGCCTCAATTTTCTTGCAGCTTCGCCGACACGAGGTGACC 

ATCTGCAATTACGAAGCATCTGCCAACCCAGCAGACCATA 

Sequence 825 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCTCAT GGCTT TTTGGTTCCAGCANTGAGGGC 

ATTGGTGAGATCAGTGGTAMCTGTGCMGCTTTCTTTTTATCATTAGGAAATGTGAAAC 

GTNANGACAAATTTTGAGTTTTAACAAGGACAAAAAGTTGAAAGAAAAGGCACAGTTAAC 

AAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGAGAGAGGAATGCTCTTGA 

AAGGTGGTCTGTGGATCTGTCTGAATAG. »AAG AGCACAGTN AGTATGCATTGCCGGAGAA 

AACGTCCTTGAAGCTGCTTGTCTCATGTGTATGATGTG 

Sequence 826 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAACAAGCAGCTGACTTATGTTTTATTGGACA 
TTGTGATACAGGAACTGTTT^ 

CCTCTGTTTGGTGTGTGTATCACTTGCAGATGCTGTCTACCACCTTTTCAGTG ACATC CT 

AGAAGCTTCTCTATTACCACAGNAACTGGCTAACTANANATGATCTTTCCCTAATTTTCA 

TGAGCATCTTTTTTCTGATATAAACCAGGGAGGGAAAAAAACAAAGTTCCTTCACTTTGA 

AGGGAATATTC 

Sequence 827 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATATGAAAAGCCAACATTCTAAAGTAGAGGT 
TCACTTAAI 11 I I I I I I I II ICAAGAGAGGCTTCTTGGTAGTTTCATCACA CAGTGG TTT 
TATTAGGGGATGTAAGGATTACAGAAACATCGTATTTTTTAACATATAGTATTTTTTGAA 
TATGATTTGAATTAATATAGAAAAGTGCATTTTTTCC^ 

ACTTCACCAGGAGGATAAAAAGGAACAAGAGGGGAAGGGGAAATAAAAATTCCAGAAAGA 

TGAAAAATTGTTGATGTAAGATGGAGGCACATTTT 

Sequence 828 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAACAAGCTTTGTTAAACTAACCCTTGCCATCC 

TGGCTACTTTACCCAATTAACCACCCTAGCCCAGGACGTTTTGCTTTATCACATGTTCAC 

AGTTTGCTATTCTTTGTTCAATCTTGTAACTGACTGCAACTGCTTCTGTGGGTCTCTGTT 

TCTTTATGAAGTTTCCCAGGCCATACAAAACTTGTGTTAGCCTATCTTCTGTCAGTTTAA 

TTGTGGAACTCAGCCAGGCCCTTAAGAGGATGGAGGAGAGTTTTTCCCACAGCAGTTCTG 

AATGGGATGAAGTGAAAAATAAAATCTCCCCATTGCCACTACACCACCTCCTGATGAGTC 

TTGCAGCAGAAATACCGTTTAACTGTTTCTGCTTTTATTTTTTTC TGATTA 

TTTATATATTTC ATATCTGGGGG CTTTG ATAATTATATATAC ATACTTTTTTGAAATTAT 

TTACTTATTCTTTAC ATTGAAAAGG AACTTGCTTTGTAAATCTAAATTCC CTTTN CCTTC 

TACA1 I I I I I I I 

Sequence 829 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACAAGCAATAACAGATTCATAGATCAGTT 
GACATTGGCTGGTCTCCAGGACAGGAATGTGGCCAAAAGGGTGCTTTGTATAGACGCGGG 
GCACTGAATCTGTGTCTCCCCTGTTACCTACTTTTGCCAGTGAAATTTAAGTTTTAAAAT 
ACTTTCAGAATGTA i I 1 1 I ACTACTGCAAG I I 1 I I GGTCTTTAAAATG TCAAGT AGCATC 
TCTCTCTTTCTCTCTGTCTCTTTCTGTTTCTCTCTCCAGI I I I I I I I II II 1 I 1 IAATTT 
CCATAIGGGCTAAAGAATCCAAATATTTTAAAAATCTGNCTCTCTTT TCTTC TCTCATAA 
AGTGAATTATTCCTC I I I I I I GTTTTATGTAAGTGTATATATTCTTAGTTTTTCTTGAAA 
TCATTGTAATGCTAACTTTGTTGTTTCAAATATCTTGGTGATTGCTTCATTATCTCTTCA 
ACAAAAAAAACCTTTAATT 

Sequence 830 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGCCATTGAATAAGCCTCTTCCTTTTTTTT 
GCTCAAACATTCCACATCCTTGTGGATTCCCCTGCATTGTTTGTT1TATATAACATTTGA 
TATTTGTTGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCTCCA 
GTATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACTATCTAAATTTCTAT 
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TGAAGCTTTTTGGATTATGAGTATGCTGACTTTTCACGATTGGCTGGTGCATGTTTAGAC 

TTAAATGTCATATCCTTCATGTCTCAAAGCCAAAATAGTAACATCTCATCTCAGAACAGA 

GCTGTGACCACATGCCAATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAG 

TCTCCTTAAATGTTTCACA 

Sequence 831 

CCC7TGAGCGGCCGCCCGGGCAGGTACGCGGGCTGGAAAACTGAACGTGAAGTCACCACT 

AGGCAAGCTGCCTGTAATTGAGCTTGCTTGTATATGACCAATC AACCT TTGCTTGTTGAA 

GGGTTAGTTATCTAGTTTCCTTCTTTTC I 1 1 1 I I GGAATTTGGTCTTTTAAGGTCTTGAT 

AATCTTTCTAGTCTAGAGCATGTGAACAGAACAGAAGGAAAATCAGGACTCAGTTTACTT 

AATTTAAGCAAGCATTGGTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACTC 

TCTTATTAGCATGGATGCTTAAGAACTTCANGGGTTTGGAGGTCAGCTTGAACAGCTGTT 

TTTTGCACTCTCCCTGGTTTTTAGTAGCCTGAGTCTATAAAAAGAATACCACTCGGGTAA 

AAGCTAATATCCTTTAANCCATTTTTTACCTTGATACCATTGCATTAAAAAAGNATTATT 

CAATGGGCTTTCATTTGC 1 1 I I I I GGGCCTTTTTGGCTTNAAANTCAAAGTGTNAAAAAG 

AATTGCCATGGNTTTAAAAAAAAAAAAAAAA 

Sequence 832 

CCCTTAGCGTGGTCGCGGCCCGANGTACCCTAGGCAGGGACAGTCAAGAAAACTTCATGG 
ATCTGTAGTGTAAAGCTAGGGAGAAAGAGGMGAGATGCCT 

GCGTATCTCCAAGATAATGCATGAACAGCCAGTAAAGATG AACG CAGATTATTGATGGAA 

AGAACACACATGGAGAAGAGAAAAAGCAAGTCCACAGAGCTTTTAACATACACTCCCTCA 

CCCCTACCCCCAGCTTAGAAGGGCAGGAACCTGCTGTCCAAAACAGGAAATATAGGAAAT 

CCAGCTTGAGAAACTATCCACT 

Sequence 833 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 I I I 1 1 I 1 1 1 1 1 1 1 1 1 1 I I 1 I 1 GGGNCA 

AGTAGAAATCAAACAGTCCTAATGGAGTTCATATCTTATGGCATTATAGAAAGGCTTAGT 

TATGAAACTATCTTGTTATTGTTACTATTACATTGCCTGGCTCATATATATAAAGCATTT 

AGAGAGACTGTTCCAATAACTCTCATTTAATTGGTGAAAAAATTAAATATTGGTTTAGAT 

ACTTACCTAMTATTACTAGTTAAATTCAAAGTAAATGAGTCTGTATCTTTAAAACTACT 

TGGC AGTAATAA I I I I I AAAAGTAGA 1 1 I 1 1 ATTGCTTTTCTTGAACTAACTAGTGTTCA 

TACAACACAGGTAGTTTTATTTGTGCCTGGAATTAAGGAGTGAGACACATTTGTAAAATG 

TTCACAATCAACGCCTGTCCCATTTTAAAATCTCACAAGTTTTTCTTCATGATTAACACA 

ATTCACAAAATAAGAAATGGTATTTGGTCATTCTCTGAGTTCAATCTGTGC TCTAG TAAA 

TATAACTTGNGAGGAAAAAGTAAAAAGGNCAAGAGTCTAATTCATTTTCAGTTTTTAA 

Sequence 834 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I II I I M I I I I I I 1 1 I 1 1 1 1 1 1 I I I I GGNTTTT 

TTATCTGACCACTTCCAGGAACAAAGCCAGGGCTCTCTGGGCACCTGAGTATCCATTCTC 

TTTGTATCATCCATTCCATGTCCAGAACACATTCACATCCATGCTTATAGTTCCTCATTG 

CCTGAAGCCTGCTGGGTGGGGCATAGTATGAATACTTGCCCTCATCATCCCCATTTCACA 

GATGCATAAACAGAGGCCAGTCAGTATGCCTGCAGACTGTGGATAGAGCCCGAAGCCTCA 

GGTTAGGCAGCTTGCATCCAGCTGTGAGTCCCAGCTAGGGGAACTGAGTCAGCCTCCATC 

ACTCCGTGTCTCGGTTTTCTGACCTCTCAGGTGGGTATCATGATGCTGGCTTTGGAGGGT 

AGCTGTGAGTATTAAATTACGCTGATGCAGGGCAGGTGAGCCCCCCAAATTGGGGTTTAG 

CTTGCGAGAGTTCTTGGCTTTGCCTAGGAAATAATTCA 

Sequence 835 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I M I I I I 11 I I I I II I II I I I I I I I I I IA 

ATTTAATGGAAGAAAAGTCCAACTTAATAACTTTAATGGANAAAGAAGGAAGCANTATAA 

ATTTGTGGAGACTCCAATCACATGTCCTCCACTCTGCTACCCTGGGCCCAAAATAAGGGA 

GGAGACACTCANAGCCAGGTGTTTCCCTTGATGGGAATGTGATCAGGNGCGACATGGGCT 

CACAGCCTCNCTGAGGCTGGATCTTTT 

Sequence 836 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGCAAAGAGACTTACACATTAGTGAAAAATC 

TAAAATCAGCCTTACGTGGGATCTGCCCAAAGTATTATTTGCAAMGTATCATTTTCAGT 

TTTAACTTTTAGGGGGAGCAGGGTAGGCTGGGGTGACACACACAAATCTAGGCAGGCAGA 

GAGCTTGCTTTCCTCAGCTTCTTACCCTTAGTAAGACCACTTTAGTAGGACACTTAAGTA 

1TTCAGTCAGCGGATTTGAATCTGACTTCTTGGATGCATCTGTATCAAAACATACCATTA 

GATGTGTTACAGAACTGAGCAGCATATCATTAGATGTGTTACAGAACTGAGTCCTACTTA 
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CAATAATTAATTTAATTTCAATAGCGATCCCCACCATTTATGTCCTAGGCATCTACACAA 
TT GGTCT CTGAGCGAAAACACAGCCTTATCTGCAATAAAAGCCTCTGCTTTGCTTTGGCA 
TGTTTTTACAATCCCGCGCA 
Sequence 837 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I M I I I I I I I I M I I I II I I I I I GCAAACT 

TTAATAGGTTTTCTTAGCTTGACAACTCATTCTCTATATTCACNAACATCTCCTGACTTG 

TTCCTTCAGTGGANATACCCTTTTCTAGCCAGAGTTGGCAAAAGTAGCAATAGCATGCAT 

TGGCTTGTTTGANAGGCCCTGGGTGAGCCTTTGTTGCATAAAGTAGGAGGTCTGTTATTG 

TCTTGGTAGCATATGCCTTCATTATMGTTTGCCTCTTTGAAAGAATATTCAAAGACCAA 

CACAAAAGAGAACATTTCCAGATCCAAGAGAGTGTATGTAGAAACAGTGACAAGTTAGAA 

AATCAACTTAGGTATCAGATAGCAGCCACAAAATATGTTCTGAGGAAAAATTCATAGCAA 

TTTATAACAGCTGAAAAAAAGAGGGAGGATGCGGGAAGGTAGATTTTGTCAGAACTTACT 

AGACTAAGGATTTATTGCATATTTTTTACTAATTAAATG 

Sequence 838 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACAAAAATAATGAAGCCAGCTAATTACCAT 

CAGGTTACAACTTTACAAAGAAGTGAAGCAGCAAAGAGCTGAAGCAGAAATGACATAGGA 

AAACAGCAGCAAAGTCCTTGAGTCCCAACAGTCCACCTCAAAGACAAACATACTAAAGAA 

CAAAGGCCCCTAATCCACCT CCTCACCCGCGTACI 11 I I I II I 1 1 I I I I l_M UJJIINC 

CAGTrrCTGTTTCAAATTCTTTATTATACATCATGGTTGCACAATTTGAGGC^ 

TACAATTGGTTTTCAAAATCTCTTTGAATATrTTCTGGCTTATTACATGCAAATGACCAT 

GAAAATATTTGGCATTTTAAAATTCTGAAACTCTGAATAGGCACTTGCATGAAGGAAAAC 

AT 

Sequence 839 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGACAAGGGGGCGACTGGCATGTGGTTTGTTTC 

TGGTCTTGTAGTCGGTTTGGAATTTTCTAAGTCAGGGTGGGGTGGGGGGACTGTGCACGA 

GTCATGTGCAGACTGGAACCCATCTCCCCCTCGGTCTGCAAGTTAAAACAATTGGGTTGT 

CCTTCTCAGCATCTGCCAATGTCTCTTACTCAATCTTGGATCAAAAGGGCGTTGGAGGAG 

GAGGCTGGGAGGGAAATCCAGACAGTTCTCCGCCTCTGACATCAGGTCCAGCTGTTAGCA 

TCGTGCTGTGGGTCCCTGAACAAGAAGCAAAGTCAGGACTGGTTTGGCCAGGTAGGTGAG 

GATCCAGTGTTGGGTGATTCTGATCCATGCAGCCCTTAGAGGCGACACAGACGTGAACTG 

GACATTCTAGGAAGAAAGAGCCGACTGCCGGGTGACCTGTCTAGTTCACATCCACTCACC 

ATTTCCCTCCTCGTTCCTATTCTTAGAAATAAGACTCTGACGCTCTCTTTTATACAGGCT 

AGTCCCCTATAGGCATGTCATGGTGATTATTTGCAATCCTNCTGACTTTCCTAAGAAGAG 

ATCANACTTAGCAGGGTTAGTC 

Sequence 840 

GTGGTCGCGGCCGAGGTACAAATAAATGTATCTTGGGTTAAGTGCTATAAAGGAAAAGAA 

CAGGTTCAATGGAAGGAAAAATTAGAATTGTTGATACATGAATGGAAGTAAATGACCCGG 

ACTTCCAACTCTAAATCTCTGTCTCATTTCACCTCTTTGTAAATAATCATTGCTATTATG 

TTAAATATCACAACTACTGTCATTTCTTGTTTACCCACTACATTCTAAGCTTGGTGCTGA 

CATCTTTGTATTTATTATATAAAATTCTCAAAATTACTCTGCCCGTTAGGCTTTCTTATC 

ACTTATTTCAAATGCAAAAATAAGGTCCAGGGAAGATAATTATGTNACTTGTTCATGATT 

GGAGAGCTAATAAGTGTCAGAGATGAATTNAACCAAAGTTTGGTGTGACAAAAGCCTCTG 

GTTTTAAGCAAAAGGGGAAAAAAAATTCTCATTAACTCCAAGGATTATCATCAGGGAGTC 

CAACAGGGTTCCCAATTTGGGAACTACCTATATTCAATTATCATATGGCAAATGGGTCCC 

CTTTTGTTAGATGGAGAAGGGCCAAAAAAAAAAAAAAAAAAA 

Sequence 841 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTAAAAATGTATGTGCTGTTCTAATGCTACT 
TATTATTATTCCCTTCCTTTGTAGAATGTATCAACACTAAAAGTGTTTAA TCCTG ACTAT 
AACAATTATTTGTTAACTATTAAAGGGGTAATTATACTCTAAGCTTCCAGTTTT CAGTTA 
AAACAAAAATGATTAATATGCCTATACAGAACTTTCTCCAGCACTTGGTAAGTATTTTTT 
AAAGTGAAGTCTATTCAGACTGCAACCAGTAAACTATTTATGCTTATAATTTTTCTCACG 
ATGGATTTCTGTTCCTTTGGTGCATTGGTTGTGTTTATTTTATGTGATCI Mil IAGCTA 
CAAGGTGGGAAAAATGACAGTGGTTTAGAAGATAAGAAGCACATGAATGTA AAGTA AAAT 
ATGTGGAGA I I I I I GGCCACTCTGTAAACTACTATCTGAAGTAGTTTTAAATATTTTAAG 

Sequence 842 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCGTGATCATAGCTCACTGCAACCTCCAC 

CTCACAGGCTCAAGTGATCCTCCCACCACAGCTTCCAAATAGCT GGGA CCACAGGTGCAA 

GCCACCACACTTATTAATGTAGATTTCCTTTGTAGATGTAGATTTCTTTTACAAAGTGAC 

AGCTTTTCAGAGCTAGTCCTATGTCTGCAGTTTCTCAGAATAACCAG CTCAA AATATGCC 

AGAGAAGTATATTTTGGGGTGGCATATTCTAGTCTCCTCCAAGTCATATTTTGGGGTGGT 

GTGTCCTGAGCCCCAACAAGATAGGTTTCATTTTTGAAAATTGCTCTTTCAGTCCCACTG 

TTCATTCTCATAAGCCCAGGAATCACCACCTGTTGATTTCCTAGGCATCTTCTTGCTCAN 

GGTAGTTAGATGTTTGGTGGGACTAGAAAATGCAANGGAGGGAGAAAAAGGAAAGGCTTG 

GTGNATGTCAAAGATTTTTAA 

Sequence 843 

CCCTTAGCGTGGTCGCGGCCGAGGTACT T ! M I I I I I I I I I I 1 1 1 1 GCCTATTAATTGAT 

TAGGAAAAATAGGTAGACCCTGAGTGAAAGTAGAAAAGAACCATTCTGGTAAAAATTCTG 

AAAGTAGAAAAGAACCTTTAGCTTTAAAGGTATGTCTTAATAGAGCAGTGCTAAGACAGG 

TGGTTAGGTATGTGAATGCATGCCACTTAGAAAAGAATATGAAGGAGAAGGGACCAAGAA 

GGCAGATACATTGCCCCTGATAAAGAAGTCATTTTTCTCTCACCTTTACATAAATATCAN 

GCCACTAAAAATCTAGGAGCACAAATAATGAAAG 

Sequence 844 

GAGCGGCCGCCCGGGCAGGTACAAGAGAACGGACGGCACTTACTGAGCCCATCGCAAATG 
TCAGGCTCTGTGCTATACTTACATTATCCCATAATCTTC 

AAGTAACACAAAGCAGGAAACTAACTCANATTTACTTGCCAAAGGTCACACAGTTAATAC 

ATGGTGGAATCAGGACTCAAAATCANGCCTGTGTGACTCCAAAGTCCAGTGC TCTCT CCA 

CTTTACCAGGTAACCTTCATAATACCGGATTGGAAATC AAACCT GTCACTTTACTTTTCT 

ATGTCCCTGAGTGANTCACAACTTTTTCTTCANCCAGCTTTTTTCATT 

Sequence 845^ 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGAAATTGGTTTGATTGCCATAGGCTAACCT 

TGGACCAATCACTGTGGCCAAATACATGAGGTATCCTTATTGGCTCCTTCTACTAGCAAC 

AGATGGTTTAGAGAACAGTGTATCACAGAGAAATGGGGATCACTATTATAGGCAGATTGA 

ATAATAAATGTTCACTCTACTACTCAATAAATATTTGTTGAACAAATCAAAGCTGATCCC 

M ill 1CAAAATTTTTAATGTGACTCTTAGGGGATGGTGGATCCAGGAGAGAAGATTAGT 

GCCACACTGAAAAGAGAATTTGGTGAGGAAGCTCTCAACTCCTTACAGAAAACCAGTGCT 

GAGAAGAGAGAAATAGAGGAAAAGTTGCACAAACTCTTCAGCCAAGACCACCTAGTGATA 

TATAAGGGATATGTT 

Sequence 846 

CCCTTCGAGCGGCACGCCCGGGCAGGTACTTTATTTATTTATTTATTTAm 

ACTATTTCACAAAACAAAATGTAGCTTTCTTAAAATTTGTAGTTAAAATGTTTTCTTTGT 

TTTCCCAATAAAATGTAAAGTTTAATATGTGATGGCTAAACTCCTAGGGGGATAAGGAGG 

CGCTAGGAGAATAGGCAGGTTGGAAAAGGGTAGTCGGGACTTGTCCAGATTCTTGTGTGG 

TAGTCTGGGTAGTCTGTATATTTACCATATGGGCTACAAGACACACACACACACACACAC 

ACACACTCACACACACACACACACACACACACACCCTTGTGAGCATTTATTAATTCGCAG 

TTGATGGTGCATAG7TTGGGGAGTGGGTAAAGGATATGTTACTTTTGTA 

Sequence 847 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGTGTGTGTGTGTATGTGTGTGGTGTGTGT 
GTGTTTTAAGTTTANCCTTTTG I II I IGI I I I I I GGTTGGCAGTAACCCNATTTTAATGA 
CTAAGCTTTTAAAAATACAGTACTGATCATTCTATTTCCCCCTNTATTGATCCCCACCTC 
CAAATATCTCATCAACAACCGACTAATCACCACCCAACAATGACTAATCAAACTA 
Sequence 848 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTGTTATGCTTGTGCCTGTGTGAAATTCTAC 

AGTGCTGAAAATCTCATGCACTCTAGCTATGAA TGCA GGTCTACTTGAAGCAAAACTCTT 

CAATCTAATTGTTTTCTCAATCTTTGTAAACCAGTTTTAAGAGTCACCAGAAATCTGTAG 

TTTAAGGCACCAGATACATTTCTTGGCTGAGCCTTGTAGGACCAATATGCTGGACCAATT 

CGGTAAAATACACCATAAATTATGACTGCTTTATCTGAATGCATGGGAC ACTTG CTACGA 

TGGCGGGMTTATTACCAGGAGTTTAGGAGCCAGACATGGGTTCTGTATTTTTCATACAT 

TGGTGATCAATTCAAATCTCTTTCCTTTGCANCCCAGGTTTGGTCAGTCTGGCCAGGAGT 

GCAGATTATGACAAAAAACAAAGCTAAAAGACCTGAGCCATTAAGGTTACAGTCTCAATA 

CCACCGAGTTAAACAACCTATTTAAATGCAAGACTATTGATTGGAAT 

Sequence 849 
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CCCTTAGCGTGGTCGCGGCCGAGGTCGGCCGAGGTACAAAAGTTCTGAAATAACACTATA 

GGCTTAAGGAATAAGGGACCAGAAGTAGCCTGGTAGCCAGTGTATTTCTGGCTTTATACA 

TTCCTTAGGAAAAAAAAACTTTATAGATGTATTTAAGTAGAATTAAGGTTTACACAAATG 

ATTTTTTGAGAGAGAGAGTCCCTAGGACCTAAACATTCGTTCTACGGAGATAGGGTCAAC 

ACGCAGATATTTATTTAGCAGCATGGTCTGCAGAAGTAGGAGGAGGTGACCAGATGTGAT 

GGATTATGCCTGTAATTCCAC 

Sequence 850 

CCCTTAGCGTGGTCGCGGCCGAGGTNCCACCTAACAAATTGGAGGAAATGAAAAGACGAA 

TCAACAACATTTTGGAGAAAAAATTTATTCTACTTCTAGAATTTCATTACTACAAGTGCT 

TAGTTCTTGGTTTGGTANATGAAGTGAAATCAAAATTGGATATTTGGAACATTAAATATG 

GGAGCAGAGAATCTGTGGAATTATTGCTGGANGACTGGCATAAATTTATTGAAGAAAAAG 

AATTCCTAGCTCGACTTGATACTTCTTTTCAAAMTGTGGAGAAATTTATAANAATTTGG 

CTGGAGAATGTCAGAATATTAATAAACAGTATATGATGGTGAAATCTGATGTTTGTATGT 

ATAGAAAAAATATATATAATGTGAAGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTA 

CTTATGTGGAAAACCTTCGCTTACTAAGGGCTTGCTTTGAGGAGACNANGGAAGGGAGAA 

ATTAAA 

Sequence 851 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATATTCTATGCAAAATTTATAAAATAATC 

CTTGAACATGAAAACTCAT CTTAAMTTACACGAATTAAGTAAGCAIGCAATACAGACAC 

TTGCAGGATGCCTGGCCTCTGGGAACTGCTCCTGTCTCTGTGTGAATGTAGAAGTGAGGC 

TCAAACTCTCTCTTAGGAAAATTTTCCCTTCCCACTGCCCATCCATTTCTGCTGACTCAA 

CAATTCCCACAGAGGAAATGGGAATAGTATCATCAACTAGCAGTCCTCCCATGCCAACAG 

ATTTGGGGTCCTTATCTAAGTGTTTCTGCAGCCCGGTCTTCCCTTCCTGACTTCCCGTAT 

TGGCTCGTTAAAATGATTAGCTGGCAATACAGGTATGTTTGGACTGCTATTGGTGGTGAA 

GTTTAATCTTCTAACTGTGTTTTGTGAAAGGAAATATTCCC TAAAAG CTTTGGTGTCACT 

TAAAAAAAAACAACTATATATGATTGAAAGAAATTTGAGATATTTTTGTTTC 

Sequence 852 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGCAGATGATGGCACAGTGACAGCTGGGAGGG 

ATGGGATGTGCTTGCTTCATGTCCCCTCCCCTCTGCCTGCTCAACCCTACACAGTCCTGT 

CTGGTGACCGTGCCAAAGTCCTTCCTGCCTTGCAGAGAGGCCTNTCTTCGTCGAACATGG 

GCCTCAGGAAAGACAGCCTGAATGCCACTACCCCAGGCTTGTGGAAGGTTCTGCATCAGT 

GTGGCATTGTTGCGATAGCCCTCAGTTGATGCTTGTTTGTGGTGTTGGGAGGCAGGAACT 

ACTTTAGGAGGGTGGAGGGGTGAGAATGAAAAGAGGACTTGCCCTGAGCCACCCAGCTGT 

GGTCACCTGATGGC 

Sequence 853 

GGNCGGGCCGAGGTACGCACATACATACACACTAACGCTCAGCATAAACTTTCCATTACA 

CTTAGACAATGACTTGTGGAGGAAAAACAAGGATAAACAAGAGTCTCAAGAACTTAAGAA 

AAACATCAGAGTTGATTATTTAGCACTTTCTCAGGATTCTAAGGCAATANGCCTAANTTC 

AAAACGTGAAATTGTTCTCTATTTCCCATTAGTCATTAAATGAGATAAATGACAAGCTAT 

TGCTGCTTCTCCATTCTGTrTTCAAAGAACATTACAAAAATAAACCAGTGNGTTCTCTAA 

C AGTTCTAAAAAC AG NTTG 

Sequence 854 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAGCAAGGCAGTTTA GGGA CAAAGGGCATG 

AGCTTAGAGTCAGATTTCCTAGGTTCAGATCCAAGCATNACTACTTATTTTCTTTAAGAA 

CTTGGGCATCTGTAAACCAGGGATAATATCTTCTTCAAAGGGCTGNTGNGAAGATTCAAC 

AAGGTAATACATAT 

Sequence 855 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGGACTACCCACCACCATGCCCGGCTCATTT 

TTGTAI I I I I AGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTAGTCTCAAACTCCTGA 

CCTCAAGTGATCCACCTGCCTTGGCCTTCCAAAGTGCTGGGATTATAGGTATGAGCCACC 

GCACCCAGCCTTCAAI I I I I I I I I AATTCTGATAGAGCACCATCTACTACATGCTTAATA 

TTATCCATAAACAGACATGTCTGAGCACAGAAGATCATGTTAATGAAAGATTATTGAAAG 

GTACCTGCCCGGGCGGCCGCTCGAAAG 

Sequence 856 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGAAAAAAGCATAATGAATACAACAACTAGCA 
TCAAACTCAGTGTATATAAGAATGGCTAAGTGACCATTAGTCATGTGAAAAGCTTAACAA 
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CTATTAAGCTCTTATTTTCTTACTAAAAMCAATTTTAAGTTCTTTCAAGGCTATAGTTA 

CGCTTTACATAAGAGGCCCTATTACCCACTAATTCTTAAAATTTCTACCTACTTAAAATT 

TCTTTAGACATTTCCAAAGGTTAGTAAAGGAAGACATAAGATATGCTTACTTAAATCCTT 

GCTGGTTCCATGCCTGGCCATACAT 

Sequence 857 

CCCTTGAGCGGCCGCCCGGGCAGGTACCATGAAATAGGACCTTCTACGGTTTAAAATAAA 
TGTTTG1 I 1 1 1 1 1 CTAGCCCTGTAGGTCAATGAATGCCTGACTCCAGTGACAGACCATAA 
TTATCCAAATCTCTCATTTATGAATATGGAATATAAATATGCTAAATTGATTATGTCATG 
AATAGACTTC I I I I I IGCATAACAATGTTTGGAGTTTCTCACCTTTCTCCTNNCCTTNTT 
TTTCT 

Sequence 858 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGTGAGTTCTTCTCCAGACCATCAATATAG 

ATTGGATTTATACACTGATCGCTGTGTCTCTCCTTCGTAATAACCTTACCCCATGTTGCA 

ACAAACATGGACTTGTTACAACATCCCAGAGTGAAATCTGAATGTGGTCAAGAAAGTTCA 

GAAACAATAAGAGTGATGCAATGCATACCACAACTCAGGCCCAGTGCAAAAGTCAGGCCC 

CAGCCCTTCCCATATAAGGGACTTGGTCATTTGAAAAATCAAAACCCAAAAGGAACAACT 

ATAGGGACCTGTAATCAATTAGAATATTC 

Sequence 859 

CCCTTTCGA'GCGGCCG 

CTACATCGAAGGAC7TCTGAAAAGCTCAAGTGACAGTTACACCTTTGCACTCTCCACATT 

CAGCTGGCCTTTTCCCTCAAAACATGGATAATCTTCAAACCTCCCTGAACAGGTGGAAAT 

GCGTCTTTCCTCTAAGCCAAGTTCTCAGTCCACATTAGTCCATACTTGGCTACAGAATTG 

ACGTTTGTGGCCACAATCCTACTAGAAATGACCTTTGGGTAATATCCTTATC7TGTTGAT 

CTAGTTAGGGTCAAGTAAA 

Sequence 660 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATGCAGAAGGAAAGCAATTGCAGATGGAAA 

AAGCTGAGATGCTATAAGGAATTACGGATTT TATAA AGAGATCACCATGTGGGTGAATGT 

AAATATAGATGAACAATGAAGCATAAACAAAATTTTAATATCTTACAGGCTAAAATATTT 

AGAAATGAAAGACAACAATAGCATATAAGTTAAGAAAGGGGGTAAAAAGAATCAAGAGCA 

TTCTAAGGTCCTTATATTACCTGGAAGGAGAGTAAAGATAATGACTATCTTCAGGCTGAT 

AAATTAACAATGTATGCTGCCATTTC 

Sequence 861 

CCCTTTGCGGCCGCCCGGGCAGGTACCAGCACAGCAATTGCTGTATGTTTGTTTTTAATT 

ATCGGTTTTCACTTGGAGGGGCCAGTTCTCTATATTTCAATCTATTTTCTATATCAGAAA 

TGAGCAGGCATTTTAAAAAATGGCTTTCATTGATGGAGAGGTAAAAGTGAAATGGCTTTG 

TTGT ATTT AT ATT AT AAAAG G C C ATTTC C C AAATCT AG AATTT ATT ACT AAAAATC AAG"T 

TTGCATTGAGGGGAGGAGTATGATTTGCTCAAGCTTACTTTTTTTATAGGTGGGGTTTTT 

ATATTTTCAATGTGATTACTCAC 

Sequence 862 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTCCATGCTGGGTCATACCTGAGTGCCAGT 

GGAATATAATTTGGAAGGAATAACGTTGTTGAAAAACATCCTCTACA GACA ATATGAACA 

ATGCCTTAGTCATCTATTGATTATGACAATATACTCTTGAACAAATTGTTTTCGGTTCTG 

GTTTCTGTGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 863 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACACCTCACCACCTGGGTGTCTCTCAGACG 

TTACCAAGAGACAGAGTAAACCCATGCTTTCTCCTATCCAAACCAGTCTCTCCTGTTCCC 

TGCTTTGTCCAAACCCAGTTGCAGGAATTTATGTCTTAAAGTAAACCATCGTATGATAAT 

TTCCCCTGAAAATGTGCCTATTAAAAAAAAATAGGATATGATGGGAGGCAGACATAAACA 

TTCTGGTCAATTTATTGGTGTTATTATTTATTTCAGTTAATAAACTGCCCTTTCGCTATG 

CTTCACTTTCCACGTGTTTAGGCAG 

Sequence 864 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCTCTAAAATGTAAGGATTCATTTATGAG 
AGAGTGAACATACTGCTTGTAGCTAAAA CATTA CAGGAGACCTTAAAAAGGGGTATAATT 
GGTCCCTATGTGAAATGAACCTGACATATTTTTATAAATTATTTGTGCATGACTATCTTT 
TGNTGATAGCACTAGGAAGACTTNTAACGTTTAAATACTTTATTTGCC CTCAATT ACTAT 
TTAAAAGTCCTATAATTTTAAGTAATTTTACAGCTGACAAAGATAAATAI I I II I ICTTT 
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TAGTTTTTCTMTGTCTTGGAGGTAMGTGGAMTGGCCTGTTTTGACACATAATTTCTA 

GAACTTGGAGTTAATTTTGATCAGTTCCATTTTGGGT 

Sequence 865 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGTTACTGGGTATTAAATGCGTTCATAGTAG 

GGTATTAAATCAGCAAGGTCCCCATCCCAGAAAAATGTGCAGTTTGTCCAATGGGAAAGA 

TGCANAGACAGTTTCAG7TAATATACTAAGTGCTAAAGATTGGGATGTGCACAAGAAGCT 

GGAGGTAAAAATTCTGGAAAACTGAACGTGAAGTCACCACTAGGCAAGCTGCCTGTAATT 

GAGCTTGCTTGTATATGACCAATCAACCTTTGCTTGTTGAAGGATTAGTTATCTAGTTTC 

CTCCTTTTCI J 1 1 I I GGAATTTGGTCTTTTAAGGTCTTGATAATCTTTCTAGTCTAGAGC 

ATGTGAACAGMCANAAGGAAMTCAGGACTCAGTTTACTTAATTTAAAGCAAGCCATTG 

GTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACTCTCTTATTAGCATGGATG 

CTTAAAGAACTTCAGGG 

Sequence 866 

TAGATATAGGATAGTGATACNTTGAANAGGACTATGAAAAGGGACAGTAGGGCTTAGTGG 
AAAAAGTTTTAACGANNTCTACNGTTATTGAATNAAANTACATATAGCGNGATTCTTATT 
ACTTGAAATTAGGAGGAGAAAGAATTTTTTGAGGTAAATrNGAAAAGACATAAMTAGA^ 
TA 

Sequence 867 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCGGGCATGCAGCCAGGCTAGACCGGCTC 
A 

GCCCCACTTCAAGACAAAATCTCAGCACCCATTACTCACCATACATATTTATGCAGTGAG 

CTGCATCATGACCAGCTATCATCTTACCTCATAG I I I I M 1 CTCTG GTAGA GATAATTAA 

CTTATTATGCTTGATCAGTTAACTCTTGCTTAGAAATTTAAAAAATATTTTTAAGTGACA 

AATTCTTTGTAGAAATTTTTGAAAATAGAAATATTTGAAGTAGAAAGTTAAAATCACCCA 

CAATTCTGCTTTTGTTAACATTTGAATATGTTGTCTTCCATGATATATAACAAAATTTGT 

CTGGGTATTGCATATGTCGCCTTTCCTTCTTAATATTGCATTTTGAGCATTTAACCNGAA 

CACTAAATATTCTCCCTAGAACATATGGATTTTGAATAATTTAGCTAATTATAAAAATAA 

CTTCCCTAATGGTCCTTTGGGCTCTTTTAAGGTTTTGCTGGTATATGTTCAGGGGA TGAA 

CCACTTAAGGCTCTTTGACCACCATACTGNCCATACTGCCATACTGGCATACCTGNTTTT 

AAAAAAAAA 

Sequence 868 

CCAGTGTGATGGATATCTGCANTTTTCGCCCTTTCGAGCGGTTNTTNGGGCAGNTTNTTT 

CNNCCTTTCTGTGNTATTTGTGGCGGNATGTTGNATACTCTCTACCATGGGGATGAAGAC 

ACAAGAATTATGATAGTTCATTGAAAAAGGTTGAGAATTCAGAACTTGTCAGTTTCCACC 

AATAATGGCAAAGATACAATATGACAAAGTTCAGTTGCTTAAATGAATCTAGGAATGAAG 

AATCTAGAAATTATAATGGAGAGGTGATTAGGAGTTTAAAATGGTTTAT 

Sequence 869 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTAAATTAAGCATACTAAAGAAAAAAGGAATG 

TTTTCTTAGCAATTTAAGAACTTGCTTAAAAAGAAAAAAAGATCAACCACTCCCTCTAGT 

GACAAAAATTAGCCACAAGATGAAATTCAGTTAAAATTCCAAACACTGTGGAGATGGAAA 

GCCTTGTATTTTAGATGAAAGGATTTATGGCTGGAATTAAAAGAAATTAAA AGGCA GAAA 

AGTGGGTGAATGGAAAACATTTAC I I i I TGI I I I I AAGTGTTAATAGCC AC I I I I IGTCC 

AGTCTGNATCTCCTTTCATTAGTCTTTATATATATATATACNCACACACCCCNCACGTAT 

GTTATATATACATATAATGGTTTATGTATTATATATGNGGATATATACACCTTATATGGT 

TATATATATGGG I I I I I I I CNNGAGCNTTATATCATGGTGAAATGAGTTCAAATGGACCC 

TGGCCCGGGCNGGCCGNTCGAAAAGGGCNAAATTCCACCACACTGGCCGGGCGNTTACTA 

GTNGGATCCCCAGCCTCGGGNNCCAANNCTGGGCGTAANCATNGGGNAATAGGTGTTTNC 

CTGGGNGGAAAATTGGTNTNCGGTTAAAAATTCNCCCCAACATTCCCANNCCGGGAAGCC 

CTTAAAAGGGGGTAAAAGCCCCTNGGGGGGGGCCCCTTANTTGGGNGNGGGGNGCCCTTT 

AACCTNCNCCNNNTTTTAAAAATTTTGGCCNNNTTTTTGCCCCGCCCTTTTNANAAAA^ 

TTGGGGCCCCCCCNCCN 1 1 I I II 

Sequence 870 

CCCTTGGCCCGCCCGGGCAGGTACTAATATTCTTCAACAGAATGCAATAAAATACGAGCT 
ACATAAATCCAAACTTGGTTCAAAGGTAGCTATGTTTTTTTAAAAAAGGTTATTATAACA 
GACAAAGCAAATGCAAACTTATCCTTCCAAACCCTGATAATTGGTAATACCAAATAACTG 
GTATCTAATAAATATACAAATCAAGAGAATACCTTGCTAGCTAAATTAAAAAAAAAAAAA 
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AAAAACT 
Sequence 871 

CCCTTAGCGTGGTCGCGGCCGAGGTACMGGGCTTCTTTGGTGATAGTTTCTACTCTCTT 

TAAATACTGTTCTGTTATTTTTGAAATCTGATCAAGAATTGACACAATAAATCTCTTTGA 

TATTTATACTTATGCCTACTTTTAACCTTTTAGGAAAACTTTATGAATTGGAATATTCT^ 

AAATC CTG AAATAATTTG G AAT ATTCTAAAATTCTG AAG AG AATATGAACGG ATTG TTG G 

AATGGAACTTTTACCCGATTCCCTCAGACTAGAGTGTTCATACGACATTTTGCCAAGAAG 

TTCCTATAGAGGCAATATCACTTTTAGGATGGATGGGTCTAAAAGGATCATATTTAAGTT 

TCTGGTTATTCATGGNTGCACTCACTTTAGAGGATGTGTTCCTATTAGGGTTGCTGCTAC 

TATTTGTCTCTCCTAAATAACCAGTATGGAATTATAGAAAGAAAGGTGGGGA GAAT AGTC 

CGTGTGATCTNCTGGGCAGCATTAAAGCCTGTTCCATCCAGCCCC TGAC TATTTTGGTCT 

TTCTTTGCCTTTGAAGGCCCAGAAGACATTTNCATTCCTTCG MGNTTTTA TGGTCTATA 

CCCCTCTCTTGCCTNCATATTNTTTTGCAAGNGGGGGCCAGAATTTTTTTGGATTCCCNT 

TAAAAATGGACCTTGGGGTNTTTTANCCATAANCCTGTGAAA ATTCCAANG GGGGGGGGG 

CCCCTTNTNCCCCCCCGGGGGGCCCCGGGGGGNCCCCNCN I 1 1 I I I I I GNAAAAAAAANN 

GGGGGGGNCCCCCAAAAAAAA 

Sequence 872 

CCCTTTCGAGNNGCCGCCCGGGCAGGTACAGTTCTGTGTTTTTCAATTGATACATACTAC 

TTATGTAAGAAAAATGAGTAAAAATAGAGGGCCACACAGGCAACAGCCATTAGGTTATGC 

ACAGAGAAGGAAAAACTTCAGAGGTTGTGCTGCCATCTTCTGGAACAAACAAGAATCTAC 

AGGAACAGAAACATGATGGAAGAACAAGGGTTAGTTACTGCAACGAAAAAACATGGCAGG 

AAAAAAAACCATTTTGAAGCCAAGCTTTTGATTTAACCATGAATGAAAACAAATGGGAAA 

ACAACAACNACNAAAAACAAAACAAAACAAAAAACAAGAATGACCAAATACAGAAATTAT 

TA 

Sequence 873 

CCCTTAGCGTGGTCGCGNTCGAGGTACTTGTTAAAATTCAGATTCCTGGACCCACCCTAG 

ACCTACTGGATCCAAATCTCTGCAGACATGGCCTGGACATCTTCATTATAACAAGCTTCC 

ACATAGATTATTTTGTCAGTGGCCATGTCTTGCTTTGCTTCTGTGGAAACTACTCTCCAT 

CTTCTGGAGTGGAATGTCCCCCATTGCTATCCACATGGTCCTCGCCTCCCTGATACTGTA 

GTCTCAGATGGCACCTNCTGAACTGGGCCCGAGCTCAATCACTTTCCCAGACCCTGCCCA 

CCTCGCTNGGAGCNTCAGTGGTCCCATGGTGGGCAAAGGAACCCAGGTTTNG 

Sequence 874 

GATATCTGCAGAATTCGCGCTTTNCGTGGTCGCNTTTCGAGGTACTGAGGA TGACT AGAT 

GACAAATAATAAGAAAAAATGGCATTGACTTTGTATAGAACTTAATAATCAGATTTTTAA 

AGAGGTTAGTCTATTCTCTTATTTGAGAGATATGGAAACTATCTAGGCCTAAAGACTGTA 

AATCTGCCTGGAATCAGATAGTTGGCAGCAAAATCAGAAATAGAAAGCAGTTACTCAACA 

ACCAACAGTTTAATTTAAGAAACATTTGACAAGCATCTCCTGTGGATAAGACCCTATGCA 

AGATGTCATGAATATAAATATGCACAGTAGTACCTGCCCGGGCGGNCCGCTCGAAAGGG 

Sequence 875 

CCCTTANCGTGGTCGNNTTTNGAGGTACTTTAAAAATAACAGAGTGTGATTTAAGAATAC 

TCAGACTAGAGCCTTCAGTGAGTTGTCTGAGGGAAAGGAGTGAAGTCAGGACTTAGATAG 

AAAGATTACAAAGAAAGTCAAAGTAAGCAGAGGAAAAAGATACCAAAATGACAGCTTCAG 

AATAAGCAGTAAGGGAATAAAGAAAACAAAGTTGTGTGTGTGTGCATGTATTACATGATA 

AATCCATGGAAAAAGAACTCGCAATTTACTAAAGGAATAATTCATGGTCATACCAATTTC 

TGTGTCCAAMCTAACTTGATTAGTATCAGAAGGAAAGTCAATGTTTAAACAGTCCTTCC 

CACATCTGCTACTTCCATAATGCCTATGCAACTGTCATAAATTAAGAGTAGAGAAGGGCA 

CAGGGCC 

Sequence 876 

CCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGTTCGAGGTACT 

TGNTAAAATTCAGATTCCTGGACCCACCCTAGACCTACTGG ATCC AAATCTCTGCAGACA 

TGGCCTGGACATCTTCATTATAACAAGCTTCCACATAGATTATTTTGTCAGTGGCCATGT 

CTTGCTTTGCTTCTGTGGAAACTACTCTCCATCTTCTGGAGTGGAATGTCCCCCATTGCT 

ATCCACATGGTCCTCGCCTCCCTGATACTGTAGTCTCAGATGGCACCTCCTGAACTGGGC 

CGAGCTCAATCACTTTCCCAGACCCTGCCCACCTCGCTGGAGCTCAANGGGTCCCATGGT 

GGGCAAAGGAGCCAAGTTTGGGCAACAAATCCCTATGCATTTAGAAGTAGATGGGGCTGC 

ATTACAACACACAAGCACTCAAGGACTCTCTGTAATATCTGGACTCATAGGAAGGTGATC 
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ACAGCAAGAGGGCAGATGAAGCNGACTCAAGAGAAACAGATNAGACCAGAGAGACCCTGG 

TTCTTGGTTTG7TCTGAAGNCATGGNCCATCTNCTATTCTAGAATTANAGAGTTCCTGGA 

AAATTCTTACCANAAAAAA7TTCCTTTTGGNTTNGACGC7TAATTGAGGNTAATTTCTAT 

TNTGGGCAATNTCAAAGNNATTCAANGAAAAAAAAAAGGG 

Sequence 877 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 nTTTTTTl IAAI 1 1 1 1 1 I I I I I I I I I IAATA 

GAGATGGGGTCTTACTATGTTTCCCAGGCTGGCTCGAACTCCTGAGCTCAAGTGATCCTC 

TCACCTTAACCTCCTGAGTAGCTGGGACTACAGGTGCANACCACTGTGCCCTTACTTCTA 

TTCTTACTTGACAAAGGAGAGGAAAAAAAAAGGAAGTTTAGAGAAATTAAGTAGTAACTT 

GTCCAAGTTTACCCACAACCACTAAGTGGTAAAGCTGGGGTTTGAACTTCAGCAATGTGC 

TTAAATCTCAGTAACTGAAAATCACTATGGAGGACCTTTAGGT 

Sequence 878 

CCCTTTGAGCGGCCCGCCCGGGCAGGTACATGTTTGTAAAATTCCTTAAAATATTTATGC 

TCAAACCAACATTTCCATTTTATCTATCTTAAATATATCTTCCTCTTCTTTACGCCTAAT 

TTCTTAAACTCCCAGAGTTTTTTTCTGT/* \GATCTAGTCATCTGTAGCACTTCTCACAAA 

TTAAGCTCTCTTATGCCCCAAACAGTAACGAAAGAGGTCTCTTAGTTGGACAATAAGCAG 

TGAAAGATATTTCTTATGGGACAAGAAATTAACATTATTAGTCAAATGTTGATGCCGGTA 

GGCTGAGAAATGATTCTCACTTAAAAGCCCCTGGGTTTTAAACCTCTCTTAGAAAAACAT 

TAGT 

Sequence 879 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAGGAGCTAGATCATCAAGGAAGGTCAGGGCA 

GGGTTCACAGGATGAGGGCACTTTGCCATTCTTTTGTGATTTGGTCAACAAATGACACAG 

GTTATTTACAATCTTGACCTTTTGGAAAAGATACAGCAGGTAATAGCCTACAGGAAAGAG 

GAGGTAGAAAACAAGTGCCACAGTAGA 

Sequence 880 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACAATAGAGTATTATTCAGCCTTAAAAAGGA 

TGAAAAAATCCTGACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAA 

TGAGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATCCAGAGTAA 

ACAAATTCATAAAAACAGAAAGTANAATAGAGGTTTCCAGGGACTGGGAGTTACTTGATA 

TAGAGTTTCAATTTTGTAAGATAAAAAAGTTCTGGATATTGGTTGCACA GCAA TATGAAT 

ATACTTAACACTACTGAACTGCACACTTAAAGATGGTTAAGATGGTAAATTTTGTTAGGT 

GTTTCTTACCACAATTTAAAAAAGAAATTTTAATTAAAGGAATTAAAAAATTTACAAAAT 

ACTATTCATCATTGNGTTTCCAGTTTATATTCAACCACAGCAGTATTTCAGGTATAGTAA 

TTAACTTACTTTCA 

Sequence 881 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTGCACTCCCACCTGGGTGACAGATCAAG 

AC CCTGCCTAAAGAAAAAATTTAAAAAAATAAAAAATTTAAGAATTTTCTATGCCCTTTA 

CCAGGCCAGCTTAATCAGACTTCTCTAGGCCTAGGACAGGCTTAAGATCAGTTAATTTAA 

AACACTTCTGATGTTTCTTGAGCATTGAAAAGTTTTATTCTTTCTGCTTGTGTTT^ 

CI n I I GTGTTTGTCTTTTACTAAGGCTAG AAAC AC GTATTTGGTTTGGTTATCTGAAGT 

TTAATTGCATTCATTGTGTTTATAGTATTTATCCCTGTAGTGTTGGAATTACCAGTCACT 

TAC ATTC ATATTT N AGTTTTTTGCCT 

Sequence 882 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTCTTGAATATTTCCAGGGCACAAGATA 
TTCTTATACAGAAACCTCAGAATGGAAAATAGCTAAGACATAAGCAGTGTTTCACAGAAC 
CATCCATCAGTC I MM I A GGATGTAGCAGTCTTCCATGTATCACTTAACCAATCATTAT 
TCTTACCCCATCI I ! I I GGGCAGGGGGTGGTAGAATTTAAAATTTACCATTACTAAGACA 
GGGTGATAGTAAGCATAGAATTTTGGGATGTC I II I I I I I CCTTGCCCTAAACCTTCAGA 
GTTCTGCCAGiSTGATTCAAATGTTTAAGATCCCATAATCTCGCCTGTGTGCTCAAGCGAA 
CACTAACACTTTAAAAAGTGGGAATGAAAAAATCTGAACTGGTTGAATTAGACACAGTAT 
TTGGCCCCATCTTTCAATTTCAG 
Sequence 883 

CCCTTAGCGGCCGCCCGGGCAGGTACTCAAAAATTTAAATAGCCATCTAAAAACATCTCA 
GGTAAAAAATCTGTCCCCTGCATTTGAAACCAAAATTATTTTTTCTCACTAAAACACATT 
TTATTTAATAGTGAGGTGAAATTACATTAGCCCTCTTCACATTTATTTGATTCAAACCTT 
TTTTAAAAAACTTAGATTCTTTTAAA<W\ATAAATTAAAGAAAAATGACATCATTCATCA 



Page 148 of 22 1 



WO 01/42467 



149 



PCT/US00/33312 



Table 1 



G ATAGCC AGCTAC ATGTGTAGTTTGATC ATTC AGTTTAAC C GTTTTATC ACTGTTGATAT 

GAACATTGAGTACCTCGGCCCGCGACCACGCTAAGGG 

Sequence 884 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGATACATGTAAAGTGCAAGGCACCTTGCTA 

GAGAGCATANGAGCTATACTAAGATATAGAGTCCTGCACAAATCCACAAAATAACATGAA 

TACAAAGTGTCCTAAAAGTCATGCCAAATAAAACAGANCATATAACTGGGCAGAGGGATG 

GAGAGTCACATGCTGGAGGAGGTGAGCGTTGACATGGTCTTATGGGATATGAACTTGAGA 

TGTTGAAGTAGAACTGAGACATTTCTGGAAAACTANATGTATNAACAGAAGCANGAGGAA 

TAGGAGATGGTTTGGAAAACATCAAGCAGCTCAGTTTCTTGGGGTGGTCCAGGAGAAAGA 

AGCTCAAACAACATTCAGTGATAACACTTAAAAN NATC AAAAATTT 

Sequence 885 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATAAACAAGACAGTGCCTGCTTGTGACCAGGG 

GCTGGGCCTCTTCATAGCTCTTTTCCCTGCCTTTTGTCTTCAG AGTTG ATCTGCTTCTTA 

CACATTCACTTTTTCAGAGTTTGCTATCTTAGAAGCAAGGATCATTTTTAATTGGTT^ 

TTACTTCAAAGTCCCACTCATCAGAGGCAGNTGTTTCGCTTATATTTGGCT CAAC TACTT 

TNTCTGCTTGGTTTAGTAACACTAATGTTTACTAACATTAAAATGAAACCAGTTTTGCAG 

CTAGCATCTATTGACCAAATATAATTATTTATTTCAAACTGTATATTCCAAAATTTAAAC 

ATATTCAATGCTTATTGAACATCTAAACATATANCCTTAATGAATAANGGGAAAATATAA 

GGATGTGGTTTTTGGATGTGAAAGeCACAAeCCACCTGCTAGANTANTTTGGGGAAAGGG 

TTTTTANTTCCAAGTTCAAAGGNTGAATTCTCCCGAGGGNNGNNGGGGGNCTTCCCTTCT 

NAACCAGCAANAAAACCTNGCNCCAGTTTGGGATTTTGGGNGGAAAATAAACCCNAATGA 

NGCATTTTACTTTCC MINI 

Sequence 886 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATGGCTCGGCAAAGGGGGACTGGATTAATAA 

ATTCTGGTAATATAGTAAGGACAAAATAAATGTAAAAAAGATAGAAGTAAATGGAGAACA 

TCAACATGAACGCGTGCTCCTTTGAGTAGAAAGTAATTTTTCTGCTTTGTCACTCAAATA 

GCTGGCAGACCTGACATCACCCTGCCTCTGCTTCCATGCTCTAAAACTTTCCTGGGCCTC 

AGATTTGGATGCTAATATGATTTTCCACTTAGTGGATAAGAGCTCCCTGGAGAAGGGCTC 

ATTCTTGGATGGACAACAGAATTAGAGCCTGAGTTCTAAGAGCTTAATAAAACAAAAG 

Sequence 887 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCGATGAAAGTTTAAATCTAATCAACAGTATT 

ATGCACTGGTTGAAGAAAACCAGGATTAAGACGGAGGATAGTCAGCATGGAATCTAANAA 

GGGAAAAGTCCGNTAACTATATGTGTTCATNAGATTCTAAAGCTGTTAAGGGAGAAAGAC 

CCTGAGTCTAATGAATATAAACTTTAAATTTAAAGAAAAACATGNTCTGTTATAGAAAAG 

TGGGCTTTTAANTTTTGTAAAG 

Sequence 888 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCATTAACCGTCTTTTAAAAAATTATTATTAGT 
TTCAGTGCTGTTTCTTGAGGGAGCACCGGTGGTGCAGGTCAGGTTTGTCTTCTNAAT 
Sequence 889 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAACAGGCCAGATATATTCTCTCATTAACTTA 
TTGCCTAGCAGAGAAGACCAACATTTTTAAAAGTTTATACATATAGTTAATTTCTATTAT 
- GATTATATGATACAAATGGAAAGTGCTATGAAAATGTGGAACAAAAGAGAATAATCTGTC 
TGAACAGTCAAAGAAGACTTCTGGGAGATGACATCTGAGCTAAAGGTTGAACAAGGAATT 
GGAAAACAGCTGGCATGTGCAAAAGACTTGAANACTGAAGGAGTTAGCCTTTAAAAAAAT 
GAAGAAAGTTCTATTTGGCCAGAGCAGAGTTTCAAATAGTGCCTCACAGGCCACGTTAAA 
GACCTGAGGCCTTTATTCTAGGAGAATAGGGAGCTGCTCAAGGAATTTAACTTGANAAGT 
GACAAAGATCAGATTTGCAATTGCCTTTCAAGGTGGTAGGTTACAAGGGAGTTGGGTCTC 
TTGACCCTTTGCAAATTATACCCCATTTCTTAACCTAAGAAATGGG 
Sequence 890 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCCTTGCAAAATTATATTACAAGAAGAAG 

CACACTTGTTATAGAAGTGCTGAATTGTATGGAACCTAAATCTGTCAAGTTACCTGTCTT 

TCAGGTCCGTCTCCCCACCTCCCAGACCTCATTATATTATCCCGAAAAGAACACGATCTC 

TTTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTG CCCAC CAATTGGCAGGCCC 

ATTGGGTGATAAATGTCCAAGGACCTCTAGGCTGACGACACATTTTTCATCATTAATCCA 

GTCTATTGTAACCAGGGCCACTCACATTGATTCGGACTAGGGGGCATCATCTGCTGTTAA 

AGAGGGTGATGACTCGCTAAAAATGAGGG 
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S quence891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTCATGGCTAAGCATGTGCGGGATGGAA 

CCGGTCTTCCTGGGCTTACATCTTTGCTTTGCCTCTTCTTTCCTGTGATGAGTCTTGGGG 

TAGGCCTCAAAGGCTGAATCTTCAATATAAATACAACAGTGAATGAACAACAAATGGTTA 

TTTTAAAGATCTATCTTGGATGGCTATTTAATTTCACTAAACCCCAGG TTGCT CACCTGT 

TGACTGGAACAAACAATAGTCCCTTCTTCATGCGGGCATGGTGAGGGTTTTAAC CCCGC A 

TTGTCCACAAAGACCGCTTAAATTATAGTAGATGCTCAGCAAATCTGAGCTATTATTTTT 

ATCACGACTGTCAGAGGTCAGATCAGGCTTCGGGGTC AGACACAC CTGGGTTC AAATC C C 

AGCAGGGCCACTTACTGTTGGAGCCGGGGCAAAGTCAGTTATTCTCCCTGAGGGTCAGTT 

TTCTCATCCCTAAAAATTCC 

Sequence 892 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTACAGAACAGGAACAATCTGCCATGTGTGTTT 

ACAACTTCAGAAAGCCCTGGAATGACAGTTGCCAGGGCAGTTCTTTGAATTTGCAGGTCA 

GAATTAGTGGATGATGAATTTTTTTCACACATGGTCAACTCTGTGCCACCTGCTACAAGA 

TGTTGGAACAGGTATATTTATTTATTTAAT GATGA TCAATGATTCTTCCAACATCAGGGA 

ACATCAGGGAAATCAGCTAGTATATGCTCTTTTTGAGGATTTTCAGCTCCAAATCCTGAA 

AGCATTCATGAMCTACATAAATTACTTTTGTTAAGCAAATCATCATAAGTAAATCCAGT 

CATATGAATCTGGAAGGATTTGCTGGTGGGCACTAACACTGACCACATGTTTCAAGTGTG 

GGCAAGTTTACCATCCATCACGGAT TTTGTG CTTGGTGAATT GTAGGGAG_TC 

AAGGATGTTTGGCCCAGTTGTC I I I I I I ACCTATATCTGAAATTCTTACTTAGTCAAAGA 

ACAAAACATTTAGACATTTCATTTCCTTTTGGGGGTTTTAAGTGATACATGTTTA 

TGTATATTTTAGAAGAAAATTGTTTTTATTATATATAATTTATTAAAATTC N GGNGGAGA 

AGACCAAATTTTATCCTGAGNAAAANATTTAAATTTGAAGN 

ACCCNCCGGCCNAACCCCAAC 

Sequence 893 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGCATTAAAAAAGTCCTACAAATTATTAGA 

GAGAAAATACAGGTTGCACGCAAAGCATAAAGAATGAGAATGGCATAAGACATCTTAACA 

GTGCCACAGAAACTAAAAAGTAGTTCTGAGTAAAAATGAACTATTTACCCAGCCAAACCG 

TTAATTAGGTATAAAGGTAGAGTTAAGACATTTATAGACATACA AGAT ATTAAGATTACT 

GAGTCAATTGATATTCAACAGGGGTGCAAATGGAGAAAAAGTCTTTTCAACAAATAGTGG 

TGGGACAAATGGATAGCCACATGCAAAAGAACATATATATAAGAGCTAAAACCATAATGC 

TTTTAGAAGAAAATATAGGGTTTATCTTCATGACCTTGAATTTGACAAAGGATTCTTGGA 

CATGACACCAAAAGCACATGCAACAAAAGAAAAATTGGAGTGATATG 

Sequence 894 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTCACACAGCACATCAGTGGCTACATGTGAG 

CTCAGACCTGGGTCTGCTGCTGTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGG 

TGTCCAGGGATACGTCCATCCCCGTCCTGCTGGAGCCCAGAGCACGGAAGCCTGGCCCTC 

CGAGGAGACAGAAGGGAGTGTCGGACACCATGACGAGAGCTTGGCAGAATAAATAACTTC 

TTTAAACAATTTTACGGCATGAAGAAATCTGGACCAGTTTATTAAATGGGATTTCTGCCA 

CAAACCTTGGAAGAATCACATCATC 

Sequence 895 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTCACACAGCACATCAGTGGCTACATGTGAG 

CTCAGACCTGGGTCTGCTGCTGTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGG 

TGTCCAGGGATACGTCCATCCCCGTCCTGCTGGAGCCCAGAGCACGGAAGCCTGGCCCTC 

CGAGGAGACAGAAGGGAGTGTCGGACACCATGACGAGAGCTTGGCAGAATAAATAACTTC 

TTTAAACAATTTTACGGCATGAAGAAATCTGGACCAGTTTATTAAATGGGATTTCTGCCA 

CAAACCTTGGAAGAATCACATCATC 

Sequence 896 

CCCTTAGCGTGGTCGCGGCGAGGTACCTTGAGCTGCCTCAGCACTCTTTTGCCATTCGTG 

CTAGAAACAGCCAAAGCCAGACAACCAAATTACAGATGCTTAAATGTTAATGCCAGACAC 

CAAGGCTCCGTGAACTTCCCTGTTGAACATCTGACCCCGACTACTTGAGGA CATGA AACC 

TAACTGTGCAGCTAATTACACCTTCCAAGGGCAATGACATCGGGTCCTATGATTTTATTC 

AGGAAAGCAATAAGGCAATCGGGGTCACTGTGAACATCATTTGAAGGGAAGTAACTTCTT 

AGCTTTATTCCACAAATGGTCTAT 

Sequence 897 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGGTGTAGTGTATAGAATGGTTTGTATCAAACT 
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AGATCTACATTACTTTACTAGAAATATAGG6CAATAATAAAATTTCCAAAGCCAAACTGA 

ACGATAATATATATTTCTTTAGAAAGTCTCAGAAAACCCATTCCTGAATGACAAAACGGA 

GAGATAACTTACAACTAGGTGATATCTGMGTTAAAT1TTCTTGGTTATCTATTTCAAAA 

ATTCACAACTATTCTGCACTAAAATGTTTCACTGGGTCAGGCACAGTGGCTCATGCCTGT 

AATCCCAACACGTTGGCAACCTGAGGCAAGAGG 

Sequence 898 

CCCCTTCGAGCGGCCGGCCCGGGCAGGGTACCNCGGGGTNGGACTCTNTGGr I I I INAAA 
ACCTTATGAACCATTAACTTGGGAACCCCGGCAAAANTAAGCCTNGGGGGGCTTGAGGGG 
ACTTTTANGANNNMCCNTTTAMCATTTGGTNTNNTT NAAAAAAAMTTNCAGG GTTTN 
CCGTNCCTTTTCCAAAGGGGGGAAAAANGCNCNAACN I 1 1 II M 1 1 1 I II I 1 1 IC 
Sequence 899 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGACAGATGCCTG GGTA ACCATGTCCAATGT 

TCAATTTACTTTCTGCTGGACAGATAGMGGCTCTCCTGCAGCCTTTTCGTCTTCGGGTG 

TCCGCTGGTAAGAAATCCGCCACACAAGAAAGCACTGA CATTT GGA GCCTC ATCAGGTTC 

AGAGTTGAAAGTGAAATAAAGGATAATAATCTTTGTCTTATTTTCTTTGTTTTAATGTTT 

CCCAACTTACGTTAGGACAATGTCAACAAAGACAGATGTCCCTAATAGTAATTGCAGGAC 

ATGTGTTTTCTCATTCCTATC 

Sequence 900 

GGGTTTGAGGGGGGGGGGGGGGAGGTAGATTGGAGGGGGGGATATGGAGGAGGTGTGATG 

TGTATAGGCAGACCAGACTGGTAGGGAAGAAAAGCAGAGATATCAAGTGGGGGACATGTG 

TTTGCCCTGGGGCTCTATTGGCCTGGAATTTTGTGGTAGGAGGAAGGCACAAAAAGTAGA 

CTGGGATTACAGGCGTGTGCCACCGCGCCCGGCCTAAAGTGTGT TTTAT AATAAAACCTC 

AATCTGAAACATTTTAATAAAACCTTTAGATGACTAGATTTATGTTTATTTTGGATTTAT 

GTTTATATGAATAAAAAAAGAAAAAAGACGAG 

Sequence 901 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATGAGATGCATTTGAAAACTTACCTTGTTTA 

TATGTTTCTTCTGTTGCAATTTCTTCCATTACCTGGGAATAGCTGCTTTGGACGGCAAAC 

CAAGCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAA AGAAG TCTTGGTAAGGAAGCA 

ATTCAGAGAACATGGGAGCATCTCATGGCAGCAGTCACAATTTTGTGTTGCGTAAT ATTT 

CAGGAACTTGCAACCCTGATAACTTGTGCCTGCCTGTCTGTAGGCCTTTAATGATGTTTT 

ATTG AATTTTG G 

Sequence 902 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTATACAAGGCAAAATGAACTCTAAGTAAAA 

AAGAAAATCACACTTCTAAACACAAATTAACCATTTCAGTATTTAATTGCTCCTAAAAGG 

TGTATTCTACTTCATTAAATGTAAGAGAAAAGGTTACCTACATTACGCAGTTTAAGAAAC 

AGGATAAACTTTAGCATATAAACCAGTCTTGATTACAATTTCACACTTTCAACCATCTTA 

TTTATACCTCTACATTAGATMTCTTTAAATTTCCATCATAAGGTTTTCCCATGGTTAAC 

CTNCCATATAAAATTTTGGTAATCCTGCCC 

Sequence 903 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGTGACAGGAGAGAGCTCATGTGACCCGAGT 

CTGGGTGGTCTCAGGCATGGTATAAAGAACTAGGCCAACCAACTGCACTAGACATAGAAA 

CTAGCTGAATAAACTCATCCACTCCGATTTCATTTCAGGTATCTCATGAGAAACTAGAGG 

ACAAAAACAATTCCAAAATTAACAAAACAAAGTTTACTCTAGCCATCAGTGCCAATGAAC 

ATAAATGACTGCCTGAGAGTTATATTAACAAAATAATTAATTCAGACGAATTAAGGAATT 

AAACCAGCTATGGGAAATATACACTCTATACTTAGATGCACATT 

Sequence 904 

CCCTTTCGAGCGGCCGCCCGGGCAGGNACTTAAATAAAATAAAATTAAAACAAATCATTT 

TAGAGATAAAGAGTGAAGTTACTAGAAAAAGGTGACTAGGACTCTGTTTATGAAGAAAGG 

TTAGTATTTAAATCATGAAAAAAAGTAAGAATACTTAATTATTCAAGTAACTTAAAATTG 

TAATTCAGAATGGCTTTTATGTATCTAAAACAATCTGGGCTGCTATAAAAATTCAGTCAA 

CTTCTAAACTTCCAAACACAAAATAGTTATACTCAGTCTAAGAATATCCGACCTACCGTG 

CAGGACCAGAGGGCTCATCTC 

Sequence 905 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAAATAAAATAAAATTAAAACAAATCATTT 
TTAGAGATAAAGAGTGAAGTTACTGGAAAAAGGTGACTAGGGACTCTGTTTATGAAGAAA 
GGTTAGTATTTAAATCATGAAAAAAAGTAAGAATACTTAATTATTCAAGTAACTTAAAAT 
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TGTAATTCAGAATGGCTTTTTATGTATCTAAAACAATCTGGGGCTGCTATAAAAATTCAG 
TCAACTTCTAAACTTCCAAACACAAAATAGTTATACTCAGTCTAAGAATATCCGACCTAC 
CGTGCAGGACCAGAGGGCTCATCTCTTGCCGAGCTTAATACAGTTT 
Sequence 906 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGCTTTAAATGCATACTAAGCTGTGAATGA 

CTGATATCAGAGACTTTCTTGGAAGTAGGTTTCATAGGATGGAGGACAAATGAAACTTTA 

TGGGCGAAGAAAGAAGGGTCAGTTGGGTGGTGCATTGAAATAAGTGGTTCCAAAAGCAAA 

CTAGGTCAACTTTTTAACTGGCTAGTGAAAATGAGATTCCTCAGGATACAAAAGCAAGGA 

GAAGACAGGAATAAATCAGGACTCCAACAGGCAGAACAGGATTTATTTAGGGCATGCAAT 

GTGGAGGGCCCTAATGGGAACATGACAGTGT 

Sequence 907 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTGCATTGTCAATTTATATTTGTTTCCCCA 

CTAAAGCCTCCAAACCTTGCTTGTTTTGTTTAAGTATCCCTGGGGCTCATCACAGGGCCT 

GTTGAAGTTCTTTTGAAATGAATTGAAGAATGTGAATAATAGTTCTAGTTCTTCGGGATA 

ATGGAAAGCTAATAAGGTTTATGCTAGAGGCTCTTACTGCTGGGACTCTCTTCTTGTTTT 

TGGTTTTTAGGAAAAAAGCTAGAAAATCCAACTTCAGCTAGAGTAACAGTAGTAACTGAC 

TTGAAAGTATGTCAAAACAAAAACTGTTAA 

Sequence 908 

CeCTTAGCGTGGTCGCGGCCGAGGTACCTATGAGATGCATTTGAAAACTTACCTTGTTTA 

TATGTTTCTTCTGTTGCAATTTCTTCCATTACCTGGAATAGCTGCTTTGGACGGCAAACC 

AAGCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAAAGAAGTCTTGGTAAGGAAGCAA 

TTCAGAGAACATGGAAGCATCTCATGGCAGCAGTCACAATTTTGTGTTGCGTAATATTTC 

AGGAACTTGCAACCCTGATAACTTGTGCCTGCCTGTCTGTAGGCCTTTAATGATGTTTTA 

TTGAATTTTGGT 

Sequence 909 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCTCTTCTCAATTTTGCTATGAACTTAAAACT 

GCTCTTAAAAAAATA I I 1 1 I 1 1 I AAAAAAGGAGGGNGTTATTATCAGAGATCCCATAGAC 

CTTAAAGGATAATGAAAGAATGCTATGGGATAACCTTCATGCTAAAAACTTCAACAACTT 

AGAAGTATGAAATGAATGAACTNTCTCCAAAAAAAATACAAGTTACCAAAATTGACATGA 

ATAATAACAGAAAATNTNGANTAACGCTCTAACTATTAAAGGAACGTGAAGTTTGTCAAA 

AGCTTCCCCAAAATAAAATTCCAGGACCAGATGG 

Sequence 910 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAATGGGGTAGGGTGTCTTGGGATCTGACT 

GTTTCTTAGACCTTCAATGCTTCTTGGCTTTCCTCACTGCTAGTTATAATTCAGTTTTCT 

CAGGTCTAAGTCATTCATCACTCTTTTGTCTGCTTTTCA GCTTCC AAAAATTCATTGCTA 

TTATCTCCTCTCCTGTTTTCCCTATTGGTGTGTTTGTNTC I I I I I CTTTAAAAAAATTCC 

TTTGTGG 

Sequence 91 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACCTAGCCAGCTGCACAGCAGCTCTCCAAGAA 

AAAGGTGTATATTAGACAGATTCAATTATTCATCTTGTGATTATGAGTAGTAACCAAATT 

GTCTATGTAATTTTCTTATGGTGAACTACCCAAAGCAAGGCCTCACCTTAGGCTACCAGC 

TTGACTCTTAAGTGGACAGAAAGAGCCAAAGGCTAAAAGGTTTGTGAGAAACCTCATGAG 

CACTGAGTGTTCTAGTTCCAGATGAAAACCGGTTTCAGGTATGAAGCAAGAGGGAGTGCT 

AATTGGTAGAAGTAATTACATCTT 

Sequence 912 

CCCTTAGCGGCCGCCCGGGCAGGTACAACAGAGCACAATGCTTAGATTTGGGTGGATTTG 

AATAAGATGAAAGATAAATTATGATTTTGTTCAAGTGTTAAAATAAAACTAAGACACTTA 

AGGACCACAAAAATTTAGACCAAAGTATCTTGTAAATTCTACCTGGTGAAAGTTTGATAT 

AGCACACATATGACTTTTCTATATTATTTTCTGTTTTGAGTTTAGTAGTAAGCAGATGGT 

TTGTATTTTCTTTAGTTGCAACTAAGTGATCAGTTTCATGATTTCTCTTACTATGAAACA 

I I I I I I I I I I I I I CTTAACAGTTATCTT 

Sequence 913 

CCCTTTCGAGCGGCCGCCTGGGCAGGTACCACAAAGTTATTGCCTACATCCAGGTCAAGA 
AGATCTTCTACTGTATTTTCTTCTAAGAGCTTTTACATATAGGTCAATGATCAATCTAAA 
ATTAAGAGTTGTGCAATCATTAACTCTAGCTTTAGACTGGTATACTAATTGGTTTGTATA 
CGAACTGGGTTAAAGGCATAGGACACATGCAGGCTGTGTTCATTTCACAGCAGGGCTCTG 
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TAATTAGGCAATAATTACTTACCATCATACCTAGTGAGGCAATATGGGAGAAACAAAACA 

GGCCATACAGCTTCACTATTATTCCTACT 

Sequence 914 

NNCACCCCTAGCGTGGNCGCGGCCGAGGTACTTGAGGACCAAGCCACAGAGCAAGCGCTA 

AAAAAAAAGTTAACTAGAACCTTACCACTNTTNCACGCACCCCAATTNCATAAAATGTAT 

CAGNAAAAAAAAACAATNATCTAAAGANAAAAAAGNAAAGAAAAANNATNNANCACATAG 

GNAACNGGGTGTCAACTAGGNAACNGACCTATANNAANNNAGGAAGANAGNGNCTNCCTT 

CCTCAATNNNCAGANNNACGGAGGGGAGGCTCAAAAGGCCCGAGAGGCTCNCTACAAGGA 

GAAAG 

Sequence 915 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAATGGTAAATATATGAGTAAATATAACAC 
ACTTTTTTCTTTTAAAATTTTATTTAAAAGGTM 

GTATTGTGGGTTATATAGTAGTAAGATGTTTGACATAAATTACATAAATAATTGGAGCAG 

GGAAATAGAAGTGTGTTGTTGAAATGGTTTGATATTATATATGAAGTGGTATATTATTAT 

TTCAAGGTAGCCTTGATAAGTTAAAGGTTACATATTGNAAACCCTACAATAATCATTACA 

AAATAAAGAGATATAACAGNAAG 

Sequence 916 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCATAGAGGTCCAGACCCCTTGCGTCTGGCAT 
TCCDTGGICTATAAJXCAGT/^ 

CCCCTTAAGCGACCCAGGGTAGCTTGTGATGGTTCAGATTATGATTTGTTCTAGAGCTTT 
TCCAGAGGCAGATGTTGAGGAGTTTATC CTATTTG NCCCCTNCCCTTTAAACAAACAAAA 
GTGCCGGCTGGACGCANTGGCTCATGCTGGTAATCCCANCNTTNTGAGAGGCTNAGGCAG 
GCGG 

Sequence 917 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCTGGCATGCATCTTCTCGATGGTCTGTT 

ATCTTGTGGGAATGACATTCGTTAAGTTGTTTTCTGTGTGCATCCCACCCAAATAAAGAA 

TGTTTCATCAGCAAAGTGAATTGCCGTATAGTCATCAGACTCTAGAAATAAATTATCAAC 

GATGACTGCAGTGGGTGAGGCTGTTTGTT TATCA CATCACTTGAGAACAGAGTAAAGTGA 

GTTTCATATTTTCCTGAGTCTTGAATTCTCATTTTAGACATCTGTTC^GAAGCTTTCTAA 

GCCATGGAGTATTCTAAATGAGC 

Sequence 918 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAATTATAAAGTTACCAATAACT TTACA TTA 

AGAAAATCATTTTCTTCCCCTTGAAAACAAAGTATGTCCTCACTTTCCCTGCTCTTTTAT 

TCATGGCAGTATGAAATGTGTCCCTGATTCCCTCCGACCTGCCACAGAATACTGAAACAG 

TGGCCGTGGGAAGAAATACCAGATGGTATGCATATGGCTTTGGGAACAGCTTTCAGCAGT 

GGTCACTTGTCTTTTTTTAATGCATTTCAAAATGTGTTTGGTTAGCAAAAAATAATGAGA 

TAATTCCCTCAAATAAATG 

Sequence 919 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACAATTTATCCATTCCTTTAGCAATAGTTGGA 

CACTTAGAATGTAAAACTGTTCAAACAAATTGGTATATTGGAGTTTGGGTAGAAAGAAGG 

GCCGTTGGAAGAGGAGGAAAAGAGGGTGAGATGATACATTA ATATA AATTACTGAAAGGT 

GGTGTTCACATTTAGAA I I M I I I I I I AAGTTGCATGTTTAGGATTTTAGTGCTCAGGAG 

GAAAGAAGGCCAGTGTTGCCCTTCCAGACCATCGCTGCCATTTCCCTGTAATATATCGTG 

TGTAGAGGAACCTAATGCCTGCA 

Sequence 920 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCGCTATTTCTAGTTCAAAATCACAGATTTTCA 

GATTGAAAAAATTTCAATCCACTTATTTTTCAAATGAGATAACTGGGACAAAGAGAAATT 

CCATGACTTGCCCAAGATTACCTACAGTTTAACTGTCAGCGGGGCTTAAAACCACAATCC 

ACATCTCCTGACTCCCAATCCTTTCACTTAAAACAAACAAG CAAAC AAACAAAAAAGATT 

TCTAATAAAGTGGAATAATTNTAAGAAAGGCAAGTATCACTATTTTAC 

Sequence 921 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACATGTAAACTTCTACTTTCCCCTTCAGATT 

ACAGCAACCATCATGCCAAAGCTATACACTCTCAGGGAATCCCTGTGGATTTCACTGATG 

ACCACTTGACCAACTATCATAAAGATCAAGGCCAGGGGTTCTCAAACTCTCAACATTTGT 

GTGCTCATCTCCCCTTCACCCAGAGACTCCCCAGGGCTGCTGGGCCACACTTTGGTTTGT 

TTGACTGGAACATAGTTTGAAAGGGATGGAAATTTCCAAAAGGTGTTAATAGACACATAA 
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AGATTTTTAAATATTAAAAAAAAGAAAAAGAAAGA 

Sequence 922 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACAGTATGCACTCCCTTCTCTGTGTTTTTTG 

TCTGAGTTGATGATTTGGAGCTCAAAGAGCTAGCGGAGGGAAAAGCTGAAGCCATTCAAA 

CACATAATGAGAATTGGAGATGTAAAAGAAGGCTGAGTTCTAGGAGTTGCAACAACTTAG 

GAGATAACAGAACCAATTCGGAATGAGCAGGAATTGTAGGAATGCAGGCGAGGACTAGAA 

GAATCAGCTACATGCTGTTTACTGGCAAAGCAGGAGAAATGTGACTGAGGACAGTATGCC 

ACTGAAAACTGATGAAAGAGGAGGGAGACAGGAGG 

Sequence 923 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTGTCTCATGCTCTCTTTCTGTTAATAGCAC 

CTCAATTCTACTCTGGGGGACATTCCTCCTCTC I 1 1 1 1 GGTCTGGAATGTCCCCTGGCTT 

CAGGGACAGCTCAACATGGGCCTGGACAGTCAAATTCCATCCCCAAGCTTGGGACTCAGG 

GAGACCATCCAGTGACTTGTTCCTGAAGTGCTGGGAAGGCAGAGCNTCCTTTCTGCGGGG 

TGCTGAGTGATGGGACGACAGNGTGGAGCTACTGNGCTCTCCAAGCCGGNGCCCAGGACC 

AGCCTGCCTGAGAACGAAGCCAGC 

Sequence 924 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCCTTGCAAAATTATATTACAAGAAGAAG 

CACACTTGTTATAGAAGTGCTGAATTGTATGGAACCTAAATCTGTCAAGTTACCTGTCTT 

T CAGGTCCGTCTCCCCACCTCC CAGACCTCATTATATTAXCCCGAAAAGAACACGATCTG 

tTTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTGCCCACCAATTGGCAGGCCC 

ATTGGGTGATAAATGTCCAAGGACCTCTAGGCTGACGACACATTTTTCATCATTAATCCA 

GCCTATTGTAACCAGGGCCACTCACATTGAT 

Sequence 925 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTACTGTGTTGAGCCCTCTTCCATCTCCTGTA 

GTTTCGTCAGATCCTAGGAAGTGTCCCTGACGGAGAAGTTTTACAAAATGAACTTCGAAC 

TGAAGTATCCCGATTGAAACGGAGATCTAAAGATCTGAATTGCCTTTATCCCAGAAAAAG 

ACTTGTGAAATCTGAAAGTTCAGAGTCTCTTCTTTCTCAGACAANTGGTAATAGTAATCA 

CTATCATCATCATGTGACATCCANAAAGCCACAAACAGAGCGGTCCTTACCAGTGACTTG 

TCCATTGGTTCCAATTCCTAGC 

Sequence 926 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAACACAAGATTGCTAATAGACTGCTAATAA 

TAGAACTTAATAAATGAAATAATTTATTTCATTTATTGTTGCTTGGAATACAGAAAGTGC 

TTAGTAAATATTGAATGAATCAACAAAGTACCTCCCAATATAGAGAAATCACTTCTGAAA 

AGGATAAAACCAAGTTGATCCTATTCAATCGAAGGCATCTTTTGGGGCTGTTACAGTTAT 

TTCCTTTATTTGAAGAAGGAATATGATATACCTACTTTGTTCCAAGTCACTGCTTATAAT 

GTGCTAATGGTACCT 

Sequence 927 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTGAAGACAGCTACACCTGGTTTCCTCCCTC 

ATGCCTTGATCCCCAGAACTGCTACCTTCACACGGCTGGAGCACTCCCAAGCTGTGAATG 

TCATCTCAACAACCTCAGCCAGAGTGTCAATTTCTGTGAGAGAACAAAGATTTGGGGCAC 

TTTCAAAATTAATGAAAGGTTTACAAATGACCTTTTGAATTCATCTTCTGCTATATACTC 

CAAATATGCAAATGGAATTGAAATTCAACTTAAAAAAGCATATGAAAGAATTCAAGGTTT 

TG AGTC GGTTC AGGTC ACCC AATTTC G AA 

Sequence 928 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGAAAGAAAACAAATACCAAGTATTTACAGAT 

CCAGAGAAAGTTCACAAGAATGGGAGGATGCCAGTTCCAATGCTTTGTAAAGTCAAAAAT 

AGCCACATTGCAAAACAAACAAAAAAAAACGAGAACGTTCCCGAGTGTGCCTCCAAAACA 

TAAAGGAGAAAATCATACAGAAAAACCTCATGTAAGGGTTGGAACTTGAGCAACCAGCTA 

TCCAAATACAGAGGGGAATCCTCGCTTAGCTAGGGCATGGCCTGAGAGAAGCCCCTTCCT 

GCTTTCAGAGCCTACAAGTAGTCCCCA 

Sequence 929 

^ CCCTTAGCGTGGTCGCGGCCGAGGTACTTAAGCAATAAATCTGAGCAATTATCAGGTTAT 
TTTATTGCATTTCTAATGAGTTCTTCTAAAAAAAGTCAATCAATTATCACTGCTATATAT 
GTTCTGTGTGTAAGGAGTGCTTGAGAGTCTTTAATTGTAACATTTATTAAATAAGAATAA 
GAGGACATTTTTAAAGGAATTAAAGGAACATTAATTCCTTCATAAATGTATAGTGCTTAA 
GCTCTGCTTTAAAAGGTCTTTCCATGTGCTCTTGGGTAACCACTTAGGGCTGAATTCATA 
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GTATAAATATCAATAAATGTTGCAATCACAA 
Sequence 930 

CCCTTAGCGTGGTCNCGGCCGAGGTACGCGGGTGGGAAAGGGAGGATGACTCACTTACTC 

TGAAATCTGGGCCCAGGAAGGACCTCTCCCATCC7TGGAGCCTCCTCATTCTCCTGTCTC 

TCACNNGTCCCCCCACCTCTACCATGATGTCCTCATTCTGGGAACCCCGAGCA GGGAT AG 

TGGCTTGGGCCCTTCNTCTGGCTTTTCTCCCCACNCTTTGCTCCACTTCTAACATTTTTC 

TNCCTTCATCTNACATGAAAGGGACAANGGGTTAACCCCAAGNAGGGAGGGCAGAAAACA 

ANGNNCCCCACATCCTGGCTNTGCCTTCTGAC 

Sequence 931 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCAGGGATTTANAGACAGGGTCTGGCTCTTT 

TGCCCAGGCTGGAGTGCAGTGGAACAATCATGGCTCACTGCAGCCTCACCCTCCTGGGCT 

CAAGAGATCCTNCCACCTCAGTCTCCCTAATAGGTAGAACTACAGGTGCACACCACCACG 

CCTGGCTAATTTAAAAA I I IV I I I I ATAGANACAAGGTCTCACTATGTTGCCCACACTGG 

TAAAGTATTTTTAAATTTGAGACATGAATAATGATGCAAATCATCCTTTNTATGGGTCTG 

ATTCTGTTCTGTTACCTTATTCAAGGACTAA 

Sequence 932 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 I I I I I I I I I I I I I I 1 1 I I M I I IGNAT 

TTTTAGTAAACACGGGTTTTCGCCGTGTTAGTCAGGATGGTCTCCATCTCCTGACCTCCT 

GATCATCCGCC TTGGCCTCCCAAGTGCIGGAATTACAGGCATGAGCCACCGTATNTGGCC 

ANANAAATTTTTTAATAtAAATTTTT^ 

AACTAAATAAAGAAGAGCTTTAGTAAAACCATGCCCTCTTGCTAATCTATTAANAGTCAA 

ATCTGAA 

Sequence 933 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTATGTTTCCACTTATGGACAGATAATTAC 

GTAGTAAACATAGAAACACACGAACTGAAAGGACACACACCAGTATCAGAACTAAGTCAC 

CCATGGGGAGGGACAGAAGGAAATAGGATGGAAAGGGGTTGAGGGACTTCAACTGTATTT 

GTGATGTTTTAGTTCTTTAAAACAAAAATCTAAATGACATTTGAAATATGAAACAAACGC 

AGAAAACATCAAAATGTCAACAATACTTAAACCTGAGTGTTGGGTGCCTGAATGTTATAT 

TGGTCTCTGCA 

Sequence 934 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAGTATA TGAG CAATTGCTCAGCAGTGTTT 

GGATATAGGGAGTGGATAGCTATTATTAATTGCAGATTATTTTGGAAGGAAAAACACACA 

GAGAATTATGTATCTTTCAGTGTAAATGTTAGTTCTAAAAACAATCATATTATTTACAAA 

GCTGCAGTTATAGAACACAATTCTGATTTCTGCCTCACCCCCA CGGTTA ATACTGTAAAA 

CATTTCCTACGTTTCATCTGATAGTGTTATTAAAAATAGCTGTTATTTTTAATAGCTATA 

CTAAAACATAAAAATGTTTAGGCCAGGCGT 

Sequence 935 

cccttagcgtggtcgcggccgaggtacctaattcataagataaggattaaatgaattaaa 

atatataaatcccttagataacaatgctaggcatatgttaagcactatgttagtatcatc 

aaatgttgttgttactgttatggaatttatcacaaatatgtaattatatgtttcgtagtg ' 

attattcatcacccctactggactctaaggtctgtgaggatatgtctatttggtttacca 

ctgtatcctcaacaactgctggttgtccctattgtaggtgttaggtattaagtggajgat: 

agtgaatacataaaggtt 

Sequence 936 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAGATTAAGTATTAATATGCTGTGAGTGCAG 

ATAGAGAACAGAAACAGGCTGTTTGATTTCACCATGGTCAATGCTCTGATGTGCCA AACA 

CAGGAGGTTGTGGGAACATATAGACAGTGACCAAACTTTTAATGAATACAGGAAGATtTT 

CTGGAAAAGATGACATGTAGCAGACAGCTGACAGACGAGTTTACCAGG TTCAG AACTTAA 

GTGATAATAATCTTTTTATCATAAAATTTTAAGTGTGGTAGAGAATAAAAGTTTTGAATT 

AAATGTTGAATGAAATGTGTTAT 

Sequence 937 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTAAAAATAGAATATAAGGCAGTGAAATCA 

AATCCTGGCTCACTTGAAGAAATAACAGTCTGTGGGCAACTNGGTTGTTTCTCAGGTCAC 

CTCAGGGGACAGATGGTCCCTAAGGTGCAAAAGAATGAACTGGTGCTGATATATGACTGA 

TAAGTTTCTGTAACGGGCCACTGACCATTTCAATTCCCAAGGMCATAAATTACCTTTTA 

GCCTGTGTATTTACACACAAATATGCAACCTGCAAACTTCTTCTGAGGACAGATGTCAAC 
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TACTTTTTCA I I I I I I II I I I ACAGTCAAA 
Sequence 938 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGTATACTTCACCAGATATCTATAGAACATT 

CCACTCAGCAACAGCAGAATCCAGCAGAATATATATTCTTCTGAAGTGTATGTGGAACAT 

TCTCCGGGATAGACCATATGTTAAGTCATAAAACGAGTTTCAATAAATTTAAAAGGACTG 

ATATCATACCAAGTATGCTCTCTGACCAGAATGGAATGAAATTAGAAATCAATAACAGAA 

GAAAATTTGGGAAATTCACAAATATGTAGAAATTAAAAAACACACTCCTTAAACAACCAG 

TGGGTCAGAAAAGAAATCACAAGG 

Sequence 939 

CTTCCATACTC7TTTAATTGGATATGCCAGTGTGTNTCANTAATTTCCAGTGGCTGTAAA 

ACTTTGAGAAATTTTGTAGCTTTTAGAAACCACATACCTGTATTGCCTGAT TGCTTATT A 

AGTGATCTCTTAGAGGTTTCCAAAGTTATGAGTTTGAGTTTACAAGTGCAGI I I 1 1 I ICC 

ATGAAAATTTCAGTGGTGACAAATTATAGAATTTAT CATT CAATTCAGTCTTAACTAGAA 

ATAATTGCATATAATAAAACAGGTTCTTGACTGTTCTTTT 

Sequence 940 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCACTTCCATTTTGTAAGTGAAGCCCAGA 

GAAGCAAAGAAATGTGCCCTAGGTCACATAGCTAGTCGGTGGCAGAGCTGTGATTGGCAG 

GTTGGTCGAATGCCTCCAAAGCCCTCGACCTTCCCACTATACTTCACGCATCTCTAGAGA 

AGAGAGAGAAGTAGGGAGGATGAAGGTGTTGAGGTTTAAGAAGAA6TATGAAAAAGCAAA 

AGATTTTTGTTTTCGTGGTTTTTTTACTATAAAGGAAAACTTTAAATA^ 

CTATAGGTAAGATATCAGA 

Sequence 941 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCGTGGTTGAACTTATTTGGGGACAGAATTGA 

GACGGAAAAATTTGATATCAAAGGAAGTATCAAAACCCTTGATGTGGTTAAGAGCATGGA 

TAGTGAAACTAACCTCTGATGTATGGTGAGAGAGCAAAAGAGAAAGGATTGCAAAGAAAC 

TGGAATGTAGAGGATGAACATATTGGTAATAATAATACTGGTGGAATTGTTATTCAGGAA 

AAAATAGCAATTATTCCTGTTCATATCTCAMTCATTGTATGTTGTTTATTTAAAGGGAG 

ACATGGTAGAAGATATCAAATATAAAAA 

Sequence 942 

CCCTTAGCGTGGTCGCGGCCGAGGTAC ATGAA AATGGCTGTTT TTCCCCACATT AGTCAG 

CTCTGGATTTTGCATGTGTGGGGC I I I I I I I I I G ATAGTTATTTGTTTTTTATTTTAAAA 

ATTTATTTTGCCAACCCAGTAGAGAACAGCTGAGCATCTTCTCATGTATTTATTGGCCAT 

CTGCATTTCTGCTGCTTATTGGCCATGTATTTATTGGCCATTTGCCG TCTGC TGTGAAAT 

GTCTTAAATTTTTTGCCCATTTTTCTAGTGATAAAACACTGAAGCACATTnTAAAGACT 

TCTGATGAI I I I IATTGT 

Sequence 943 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAGGAGATACATTCTGCTAGTTTGGGGTG 
GTGTGTTCTATAAATGTCAATTTAATCCAGTCGGCTTATGATTTTCAGTTCTATATTCTT 
ACTGATTAATGTGTATATACTAGTTCTGTTACTAAGGAGGGATGTTAAA TTAATC CCTAG 
CTGTAATTGTGCATTAGTTTGTCTCTTTTCAGCTGTTC 

TGTTAGGTGCATATACGTTTAGGATTATTTTGTCTTCTTGGTGAACTAGACCTTTTATCA 
TTAGGAAAC 

Sequence 944 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAATCAACTTTCCTTTTTACTATCTGGAAAT 

AGGAAAATGTTCCATTCACTATGGTGACAAAACTGTAAAATAGGAATATATTTCTGAGGA 

AAGTATAGGTATTTACAAATAGATAAACTATATTCTTAGATGAGAATACTTAATACCCAC 

TTTACAAAATTAAAAATGAATTACAGCTTTTTAAAAATAGATTAAGCTGGGTGTGATGAC 

ATGGCACCTATAGTCACAGCTACTCAGAAGGCTGAGGCAGGAGAAGCACCTGAGCCCAGG 

AGTTTGAGGCTCTAGTGAGCTAT 

Sequence 945 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGCAAGTCCAAAGAGGACCAGGAGGATCCC 

CGCCAAAAGAAGGGTAATCGATGGGACACCAAAGTTATCAGTCAAGTAAGGCAGAAATGC 

TTGAATGAATAAATGTATATAGATAGAAAGTAGAGACCTTGATAAAGTCAAACTCCTTGC 

CTTTACAAGTGTGTGTTCAGCAGCCATGCAAGGGAGATGCCCATCTGGCAGTGGCCCAGG 

GCAAGGTGTCAGAGCCCTAGTGGCAGGGAGATGGCATCCACATATGAGGGAGGGTGACAT 

GGTGCTAACTGGGCATCTACATAGGGCAGGG 
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Sequence 946 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCATATTTAATGAATTATTTTATAAATTGC 

TGTTGTGAAGCATTTGTGAATGACCTGCCTCCTAGCTTTCAATGCTAT TGCCC AGGCTNG 

ACTTTTATTGCAACTGTTTTATGATACAGTTTTGCATTGTATGTGTTTACl I I I lAAAGA 

AGCATTTCCTGGGAGGTTTCTTTTTCTGGTTATGAAAATAATATATGCTTATGGGGAAAA 

ATTGGAAAATAGAAACNAGTATCTAGAAGAAAAATCACTCATAATTCCANCACCCTGTTA 

ATACTTTGTCTTTTCTTACAGTTTCTAATA 

Sequence 947 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGTAGATGAGAACTACTTATTTAGAGTGGCAG 

AGCATGCTATAGAAACAAAATATGAGTAATTCTAACTGTAGTTATGTTATATTAGCATAG 

TGAGATAGTAACATTAATAGAATTCCTTAGGTGGAATTTCTTTAATGC 

Sequence 948 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCATATTTAATGMTTATTTTATAAATTGC 

TGTTGTGAAGCATTTGTGAATGACCTGCCTCCTAGCTTTCAATGCTA TTGCCC AGGCTGA 

CTTTTATTGCAACTGTTTTATGATACAGTTTT^CATTGTATGTGTTTAC l l l l lAAAGAA 

GCATTTCCTGGGAGGTTTCTTTTTCTGGTTATGAAAATAATATATGCTTATGGGGAAAAA 

TTGGAAAATAGAAACAAGTATCTAGAAGAAAAATCACTCATAATTCCAGCACCCTGTTAA 

TACTTTGTCTTTTCTTACAGT 

Sequence 943 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGAACTAAATTGTGATACGATAGGTGACT 

TATGAGTAGCACAGAATGTAATAGGCCCATCTCTACCTAGTTCTGGTCACCACACTTCTG 

TCAAGGTAGCTCGGAGAGACGGTGTCTACTTATTCACCACATCATGAGATCACCTCAAAC 

TGAGCAGGCAGCCAATGAAAACCGTGAGCmCTTTAC^TTMCTTTCTGAAAGTCATTT 

TTTCTTATTCCACTTTGTGCCTTTTTTTAAAAGCTGCAGCTTCATGGAATTTAAT^ 

TATTTAAAACACT 

Sequence 950 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTAGGTTGATCTCTTTCATTCTCATGGT 
TTAATTACCATCTATTCACTGATTACTCCCAAAACTGTATCTATAGTCCAAGACTGTTTC 
TAAAAGGTCTGCACCCACATATGCAAATAAATA 
Sequence 951 

CGGCCGAGGTACTCTTAGGAAAGAGTAATGGGGTTGAGGATGGTTAATTTAGCCCATCCT 

AACTTCTAGTGAGATTTTTTTCANAATATTTTGGATGGTTCTCTCACT^ 

CATTAGGGAAGAAGATTCTGCAGCCTACTCAGGTGAGCCAATCTCATGGCATTGAACANA 

NAANATATGTTTTCACGTCTTTAACCANTGTTTTTCATAGTGNAAGTCAGGCCTTTCTCC 

TTTGATCTAAGTGGAACCMGAGGTTAGATACTCCCTTTNCTTTAGTTATATAATGGGCT 

TCATGTAACT 
Sequence 952 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCTGTAGGTCTACAGGTAAAAAGCTATTACG 

TTGCAAACATTATAACGTAATGTAAGGTCTGGATTACATGCCTAAAAATCCAATGATTCT 

TGGAACCATCAAATCTGTTAAGACTGAAAAGAATACCAATGTTTAAATATATCTATAAAA 

TGCAGGTCAAGGGGCTAAGAAAATTGCAACACTAGAAAACCAACAAACTTAG GTTGTTC T 

AACATACATAC AC AAATA CAGG AGGGAC GTTTATGGGTC AC ATCTG CGAAAC A I I I ll IC 

CCAAAAAGCTGAATTTT 

Sequence 953 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACCAATAATTATGCCCACAATTTTATCCTAAA 

TAAGAGTGATTCCCTGTTCCTTTTCCTACAGAACATGTTTCTGTCCGCAAAGAGAATAAG 

AAAACATGACCCCTCCATCCAGAACCAAACTAAACTCAGGAGTGATTAGAATCACCTGTG 

GGCATTTTCCCCCAAACCACCCATACTCTGTAGATTCTGATAAGCGCTCTTAAAGAAGCT 

ACAGCTCTTCCCCATTCCCTATCTGAAAGCAAGGAACCACTGGCTTTGGTCAGGAAACAG 

GCATACAACATCAGATGTGATTATAA 

Sequence 954 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGATGTTGTAAAATTTACTATAATTAATAGGA 
ATTAATTAATGAATGCCAAGGGGCAGAGCCACACTTCCTATGATAGTTCCTTGCTATAAG 
GTGCTATTTTGTTNCTCCTACATTTACTCCATAGTAAGCTNTTGTTTGAGAAAAAAAATG 
CCAGTTTGGTGCGTAGTAGATACGCAGAGGCCTGNGAAAGGGACNGATGAC NCCATTA CC 
CCATGGGTACAGAATGTATAATGCTTCCCCTCTCAAACTTGGGTTGNTTTGGN I M I I I I 
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TACA 

Sequence 955 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTAAGCCAGATTCATGGTATGAAGGCAGCAG 

CATAGCACCTCCATTGACCCACATGGGGGCCTGCCTTGGGCTTC ATCAGC CCTTTGGAGT 

CTCAGATCCCTCACCTGTTAAAGGAGAGTMTACTACCCACTTACCTTTTTGGGTTGTTG 

TGAAACACACATAAGACAGTATTAGGAGAAGTAAGGTCTGAGGGCTGGGCTTTGGACCCA 

GCGGCCCCTAGGTAGAGGCCTGTTGAATTGGATGACAGTGAACTTTGCAGCATTTCCTAA 

CCTCAGAAGTTCAAGA 

Sequence 956 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTGCTTTATTCAGTCTAGGTAAGAAATGTAA 

TGGATGTGTGCAGGTGACATAATTTCAGG GGATAA GGTAAAAATTAGATGAAGCCCAAGC 

AAATATTCTTAAAAAGAAAAACTTAGGA I I I I I J I I I ACAAAAGTTAACTTAAAATGCAT 

TATCTAGAATAATGTTATAAATCAACGTATAGAGACGTTAGTGAATAGTTCCCT TCATTA 

GGATGTTGAAGGAATATGGTTTCAATATTCAACAAATGTCGTGATGCCTATAAATTTTTC 

TACAAACAAGAGTATTGT 

Sequence 957 

CCCTTAGCGGCCGCCCGGGCAGGTACTTCAGGAGA TACAT TCTGCTAGTTTGGGGTGGTG 

TGTTCTATAAATGTCAATTTAATCCAGTCGGCTTATGATTTTCAGTTCTATATTCTTACT 

GATTAATGTGTATAT ACTAGTT CTGTTACTAAGGAGGGATG 

TAATTCTGCATTAGlXTGTCTCTTTTCAGCTGTTCTAGCTCCATAMTT T^ 

TAGGTGCATATACGTTTAGGATTATTTTGTCTTCTTGGTGAACTAGACCTTTTATCATTA 

GGAAACTGTCCATATAACCAC 

Sequence 958 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTA AATGG GCAACTTC 

TAAATATTGATACAACCATTAATAATAATGCTTATAGGGTAAAAGAAAATTTTTGAAGCA 

CTGAATTCAGTAACCTGGGTCATGGTCCAATTTTGCTCACTACTTCATATCTTTTATGTA 

GATTATTCCTATAAACATGTTCCCTAAATTCCACATCAGTTTGTAAAGTCAATGGATTAA 

ATTATTCAAATGTAGCTATTTAACGGTCAGTAACAATGCCTAGAAACCTAT 

Sequence 959 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 I 1 I I I I I I I I I I I I I I 1 1 I 1 I I I I I IAANA 

CAGTCTTGCTATTTTAAGTCCAGGCTGGACTCAAACTCCTGAANATTGCTCAAGCAATCT 

TCCCACCTCAGCCTCCCAAGTAGCTGGGATTACAGGTGTGATGTCCAGCTTAGGTTCCAG 

CTNTTAAAANANTTGTCAGTGTGGTGGGCGAGGTGGGTCACATACACATATAATTATAAG 

GTAAAAAATCACAACTACTACAAGAAAGGTGCAAACATTTATGAGAAAACCAAAGAAGGG 

Sequence 960 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTC 

AAAAAAAATTATCAGCANAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATC 

TCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGA 

TATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCT 

CTAATCTTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGAG 

CCTCCATGGGCCAAAAAAGCTGTTGTAGAGAACATGGATCCTTGAGGGGGGTAAATGGGC 

AGATAATTCTAGCCACAGATTG 

Sequence 961 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTC 

AAAAAAAATTATCAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATC 

TCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGA 

TATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCT 

CTAATCTTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGAG 

CCTCCATGGGCAAAAAGCTGTGTAGAGAACATGGATCCTGAGGGGGTAAATGG 

Sequence 962 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAGAATATGATTGTAAATTTGATCAGCAGCT 
ACAAC ATTTCAATGATGCATA I I I I I I I I \ CAGATGC ATTCCTTTGATTGAATTTAAAGT 
CAAGCTTGTGCTTCTGGATGGTTGCTTTGTCAGTGAACACTTGGAT TTGG AAAATACAGC 
ACCTGGGTTGGTTTTGAGAGAAAATGGTTTCAACTTTATAATTACAGTT TTAAC CACCAC 
AACAACAAAATTAGGATGGTAGTGAAATGGAACTAAATCAAATGCAAGGTTTTAGTTTAA 
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TANAACAATGTCATCCTTTAATAATCTTTAAAAGAAGAACAACTAAATAACCCAATNACA 

AAATTTGAAAATTAGGGTCAAACCT 

Sequence 963 

CCCTTAGCGTGGTCGCGGCCGAGGTAC7TGAGAATATGATTGTAAATTTGATCAGCAGCT 

ACAACATTTC AATGATGC ATA I II I II I I I CAGATGCATTCCTTTGATTGAATTTAAAGT 

CAAGCTTGTGCTTCTGGATGGTTGCTTTGTCAGTGAACACTTGGAT TTGG AAAATACAGC 

ACCTGGGTTGGTTTTGAGAGAAAATGGTTTCAACTTTATAATTACAGTTTTAACCACCAC 

AACAACAAAATTAGGATGGTAGTGAAATGGAACTAAATCAAATGCAAGGTTTTAGTTTAA 

TAGAACAATGTCATCCTTTAATAATCTTTAAAGAAGAACAACTAAATAACCCAATAACAA 

AATTGAAATA 

Sequence 964 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACTGCATAAAGCCAGAGTTAAAACTTCACTGC 

CAGCCTCTGAACAGAAGGCTGTTCTATCCACACTATCACAAGACCTGGTGGAGTTGAGGC 

AACTGCTGAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGATAGGC 

TCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAATTGATAAGCCCAAT 

AGAAGGGAAACCTATACAAAGAAATAGAAATAACTAAGCAATCTGAAATGGACTTTAAAT 

AATGATG 

Sequence 965 

CCCTTCGAGCGGCC CGCCCGGGCAGGTACACTGCATAAAGCCAGAGTTAAAACTTCACTG 

CCAGCCTCTiGAACAGAAGGCTGTTCTATCCACACTATCACAAGCCTGGTGGAGTTGAGGC 

AACTGCTGAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGATAGGC 

TCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAATTGATAAGCCCAAT 

AGAAGGGAAACCTATACAAAGAAATAGAAATAACTAAGCAATCTGAAATGGACTTTAAAT 

AATGATGTTTACAATTCTCTAAGAGGAAAAGGAGCATTANCATCAGTGAAACAAAAGTAG 

GGCTATAGAAAAAACAATACTTATGAAAAAACCAATTGGAAATTTTTAGATGGAAAAGCC 

TGAAAGTAAAAAATTCAACACATGGTCTAAAAGAATAAACTGCACACAGCTTGAAGGGAA 

AATTAGTTAATTTTACC NAAGAAA 

Sequence 966 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCAAAAGGATGAAAATGTTTTCTGTC 

AGAATGAAATTCAAGAAAACTTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAA 

AATCGCAATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACATGAG 

CCATCATGAGGAGAACAATTAGCAGAAACCAAACCAGAACTGACATACATACCAGAATTG 

GCACACAAAAGGATATTAAAACAATAACAACTGCGTTCCATATGTTCAAAAAGTTAGAAA 

CATGAAAGA 

Sequence 967 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCAAAAGGATGAAAATGTTTTCTGTC 

AGAATGAAATTCAAGAAAACTTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAA 

AATCGCAATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACATGAG 

CCATCATGAGGAGAACAATTAGCAGAAACCAAACCAGAACTGACATACATACCAGAATTG 

GCACACAAAAGGATATTAAAACAATAACAACTGCGTTCCATATGTTCAAAAAGTTAGAAA 

CATGAAAGATACAAAAATAAAATCAAACTTCTAAAGATGAGAAACTGTAGTGTTTGGAGG 

GGAAAAA 

Sequence 968 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCGGTCTGTGCCCCATCACCATTTCTAA 

AGCACCCTACCCTCATGGCAGTGTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGA 

TACAGTCAGCTGACGTCTGGCACCGCCTGTGCTGGTGTGCGCTAGCCTACTCACTCCCTC 

GGCCCTCCCTCAATCCTTTCAACTATATTTATTAGTTCTCTTTAATGGAAAGTATATAAT 

CCCTTAATGTCAGACCTTGAGTGGGCACTCAGCTTTATTAATTTA TTTAG GTAATAAAAT 

TTACCTTCCTAATTAAATTCTCAGTAAGTCCTGGGAAGCTGTATTATTTTAAACATNTTG 

CACAATTGT 

Sequence 969 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCGGTCTGTGCCCCATCACCATTTCTAA 

AGCACCCTACCCTCATGGCAGTGTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGA 

TACAGTCAGCTGACGTCTGGCACCGCCTGTGCTGGTGTGCGCTAGCCTACTCACTCCCTC 

GGCCCTCCCTGAATCCTTTCAACTATATTTATTAGTTCTCTTTAATGGAAAGTATATAAT 

CCCTTAATGTCAAGACCTTGAGTGGCACTCAAGCTTTATTAATTTATTTAGGTAATAAAT 
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TTTACCTTCCTAAATTAATTCTCAAGTAGTCCTGGGAGCTGTATTTATTTTAAACAT 
Sequence 970 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGATTATGATAGCCTCTNAA AACAAAT TGGA 
GGTTATAACC M I I ICTATTCTCTGCAACAGTGGATATAGGATTGGAGTTATTTTTTTCT 
TAAGTTTTTGGTAGAAAACTAGCCCANTNGAAGTCATGTGGGTTTGGGATTNTTCTTTGT 
ANGANAGGNTCCTAATTACTAATNAGCTTTTCAAAATAN 
Sequence 971 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGATTATGATAGCCTCTTAA AACAAAT TGGA 
GGTTATAACCTTTTTCTATTCTCTGCAACAGTGGATATAGGATTG GAGTT Al I M I I ICT 
TAAGTTTTTGGTAGAAACTAGCCAGTGAAGTCATGTGGGTTTGGATTTT CTTT GTAGGAA 
GGTTCCTAATTACTAATTAGCTTTTCAAAATAGTTATGAGAATATTCAG GTTTT CTATTT 
CTTCCTGTGTCAATTTTGTTGTC I I I I ICTATAMTTTGTTCATCTATAATTTTAATATT 
TTTGGTATAA I MM! I CAAAAATAATCTTGTATTTATTTTACAAGGACAGGGATCTTTA 

Sequence 972 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGGGACAGAGTGAGACCCTGNCTN 

AAAAAANNTTTTTTTGNNTNTGANNNNNGANTAANGAAAAGAAAAGGAAAAGAAAAAACA 

AGAAATTAGCTCATGATAGNCAGCTTTATATTATNAATTATGTGACACTTTGGATATTTC 

AAAAGCACATTCACAAAGTGTATTGTCACTTAAATACCTCAAAATTTCCCTGTTATACAT 

GCAGATCATTCCCCATTCANCCCTGGGTATGGGACTGAACTGTGTACCTTGCCCGGGGCG 

GGCCCGCTTCGAAAAAGGGGCGAAATTCCAGCNACACTGGGGCGGGCCGGTTTACTTAGT 

GGGATTCCCGAGNCTTCGGGTTACCCCAA 

Sequence 973 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGACCCTGTCTC 

AAAAAAAAAAAAAAGAAAAAGAAAAAGAAAAAAGAAAAGAAAAGAAAAGAAAAAACAAGA 

AATTAGCTCATGATAGCAGCTTATATTATAATTATGTGACACTTTGGATATTTCAAAGCA 

CATTCACAAAGNGTATGTCACTTAAATACCTCAAAATTTCCCTGTTATACATGCAGATCA 

TTCCCCATTCAGCCCTGGTATGGACTGAACTGTGTACCTGCCCGGGCGGCCGCTCGAAAG 

GG 

Sequence 974 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTA 
TACAAACCCNANACTGTCTACACCCAGACTTTATTCTTCTACAACCAAATTCCTCAAACA 
CACAATCTTGACCAGTANCAGTTGAAANGGGAGTTTAAGGTGGGGGTGA 
Sequence 975 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTACCAAACCTGCATNAAAAATTTCGGT 

NGGGGCNAANAAANGNNNTTNNCCNANCCTCCGAGCAGTACCATGCTATATTGGTCACTG 

TAGCTCTGGTACATANTTTTNGAAGATTGGGGTAATGTGGA TTCCTCT AGCTTTGTTAAG 

CTCTGTTGTTTTCACTTAGTATTACTTTAACTATTAGGGCTTC 

AAATTTGTAAAATAAAATTT 

Sequence 976 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTCATTTGTCACTTTTCAACACTTCCTGG 

CANGCAGGCANCATAACTGGTCCTGCTGGGTGATCCAGACCACACTCTGCAACTCTTTCT 

TTTGAGCCAAGGCTCCCCTACTGTCTTTTCATTTTATGTCAAGGCAGGGGGAAGACCTCA 

AAGGGCTCTTGCATCCCAGTCTCACTTCCCAAGAGAGGCACTGAGGCCCTCCAGGATGTG 

GGGACAGGAACTTTGGGGCCAAGCCGGGGCTGTCCAGAAGATCACCAGGAGGGGCTTAAA 

TTAGTTNGAAAAGGGAGNAGGTCCTTT 

Sequence 977 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTAAAAAGTAAACAAATTTAACTGAAGCATGG 
CTATTAGTTAGTGATTCTTTGTAGATTTTCTC 

TAACTCTGCTGTATGCTGTAAATACACTGCTAAGATCAATATTGAAAAACGAACAATAAT 

ACCAATTCATATGGACCTTCAAAATTAGTCTTATAAAATTTTTATGGATATTGGNATTAT 

CCCAAGCCAACCTGACTTTTGAGGACTGACAAATAATATCTTAACTTTAACCCAGGGGTG 

GATTTCTTGCCATTTNCCTTTTGGNTTT 

Sequence 978 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACTTCACAACACCAACCACAGGTCTCAAGG 
TCAAAAAATGAGCTAGGAGTAAAGTATCTGCTCCAGAATCTACCCCCATCCCAGAAAGAG 
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CAACCCAACTGTGTCCTGAGTGGCTCTTAGAGTTTAAGACTCTGAATGAATGCCTAAATT 
TANAAAGGGTGTGGACCAAGGGATTTTNGGTTAATGTATCNCTAAAAGCANGCTGACTGC 
CAGGATTTCAAGT 
Sequence 979 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGCAGCAGAGTAGGCACTAATATGTGTTG 

AATGAGTAGGTGAAATAAACAAAAACCTAATGGCGATGGAATTTTATGGAAATAAGTAAA 

CTTCATTATTGCTGAAAATACCGCAGATAAATAGAGGGAGGCAGTGTAATAGAGTGGAAA 

GAGCAGTAGACCAGGAGTCAGACAGTCGAGGATCTCATTCTAAATTTGAAGGTGAATAGC 

CATGTGGCTTTAGACAGGACTCTGAACCACCTTGTTTTCTTATCTGTAAAAGGGGGGAAG 

TCATAATAGCTACTCCTGCCTAACTCATANGTTGTTGAGAAAATGAAGTGATT 

Sequence 980 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTACCTTTTATGTATGCTGGAATAAGAACT 

TGTGTCTACATGCATGTAGAAACAATGGAAGGATAGGCAAGGAAAATGAAAAAAAAATGA 

TAACCTATGGGGAGTGATGGCCACTAGATGACTGGGGACAGGGGCTGGTGAGTGAGCGCA 

ATTATCTATTTAAACAATCAGAAATGCTCCCTAAATTACAAGTTTCTAGTTAAATGCAGT 

AAGAAATTCCCCACAAGCTCTGCAAAATAAGTTCTGTCAATCAAATCTTACATGATGCAT 

TAACTGAGCTATTTTAAAATACTACCATGGAATTCATCTTTAAAGGGTGACCTTTGTAAA 

AG 

Sequence 981 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTATTGTTGACTGGCTAACAGAGGACCAATTA 

ATAAGCCAAAGAAATGGCTCTTTAACAATGAACATTTCTGCCATCAACTGACAGATCCCA 

GGAATAAATGTTTTCCAGTGAGGAGACTTCTCTGGTTTTCAGAACACCTCTGGCTGCCCC 

TGCCCACCCCATAGAAGGGCTATCCCTCCAGGTCAGGTTAGCATCATCACCTAGAGCCAA 

CAAGTCAAGGAGGTGATGGTTTGCCTTTGACATCTCTACCCAGACCAGACTCCACTGGAG 

AAGACTCTCCCTTTTTTCATCACTGCCCTACCTAGTTAGGTTGGTCCTGC 

Sequence 982 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGATCAGATGGATTGAAACATGACAGCCCCA 

TTTCATCTGGCCGGTTAAGGTCCTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATG 

AGAGAGAGAATGGGTTTCTTTAATTGCCAGATTGTCTGAACACAGCCTCAGCTACTTCTA 

GGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTGATTCTTGGGGAAAAAAATTAG 

CATTCAGTGCCAGCTCTCTAAAGTGTGGATTCTGGATTCTGGTAGAAGCCAGTAAAGAAA 

CGTTTTTCTCTGGAGTGGAAGCCTAGTAAGATTTATTT 

Sequence 983 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGACATTTCAAGACATGGCCCAATGCACAAG 

CAACTTCCCAAAGCTGTAATTCACGAGATTCCTCAGGGTCCTCTAAGCTCCTTGAGGGCA 

GAAACTTATCTTTGTATTACAGCTAGCCTTCAATCAGTAGGTGTTGAGCTGATTTTCTTT 

TTCTTTTTTAAACTCAGAAGTTAAGTTCCAGCTTCAGTGGCTATGCCCAGATGGTCTGAT 

TCTGAAGGACAAGAGAATTCAGNTGGCATAAGCCCTGTGCTTGGCATGTAGTANGTTTCT 

CAGTAAACTTTANCTGGCGGGA 

Sequence 984 

GAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTAGTAAAGATGGGGTTTTGCC 

ATGTTGGCTAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCCACTTCGGCCTCCC 

AAAGTGCTGAAATTACAGGTGTGAGCCACCGCGCCCGGCCGAGGACACTATTTTTTTGCT 

TTGGAAGAAATGAATCCTAGTTTTGGTTCAGAAACTGTCAACAGCATTGTGCCTCTTCTA 

TGACTACTAAATTTCAAGCAAAGAGAGCTGAGTTGGGGGTAAAAGCAGGGCTATTCCCCG 

CCTTCAGACAATGCTTGTCCCTTATCAAGGGCAGACTGCTGTCTGG 

Sequence 985 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACTTAA I I M I I I I I I I I I M I I AGTAG AGA 

TGAGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCTG 

CCTCAGCCTCCCAAAGTGTTGGGATTACAGGAGTGAGCCACCGCACCCA GCCT GTGTGTG 

I 1 M 1 ( I ACTTAAAAA 1 \ I I I AAATTTAAATTTAAATGTTTAATTGACAAATAATTTTAT 

ATATGGGGTATAATGTGATGTTTTGATGTATACATTGTTGTATACGTTGTAATTGTATAC 

ATTGGGGTTGTATACATTGGGATGTATACCATTGAAATTATTTGNATCCAGAAAATTAA 

Sequence 986 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGAATACATAATTTTGAAATGGAGTCAGGGC 
TTTCCTAATGATCCATTTTGTAATTCACCTAACAGCTGAGGGAAGGTCCAGAGAAGGAAG 
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AACTCAAGGTTAGTAGACAAACTTGATATTGAGTTGCACTGGCTGCCTTCTC! 1 1 I IGGT 

CCCCTAAAGAGTATTTATCATCTTAGATTCAGCTTAAGTTGTGGACAAATATCAAGGGGA 

AAAGTATTTACAGTTAACGTTGGAATCACACGGTTrrCCGGGGTTGTGCCTCTTTACCCT 

TCAACTTTGGTGGTTTCTAMGAGGGACCGATTATTAGTTGCTTTCACTAAGGAAGGGGA 

AG 

Sequence 987 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGCCTAGAAAATAI II I I I I I I I I GAAATGG 

AGTCTCACTGTGTCGCCCAGGCTGGAGTGCAGTGGCNCAAATCTTCNTCTNAAAAAAAAA 

AAAAACAAAACAAAAATAAACTTTACTCAAATATCACTTTCTGTTAAATGTTCTTAATTC 

CTTCAATCATCCCCCTCTTCTAACTNTNACAGCACTTTCTTCCACTACGGCACGCATTAC 

ACGCCMCTACTCACCAGTTCACGTTTTCCGCCCTNTNTCCCACTTGCCCAATCACAGAN 

TTCCTAAAGAACCAGGACTATGTTCTACTAGTCTTTGTAGCCACTGCACT 

Sequence 988 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTGTTTCTACAAATTTATCTTATAATAAT 

TTGTCAAATGTTGAGTGCACAGATTTATTCATTGCAGCATTTGGTTTTTCATATCAAAAG 

ATGGGAAACATTGTGCAAACAATGCCCATCAGTAGTGGATTGATTAAATAAATTAGGTAT 

ATCCAATAATTGAATATTATGCAAGTATATAAAAAATAAGAATCATGAATATGGAAAGAT 

TTCGAAAATATATTGCTAAGATTAAAAAAAAGGAAGGGGCAGAAG AAAATAAGTTGGGT A 

AAAAAAACCCCAGAAATG'I'rTACTAATAATTATATTTAAAAACTCATAGGATAAACAAGG 

AAGGGTAATGAAATAATTAAT 

Sequence 989 

CCCTTAGNNTGGTCGCGGCCGAGGTAC I 1 1 1 I M I I I I I I I I I I I I I 1 1 1 I I I GGTAGAN 

ACAGGGTCTCACACTTTGTTGCCAGGGCTGGTCTNGAATTNCTTGGACTCAANCAATCCT 

CCCGTGTTAGCCTCCCAAATTGCTAGGGTTATAGGTGTGAGCCACCCTGCCCAGCCTATG 

TTTATTTCAGATGTTCAAAACAACAAACAAAAATAACACACTNGAAAAAATGATCAGAGA 

ATACGTGTTAAATGAGAAATNGTTCAGGGCTTTT ATAA ATTTGTGACCTCCACCCTTCCC 

CTTANTCCTTTTTCTCCATAAACTCTAATTNCAAATTTTACTACCACAGCAAAAAAGAGG 

Sequence 990 

CCCTTAGCGTGGTCGCGGCCGAG GTACC TGTGATTGTCTGTGTTGAGACTATTACAGAGC 

TCCAAAAATTAAAATAAAAATAATAATTTTACAGAAATACATATTTGCATTGGAATATTT 

AAGAAAGTTGAGTTTGGATGCCACAAGATTATTGGAGTNATAGGNAGCTGGGCACAGTGG 

CTCACACCTGTAATCCTAGCACTTTGGG 

Sequence 991 

CCCTTAGCGTGGTCGCGGCCGCGGTACCCTAAAACTTAAAGTATAATAATAATAAAATTA 
AAAAAACCAAAAACAAAGATTAACAGAAAACAAAACAN CAAAAAA ACTCCCAGCATATAC 
ATTGAGTCATTTGCAGGTTTGGGAGGGGGGGAAATGCTTTTTTGTATTAGGAGAAAGGGA 
AGCTTTCATTTTAAATGGCTATATTACTTAAAGTTTGCANTAAATATTTATTACTT^ 
Sequence 992 

TGCTCGCTGGACAGAGGGCAACCCAACACTCTAGCCTAAAGCCCCGTGACACCTGCAGCA 

GGTGCTTGCCCACGCNTTGCACCCGTTCCCGAANTAAAAAGTCGCCGGTCCTANAAGGCG 

NCGAGNTCTTGGTNGACCTTTGNGCANCCCCACCCGTTGCCAGTCTTGAATGNGGTTACC 

CCANAGNCGCCNCAGGCTGACATGGGAAAGGATGTTCTTTGGGAAAAAAAAAAATGGAAC 

CCCGGTGGGTAGNCCCTTGNGGGGCNTGGGNAGCCCCCCGGANGGGGTTCCCCGNCNGT 

T 

TGGCCGGGGCNCAAAATTCANAAGNCAAGGGTTGGGGGNATCCCCGNGGGGAACCTTGGG 
G 

Sequence 993 

ATGCAGAATTCGCCCTTTGAGCGGCCGCCCGGGCAGGTACCCCATCAGAGTGTTTCTCTT 
GGCTTNCCTGTATGTAAACCTTACCTAATACTTTCAGTCACCACTCTTTCTGTGTTCATT 
TCCCTTTTAAGNCAAAAAANGGGANGNAAGTAAGTTGGNNATTTGGNGTTTCAAAGNGNC 
CAATTGNCTTTTGNCI I I I I ICACA 
Sequence 994 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGTTGTTCTCAAACTTTCATGTTTGTGTATA 
CAAATCAGCTGAGGCCTTCACTAAACTACAGATTCCATGGCCTGGCCCTCAGAGATTTTG 
ACTCAACAGGTCTGAGTTGGGACTAGAAATATGCATTGCTAATAGGCACCCTGACAATTC 
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CGATGTAGGTGGTCCTTAGAACATATTTTGAGAAATATATTCTGTAGTCTGGCAGATAAA 

GAATTCTTAACAAGGAGGTCCTGCCCGGGCGGCCGNTCGAAAGGGCGA 

Sequence 995 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCATCTGTTTCCCTCTGGTTATAAATCTTTA 

ATGAAAACGGATTTAAAAAGTCACATTATGATGCTCGAAGCTCTGACCTCTCATCACAAT 

GAGAAGCAAAAGACATGCCATAAAGATGATATTTCCCACAGGAACGATATTAGAATTATG 

TGATGCAATCTCATCCAAGGTCATGGTATCAAACCAGACACAGCTAAAAATGTATCATAA 

TAGCAAGGATACAGTAGCAAGGATGGGCCTCAATAAACATTTAAAGTGGAAAAATTCTTC 

TCTAACTCATATCAAGTACCTGCCCGGGCGGC 

Sequence 996 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAAATAGATAAGGATCCTG7TTTTTGAAAT 

GAACCCCAGTTGCGCCTTAGGCATTGTGAGTTGGCTCATTTCAAGCCAGTTGTAATATGG 

TTTTTTATTCTCTAAATTTCGGGACCTGATGCTAAGGAATGTGAATATACAGTTAGGTTC 

CTGCGAACCCTGTGTTGGTTCAAAAAGGCTGGTGGAGGGAAATTTATGACACTAAATGCT 

TATATTAGAAAAGAGGAAAATTGGCCGAGCACGGTGGCTCATGCCTGTAATCCCAGCATT 

TTGGGAGGCCGAGCCAGGTGGAT 

Sequence 997 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGCAACAATAGCTACAAAGGATAGGATACTC 

AATTGCMGTAGACTTTTCAAAATTAAATTCACTTACTTCTAT^ 

ATATTATTGGTGATAGTGAAAAGACCAGACAGATGACATTACTTCCi 0 ^ 

TMTTGTTTTTACTCACACCTGTNGATGTCACTTTAAAAATGTGMTATTAATTT CTTCA 

AAACTACTCCAATTTAAGTAATGAGTTAGAGCTTTGGCA ACCA TTAAGGCTCTCTTTTCC 

CAACTCTAACAATATGTGGTAATGTCTTCCCTGACTTCATTTTATGTTTACACAAAATCA 

AAGGTTATATTTAAAGGGTTTTCTACA 1 11 I I I I GGGATATTTACCTCCTTGNAATTTAG 

NNTTATATGTCTGGATTACAAAAACATATNATATTCAAAGAATTTNTAACACTTAGAGGT 

AGAAGTGAAATTACAGGTTGAAGAATTATTTAAA 

Sequence 998 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTGTTTTACTTGGTGCTGTAGGTAATGCTAATT 

CATGATAAATTTTGAGAACCACTCTAGGGTAGTATGTTTCCAACAGTTTAGGTCATGAGC 

AACCTTGAGAAATACACTTTTAATCATGACTCAGCACA CACA CTCACATGCA CGTGTG AC 

TTAGACGTTCCATGAAACAATGCTTATCTTACAGTGTGTTTTCTGCTCTGGTATTTTTAC 

TTATATTCTATTAAATAGATATGTGTGTATAAACTTATTGATATAAAAATGTGGTCATGA 

TCCACTAAAGTGATTTTACAAGCCACTAATGG 

Sequence 999 

CCCTTAGCGTGGTCGCGGCCGAGGTACl 1 1 1 I 1 1 1 1 1 1 I I I I I I I I I I I I I C I I I ) I I II 

I I I I I t M 11 II H 1 II I I I I I 1 1 I I I I I NAACTTGGGTTNTCCTTTTTNATNATTCTGN 

AAAATNANAAAAACCNAAANCCTGTTNATNTAGGGTTTTNATGGNTANAGTTGNANAAAA 

CTGNNTTTTGTNAGTTTNAANAAGNCCATTTNAATGAGTNAAATTTTTNAAAANCCTCNA 

AANCNAACAAANCTGNAAAAAAGTAGGGGNGGGGGTNAAATGGTTNATTTNAAATGTTTG 

CCTTCANTANCATGAGAGGG 

Sequence 1000 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAACTGAATATTTATTTAAAAAAGCATTAAT 

TTATCTATCTATATAACTAAATCTATCAAATATTCTTTAAAACACGAACCAAAGTTAATC 

TGAAACTCTTCCTGTGAAAAAAGTCATGTATTATATGCCTTCAACACAGAATTTGTCATT 

ATTTCCTGTGGC ATTATACTATGCCCTTTGTC ATATG CTTTTTTTCC C ATAGAGC ATTTT 

TTCCCATAGAACTTTGTATTCCTCCACTTCTACCACCTTTCTTTGAAGAACTCTTATTTA 

CCATTTCTTGGACTAAATTAGGAA 

Sequence 1001 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGAATATGGTATATCTCTTCATTTATTTAGC 
TCTTTTTAMTTTGTTTTGGTAATATTCTGTGAI I I I I I I I I I I I I t rTTGGTATGGAGG 
TCTTACATCTTTTGTAAAATTTATTCCTAATACTTTGGATTTTGACATTATCATAAAAGA 
AAATTATTTCACTGACTTTTCCAGTTTGCTGCTGGCCTAAACATATANTTAATTNTTTAT 
ATTTT AATCTTGTATCCTATNACTTTGCTAAATTC AT ATA 
Sequence 1002 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACTTGGCATTAATTAGATTGTGATCATAAG 
TCAAAATGTCATTGGTTATAAAGTGGTCATCAGACCATGCAGACTATTACTAATATTGGT 
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TATGTTTTAGTTTATTGCAGTGAAAATACAAAATTTAAAAGTTATTGTAGAGAATTATCA 
TACCCCCCAAAAAGTGTCATTGGTCCTCCAGGACTCTGTAGTCCCCATCCAAGAAAGACT 
GTGATAATTGTCAAGGGGTTAGTATGGTCTGAGCATGGTTGATGGTGCTCTGTCATTCTG 
GTATTAAACAACCTGCCAAATGTCTTGATTACATGTCCT AAAAA AGTG AGGGGA AGAAGT 
GTAGGACAAATGCAAAATAAAATAACACATTTAGCTATACTTTTAAGTA1 1 l l MATT 

Sequence 1003 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTGT TTCT GAAAGCATTTTTCACTGAACCAA 

TTTTCTATACC 1 1 I I I CTTGTATTCTTTTCCTTAGCTTTTGTTTATATGGTTGCTATATT 
TTTCAAGCCTCATACCAGTCATATAAAACCATGAT AAAACT TCATCAAAGCATACTTGGG 
C AAATTTC AATTATC AAGTAAAATTGTAAAGAAAAATTTTTTAC TAGTTTG GAAATAGAT 
CTACATGTTTGATTTTCTTTCCTTCCTCCCTCCTTTGTTTCTTGTCTTTCTCTCC 
CCTAAAAAGTTAATGGCTATCATTATCTTCACCAAATTAGTGTTTGGTATACCCATAA 
Sequence 1004 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCT GAACTTA AAAGTTGA ACAACAA AAAAAGA 

AGGAAAATGCGTTAATACCTTATTGTAA^ATTATTTTTTGGAAGACTAl Nil I AT ATT 

CAGAAGAAGTGTCAGAGTCAGCAGAAAGGGATTATTTCTCCATTTACCTACAAC AATGG T 

TTTAAATGACTGGATAGATAGAAATCTCTTTCAACTT AACTG CTTAGCACATTGCATTTT 

TCTCTGTTTCAAGTTAGTlTrCCAAAGGATTACTGACTrTTTACCTAATTTGCTAAGGGA 

TGTCAGGCCTTAATGACATATTTCTCCTCAAATAAAGGATACAACATGC 

Sequence 1005 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAG 

TCCTCATAGCACATATGAGATGTAGCCATAAAATAGATGAATTCTTGAAATANGGAATAT 

AACACTTGACTATTCTGATTCAGNAGAACATAAAAAATGTTCTAACAAAACAGAACCAGA 

CACATTTATATNTATTTCTACAAGTNAACAGAATATCTATTAGA 

Sequence 1006 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGTTCTGCTTGCATTGGTCCCATTACAAT 

CCTGTCTAAATCCTGAAGTAAAAATGAATACCATAGTGAAGAAATTACTTGTGCATGTGA 

AAGAGGCTGGTCCAACTCCTTAATTGCAACAGGGATTTGATTC TTCTAC TAGTAGTTAGG 

AAAGGTTGCATTAATATTCAGTAGTTAAAATGTGCGATTCTAAAf 1 1 I I I GTAATTTCCC 

ATGAGAGAATAAATTTTTTCAAAAATATTCCCAGTAGGTGAATGGCTTTAATACATGGTA 

TCTGTGAAGATGGCAAATAAAATGAC 

Sequence 1007 

NTNTTNGNNNAATNCNCNNTTAGCGNGGTCGAGGGGCGNGGNNCATNTAAAANGTGATGC 

TAATACTTTAAAATGTGTTAAGATATATGATTTAAAAAGCATTGTNAATTGTATACTGCA 

GTGTCGTCTACATGGCATTTGGACAGGACANTAATTGTAAAACATA AANAGT GCNAATTG 

TTACACTTACATATGAATAGCTGAAATGNGCAACAGTGGACGCAANTTTTTTNGTTCTTC 

AAGTTTTANTAATTACCCCAANAANACCTATTTAACNAGGCTGATNCTAACNTGGGGGAT 

ATTTAATGGNTTTCTTATTAATTTGGACCNAAAAANTCTTTTTGGAATTAAN 

ANTTCGCAACCAAAACCAAATTTTAAT 

Sequence 1008 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGGCTCACCTCTCAGGGCTTTGCTCCTTGGG 

AGGCTATTCAAGCTCAGCATCACCTGTCTCACATCTGTCTGGGATCCTCAAACCTGACCT 

TTGTAAATTTCCACTAACTGAAGATTGTAGAGGAAAAAAAAAAACATC TTATC GAATTCC 

TGCTCTTATAGCTGATTTTAGCTATTAGGAAAACATCCCAAGTTGAGCTTTTCTATTCCT 

AGAATTTCAGATTTCTTTCCTTTTTAAA^ 

TTTCCI I I I II M I GGAATGGGAGGTCTTAAGCTCAGTGTCAAAAATAAAATCATTTT 
Sequence 1009 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCTTCTTGCCTACAGCGTTTAGCTCCGTTTGTT 

TTGCATAAAGATCTGTTTTCTGACTTCGCATGAGGGGTAGATGTTCAGCTTATTCTCACT 

ATGTAAATTACTTAGTAAATAATAGGAAGAGATGTTGAAATACAAACTTTCTGCCACCAG 

ACCTTCACTCTATTGCAGTCATTTTCTCCCACTCTCCCCC CTCTCTCCC ACTTCCTCTGA 

GGATTACCTTCCCCTCTCTCANCATTCCTCTGTCAGTGGCI I I I I I I I I CCTTTGGCATG 

CAAACATGCTCAAGTCTGTCTTATA 

Sequence 1010 

CCCTTAGCGTGGTCGCNTNTCGAGGTACTCTTTTCAGATGAAAGTGTTCGGTCACCTGGA 
ACCTGTGAGTATGTGGTTTTTGATCTGTGACTAAACTGTCCCCATTTCCCAGTTTCTCTG 
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CTCCGTCAAATATCAACATTTTACCAGGTTTCTCTGTTGTTGCCAAACCTGTCATTTTTA 

TTTGGTGTGGCTTCTTGGGAAACTTCCATGGCCCATTTGATGGGAATCAAACAGTGAAAA 

CAAGGACAGATGCACCAGAGGTGGCATCAGGAACAAATGGGTCATAAGAACTTACCTTGG 

CAGCAGCCCCAGAATGGTNAGGAGGAAAGGCACTNTAAGGTATCAGAAGGTAGAAAGGAN 

AGGTTGGATNATAGNAATGGGGGAAAGGG 

Sequence 1011 

CCCTTNTNNTGGTCGCGGCCGAGGTACTGAGACACTGGATCCTAAGAAAATCAGAGTTAT 

AGCTAGTGGCAGTTATCAAGGGAATGCAGAGGTTTCTGTATTCTGAGCATGTTCCTGTAA 

TAGGATAGATAGGCGATGTGGCAGCAACAACTCCCAATTCGTAATGTCTTAAAACAAAAA 

CAAGTTTTATTTCCCATTTATGCCATGTTTCCAGCACAGTTTCTCAGAGGGCTGTGCTCC 

ATGCATTTACTCAAGGTCTGGGAATGATCATGGCTACACTATCTTGCAGCCACCATATTT 

GGAACCTGTTGCCACTCTGATGGCAGCAGAGAACAAAAGAAA 

Sequence 1012 

CCCTTTCGAGCGGCCNTTTNNGGCAGGTACGGGCTTTTTTGTTCTTGTGCAGTAACAGTG 

AGGGCATGATTAGCCATCTTTGCCAGCTGA T GTCTTGTTGGACACCTGCCTTGTTACCAC 

TCTAACAGGCCCGTGTCAGCAGCTCCGCTTCCTCCTGACAAGCTGCGAGCACAGGGGACA 

GCACAATCTGAAACTCTTACNGATACCAACAGCAACAAAAATGAAAGCAGTTATGGTGGG 

CAAGCATTAATCTAAAA f (I I I I I IAA 

Sequence 1013 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGGTCTCACCATGTTGGCCAGGCC 
G 

GTCTCAAATTCCTGACCTCAAGTGATCCTCCCCCGTCAGC CTCCCAAAGTGCC AGGATTA 

TAAGCAGGAGCCACCGCGCCCAGCCTATTTTGTTTCTTAAATTTTTTTGTTTTT 

CCACAATTTCACCATGCATAAATCACAACGGTTAACAATTTAG CATCT TTGCCTTCTTTT 

CCTGTGCACTTACGTTTTTATGTAGCCAAGATCACACGTTGCATTTTGCTGCTTTCCTTA 

ACAGCGTCTAAGTCATCAGCACTCTATTGTGATGATTTATCTTAAAAATATTCCAAGCGA 

TCATTTTTAGTAACTGTGTAATATTATATCATAAAGTTAAAACATAATTTGTCATTCAAT 

TGTTGAAATTTTTAGGTTACGTATATTTTCTCTTATAAATATGTAAATATGTTTATAAAA 

AGTTATATACAGTTTTTTATAAATCTTTGTGCATACTTTATACTGGTTCCTTAGCATAGA 

GACTGTGGGAATAGGATTTCTTGAAAAAANGTA AAAAGTGTGA GTATGCATATATACCTG 

GTACATATATGTTATTATTATAAANGGTAATATTC I I I I I I I I I I GGAGAAAGAANTCTC 

ACTGt4ACTTCANNCTGGGGTAAAAGTGAGACCCCTGTCTNAAACCAACCGGAAAAAAAA 

Sequence 1014 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTATTCAGACAAG AGTTC TGACTCTCATGCTT 

GAGGATAAGATTATACATTTCAGTATTACATTGAAGA TATTT CATTTTTAACCAGACTAA 

CTTAGTATATTGTTATTTTTAATGTGACCAAAGAAATATTTTCAT AGAAG CTAATGCTGA 

GTCTTTTGATAATTTGCCGTATCTTAGTCAATCCCAAAAAATTTATTTTCTACTATTTAC 

ATATTATCCTAGTGGATATTACATTACTTACTGAA GCCT TTGGTTCTATGTTTCATCTAC 

TCAGACTTAATTCAGGAAGAGCTTCATCCAGATGTTTTGTTTATTTGTTTCTCGATTACA 

TGTATGAGATTTCAGAATTTATGAGATCATAGGTCAAGTGAAAGGTCACAGTTGAGAGGT 

CAAGTAAGAAGCTAAAATTTGTGAAACCAAAGAAATGACAGGACAGTGCCAAATGAAAGG 

TCAAAAGTCAAGTGACAGACTCAGTACCTCGGCCCGCGACCACGCTAAGGG 

Sequence 1015 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGAGAACCAGTGACAACTGTCAAATTA 
TTGTAGTTAGCCAGTGAATTTCATTTTTGAATTTTTT^ 

CTGTTGCTCAGGATGGTCTCGAACTCCTGAGCTCAAGCAATTTGCCGGAGCT CAAGTC TC 

AGCCTCCCAAAGTGCTGGGATTACATGAGCCATCGCACTCTGCTGTTTCTGAATTTTTTA 

AACAAATAAATATCAAGCAATCAGATGCCAAAAATTACAAAAGAAAATCAGTATCAAAAA 

TTTGGAGTTTGAGGCCAGGCACGGTGGCTCAGGCCTATAATCCCAGCACTTTGAGAAGCT 

GAGGCGGGCAGATCACGAGGTCAGGAAATCGAGACCATCCTGGCTAGCACGGTGAAACCC 

CGTCTCTACTAAAAGTACCTCGGCCCGCGACCACGCTAAAGGG 

Sequence 1016 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTATAATAAGTTAACATATTTCCCCTATATG 
CGGAAAATGCTGACTATATCTTTTGGTTGCTTTGGAACACTATCTCCTCACAACAGTCCT 
TGTCTACAGAAATGGGAAAGGGAAGGACACATTTTGGTTTCTGCAACATGGCAACATTCG 
TAAAACCAGAAATGATGTGTGACAAGAAACTAAAGAACTGGACGAAATTCACTTCCATTC 
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ACCCTGGTTAAAGCTTCCTTGAATCAGAGATAAGAAACAACATGAAAAATCTATTCCTTT 

TAGAAAACAAGTCTTTAACCCAGAGGTTGGTTTATTTTGAAAAGGAATTAGACTCTGGGC 

CCACATACCGCTCGTTCAAAATATAATGCTGTGGTTTCAACTCCTGCTAAATGTTGCTGT 

GACTTTTAAGCAGAGAACTTCTAAAAGGAAGTAACCTAGGGAGGGGCTGATATAACTCAG 

ACATCAATAATTCATTTTATTGGAAATAGGAGTAGTAGTATGAAATGCTAGCANACTGTT 

TCATTTGCAGGGAGGCATTTTCTA 

Sequence 1017 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATTCAACTATCATTCTGGTTGCGGTGGAAGAT 

GGAGACTGGCTATAAGGTAGAAATATGGTTTGGGGTCTTGGATATAGTCATGGGTTGCTT 

TGAAGGACTGGTGACAAAGTTTGGACTTTACCTTGCAGACAGTGGGGAGCCATTGAAGAT 

TTTTTTGAGCAGGAGTGCAGGAATCAAAGCAAATTAAATTTAAAAAAATTTAAATTAAGG 

CTAGCAGGATTCAGTTTTCAAACTGGCCAGCTGTGGACTAAATCCAGCCTACAGATACAT 

CTTGTTTGACCAGCAGAGAGGCTTCAAAGTCTTCAATACATTGCCAACACTTAAAAATGA 

GAAGATTAAATATAAAATTTCAAGTTTCCATCATCTTTTTAAATATTAGGAGTTCCAGCA 

ATGCCGGGCCTTTTCCCCCGCATGATCACTGAGCTGGATCTCATGTTTAAAGCAAGCTGT 

GCTCCCCGCTGCAGCTCTCTCGGTTCTCTTTTCTTTTACCTACTGACCCCCATATNCATT 

TTTAAAGATTTTTTAATTTTTATGG ATAC ATAATACTTG N N CCTGCCC 

Sequence 1018 

GGGTTGAGCGGCeGGCeGGGCAGGTACGCGGGTCCCTTATTTTCTGGTGTTTACTTGGGA 

TGCATCAGTGAACAAAACAAAGGTATCTGTCCTTATGAAATTTATATCATAGCAGAGGAA 

GACTGGAAATGAATAAATAAATAAAGAATGGAGTTTGTTGGAAGGTAATAAGTTCTGTGG 

AAACAAGGAAAACCAAGGCATGGAGGTTTGGAGTGCTAAAGTGAAGGTGTGAGAACAGAT 

TGCTCTTGCTCAGTT7TCTGTCTTCTTTTGTTTAGGAAATTGTCATTCTCTGTATGCTTC 

A7TATAATATATACAATAAATATGAATTGTTATAATTTAAGATAAATTATATAAATATAA 

ATTATAA 

Sequence 1019 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGTTACTCCTTGCCCATAGACGTGTTTGA 

CCTAGAAAAATTTCTTATACGCAACAGATATTCATAGAAATATATATTAAAATAAAGCTT 

GAAGGGTGAATTAAATAAATATTTACTTGGAAGCTACAGTGGGTGAATTAAACAAATATT 

TACTTGGMGCTACTTTATAGCCACTGGGCTGGATTTCATATACAGAGTTCTTGCCCTTG 

GGAGTTNTACAACTGCTTAACACTTTGTCTATGCTAGAATACA 

Sequence 1020 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAATGCTTTCAGCCCAGGAGCAGAAAGAGAAG 

TGGGCTCTTTGCTTTGAGAGTCTCTGAAAATTTTCAATACCCTGGGACAAATTAAATGAG 

GTAGATCCTTCTTTGAATTTGTTAATAAAGCAT GCTTG TTTTGTCTCCATAA AACA GGCT 

TTGACCATTAAGGTTTATATTTTAAATGGGTAAATTTTATTGTAATACACTAATTT^ 

AAMGAATTAACTCATGGCTTAAAAGCAAAAACCAGACCTTGGATTTC ACCC ATAACTTT 

AAGGCTGGTCATTTTAACCCTGATTTGACACACTCTTATTATGGTGTCTTTTCTCCTTAT 

TTGGCTAAATATTTCTGACCATCATAGCAATCTTTTCTATAAAGGAAGCAGGC AAGAG AG 

CTAGAGTGAAAATGTTAAAAACAAAACAAAAAAGACAGCATACTGGCTACCAGTTTTTCT 

TAATTAAGATGATCTGTTTTCGCAATTGCGTAAATTAGAATAAAATGTTATTTAACTCAA 

GGATATTTCTTCACTGAAAGAAAACT 

Sequence 1021 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACAGTCTTAAGATATCCATACACCCCCAC 

ATCCGTCCTTTGTGCTAGAAGATTACTGAANATTTAATTCCATTTA TGTCAT TGG ATTT G 

TAAAAAACCCCTTCTGGATTCAAAGATGAAGGCCTCACTTACTTTATTTTT GTCAT TTTC 

ACAGACCCCTTATGTAAATGCCTCAAGAGTAAAGAATCTTGCTCAAGTGATTTTTGTATC 

TCCAATGGCTAACAAGGAGCCTGACATAGAAGTAGCTGCTTGGTAAATATGTGTTCATTC 

ATTCAACAAATACCCCCCAAGGGACCTCGGGCCGGGGACCACCGCTAAGGGCGAAATTCC 

AGCACACTGGGCGGGCCGGTTACTAAGTGGATCTCGAGCTCGGTACCAAGCTTGGCCGTA 

ATCATGGTCATAG 

Sequence 1022 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCGTGTGGGCCACTAATACATAAGCATCTGTGT 
TGGCTGGGGGTAGGTGTAGGGGGTGCTTGGGGAGAGATTTAAACAAACCCTTTCCTCTAC 
TTGCAACATCTCTTAAAAGCTTGTCATCATGTTACTTCCTATTTCTTTAGAGTTCATTTG 
TTTAAGACGGAAACGTGCTTCATCTTGTTCGCTTTTTCTGCATTCTTTGTAAACTTAA 
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TTCTAATTANCCCCAACACGGAAAAGAATGTAACACAACTGTCTTAGTTGTGCCATAGAG 
TTAGAATCTATCTATTAACATGTTTTAGGTNATAACAAGAAAAATAATAAAAACAAACCT 
ATTATGAGAAGCTGCCCATGCCAATAAATTTTGAAACATTACCAGGAAATATAAAAGGAA 
NG 

Sequence 1023 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATATATTTCAAACAACATTTTCTAAATTAATT 

AATGTTTTCACTCATAATTATGTGTTCTTCCCACTTCTATATTCTCTATTTGGGGAAATA 

ATCCCATCAACCACCCAACGGCCCAAACCAGGAACCTGAAACTAACCATATTTCCCTCCC 

ATTGCACATAAATTAACTTCTMTCCTACCTACTTATCTTTGAATCCACTCTTCTATTTG 

CAGTGGCAATACTTAGGGCTTNCCTTACTTTTTACCAGGACTATTACTAGAGCTNCCTAA 

ATGCTTTCTATCTGTAGGCTTACTCTTCTGCATTTCTAT 

Sequence 1024 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACAATGGAAAGATGATCTTCCTGCATTGTGA 

AGGTTGTTCTCATCAACCAAGCCTGCAATGACTAGACATTCTAAAGAGAAGAGTGATGGC 

AATGGAAAGAGGACACATCCGCTTGCCAGGTCACTTCTATCAGTTGATGACATGCCATAT 

TGTTATGGCTAGGTCAGCTTTCCACAAGTATGCACATGCAAAATAGAACTTGGGAAAAAA 

ATCTTTGATTTGGCCCTTTACCAAGTGGATCAGGTGTGTCAGAGTTCAAGTTGAGCAAAG 

GTCAGAGTTTAA 

SeauenceJ.025. 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTTCTCCCCTTCGGACCACTCTCCCCACTA 

GACAGCTGTATGGCCGGCTCCCTCACTCTCCTCAGGTCTATCAGAGGGTGGCCACTGACC 

TCATTGTCTCAAACATTATATAGAACACACACGCACCCATGCACGCACACCGTCGTTCTT 

CATCCGCCTGGTTCCGTGCACTATTCCAGGACCTACAGCAGTGCCTAGAACACAGAACAT 

CCATTAGCAACATTTGTTTAATGAA7TTATAGTGCCTAAACCTGCACAACTCTGACTTTG 

CCTTGCTATTAGAAAATGCAAGGCCAGGCGCGGTGGCTCACACCTGTAATCCCAGCACTT 

TGAGAGGCCGAGGTGGGCGGATCACTTGAGGTCAGGAGTTCAAGACAAGCCTGGCCAACA 

TGGCGAAACCTNTTCTTTACTAAAAAT 

Sequence 1026 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGGCTAATGGTCTTAGTTGGGATAAGGAGAG 

TGGGGAAGGGGCAGGGGGAGATGATGAAATTCATTTATCCTCTGTGATGCTATGGAAGAA 

CAATTAAGATCATGTTTCCTACTTGATTTTAGTTGCTAGTCATTTCTTAATCTAAGCACC 

CCCTATAATTTACCTATGTCATCATGCAAAATCACCATCGGTAATAATGTGGGGGCGGGG 

GAAGTCTATACAAGAATATTAAGGCCCTGTGCGTGAGCATGTCTATAGTTAAAGACTTAA 

TGAGAAAGCATCAAATTGTGGTGCAAACAGCTGAAAGTAGAAGTAAATCACAACGTAATA 

AGATGCAACTTTGGAGGAGCTCAAAGCAACANATACGTTTTTTATCCAAAAAGGAGTAAA 

AGAAAAAATCGCNACGGCAGTTCCTTCAGATAATCAACNGAT GATTT CATTTGANAACCA 

TAATTAACTAGCGTTGTTTGTAAAATAACTTTTTTCATTTATACN 

A 

Sequence 1027 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAG 

TTTGTTGCCTTCCCTTTCCTCGGAAACCCCAAGTTTGTGGATGCTGCAGACACTCTGTGC 

CCCCCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACGATGTGGCC 

TTTGTCCTTAAGAATGAGGTTTGAAAGCCCCAGTTCTTCCATGTTAGGTGATTTCTTGCA 

GCTCTTGGTATCTGCAGAATTAGTGTGAATGCTTAAAAAATATTAACAGCTTT 

Sequence 1028 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAATCTCTGT 

GCAACAACTTACTCGGTGTGGCAGGGGTNTCCNGGTGTCTGGCTCTGATCTTGGTCGCTG 

GATAGNCGNCTGTNTNTCTTTAGGTGCCCAAGGCGACGGC 

Sequence 1029 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAMCATTTAGACTCCTTTGTGCCTTNTGG 

AATGGGAATTGCTTAAGCTGTCCTGAAAAMTNGCCTTTAACATCTGTTNGATTGAGATT 

TGTGATACATAGAAGTTGGGAGGAAGATGTCGGAAAGCCCTAAGAGAGCTACTTGCCAAC 

CCCACCATNAGGTCTNCCTCAGTGTTCCTAGTCAGGACAGACGAGGCCGAGTCTGAAATT 

ACGATAAGNCTTTGAATGCAGCATAAACAGACC 

Sequence 1030 
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CCCTTTGAGCGGCCGCCCGGGCAGGTACTTTGACCTGTATGTAAACTCTAGTTACTTTGG 

TCTTCTCAGGCTCTTGACTCTTTCACAATTAAAGTAGTCTTTGAGGCTCAGCNCTGCTTT 

CCTCATAGCTATGCTATTGGCCTGGACACTCAAGGGAGTATAAGCTNGAGGCAAACATGG 

ACTCATTTGTNTTTCTAACTTTCAGGGGATTATTTGNCCATCATTGCCTGATGTCCAGTG 

TCT 

Sequence 1031 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTGTTTTGTTCAAAATCACAATTTAAATACT 

TCGTGATTTTAGAAATAATTGGAGCCACCGTTTTCACCATTAAGGTGAGTGATTGTTCAG 

ATACATTTGGCACTGTCCATAGGTTTATGGCTTCCAACTTGTTTAAGACCATTCCCAGAG 

TGAGAGCTGATTTGCCATGGTTATGAAGCTTTCAGGATATAAACTATAAGAATGACAAAC 

TACAGCAGTTGAAAATGTGTCTTCAGATACTCACTTGCAACTCCCATTTATGTCTCTAGG 

GATTGAGAAATGAGGATCGAGGGACCAAATCTGGCTTGGTCAGTAAGAGTGTAGGTAACA 

TATAAATATTAATGTTCGTTGNAGTTAGTGTGGTACCTGCCCGGGCGGCC 

Sequence 1032 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGTGTGATCGCAGCTCACTGCAGCCTCAAC 
CTCCCGGGCCCAAGCAATCCTCCCACCTCAGCCTCCCCAGTAGCTGTGTTCCAAAGAAAT 
TTATTTATAAAACAGGTGTTGGGCTGGACTTGACCCGTGGGCCACAGTTTGTCAACTGCC 
ATTCTGTAAGCTTAACATGTGTTAATTACTGCAATCTGAATAACAATGCTATGATATAGA 

GAGTGTGTICCTTITAATAGACA>AX3GAA£GCA^ 

AAAGTCACACTGCCAGTGAGTAGCAAGCCTGAGCTCTGAACCATGACAGTTCACATCTTC 
CACGACAGCAGCTTCTCAATGCTCTTTGGAGGGACCAGAGCCCAGGCAGTAGCAACGGCT 
ATGAGGTGGTGAGACATGACCAGCAGATAAGCCCTGGGCAATGGTCCAGAGCTGGAGGGA 
GTGGAGAACTAGCCATTTGTGACTTTGTGAACAATCCCTGGGGGAGTCTGGAAATTA 
Sequence 1033 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGG 

AGTCAAAGATAGTTCCAAAACTTTTGAACAGAACACTGGATGAATACTGTTTACTGA GAT 

GGGGAACACTTAGAGAAAAATGCATTTGGAAAGCAGAAATACGATCAAGACTTCCATTTT 

TGATACATTAAGCTTGGTATGTTTAATTCATAGCTATATAGAGGTA7TAAATTGGCAGGA 

CAAAATCATAGCTAGAGATAAAAATTTAGAGTTCACCAGTGTAAAGATGATATTTGATGG 

CACAGGATGGACTTTCTTCTGGGATTTGAGTATACATAG 

Sequence 1034 

TCGCCCCGCGTCCGNGNACGCGTGGGCAGGCATTANTTNNNGCCCAGTTTATGAGTGTGA 
GCATACCACAGTACTGATTACTGTGAAGCTGAGNCCCATTTTATATGTTNATTGATGTTT 
AAGATTTTCTGTTCAACAAATTGTTCATTTTCTTTGCCCGTNTTTTCTTTNTGAG^ 
CTTTGTATATTC NGGATGTTGATCATTATGGATTATAAAA 
Sequence 1035 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTAACTGAGTGAAAGCTTTACAATTGAG 

GGGTTACTCATTAGCAGGACCTGGGTTTTG 1 1 I I 1 AATCTCATTAACCCCTTGTTACCCA 

TTTGATAACAAAGACTTCAAGGAAGAATTTGCTCAAAAATCTCTGGGAGACAGTAATAGC 

TTCTTGGGCCTGACTGATAAACTTTTTGCCTCCAGCAATGGAAATGTGGGAAAATTCCAG 

ATGCTAAATGATCTGGCTTGGACCCAGCAGGTTGAGGTAGTGGAGCCTTTCGATTGAGGC 

ACAGCCCAGGACTGCTGCAAGGGAGAGGCACAACAGAT 

Sequence 1036 

AGTCGACCACGCGTCCGGTTCGAGCGGTACCACGAGGACGCACATATGCTGGACACTCAG 
TACCGCATGCATGAGGGCATCTGTGCCTTCCCCTCTGTGGCGTTCTACAAGAGCAAGCTG 
AAGACGTGGCAGGGCCTGAGGAGGCCGCCCAGTGTCCTGGGCCACGCTGGCAAGGAGAG 
C 

TGTCCTGTCATCTTTGGCCACGTGCAGGGCCACGAGCGGAGCCTGCTGGTGTCCACGGAC 

GAAGGGAATGAGAACTNCAAGGCCAACCTGGAGGAGGTGGCTGAGGTGGTCCGTATCACC 

AAGCAGCTGACCCTGGGGAGGACCGTATAGCCCCAGGACATCNNCGTCCTCACGCCCTAC 

AACGCGCAGGCCTNTGAAGATCATCAAGGCCCTTCGGCGAGAGGGCATCGCCGGGGTGGC 

CGTGTCCTCCATCACCAAGAGCCAGGGGAGCGAGTGGCGCTATGTGCTGGTGAGCACCGT 

CCCGCACCTGTGCCAAGAGCGACCTGNACCANCNGGCCACCAAGAGCTGGCTCAAGAAGT 

TTCTGGGCTTCGTTGTGGACCCCAACCAAAGTGAACGTTGGCTTTCAACGCCGNCCCAAG 

ANGGGCTCTGNCTGATCNGAGGACCACCTTCTTNTTGCGCTTGTTGCCCCCTTTGGCCGT 

AANCNTNCTGGACNTTTTGCGAGGNTTAAAAAAACCTTTTTCCCTGGCCGGCCAGGTGCC 
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CCTTNTTCAGGAAGGCCAATNTGCCTTTCTGAAAAGNCTTTTCACCTGCAAGNTGCCAGG 

ACTGGGANGGGAAAGTTNAGGGCCCCCC 

Sequence 1037 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTAACTGAGTGAAAGCTTTACAATTGAG 
GGGTTACTCATTANCAGGACCTGGGTTTTGTTTTTAATCTCATTAACCCCTTGTTACCCA 
TTTGATAACAAAGACTTCAAGGAAGAATTTGCTCAAAAATCTCTGGGAGACAGTAATAGC 
TTCTTGGGCCTGACTGATAAACl I I I I GCCTCCAGCAATGGAAATGTGGGAAAATTCCAG 
ATGCTAAATGATCTGGCTTGGACCCAGCAGGTTGAGGTAGTGG 

Sequence 1038 

CCC7TTCGAGCGGCCGNNCGGGCAGGTACTTTGACTATTTTTTAGCAACAAATTACTTTT 
GACACACAGCACAATTGATTTAACACTTCCAATTTTGGAACTATTGGATAAATAATGATG 
GGATTTAAATAAAGCAATCCGATTCTACTATTACAGCATAGGGTCTCTTGTAGTCCTCTT 
AGTAAAAACTATTGTGACACTTCCTTCTTTCTCC AAATA TTCGGCCTGGAAAGACCTAAA 
TACAATGCAGGGATTGAATCAAATTCAC ACA T I I I I I I I CCTACGGAAACAACAACCTTT 
CTTGCTTATATTTAACAAAAACTAGTATAGATTCCCTTTATATTAATAGTTATATGGTAT 
TTTTTTCTCAGAGTAGAAATCAGGTTTATAGGCTAAAGAATATAGGCTAATTT 
Sequence 1039 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGATCAGATGGATTGAAACATGACAGCCCCA 
TTTCATCTGGCCGGTTAAGGTCCTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATG 

AGAGAGAGAATGGGTTTCTTTAATfGCCAGATTGTCTGAACT 

GGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTGATTCTTGGGGAAAAAAATTAG 

CATTCAGTGCCAGCTCTCTAAAGTGTGGATTCTGGATTCTGGTAGAAGCCAGTAAAGAAA 

CGTTTTCTCTGGAGTGGAAGCTAGTAAGATTTATTCTGTGGTGATGAAGCCATCTGAAAC 

CTTACAAGCAGTGTGGTTGTATCAGCATATGGGAGCTGACTGCCTCAGGACTTTGGAAGC 

CTGCTTCTCTGTGCCTCANCCGGAACTCAGGTTACTCAGTAGTCATTTGCTAATTTCTGA 

GAACGCANCACTCCTGAAGGGGATAGAAAGCATGAACAATACCC 

Sequence 1040 

CCCTTTCGAGCGGCCGCCCGGGCAGGACTCTTATCAACTGTTTTATAGATGAGAAAACAT 

TAGCCACAGCTTAGCTTATTTGAAGTCACAATAATATTAACTAAGTAAGAGCAAAAGCCA 

AGATTCAAATGTAGATTATTTTACTACAGACTGAGAAACGAATTAAACTAGGAGCCTAAG 

ATACTTTCTGGAATTGAAATGATACATTATATATACCTATAAAGATAATTGGCTATAGCT 

TCCTAAACTACAAATTGTCATAAAAATGACTTCTGTCCTATATCAATTAGAAACTGGTAT 

TAAAATTGAGTATTATAAGACAATAGAATGT 

Sequence 1041 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTGCAGGGCCCAAGAGCATACAAAGCTAGTTAT 

TTGGATCCAAAGTTGGTCAAGTGTGCAGTGTTTAGACATCATGATCTAGGCAAACAGAAT 

TCCTGGCCTGAAATATGTCACTAGTTAGAAACATTAGAAGCTTTCAGGTAAATAAATATA 

AAAAACCAGTCAACCGTATTCTTATTTCTTCGTCAGAGAATCATGTGTC GTTT GGTTTAA 

CTTCCTGCTGGATTCTGGATGGGAGTTGTTGAACATATTAATCTCATTATTTTCTGTAGA 

GGACAGGTTGTCCCCCCTTCCTCATTAGCG 

Sequence 1042 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAG 

AGAAGGTAAAGGCAAGGGCTCACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTG 

GGTCAATTTTAGGATCAAATATAAAAGCACCTATAGCTCAGAGTATCTTCTAACATAAAA 

CTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAGTAT GAAACAC T GGGT AGA 

TAAAAGCTTTCTC TAAATCTTAAAGTGCTC AAATATCATGAC CTGATTTTTTAGTTTTAG 

AAATCAGATATTTTTCTATTCCATATCTTAAACTTT 

Sequence 1043 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCGTTTGTCCATGGCTATTCCAAATACCCCCAT 

GTTTATTTAAAATGTATATATAATCAGTTACATAAAAAGAGGTATGCTTAAATTCTCATG 

ACTCTATGGTTGGACCTCTGTGGTTGGAGCAGGCAATAGAAATGTCTGTAATTCATTTAA 

AAAAAAAAGTGACTTTCCTACCTTTAGATAGTGAGGACAATCTGTTAACTCTTTGTGTTG 

ATAAAAGCAAACATTTCAGGGCACGGTGAAAGAAATCTCTACCATGTATAAGGTTATATA 

TATACCAGAAGCAGTGGAGTTAGGACCAAATTAAGATTTGA 

Sequence 1044 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAATGTAATTGTTACATATAATTGTTGTATAC 
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CATAACTTACTA I 1 I I 1 IC1 I I I I I ATTTTTATATATAA I NIMH I GGTTTGTTTGTT 
TGTTTTTTAATAAACTGTTATCACTTAAAAAAAAAAAAAAAAAAAAAAAAAAAANGTCCC 
TGCCCGGGCGGCCGCTCNAAAGGG 
Sequence 1045 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTTCCTGGGTTGTGAATCTTGGAGGTTGCCC 

TGTCAGACTGGTGAGATCCCAGTTTAGCTGTGCTAGCTAAAGCAAGGAGAACAGAGAGAG 

CCAT AGATACTTTTGCTTAGTAAAATCTTTCTTTGAGGGTAGGGACTGGAGTATGGAACC 

TTTTCAGAGGAATGAGAGGGGCTTGTGACGAAAGGGTAGAGGAGGGAATACCTCCCTGCA 

AAATCTTACACAACTAACTAATGTCATAAGGCCGAGGATGAGAAAGTAGCACTTAACTGT 

TTCATCCTCATCACACATAAAGCATTCC 

Sequence 1046 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCACTTTCAAAGTAGTGGAATATAAATCTT 

TCCATTTAACAGCAACATTCAAATATTTCCCATTCTGCTTATTATTCCTCTCTGAAGGTG 

ATACATAGAAATATAGGAGCAAACACAGCAATGCAGGCGCTCTATGATCTGGTTTGCTCA 

CATAGATCTTAAAAGGAGAAGAATGAGGGATTTGCCTACAACCCACAGCCAATCTATGTG 

GACACAAAGGGTGACTTCTTCCTTCTATTACGTTCCTTGAGGTAGAAATGGTAAACTAGC 

ATGACCTCGAATCATAATTTAATATCATTCTA 

Sequence 1047 

C CCTT TCGAGCGGCCGCCCGGGCAGGTACATTATTGGTAGTATCTCAGAATCCTGCTTAG 

CTTTTGAGATAAACCAAGTCATGATATTTTGGGTAATATGGCCATAGG 

TTGAACTGCCCAGTATTTGCCTTTTTCAATATTTACT7TGTAAGAACCTGACACTGTAGG 

TCCTCACCACACCAAAACCTGCAACATAAACTTCAATTTTGGGCAACTCATAGACCAAAA 

AAGCTAAACAAAACAAAAAGGAAAAAACCCTCTATATACAATCACCCTGCTTGTCTACAT 

TTAATTTGCTTCATTCAAAATAAGCA 

Sequence 1048 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACACTTTAAAAAGTGAATTNTAAGCTATGT 

GAATATCTCAATAAAAACATT7TTTAAATAAAAACAATTCCCAAAGGCCTGGAAATTCAG 

GAACATAATTCAAAATAATTTATGGATCAAAAAATAAATCATATAAAGATCTGAGAACTA 

CAATGTAAAAATATAQAAAAAAGTCATAACAATATTAGANAAAAATTTGAGCTGGATAAC 

AAAAATAGTAC(?TCNGCCNCGACCACNCTAAGGGCGAATTCCAGCACACTGGCNGN 

Sequence 1049 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATAAACAAAGGCATCATAAATAGATATAA 

AGCCAGAAGAAAAGGGATCTAAAGTAGACAGAGAAGATAGGCTGACTCTCCAGTTGCAGA 

TTTTCATTATCAGCTCATCACACCACCGAAACTCTCTGGTGATTTGCTATCCACATCCAT 

GGCGTTTGGTGGCCCTAAAGATTGTAACGGCCCCCATCCTCTTGGTTAAAATGGCAGGTG 

TGTTGACAAGAACTGTCTTAGGTACCTCG 

Sequence 1050 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTCATCTCCAAATCAACTAGACTCTTATG 

TTAAGAATACTAACAAGAAAAAATCCAAACCCCCAATAGAAAAATCCCCAACAACAACAT 

ATACCCTTAAA CACAAG AATTGTATTATTCAATGAAAGCAATACAAGTAAACACAACAGT 

TACCTTGGCTATTTTTTCAATGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1051 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCATCTCTTCCATTCTGGGAATCTGGGAAAC 

TAAGCCTGTAACTTGTAGCTTGTAGAATGAATGATGGAGTAGAATAAATAAGAAAGGAAT 

ATATCATTAAATGCACAGGTTAAATAAATAAAAATCTATTAATAAAGAGCCTAAAGAAAG 

AAAG ATGACATTTCAGCACATATTGGGTGAMTAAGTTGTTTAGTCCAGCACTTCTCAAT * 

TTTTAGTGGATATGTGAATTGCCTATTAAAATGCAAATTTrAAATTAGTTAATCTGGGTT 

GGACCTGAGTCTGCGTTTCCAACAAGCTCCCAGGTGATGT 

Sequence 1052 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATAGCTATATACTCATATTTTTATT 

TTTATGTAAAATTTCCAAAATGCTTAATATGGCAGTATAATAATTATAACTAGATTTACT 

TCAAAACATAGACATAAAGAAGATTACATGCCTGTAGAAGTTCATTGAATTAGGAATCAC 

ATGCTATTTATTTTAGCAGATATCTTCTTAATTAAATGTTTGACCCATGTGAAGTCATTT 

AACAGATCTGTTACGCATTATTCACATATGCAAAATAATCTATATGATCTGAATACCATT 

TCCATCTTTAAAATTACATATTCC 

Sequence 1053 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATCAAAAAAAGACAAAAAAGAAATGGTGTT 
AAAAGCCACAGTAAACATAAACCTCATATCAAGTATAAAACCACACACACTTTGCTCTTC 
ATCCGGACAATGCCCAAAATTATACTGAGGTATTGGGGTGGGCTGATACCTTC AAACAGG 
GAGAGAGGGACCATGTTCAGGAGGTGTATTCCTCGATTTAGGTGGTGACTGAAl mum 
TTTTAAGACAGGGTCTCACTCTGTCACCCAGGCTGGAATGCAGTGACGTGATCTCGGCTC 

ACTGCAGCATCAACCTCCTGG 
Sequence 1054 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAATGAA AATTA CAAAATACTGTTGAGAGAAAT 

TAAAGAAGACAAATAAATGAAAAGAGACGGAACATGTTTTCGCTTGTAAAACTCAGTAGG 

ATTAAGATCTCTTCTCTCCCACGACTCTATAGCTTTAAAGCAATCAAAATCANACTGGTT 

TTGTCTGAACGTTTTTGAATAAGTCMTGGCTTATTTCAAAATTCATATGAMTTTCAAA 

TGCCAAAGANTAGGCAAAATATTTCAGAAAAGAAGAAAGATTGAGGATTTGCAATAACCT 

GACTTCAAAACTCACTAGAAGAACGAGGCCAGACTGCCCAGGGG 

Sequence 1055 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACCACGTTCATGTCTCCTCTAGCCAACTATA 

AAGTTATTAACACAAGAACCCTGTCTTATTCATCACAGTATCACCCACAGGGGCTGAGAC 

AGTGCTTACACAGAAATGGCCCTTGATAAAATATGGGCT GAATGA ATGAACATATGAATT 

TGACACTTTGAGAACTAAATTAAAAGTTATTTCTACTAGCATTTTTAACACAAGAACTAT 

TGAGATTAGTTAWATTAGTAGTAAAATG TTTGC TTTATTC^ 

ATAATGAACTCAGTGAACCTTGNCCCACCTTTTT 

Sequence 1056 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTAACTCACTGACTTACTCTGGGTTGCTAT 

TGTATTAAAATTCTGTATAGACATTACGTAGCCTCAGA GTTGA ATTTGGACTGCCCTTAA 

AATAAAAAATTCTTAAATCTTTAGTGTGGTGTCTATTAATTTTTATGATGATTTACAAGT 

TGGAAATGATTACTTTGCAAGTCATAGTTTACTTTGAAGTTAATAAGAGTGATTACAGTA 

AAGGAAAAATGCCATATATGGCATTGTTCTTAACAGCTTATGAAATTTGGAAAACGATAT 

TTTAGAAAGCTTTCTCTTGNTGGCTGGAATGAAGTGGAGACCCTGCT 

Sequence 1057 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGCTTGTTCAGGATAT TTCTT CTA! 1 1 I ICCT 
TTGAGTTCTTGTTCATATTCTAGTTAATTTCTAGT 

GACTTTTGTCTTCCTTCTGCTTATGTATTCCTCG TAAAT GCTTTTTGTGACTTG TCTAA G 
TATAAACAACTTTACTATTAGCTGTAAAATTTTCATTTTTAGTATGTCATCAATCJ MM 
TTGTGNTTTAGTATGATTAAATGGT TTTTCA CTTGGAAAGATATTGAATAGTCTACTTCA 
TTGAI M M I M I AAAGTC ATTTTC A T M I M 

Sequence 1058 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATACCAGAGTTAAATTGCCTGTGTTCTTTT 

CTGCCATTAACTGGCTTTGGGTTGGGAAATTCAGATAATTCCACTTTTCCMCTTTAAAA 

TGAGATCTCATTCAAAACAAAATTGCCCACAACCATTTGGAATATGTGTTTAAATTAGAC 

AGTAATGCTTTGGAAAGTGGAATTAAACATTTCAGAATAATAGCTGTTAGGCCGGGCTCA 

ATGGCTCACGCCTGTAGGGAGGCTGAGGCAGGTGGATCACCTGAGGTCAGGAGTTCGAGA 

CCAGCCTGGCCAACATGTTAAAACCCTATCTCTATTAAAAATACAAAAATGAGGCATGGT 

TGGCAGGTGCCCGTTGTCCCAGCTACTTAGGAGGCTGAGGCAGGAGAATTGCTTGAACCA 

GGGAGGTGGAGGTTGCANTAAAGCTGAGATTGCGCCAGTGCACTCTAACTTGGGCAACAA 

GAGTGAGATTCTGTCTCAAAAAATAATAATAATTAAAAAATAATAGTTGGTAGATT GAAC 

ATAGAAAACACGTTTTGTAGATAAAAANTGGCCAAGTNTTAGCCACCTTTGACAAl MM 

TAAAA 

Sequence 1059 

CCCTTAGCGTGGTCGCGGGCCGAGGTACTTTAACAAATTAAAAACAAATTTTAATTTAAA 
ATATTTTAGAAATTTTACTTAATACATTTATTTAATGAAG 

ATCCTCACGTAAACACCACCACCTGCAMGTATTAATATCAACTTTTTCAACAAAATGCC 

TGCTATGTATAAGCTACTGAAAGAAGACAAAAATTAATAAAATGTGTCCCTCCTCTTAGA 

TATCTATAATCTAGGAAAATGAACACATTCTTTTCAGACACTAAACTCCATAAGAACAGG 

CATCAGATCTATCTTATTTACCACCACATCCTGAGAATGGAGCACAGTGCCTGACACATA 

ATAGATGCTCATAATAGATGCTCAGGGTTTATAGTCAGTGAATAAGTAAAGAAATGAGTG 

AGCAAATATCTCTTAAAAAGAACAGACTTTTAAAGTTA ACAA GCAAGTGATGTGTTATTC 

AGTAGCAAATAAGATTGTTTCCTAATGTCATAATTCAATTTT 
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Sequence 1060 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGTTACCAAAACCCATCCAACTAAAAATTTAA 

GCTTTTTGCATTTTAGTGGATGCAAATTGTGTCTTAGTAAGAAGAACATACAAAAACTAA 

GAAAGATAATGTTGAAGAAAATAACAAAGCTTAAGGACTTAAACTATTACCATCAAGACA 

TGTATAACTACAGTMTTTTAAAAACTGTTTTCTTGCATAAGTATAGAGAAATGTACCTC 

GGCCGCGACCACGCTAAGGG 

Sequence 1061 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTACGC7TTATGATCTTGMTATTTTCAGNGT 
NTAAGGMTCTCTTCCTTCTTTGATCTCCACTGCATGAAGAACTCTGTTGCAGGTGTTAA 
CAAGGAAGTTTTGAAATACAAAGCCAGAACCTGCCCCCCAAAGATCTGACAGTAGTANAA 
GGAGATCCATTTTGAAGAAGGTATAATGGCAACC 

Sequence 1062 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTAACAAATTAAAAACAAATTTTAATTTAAA 

ATATTTTAGAAATTTTACTTAATACAT^ 

ATCCTCACGTAAAC ACCACCACCTGCAA A GTATTAATATCAACTTTTTCAACAAAATGCC 
TGCTATGTATAAGCTACTGAAAGAAGACAAAAATTAATAAAATGTGTCCCTCCTCTTAGA 
TATCTATAATCTANGAAAATGAACA 
Sequence 1063 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACACAAATTCT^ 

GTCTAGAAI I 1 1 I 1 1 ICTTTTATGAACCANATCACATTTCTGGACATGCTAACCATTAAA 

ACGGNGAAGCTTCAGCTTGGTTGTTATTCTTCCATTA AACT GTTTCAGAAACATTCAGGC 

GGCAGATAACTCATTTGGATTGTTAAGAAACACCAGGTTTTCCAGATGCTACATTAACAC 

CTCATAGAAGTGGTCTTTCATATGTATGTTATGNATGATGTr4A ACCA TAATATATATGGN 

TAAAATTTTAGTAGGAGTTATCCTTTGCTTTTTATM 

ATTCCTTTTTTCGGATTCATTTTTTAGGTAAAAATGGTTCC^ 

AAATAAAGTCTTACTTTTGAGTCTTTTAAGNCGTN^TTTTNGCCANTNNTGTTCCCGTT 

GGAACNAGAAAGGTNNTAAANCCNTAAATTTTTGGAAATTAAAACNGCCNTTTNAAAGNN 

ATGGAAAGATTCTTCGACC ACC N NGNTTTTANTAAAAAACCNTAAAANTNGAATCC NGAA 

NNAANGGGGGGGGGNNGTACCCGNGGGNTTATTNAAACCTTTAGNANGNTT TTNTT TTNT 

TCTGGCTTTAAAAATTANTGGNNTTTTGCNNTAAGGGCCAGGAAACCNTAGGGTTTTGGA 

AAAANCNAAAANTGQCCTTNGGGGGCTTNTTCNAAACCCGGGGCNCCAAAAAANAAAAAA 

AAAAAA 

Sequence 1064 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACTACAAGCAGCAAAAGGAAGCTCTAGAA 

CAAGGAATTAAACACAGTGTTTGTTTCCAATCGCAGAAGAGGCCATGAGCACCATATGTG 

TGTCAGGCTTATCATCTGAACCAAAGAAAGGCCAATCCTTCACCTTTCTTATGACTCTTA 

TAGGCTGCAATATTTCACTTGGCCATAAACAACTTAATATCTCACACCTAGTAGTATTCA 

GTGACACAGAAAGGGAAAGAGAAAGGATGAAGAAAAGAGGAAAGAGAAATAATTTNCCCA 

AGATACAAATTTAATATTCTTTCCAAAGCATAAGAACAATTAAAAATATATTTCTCTGNT 

GNAAGTGGAGGATGGA 

Sequence 1065 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGAAACAATATAGTAGTCTTCCCCTTTACAA 

AGCTGAATTAAAGTAAAAGTGTGTGTTGGGAATAATAGGGGAATGTGGATTGTAGCTGTT 

TAATAAAGATTTAGATACATATAAAATTGCTTAAGGCCAGGCGCTGTGGCTTACGCCTAT 

AATCCCAGCACTTTGGGAGGCTGANGTGGGTGGATCACCTGAGATCAGGAGTTCGAGACC 

ACCCTGTTCAACATGGTGAAACCCCATCTGTACCTGCCCGGCGGCCGCTCGAAAGG 

Sequence 1066 

CCCTTAGCGTGGTCGCGGGCGNGGTACCCACATGATCCCAAAGAGGAGGGGCCC TGTA GA 

AACAAGAACCAACCAACANAAAGCAGTGNCTACAGGCACCATGACAACAAAAGGAGTTTT 

AAAGTGCATCTTCAAATAGCACACAATTTTCCAATTTAAATAGTTTGGAATGAATCAAAN 

GGGAANAAAGCATTANTTAGATACAACTGAATTTCTCAAAAGTATATTANCACAGCCTAC 

AAATAAATCCTTAAATGTA 

Sequence 1067 

CCCTTAGCGGCCGCCCGGGCAGGTACCCTCCGTGACTTTTCAGGGTCTCCTGGTTGAATG 

AATTTGCANAAGGATTAAAATGTGTGTTCTTATTTGTGCTTTGTATTCTCCCATAANTAG 

TGTGTTGGAGGCTATTAGAATAGCTGAGAGGGTAAAACATAAACACATACGTANGAGCCT 
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GACATAAACACATAGGTAGGAGCCTGCCATAAGCACCGTAGGTAAGAACTAAAAGGGTGT 
GTTTCCATTTCANGNGGTCCAGNCCTTCCTTNCATACTCTNAGATGACAAAAACACAAAG 
TTGCTGGAGCTCACACAACTAATGACTAAANCCAGAAAGTTTGGACATGGAGAAACATTT 
TT 

Sequence 1068 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTATATTAGTGTAGCAATTTTCCAAAAGCCATT 

CATCTTAGAGGGCTAAATGATTTTACCTTATCAATTCCTCCTGTGAAAAAATATCTCTAA 

AGAGGTTTTCTGCTGGAAAATATTGTTGCTGTCACATTGATATGCCAACAAAAGCTAAGC 

AGGGAAGTCAGGCCAAGAAATATCTNCCTGCAAGAGAAGGCATCGCACATGTATCTCTCC 

ATGCTATTTAAAATTTGCATTCTGCAACATAGAAGGGATAGGCCATGCTGCAGAAGCCAG 

GTCCAGGAAAACTGCTTTCTTTGGCCNTTACACATCCTTTTTGGAGAAGATGCTGGTGAA 

AGCAGCAACTACCATCTGCCTCCTGTTGACTTAAGTG CAACA GGTGGAAGGGANGAAGGA 

AGGGCATCGCAAACATCATTCTATTATCTCAACCTTGCTTTTCTCGG 

Sequence 1069 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGCTTTGATTAT7TCCGAATCCAGTGGGTAG 

AGMGGTAAAGGCAAGGGCTCACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTG 

GGTCAATTTTAGGATCAAATATAAAAGCACCTATAGCTCAGAGTATCTTCTAACATAAAA 

CTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAGTAT GAAACAC T GGGT AGA 

TAAAAGCTTTCTCTAAATCTTAAAGTGCTCAAATATCA TGACCTGATTTTTTAGTTTTAG 

AAATeAGATATTTTTCTATTCCATATCTTAAACT^ 

TGTAGGGTTCTATTTTTTTCAGGTGATTGTTGGGAGCGTATAGAAGCATATATAAATATG 

GAATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTCAAGCCTCTAAT CAAAT AGATTG 

ATGCTTCAGAAACTTAACAGAATATTATCTGCAATTTGGCATAAATGCATTTTTCTTGGG 

GAAGTTTCCATGGTCAAAATTATTAGTCATTGCAAAACAGAAAAGTTTGACACCTGGAAA 

TGCAGACCCTTTTGCTT 

Sequence 1070 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTATATTAATGAAATTTATCTAGTCCTTGCA 

AACTTGTGCCTATTGATTTTCATTAGTGTAAACTAAAGAGAGAAACTTCACACTGACATT 

TATAATTGTAAGAACTAAGAACCAACCATCAGCTTTTCTATGCCAATCCATGCCCTTCAG 

GAAGTTCTTGAGGCCTTGAGGTTGCTAGT TTAGTA AATTGCTTACTGGGACATTAAAGCA 

GCTACATTTTTGGAAAGANGGAGAATTAAGTTTTTGGTG 

Sequence 1071 

CCCTTAGCGTGGCCGCGGCCGAGGTACCAAAACTGAAAAAAGATTGTGTATCCAAACATT 

ATTTCACATAAAATGTATTTTGATAAAGTAAATTCCCAAACCATGGTGCTCAGAGGTTGT 

AACAGTCCATGTAAGTTGAAGAAAAAGAGTTATCAATCAATACGTGACTATCAATCATTT 

ATTTAATCATTATTTAGTTTTCACATATCTAGAAATTTCAG TAGM GAACCAGCCCTTCA 

TAAANGTGGCC ATTCCCTATAC CTGCC ATC GATTACATTATTTTACT 

Sequence 1072 

CCCTTAGCGTGGTCGCGGCCGAGGTACT 1 I M I I I I I I I I I 1 I I I I I I GAGACGGAGTTT 

CACTCTTGTTGCCCAGGCTGGAGTGCAATGGCGCAATCTCAGCTCACCACAACCTCTGCC 

TCCCGGGTTCAAGAGATTCTCCCGCCTCAGCCTCTTGAGTAGCTGGGATTACAGGCATGT 

GCCACCATGCCTGGTTAATTTTGTATTTTTAGTAGAGACAGGGTTTCTCCATGTTGGTCC 

GGCTGGTCTCGAACTCCCGACTTCAGGTGATCCTCCTGCCTTGGCCTCCAAAAGTGTCAG 

GATTACAGGCGTGAGCCACCACGCCCTGCTTAAGTTTTAATAAGATCTCTTGGCAACTTT 

TTACGACTGGCAACTTAGGTCTCACAAACACAGAAAAGCTTGTCTTTAAGTATATTGTCT 

TTGAAAAGTTAATACACTCTCTAAATGCTCCATTTAAAATGATTTACTTTATAAATGCAT 

GCACTGAGAGAAAAGATATTTGAATGATATACACCACAATGTTAA ATTAA CTGNGATTGT 

TTCTAAGTATTGGCACTATGGNCAATTTTCTTTTTCTTGGTTATGCTTTTCTGAGT^ 

AAAC 

Sequence 1073 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTGTATCAGAAAMTGCTAATTAATTTTTT 

GCACATAAAGGGCATTTTAAACTTGGTTTTATTCTTTGTGATAAATATGGATGATGAATG 

GTAATGTTAAACAGAATTCAAAAGTTATCAGTTTGGCTAGCCAGACACAGTAGTATATGC 

CTATAGTCCTAGCTACCCAGGAGGCTGAGGCCAGAGGAGCCCGGAAGTTCACGTTTAGCC 

TGGGCAGCATAGTGAGACACTGTCTTTTATAAAAACAACAGCAAAAATGATCAGTTTGGG 

ATAGTAAGACAAATGGCTTTCTTTTGTTAGGAATTTCTCTATTTAAAGGACTTTTAGGCC 
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TAGAGTGGTGGCTTACGCTTGTAATCCCAGCACTTTGGGAGGCCAATTGCAGGAGAATCA 

CTTGAGGCCAGGAGTTGGGGACCAACCTGGGCAAAGTANGGGAGACCCTGTCTTTNCAAA 

AAAAATTCAAAAAATTAGCCCAGTGAGGGGGGNGCTTGCCTGNGGGTCCTAGCCACCTGG 

GAAGGCTTGGGGGTGGGAANAATTACTTGGGCCCANGAATTTGANGGTGTAGTNGAGCCT 

TTGATNCCCCGTNAACCGAGTANAAGACCCTTNTTTTNTTNAAAAACTTTAAANTTNAAC 

N I I II I I A 

Sequence 1074 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGTCACTCTGCCCCAGCTCTCCAAAGGCATC 

AAGATCCGACTGCTAGGAGCCCCGGCTTCTTCCCTGACCTGCCCGTCTCCTACACCCTCT 

GGTCCTGCTCCACACTGGTCTAATAACTGGTGTTCCACATTCCTCTAACGTGCACAACAC 

AGTCCTGCCCCCGTGCTTTTCACCTCCTGTCCATTCCTCTTATAACG 

Sequence 1075 

GATATCTGCAGAATTCGCCCTTCGAGCGGCCGCCCGGGCAGGTACTCTTCAAAGAGGATA 

AACTTAAAGAAAATGACTAGATACACATCAAATTAAGCTGCTGAAAACCAAAAACAAAGA 

AAAAATTTTTGAAAGCAGCTAGAAAAAAATTACACACCACACAGAGGGGAATAAGGTTTA 

CATTACAAAGATTTTTCACCAGAAATCAGAGAAGTGAAAAGACAGCTAAATGGCATCATT 

GAGGTGCTCAAGGAAGCAAGCATCTACTCGGAATTATATATCCACCTAAAATATCCTTTA 

GGAATGAAAGTAAAATAAATACATTCTCAAAGAAAAACAAAGAGAATGTATCCCCAGCAG 

ACTGATCTG CTAGAAAAGCTAAGGTCAACA TTAGGgTGAAAGGAAATGjCJ^ 

GAATGAAGAAAGAGCAATAGAAACAATAAATATATAGGAAAACACAAAATAC 

Sequence 1076 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCACTGATTTATGGCAAGTCAGCCAATCCA 

TCAGTGCTCAAAGCTCCTTGTATTGTCAGGNATGN NTN NC ATTATTTGTC ACTCATTCAG 

AATTAAACTGCCAACTAGTAGCATTTGTTTTGTGTCTGATAGATTCTTC ATGCAG AAAGA 

ATAAGTAAAATGAGATGGGACACAAATCTGAGTATAGCATTGTCATTACTTTTTGCTGCA 

CAGATTACTTGCAAGAAATATTCTAGTCTGGGGCATAACAAA ATCCACA AATTCCAGATT 

TAAAAAAGTAGGTCTATATAAAGCCTTATTTAATATTTGGTATATTTTTTAGGTACCTCA 

TTGGGNGNNCCTTTATNATGCCAAGGCATTTTTTGGGGATCCTGGGTTTCTTAATT AAAA 

ATAGGAAGAAAATCTTAACATTCN CGTGGTGGATTAAGAAACNCC NCCCCACCCTNTTTT 

TTGGATTAANGGNGNTTATTAAGTAAAAGCTTACCGTTNAAGTAAGCTTCCCGAAAAGAA 

AATNTTTA 

Sequence 1077 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGTAACCATGACTTACTAGGTGTTATGATGA 

AGGTGTATGTGTGTGTATATGTGTGCATGCATGTAGATAAGTGTGTGCATTTGCACACAT 

AAGAGTTTTAAGCTGCTCCTGTCATTTATTGATGGTCAAAGGTTTCTTTTGGCTATTGCT 

GGACTCTTAAGATTGTCTTGTAATTGTC ! i I I IGTTGTTGTTGAAAATTAAGGGTGTATA 

TTAAAGGTAG I 1 1 I I ACCC AGATCTTATATGTGTGATAG CTC ACGTCTGTAATCAGAAAC 

CTACTGTTTAATGGCCACCCAATTGCCATTAGCTTCCTAGAGGGTGATTTAATAAACTAT 

CTTCTTTAAAACTCATTTAAAATTAAGAGACATGT TTGC ATACAATGGATTAATGACGTT 

TTCACACTAACCCCAAAAGTCTGCTTGCACTTTCTTTTGTAGGCCTAACATTCATTTCAT 

ATGCATTGATTATTATTGTTGAACTTGCATTAATTACATCGNGCATATATGGACATACAA 

TGTCATCTGCAGAAATTAAGGATTTTTTA 

Sequence 1078 

GAATTGGGCCCTCTANATCNTTCTCNACCGGNCGCCANTGTGAT AATTCTCCTN TAATNN 
GCCGCCCGGGCNGGTACAGACTTTNGTTCCTTTGCTTTTAI I I 1 1 I I I I I I I I I I GCATN 
GATATGAATAGTTTCACTMTTCCATTCATGGTTCTGTAAACNTTCTTAAAACTTTGTTT 
TATGGGATTATCAGAGTAACAAAATAATGTAGTCCCTTTATGGGACTATAAGTAACTTAA 
TGCTTTTCTTTCCCTATTTCATATCCCCATATTTGGTGCAATAATTTAATTCA 
Sequence 1079 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGCTCACATTCATGGGGAGGAAAATCAGGGCC 
TGTCTTTAGATAGGAGATGTATCAAAGAATTTGTGGACATATTTTAAAATCACAGCACTA 
CTCTTGATGTACCTGCCCGGGCGGCCCGCTCGAAAGGG 
Sequence 1080 

TAGGGAGTCGACCACGCGTCCGCTGCCTCGCCCAATGGGCTCATAAACAAAGTGGCCATG 

GTGGCAGGGATAGACTTTCTCAGCAACATGGACTTTCACTCACCAAGGCAGACCTGGCTA 

CAGCCACTGCTGAGTGCCCCATTTTCCAGCAGCAGTGCCCAACACTGAGCCCTTGATATG 
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GATCATTCCTTGGGTGATCACACAGCTACATGGTGGCAGATTGATTATATTGGACTTCTT 
CCATCATGGAAAGGGCAGAGGTTTCTCCTCCCTGGAATGGACACTCCAGATATGAGTTTG 
CCTATCCTACACGCAATGCTTCTGCTAAGACTACCATCTGTGGATTCACGGAATGC 
Sequence 1081 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCGATGTGGCTGACA TTTGG CTGGAGTCTGCT 

AAGATGTTTTCTTATNCTGGATGGACGCAGACCTGTAACACC CTGT TTTTCATCTTCTCC 

ACCATATTTTTCATCAGCCGCCTCATTGTT TTTCC TTTCTGGATTTTATATGGCA 

ATCTTGCCTATGTATCACCTCGAGCCTTTCTTTTCATACATCTTCCTCAACCTACAGCTC 

ATGATCTTGCANGTCCTTCACCTTTACTGGGGTTATTACATCTTGAAGATGCTCAACAAG 

ATGTATATTCATGAAGAGCATTCCAGGATGTGAANGAGTGATGACCAAGGATTATGAAAA 

GGAAGAGGAAGAAGGANNAAGAAAGAAG 

Sequence 1082 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 I II I 1 1 1 1 I 1 1 1 1 1 I I I 1 1 NGCTGGTTA 

ACAAATATTTTAATTCATTAAAATAAAACTTAAAAATTCATGCTTAGTCTACACAAGTTT 

AACTTACTTTAGTCACTTAGTGAATTGTGAATTGGCTCCCATTAGTGGTCAGGANAATGT 

ATTTGGTGTANAAACCAAATAAATCAAGCTATTATCGCCTTGTGAGTACCTCGGCCGCGA 

CCACGCTAAGGG 

Sequence 1083 

GGGTTCGGCCGCCCGGGCAGGTACTGGGAAGTGCACTTGGACGAACAAAAAATAAAAAAA 
AAAAAAAAAAAAAAAAAATTAAAAAAAAANGGAAAAAAAA AAAAAA A AAAAA AAAAAAAT 
N N NTTGGAAAAAAN AAAAAAGGAAACAN N N AN NGCGGGTTTTTTAATTTTN AANC ATTN N 
AAA I I I I 1 1 I I AANNANNCCNTTNAANNNTNNNTGAAAATGTG ANNTTTNNN NNGAATNG 
ANC NTN N NTCTTNTNTGG NTGATTTTTTATGTGTTCC AAATNG I I I I I I I I IANNGAANA 
AAAAI 1 1 1 1 I I I I NNGAAGNTANACNTN NATT NAAA NN ATTTATNCNTN NTAAAAATTN N 
AAN AAATTTTAAATNNTTAATGG N NTTNAAANTTTTAAAATTT 
Sequence 1084 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTTTCTGAAATGTCCCCCGTGATTAAGTT 

GTGAACAAATGAACATGCCACATGTCAACAAACTGAACAAACATGGATTGTTAGTGACTT 

ANAGGTGGAGGGAGGGCTAGAGAGAGGCTAGCTGTGTTGGTCTGCCAATCTCCTGTGTCC 

CACACTGGCTACAAAAATACAACCACTGGGTAGGTAGGGCTCATCTAGAACCAAAATTAG 

GAATAAGGATTGAGAAGAAAACTCAGCAAGGGTGATGAATGAGTTTCAGCTCATTGCTGG 

AGTTAGCTGAAGAATGAATAGGACACAGTGGATGAAGGAACAANGCTATTCCNGGGACCT 

TTTGAAG 

Sequence 1085 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGG 

TACCACCTAACAAATTGGAGGAAATGAAAAGACGAATCAACAACATTTTGGAGAAAAAAT 

TTATTCTACTTCTAGAATTTCATTACTACAAGTGCTTAGTTCTTGGTTTGGTAGATGAAG 

TGAAATCAAAATTGGATATTTGGAACATTAAATATGGGAGCAGAGAATCTGTGGAATTAT 

TGCTGGAAGACTGGCATAAATTTATTGAAGAAAAAGAATTCCTAGCTCGACTTGATACTT 

CTTTTCAAAMTGTGGAGAAATTTATAAGAATTTGGCTGGAGAATGTCAGAATATTAATA 

AACAGTATATGATGGTGAAATCTGATGTTTGTATGTATAGAAAAAATATATATAATGTGA 

AGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTACTTATGTGGAAAACCTTCGCTTAC 

TAAGGGCTTGCTTTGAGGAGACCAAGAAAGGAAGAAATTAAAGAGGTACCTGNCCCGGGC 

GGGNCCGNTCTAAAAGGGC 

Sequence 1086 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTN 1 1 1 1 1 1 1 I I I I I I 1 1 I I I 1 1 I I IGAGAC 

AGGGTCTCGCTCTATCACCTAAACTGGAGTGCACTGGTGCAATCTCGGCTCACTGCAACC 

TTCACACCCCAGGCTCAAGTGTCAATCC TCCCG CCTGAGTAGCTGGAACCACACGTGCGC 

ACCACTAAACCCAGCTGTTTAATACACCATTTTTAACCCAAAA CATTA AGAAAAATATAG 

GAACAGTAAGTAGATTCATTTrGTAAACAGACAAGCTTACAAGTTTTCTCAAATATGAAA 

GTCATACTAAACTGGGAGACTGTTAACTTCTTGATGGGGTTAATCTCTAATATGAAGCCA 

CAGTCATAGCTAACTACAAATTACATATACAATGCCAAAAATAT 

Sequence 1087 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CCAGAAGGGCAGACTTCAACCCAGAAACAACTGTGA ATTG TGATGGAGAGATGGGCTCTA 

GTATCTGAACAACGAAATTATACTTATAGACTACTTTCTTTTCACAGAACAAATGAGCTT 
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TCTTGGCTTTTAACAAAATTATCATTGAAAACTACAAAATTAAGATCACCCATAATCCCA 

GCATTCAGAGGGTTAATCTTTTGT1TAAAATCCTTCCAAAAGTCTTAAATGTGTTTATAT 

GCCTTTTGGAAAAAAAATTTATTTTATAATCATTTNGGATTTACAGAAAATTGACAAAGA 

TAGTACCTCGGCNCGCGACCACGCTAANGGCGAATTCC 

Sequence 1088 

CCCTTNCNAGCGGCCGCCCGGGCAGGTACATCCTTTTGCATGCTCAAGAGCCCATTCTTT 

TCATCATTCGGAAGCAACAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCT 

ATATCATTGCTGGAGTGATCTATCAGGCACCAGACTTGG GATC AAGTTATAAACTCTAGA 

GTGGTAAGTGTCTTCACATTCTTTMGCACTAAAGAAAACTTTTAATTAGCTACCTTGCT 

TCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAGTTGCTATAAAGTATTGACTATT 

AGMTGTCTTGAACTTTGGTTACTGTGAGCCAAGTCGGTGCTCAAAGTATATTTCATAGT 

CTCAATTATATAGTAATTTAAGTTCTGAAAAATAGGTTCTGGCTTTGCTATGGAAATATT 

TTGNGAGTATTTACT7TGGAA 

Sequence 1089 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATATCCCTATCTACTATGTAAAGACAAAAA 
GGCAAATGAAATGATGTAATACAATGAACTCCTCAGAAAATAAGCTCTGTAAAATCTCAG 
ACTGCCTGTTTATCATATGCTAGAGTAMCTTACATTCCTTTCTTGTTAGAGAAAAATGA 
TGGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGCCAACTACAAGAG 

AAATACAGTTGGGCGTTGAACAAGAGAGATTTGAAGTAGATGAGTGGGTGTAGeTGGGGC 

GCGACCACGCTAAGGGCGAAT 

Sequence 1090 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGTGCAGAAGAAGCTACCAAACAGCAAATAT 
GGAAATAGTCAG I I I I 1 1 M I 1 1 I IAAAGCCTCAGTAGAAGAGTGCAGAGTTACACTGTC 
CTGTTTGGGGTGCCCCCCTCCCCCTTNCGACCTAAGTGCTGCCAAGG 

Sequence 1091 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGCAGTTTTCTAAGGGCTCTTAGTGCTTTT 
AACTAGAAAGGGGI I I I I CGTrTGTTTGTTTGTTTTAAAAGGGTCCTTAGTGCCTCTTAC 
TCCCTTCCTGTAAAATCCTGTGTAAAATGACAAAAGTGCACAATTGATCATTGTAAGTTC 
TAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 1092 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATCTAAAGTTGGGGTGGGAAGGAAGG 

AGAAAAGGGGATTGATTTTAGTGGAAGAACAAGAATGTTCTGAAATTGATTGTGATGGCT 

GTATAATCCTGTGAATATACTAAAACATTGAGTTGTGCACTTTACATGAGTGAATTGTGT 

GGTATGTGAATTTATATCTCAATAAAGCTATTTTTAAAACGAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAGGTNCCTCGGCCGCGACCACNCTAAGGG 

Sequence 1093 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGTCACCTGTATCTTGATCACCAGAGAGCAC 

ACCAGCCTGGACAGCAGCACCATACGCTACAGCTTCATCTGGGTTTATGCCACGGGATGG 

TTCCTTGCCATTGAAGAACTCTTTAACCAGTTGCTGAATCTTTGGAATTCGAGTCGAGCC 

ACCAACAAGAACAATTTCATCAACCCGCGTACATGCTAAGACTTCACCAGTCAAAGCGAA 

CTACTATACTCAATTGATCCAATAACTTGACCAACGGAACAAGTTACCCTAGGGATAACA 

GCGCAATCCTATTCTAGAGTCC 

Sequence 1094 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCCAAAGACTTCGCCATAACTTTTCAAGT 

TAATTACACCTGCTACTGTTTCACTTAGTGGCACTTTGCTTAACCTGTTATACACAGAAG 

GGGTTGAGAAGACAAAACACTGTTAACTTCATTATACCTTTGACAAAGTAATATTATGTG 

ACATGATGTGTTTTCCCCAAAATATTAGAGCTGCAGATTTAGCTGATTCAATTTATGGGA 

CAATTTGTTATGTGATCTAACAATTTGGCATATAATCTAGAAAGCAGCTTTATGATCAAA 

AATTGATTTTATATATATACATATAAAT 

Sequence 1095 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I i I I I I I M I I I I M I I I I I I I I I M I I TAC 

TTCAAAATAACATTTTTATTATATAAAAATGTAAAAATCCAGCAAA ACCAG AAATACGGA 

ATATAI I I I I CTG GGCTTTCAC ATTTGTTG ATTTTTATTCGCGATCTTTTTCAATAC AAT 

TTACACCCTCATCCCCATTTCCAGTCTGATTATACAAGNGCTAAGTGGCANAAAGGTCTG 

GAATAAATACATCAAAAAGAAGAGGCAAAGCTGTGAAACTAAGTTGCA 

Sequence 1096 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATCTGATACAAAATCTGAAAGAAAGAACAG 

TCTTGTAATCTTTACATACTTGTAAAAGCATTTCTCAAATTTC AGCT TACTTTCAAAATA 

AAGTTCTTACTGTCTAATATGCTCTCTTTAAATTTATTAAGTATTTTAAAAATACCCTGG 

CTCTTTATCTAGTTTCAATCTAAGTATAGAAAAGCATTCTCTGTAAGGCTGTCTTAAAAA 

AAAGAAAAAAAAAAAAAAAAAAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1097 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTGCAGACATACTGAGTGTCACCGTTGAA 

GAGAGTGGAGTGGCTTTTGTAAAGAAGTTCAGGTACAT GTCCAGG GGCCCAGCCTCTGGG 

CCCAGTAACTCAGCTACTCTTTGTGGCTTTCTTCATGGCI I I I I I I GTGGGCTGCCACGC 

CCATCTTTATCACCAGAATGAGGAACTCCTGGAAGTTAACTGCACCATCAGTGTTGATAT 

CCAACTCTTTGAACCAGACGTCTGCACCCTTTTTCCTGATATACTGAGGACACTCGGTCT 

CTAGCAATTTCTTCAGGTCATCC 

Sequence 1098 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACCATTCCATACAATGGAATATTACCCGAT 

GAAAAAATAAAGTTGAACACATGCTACAACATGGATG AACTTTGC TTATAAGAACATTGA 

AAAGAAAATGCCAAAAGAAAAATGAGTTTTAGCTCAAATTTTTTTAAGAGGCCTAGCCTG 

CTCAAGATATCCTGTTAAAAAAAAAANAAAAAAAAAACTCTTCCCATATCTAAGGTGAAA 

ATAAAAAACATTTTTAAAAGTTNAATATAAAAGAATGAAATAATTTCAGGTCAAGTTTAT 

TATACAGAAATTATATTAATGGGTGG 

Sequence 1099 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCC 

GGGATGAAGGCCGTGTTGGGGCTAAACCACACTCTGG AATTC TGTCAGCAAATTCCTCGC 

TGTGTGAACTTGAGCAAGCCATTCACCTTTCTTAAGCCATTTTCTTGATATTTCACAGAG 

CCTCACCAAGTATTCAACGAGAACATGTAAGTGAAATGCTTCACAAAATGCCTGGTAAAT 

AATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGCAGTCTCTGCCCTTTAATGTACCT 

CGGCCGCGACCACGCTAAG 

Sequence 1100 

GGGGNCCCGGGGAAAAATNATTTTGGGGGGGGGGGNCCCCCCCCCCTTTNCCTTTNANNA 
NNTTAAAGGGCCCCNNTTGGGNCCCTTTCCCGGGAANGGCCCGGGGGGCCCCCCCGGCC 

C 

CCCAGGTTNGGTTTGGGANTGGGGGNANTTANTTTCTnGGCCAAGGAAAATTTTCCCGC 

CCCCCTTTTTTTCCGGAAGGCCGGGGGCCCCGGCCCCCCG 

Sequence 1101 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTGTTGGCTAGGAGCTGAGCTTATCACAACAA 

ACAACAGCATTACAGGAATTGTCTTATATGTGGTCAGTTGTAAAGCTGATAAAAATTATT 

CTGTAAATCTTGAAAACCTAAAAAATTTACGCAAGAAAAGACATCACTTGTCTACTGTAA 

CATCCAAAGGCTTTGCCCAGTATGAGCTCTTTAAGTCCTCTGCCTTGGATGATACAATCA 

CAGCATCACAAACTGCGATCGCTTTGGATATTTCCTGGAGTCCTGTGGATGAGATTCTTC 

AAATCCCTCCACTCTCTTCAACTGCAACTCTGAATATTAAAGTGG AATC AGGAGAGCCCA 

GAGGTCCTTTGAATCATCTCTACAGAGMCTGAAATTTCTTCTTGTTTTGGCTGATGGTT 

TGAGGACTGGTGTCACTGAATGGCTCGAGCCCCTGGAAGCCAAAATCTGCTGTTGAACTT 

GTCAGGAATTTCTGAATGACTTAAATAAGCTGGATGGGATTTGGTGATTCT 

Sequence 1102 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGA TTCCC CCAT 
GTmCTTCTAGAAGTTTTACAGTTTTACGATCTACATTm 

AGTTAAATTTTGTGTAAGGTATGTTATACATGTGGAAGTTCATTTTTTTGCATGTAAATA 

TCCAATTGTTTCAACACCATTGGTTGAAAAGACGGTATGTTCTCCTTTGAATGCTTCTGC 

GCCTCAATTAAAATCAGTTTACTCTATCTGCATAAGTCTACTTCTGGGCTGTCTACTCTC 

TTTCATTGATCTGTATGTCTGTCCATTTTCCAATACCACTGTCTTTATTACTGTAGTTTC 

ATAGTAAACCTTGAAATCATAATTCTATAGTAAGTCTAAAAAAATCACACAGGTTGGAAA 

TGCACAATTAGTATGCTAANATCAGAGCAATCTTGTTGGTTCANAATGGTTTATGGGAGA 

AATATTAGCNCAGTGNNCTTCACATGCCTCATTGATGATAACTGGAGCTTAATGTGAA 

Sequence 1103 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGTTAGCGTCTGCGTGTGTATGGAAAGTTGA 
CAAAAAATGGCATGAAAAGATCATGATTGGATTTTCTTTTAA ACCTGC CCTTCTGTAAAA 
AATAGTTTATATA I I I I I AAATTAGTAGGTATGTGTGGCTTCC I I II I ICCTAACATTCC 



Page 1 77 of 22 1 



WO 01/42467 



178 



PCT/US00/33312 



Table 1 



CAGCAAATTTTTGCTGCTAAGACTATCACTGTTAAAGTGAAAATTACAGGGAAAAATGTG 

ATGAATATACCGTAACTCAAAATGTGATATTTTCTTAAAATCACTCTTTTATGCTTTAGG 

AACTGGTTGGTCTCCACTTTGATTATTAGTGTAAAGAGCCTGAGTATACGTGGATTTCAT 

TGTAAAATTTAACTCCTTGTCTTTTACTTGGGGCACCGGGGCCCCTGGAGGGC TTCCC TA 

CTTTCCCCACTATGTTAACAGGTAAATNCTGATTTTATGCCTTTAGTTTG ACTTA TTTTT 

ANCNAAATATTAGAAGTTATTGCTTTTAAMTGTTTAATGTGGGACTGAAATTTTCATCT 

TTTNNTTNAGAAATCTATGAAGTGTATTCAAATAACGTGGGCCTAAAGGCAAAGGNGGGG 

TATTTTGGNAATTCTGAAATTGNTTTGGCATCTGGNCCAAAAACCTAAANTANTCCCCGT 

GGCCCI I I I I I I I I I I I I M I 

Sequence 1104 

CCCTTTCGAGCGGNCGNCCGGGCAGGTCACTATAGGGCTCGAGCGGCCGCCCGGGCAGG 
T 

ACTTGCAATGTTTTGACATTAAGAGAGAGACTATACATTCAC AGAGG TT GGGA GCTTCTG 

TC TAGC CTGTTGTCCAAAACTGCTTATAAMTTTAGCAACTAATTTTCACTTTTGACAAC 

TATTTTAATTCTAGAAAATAGGTTTATAAAGATTTTCTTAAAGTGTTATCTATCCTTCCA 

ATGACTTA7TATAAATTTTAGAATGTATTTCTATAGGGTGGAAAAATCTCCTTTAGTCAG 

AATTGAACAGTTTTCATGAAGAACATGTTACACCATGTAGAAACATGGGTACCTCGGCCG 

NGACCACGCTAAGGG 

Sequence-1-1G5 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGNACT 

1 1 1 ii 1 1 1 1 1 m 1 1 ntni rrrrm i atatggcaatatttatatttatttttgcaattcc 

TTGGATAAAAACCATTTGAACAATGTTTGGTAAGGNGTTATTCTCATAAAAACTTCTTTN 

AAAATGAAGGTTT1TNTATTTTCCACAAAAGTTAAA 

Sequence 1106 

CCCAATTGGGCCTTTNGATGCTGCTCGAGCGGCGCAGTGTGATGGATTCTGCAGAATTCG 

CCCTTAGCGTGGTCGNNTTNGAGGTACNACCTGCATGGTGTTTATGCACACAGAGATTTG 

AGAACCATTGTTCTGAATGCTGCTTCCATTTGACAAAGTGCGTGATAATTTTTGAAAAGA 

GAAGCAAACAATGGCGTCTCTTTTTATGTTCAAGCTTATAATGAAANTCTGTTTGTTGAC 

TTATTAGGACTTTGAATTATTTCTTTATTAACCCTCTGAG I I I I I GNATGTATTATTATT 

AA 

Sequence 1107 

GATATCTGCAGNNNTTCGCCCTTTCGAGCGGTCGNCCGGGCAGNTTCNTGAGATGTTACA 
CTAGTATTTTGAAAAAGTATAAAAATGTGGCCGGNCGTGGTGACACATGCCTGTAATCTC 
AGCCACTTGGGGAGGCCAAGGGCANGGAGAATCGCTTGGAACCTGGGAGGGCGGAGGTT 
G 

CAGTGAGCCAAGATGCAGCATTGCACTCCACCTGGGCAA CAAGAGTGAAACTC TGTCTCA 

AGGGTAAAAAAAAAAAAAAAAAAAAAAAAAGTACI rTTTTTTTTTTTTTTTTTTTI IGGG 

TCATTAGTTATTAATTTTACNCNAGTTAACACTTGAAAAAATGAATGATATTTAAATCAT 

TGTCACTTACTGAGAAGCAAGAACCAATGAGTGAGCCCAAAGGAGTCTACTACCCATACC 

TATTAAGGGTAGGGAAAGGGTTTAAGT 

Sequence 1108 

CCCTTTCGAGCGGNCGTTNNGGCAGNTNCAATGAAATGTCTTTTA AAAAA AGTTTGTTGT 

AATTGTGTATGTAATTCTGACAGTAATTCAAAACACAAAATCACACATTTTCCCTAACTT 

CCCATGTTCTGGATCTGGGGACTGCAATATTACAGAAATATGCAAAAATAAGTTTAGTGC 

TCAGAGATAAATAATTTTNCTTATTTCAATGCATCAATGCGCAAAA ATTTC AATTCAAAA 

AAGCCAACCACTGCTATATGCAAATAAATAAAACATTTGACAACACTTTTATAATCAAAC 

CCAACATTATACAAAAAATGTGTGGCACCGTGCACATACNTGTGCATATGTGTATGCAAT 

GCCTATTTAAGAAAAAAGGTGTCTTGATGAAAATGATTTTGAAAATAGTCACTGACACAC 

ATTATATACAAAACCTTTTATATAAAAAA 

Sequence 1109 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTTGGGCCTTTAATCCCATCTAAACAATTTG 

CTGTTMCGAAACTCAAAAACAGAAATACCTATATTTTCTCGCTAAATCCAATTGTTACC 

TATGATGAGTAAAGACACTAGATCTGCAGGTCCTAGTACAATCTATACATAAAAGGCCTT 

CAGATTTGAGGCACAAAAAAAAAAGGGCAAAAAAAGAAAAAAAAGAAAAAAAAACCTTCT 

ACACATTTCCTTCTTTTATCTGCAATATGAGAAGGAATCCTTTCTAACTCTAATAACATA 

TTAACAAGAATTAAGAACACGATTGTCGGGGAACTCAGATGTTGGCAAAGCTTAAAAATA 
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AAAAAACAAGGGCTGGGTGCAGTGGCTCANGCCTATAATCCCACACTTTGGGAGGCCGAN 

GCAGGAGGATTGCTTAAGCCCAGGAGTTTGGGATCAGACTGGACAACAAAGTGAGACCCC 

TATNCCTATCTTNTNCNAAAATTTTAAAAATTAGCTGGGCCCAGTGGTGGTGGTGCCTGT 

AGCCCCAGCTACTTANGANGCTTAAATGGGGAGGATCCCTTGAGTNCAGGANTTTGAAAA 

TTGCNTGAGCCTTTGATCAAMCTTTACTTTAACCCTGGGGTGGACCANAACCAANGGGG 

TTTTAAAAAAAAAAAAAAAGGGAAAAAAAANANAAAANGGGGAGGTTTCCCCCTTGGGCC 

CCCCGGGGGGNCCGGGGGCCCCNGGNTTTTTTTGAAA 

Sequence 1110 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTACAGGCGTGAGCCACCGCACCCAGCC 

AAAACTGAATGCTTTTAAGAGCACCCAAGTCAACTCTTGAGTGCTTTGCTGCTTATAAAT 

TTATTCCACCAGATACCCTANATCATCTCTCTCAAGTTCGAAGTTCCACAGATCTCTAGA 

GCAGGGGCAGAATGCTCCCAGTCTCTTTGCTAAAGCATAGCAAAAATCACCTTTGCTGCT 

CCAGTTCCCAATAAGTTCCTCATCTCTGTTGGAGACCACCTCAACCTGGACTTCATTGCC 

ATATCAAGATCGGCATTTTGGCAAAGCCATTCAGCAAGTCTCTAGGAAGTTGCAAACTTT 

CCCACATTTTCCTGTCTTCTTCTGCACCCTTCAAACTATTTCAACCTCTTCCTGGTACCT 

AAGTTCCAAAGGTACTCCACATTTTCAGGTATGGTTACAGGAAGCAACCCGNTTNTACCG 

GTACCTGCCCNGGGCGGGCGNTCGAAGGGCGAATTCCAACACACTGGGCGGGCGTTACTA 

Sequence 1 J 1 1 

CCC^AGCGTGGTCGCGGCCGAGGTACTTTTrTATGTTTTAATTTTTTGTAGAGAAGGGC 

TCTTGCTATGTTGCCCAGGCTGGTCTTGAACTCCTGGACTCAGGTGAAGTGATCTGGCCA 

CCTCAGCCTCCCAAAGTGCTAGAATTACAGGCGTCAGCCACCACGCCCAGCCTGNAGCCT 

ATTTTTATAAATGAAGTTTTATNGGAACATANCCATGCCTGGNCATTTACATACGTCTAT 

GGCTTCGTATGCCATATAGCAACAGAATATATTAAACATTTACTACCTGGCCCTTTGCAG 

AAAATGTTTGACAGCTCCTGCTGNATAAACATAAAATCTGCCAAAAAATGCTGATATTAC 

CCCACATGGAGAAACACTGGAACCCCTCTTCAGAAATCAGA TGCCAATTTAAATATT ACT 

ATCAAGAGAAATACACTCTGA I I II II M I CCTATTCCCTTTCTTTTATTTTCTTTTTTG 

AGACAAGGTCTTGGCTCCGNTGNCCAAGCTGGAATATGATGGNGCCATCATAGCTCACTA 

TAACCTCNGATTNCTGGGCTCAAGTGATCCTCTTGGCTTANNCTCCTGAGTAGCTGGGAC 

TATNGGCGTGGGCCCGCCCCACCCGGGCTAAATTT 

Sequence 1112 

GCGCTNGTGTTTCAATCCCTTACGCNCCGCAGCCNTGNTGATGGTCTAACCAAATTCTAG 

TNCCTGCTACAATGGGATGGCCTGGGGGATTAATGGAACTTTGCCGGGACCAACTTATGA 

TAAGTGGGAAAGCACTTTAGGGCTGATCCCATATANGTGGTGAACACTGCACTTNTGGCC 

AAATGGACACGGAGGATAANCACCATNTGACACTGGGGGTGGTNCAGTTGGAGCTCTGGA 

AGGAAAAGNCTTCCTGGGGTGGATCTCTAACAATATTAATACCTCNGCCGCACCCGCTAA 

GGCGAATTCCAGCACACTTGCCGGCCGTTACTAGTGGATCGAGCTCGGTACCAAGCTTGG 

C 

Sequence 1113 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTTCI I II I I ICI M I I I I II I I I IGAGAC 

AGAGTCTCTCTCTGTCACTCAGGCTGGAGTGCAGTGGCATGATCTCAGCTCACTGCAACC 

TCCACCTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAG 

GCAGG C ACC AC CACACCCGGCTAATTTTGTATTTTTAGTAGAAACGGGGTTTCTCC ATGT 

TGGTCAGTCTGGTTTCGAACTCCCAGCGTCAGGTCATCTGCCTGC CTCGG CCTCCCAAAG 

TGCTGGGATTACAGGCGTGAGCCACCGCGCCCAGCCACTTCTGTATTTTTAAAAAAGTGG 

TAAGATTTGAGTATTATACTGGGATAGAACTG AAGTT GGGGGCTTAATTTGATCTATCAG 

CTTATTGAAAACAAGGACCTTTTAAAAAAATGGTTn'GTTAGGTTGGAAGAAGTO 

TTAATTC CGTC ATTTAANTTAGCC N AGTATGTTGATTTTTTTTTGG NGAAAG NGTACCTG 

CCCCGGGCGGGCNGTTCGAAANGGG 

Sequence 1114 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACANGGACCCAAGGACCTCTAGCTGTGTTTGG 
TGAGGCAGGTCTTTGTCAATTTAAGTAATCCTGTC AGAT GGTGTACCAATCT TGTAACT C 
ACGACAAAGCACTGTTGCTGAGATACTGTGATTTATTTTCCTTAATGGGCAG II M M T A 
TATATATACGTTCCATTTTCAGACAGGTGGTGCTTTGAGTTGAATTTGCAAGTTCAAGTG 
AAACATGGATCTC I I I I I I ATTTAACTCCCTTTTCTTCTNCTAAGGTGCTTAATTTCCAT 
GCTTGACATCGTACCTGCCCGGGCGGCCGNTCGAAAGGGCGAA 
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Sequence 1115 

GTACAGAAGGGTTTCACCATGTTCACCACACTGGTCTCAAACTCCTGGTCTCAAGTGATC 

CATCTGCCTCAGCCTCCCAAAGCACTAGGATTACAGACTTGAGCCACCGCACCCTGTCCC 

ATCACTTTATATTTTCAAGAAGGTGGTGAGGGTGTGTTGGTGCCTGGGGTCTCTAGCTGA 

AGAAAAGGGAAATTTTTCTATCTCTGGTAATGTCTTTATGGATATAAACCTCAGTTAACT 

GGAATAGCTATGGAATGTATGCTTCTGGTTAACTAAAAATTAACCAGTAAACACTCTGTA 

NTAACCATTACAGAAAATACTTCTGCT7TAAAAAAGTACCTGCCCNGGCGGGCCGCTCGA 

AAAGGG 

Sequence 1116 

TNTCTGCANAATTCGCCCTTAGCGTGGTCGCGGCCCGANGTACCATCCCAAGGACACAAG 

TTTCCAGGCAGCAGCCTNCAAGAATTTTGTTAGAGATGTCCCATCACTTATGGCCTACAC 

TGTTACATCTGGACTCTGGATTGCAAGTGTAAGGAAGAAAGTG AAAAT GAAAGAGAAAGT 

GGAACAAATATTGGCAACAGAGCCCCCAGAGGACAGTTGTCCCTTTTCCAACAAGTTAAG 

TGGAAAATGCTGTTGCCATGGGAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1117 

TTTTAAAANNCA I FTTTTn I NCAGGGGGNGAAAAAAAAAAA AAGG GGGGGCCANTTTTC 
ANCCTTGGAAAAAATGGNNTTTTAAAAMTNAAAAAMNMNTTTTCAAANCNNNAAAAN 
NANNACCNCCCTTTTTNAAAAATAAAAAAAAANNCCC CCCGG GGGGCNTNAAAAAACCTT 
TTTTTTTAANTTTTT7TAAAAAACCCNCCCCNCN 

NAAAAAAAAATAAANATTGGTTTTTTAAAAAAAAAATTCCCCCCCCCNA I 1 I I I IAAA AN 
CCAATTTTTTNTTTAAAAAAAAAAACCC GNNTTTT AAAAAAAAAGNGGGGA I MM I CCA 
NNTTTAAAGGGGGAAAAAAAAAGGGN \ WWW I GGGNNAAAAAAAAAAGNCCCCCCCCA 
AAATTTTTGAAAAANAAAAGGNTCNCTTTCCAGGNNTT TTNAAAAAAAAANAA AAAAANT 
TTTCCCCCCCAAAAAAAAAAAAAAAAAAGGGGGGG I W W W I M ITTTTTTTNG NAAAA 
AAAAAAAAAAAANGGGGGGGGGCCCCCCCGGG I M M M M I AAAAAAAAAAN A I Kill 
GGGGGGGGGGG I M M I M I M I INNCCCC 

Sequence 1118 

CCCTTAGCGTGGTCGCGGCCGAGGTAC M M M M M M M M M M M M I I AAAGAAA 

AAGTTGGCCCAGCCCCAGGGAATAAATTTTGACTGTCTAAACAACCACAGACCAAGGGCC 

AAATCTGGCCCTCTGACTGTATAAATTAAGTTTTACTGGAATAAAACCAGGTCCATTGAT 

TTATCCATTGTCTACATACNCTTTTAGGCTCGATGGCNCCACTGTGTCCTACAAAANANG 

TTATCTAGACAAAAAGCCTAAAATATTACCGTTTGCTCTTTATNGAAAAAGTTTGCCATT 

CCCTANTCTAAGGGTTANATTCTGACTTATCATGTTATCCTACCCCCCCCCGNGTACCTG 

CCCGGGCGGCCGTTTNAAAGGG 

Sequence 1119 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

AATATGGAAAGGTAAGATCCATACCCAAAGTTAGGTAACTGTTTGAGTTGCCCATGTAAA 

TAGTTTAAACACTGTAGAAGTATTANAGAGATCCTTAGGGAATGATGCAAGTGGCATTTG 

AGCTATTCATTTANAGAAAAAGTTTAAAAACATGCNGTCTAAAANGGAAGAGATNGAGGC 

CATTNGAAAAAATNTTCTTAAGATTAACAGCTGGTTATCCCACTGGCTAACTTCGGATGG 

TGNGGCANAAAGCACCGTNTTGGCTAAACAAAGNGGGAATGGCGTTTAAAAAATAGGAAA 

GGGCAAGGCTAAANATTTTGAACTTAATCCTACTTGGGTGCAGGGAATAACATAGCTTAT 

TCTTCATGAAAGTNTTTTTNTTCACACTACCTAAACAGNTTATACATTTGCTTTTATCTG 

GAGGGATGGAAAAACCAAAN I I M M I M I GCCCTTTAATCCTTAAAATTGAAACTAACT 

TTTNTNTTTNGGGGGTTGCCAAAAAAAAAAA 

Sequence 1120 

CCCTTAGCGTGGTCGCGGCCCGAGGTACACACATCTTTTTGAGATC CTACCT TCAGTTCT 

TTTGAGTATATAGCCAGAAGTGGTATTACTAAATCTTACGATATTTCTATTTTTAATTTA 

TTGAGGAACCACTGTAG M M I CATAGCAGCTGCACCATTTTA CGTTC TCA CCAAGAG TG 

CACAAGGGTTCCGAGGTTCCCACATCCTCCCCAACACTTGTTA TTTTC TGC I Mill lAG 

ATTGCAGCCATCATAGTGGGTGTGAGGTGACATTTCATTGNGGTTTTGATTTGCATTTCC 

CTAATGAGGAGTGATGCTGAGCATCTTTTCATATGCTTACTGGTCATTTGTATGTTGTCT 

TTGGAAAAATGTCTATTCAAGTCCTTTGACTATTTTAAAAATTGGGTTATTAGAAGTTAT 

CGTTGGTGNTGACTTGTAGGAGTTNCTTTCTATATTCTGGAT ATTAA TCC CCCT ATCAGA 

TATATGATTTGCAAAAATCTTCTCTTAATTCCATAAGGGTACCTTTTTCACTTTTG TGAA 

TGGGGTCTTTGATGNATAGAAAGNTTTTANGNTTTGAAANANCTAAATTATCNGGTTTTA 
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CTTTTGGGGGGCTGGG 

Sequence 1121 

CCCTTAGCGTGGTCGCGTTCGAGGTACTTTN I I I I I I I I I I I I I I I I I AATATTTAGTAG 

AGACGGGGTTTCACCGTGGTAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCCACCC 

ACCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGTGCCGGGCTGAAAAAT 

AACCCTTTAGATATCTACAGCT7TAAACTGTGTGCAGTCATGAAAAGCAGACATTAGAAG 

TCATTGGCATTTAATAAATTGCAGTAAAATTATACAGTAAATACATTACAAT CATTA ATA 

ATAGGCTTTAATGAGAAGAATTTAATAAATAATCATTAAAAAGACAGCAGAATTTTATTC 

TGGTCTCAATATGGTNGCTGCTCTTCTTATCAAATCTATAATAAAAGTATNTGACTATNA 

TATAGATTTCAGGAGCTAAAAAAAGCCTTATATTTTC AAAAT TAAAGAACNATTTTAATT 

TTGCNAAATCAATNAGCATTACTGAAGTTTAAGGAAATT TTGGA ATAAAATATATGGCAN 

TTANATNCCGCCTAAAAAGAATGNMTCTTAANGATTNCTTTTTGGCTCAGGGGCNTAAA 

ATTCCA 

Sequence 1122 

NGCCCTTCGGNTTTCCGGGCAGGTACGCGGGGGCGGCTCGTTCAAGATGGCGGAGCTCGA 
CCAGTTGCCTGACGAGAGCTCTTCAGCAAAAGCCCTTGTCAGTTTAAAAGAAGGAAGCTT 
ATCTAACACGTGGAATGAAAAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1123 

eGeGAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CTTTTATCCCTCAMGGACCCTTCTTGGGTTTTGAATGGAAGCCTTTAT TCCGG TTAAGA 

TGTTTTCTTTATTTTGCCACTTCCATC I I 1 1 I I I GTGGCCCTCGATCCTATTTTTCCCTG 

ACTCCATGCTTGGTTGGCCCTTATAAAACTTGTGCCCAAAAGATTGTGGATTAGACTTTC 

CGAGGACTTACCTGTCCTAGGGGAGTAGGCAAGCACTTCACTAGGGAGGGGGTGGGGGAA 

AGGAATGACACATGACATACATGGCATACACATTAAGCAGTTGATCATATGTCTGACTGG 

GTTCCAGTTTCTTGGGAATGTTGGGTCCCCTTGTTCAGGCTTGCATATTTTAAACTAAAA 

ATTTCAAGTCTATTGTTTTTAGTAACTTCATTTATANNCCTCCATAACAAGTTAGAAGGA 

TGTATCTGCTACCATTTATTCCTATAATTTTAAGAAAGNTGGGGCTTGACATTATACTCA 

TTTAGTGAGAGTANATGCCAAAAAAAGTGGAGGGG 

Sequence 1124 

CCCTTTCGANCGGCCGCCCGGGCAGGACGCGGGTAGGGCAACTTGGATGTATGCTTAGGG 

TTCGCAAAAAGTAAACAAAAATACAAGGGAAAAAAATTATTGACAATGAACTGCTTTGGT 

AGTGATTTGTGATTTTGTTTTTTCTTGATTAGTAACCAACAGCACAGCCACCAAGAAATT 

ATGCACATGTGGGACCACGTCAAGCTGAAGCGTTTGTGCCCAACA AAGGA AACAATAAAG 

AAAATAAAAAGGCACACTAAAAATTACAAGTTTGGGATAAGGGATTATTTTTGAAAAGGT 

ACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1125 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGAAAAAGACACATTTAGATAAACTGAAGCAG 
ATTAAAGTGACTTTATAAGACAACATCTTTGTTTTTATG 

GCACTAATTTAATTCAGTGCTTTCTGCTTATTCTGTTTCTAGTAACTCTTACAGAAACAA 

GTGTAGTCAGTAGCCAACATACATCCATGTCAGCCTATATA TGAC TTACTAGGAGGGCTT 

AAGTTTTTTAAAAGAGATGAAAAATAAAGAGAAGGTCTAGTATTTTCCTCCCACATTCCA 

ACAGATCATTTTATGTGCCCCCTTTGGGTGAGCACATTCCATGTTGTAGACCATTGATCA 

TAGTAGTCAGAGCATGGAGCTCTGGAGTTCAGAAAAANTATTTTATTATTGGTGGTATGA 

CAAAAATAATTCCATGAAAAAAAAAAAAAAAAAAAGTACCTGCCCCGGGCGGCCGCTCGA 

AA 

Sequence 1126 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTACTGTTCTTTTAAACCTGGAGAAGCCTC 

TATGGCTTATTCCCTTAGAAGCAACAAATGAAATGATGTATAAAGCATCAAGTCAAAGAT 

ACAGAGAACTGGACACATCCACTAATTGTTATGACAATCAAAGAAGTCATCTCCGTAAAT 

ACCTAAGGGTTGTCTAAGGCTATAAAGGTCAATTTGAAAGCCAGTTAGGGATCCACCCGT 

GTTTCATAAAAGTGTCTTACACTCATGTTTGGCTTTCAAGAAGTGATATGCCTACTAAAG 

CTGTTATTTTGAGACTATCCCGCGTACCTCGGGCGGCGACACGCTAAGGGCGAATTCCAG 

CACACTGGCGGNCG 

Sequence 1127 

CCCTTTCGAGCGGCCCGCNCGGGCAGGTAC I I I I I f I I M I I I I I I I I I t I I M IGGCCT 
CCAATTCCATTTTAATrTTGTTTCTTTGTTTGTCTTTC^ 
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TTGGCTCAGTGCATGTCACCAAAAATTCTCCAGGGATTTCATAGTCTCGGTGGTGTGGCT 
GGCCCAGGACTATCCATGCAGGGAGGCCTGCACCTNTGACAGTCGGCTGCANCTGGGGGT 
GCCCATCTTNTGTGCTCTGTGGTACTNCTACACAC ATAAA TTCAGGAAATGACTAGATGA 
GCCTGAGTTGGCTTTANTATTAATGTGCAAATACAGTTTTCTATACCAACAAACCC 
Sequence 1128 

CCCTTTCNNTNNTGCCGCCCGGGCAGGTACTATCGATTGGGTCGGGGGTGATCTATTATC 

ATTGAGTAGGGAAACTTACTAGGNTAAATAGAAAGTATATANAATGTATTTGGTTATAGA 

TATGTGAAGGAAAAGGCATANTTATATGGTCATC CATGCTGGGGAATATTTN G N AGNTNT 

N7TTTGTTGAGAGAAATNGNNCATNTTGGATCAATAGNATTAGACAAATATCTTGNGCAT 

CAAGAGACCTGGAAACATG 

Sequence 1129 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGGCGCAATCTT 
GGCTAGTGTAATTCAGTCTTTTGAATAAATGGAAAAAATAAATTGTATGTTA TTTTTA TA 
CAGAAAAAAAGGCCTTAATATCATAAGGTTmTTATAG CCCT CAAAACTGAl I I i I AAA 
TGGAGGTAGGCAACTGAGAAAATAAGCATTTAAATTAGTTTTCACCCCAAAGCCCCCCAA 
AATTTTGCTTACAAAATTAGGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1130 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTN I M I I I I I I ll I I I I I [ I I ICCTTTT 
I I II IM 1 1 I I M I I I jj Mjj 'Ilj LU N I 111 M l AGANAACTTm I I I 1 1 IJJ ATN 
GNNANNWNAATTTTtNTNCNGGGGGGNTTAAAAAAl I I I I I I I I NNNNGNTTTCCNNNTA 
NTNNATTTTAANGNNNGGGNNNTNTTTNNNCCCTTTGNTNTNGGCNAAAAA AAAAAA AAT 
TTTTTTTNTTAAAAACCNTAAANGGCTTCCCTNAANANAAAAAANNATNTTNNTTTTTA^ 
AAAAATAAGGNAAANAAAAANTTTTT 

Sequence 1 1 31 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCCAGAGGGAGAGGCTAGCAGTATTTTTAAA 

TTGGTTTCTAAA I 1111 1 ATAGCTTGATGGTAGATAACACATTTGCTTCATTG AAGTA AT 

CTGAAAAACCAATCCTCAAAAGACCTCTCAATTAGAATTCTTAAATGACAATGTTTTCTT 

TATCATATATTTGAGAGATTGATTTAAAGAAAAATAATGCTTGACTATCTGAAATAATAT 

TTTAACCCTATCATAAAATCTCTGCCTGGTAGAACAGCTGACTGTGGAAGGGTAAAATGC 

AGAGAACCAGTCATTGGGATCTCCCTTCTCTACTTTGTACTGAAATCTTGAACCTGTAGA 

ACATTACTTATCACTGTGTCCTTTCTAATGGGGAAAATAATAATAAACACTTGCAGAGTA 

1 II I I I AAAAGTTTTTAGCTTTAAAAAAAAAAACC 

Sequence 1132 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATCACATGGTGAAA 

GCAGGAGCAAGAGGGATAGAGGTGCCATACACTTTTAAACAATCCGATCTCACAAGAGCT 

CACTCACTATTGCAAAGATAACTCCAAGCCGTGAGTGATTGGCTCCCATGACCTGAACAC 

CTCCCACCAGGTCCTACCTTCAGCATTGGGGGTGACAAAGCAACATGAGATTTGGGCAGG 

GATAAATATCCAAATTATATCATTCTGCTCCTGGCCTCTCCCAAATCTCATGTCTTCTCA 

CATTGCAAAATATAATTATGCCTTCCTAACAGTCCCCAAAAGTCTTAACTCATTCCGACT 

TTAACTCAAAAATTCAAAGTTGGCCAGATGCAGTGGCTCACACCTATAATCCCAGCATTT 

TGG 

Sequence 1133 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTGAAACTACAGGTGT 

GAGCCACCATGCCTGGCTTAAACATTTGTTTTTAATTAGCCAGGCTTGGTGGCACACATC 

TGTAGTCCCACCTACTCAGGAAGCTGAGGTGAGAGGATCACTTGAGCCCAGAAGTTCAAA 

GGGGCAGTGATCACTCCATTGCACTCCAGCCTGGGTAACAGAGTGAGACCCTGTCTCGCC 

AAAAAGAAAGAGGTTAAGGAGGAGAAGACTCTAACCA AAAGA AGTAACTGATATTATTGA 

AAATTATTTGATAGCAATCGCAATTATTTTGGATAACTATTTTTACATATTGTAAGCCAA 

CCAAATAGGGTCTTAAAAAGTTTCAAGACCAAATGATTCATGTTCTCTACTTCAGCCTAA 

AAAAAAGTTAAAGAATTCTTCAATTACCAAAAGAACAGTTATTCTATANTTACAAAAAGA 

CTTGAAACTTTTCACCTGAATGCATCTCTTTGTTACAAAACCTTTAAAGGAGGTAGGGGG 

GAACTTCATTGATTCATCAATGCTGNCTGGTTTTTTAAACCCA 

Sequence 1134 

AGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTT 
N I I I I M I I I I I I I I I M I NANGAGCCTCTGGTTACGTTNNCTTGTATATTTACTTTCTC 
ATCCTTTCTCTTTTCTTACCTTCCTCTTTGACTCCTTATCTTTCTATGCCAACCCTCTCT 
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AAAMGTCAGTATGTAATATAGTTGCTCTTTTATTTAAAAAATTTTAAGATTGATATTTG 

CTTACTATCATGTTACGAGGCTTTATTTATATGTGTATTACAAAT ATATTT GTTAACTAC 

TAGCAAATATTTTATGTAATAACTTCGCTATTTTATTAAAATCCTGTTTTTAAAATTCTG 

AMTGTCATTTTAAGTATAGGAGACAGGTGAAATTGTTCAAGGT TACTA CTAAACCAGGG 

AATAAGGG AAGCTTAG ATTCTTGG N CTTTTTTC AAAAAAG AAAAATTTTA 

Sequence 1135 

CATGCTCGAGCGGCCCGCCAGTGTGATGGGATATCTGCA GAATTC GCCCTTAGCGTGGTC 

GCGGCCCGAGGTACAGAGGAAATGGGACTTTGCAATTATATTTTTCTAAGTGGTCTGAAC 

TTGGTCTCACTACCCACATCACCTGGAATGGTTACCAGGCCTCAAAGGACTGCCCCACGG 

GCTAAACAGCTGATCCGCTCTCTGAAGCCAGACAGTCTTATCTGGGAGGTCCTTTACAGA 

TGCCACTGTTGAGGGCCCGAAGCTGAANAAAAGTGACTCCATCCTCAAGTAGTCCTTATC 

TTCCTTTTGAACCAAGCCTTGCTGTTCTNGGGCCGCATTTGTGAATTTGGNCTGGAAGTN 

NNNGGTTCTTTAAAAANAMGNGATGGGGTCCTTTTAAGGTAATTGAAATMGGTGTTTG 

ATGGTGTTAATTGGGTGATGATGTACCTNGNGGCNGNCTGGATAAAAGC 

Sequence 1136 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGATGAAGATGTG TTAAAT ATCTCAGCAGA 
GGAGTGTATTAGATAAATGGAATTATGATATATATGATATACAAA CI MM I CTATTTAA 
AAATATATTAATGGATCAACTTTAAAATTGTTAGTTGCCAGTGATCTTTTTTGGAAAACA 

AAAATGGGGGATTTGTTGATTTATTTA'T^ 

TGAAGCCAGTGAAGTTGTGCTTTTCCTCTACTTCTACTTCCTCTCCCCGACCTTTTTCTG 
CCCAGTGTAGGGTGTATTCTTAAATTCAGACAGGGGGAGGATTCTTTCACATA TNACT CA 
GCTACCTCCCAATCTGGGGGAGTTTTTCTTACAACTTGATACCAGATCCATTAATTTTAC 
ATTCCTGAATAAAGGC CTAGTA 
Sequence 1137 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCTTGGCTCACCGCAACCTCCGCCTCCCG 

GGTTGAAGCGATTCTCCTGTCTCAGCCTCCCCAGTAGCTGGGATTACAGGTGTGCACCAC 

CACGTCCTGCTAA I I I I IGTGI I I I I AGTAGAGATGGAGTTCACCATGTTGGCAAGACTG 

GTCTTGAACTCCTGACCTCAAGTGATCCATCCGCCTTGGCCTCTCAAAGTGCTGGGATTA 

CAGGCATGAGCCACCGCACCTGGCCCTGTCAGGGTTTTCTTAACATTAGCAACTGCATTT 

TGATTCTGACAACTGTCACAACATTTTGGGCCAGGTAACTTTTGGTGGCTTGTGCCCTGT 

AAGATTTTAGCAGCATCCCCGGCTTCTACCCACTAGATGTCAATAACATCC 

Sequence 1138 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAAACAGAACAA GTCT CAGTTTTCAGTGCAAC 

ATTTCAAAAAATATATATGCTGCAATCTAATAATTAAAAGGAATTTTACCTATTATGAAA 

CATATTACATTTTTTAAGTTAGATAATCANGTTTCAAA AGGAGTAT TCAGGTTATTTAAC 

TTTGTTTTTAAATGGCTGC ATCAGAAAAAAATGTCTA I M M M I I ATTAA AATATTTCA 

TCACTTGTTAAAACATATTTTTGATCTGAGTTTGGTAAAAGTATTATTTTACCTGCTGTT 

GCCCTGCCCGGGCGGCCGCTCAAGGG 

Sequence 1139 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCTCGAATGAAGTTAAAAACAAATTAGAGGG 

AAAAGGTCAGGTTAGCATGTTTTAGAACTATTGGTAAACTATAATTCATGGGACATTATA 

TAATCAAAAGATTAATATTTTAAGCACTAAGTTATAAAGGGTTTACACCCATGAATAAAA 

AGATTACCATCACTTACTATGAACCACCATTCCATGAATCCATGTAGCTGAACACTCCTA 

ATGAAAAGTTTAATTATCCTTCAACCTGTAGTTGAAGAACTCAGTTCAT GTTCA TTGACA 

GATTTCCATTACAGACCCACTATATTGATGTTACTTTCTTTGACACTATATTTTATATAG 

GATATATTAAAATTGAAAACTTAATGCTGTTTAGAAGGCTATTAATATACTATTAATTTC 

TGAAAGCTTTGAGTTTTCTGAAAAGGCTTTTAAGATCAAAATTTCTGAAACACTCCACAC 

ATTCTTCCTCACCCACATTTA 

Sequence 1140 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGATTATGGACTCTGCTTCT GGTG TGGGTAGT 

AGGTGGAGGGTAGCCAGGAGGGCTTGGGGTGGGTCATCACCTCACAATTTTGAGATGGGG 

TTTTATTTTGCAGATTCATGCATTGATCACAGGCCCATTTGACACTCCTTATGAAGGGGG 

TTTCTTCCTGTTCGTGTTTCGGTGTCCGCCCGACTATCCCATCCACCCACCTCGGGTCAA 

ACTGATGACAACGGGCAATAACACAGTGAGGTTTAACCCCAACTTCTACCGCAATGGGAA 

AGTCTGCTTGAGTATTCTAGGGTAAGAGGAGACTTTtAAGTAGCCAAGTCCGGTTGTTAA 

GCAGATAATTACTCTAGGTCAGCCTTTATCAACCGGAGTCCCTCATCTGAACTACAGAAC 



Page 1 83 of 22 1 



WO 01/42467 



184 



PCT/US00/33312 



Table 1 



ACAGAAAATGATTGAGTGACTCTTCTCAAATCTCCTTCAGGATGGTATGTGACTAGTATC 

ATTCTAGATGCANAGGGGGAGAAGTTAATTTATTACAGTGGTAACCTTTAGAAGTGGTCN 

CTTAAGANTGTGGGCCCTGAACCATCTGGGGAACTTGTAGCCCAGCCNGTTTCTGGGGCC 

CTTATCTTAGACCTACAAAAAGAAACTTTGGGGGTTGGGG 

Sequence 1141 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTN 1 1 I I 1 1 1 1 1 1 GACGGAGTNTGGCTC 

TCTTGCCCAGNATGGAGTGAAGTGGCACGATCTCGGCTTACTGAACCTCCACCTCCTAGG 

TTCAAGCAATTCTCCTGCCTNAGNCTNCTGAGNAGTGGGGATTACAGGTGCCCGCCACCA 

TGTCTGGCTAA 1 1 1 1 IGTGTNTATAGTANAGACGGGGNTTTACCATGTTGGCCAAGGCTG 

GTCTTGAACTCCTGACCTNANATGATCCACCTGCCCTGACCTCCNACAGTGCTGGGATTA 

CAGGCATAGCCACCGAGCCNGACNAGGGCNNTTTTANCAAGGAAAACGTGTGGAATGAAT 

GGCTGTTGGTGTGCANANAANT^TACTGTGNTACATGTTGTGAAACCTGAANTTTNTTT 

GNTNNGATTTNGTATGANGAATGANNNNCGGACNCAANCACCCNTAAGGGGNGAAATTNC 

AGACANANTGGACGGGCNGTTACNTATNGGGATCNNNATNTTNGGTAACAAAANNTNAGG 

CTGN ANTAC N TGGTGN AANGGTC ATGTTAC ATTGTNTGN AAAGTTGGTAATCN CANTTCA 

NNATTTNTANANANCATACTANNNNNGNGGCTTGTTTTGGNNANAGGAGGGGGGGGGGCC 

AAACCCCCCNCCCCNCCCCCCNTTTNNCCCCCCCC 

Sequence 1142 

CCCTTTCGAGCGGCCGGCCGGGCAGGTACT 

TCTTATTlTCATATCTTGGGTTTTCTTACAGTGAAATATTTGTTGTGTrATTT^ 
AAAAATAAACCATGTTTGCATCTTGGTCTTCTTTCCATTTGGATTCAAAAGTTNTATAGT 
GATTCCTCCTAGTAAAATTGCATTTTCTCCCTAGGAGTACCTCGGCCGCGACCACGCTAA 
GGG 

Sequence 1143 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACACACATATATGCATATATGGTATAATG 
TATCAATATTTACAGAGACCATAGTAAACACAGCACAAAACCAGG CATTAA GA GATGCA T 
GGGAAATAGCATTTAAATGGTAAATATGGTAAAGATTGTTTTATGGTTTTTGGGTTTTT^ 
I I 1 1 1 IAATGATCATATTTTTAATGTTACTTTAAAATAGATTAGTGGAATGTGATTCAAT 
T 

Sequence 1144 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATAAGTAGNTGGTTTGTATGANATGGTTAA 
AAAGGCCAAAGATAAAAGGTTTC I I I I I I I I CCTTTTTTGCTATGAAGTTGCTGTT TATT 
TTTTTNGGCCTGTTTGATGTATGTGTGAAACAATGTTGCCAACAATAAACAGGAATTTTA 
TTTTGCTG 
Sequence 1145 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTTTGCTTAAACAAAGTGACTGTTTGGCT 

TATAAACACATTGAATGCGCTTTATTGCCCATGGGATATGTGGTGTATATCCTTCCAAAA 

AATTAAAACGAAAATAAAGTAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGNT 

CGAAAGGG 

Sequence 1146 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGGTGAAATTTGAATGTGTGAACGCATTGTT 

CTGTGGAGTTCTTTTCAAAGAGATTTCAAAGCCACAAGTTAGATAAGGCCAAGAAGTAAG 

GCCAGAGTGAGATCGAAGTAGGCCTTTCTTTTAAAAAATAATAGCTTTTATTTTATGTCA 

GTATCTTCTTTACAAATCTAACCTTCCCTTTTCACGC I I ! I I GAAAAGATAGCTAAAATT 

CAGTGTGTTCCTCTTATTATAAAGGATTGGGCTAATAGTTAAGCATTTCAAAACATTTCA 

GTrrCGTTAATCAGAAGCTGCAAGTGGGTTTGTTTTATAGCCAGTTTGCTTT^ 

GCCATGTGGGCTTTAAGTTCAACGTATTTGTGTTCTCTTTATNGTTACTCTCTCCAGAAG 

TATTACCCAAACTGTGAAGTTGTGGTTATGGGGATGGCAAACATTCATTCTATTCGGAGG 

AGTTTTCAAGTCTNTGCGGTTGCTGTGCACTCAGAATGCCANATCCCGGGAAAGTAAGTC 

CTT 

Sequence 1147 

AGCGGCCGCCCGGGCAGGTACATCTGTCAAAAATCATATTTATGTGAGATGTGTCAATAC 

TANACTTGTGTNATTNATGCTACTTAGAANGANGATAAAAAATATCCTGTTTGGCTCCAA 

AAAAAAGAAAAGTCAGCCCCTCCTGCACGAGTNGGAGCTGCAACCCTTTANAATTGATAA 

TCACAAACCCCTNAGACCCANAGTAAAATAAAAAAAAAGATATGTNACATTAGGCATTGA 

TGGAAAAGGACTAGATCCTAGTATAAGCATCCTAATAAAAGGAGAGGTTNAAAGACGCTC 
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TCCAGAACCAGNNTTNCAGACTTTNTATGATAANCTAAATGTGCCANTCCTCGGCCNNTG 
ACCACNCTAAGGGG 

Sequence 1 1 48 

CCCTTAGCGGCCGCCCGGGCAGGTACTATTGAACCAACAGGATATC TTTTT TATTATTTG 

CATGAGTTAATCCTACAAACAAMTTAAATACCTCTTTTATAAMCATCTTTTCCAGTGT 

TCTAATTGATGGAGATGCGGATCACTCATCTATAAAAAATGACTTACAGCTTCAGCTTAA 

TCAGTTGCTATAATGTGAAAACAGGAATGTGTATTTTTTTCAA CTAG GTAA AAGGTG CAT 

ATAATTTGAATTGTTAAATGTTTTATTAATGMCAAAGTAAACCTTTT AGTAA TTT^ 

ATTACTGGTCTTAGGTGTTTGAAACAAGGTAAAAGTATACATTCCAGTTTTGCCCAAAAG 

TCACTTAAAATATCTACAAATTATTTAATCTGTGTGTGGTAACACCATTATTGCTCCAAT 

TTCTGGAMGAGTCTATTTTCAAAGTTTAAAAAAGAGGAAAAACAGCAAAGTGGCTAACC 

TTTGCAGTGGAAAGAAAAAGTGTCCTTCATGGGTTACACTTTCATATTTTTATGCAGCAT 

TAAGTTATCTACCGTTATGGGGGAACTTGGGGTTT 

Sequence 1149 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATTGTTCTTNTTACANNTNTTACTGTCTCA 

GNTATAATTTTGCAATGGCGGTTTCNCAACTNGCCTGNCCNNACCCNNNTGTNTCATAAN 

TAATCTACGTAAACAAGTTAAAATAGGTAAATGNAATGTGATNAATACTTGNGGACAACC 

TGGTCATMTTTANAATCTCAAGGCTATATTAAATAATACATATTTCATTATTNGGGTAT 

TTTCCA^TANAJ\ATGTATTGGAGGAAAAGGTTTCGCANAAAAAAGNGT^ 

AAGGNGMTNANNNTTTGTCTAATTCAAAAGCTTATTTAAAGGTTATGTGTAAAACACGG 

TNAAAGAACCNTNAAATAAAGAAAGATNTAANATAAAACGTTACCAAAAATAAAGTG 

Sequence 1150 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I I 1 1 I I 1 1 1 1 I I I 1 1 I II I II GTTTTAA 

CAAAAATAATAGNGNAGAAGCTGGGCACAGTGGCTCATGCCTGTAATCCCAGCACTTTGG 

GAGGCCAACTCAGGAGGATTGCTTTAGGCGAGGAGTTGAANACCAGCCTGGGCAACAAAA 

AACAAAAAAATTACCCGGGCATGGTGATGTGTGCCTGTAGTCCCAGCTACTTGACAGGCT 

GANATGGGAGGATCCCTTGAGCCCTGGAGTTCAAGGTTGCAGTGAGCCATGATCTCCCCA 

TTGC ACTTCCANCCTG N ATGCCAG AGCAAGACACAGTNTCAAANAAAAAG AAAAAAC NCA 

ANAGAGGTGGAAGGGCTCANCAAGTGCTTTCCACATTCGCATTCCCTTAAAATCGGGAAT 

GCTCTAAAGCTAGAGGACTTTTA 

Sequence 1151 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 I I I 1 1 1 I 1 1 I I I I I I I I IGGGGI I I ! I I I I I 

TTTTTTTTTTGAGACGGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCT 

CAGCTGACTGCAACCTCCGCCTCCTGGGTTCGAGATT CTCCTGC CT CANCC TCCCAAGTA 

GCTGGGACTACAGGCACCCACCACCACACCTGGCTAATTTrTTTGTATTTTTAGTAAAGA 

CGGGGTTTCACTATGTTGGCCAGGCTGGTNTCGAACTCCTGACCTCGTGATCCACCCACC 

TTGGCCTCCCAATCTTATTTGCTTTACAAGTCCTGCTTCAGGGTTACCT TCCCTG ACCAC 

TGCTGCCTCCCTCCCAACATTTCCAAGGGACTGTCATTGCCTTMGTTATTTmCTGTT 

NAGN i n mm GGCG 1 I I I i n m m I I I I I NAAACAGCGTATTAATCTNTCGCCAAAG 

GCTTGGAAATCANTNGCCCAAATTAAAAGCNTTGTTGNAGCCTTGAACTTTCTGGGCTTA 

AGCAAATTCCTNTTACCTTNAGNAAANTNGNGACTACNGGGCCCATGCCCACCACGCTTG 

GGCCTTTAAAATTAATTTNTGGGTAACAAAAAAAAAACTTAAGCCCTANGNAAANCTTTG 

GTTTAAAAATNACAAGAGGGACTTNNATNTTNCATTNATACAAATGGAAAANATTAANTT 

TCNTCNTTANNANGANAAAGGAAAAAAAAAAAAAN 

Sequence 1152 

CCCTATCGAGCGGCCGCCCGGGCAGGTACAAGCAAGACTTTCCTTTAATATTGATAAAGA 

ATTGAGTATCATGTATGCATTCCCTTTTATGATATACAATTAATTGAAGTTATTTCCCCT 

TGTATGCAACCATCCACA I I I I ICTTCTGACCTTTTCCTCAAGTCTTACAACTACTT TTA 

ATGACTGCATTTTGGAGGTGGTCCCAGGAGAACAGATGTTTGCCTTATAATGGNGTTTTT 

CCA! I I I I ATCTTTGATTG NGC AAGGGGGTTGGAAGTATTATTTAGTC ATTATATGG ATT 

CCTCTAAAAATTGTTCAATANAATATATATTCATTTATTCACTTTACTTATTGTTTATTT 

ATTGCCTTAGAGTATACCCAAACACNGGAGGATTCAATAAT GATC AAGACAGGTCTAATT 

TCTGTCCCAAANGAGCTTAAATATGNGAATTAGAAAAGGAATTTT 

Sequence 1153 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACATAGAAAGGGCTTGGAAGTCTGATTCAGGA 
AAGGAAATCAGGAAAGAACAAAGGAAATGAAGGAAGAATAAAAAAGAAGAGAAGTCATTG 
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AAAAAGTATGAAAAAATATGAAACAGATAACAAGAAAGTAGAGGAGATTCCAAAAAATAC 
AACCCAGGTTTTCTGCCCTCATTCTATAGAGTCTTGAGAATTGTAGGGTGTAAGAAATAA 
AGAATCAAGTCTGAGAGATCCCTTTTGCTTCTTTCTTGTCTCACTGATCTGGAACCCAGG 
TTGCCAGCTGGCTATTCACAGGCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 1154 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAACTATCACTTGTCATTTGTCTAGGAAGGT 

AAAATACAGGAAGTTCCCAACTTAAAAATGGGCTTGACGTAGCAGTCATTTGTAAGTCAC 

TTGCTTGGAATTTAGAATGCTTCTTCCCTCTGCAGAGACAGCTTCCATATGGTGA TTAGT 

ATCCAGTCAGCCCACAGAAGTTATTCAGTCTGTTGCTATAGATGAA ATTATCCTTAT TTT 

TACTTCCCCTTCGAATAGACCACCTACTGTTTCTTCTGAGTGTGGTCI I I I I CTTTTCTC 

CTATTCCCTCCTCAATCCTC 1 1 1 1 1 1 I I 1 1 1 I I I 1 1 I I NCTGGGTTTCTTCATTATTCTC 

TAATTTCTTCTTGGCTCAAAATACTTCAAGTTCTATTGNGGTAGCCTAGATTTAGGGACT 

AGTTTGG 

Sequence 1155 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCAGGAACAATATTCCTGTAGCCATGGAAGA 

GGGCCAAGGCTCAGTCACTCCTTGGATGGCCTCCTAAATCTCCCCGTGGCAACAGGTCCA 

GGAGAGGCCCATGGAGCAGTCTCTTCCATGGAGTAAGAAGGAAGGGAGCATGTACTTGCG 

CTTACTTTGTAGCCTTCATCAGGGTTTGCTGAAGATGGCGGTATATAGGCTGAGCAAGAG 

GTGGTGAGGT TGATCGGGGTTTATCGATT ACAGAACAGGCTCCTCTAGAGGGATATGAAG 

CCCCGCGTCCTGCCCGGGCGGCCGCTCGAAGGGCGA 

Sequence 1156 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCATTTTTGTATTGCTATTAAGAAATA 

CCTGAGACTGAGTAATTTACAAAGAGTAGAGATTTAAATGGTCAAGGTTCTGCGGGCTTT 

ACAGGAAGCATGGTGCCAGCATCTGCTCAGTTTCTGGAGAGGCCTCAGGAAGCTCTTAAT 

CATGGCAGAAGATGAAGGGGGAGCAAATTAATCACATGGTGAGAGCAGGAACAAGAGAGA 

GAAAGGAGATGTACATATACATTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAAA 

TAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAACGCANAGGCTGCTTG 

TTATCCACAATANTAATACCAATAG 

Sequence 1 1 57 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGGCTCCTGCCTTTAAGAGCACTGTTTTGCTT 

TTGGGGCAGAAAGCATGGACTTTTAAAGGGGGACTTGGCATGAATGCATTCAGAGGAGGG 

AGTGAGCAGTTGGGGGTCTGCGTGACTCGCTTTCGTGCTTAATCTACTGGTGGTCGAGCT 

GGCTGCATCACAAGCAGAGCTAGGTTGTATAGTGGCCTTTGTCTCAAGACACTCTCCAGG 

TGGGAGAGCCTTCCATCAGGGACATACTTTAGGTTGCAAATTGACTGTTGTCTCTTGAGG 

CAATCTCCTTGTGGGAGAGAGTTTCTGCCCTGGAGCTTCAAAAGTAAGCACGTAGTTAGA 

TAAGCTTCCAGTGTANNTGAGTGTCTGGTGAAAGGGAAGGTAAAGGTTATGATTGCATTT 

TCTGAAAGAGCTAAGGTANGGAAATGGGGAACATAAAAAAAAAAAAAAAAANAAAGTC 

Sequence 1 1 58 

GAGAAGGCTTCATTAANGGAATCTCACTGNGAATATCTCCTGAGAGATGGACAATGAAAT 
ATC AG N NGGNGGATATGN GTGATAAGCTGATTTCAATATTGAAGTATNGAAATAAAATAT 
TCTTTACACCTGAAAAAAAAAAAAAAAAAAAAAGNACCTGCCCGGGCGGCCGCNCGAAAG 
GGCGAATNCCAGCACACNGGCGGCCGGNACNAGNGGANCCGAGCTCGGNACCAAGCNNG 
G 

CGGAANCANGGCATAGCNGNNCCTGGGGGAAAANGGNAN 
Sequence 1159 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCAGCCTGGCGACAAGAGCGAAACTCCATC 

ACACACACAAAAAATTAATTAAAAATAAATAAACATTGGTCAAAAATATAAAGCTGTATC 

AACTGTATATAAATAATTCAATTAAAATATCATGCATAAAATCTGGGTGTAATAAAAACA 

AAGAATAATTTTTTTAAAACCCAAAGCAAGGCAAGGGGTGATGTTACCAAACTGCCATGT 

ATCAGAGATGTGATTAGAAGGAAATCCTTCAAGGGGAGCTTATTTATGGTACCTCGGCCG 

CGACCACGCTAAGGG 

Sequence 1160 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTACAGATATGAACTACCGTGCTCCCTG 
ATACCCTAAATATTTATCAAAATTTTTCACTGCTATTTTCCTCATAGGATTAAAAGGGCT 
ATTTATTA1TTTTTATAACTACAGCTGACCCTTGAACAACATAGGGGTTAAAGGTGCAGA 
TCCCCCGTGCAGTAAAAAAAAAAAAATCATAAAAAACTTTAGATTCCCAGAAAACTTGAC 
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TATTAATAGCCTACTGTTGACCGGAAGCCTTACAAACAGTTAATACACATTTTGTATGTT 

GNATGTATTATATAATGTACCTGCCGGGCGGCCGCTCAAAGGGCGA 

Sequence 1161 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATAAAGCTTTTGTTCACACACACTCTGAAGAA 

TCCTGTAAGCCCCTGAATTAAGCAGAAAGTCTTCATGGCTTTTCTGGCTTCGGCTGCTCA 

GGGTTCATCTGAAGATTCGAATGAAAAGAAATGCATGTTTCCTGCTCTTCCCTCATTAAA 

TTGCTTTTAATTCCAAAAAAAAAAAAAAAAAAAAAAGTACCAGTCTCACATTTGGCCCAA 

ACCTCAGGATTCTCCCTCTGCCTGTCTTACTTCATGGTACCTGCCCGGGCGGCCGCTCAA 

AGGG 

Sequence 1162 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAACCCTATTTTACAGATGGGAAAACTGAGGCT 

CAGAGAGGTTAAATCACTTACACAAAGCCACACAATTTTGAGTGGAGAGCTGGAATGTGA 

ATCCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCATGTGGGCAA 

AGGATGGCCCAGGAGAAAGGCAGGCCCAGATTCCAAATCTGGCTTGACCGTCTAAGAGGC 

TGAGTCTTAACCTCTCTGAGCCTTTGCTGTTTCATCTGTAAAGTGGTCCTCCTGACAGCT 

GCCTCCTAGGGTTGTTTTGAGGATAAAGTGAAGTAATGGAGGGCCCTTGGGATATGGTAC 

CTGCCCGGGCGGCCGCTCAAAGGGCNAATTC 

Sequence 1163 

CCCTTAGCGTGGTCGCGGCC^AGGTACCTTTT TCACCCTCTGAAATTACTAAGCAGGC TG 

TGGGGTGGTGCTCTGAAACTAGGTAGAAGTCCTCACCCCCCAACAAACCTTTACCAGTGG 

TTTTAGCATGCAGAAGATTCTGGCCTGAACCAGTTACTACTACAGAGGCTGCAAAATGAT 

GAI I I I I I CATTCATTCTTTNGTAAATACCCGGTA I 1 1 I I CACAGGATGAATGTACCTGC 

CCGGGCGGCCGCTCGAAAGGGCGAATTCCA 

Sequence 1164 

ACTTTN I I I I I 1 1 I I i I 1 1 I I 1 1 n I I CTTCTTAGCAGGGTCTCACTCTGTCACCTAGGC 
TGGAGTGCAGGCAACAGGCCAAGACCCTGTCTCCAAAAAGAAAAAAAGGAATAATTCTAA 
AAG ACTTATATTGA I 1 1 1 I ICCCCAATTAACATTAAACGCCTCCACCTGCCCCGTGGGAA 
ATTGGGTTGGCATGTCACTGAAAGGCAAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1165 

CCCTTAGCGGCCGCCCGGGCAGGTACAAACTTTCTTCAGTTCTAATTTCTAAGA TGTTT C 

ACTCTTTAAGTAGAAATGAAAGTCATCTGACTGAAAATTATAGCAGTATCTAATTGTTTT 

TCATAACTAGCCAAATTCAGAAATGTCCTGGATATATTTCTGGACAATGTAGATGCTGAT 

ATCCTTGGATTTAGGTTATACTGACTTTTATCTTTACCAAACCATATTAACATTTGCATT 

TTATAATTGGAATGAGAAATTTAGAGTAAGAGATCTGGATCATGCAGGCAGGCAAGCATC 

AACCAACAATACTTTTATGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1166 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCAGTGGTTTTGCTCTATACCACTGAAAA 

GCACTATAACATAATTGTTGNCCATGATACTGAAGCTTTTCCCCTCACTTNTAGGTTGTT 

TACATTCAGAGCTCTATCAATAAGANGAATACATATTACAGTGAATTCGACAACCGCACA 

AGTNGGCAGTNGGTATCCCCAACCTAATTTATCTTGGTAAATTCACCCTGTTTCCTAGTG 

CTG NTGGATAAAAGAGTGTTTACTTTTTATTGCTNTTAG ACAGAGTAG NCTAN ATAANTT 

TTCAATTTATCAACATANCCTAGACTTCTGTAAGTGGAATGNTCATTAGTAACTCATCTT 

TTTGTTGNTATAATTGGAAAACAGAAACGAGGCTTATTGCTATTGCAGAAATNCNAAACT 

GGCAAAAGGCCNAGTATTTNTGGTATTCCATTAATATAACCAGCTTTTGAAATTTATGTG 

TTTGGATTANTGCCTTCTGGGTTACCNAAGTATTGACTCTGNTTAGTTTGGCACCTTTTC 

CGGNCTTAACANAAAAATNGNAATTTGGTTAATTCTCTTAAANATTNGGTNGNANCTAGT 

NGANNGGAGGTNATNNCCTAGGAANTTTACNAAGAANNTTNGNNACTTGCCCNGGGCNGG 

CGNTTTNAAANGGGCGNNTTCCANCAAANTTGGCGGGCGTTACTAAGTGGGNTCNCNNCC 

NTCGGGACCCGAGCTTGGNCGTATTNTTGGGGAGNACCCCCTCCCNCCCCCNCNTTNTTT 

TGGAATAGAAATTCCCCCCC 

Sequence 1167 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTCTGTCTTCTAATTTTTAAAATTATTAATG 
TCTTCTATTTTTCTAAGGCTGA I I I I I I CTAATGTCTGTATTTTTCC I I I I I I ICACATC 
TTGACATAAGTAGAGTTCATTTATTTTCATTTATTCTTGTATAATAAAATTACTTAAGGT 
TAGGAATAATTAAGTTTTGCTCCCATG ! I I I I ATGTGTAACAATCTCAATGTTGTATGTC 
ATCTACTTCAAAATTTCAAGCTTCCCCTTTAAAATACTGTTTAAAAAACTTTATGAAACC 
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AGTATTTCTCTCAACCCTTNGTGTAATACCTGGTTTTACTTTAAATGTGGTCAAGATAAT 

TTAACCTGT 
Sequence 1168 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCAGGGATATACAAAGGTGAAAAGAAACCT 

GAAATATTTGTTGATGGCTGGAATATTTATTTTTTTGATCAAATAGATGAACTGCCTACC 

TATTGGTCAGAATGTGGAAAAAATACAGAATCTGTTGGGCAGTTATGGTTGGGCCTTCTT 

CGTTTCTACACAGAGGAATTTGATTTTAAAGAACATGTTATTAGCATCAGGAGAAAAAGT 

CTGCTTACAACTTTTAAGAAACAGTGGACCTCAAAATACATTGTTATT GAAGA TCCCTTT 

GATTTGMTCATAATCTCGGAGCTGGATTATCAAGGAAAAATGACAAATTTTATAATGAA 

GCTTTTATCAATGGTAGAAGAAGTATTTGGGATTTCCTGGTCAAGGGGATTTCAAANGAC 

TACCCCTCAA 

Sequence 1169 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTGGTTTCACAGAAAACAAAGCAACTCTTAA 
ACACCAGCTGGCAAAATGATAGGGCTTTTCCTTTGAATTANTCACCACAGGTGTGAAAGA 
CAGAATGACTAATCCATCTGATTAAACATANACCTTTTAGAAATCAATAACCTTATTTAC 
ACAGATGACAACTGCTACTGTTCCAAGGL fCCTAATCATGGTTCAGTTCTCAGGGCCTCA 
AGTCTTTTTCCATTCCATCNCANAGTANTACCTGCCCGGGCGGCCGCTCGAAA 
Sequence 1170 

nnr.TTAncnTnGTnGCGGCCGAGGTACCGCAGCTA GGAATAATGGAATAGGACCGCGGT T 
CTATTTTGTTGGTrTTCGGMCTGAGGC 

GTGGGAAGTCATAACCCACAGATAGATCAACCTAAGAATCCTGGCCCTTCTCCACTCTCC 

ACCATGCAGGACAAACATCTTCTCAAGCAGTCAACGTANAATGCTTGGGAAATAGTCATA 

ATTACCCACATATAGTAATTAATAGATGGTAATTAATTGATCCTTGATGTGATGTTCTTT 

TGCATATTTCCTTCATTCTAAAGNTGTTCCCTGCCCGGGAGCGTTGGCTTTCGCCTGTAA 

TCCCAACACTTTGGGAGGCCAGGACAGATCGCTTGAGGTCAGGAGTTCGAGACCAGCCCA 

GCCAACATGGCGAAACCATGTCTCTACTAAAAATACAAAAATTATGGTGACGCCTGCCTG 

TANTCCCAGCTACTCGGGANGCTGAAGCAGGAGGATCGCTTGAACCCATGAAGTGGAGAC 

TGCAGTGAAGCCGATATCGCACCANAAGNGCTCCAGCCTGGTCGACAGAGTGAAGACTCC 

NTTCTTAAGAAAAAATAAAAATAAANGTTGTTNTCTTGAAGAAAAAAAA 

Sequence 1171 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGAGGAATGTTTGGTTGGGAGAATCACAGC 

TTTACAAGGGTGTTTATATTTGATTTGTGTTTATATTTG AGGC AGGTATTGTAATATAAA 

GGAATCCATTACCATGTCCTATAAATGACCTCTAGCCATTTTATGATTATTGTTCTCTGT 

AAAACTCTTCAAGACTTCAATGAGAAGTTTGTTTATAAGAATTATCTTCTCATACCTTTC 

CTTGTGAAGAGCGTATTCTGTTTTTCTATCAGTTCGACATGAAGTCCACATCACATGCTG 

TTCTTTTCTAGTTACATGATGTGCCT 

Sequence 1172 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAACCC TATTT TACAGATGGGAAAACTGAGGCT 

CAGAGAGGTTAAATCACTTACACAAAGCCACACAATTTTGAGTGGCAGAGCTGGAATGTG 

AATCCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCATGTGGGCA 

AAGGATGGCCCAGGAGAAAGGCAGGCCCAGATTCCAAATCTGGCTTGACCGTCTAAGAGG 

CTGAGNCTTAACCTCT 

Sequence 1173 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACGAAGACAGCATCCTTCAATCCCGCCAGCTCA 
TGTGCATCTGAGGGTGGGGCTCTGTCTTCATGCTAGAAACCAAACTGCTCTCACAGCTTC 
CTGCTAAATCACCACGGCTAACGGATAAGCAGAGACGGACTACCCGCGTACCTCGGCCGC 
GACCACGCTAAGGG 

Sequence 1 1 74 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTGCATAATAATTTTTAGATAAATGTCAGG 

AACAGAATCACATTCTTAAAAGGCNGAATTTCTATAAACGTGTGTATATGTT GAAC AGAT 

GAGCAGCTCTGCAAAGATGTGTATAACTGCATTTGAAAANGACAGTGAAAATTTTGGGTT 

ACTGTAGATGTCCCACAGTCTGNCTTGGAATTTAGTTCTGTGACTAAAGGAGGCTTACAG 

NTGCTCCAATTTTGGTTCTGNGGGGTACCTGCCCGGGCAGCCGCTCAAGGGCGAATTCCA 

G 

Sequence 1175 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGTCACAACAGATGAGCAACTGATATCACTC 
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ACACATGCTATTAAGAACTGTCCTGTGATAAATAACAGACAAGAAATTCAGGCATCAGAA 

AG CGGAG CC ACAGGTAGAAGAGTTATGGAC AGTCC AGAGCGTC C AGTTGTAAATGCC AAT 

GTCTCAGTGCCATTGATGTTCAGAGAGGAAGTGGCTGAATTCCCACAGGMGAGTTGCCC 

GTTAAACTGTCTCAGGTGCCAGACCCTCCAGATAACATGAATCTGGCCAAGAATTTTCCA 

GCACATATTTTTGAGCCAGCTGTGTTGTTAACACCAC 

Sequence 1 1 76 

CCCTTTCGAGCGGCCGCCCGGGGCAGGTACCGCGGCCGTTAAACATGTGTCACTGGGCAG 

GCGGTGCCTCTAATACTGGTGATGCTAGAGGTGATGTTTTTGGTAAACAGGCGGGGTAAG 

ATTTGCCGAGTTCCCCGCGTACCAATGACTGGTTCCATGATCCCCTAAGAGAACACAACT 

TAGGAATGTGGATTCTAATGATAGCTTTATACTGCTTAGGCAAATTTACTTCTGAGCCTT 

ATGTGCCTTCAGTGGTGCAAGCAAATTTCCTTTACACTTTAGAGAGGTTGATTAACGAGT 

ACCTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCA 

Sequence 1177 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGAAGAATTAAGCTGTAATGAGGCAACACGC 
CTGCAACTTATTCT7TAATAGTTCAGAAATATTAACAATTGGGTAATTTGGGTGAAAGGT 
ATAAGGAGCTATAAATGTTATTTCTGCAACTTT fATGTAAATTTCAAGTTATTTAAAATG 
AAAAGTTAAAAAGTTTAAAACATAACAGAATAGAACATAACCTATTAAATAAATCTGAGT 
CCAGGCATGACACAGTGGTTCATGCCTGTAATTCCAGGGAGGGACTGGGAGGCCGAAGTG 

GGCAAATC ACTTGAGGTCAGGA 

Sequence 1 178 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAATTGTTTTAGAAGC AAACT ACAGGACTT 
AAAAAAAGGTGA I M l 1 M 1 I I r GGCTGCAAGTAGGCACTTATTGTAA I l l l lATTCATG 
CTATGAACTCATGATTTTCCCTTTATTCTCCTTTGATCCTACTTAAATAAATTTATAGAG 
TATTGAATAATATAGAACCAAGATAAGAACCCTAAGAGACTTTAGATGTTTATTTGTTCA 
TTAGCACTCTGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1 1 79 

CCCTTAGCGTGGTCGCGGCCGAGGTAC II I I I I I I II I I II I 1 1 I I I I I I I M INCTTTT 

I I I I I I I M I I I I I I I I I I I I M I I I M I I I I I I I I I I I I I CNGTNAAAAAAAAACTGCN 

TCCTTTAANGGNNNAAANNCMTTNCTGGATTAAAANNCCCCNGGAAAAANGNNGGGGAC 

C NTTTTTGGAAAAN AAAATTANGGAATTTAAAAANGGGGGGNGAAAATATTC N NTGCGGG 

NN ATTN NTTN N AAAAAATACANTTTTANTTTN AN C ATNTTTTN N ACC N N NCN AC NTTTAA 

ANTTTTNAAANAGGTTTTTACNCTTTTTTGTTAACAACCC 

TTTTT 

Sequence 1180 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I II I I II I I I I M I I I I M I I I I I I I I ICTT TT 
I I I I I I I I I I I I I I I I I I I I I I II I M I I I I M M I I I I I r TTTTCCCCNANCTNNTTTT 
TTTNCNTTTTAAAAAAAANTTTTTNNNAAANGGT^ 

AANTTAANANNATNANNNGGNANAA I II I I I I I I I I M I NCCCCAAAAANTTNTTTTNGG 
GGCNTTAANTTTAAAAAAAAANTTTNNNNCCGGNTTTTGGNNNNGNNNGGNGGGAAAAAA 

AAATTTAAAAAA 
Sequence 1181 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGGCTTTCATAAAAATACAGCAGGGCAAG 

AGGACCAAGATGGAGGCAGTGATCAGGGAATCTCAATGAGGGTGAGACTGCGACAAAGAC 

TTGAAAAAGGTGGAGAAGCAAGCCTTGTGGGTATTTAGGGTAGCAGTAGTCCAGGCAAGG 

GGAACAACTAGTGCAMGGCTCTAGGAGGCAATGTGTTTGAAGTGTTTTAAGAACAGTAA 

GGAGGCTAGTATGGTTAGAACAGAATGAGCAAAGGGGGCCAAAGTGGTAGAAGGTGGGGA 

TCAAAGAGGTAATGAGGCCTTTG 
Sequence 1182 

CCCTTAGCGTGGTCGCGGCCGAGGTTCTAATGAAAGCCAGATAAAGGGATGGACGATCAC 

AAGGTGAAGTCCCACANTAGGCTATCTGCAAGCTGAGGAGCAAGGACCANTCATCCAACC 

TCAAATAGNANAAAANGGNNNGNAAGCCCGACAGGGCAGCCTTCAGTCTGTGGCTGAAGG 

CCCTAGAGCCCCTGGCGAACCACTGGTGTAAATCCAAGAGTCCAAAAGCTGAAGAACTTG 

GAGTCCAATGTTTGAGGGCAGGAAGCACCCAGCACGGGAGAAAAGATGGGCCGGAAGACT 

CAGCCAGTCTAGCATTTNCACATTTCCCCCGCGTACCTTGCCCNGGCCGGG 

Sequence 1183 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTCTTTTTGTGTATTACTTTTCACTTAGC 
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ATAATGTCCTCCAGCTTCATCCATAGCAGCTTCATCCATAACTTCTGGGTGTAGCCATGG 

CAAGGGTAAACTGATATGGCACACTGGTGGGCATGTCTTCTGGAGAGGTGCTTCCAACTC 

TTCCCTGTTTTAGCTAGTCCTCAATTTGTCTGATGTCTGAACCCCACTGCCAGAGTTGAG 

TCTTGCCTGCTGAGTCATGTCCAGACTCCTACCTCAGAAGTATGAAGCATAACTGGTGTT 

ACAAACACCATCTTCAGAACA 

Sequence 1184 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAAGCTCATTCTATACCCGAAGAGCA 

GTCTCAGAAAGCAAGATTACTTTTGTGTTrTTTAAAAAATGATTCTTT 

CTAAACATTCTGATTGGAAGTAGTGGATTCCTAAATGATTCCAAAGTCATCTGTAATTCT 

TCTGTTTTTGTTTTGTTCTGTCTTTTCTTCAT TTTGGC TTTGG GTGG GGG 

TGACACAAAGGA I milllllllll ll II I AATTT TTGG AATCTTTTNCCAATAACCCA 

GCTAAAGATTTGCACTGAATACAACTTGTATGCCTTTTGCAT 

Sequence 1185 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTCCTGTATTTGTTCTTATGAAATGACTATCTG 
CCTTCTCGTATCTAGTAAGATTGGCTGGCTCAACT TTCTT CTGTCAAATTATA TGGTT AT 
TTTTTATATTACCACATCAGCATTATATTAAAAGTGTTTTTAATAGTTGAATGTA^ 
CCAACTACTAGTATAGACTCAAATTTGCTATTTAATTTTTAAAA 

MTCCTTTAAAAMTATTTGGTTAGTTTTGGATTAGAMTGATTTATGTTAGCCATGTGT 

TGAAGATGAAATTG 
Sequence 1186 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCCCTATCTACTATGTAAAGACAAAAAG 

GCAAATGAAATGATGTAATACAATGAACTCCTCAGAAAATAAGCTCTGTAAAATCTCAGA 

CTGCCTGTTTATCATATGCTAGAGTAAACTTACATTCCTTTCTTGTTAGAGAAAAATGAT 

GGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGCCAACTACAAGAGA 

AATACAGTTGGCCCTTGAACAACACAGATTTTGAACTACATGGAGTCCCGTGTACCTCGG 

CCGCGACCACGCTAAGGGCGAATTCCAGCACACTGNCGGCCGT 

Sequence 1187 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTCAAATAACCTGTGAGTTGGGAAATTCCT 

CTCCTCTTGAGGTCCCAAGATGGCGTGGGGTTCCTGGGCCTGTCGGAAAGTGGCATTCTT 

TACTAACCACAGGTCAGGAACCCTGCACAGGAACTGTGTAGACAAGGTATGAGGCCAGTT 

TTCCCAAGGAACTTTTATTGGCTCCATAAGTCAAGTTTGAGTCCTTAAAGGAAAGCACAC 

CATTCCCATCAAAGTCCTGGTAAAACAACTAGTTTCTCTAATTGTGTCCTGTTGCAAAAG 

AAAACAGATTCTTATTGCACTTGTGCAAA 

Sequence 1188 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCTTACTTGATTATTT TATTT TCTATCC 

CACCAATCCACACCTTCACTGGAAAGTAAGTTCCATAGAGGCGGAGACTTTTGTCTATTT 

TGTTCAATGAACATCCCAAGCACCTAGAACAGTTTCTGACACATAAGAAGTATTCAATTA 

TGTGCTGGCTGAATGTATGAATTAATAAGTTGAGATTCGATCACTAGTTGAAGTATAAAT 

ATATATTTTTGCAAGAATAAATGCTACAGTAACTGATTATGACAGCTAATTCTGTGTACC 

TCGGCCGCGACCACGCTAAGGGCG 

Sequence 1189 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGCATAGTTGAGTAGTCACCACAGGACCTA 

GCTGAAATCCTAAAATATTTATTATCCCTTTATAGGAAMGTTTGTTAATTCCTACAATA 

GACAACGAACTATCAGAATCTATCATACACAGCAATGGTGAACACCTATTCCAGTTGGGG 

TGTGTGTGTGTTTGTGTGTGTGTGTATGTGGTGGGTT 

Sequence 1190 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTGGTTTCACAGAAAACAAAGCAACCTCTTA 
AACACCAGCTCGGCAAAATGATAGGGCTTTTCCCTTCGAATTAGTCACCACAGGTGNGAA 
AGACAGAATGACTAATNCCATCTNGANTAAANATAGACCTTNNNAGAAATCAATNACNCT 
TATNTTACA 

Sequence 1191 

AATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTCTACCATCTTTTGTCTACTTTCGTG 

ACTTAAACTGCCATCTGTGATACATGAGGACTTACCTAAAATGTCTGAGAACTGACTTAC 

GCTTGATTACCAATGTTTTGGAGTTTATAAAGCTCAATTCTAACAGAACATGATGATGTA 

TAAAAATAATCTTAAAAAATAAAATATGATGGTATAGTAATAAAGTAAAAATAAATATGG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 
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Sequ nee 1192 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAACAAATCTGAAATATCTTATTAAACAAG 

AAAGTAAAAATGTTATCAAAAACTACTGTCGTCTCATCAAAAAGATTCAGAAGCCAATTT 

AAAGAGTCTCACACTGGACACAAAAATAATTTGAGCTTCAAAATAAACTGCAAGGGATTA 

AAACACATAAATTGTGTTAAAATCCACAAGTTCATAATGATACTAAAAAAAAAAAATCTT 

GTTGGTTTCCTCTAGAGGCTACTAGAAAATCAGCTCATTATTTCTGATATTGGTTTAAAT 

AGAAGAAAGAAAACCAAGCAT 

Sequence 1193 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACC I I I I I I II I II I I I I I I I 1 1 I I 1 1 1 1 M I I 

TCATNCAANAAANATAATTTTACACTTATTCTTTGAAAGANAAATTCTATGGAATTTTNT 

TNTTCTAATTNAATTCCAAAATACATTCTNTNANCCNTATGCCCTNATACTAGNAACTNG 

ATGGTNAGCGGGTAAGTAGGTAGTAGTANAANAACANAANGGGAAATTNGGGGAGCANAA 

AAGGGANAAA 

Sequence 1194 

CCCTTAGCGTTGGTCGCTGGCCGAGGTACATATACATTATNGTAATTAAAAAGCGTGCAT 
GTGTATGTATTAAAAATAATAGGTATATAAACAAATACANTATNTACAATNNAAACACCT 
AAACGCAGAGGCTGCTGTTATC 
Sequence 1195 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAGTGTCGCGAACTCAAATCGGCATTTAGATA 

GATCeAGTNGGTTTAAACGGCACGTTTTTGCTTATAAAAAAAGTG 

Sequence 1196 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAGGGAAGTTGCTAGGAAATANAGCAGGTAA 
TTTNTCGTTAATTATGGAAACCATNGCAACACAGTAAATATTATGTCTCTNAATTTGTCT 
TTC AGTG NTTTTTTGGCATGANTGTNATGGAANAGTAAACAAAA 
Sequence 1197 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGAAGTGTCCGGAGGAATATATAGAAAACT 
GCTAGGCTTAATTCTCAGAGGGAAGATTGGGTGTTTGGAGTGGGAAGCAAACATTTTTTA 
CTGTATACACTTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1198 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGCCCGCTCCCCCGTCCATTCCANTTTCCTG 

CCCTCTACTGGCCATGACGGTCATCACAGTGCCCTCCTCATTCCTAACTTTTAAATACAC 

TTGAGACCCGCCTGATTAATNTTGCACTANGAAAAACAAAACAANAACAAACAANNAACA 

AAAACAAGACACTCACATACAATGTTTTTTAATGCTTGAAAAGTACCTGCCCGGGCGGCC 

GCTCGA 

Sequence 1199 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACATTCCTGCTCAGAAACTGCTCACTTCCTTA 

AATTGTC 1 1 I I I ICCCCCAGCGTGAAATGTATCCATTTATAACTTGCCTATTGCCTGTTC 

TATTAGCATCCAAAAATGTGGAAGGCCTCCCAACCACCATTTCTNGCTGTGTCCTTAGGA 

TGTGCAGNAAAAAATATAGACCTAACAGNTTATGTTATAGAATGGGTTTATTTACTTTGG 

GTGACTGTTTATAGTTTTTAAATAAAAGACTGAACATTTTNTCGAAAAAAAAAAAAAAGA 

ANAAGAAAGTACCTGCCCGGGCGGCCCGCTCGAAAG 

Sequence 1200 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACAAAAAAGCAAGAGAGAACAGTGGTTAAGG 

ACGCTGACTCTGGAGCCAGATTGTTTGGGTTCAAATCCTTGCTCTGTCTCTTACTGTGAC 

GATTTTAGGCAAATAACCTAACCTCGCTGTGCCTCAGTTTCATCATCTATAAAATGGAAT 

TTATAATAGAACCTACATCATGAGTTGGTGTGAAGATTAAATATATTTATATCCCGGCTG 

GGTGCGGTGGCTCAACCCTGTAATCCCAGCACTCTAGAAGGCCAAGACAGACAGATCACC 

TGAGGTCAGGAGTTCAAGACCAG 

Sequence 1201 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGAAGAGTAAGTGGGGAGGGATGGGAATGGT 

TCCTTGAGACAATCTTTTACTACAGTAGATGCTTCATGGATGGGAGAGTAGGGACTGGTG 

ACTTATTTATAGCCTTCTCTTTTAAAAAAGGACCCATTTCTCTCTTGAATGGTGTGGTGA 

AAATTAAGAAAAAAAAAAAAAGAAAAAAAGAAAAAAAAAGTACCTCGGCCGCGACCACGC 

TAAGGG 

Sequence 1202 

CCCTTAGCGTGGTCGCGGCCGAGGTGC I I I I I I II I I I I I I I I M I I I II ICCI I M I I I 
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I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I 1 I I I I NATTNAANAAANNTTT 
NTTAAANNTTTNTNTNCCAAAAANTTTNNTTTGGAA ATNC AAAAAANAAAAAGGTTNNTT 
TTNNTNCCNTTAANGANCNAAANTTTNAANAAAAANTTTT 
Sequence 1203 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGTCCATTCTCACACTGCTATGAAGAAATA 
CCTGAGACTGAGTAATTTATAAGGGGAAGAGGTGTAATTGACTCACAGTTCTGCAGGGCT 
GGGGAGCCCTCAGGAAACTTATAATCATGGCAGAAGGTGAAGCAAGCATGTCCTTCGCAT 
GGCAATGGCAGGGAGAAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1204 

CCCTTAGCGTGGTCGCGGCCGAGGTAC7TTTTTCCTACAAATGAGTAATTGAAGAATTTT 

GTTTAGCCAGACCATTTAATTCTCATCAATTGCATAATATTTCTAGTTAAATCCGAACTT 

CATTCTATATTAAGTAACATTTTATTCAGATCCATATCTAAATAGCAATTTTGTGAGATT 

TACTMGAATTTTTCCTGGTATGTATGGTTTTGGTGTATTGGAATGTACCTGCCCGGGCG 

GCCGCTCAAGGGCN 

Sequence 1205 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAGCTAATCCCCACCGGGGTTGGTTTAAAT 

AGGGACTAACTACTTTGGAGGACATGGAAGATACCTCAAGTTTAAATGCTTATAAACCAA 

GGCTCAGCAATATTCTAGTTAATACTCTAGAGGAATGCTTGCACAGTGCCCAAGAAGGTA 

TTA^AAAGAATGTTTATTGAGGTGTTATTTGTCATAGTGAAATACTGGAAGCACTGTAACG 

GTCCATTACAGAAGAACGGATAAAAACTATTGTGACTAATTTATATAACAGTATAG 

Sequence 1206 

CCCTTAGCGGCCGCCCGGGCAGGTACAAACAA I I I I I I I I AACTAGCAGGGCATGGTGGT 

TTGTGCCTTTAGCCCTAGCTACTTGGGAGTCTGAGGCAGGAGCACTTGCTTGAGCCCAGG 

AGTTTGAGAATACAGTAAACTGTATCACACCACTACACTCCAGCCTGGGTGAGAGAACAA 

AACCCTGTCTGAGAAAAAAAAAATTAAACTGAGATGCATTTCCCCCCTTTTACACTAAGA 

AACAGACCCTTCTTTGTTTCTCACTGGCCGCCAAAGGGAATGCTGTATGAGCATTTCAGG 

TGCAGATGCAGCTGCGATATCAGAAGACCCC 

Sequence 1207 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTGATCTCTAGCAACGAGGGAAAATAAGAA 

AGATCAAGATTATTGTGTCTAAAGAAAACTGGGAATATATATACTTGACCCGCTTCACTT 

GCTTACATTGTCTGTCTGATTCTTCCAGGCATTAATTAGAATTTGCAACTCCTAGCTGGG 

CACAGTGGCTCATGCCTGTAATTCCAGCACTTTGGGAGGCCGAGGCTGGTAGATTACTTG 

AGGTCAGGAGTTCAAGACAAGCCTGGCCAACATGGCAAAACCGCATCTCTACTAAAGGTA 

CCTCGGCCGCGACCACGCTAAGGGCGA 

Sequence 1208 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATATTGCTAATGCTAGGATCAAGATACCACA 

TAGCCAGAACAAGAAGTTGAAGGTAAACATAGAATATTTTATACAGGCACTCACACCTGC 

CATTTCGGAAAAGGATTAGGAATCCAGATGCCGTGAATTTAACTATTCGTTACAGGCTTG 

TCCTGCAATATGCTCTGGAGCAACTTGCCTGCAGAGATTTCTGTATCCACGGACATTTAA 

ATATCGCAAAGGCTATCTCCAGGCAAGTATGTTCCTTTGCTTGTCATCCCCGCGTACCTG 

CCCGGGCGGCCGCTCGAAG 

Sequence 1209 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCC 

GGGATGAAGGCCAGTGTTGNGGCTAAACCACACTCTGG AATTC TGTCAGCAAATTCCTNG 

CTGTGTGAACTTGAGCAAGCCATTCACCTTTCTTAAGCCATTTTCTTGATATTTCACAGA 

GCCTCACCAAGTATTCAACGAGAACATGTAAGTGAAATGCTTCACAAAATGCCTGGTAAA 

TAATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGCAGTCTCTGCCCTTTAATGTACC 

TCGGCCGCGACCACGCTAAGGGCGAATTCCAG 

Sequence 1210 

CCCTTAGCGTGGTCGCGGCCGAGGTNCATTGTGAGAACTCTGGAATTATTATTTTTATTT 

NATTATTACTATATTTTATCTGACTAGAAGCCATTTATTACCAAACCAATTTATTTCT TA 

NAGTTGAAAACCGTCTGTGAGAAGCTTCTCTGGCCTGGATGGAGATCCAGCGCTTTTTTT 

I I I I I IGAGGCAGAGTCTTGTTCTGTCNCCAGGCAGGAGTGCANTGGCACGATCTNTGNT 

TACTGCAACCTCCACCTCCTGGGTTCAAGCAATTCTCCT 

Sequence 1211 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTGCCAAGAGGGCGACAAGTTCAAGCTGAGT 
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AAGGGGGAAATGAAGGAACTTNCGCACAAGGGGCTGCCCAGCTTTGTGGGGCATTCCAGA 

GAACCATGTGCTGTGAGGGCCTTCCGAGTCCATCTGTTTAATCCTGTCATTGGAGACTTG 

AGAAACCAGAGCCCAGAAGGGAAAAGTGATTGTCCCAAGATCACACAGCACTGGAGAAAG 

TGGATGAGGAGGGGCTGAAGAAGCTGATGGGCANCCTGGATGAGA 

Sequence 1212 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATACAGTTTACATTGTGGTAACAAAGTAGGAC 
ATGCTATGAAGGCCCTTTGAATTCGCTTGACAAGAATGACAGAGATCTACTAGACCCAAT 
TTTTAAATAATATTGCTGG I 1 1 I I GCTCAACATGAATTAAAATATGGTGGCTAATGTGCA 
GATTTTACATTTGGAGAACTTTAATTTTCAGTATTMTTAGAATTTGrrTAATA 
ATGCATTTAATGACACTTAAAATTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1213 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAATMGCATACCTAGAGTTGAGATTTTGGTTT 

CTAAATGCCATTCTCCAATTAAAAAGGAATCAAAGCACCTCAGATAAATGTTTAATTCCA 

GGGCTGGGGCAGGGAAAGTGAAAGAGAATCACAGAACATCCTGTAATGACAGAAAAAAGT 

CACAATAAATGGTGGGATTATGTCAAAAGGACATGGGATTCAACTTGAAAGATCTTCCAA 

TAGCCAAATCTGAGAAAAGTTAAGCAACAAAAAAAATAACAAAATCTTATAATCTATAGA 

AAAAATATGAATGTATA 

Sequence 1214 

CCC TTAG CGGCCGCCCGGGCAGGTACU ! UUU !-! ? !-! M i l l Ml M TANAAATNGG 

CGGCAGT1TATTAGTCACAACTGCTCACAGGGAGGGAGGTCACCACATGCCATGCTGGGG 

TCACAGGANAGTTGCATTTGGGAATANAGTGAACCANTAGGGGCTGTGGAAGGCAGGCTT 

TGCAGTAACAAGAGGAAGAGGCGATTCCTGGCTCCTCCAAATGTGACAGGCTTGTTTGAA 

TAATTTTCCAGGCTGGAGGGAAGTGAGCCACGTTGANACCCANGGAG 

Sequence 1215 

AGCGGCCGCCCGGGCAGGNACAATTAATTGTGTTCTTGTGACCTGATGATTTTrNGAAAA 
TTTGCTTTTCTCTTTAAGAAATTTAAGTTTTCAAGGGCCGTATTAGTTATCTAAA 
TGGGCTAATGTTGACTTATAAATAAATAAAAATTTAGAAATATATTCAT GATGA CAATTT 
TGTTACTTACACTGCCTATTCTTTATTTCTTTTTTAGTTCAAA 

TGTATTAACAAAGCCTCAAGAAAAGAGAAATTCTGCCTTTTAAACATTGGTTTTCCTTGC 
AT 

Sequence 1216 

CCCTTAGCGTGGTCGCGGCCGAGGTACANGGAGGAANTNAGANGTAAATNNAAACCAGAN 

CTGGATTACTCCGGTCTGAACTCANATCACANTAGTGACNTTAATCTGTTGAACAAACTG 

AAC 

Sequence 1217 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTGTGCTNTAGCCTTGGTGACAGAGCAGAGA 

CTGTCTTAAAAAAAAAAAAAACANAAAAAANAATTNATTAAAAATTTAAAAAAAATGAAA 

AAAAGCTGCATGCTTGN I ITTTGTTT1 I AGTTATTCTACATTGTTGCCATTATTACCAAA 

TNTNGGGGAAAATNCAACTTACAGACCAATNTGAGGAGTTAAATGTTACTACGAAGGCAA 

ATGAACTATGTGTAATGAACCTGGTAGGCATTATTTATTGAATTNTNANCATTCCANATG 

TCCAGCACATTTTTAAT 

Sequence 1218 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGTTAAAATAATCTGACTTTTCTATGATTTG 

GCTTTTCTGCCTTGAGTAACTATNTAAGATATCTAGCGTGATNTTNTTTNATN TGGG CTA 

CTTTTTAGAACAAAACANAGGTNTTTANAANAAACCACTTGCCCACANGGNCTTTTGAAC 

CGTTTACCTAAGTCAAGTGTAATTGAAAAACATAACCAAATGCACCANGGGGTNTATTGT 

NAGATAATAAAA 

Sequence 1219 

CCCTTAGCGTGGTCGCGGCCGAGGTACC I M I I » M I I I 1 1 11 I 1 1 CGTC AAAG TCACTA 

TTTGGGCCCTAACATAATCCTGCTCANAGCGACGGAAAAAAGGCAAGCCTTTTCAAACAT 

AACTCTCTCTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCAT CTAGAT AAATAT 

CTATCAAAATTAACTTTAANAGAAATACTCTCTTTCCTTAAAAGCCCTTATTTTTTAA^ 

CACTANAAAATAAGTTACTATAAAAAGTGGTGGTCTGGGGGCTAAAAACAAAACAAAAAA 

AATCCTCTTTTCTACA I I I I I IAGTTTT 

Sequence 1220 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAATTATCAACTGATTTGGTCAGTTGCTTCCA 
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ATGCTGGTTGATTTCCCTCATTGTGTAAACATTGACAGGTATGTGACAAATGGGGAAAAA 

AAATCCAAATAATAAAGTGACATATTGGTGTTCATAAAAAAAAAAAAAA AAAN AAAAAAA 

NAAGTCCI I I I ! I I II IN I I I 1 1 1 1 I I I NTTACTTNATAAAAANACNGAGTTTTATTTCA 

NATGTNTNTTNTTTGNGNCCCCACCNTTTNNATGTTTGACCACCNNTACNACTNTNTCCT 

NTNATAACATTNCCATACATACTTAAAAC 

Sequence 1221 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAGCCAGGCCAATCAAAGTGTTTCTCAGGAA 

TTAGGAATTTCACACATAAAACCTGGAGAGATAGCACATGCTCTTTCTTTCTTCTTGGAC 

TGTGAGCTGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 1222 

CCCTTCGAGCGGCCGCCCGGGCAGGTACI M 1 1 I I I I I I I I I I 1 1 I I I I I I II I I ATTTT 
I II I 1 1 I I I I I I ! I I I I I 1 1 NAACAAACCCTGTTNTTGGGNGGGTGNGGGTATAATACTA 
AGTTGANATGATATCATTTACGGGGGAAGGCNCTTTGNGAANNANGCCTTATTTNTNTTG 
TCCTTTCGNACTGGGCTGGAANACCTAAAACTACNTGTAAAATGTAAGTAGNGACCAATA 
AAAAATAAGGNTACCTTAACTTCCTTTTTTCCT 
Sequence 1223 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGAACAATTTGTTAAGATAGA TCTC ACCT 

TGTGTTCTTACTGAAAAAAAAAAAGAAAGAAMTAGMCAGAAMGCAATTGGATTTTAA 

TTCTGGAAACTCCTTTCTCTTCCTTACATCCAGGAAATTTGCTGTT^ 

AATTTAAACCTATTTMGGGAGAGAGAGCTCTTGTAAAAATTCAT^ ATTAGTTCTGGAC 

CMTGTTATTTATAAGCTATTATTTCAAATGATAAAAMTAAATGCATAATACATTTGAT 

GATAGAACATTTTTCTTTTT 

Sequence 1224 

GCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTTCTCAAGACCTCACTTTTATC 
TGTGAAATGTGGGGAAGGTTTATMGTAAATG^TGA GGGG TGAGGTTGTTACCATTAAT 
GNGCCTTGAAGTNATATTTGTGGATAGCTAAMGCAATTTTTGGTTTATT^ 
TTTGGTTTA 

Sequence 1225 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCATTTGATGTATGTT~^ 
AAAAGGATTATATCCTTTTCCGCCAGCTGTTTTCACT 

ACATATGTTGCATGGGTTTCTATAACATTTGAAATGACTGCCAAATATTTCACTGTATGA 
TCATCATTTAATATTATTATCAATTTTGTATAT^ 

AACATCATTATGAATGAGCTTTCTTGAACTGTATTTTAATATACTTCCTTAGG 

CTTAAAGTAATAA 

Sequence 1226 

CCCTTTCGAGCCGGCCGCCCGGGCAGGTACATATACACTATGTAATTAAAAANGCGTGCA 

TGTGTATGTATTAAAAATAATGGTTATATAAACAAATACAATATATACCAATAAAACACC 

TAAACGCAGAGGCTGCGTGATATCCACAATAGTAATACCAATAGTATTAATGATGTNTAT 

GTAAACACAAACAAAAGCAGCGGACCGTATTAATAGGCAAACACACAAAAGCACACAAAA 

GCAAAGCAAAAAGCCCGCCAGTAATGTT 

Sequence 1227 

CCCTTTCAAGCGGCCGANCGGGCAGGTACCCGATATGTATGTTGAATTAAGAGGATTTTT 

AAAAAATTACCCTTAAGTCTTTGACATNACAGCCCCTGTCACTTCTTGTCANAGTTTGTA 

TGTGTTGNTAATNGGAATGTCTATTTCTTTAAAGAGCAGAGAACTACAGTTACAGGGGTT 

ACAGTGTGAGGGGTGACACATTGCTGGATTCTGAGCTCAGGCAAGTCTGTCTGTGTCTTT 

ATTAATAGAGGTCTATCTTTTCTTAATACTGAATGCAATGGACCATTCCAACCTAAGTTA 

TCTN GATATACTGGGATTAC AATA 

Sequence 1228 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I II I I M I I I 1 1 I I I I I I 1 1 I AN AN A 

CAGAGTCTCCCTGTGTTGCCCAGGCTGGTCTCAAACTCCTACGCTTGAGCAATCTTCCCC 

CTTGGCCTCCCAAAGTGCTGGGATTACAAGCATGAGTCACCATGCCCAGCCAATAATGAT 

TTCTTGATTGAAGGAATGAATGAATTAAAAGGTTCATCTTTGGACACAAAGGCANACAAA 

AGTTTGACAAAAGGCATTTTTGAAACTAGGACCTTTATT^ 

GGA 

Sequence 1229 

CCCTTTCGAGCGGCCGCCCGGGCAGGCACAGAAAAAAAATCTACACCAGGTAACACTGGA 
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GGATGCAGGGCTACATTTGCCACTGAAGAAACATTGTTCTCT TGCAT CTGAATTCCAGTG 

CTTTCCAAATAGATGCGTAGATGATGAAAAATGGAGCAGCTTCTTTTATTTCTTCTTCTT 

TCCTCCTTGAATTCTAGTACTTTGTGAACTGTTGAGGTGTCCCTTCCTAAGTCACAATTC 

ACACTGATGCATACACTATAGTGAAACACTGGCTTTAAGAAAACTGATTAACAGAAAACC 

GGCAATTGTTATTTATTTTAAA 

Sequence 1230 

CCCTTTGAGCGGCCCCCCGGGCAGGTACAGG7TCTAAAACGAAAGTATTTGGGTAGTCCA 

CTTAGTGATATTAGTGGATNGTGTAGACAATAATATTAGTCCTAGA 

Sequence 1231 

CCCTTTGAGCCGGCCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAATGGGCAACT 

TCTAAATATTGATCAACCATTAATAATAATGCTTATAGGGGTAAAAGAAAATN NTTGA AG 

CACTGAATTCAGTAACCTGGGTCATGGTCCAATTTTGCTCACTACTTCATATCTTTTATG 

TAGAATAATTCCTATNAACATGTTCCCTAAATTCCCATCAGTTTGTAAAGGCAATGGATT 

AAATTATTCAAATGTAGCTATTTAACCGTCAGTNACAATGCCTAGAAACCTATTTATTCA 

TCTGTAATATTAAGAAGGCTGAATTTGATTGGATCTTGAAAAATCC 

Sequence 1232 

NAGGGGGGCCGGAAATTTGGGGGGCCCCCTTCTTAAGAATGGCCATTGGCTTCCGGAGGC 

CGGGCCCCGGCCCAGGTTGGTGGATTGGGGAATTATTCCTTGCCC AGGAA ATTTCCGCCC 

CC TTTTAGCCC J3TTj3j3g^ 

GGGGGGATGGCbTTAAATAACCTTTTTTNA 

AAAATTTTTTAAAAAAAA 

Sequence 1233 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTA AATGG GCAACTTC 

TAAATATTGATNCAACCATTAATAATAATGCTTATAGGGNAAAAGAAAATTTTTGAAGCA 

CTGAATTCAGTAACCTGGGTCATGGTCCAATTTTGCTCACTACTTCATATNTTTTATGTN 

GGATTATTCCTATAAACATGTTCCCTAAATTCCCATCANTTTGNAAAGNCAATGGATTAA 

ATTATTCAAATGTGGCTATTTAACGGCCAGNAAACANTGCCTAGAAACCTAT 

Sequence 1234 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTTTTGCNGATTGCNNNANGAN TGCCC CATG 

AGGGGGGANAAAAAAAATTN I MINI I ATTATNTTGGATCTAGCCTANNTCTAl l l I iC 

CACCTGCCCCAATTAGGTATTTCCCANTTGCNACCGGC CTAAT TCCANAATTAAATTTGT 

NCCTNTTATAATTNGTTTNCTNNANTCCAATTGAAACCCCTTTTGGGGTTATTGNNTCCN 

C N CACACTTTTTTNATTGTTTAAAN NCCANTAAAAAACC ANTNTTCN TCGG NTATATAAA 

ATAANACGNCCTTTTTACNTTATNGTTAATTAAAAANCCNCAATTCCTTTTNGTTNGNCC 

AACCCACTTGGAAAANTTCCAANTAAACCTCTNCCTTCCACCANGNGANGG ACCAA AANN 

AGGAAAGTAACCCCCTTANTGNNAAAAGGNNTGGGGGAAANNTTTNGGGCCTTTTGGNGG 

TTNCCGNAAAAANAAGGGGNTAAC 

Sequence 1235 

CCCTTCGGCCGCCCGGGCAGGTACTCTGTAAGTCTGGAAGAACAGGTCACATTTATTCAG 

ACTTCTCCCCCACAATTTTTAATCAAGCACCTCCCAGTAACAAGTTATTTAATTAGATCG 

ATTTTAAGTTGACAACAGATGTATCAGATGAGGAAAAAATTG AGCA TGTGTGGTGTGATT 

ATATAATAGAATTGGTTTCTATAAACCATTTATAGTATTCAACTTTTATAGTATTACTTT 

TTCAGATGTATGGATATATAGACTATTATTTACTAACTGAGGCTCTGCGAAGTGTAGTGT 

AT 

Sequence 1236 

CCCTTAGCGTGGTCCGCGGCCGAGGTACTCGGATCTNTTATNNNGTNNAATAANNCCTCT 

TTCGTCTACAAGCCACACTTATNCAAAATTNTGTGGACA ACTC ACACTNGCTATNATACC 

TGCTTANATTCTCCTANTTAGTCCCTGAGGGTTTATACCTTTTATTCTTTCATTGAAATT 

TTAACAGAGGTTTCTGTCGGAAGCAGAGTTAAATGCCTATGTTNACTCCATCATGGTTAT 

CTGAAAGTCTGAGGNGCAATTTCAAAAACTCA 

Sequence 1237 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTGACTAAACTGGAATTATGAGTGAGGAAGA 

GNGNATTACTANATAAATGACTGGGGCAANGCAAAATTGAGGAGGAAATTANAAACTGTT 

TGACAANACTTTTAAAGAGCCTACTTTGAAATNACAGAAG TCTTG ATNAATNTTGCAAAT 

AATGGCTAGAAAGTATGGTTTAACTGGACCCTATTATGCCTTTT 

Sequence 1238 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTA 
TACAAACCCGAAACTGTNTACACCCAGACTTTATTCTTCTACAACCAAATTCCTCAAACA 
CACAATCTGAACAGTAGCAGTGAAAGGGAGTTTAAGGTGGGGGTGAGGGAGAAGGGAGTA 
ATATGGI MM I AGTAATATAGTAATTTACA 
Sequence 1239 

CCCTTTGGCCGCCCGGGCAGGTACGCGGGGCGGTATGTNGGGCCAGAGCATCCGGAGGT 
A 

ANANAACCTN7TTTNTNCTTAGGAGCCACTATGAGGAGGGCCCTGGGAAGAATTTGCCAT 
TTTCAGTGGAAAACAAGTTGGTCCGTTACTAGCTAAGATGTGTTTTGTACCTCGGCCCGC 
GACCACNCTAAGGGCNAATTTCCAGCACACTGGCGGCN 
Sequence 1240 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTACCAAACCTGCATTAAAAATTTCGGT 

TGGGGCGACCTCGGAGCAGAACCCAACCTCCGAGCAGTACCATGCTATATTGGTCACTGT 

AGCTCTGTAACATAGTTTGAAGTTGGGTAATGTGATTCCTCTAGCTTTGTTAGCTCTGTT 

GTTTTCACTTAAGTATTACTTTAACTATTAGGGCTC I I M I I GGTTCCATATAAATTGTA 

AAATAAATTTTTCCAGTTCTGTGAAGAATN i CATC GGTAGTTTGATAGG AATAACATTGA 

ATCTGTACCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAAGCAC 

Sequence 1241 

GGGTTTGAGCGGCCGCCCGGGCAGGTGGATCACTTGAGGAGTTACAGACCAGGACTGGTC 

AACATGGCGAAGCCCCATCTCTACTAAAAATACAAAAATTAGCTGGGCCGTGGNTGGGCG 

TGTGCCCCGGTAATTAANTNCCCNANCTTACCTTTGNGGAAAAACTTGAAGGGCCAGGGA 

AGAAAATTNCNGTNTTTGGNAAACCCCCNCCNTAAGGGTTGGGGAAGGGATTTGGCCAAG 

GTTGGAAGTTTCNAAAAGGAATNTGGCCAACCACAAGGNTGNCCAACCT TCNC CAAAGCC 

CCCTTGGGGGNCCCAAAANNNAAGNTTGGANGTAACCTTTCCCCAATTCTTTTNAATNAT 

ATTACANNTATNTAGATANACNNTATAAN AGNGAN N NG ANANTGGG NTNACCCCCTTNN G 

GAGGCNCCGGNCNGNAACCCCCANCCNNNCCTTTAANAGGGGGGGGCCG 

Sequence 1242 

CCCTTTGAGCGGCCGCCCGGGCAGGTGGATCACTTGAGGAGTTACAGACCAGACTGGTCA 

ACATGGCGAAGCCCCATCTNTACTAAAAATCAAAAATTAGCTGGGCGTGGTGGCGTGTGC 

CCGTAGTAGTCCCAGCTACTTGGGAAGACTGAGGCAGGAGAATCGCTTGAACCCGCGAGG 

TGGAGGTTGCAGTGAGTCAAAGATTGCACCAGTGCACTCCAGCCTGGGCAAGAATGAGAC 

TCCATCTCAAAAAAAAAAAAAAAAAAAAAAAGTCCTNGGGCCGCGACCACNCTAAGGGCG 

AATTCCAACACACTGGCGGNCCGTTACTAATGGATCCCAGCTCGG 

Sequence 1243 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAATTCAGTTTCTGGGGAAAGTGA AGCN TGAA 

GGGAATCATANGAAAAATTTGATTTTTGTGTATGGTGTAAGAAAAGAGTTCCGATT TTCA 

ATCl I I I I GCCAC ANTGGGATTNTCCCAGGCC I MM I CCCAACANCCCATTGTTA TTTT 

GGAAAAGGAAGNAACTTACTCNTTNTTrCCCCCGCTTTTTTGGTCGGGA ANTATC CTTTT 

GGGGNCAAAACCTCTTATGNTTTGGGNAAAAGAGNGCCCCTTTTCACCTTTTTTGNCCTT 

TTTCNAACCTCTTNCAATTGGGGGTCTTTCCACCCAATTAACCCAAAAGGNTTGGAACCC 

CCTTNGGAAGNTTTNCANCCCTTCCCCCAATTCCTTATCNNCCTTGNGAATTNCCAAAAA 

AACCNTTGGTTGCTCCNGTTTCCGTTTCNTTTAAAANTTTTTCCTCNCCGGGGNAAGTGG 

GAAACCTGGTTTTGGCNTTCCAACCCTTNGNCATTTGNCCATTGGAATACCCCCTCAAGN 

AAAGNAAAAGGNCCTTNGNTTTTGTNNGGCCNTTNGTTGGCCCCAANG 

Sequence 1244 

CCCTTAGCGTGGTCGCGGCCCGANGTACAAATAANGTCTTCCAAGGGTTCAGAATAGAAA 

ATGATNTCTTCCAGCTTGGGGACATTTGGGAAATTGGGATTCTTTGGGGAAATGTACGTA 

ATCAGTATATTCTGGGAAAACATANTANAGAATGAATNNATAAATTNCATTGAATTNGGA 

ATATGTTGTCCATTCTCCCTGTAACTAATGCTATCAAGATANAGTAGAAATACCACATTT 

CAAAANCAGCTGGAGTANACAGGTCTTCATAGGCTAGCTTGGAAACCTAA TAGCT ATTAA 

TAATGAAATTTTAATTATACTCTGGATTCTAAACAATGAACACACANTGATCTTTTTGAC 

TT 

Sequence 1245 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATGTGTCCTTTCTTATAGTCNGTCAATGCTG 
GGAAGTAACAGGCAGATGTGACTTCACTTGANCATTTGG ANGAA NCAAAAAAGGTTGCGC 
TTGNTCGNNCCTTAGGGTTTAGATGGGCAAGGACCTTGCTTTTTGCNTCCCCAATTTCTT 
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AGGGTAGNTGTTNTTCTTTGNGTTGCANGGGATNNGTANACCGGTACATCCTTCTTGNNG 
GAACCAAG GGG NNNACNTTATGAANTGNAAAAGGGGANGTTCCTTTGTAGTAAANGGCCT 
TGGATTGGTTTTCAAAN NGGNAAGNTGGGGTTCCACC A 
Sequence 1246 

CCCTTAGCGTGGTCGCGGCCGAGGATAC I I I I I I I I l I I I I I I I I I I I GNCTAATTACTA 

CCTTNTATTCTAATTGTGAACCATGGCCCTGAAAGCTTGATAANCAAGACTTGGCTGAAN 

CCAGAAGGGGNAACTAAGTGNGGTTCGGCCAAGNAAAAGGGATTANTTGGGGATGNGAAA 

ANTCAANTGGNCTTNTTCCCTT 

Sequence 1247 

CCCTTGGCCGCCCGGGCAGGTAC I I I 1 1 I I 1 1 I 1 1 1 1 1 I I I I 1 1 IAI I I N I I IANATGA 

AAMNCTGTAATTCTTTATTTGAAACAANTGCNTTCAAAAGAANTNAAAACACTTCAAGG 

ACTTCTAGTAAACATAAAAGGTCNMCAAACTGTGGCAAAAANTTTTGCAATTNGTANAT 

AAGCTAANATAGGGGTTAACNAGTACCCCAGGCCANAATTAAGGNGGNATNNCNTCAANT 

ACTTCCANTCANNNAAAAAGGG 

Sequence 1248 

CCCTTTCGAGCGGCCGCCCGGGCAGGTNCTArCCCTATGAGGCATAATTATAACAAGCTC 

CATCTGCCTACGACAAACAGACCTAAAAATCGCTCATTGCATACTCTTTCAATCAAGCCA 

CAATAGGCCCTTNGGNTAGTTAACCAGCCCATTTCTTCATTCCAAAACCCCNCCCTGNAA 

AGGATTNNAAGTCGGGfN^NGCCANNTTCAATNTCTTACAATNAAATCCGCCNCCCAACCGG 

GGCCTTTTAACAATTNCCCTNCCAATATTACCTTAATTTNCTTGGGCCCTTAGGCCAAAT 

AANCNTGCAAAAACCTTAACGGNAAACCGGGCAACCTTCCANCCCAAGGNTGCGGCCAAT 

TTCNATTAAAATTNCCCTNCNTTCCTACCAANAGGGGGA 

Sequence 1249 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATATGTTGCTCTCTCAGTGGCAACAATGAAGT 
TTTTGCAATTCTAGAACTTGGA I I I I I I I I I I AACAAAAGTCCCAAAACACCAAAAATGT 
AAACAAGATANNGAGATTAATATTGNAGTGGNNGTAATTTAATTAAAGTTATATTTTGGG 
TTAA I I I I I A ACAACTGAAGTCTTATTGTTGAAACTTATTTTTCA 
Sequence 1250 

CTNTACATGCATGCTCCAGCGGCCGCCATGTGATGGATATCTGCANAATTCCCCTTAGCG 

TGGTCNGCGGCCGANGTACTTAGGTGCCTACAACATAAACAGCA 

Sequence 1251 

CCTGTAGATGCATGCTCGAGCGGCCNGCCAGTGTGATGGATATCTGCAAGAATTCGCCCT 

TCGAGCGGCCGCCCGGGCAGGTACGCGGGCAACAGTTAAATCAACAAAACTGCTCGCCAG 

AACACTACGAGCCACAGCTTAAAACTCAAAGGACCTGGCGGGTGCTTCATATCCCTCTAG 

AGGAGCCTGTTCTGTAATCAATAAACCCCGATCAACCTCACCACCTCTTGCTCAGCCTAT 

ATACCGCCATCTTCAGCAAACCCTGATGAAGGCTACAAAGTAAGCGCAAGTACCTNGGCC 

GCGACCACGCTAAGGG 

Sequence 1252 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATTATTATTTCAAATTTAAAAACTTCTTC 

TTTTTTAAGAGATAGGGTATCACTATGTTGCCCAGGCTGATCTTGAACTCTTGGCCTCAG 

ATGATCCTCCTGGGTTCAAGTGATTCTTCTGCCTCAGCCTCCCTCTTATTTGCTTTACAA 

GTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCCTCCCTCC CAGCATTTGCCA GGG 

ACTGTCATTGCCTTAGTTTA I MM I CTGTTTTG ! I I I I I I I I I GTCGTTTITGTTTTTT 

TTTGAGACAGCGTTCTTAGTCTGTCGCCAAGGCTGNGAGTTGCAGTTGGCCGCAATC 

Sequence 1253 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M M M M M M M M M M M M M I IACTT 

TANTAGAGATGGGGTTTTACCATGTTGGCCAGGCTGGTCTTGAACTCNTGACCTCAGGTG 

ATCCACACGCTTCANCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCACGCCCAGC 

CTAAATATTTNTTTATAGCAATGCAAGGATGGCCTAACACACTGCCTAAATCAAAATTGC 

TATTCACTTCAAGGGTATTTCATTTACCTGACTAGC I MM I GGGTGCATNTGGAACATA 

ATGTA 

Sequence 1254 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTCTTTTATCTTGGGATAAAATGGCTAGAT 
GAGTATGGACAGGGAGGCAGGGCAGATACAGTCCTTGCTTCTGGTTTTAAGAGJTCTTCT 
GAACCACAATCAACTTCTCCAAACACCCACCTTTGTCTTCTACCACAATA'Gi3GGTCAGAT 
CTATTGCTGACTTTTCCTCCACCTTCTCTACATCAGCAGCACCTAGGGGAAGAAATGTTA 
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TTGAGACTATACCTAAAGGAAGAACATTCTCCTCTGTTGCACACTATTATCCAATTGGAT 

AGACCCACATCTAAATGTCTGCAATTACAGTAATGTCAGCTGGGCATTGGTGGCTCATGC 

CTGTAATCCCANC 

Sequence 1255 

GAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTAC II I I 1 1 I I I I 1 1 I I I I I II I i I I I IC 
I I M I I I f I I I I I I I I I M I I ANAATAACAAAAAATTTTTTACTNAAACATAAANATTTN 
CAGANGTTTCCNNACAANCCNTNCAAAATGGTCACAANCTTTTTTNA 
Sequence 1256 

CCCTTAGCGTGGTCGCGGCCGAGGTACTG 1 1 1 1 1 1 I 1 1 1 I I I I 1 1 I 1 1 f I I I ITTT AGNT 

TTCCTTTTTAATGAGCTCACCCTTTAACACAAAAAAAGCAGGGGTGATGTATTTTAAAAA 

AGGAAGTGGAAATAAAAAAATCTCAAAGCTATTTGAGTTCTCGTCTGTCCCTANCANTCT 

TTCTTCANCTCACTTGGCTCTCTANATCCACTGTGGTTGGCAGTNTGACCAGAATCATGG 

AATTTGCTANAACTGNGGAAGCTTNTACTCCTGCAAGTAAGCANANATCGCACTGCCTCA 

ATAACTTGGTTATTTGAGCCNCGTNTTTTTGCAAAAACTACTTTTTCCTANTTTT^ 

AATTTACTTTCAATNGTTTTTAAAAAAA 

Sequence 1257 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I 1 1 I I I I 1 1 1 1 I I 1 1 I I INGGGTT 
TCAAACCTCAGTTTGAAAATGAGAGGAAAACAAAATAAAATGATTTACATAATCAAAGGA 
TTAACTGATACAGA CTTTTATTCTAAATOC.TC 

ATCTTGAACGAATTTATAATGATTCTTCCAGGAAGCACCGNGGCAGCCACATAAGCCGCT 
NTTCACACCTGGCTGCNTTCTGCCAAGTTTAGTCCTCAAAGAGAAAAACAAGGGAGGNAA 
AAGACCNAAAAAAAAAAACAAAA 
Sequence 1258 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGCTGGTTAATATAACTAAGATTTTGCCTTT 
ATTGGGTTAGGTATC I I I I I I I I ATTTTAGCACCTGATAGCTGTCTTTCTACTGAGTAAA 
GAATTATAACTTTTAGATGTCACAGAAAATTAGAGTATTTATTGTCAAA 

Sequence 1259 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAACAATTCCAAAAGTTTTTGACTGAAAT 

AAGCAAACTCACTAATGATTATGAACTGAACATAACCAACAGGCTGTTTGGAGAAAAAAC 

ATACCTCTTCCTTCAAGTAAGTTTGCCATGCCTACCATATCTGTGAGTGGTATTCTGGAA 

TGGCCAAATGGCCCTGGTAGGACTATGGGTCCTGAAGTCGTGCTGCCTGGCTCTGGCCAC 

ATCCCTGTGGTGCTTTTCCATCCTGATCTACAGATATTCAGAACTGCAGGGAGTTCCTTT 

TAGTCCTGG CAATCTGAACCTGATTTTTTGC 

Sequence 1260 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGTGGGA TTGTT AGACCATCCCAAAAAGGA 

AGTGCACCTTGGAGTCTGTGGAGCTCTCAAGAATATCTCTTTTGGACGTGACCAGGATAA 

CAAGATTGCCGTAAAAAACTGTGATGGTGTGCCTGCCCTTGTGCGATTGCTTCGAAAGGC 

TCGTGATATGGACCTTACTGAAGTTATTACCGGTGAGTTCTAGGCCTAAGG AAAA TTGCT 

AAGTCAGTGTTACTCTCTAGTGATGTTGAGAACTAGAGGGATTTCCAGACCTTTTACTTT 

TTGATGAAAGGTTGTGAACTGGTGGCTGTGGGTCAAAATCCATCTCACAGNATTTGTTTT 

TGGATC 

Sequence 1261 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I ! M I I I I I I I I I II I I I I I I II I CTTTTGCC 
TCCTCTGACTATATTTTCAAATAGTCTGTCTTCAAGGTCAGNAATTCTTTTCTTCTGGCA 
TGATCAACTCTGCTNTTAAAGGACTCTGATGCATTCTTCAGTATGTGAACTGCM II I IC 
AGCTCCANAATTTCTGCTTCATTCTTTTAAATTCAATCTCTGTTAAATGTATNTG GTAA A 
ATTCTGAATTCCTTCTCTTTGTTATCTTGAATTTCTC^ 

AA TTCTG TCTTGAAAGGTCACAATCNCTGTTTTCTTAAGGGATTGGGGCCCTGGGTAACT 

TTATTTTAAAA 

Sequence 1262 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCCATCAAGCCTGGTTCCTAGGATGCTGGAC 

TTCTAGCTTAGTGAGAATGCAGTATACTTTTTGAAAAC TTCG TGCAGGAATCCCTCAAAT 

GCTGTAACTAGGAATGGGTCAGTGAAGTTCAAACGACTTTTCCTTGAGGGAGTATTTTAA 

TCGGACAAGGGAACTCTTTTTCTTTTGGGCAATGGCCAACAGGACTGAGAAGCCAGAGAG 

CTTGCACCTGAGCCATCTCAGCCGTGAGAGTAACAGTCCTAGGAAAATAGATGGGGGCTG 

GGGGTAAGGAAAT 
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Sequence 1263 • 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCr 1 1 I I I I I I I I I I 1 1 I 1 1 I I I I I I AGGGGTT 

TTCTTTGTAGAGACAGGGTCTCACTGTATTGCGCCAGGCTGGTCTTGAACTCATGGGCTC 

AAGTGATCCTCCTGCCTTGGGCTCATGAAGTGCTGGGATTACAGGTGTGAGTCACCATGA 

CTGACCTATATTTMTTTT1TAMGATTAGACTGGTGTTAGCTGTAMTAGTTTGAAATA 

CCTCTCTGATAGGTGCTAGCTTATCGTTACTCTTAGTGCTTCTTGCATTTGCAT 

Sequence 1264 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGTGTTTAAGAGAAATTCCTAAACTGGAT 

ATATGTGGCAGGCTGAAAGCACTGTGAGTTGAAGTCAAGGGGAGAGGTCCAGGCGCAGTG 

GCTCATGCCTGTAATCCCAGCGCTTTGGGAGGCCCAGGCGGGAGGGTTGCTTGAGGCCAG 

AAGTTTGAGACCAACTTGGGCAACATAGCAAGACCTCGTCTCTACAAAAGATC N N N AANT 

NAATANTAATNTAAATTAAAGTTCCTTTGGGCCG N N ACCAC NCTAAAGGGCGN AANTTTC 

CAGCCACCACTGGCCGGC 

Sequence 1265 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTATTGTTAAAGTGAGTCAGATAAATCTTC 

AATTCCTGGCTATTTGGGCAATTGAATCATCATGGACTGTATAATGCAATCAGATTATTT 

TGTTTCTAGACATCCTTGAATTACACCAAAGAACATGAAATTTAGTTGTGGTTAAATTAT 

TTATTTATTTCATGCATTCATTTTA TTTCCCTTAAGGTCTGGATGAGACTTCTT TGG 

GCCTCTAAAAAAATTTTTCACTGGGGGCCCACGTGGGGTCATTAGAAGCCAGAAGCTCTN 

CTCCAGGGCTCCTTCCCAAGTGCCTANAAGGGTGCTTNTAGGGAAACATTAGGATTCCCA 

GCCCAGGGGGCT 

Sequence 1266 

CCCTTAGCGGCCGCCCGGGCAGGTACTCAACACTGATTTGAG AAGAA AAGTGTGATTTGC 

TTACCTGTGATTTTGAGACCTATATAGTGAAGGTTTGTTGCCACTTTTTAGTTTCCTCAA 

ACATGCAGAAGTAATGAGGTTTGACAGAGACATGAGACTATAAGATGTCTGTCATTGCTG 

CCAACCATGGAAAAGATGTTAAGATGTCCAGCTGCCCATAAAATCATATTTTCAAAGTGT 

GAGACACGAAGAATATCTTTCTCTTATTTGGAAATATGCTGAAGGATAGGAATAAAGAAA 

AGGATTNC AGTAAAATGGGAG NC 

Sequence 1267 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTA I I I I I I I I I I Nil I I I I I GGNTTCTGTAA 

ACTNTNATTTTACACTTATGGGCCACTTGCCAACTCAGGGGNCCTTGGCTTCTTGACTCA 

TTTTCTACAAAGGTTTACTTTGGTTGTAAAAGATGTAGTTAANAGGG 

NNGGAATNTATTTTNCTTGGCTTNGGTNAAAAACCTCAACAAGTTTTACC TTTNN CCCAG 

TTCCCAATTAAATATTAAANAANTTNGGNCAACCGTTT TGTTAC CNTCNCCTTTTCNAGG 

AAAAAAATTCCTTATTTGGNACCTTNTTTCTTGGNAAATTTTTTNANTAAAANAAAANTG 

GGGCCAI II I I INTTTTT 

Sequence 1268 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGCTTTGCAGATGTGATTAAGCAAA 

GGACCCCAGATGGGGAGATTATTTTGAATTACCTAGGTGGGACTCCACGTCATCACAAGG 

GTCAGAATCCAAAGAGATGTGAGAATGAAAAGCACAAGTGAGAGCAGTGGGATAGCCAAA 

TTTTAAGAGGGTTGTGAGCCAGAGAATATAGGCCGCCTNTAGAAGCTGCAGAAGGCCGGG 

GTGGACAGAGTCTCCCTGCGAACCTCCAGAAGCAGCACAACCCTGCCCACTCACGGTAGA 

CTCTCGATCTCCGGGCTGTAGAAATAATACATCTGTGCTATTTTAAG 

Sequence 1269 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 
TAAGANATAAGATTTAAAAAGCATTTGTAAATTGTATACTTGCANANGTCCGTNCTACAT 
TGGCATTTTGGAACAAGGNACATTAATTGGTT 
Sequence 1270 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAGCAACAGTTACTGCGACGTGAGCAGCAA 
CAGAAGTATNCTCTCCTGAAATTATTANGCAGTACTTGNATCAACCACTCCGCCGTTACC 
CATACCAAAGCCGtCGCCTTGGNCACCG 
Sequence 1271 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATTTTTAGTCAAGGGATTGTTTGATACTCTTT 
AAGTTCACTGCCAGGCCTACCACTTATCTCTGTCCCAGGAGGAGAGTTCCTTGTAATGAG 
AGGI I I I I AAGACGTCCTTTGTTCTGGGATGAATCATAGGGAATGACTGCCTTTGGAGCT 
CAGGATATTAAACTGAGTGGTGTCAAATATTNCCAGGATCAATTCGACAATGCCATGTGT 
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ACCTGCCCGGGCGGTC6NTCNAAAAGGGCNGAATTTCCANCACACTGNCGAGNCGTTACC 

TANTTGGATTCCCGAGTCTTCTGNTTCCAAAANTCTTTTGGCGGTTA 

Sequence 1272 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAATGTCACATTNNCAT AGGAA AGGTTATATA 

TACACTATACACTTCAACCTTGAMTGTGGACCCAAAAAACATTCTATTTTTCAGTAATC 

NATTGAATTTNGGTGAGGGGTCCNACACCCTCAAATCCTAANTTTATCACANAAAAAGCC 

CNTNCTTGGCTGCCAAGCGCTGGCNGATGAACTTTGTNTTGCTGNANCTCTTNATGANTT 

GGATNCCANAGTNTCNTGATGATCCTNTTCAATGTTTANGAGCATNTGACCNGNCATGNT 

GTAGNGGANTGACTTTC 

Sequence 1273 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 II I I 1 1 I I I I I I I I I I IGI I I M M II 
I I II I II I I I n I I II I I I I I I II I I I I I n I I I I I ATAAAAAACNTTTN AAATTAAAAA 
ACTCAAAAAAAAAANAAAAATGAGCATTTTAAAAAANGGAAAN ANTTNNA ANNNNNNNNG 
GNAAAAAAAAAAAAAAANNGNAAAANNAAAANTNNNGNATTGNTTTTTTGGCAANTNANC 
AANATCNTCCCCCTGAAAAAAAAAAAG II I I 1 1 I I I I I 
Sequence 1274 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAACAACAGAAA TTTAT TGTCTCTCAGTTC 

TGGAGGCTAGAAGTCCAGAATAAGGTATTAGTAGGTTTGGTTCTTTTCTGAGGGCTGTGA 

AGCAGAATCTGTTCCATCCCTCTCTTCTTGTCTTCATCTGTTCTATGTCTGTCTTTGTTC 

AAATTTCCCCTTTATATAAGGATAGCAATCATATTGGATTAGGCCCAGTCCTAATGACCA 

GATCTTAACATTTGCAAAGGCCCTATTTCTCACTAAGGTCGTATTTACAGGTATAAAGGG 

TGTAGACTTTAACATCTTTTTGGGGGAAGACACAGTTCAATCCGTAACAAGATGTTAAGT 

CCTTTCCTCTCCTAAA 

Sequence 1275 

ATAGGGGCCGGAAATTGGGGGCCCCTCTAAGAATGCCATGGCTTCCGAGGCCGGGCCCCG 

CCAAGTGGTGGAATGGGGATATTCCTTGCCAAGAAATTTC 

Sequence 1276 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATAAAAGGTTGAGTAAAAACAGGAAAGCGT 
GCTATAAGTTCAAATCTGTTGTATTACCCTAAATTAAGATAAACCAACCTGAATTATAGT 
AGATTTCTCAATAGATGAGGAACTGAAAAATACTATGTAAAATATCTTCCAAAATGCTTT 
TTATACT I I I I I IATTTGTAATTTGGTCTATCTAAAATGTTCGTTAGCTTAACTTAATGG 
GCGTTATTGGATTCATATGACTAACGTTTCCTCAGTATTGTAATGCTTGAAATATTTGAA 
AGAAAAAATGTTG I MM I AGTTGAAACTGGTATATATAATTTCAGTGCTTGGCAGGTTA 
GTATATTTTTATGCA I MM 
Sequence 1277 

GTACCAACACAATTGTTAATTTCCTCACAGGCTNAAGGCATTCTGGGAAGCTATACAGGG 

GACAGGAAGCATTTTTTGGGAGCCTAAGGGGAGCCAGTTTGGAAGAGACAGCATTCTCCT 

GGCTAGGACAGGTGGNGGNGGTGGCCGGGTTTNAGGNTCTNCAAGGGACCCTNTGCAGAT 

GCCGGGGCCCTGTTTATTCTGAGCAC 

Sequence 1278 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAACTAAAACTGAGCAGTTTAAAACATTCAT 

TTAAAGGGATATCTAATGTGTTTATTATTAACATAAATAATGTTTTATGAAAAATGTAAC 

CTTAGTTTTCCAAAACAAAAATGTTTAGGGCAAGAGTAACATTATTTTACATTATTGCAT 

CTCAGTGAAAAATAAATGGCAACAAAATTCTTATATCTGCTTCTGCAGTTAATCTGTTCA 

TTTTGTTTTGGTTGAAGTATATGAAGGAAATCTGTCCTCACACAGTTGTGTAGTGGAAAA 

AGGGGGACTATTGTAACAGGGCTGTGCACATAATTGTGGATGATTTTCTTTGATACAACA 

ACAAAACTTGGTGGAT 

Sequence 1279 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAATGTGATTTATCAATTAATTAAATTTGAATT 

CCATGGAATGAAATATAAGTCAACAAGTATGACAGTTTCGCTTTGTTTATTATGGAAGAA 

TCATTAATAATTTGATAATTAAATGGTCCTGAATGGTTAGCCATGTTCTCCGCATTTAAA 

TAAATAGTATAAACATAAATGAAAATATTAAAGTAATTTCAACGTGATAGAGACCGCTTA 

MM I AGTTCAGGTAGAGTTCCAACCTAATGGTAATTAAGATTCCAGATCCGAAAGATGT 

CATGTGAATATTGCTCTGAAAAACCAAAATTAAAGCTTTCTTAAAG 

Sequence 1280 

CCCTTAGCGTGGTCGCGGCCGAGGTAC M M I II II M M I M I I II M II I NGAAGGCA 
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A7TTAATAAGATTTGAGCATAGATATTAAACTTAGCATGGACAGAGAAACTTATTTNTTG 
GGGGACTGGCATAAGTGAAAGAACAGAATCAGTNTGACCAGAGAGAGCATAAAAACTTT 
Sequence 1281 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTGACTTTCTAACAAATTACCATAAAGGA 

AGAATATTTTTCGTCTACTATTGTTAGAACACCTTAGAACCATCAAAAA TATA ATTACAT 

GGCTAATAGAAAAAAAAGAGCAGTTTTAAAATATGTTTTATGTAACCTATTTTCATTGTT 

TTTCATTTTGTTGTTGCCGAATAGTAGTTGTTCTAAGTAAATACAGGTCTCAATTTCACT 

ATGAATAAAAAAAAAAAAAANGAAAAAAAAAAAAAGTACCTTGGCCGCCGACCACGCTAA 

GGG 

Sequence 1282 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCmCT TATTT T CTTA ATCAATACAGCTAAAG 

GTTTGTCAATATTGTTGATCTTTTTAAAGAACTAAAATTTTGTTTTGTTG 

I I I I I I II I I CTGTTTTATTTATCACCACTCTTATTTTTAGTATTTCCTTCCTTCTGGTA 

GCTTTGGGTTTAGTTTGTTCTTAAGTTCCTTAGGTGTAAAGTTACGCTGTTGAAATGAGA 

TCTTCTTATTTAATGTATGCATTTATAGCTCTAAATTTTCTCTTAGCACTGGTTTCACTG 

CATGCTCTAAGTTTTGATA 

Sequence 1283 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I I I ! IJ I I J J I U JJJ IN LU J J.LLC I U JjA 

ATTAAAAANCNGGANTTGGTNGGTTNCCCAAGCTNGNNTTGAANNNCTGGGNTTAAACAA 

NNANNCTNGTTTGGCCNNCCAAANNNCTNGGATTANNNGNNTGAACCANCNNACCCANNT 

TTTAAAANCN^MATNTTTTTNNG G^^AANNTNA NANANCNNNCCCAAGGANTTAAANGGGN 

GGGAAAAACNTGGANNTTTGGN I I 1 1 I I I 1 1 

Sequence 1284 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACAAATAACAAGACAAATTTGACCTGTTCAA 

TAAATAGAAATGAAGTGGCTAAAAATGTTTAAATGGA AGTG GAAAACAGTCGT CTTCTT T 

GTACTTGGTCTCTACCTCAGATAATTCTTCTTTGAGCTTTTGAGTAGCTTCTCCTTTTTC 

ACTTAGTTCTACATGTATTCTATGCAGTGAGGTTTCAGATGCAGAC AATCT TGACTGAAG 

CTGTTGACAATCTAGGTCTTTTTGATGAAGGGTTGCCTGAATATTCTTTTTACTCACAGA 

TTCTTCATTATGTTTCTCCT 

Sequence 1285 

CCCTTANNTTGGTCGCGGCCCGAGGTACTTTTTAATCTTATTATTAAACTAACCCCTGTG 

GTGGTGTGGCTACATTCTTTGAGTTTAGAAAACGA GATAAAG AATTGCTCATATCTTCCC 

AAATTGTGTAGTATAAAAAGAATGCTGTCCTGGTTGTTTTTTGTAGAATATGGAAGTCCC 

TGCAGTAAGTAGGCAACATGCTACCCTTCTATTCAACACAGCACTAGAACAAGGCAAGTG 

GGACCTTTGTCGACACATGATTCGATTTCTTAAAGTCATTGGCTCTGGAGAATCTGAGAC 

ACCTNCATCCACACCCACAGCTCANGTTAAGCTGCAAAAGTTACACATCTTCTCTAGGCC 

ATACACCCACGTAGCATCTTTCTCTAATGGTACCTGCCCGGGCGGCCCGCTCGAAAGG 

Sequence 1286 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGGATGTGATCAACAAAGTTCTATTTTAC 

AGGAGTATGATCCTGTCGATACCTTGCCGTAGGTTATGTAACATGATTGGAGCGCAACCA 

GCTGTTCTCTTGCACAGATCGAGAGTGAGGGGTATTTTGTGACATTACACAGCATCAGGA 

GCCTGGTGCCTCATCAGGTGTAAGTTCTTATAACCACTCTTGGCAAATTTATTAAAGACA 

GGAACACAGTCAATCTGTAACTCATAAGTAGCTCTACGTTTACTTGAATTCACAATCCCT 

AACCCATCTGTCCCTGGCAGAAAGAAGGAAAGATGACATGCATGGACAGTGAACAGAAAG 

GGATGAAAGCCAGGATTCCTGGGATGAACAGACAGTGGCAATTAGGATGTGAAGACAGGT 

CACAACCTATTACTATGTCTAAAAACGACCAGAGCAGAGAGCCAGAAGAGAATAAGCCTG 

AAGTCACCTTCCACTNAAAAAGCAGCCAAACTCCCTCAAAG GAGTAACT TTTAAAACCTG 

GATCTAACCTGGAANGGGCTAAAAANTGGCTTGGTTCTGAGI 1 1 I I I I I 

Sequence 1287 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCCAGTTCTTTATCTGAATACAAGCGTTTTG 
CTTTTATTTCCAGTTTCTTGGACCAGAACAATAAAATACATAAGACATCGTTTCTATATG 
GTCATATACTATATAGAATAAAGAATTGTT ATGTAA A TTATTAAATGAGTA TACAGACCT 
TTACATAAAAACTAAGGTAC I ! I \ I I M ! I I I I I I I I GI I I M I I I II I I I I 
Sequence 1288 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGTGCAGACCGCCTAC CTCAT CCTGTGACTT 
AGAATGCCTAACCTCCTGGGAATACAGACCAGTAGGTCTCAGCCTTATTTTACCCAGCCC 
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TTGCTACATTCAAGAAGGAATCACTCTGGTTCTAATGCCTCCGACAGAATGGTCAGATTC 
TCAGACTCTAAAGCAAAGAAGACTATGTTCAGTGACAGCAAGACTGTTGAAGAAAAATAA 
ACTCGAATGGCCTTGAGGAGCTATTATCAATAAAAACAGTATAACTTATAATTATCTGTT 
GTGTTACAATGAAGTATATCATCACTGC 

Sequence 1289 v 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAGGTTGTTAGCCCTCTGCTGGAAGAGAGT 

GTATTAGTCCATTTTCACACTGCTGATAAAGACATACCCGAGACTGGGTAATTGAGAAAA 

AGAGGTTTAATGGACTCATAGTTCCATGTGGCTGGGGAGGCCTCACAATCATGGTGGAAG 

GTGAAAGGCACATCTTACATGTTGGCAGGCAAGAGAGAAATGAGAGCCAAGCAAAAGGGG 

AAACCCCTTATGAAATCATCAGATCTCGTTAGACTTATCCACTACCACAAGAACAGTGTG 

GGGGAAAGCACCTCCATGATTCA 

Sequence 1290 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATAGGCTCTGCCTATCTCTGTGGCATGGATCC 

TACATCCACAACTACACATTATTTATTTATTTATTTTTTGCAAATCCCAATTCCCCAG 

ATGGTCCTCACCTCATTGACATATGCAGGAAGAGCCAAGGGGGAAACAGCAACTTGGAAA 

TGACTATGACAGACTAACACAAAGGACAAGAAATGGCTCTCATGGGATGTAGGTGGAAGG 

AGAGGCCTCTGGCATTGGCAGCTCCCTACCAGAGGTGTCCTGCCCTCTGTTCTCTTGGGG 

TAAGGGAGCCACTGGGCAGGAGTAGGCA 

Sequence 1291 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATAAGCTCTGCCTATCTNTGNGGNATGGATCC 

TACATCCACAACTACACATTNTTTATTTATTTATTTTNTGCAAATCCCAATTCCCCAAAN 

ATGGGCCTCACCTCATTGACATATNC 

Sequence 1292 

CCCTTAGCGTGGTCGCGGCCGAGGTACA I I I I I I I I CCTC M M I I I I I M I I I I I ! I I A 

ATTCTGAGATrrCCCCAAGCTGTGGATTCrrCCTACTCC TTAAN AAAAAAA CTTTG GTTT 

TATTTAACATCTACACCTTTTNGTCAGTTGTGTTAGCGTGTTTTCCACCCCATTTTATTA 

TACTCTTAAMGATGTAATTGTTGTCATTTTTGAACAGTTAAACATNTTTGNGTATAAAA 

AGAACCCCMTGGTTTTAGTTATNGCTTTGT^ 

AAACTTTCAACTAATCAAATAAGGGAAAGAAACTGTCTTTT 

Sequence 1293 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACCTGTTTAAGGACATACCAGAAAAAAAGTAT 

TGAI I I I IATCCTATGCTAAACAGTGCTGTGATAACTTTTGTATCACTTGGAGAATGCTC 

CTGAAATTATGCAACACTACTAGATAACCCCTGGATCAAAGAGGAAATCAAAAGGGAAAT 

TTCACACTGTATTGTAAAGAGAGGAGACTTTTATGCCAAAATACAGTAAGTCTTTTAGTC 

AGATAAAATTAATAATCTTAAATTCCATTCATGTTAAAGAAGAAAGACAATTAAGAAATC 

TGACACTAATCAGAAGAAATTAGGAAAACGAATAAGTAAAAGAATCTGAAAAGGAGAAAT 

AAAA 

Sequence 1294 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGGAGAGTGAGGTGGGAGAAGAAGAGTGTC 

TGGTTTTGTGTGCTNACATGTCTTCTTGGCATGAGAATGTTTAATTTGGAANTAGTGGGN 

CNCTCAGAGCCNTCCTACAAAGGCAGTGGCAAAGCTTCNTTAC CGTGA CATTTGTTNAGT 

ANTAAACTTTGCCTNGGCACGCGNCNTCCTGNAAA NTGTN TTTGTTTTGGGCCTATTTCT 

TGCTGAGNTNCCCTTTANNGGNTTGTNCCTTCGNNTTTTTCATTTCNANCTAATT TNGCC 

TCCCCATATNGAACAANATTGGTAATTTCAACNATGGGNGNGNCCAACNTTGGCTTTTTT 

CTTTTTTTGNGACTATGNCCCCCCTAANTAACNACCCTTGGGATNCAANTTNGTNAANTT 

TTCTTTTCCTTTTCCTN N NGGNGGGGNGCCTTNCCTTN NC AAN NGGGAAAACCCCC AAAA 

ATTTTNTTTTTNGGCCNANCCNTCCAANCAAATTTTTC 

Sequence 1295 

CCCTTCGAGCGGCCGCCCGGGCAGGTACNGCGGGCTCTCTCCATGGGTCTGTGTTCCAGA 
AAGCTATGACTCTTTAATGCATCTCTTAG I II I I I CCTTATTTCCTTTATTCTTAGTATC 
ACAGTCCATGATATCCACTGTCCTTGGGGCGCCCAATTCATTGTGCAAAAAGCATTTAAA 
TCAAAATACCCCTATTTGTTATTNTTTTTAAAAAGTAAAGTGGGGGATG 
Sequence 1296 

CCCTTTCGAGCGGCCGCCCGGGCANGTACAATGCACATGCCGAANGACCTTANTNTTGGA 

TGTGATGAAATGTTTTCTATGCCTGGAATAAAT GCCTTNC TTTGGGNTGTAATATCTTAA 

ATACGTATTGCTCCTCNATCTGTGAGTTATTTAATTTTTTTCTCTGAAGNAGCTNTGATT 
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TCTGGGCTTTCTAGTGTGATCATCTA 
Sequence 1297 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 
TAAGATATAGCATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCNGTCTACATGGCA 

Sequence 1298 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGCTTCCTACTTCCACCAACCCCTCTTNGCAGA 

GACTGCTCCATTCCATTAAAAGGNGAAGGTTCAACTGGANACCTNCAAAGTTGGCTGGGC 

CT 

Sequence 1299 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAACGTGATGAAAAATATGCCAGACCTGGCCG 

GGCCTGGTGGCTCAACGCCTGTAATCCCTGCACTTTGGGAGGCCGAGGCAGGTGGATCAC 

GAGATCAGGAGATTGAGACCATCCCGGCTAACACAGTGAAACCCTGTCTCTACTAAAAAT 

ACAGAAAAAANAANAAAAAAAAAGAAAAANGGTCCTTTGTNTACTGCAGTTGTCNTNTAC 

ATGGCATTGGACAGGACATAATTGTAA AACATA AAAAGTGCAATTGGTTACACTTACATN 

TGATAGTGAATTGGCAAACGTGACCAATTTTTT 

Sequence 1300 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATACAAAAAAATCATTAACTCATATATTTCAA 
GAGTAGGAAATGGGAACTGGTGTTAAAACTCT TATAACATATGTCACTGNCT TAAGGGAC 
AGTGTTTTAAAAACGCATACCTCGGCCGGGCGCGGTN 
Sequence 1301 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 
TNTAAGATATAGATTTAAAAAGCATTNGNAAA7TGTATACTGCAGTGTCGTCTACATGGC 
ATTGGACAGGACATAA 
Sequence 1302 

CCCTTGAGCGGCCGCCCGGGCAGGTAGGGCGCGCAGCAGCACTCGCCAAAGTCGTCGGA 
G 

ATGCGGCAGGCAAGGCACAGAGGAGCAAAAGTGCCGCACAGACAGACAGGCATGTCGTTG 

CAGCAGTCCGTGAGACCTGTGTGCCAGTCACTGAGCTGGGTCTGGTAGCAGCTGGTGGTG 

GCGCACTGGGGCTGACTGGTCACAGGGTAGGACATAGCTTTGCCTTTCACGTTGTCGTGC 

ATCTCAAACTGCATCTTGCTGGCCCTGAGGAGGTGGCGTTGGGGACGGCAGAAGTGGCCT 

GTGGCAACAGTGGCAGNAGTCTTGTCCAAGGGGAC 

Sequence 1303 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAAAAAACAAAACAATGGAGTATGTCCTGTTG 

GTAGAAAAATTTGAGCAACAAAATAAATAAAGTAGTATAGGATTATGACCCCAAGTATAA 

AATAACCATCTATGAGTCCATACATATATAAATAAATGATTGAATAAATATATAAACGGA 

GAAGAAAAAAAGACTATCCATAGCAGAAGAATTCCAAATAATTTTATAGACAGCTCCCCT 

TTAAGAAAACAGACCTACTGAGTGTGGTCTACAATTAATGCTCGCGTACCTGCCCGGGCG 

GCCGCTCGAAAGGGCCGAATTCCAGCACACTGGCG 

Sequence 1304 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGATTAAGCCAAACTTCAGCAAAAAAGGAAG 
TGCTGCATTGNAGCAGTATTGAAAGTTATGTAGGTGGATTTTTAAAAAAATATTACAGCC 
TAAATTTTCTTAGCAAAAGTCAAATGAGTAACAACACACAGTTTGGAAACATTTGNAGAG 
GAGAAAACAAATATCTGACAAGAGTACCTGCCCGGGCGGCCGCTCNAAAGGGCGAAT 

Sequence 1305 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGAAAACTGGACATTATAACATTAATTTT 

ATTAGCTCTCTGGGAGTGAGCTACATGATGTTGTGCACTGAAAATTACCCAAATGTTCTC 

GCCTTCTCTTTCCTGGATGAGCTTCAGAAGGAGTTCATTACTACTTATAACATGATGAAG 

ACAAATACTGCTGTCAGACCATACTGTTTCATTGAATTTGATAACTTCATTCAGAGGACC 

AAGCAGCGATATAATAATCCCAGGTCTCTTTCAACAAAGATAAATCTTTCTGACATGCAG 

ACGGAAATCAAGCTGAGGCCTCCTTATCAAATTTCCATGTGCGAACTGGGGTCAGCCAAT 

GGAGTCACATCAGCATTTTCTGTTGACTGTAAAGGTGCTGGTAAGATTTCTT CTGCT CAC 

CAGCGACTGGAACCAGCAACTCTGTCAGGGATTGNAGGATTTATCCTTAATCTTTTATGT 

GGAGCTCTGAAATTTAATTCGAGGCTTTCATGCCTATANAAAGGCTTCTGCCAANTGATG 

GNGAATGATTTTAATTACCTCATTGGCATTTTTTCTTGGGAACAAGCAGCCCTGGCCTTT 

ACCCAGGGTANGTTTTCTTTCATTTTTNAAAGAAACACCTTTACCATTATTGNTTNCTTC 



Page 203 of 22 1 



WO 01/42467 



204 



PCT/US00/33312 



Table 1 



AAGGGATTAAGTCTAAACAATTGGGCCTTTTTAAAATAANTTATTTAAAAACCCCCAAAA 
AAA 

Sequence 1306 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCAGTGGAGGACACGAATTCTATACCTGTAGG 

ACAGTGCATGGAGAAAAACCTAATGCCGGCTGTCCCTCAGAAAGCCTGGGGCCAGTGCCT 

GGGCTGTCACCTCATCCATGCTATCAGTCTACTTTCCCTCTTAGCCACAGAAAGCCCTGA 

AGAAAGTGGCATAAAAATGACCTGGCTGGGCACAGTGGCTCATGCCCATTATCCCGGCAC 

TTTGGGAGGCCGAGGTGGGCAGATCACCTGAGGTCAGGAGTTCAAGACCAGTCTGGCCAA 

CATGATGAAACCCGGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGATGGTGGGCGC 

CTGTAACCCCAGCTACTCANGAAAAGTGAGGCANGANAATCTTCTTGAACCCAGGANACG 

GAAGTTTGCAANTGAGCTGAGATCGCATCATTGGACTTCCAACCTTCAAGCGAGAACCAG 

CGGTTNGAATTTCCCTTTTGTATGAACTGGTCTTTTTAATC 

I I I I I CAAATTGGTTTCTATTGGG I I HIIIIM f CTTTTTTGGANGTTGGGACTTTTTT 
AATCTACCTTGG 
Sequence 1307 

CCCTTAGCGTGGTCGCGGCCGAGGTACCC1TGTTACAAATATACCATCATCATCAGGTCT 

GAATGGGTTTCCTCTACCCCCGACACCACCTGATATGCTAAATCCAAGTTCTGGATCCTT 

TTCAACCCTCACTCGAATCTCTTGTTTTGCCAGTTCATGGCCTTGTCTAGGAGAACAATG 

GGGGTGTGTATATGGAGAGTGGTGGGGGAGTTTGAGGATGAAGTAATGAATTAGTTGTTG 

TCTAGAGGGATGCCTTGCCACAGATGCCTGAGGGGGGTGATGTATTTGACTATAATTTGC 

CTGAGGCCTGAGAGGCTGGCCCATCTGTCCATTACTCAAAGGCATCTAAGAAAAACATGA 

AGTATCTTAAAATGACCAATAATAATGTCTTATTTCAAATATTTGGATTTCTTCTTGGAG 

CATTACAAAAGCACTAGAGTTTTCACATTCTAATTAAGTCAAACAATACCATGCCACTTA 

CTATTTTTCTATAATTTTAAAACTTAAAAGAAATAAGCTATTAATGGCTTAATT 

TTCCTGAGTGCTTGGTGGTACACTCACTTTTTTAAGCTT 

Sequence 1308 

TTTTTCGCCCTTNTTNTGGNCGCGGCCGAGGTACTTTGTGN1 I i I U I II I I I I ITTTTG 

GGNCACAGGANTCCTGACTGGGAAAACCCTGAGCTACAAAAGCMGATTTTACTGAAATT 

AATTATTTCACAGACAGACTGGANATCACAGGTCACTGAAA AGTCATT TCACTGAACAGA 

GCTAAGGATCTAGGATAAATTGTAATAACAGCAAAGGGAAATTTTTTTAAAGAAGAGCAA 

AACTCAAAGTCAAAACATCACATACTCTTATGCCTTTGGAAAAGAAATAATAAAAATAGA 

AATTTGCCNCCATCAAAATTATAATACTATTTCTGAATTCAGGGAAAAGACAGGNGNAAT 

TAAAGGGAATTAATTAAATATATCAAATNTCTACCCTATTATNAACATACCAAGAAAATG 

AAACAAAAAATTAATTAAAAACAAATTNTTTGGGCTCCACCCGAAAAAGAAAATNCCTCC 

AGGNGGCACACACACCACNNCACCCCACACCACGGCCACAACAAAAAAC 

Sequence 1309 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC II M I M I I I I I I I M I I I M I I NCTTT CTT 
I I I I I M I ll I I I I I I I I I I I I I I I II I I I I I I I I I I I AAANAACCNNAANCCNTTTTTT 
TTTTNACCNAAGGGGTTNNNCTNANTAANNCNACCCCNTTTNAAANNACNNNNTTNAAAA 
N N NTTNTTAN AAAAAN N ATTNN ACCCCN NTNTNAAAAAAAAAAA 
Sequence 1310 

CCCTTTCCAGCGGCCNCCCNGGCAGGNACAAACCCTNGTAGGNTAATCCANCTCTAATTG 
ANNGGGGAGCNNACCTTCTGCTTCCTTTTAATCCCAGATCNGAGGCCAAGGG 
Sequence 1311 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAAACTAAAATTATGGGAGAAGAAACTATGA 

GTGAAACGATGAGAAAAACCTAATGCATGATGTAGAACTGAGTGGTGTTAATAGCAGAGC 

ACTGGAGGGAAGGGCCACAAAACTCTTCACCC CAAG GTCTAGAATCATTCTAGAATCATC 

CTACAAGCCTAGTTTTCATGAGATTCAGCCCTATTTTATTTCTTGCTC TTGGA ATTATAT 

GAAATTACGAATTTCTGTGTGTTGTCAGCTGTAATAGAATCCCTGGAATTTTATTTACTT 

TTAATTTTGTTTATTTATTTATACTTATGTGCCATCTTCTCATGAAAAAGAGGCAGTATG 

TTAAAAGTTTGAGTTCAGATTTTCTGATGTAGATAAATAAGCTAAAGAAGGCAGGGTGAA 

GTGTGATATATGAGAATTTCCAGAGCAGGGTATTCGTAACTTGTAAGTATTTAGTCCAAG 

TTCCCTCTCCCAACACATTTTACACTAGAATAAGATTGAAAGGCCAGATGTGGTGGCTCA 

CGCCTGAAATCCTTTTGGGAGG 

Sequence 1312 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
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AGTAAGCCAAGATTGTGCCACTGCACTCCAGCCTGGTGACAGAGCGAGACTCTGTCTAAA 

AAAAATAAATAAATAATAGAGGTGAATGTCTGCATTAGGATCAAGACAAGAAGAAGACAG 

ACAATCACTTTGGAATTCTGAGACTACCTCCAAGAATCATCCACGGAAGGATGTCAGCCA 

TTTAACCAGGGCTACGGATCAAAAAGGAAAAAATACAGTCAGTGGACAAGTAGAAGAGTC 

TCCTGAAAAATATCCGTATTTGAAAAGGCAGCAGGAGTTGATAGAAAACATAACTAAAAA 

AGTAGAAGACACTGTTAAATTTGAATCTGGATCCTATATAGCTTCTTCTCTGGGATCTAC 

TGAGGAGTGAAATCTAAATGAAGATTTAGCTTAGAAAGCATGAAGATAGTATGTTCCAAT 

TTTAAATAAAAATTATATTGTCTGAAAGACAATACAATTTTAGTACCTCGGCCGCGACCA 

CGCTAAGGG 

Sequence 1313 

CCCTTAGCGTGGTCGCGGCCGAGGTAC II I I I 1 1 II 1 1 I I II I I M II I GG NTNNT TTTT 
I II II I I I I II I II I I I I I I M H I I I II I I I I 1 1 II I INAAAAAAAAANGGCAATTTTA 
AN AAAAAAATN N AAATTTGAC NGGN NAATACCAAANGGAAAGTGN NTGANCCNCN NAAAA 
AAAAN AAGGTTTTACNTTTTTC NAAATTTAN NTNTTTTANAAAAAAN AAAGTTTTAAAAN 
TTNNGANTTTTAAAACCNCTTTTNAACTGNAAAAATTTTTTNAAANANCTTTACCCG 
TTAATATAAN C N AAAATTTTN NTTTTTTAAANTA/wAAATTANC NACCC N AATTTAAN 
Sequence 1314 

CGCCCGGNCAGGTACCTNCTTAGAAACCTAGACTCCANA GAACACT G TTTGA CAACCACT 

GC AGTAGAAC ATAATATATC AAG ATTNTAG GAGTGGGTTTGTTTTTTG A7TTTTAG ATGT 

TNTAGAATAACATGCATAATCAAAGCTAATAATAC TGTGT TTTCTT TACTC TTTTATTTG 

CCTCTAAAGACATCCACNCATAGNGGTGAACTGATTTTTAATGCGTTTTAAATAAAAGGC 

ATTGAAAAATATTAATAATTGNAGTTACTAAAAGTATTTCTCTTTGCGATTCTCTNATCT 

GTGTTTCCAGACCGGTTGGGAGGGGTGACAGATCAGAAGGCTCTGGTCAAGAGAATGAAA 

ATGAGGATGAGGAATAATAAACTCTTTTTGGCANGCACTTA AATGT TCTGAAATTTGTAT 

AAGACATTTATTATA I Mill I CTTTACAGAGCTTTANTGCAATT TTAA GGTTATGGTTT 

TTTGGGAGTTTTTCCC I I I I I I I I I GGGATAACCTAACATTGGGTTTTGGA ATGATT GGG 

TNCCATGAAATTTGGGGAGATTGGTATTAAAACAANAACTAGCAAAAATGGTTT TTAAAA 

CTTTTTTGCCCGTGTATTGAAGGAAGTGCTANNAAAATGCNAAAAGTGCCAATATTTTTC 

CCTA 

Sequence 1315 

CCCTTTGCGGCCCGCCCGGGCAGGTACATTTGGTGGAGTTTGAGACCAGCCTGGGCAACA 

CAGTGAGACCCTGTCTCTAAAAGCATTAAAGCATTAATC CTCGCATTTC GATAGGGCTAT 

GTAGCTTTTAAGTAAGCAATGTTAGAATGAGTTGTAGAGTTTTATTTTTGTGAATATAGT 

GAGTGACAGATGGCAATTACATGAGGATATTTGAACGAAGGTACCTCGGCCGCGACCACG 

CTAAGGG 

Sequence 1316 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCAAAGACACTTATTATTCTAACATGCATCAAG 

TAAAGTAAAACAAGGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGT 

AAGGTAGTGGACAGCTGTGTGGCTCTGGGGATGAGACAGACTAGACCAGGCAAGTGCTTC 

AGGCAGGTGCCCCGTCGGGAGGCCTCTGGAGTTACTCATCTTGCAGCCTCGGGCTACTCA 

CCATCAGGGAGCCCCGCGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 1317 

CCCTTTCGAGCGGCCGCCCGGGC AGGTACTN NC ANG I I I I I I I I I I I I I I I M I I I I I I I 
I I I I I I I I I I I I I M I I I I I I I I ACNCTGAGTCAAAAAATTNTTTTAATAGTTNC AAAAT 

m 1 1 1 1 1 1 n m 1 1 n m iacaaaatcantttaaaanancnggngatttnnccntaatt 

ATCAAAATTNTTTNTTCTTGGGGTNTTGGCTAAGGGGGGCTNAAATAAAAAAAAGGCCTT 
NGANTNTTGGNTCAAAAATTNTNNTAAAAANCCCCCCCTNTTGANNTTTGACATGCTTAC 
CCCTTATGAAAANNCCCCTCNNTTAAAAAAAA 
Sequence 1318 

CCCTTAGCGGCCGCCCGGGCNGGTACTACTTTTG I I I I I I I I I I I I I I I GGATCAATAAG 
TNTATTTATGTTG N ATC ACAC AATAGTTACACAAGCATTTAAAAAC AC ATGCNCAC NTGT 
TTATTATACCATACATACAAACACACATACAACTTAATATTTACAAGCACATACAAGCAC 
ATACAAACATATAAACAACAAACAACACTAATTNAACATACATACAATACTTACAGCTTA. 
CGTTT 

Sequence 1319 

CCCTTAGCGTGGTCGCGGCCGANGTACATGAAAACATCAGTGTGACAGTTAATATTAAAT 
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GTCAACTTGATTGGATTGAAGGCTGTAAAGTCTTGTTTCTGGGTGTGTCAGTGAGGGCGT 

TGCTAGAGAAGACTAACATTTGANTCAGTGGACTGGGAGAGGAAGACCCACCCTCAATAT 

GGGTGGGCACCATCCACTCAGCTGCCAGCGAGGCTGGAACAAAACAGGAGGAAAAAGGTG 

GGATAGGTGACTTGCTGAGTCTTCCAGCTTTCATCTTTCTCCCCTGCTGGATGCCTCCTG 

CCCTTGACATCAGACGCCAGGTTCTTTGGCCTTTGGACTCTCAGACTTACACCANCGGTT 

TGCCGAGGGCTCTTGGGCCTTTGGCCACAGACTGAAGGCTCTACAGTGTTGGCTTCCCTA 

CTTTTGAGGCCTTTGGACTCGGACTGGGCCACTACTAGCTTCCTTNCTCCTCANCTTGCA 

GGTGGCCTATAATGGGCCTTCACCTTGTGAACATGTGANCCAATTCTNCTTAACAAACGC 

CCCTTCATACATACATATATCCTATTAGTTCTGGCCCTCTGGAGAACCCTAATACACTCG 

ATAAMTTTCAATTAAAATTTTTAAATA 

Sequence 1320 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 I I I I I I 1 1 I I 1 1 I M I 1 1 N I I ICi M I m 
I MMM I i M I l l I I I H I UN I II M l i ll I MH I I H I I Ml Ml M< I ' MHI 

Sequence 1321 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I lllllllll llllllllllllllll ICT TCTT 

MM III I I I M M M I M I MM M I I M M I I I M I I M I M M I M I M M I 

1 1 I I I M I I I I I I I II I I I I I I M I I H I I { I I I I I I H I AAAAAAAANT 

AAA 

Sequence 1322 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGCTTCTTCCTATTAAGTGCCTAAACTATAG 

GCAAACTTTGGTGTTCCCACTAAAACACAAGAGCCTCACACAATTAGGAAAAAAAAATCA 

AAAGAAACAAGGAAACTGAGAATGGAAGTTAGTGTAAATCTCTGCATTTGGGGAGTTGTC 

ATTAACTCCAGAGCCCAGCATAGTTTCCATGGAGCCCTGAAGGGAGGGGACCTCCTGCCA 

CAAAGAGTTTCGTTCCAGACGAGTCGTAGCAGTGGGTGTAAACAGCATTGGGGAAGAAGT 

CAATGTCTGAAAAGTAATTCCTCCAGGTTTCATCATGATTCTACGGGAAGAGAAAGAGAC 

TACAATTAGCACCTCTAGCCATGGGGCAGGAAAAGGGGGAGGAAGGGACAGGAATGCTTT 

CTGGTCTCCTTAAGGGAACAGGGTTCTACAGGTACCTGCCCGGGCGGNCGCTCGAAAGGG 

CGA 

Sequence 1 323 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I M I I M I I M M M M M M M M ITCTTT 

I IMMIM M l I M l I I I II M MMMMM I I II I I IMM M Mill H II M III 

M M II M I I M I M I I 1 AAAAAANAAAAAAANNNAAANTNAANGGGNGNNAAAAAANTT 

TTNAAAAAAANTTTNCCAATTNGGGTTTT^ 

ATTNCCCNNNAAANTTTTNACCCCCCCCCNT^^ 

Sequence 1324 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGTTTAGTTATGGCTGI I I ! I IG CCTCT AAC 

ACTTTTATTTTAAAAAGAAAATTAAAAT^ 

TTACTTTGAATGATTTTTGTAATTCAGAATA^ 

TAATTATTGGTAGAGTTCATCTAATTACCCTATAAATCCCTGGAGAAAGGT GGCCC CCAT 

ATACTTTATTTCTTGGTTATATGTATAAAAATCAGTAGGCAATGTAAAAATG I I l l iGTG 

TGAATTTATGTGAGTTATAATTCTAATTCTATGTCMTATTCACCTCAGATTACCAC 

AAAGCTCAGTCACCAACTATGCCTCATACTGAAATACCCACTGATTAAATCAAGTTGACA 

ACCAGCTCCTATCGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 1325 

AAGCAGGCATGGCATATAANCAAGCTTTTmAAGGCTGAGTGACTTA 

AGGAAGGATAGGAGGAAAGGAAATATAGTGAAAAGGAACAGAGAGGAATAATAAAGCTGG 

CAAGTCACAGACANCATAATTAGACTATCAAAAGAANATTTGGAAGAAAGGCATGGACAG 

GAATAAAGACCTNCTTCTAAAGCAAGGTAGGGAGAGCAACTNNATGTAGATTGAANAGAA 

AAAGGAAAGAAAAATG 

Sequence 1326 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATATTTATTTACA 
TTTATAAAGAATTTACTAACAGTTW 

GGCCCTTTACATAGAAAACAGCATTCrTTTTGCCAAATATGACC 
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TAATTTTTGATTTATGTTTCAGCTAGATCTAAAAAGCATCTGAAGGAATTTACAATGAAA 

GATACCTATGCAATAACATTTAGGATMTCTTTGACATTTTGGAAAAATAAGAATTGAGG 

AAAAAAGTGTATCTTTCAAGTAGATGCAAAGCATTATAATGACTGACACTTGTATCTAAC 

TCCAGTCTTACAGATAACTAAGGCAAAAAGCTAAATAAAC AATATGTA ACCTCTAACATT 

TGGTAAAAGGAAGTATACTGGTCTGTTAGCAGAGACAAACTTTTTTTAGAATTGAAGTCT 

GAAACAAACAAAAG 

Sequence 1327 

GCCGANGTACANGCCGNGGAAGAGACTCAAGTAGGAGCGCCTGCCCGAGCTGANACTAGA 

TGTGMCCTTTCACCATGAAAATGTTAAAAGATATAAAGGAAGGAGTTAAACAATATGGA 

TCCAACTCCCCTTATATAANAACATTATTACATTCCATTGCTCATGGAAATAGACTTACT 

CCTTATGACTGGGAAATTTTGGCCAAATCTTCCCTTTCATCCTCTCAGTATCTACAGTTT 

AAAACCTGGTGGATTGATGGAGTACCTGCCCG 

Sequence 1328 

ATCTCCACCGCGGNGGCGGCCGCCCGGGCAGGTACCGGAAATCTGCAGATCGCCAAGTAA 

TTCCTATAATGATGCCCTCCTCACGTTTGTCTGGAAACTGGTTGTGAACTTCCGAAGAGG 

CTTCCGGAAGGAAGACATAAATNCCCAACGAGGAGGGACATNGGANCTCCACGACNTNNC 

TCCTATTACTCGGCACCCCCTGCAAGCTCTCTTCATCTGGGCCATTCTTCAGAATAAGAA 

GGAACTCTCCAAAGTC ATTTTGGGAGCAGACCAGGGGCTGCACTTCTGGC.AAGCCCCTGG 

GAAGCCAGCAAGCTTCTGAAAGACTCTGGCCAAAAGTTGAAGAACCGACATCAATGCTTG 

CTGGGGGGAGGTCCCGAGGAAGCCTGGCCTAATGAGTACCCTCGGGCCGGCTCTAAGAAA 

CTANGTGGGAATCCCCCCGGGGCTGGCAGGAAATTTCGATNATTCAAA GCTTT ATCGNAT 

ACCCCGNCCGACCTTCGGAGGGGGGGGGGCCCCGGGTACCCMGNCTTTTTGTTTCCCCT 

TTTAGTTGAAGGGGGNTAAATTGGCGCCGNCTTTGGG 

Sequence 1329 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAAGGTTTGGGATTCAGCATCACTTCCAGA 

GATGTAACAATAGGTGGCTCANCTCCAATCTATGTGAAAAACATTCTCCCCCGGGGGGCG 

GCCATTCAGGATGGCCGACTTAAGGCAGGAGACAGACTTATAGAGGTAAATGGAGTANAT 

TTAGTGGGCAAATCCCAAGAGGAAGTTGTTTCGCTGTTGAGAANCACCAAGATGGAAGGA 

ACTGTGAGCCTTCTGGTCTTTCGCCAGGAAGACGCCTTCCACCCAAGGGAACTGAAAGCA 

GAAGATGAGGATATTGTTCTTACACCTGATGGCACCAGGGAATTTCTGACATTTGAAGTC 

CCACTTAATGATTCAGGATCTGCAGGCCTTGGTGTCAAGTGTCAAAGGTAACCCGGTCAA 

AAAGAAGAACCACGCAGATTTGGGGAATCTTTGTCAAGTCCATTATTAATGGAGGGGGCA 

GCATTCTAAAGATGGAAGGCTTCG 

Sequence 1330 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGTGTTTTGATAGTTGACTAACACTGACCTG 

TAATGGTCCTACACCCTCTCCACTTACTTACACTATCTTAGGTAAATAAGACTTTTATTC 

CTAAGTGTGAATTTTCACAGGAGGAGAAATCTGGCAGATAGATCCTCACCATCATCTGAA 

CACTCGAACTGGACTTCCTTTTCTGAATTGACCAGTCAAAGAGAAAGGAAAA GAAAA AAA 

ATATGACCCGGTTGAATTTAGAGTATCAAAGCATGGAGTATAGAATAATTTTGTTTTTAA 

AAGAGGAGCTATTAAGTTGAATGGAAGGAAAAAGTTCTGGAAAATGCGTTCCATGTAAGG 

ATAGTAATCCCG 

Sequence 1331 

TATCTGCAGAATTCGCCCTTAGCGTGGNCGCGGCCCGAGGTACTGTTTGCATTAATAAAT 

TAAAGCTCCATAGGGTCTTCTCGTCTTGCTGTGTCATGCCCGCCTCTTCACGGGCAGGTC 

AATTCACTGGTTAAAAGTAAGAGACAGCTGAACC CCCC GCGTACCACTGTAATCATTATT 

CCCAATGTTATGATTACATTGACAGATAACTCCAGTTTTGCTAACCTGAACTGAT GTTAT 

GGCCATAATATGTTGTTGATTCATGGCAAANGGTGATGTGTGAGTTATGATCCTGTTTTT 

CTCAAAATGGTGGTGGAGGCCGGGAGCTTATATGTTTATTTATGTATGAATGANGATAGC 

AAGAGATGGCATATAATCACCAGACTGATCATATTGGATTCTTTG 

Sequence 1332 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGATTTTTGCAAGCCCTCTATTTAAAATTC 
CCCAGAAATTAAATAAGGAGGCTTTGGAGGGAGGAATGCCCTANA CAAATTGTGG AGTGG 
GTTTGTTTTGTTTATGGAGATGGTCTTTAAAGTCTAAATTGTC 

CAATTGAAGAGGGGCTGAACTCAGCTGGGAGGGAGGGGA TGGTT GTCAAGCCTACAGCTT 

TTAGTTGAAACCAAGTCCATTCTGGGGCCAAGAAGCTTCCATTTTTAGCAAAGAGAGAAA 

GGGGAAAAATATACANACTCGTACCTCGGNCGNNACCACGCTAAGGGGCGAATNCCAGCA 
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CA 

Sequence 1333 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTMTTCATTCTACTTTGTGTTAACTATCTT 

TTTATGTGTAGGTCTCATCACCCCAACCAGACTATAAATTCCTTTGTCATTATTTAAATC 

CATGCATGGAACTCCCATAGACATCAACCAATCACCAATAGACAAGCCTTAGAACATGTA 

TTACAGGAAAAATAGAGTAACACATACAACTAATACAGAGGAAGAACANTTGACATTAAA 

ATAGAANAANAAATTAACACTCTTTGGANTCTATAAANAAATGNAAACAGAAAGAAAGAT 

NGAAGGATAATNCGTNAACTTAGAATATTCA7TTGCCTGCTTCAACATTCAATAATTAAA 

Sequence 1334 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGTTCAACAAAGTTTGTTCTTGATTAAAAAA 

AAAAAGAATGAATATCTAATGTATAAACAACTCCAACTTAGATTTCCAAAATCTTGCATT 

CATTCACATTTGTGCTTCTTTCTACACAGCTGTCATTTACATTCCTAGGCTTGTATTTCA 

CTATGTAAAATGGGAATTTAATCTTTATAAATGAGGCATTTATGTAAAAAAAAAAAAAAA 

AAGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCACACTGGCG 

Sequence 1335 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATAAACCAGCCAAAGAAAATAACCAGTTAG 
CACTTAAATAAGAATCTACCATGTAAAAAACACAGTATGGGACACTACAAGGTAGTATTT 

ATATATTTTTTAAA7GACTGAGCTACAGTACCT 

Sequence 1336 

CCCTTAGCGGCCGCCCGGGCAGGTACATCTATCTGACCCCAGAGTTACCCTTTTCTATCA 

TGCCCCCGTAGGATATTGCCTGGGGACACCTGACAACAGAAAGTCTAAGGTTTTCATCTA 

GGATTGGGAGTTACCCCAACACCAGCAGGATGCAGGAAAAAGTAACTGACCGGATGGTTG 

CCTCAATCTGTTGATTCTTCAGTGAGTTAGCTCAGATTTTGTCCAGGAACAGCTTTCAGA 

GCCAAAGATTACCGTATTGAACTCTACCAAGGCATCTGGTGACTAGAAAACTCCTGGAAG 

GTGGTCATAGCAGAAATTGTTGGGAAAGTTCTCAGCATAATAAAAGAGAAATTTTTATTT 

CCTTCATTGATCCACTCCTACAGGGAAAAATAAATGGCANATGAACCCATGTATGTCANA 

CTCTGNAATAAACATCAGTGAGATCACAGTGTCAGNGAAATTTCAGCCTGAATTAAA 

Sequence 1337 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I 1 1 M I I I I I II I I GCAAACCTT 

ATAAATAAAMGTGGTATGCCAGTAAAGTTTCAATTTACATTTCTCTTCTGAATGAAACT 

GAGCATTTTCCATTTTCCTCCTANATTCTTAGGAAGCCTT TGTA TCTGCGATATAAGTTA 

CTTTCTCCTTCTTTGTCATGTTGTTTAACTTTGCACTTTC I I I I I AAAACCTGCAGTAAA 

TTTTAAATCTTTTCATTCAGTGCTTCTGGTTTTCAAATCACATACAGAAAGAATCTCCCG 

AGTCANAGGGTGTGACCACAGACTGTTCTGGTGCTTCTATGGCTTCATCT TTTCA CATTT 

GAATCTCTGACGTAGTTGGAATTTATTCTGGNCTATAAGGANCCGACTTTATTTTAAGAA 

CAAAATTTTTTTNAACAAATGGTAAACTTAACTCCTAAAGGCAGATTNT 

Sequence 1338 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTGGTAAAAGATTTTAAGAAGGCATGGGAAT 

ATGAAT7TCTCACCTAAGTTTAGAGGGTTAAAGGATTGTGTTAAGTGAGGAAGGAAAAAA 

TCTAAAGGTTTAAACAAGTTGTGAAAGGTTTATAAAAAATTAATGTGTGCAAACATATCN 

GGCTAAAGTTAAAGAGGTATTATTCTG I I I I I C C AT AAATTG AAC ATTG G AATAAAAGTG 

C AAC AGAGTTTTCCTAAATC ATTG NTCTGCTCTTTAACAAAAAAAAN ATTGTAAAN GGTT 

ATAAAAGGNTTATAANAATCTTACC 

Sequence 1339 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAAAATTTCCACTATCAGAAGATCCTGATT 

AAAATAAAGAAATACATAAAACTCAAACAGTMGTCAATGTGATTATTTGTTTCATTTCA 

GAAGATCTATGGGTCCCACTGCCCGCCACACGTAGTCTCCTGGGTTCTCAACGAAGTGTG 

ACCAGCTCTTCTGAAGAGGTAGGGTGAATGGCGACTGTGTTGTCA 

Sequence 1340 ... ■ > 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAACTATTTGTTTCTTCTACGATAATTGGT 
TTGTTGTGACTTTATCTACCTAGAGTAAATTTTGGCAATTTGCAI I I I I CTCAAAATAGT 
TTTTGAATTTATTGTGTAAAATTGCTCAAAATAGTCAA 

CTATTTCCCCCTTGTCATTTAAA I I I I I GTATTTGTGCTTCCTCCCGCGTACCTGCCCGG 

GCGGCCGCTCGAAAGGG 

Sequence 1341 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACT TTGA CTATTTTTTAGCAACAAATTACTTTT 

GACACACAGCACAATTGATTTAACACTTCCAATTTTGGAACTATTGGATAAATAATGATG 

GGATTTAAATAAAGCAATCCGATTCTACTATTACAGCATAGGGTCTCTTGTAGTCCTCTT 

AGTAAAAACTATTGTGACACTTCCTTCTTTC TCCAAATA TTCGGCCTGGAAAGACCTAAA 

TACAATGCAGGGATTGAATCAAATTCACACA I I I I I I I I CCTACGGAAACAACAACCTTT 

CTTGCTTATATTTAACAAAAACTAGTATAGATT 

Sequence 1342 

GGTCCGTGGTGCGGGATCGAGATTGCGGGCTATGGCCGCCGAAGGTTTTTCGTCAGTACT 

GGGATATCCCCGATGGCACCGATTGCCACCGCAAAGCCTACAGCACCACCAGTATTGCCA 

GCGTCGCTGGCCTGACCGNCGCTGCCTACAGAGTCACACTCAATCCTCCGGGCACCTTCC 

TTGAAGGAGTGGCTAAGGTTGGACAATACACGTTCACTGCAGCTGCTGTCNGNGCCCGTG 

TTTGGCCTCACCACCTGCATCAGCGCCCATGTCCCGCGAGAAGGCCGACGCCCCCTGAAC 

TACTTCCTNGGTGGCTGCTCCNGANGCCTGACTCTTGGAACACGCACGCACAAACTACCN 

GGATTGGCGCCCGACGNCTGCGTTGTACTTTGGCATATCGGGNCTTCCTGGTCAAGAATG 

GNCNCGGNTTGGAGGGGCTGGNNAGGGTGTTTGNAAAAACCCAATGTTTNAGCCCTTGTG 

CCTTGCCGGGGACCTTTCAGCCCTGCAATAATGCGTCCCAGAAATAAAATNNTGTGGTCT 

TGGTGTNNGAAAAAAAAAAAAAAAAA 

Sequence 1343 

CGCCCCGCCTCCGAATGCAGTGAAAGTGACACTGCCTGACCTTCAAGACTAGATCATCAA 

AGGTGCTACAGCTTCTGCTTTGGCTTACCCTCTCTGTCGTGGGACACTCACCCTTGGACC 

CAATCTCCACACTGTGAGAACTTCTATGCTACCTGGAGAGGCCTTCTATAGATATTTCAG 

TCAACAGGCCTAGTTAAAGTTTCAGCCAGCGTCAACCACCCAACATGTGGGTGAGTGAAC 

CCTCAAATGATTGCAGCTCCCAGCCTTTGAGTCTTCAGTTGCGGTCCCAGTCATTGAAAC 

AGAGTCAAGCTGCCCCCGCTGTGATTTATCTGAATTTCTGACCCACTGGGAGCATAATAA 

ATGATTGTTTTATGTTNAA 

Sequence 1344 

GGGAGTCGACCCACGCGTCCGTCCAGAATTTCTAGAGTGGGTGGGCATGATTCCAGTCAA 

TGGGGGACCGCCCGTGTCTAAGCATGTGCAAAGGAGAGGAGGGAGATGAGGTCATTGTTT 

GTCATTGAGTCTTCTCTCANAATCAGCGAGCCCAGCTGTAGGGTGGGGGGCAGGCTCCCC 

CATGGCAGGGTCCTTGGGGTACCCCTTTTCCTCTCAGCCCCTCCCTGTGTGCGGCCTCTC 

CACCTCTNACCCACTCTCTCCTAATCCCCTACTTAAGTAGGGCTTGCCCCACTTCAGAGG 

TTTTGGGGTTCAGGGTGCCTGNTGTTTCCCTTTNCTGT NCCCAG GTCATTCCAAACCCTT 

CTGTTATTTATTANGGCTGGNGGGAAGGG 1 1 1 1 1 I CTTCTTTTTTCTTTGGAACCCTGCC 

CCTGTTCTTTACACTTGCCCCCATTCCTTAAANCTCATACAAGAATTTNCATCNATNGGG 

GGGCAATGGGNTTGGAAGCAAAAAGGGGCTTCCNTTAACCCCGGGCAAG GCAAA ANGCAA 

TTNGGTAAAANGGANGCACCTNCCCCCCTTTTCTTNGNCCCCTTNCTTAANTTTTNAATA 

AAANMCCNGGGTTTTNTANTTTTTTAAAAAAAAACCTGTTTTNTTANCANAAAAAAAAA 

AAAA 

Sequence 1345 

TAGCANTTCAGCCCTGACCTGGGTCCGCAGCCTCCAGGGCAGGGGCTGGAGTGGGTNTCT 

CAAATTAGTGCTAATGGTGGTCANAACTGACTACNCAGACTCCGGCCCATC 

Sequence 1346 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGG 

AGTCAAAGATAGTTCCAAAACTTTTGAACAGAACACTGGATGAATACTGTTTACTGAGAT 

GGGGAACACTTAGAGAAAAATGCATTTGGAAAGCAGAAATACGATCAAGACTTCCATTTT 

TGATACATTAAGCTTGGTATGTTTAATTCATAGCTATATAGAGGTATTAAATTGGCAGGA 

CAAAATCATAGCTAGAGATAAAAATTTAGAGTTCACCAGTGTAAAGATGATATTTGATGG 

CACAGGATGGACTTTCTTCTGGGATTTGAGTATACATAGAGGAAAGATGTGAGGATTGAG 

CACCAGGGGACTTCAACATTGACAGGCTCAACAGAGGAGAATTCCCAAGAGGATGAGGTT 

CCACCTTTAGGACCCGCCAAAGAAGACTTCCCAGACAAAGTACCTGCCCGGGCGGCCGCT 

AAAGGGCG 

Sequence 1347 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAACTATTTGTT TCTTCT ACGATAATTGGT 
TTGTTGTGACTTTATCTACCTAGAGTAAATTTTGGCAATTTGCATTTTTCTCAA AATAG T 
TTTTGAATTTATTGTGTAAAATTGCTCAAAATAGTCMTTTAAACAAAm 
CTATTTCCCCCTTGTCATTTAAATTTTTGTATTTGTGCTTCCTCCCGCGTACCTGCCCGG 
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GCGGCCGCTCGAAAGGG 
Sequence 1348 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTACTCTGTAATATTGCTTT CTATT AAAAG 
GGTGTGG I I ll I I I 1 1 [ I GTTGI I I I 1 1 1 1 1 1 I I I I AGCTAGTCCAGTGGTCTTTTTGAT 
GTTGGTTCAGCTTAGTGGTTCTCAACCCTGGAACAACCCGTANACCCACCTGGGGAGCTC 
TTAAMTTATCAAGTGCCTACCCCACCTTCCAAGATTCTGATTTAAATCCTGTAGTGTTT 
TTAAGGCACCCCAGGTGATTGTAATGTACCTGCCCGGGCGGCCGCTAAAGGG 

Sequence 1349 

CCCTTAGCGGCCGCCCGGGCAGGTAC I rTTTTTTTTTTTTTTTTI TTTGGGI I 1 1 I I I I I 

M il I MIMI II MI I I I I l l ll Ml I II HUM I NI I I II II M I l M n mui 

NAAAAAAANGGNTAAMNNMNTTTTTNTTTNCCCCCNAANGGGAANGGGGNTNAANTNN 

NAAANNTTTANNTTTTGGNAAAAAAAAAAAAATNNNANTTTNAAAAANCC CNGGGGGN GN 

I I M 1 1 1 1 1 AAAAAAMNNNNTAAANANNTTTTTTTNGGGGGGGTTAAAAN 1 1 1 1 1 I H I 

NNGGGNCAAAAAAAANNNNCCCCNTTTTNNCCNTTTTNAAAAA ANGGAAG GGGGGNNNNN 

NTTTTANNTNNCNNTTTNAAAAAAAANTNNTNANGGNNTNN NNATTTTTTTAA ANNNAAN 

NNNNNNNGGAAANNTTTTAAAAAAGGGAAAAAAAAAAANGG I I I I I I I I I I I NNNGNGGC 

CAACCCNNGGTGGNGGAAAAGNNACNCCNCCNAGTTTTNCCCCTGGGNGGAAAAAGNTTT 

TTTAAAAAAA 

Sequence -135G 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGTCTTCTAATTTCAAAAATATAACTTAAAA 

ATGTAAATATTCTATATGAATTTAAATATAATTCTGTAAATGTGTGTAGGTCTCACTGTA 

ACAACTATTTGTTACTATAATAAAACTATAATATTGATGTCAGGAATCAGGAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAANGTACCTGCCCGGGCGGCCAAGGG 

Sequence 1351 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTATTATGTATCCATAAAAATTAAAAAAT 
CTTTAAAAATGCATATGGGGGTCAGTAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGC 
GGGGAGCACAGCTTGCTTTAAACATGAGATCCAGCTCAGTGATCATGC GGGG GAAAAGGC 
CCGGCATTGCTGGAACTCCTAATATTTAAAAAGATGATGGAAACTTGAAATTTTATATTT 
AATCTTCTCA I I I 1 1 AAGTGTTGGCAATGTATTGAAGACTTTGAAGCCTCTCTGCTGGTC 
AAACAAGATGTATCTGTAGGCTGGATTTAGTCCACAGCTGGCCAGTTTGAAAACTGAATC 
CTGCTAGCCTTAATTTAAA I I I I I I I AAATTTAATTTGCTTTGATTCCTGCCTCCTGCTC 
AAAAAAATCTTCAATGGCTCCCCCTGTCTGCAAGGNAAAAGTCC 

Sequence 1352 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M II I I M I I II I I I I I I M I I M I I I I IACA 

G NTATACTCG NGG AAAGTTATTCAAATTTC AAATTTATTTAC AG NGTTTGAAAAGC AC AC 

AACAGAAGATCTTCATTTATGCAACAAGTCAATCATTTGCAGTATGTATGGAAAATAAAA 

ATCTAAGGTAAGTCAAACATACAAACTCTACCTNTTGCTTTCTCCATTANAATATACACA 

TTGGAAATCTAAGTTCCAAACAGTTCCTNTNTACTGAANATAGTGAAATTTAGTGCAAGC 

CCCCTAATTACCAA I I I I I IGG 

Sequence 1353 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGG TTTGA TCTGGAAAGGCAGGACAACCC 

AAAGCGGGCTGGGGACAGTTCCAAGTTATAGGAGGTTTTCCAATTGGCAGTTCGTTGAAA 

GAGTTTATCTTAAGACCTGGAATCAATACAAGGGAGTGTGTCTGGGTTAAAATAAAGGGG 

TTGTGGAGATCAAGGTTCTTATTAGGCAGATGAAGCCTCCAGGTAGCAGGCTT CAGA GAG 

AATAGATTGTAAATGTTTCTTATCAGACTTAAAAAGGTCCCAGACTCCTAGTTAATTTTC 

TAGTGGATCAGGAAAAAGACCTGGACAGGGAAGAGG 

Sequence 1 354 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I M M I I I I NG II I I II I I I II M 
I I Mi l II I I I I MIMM II M ill MM lll II 11 1 M I II IMMII I IITTTTTTT 
TTTTTTNTNTNTN IIIIMII NANT TNNAAAA AAAAAAAAAAANNNAN I M M M I ANNN 
NANANAAANANNNNATNAAAN NANTTTT TTNANAAAAAATTCTTTANNAAAGGGGGGAAA 
AAAAAAAANNTNNAAAAAAAANTTTTTT 
Sequence 1355 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAACCTGCCTGA GTATGACCTCT CCACCTTAT 
AGTTTATGAATGTCTTGTTTGTGAAAGTGACTATAACCCAAAC I I MINIM IAAAGAG 
GATTTGGAAGTTGTATGGA I llll I GTTATCTTCACTTTACTGCATAGGAAACAATCTAC 
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CTCATCATTTAAAATGACATGGGTGTCGGTTTTGTAGATCTTTGGT II I II I GTCAGGTT 
TAATTTCAGTTAACAAAATGTAAAACATGACATTCCCTGCAGATATTGTTGTATACCAGT 
ATGGTrrCTTCTCTTTCTTTAAATGTTTTTGGCCATCAAGTA 

Sequence 1356 

CCCTTTCGAGCGGCCGCCCGGGCAGGCAC I I 1 1 1 1 1 II I I I 1 1 I I I » I I I I I I GNGTTTT 
M I 1 1 1 1 I I I M I I I I I I I M I I I I 1 1 I 1 1 II 1 1 I I I II I I M I I I 1 1 1 1 I 1 1 I I I I INA 
AAAAAAAAAAAAATTTTTTNNAAAAAAAATTTTTNTTNNNTNAMNTTTAAN Mill NAA 
AAAANCCANGGGN I Mi ll ) I NAAAANNTTTTTNCCNGTTANGTTNTTNAAAANNANTTG 
GGGGGGGGGNCTTTTTTNTAAAAAANGGGNNNNNCCGNCCCGNAAAAAAAAAAN 

Sequence 1357 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMCACTTTAAAAAGTGAATTTTAAGCTATGT 

GAATATCTCAATAAAAACATTTTTTAAATAAAAACAATTCCCAAAGGCCTGGAAATTCAG 

GAACATAATTCAAAATAATTTATGGATCAAAAAATAAATCATATAAAGATCTGAGAACTA 

CAATGTAAAAATATAGAAAAAAGTCATAACAATATTAGAAAAAAATTTGAGCTGGATAAC 

AAAAATAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1358 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACATGGAAATAAGTGTTAAGAAAAGGATTGC 

TTATTGGTAGCATATAGATTTAGAGTCAGGAATGATGGTGATTTCAAAC AACCACAG AAC 

GTCCACATGGGTGGCTGGCCAGGATAGTGACACCTTTGCTTTCtAA 

TGCCCGGGCGGCCGCTCGAAGGG 

Sequence 1359 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGAAAAAGCTAAGGAACGGTATGTATATTAA 
TCCCTTTATTAAAAATGTAAAAAGCCAAAAGCAAGATAGACGCAGATATGTGCCAAAATA 

tgtai mrm icctggaacaaatcacaagaaatgtaataacagttacagtgagaggag 

CCTTTGACATCTCTTTCTAAACTATTTGATATCATTTGTATACTAACGATGTACCTGCCC 

GGGCGGCCGCTCGAAGGG 

Sequence 1360 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATAGGCCTTCTTGTTATTATTTCAAAGA 

AAGAGACTTGACGTTTTATGAGTGGGGTGGATTGTAGGTTGAGCAGAACTAATGGGAGAG 

GTGCTGGCTAGAGAAAGTTAAAAATTTCTGTTAGCTTTGCATTGAGCTTTTTAATATCAT 

TTGTTCATTTCACCAGTTCAGAGGATTGGGGGTGATGGGCACAACAGAAATGATGGAATA 

TAGGCCAAATGTTACAAAATAGATAAAATTACCTGACCAGTGAAGTGTGTTCCTCAGTCG 

CCATGGANCCTCAGATTTGAACTCCCAAAAAAAAAAAAAAAAAAAAGNN 

Sequence 1361 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATAGCTTCAGTGTGGTTTAGTAAACTTAGCCT 

AGGAGGCCAAGATGTCTCCCTAAAACTTAGTCTCTGTCCTATTTACTTTGTTTATAAGAC 

TGTGACCTAACTTCCCATGGCCAATTCAATCGACTAGGTTATCTTTACTCCAATGGACCC 

AGGCCTTTTCCCAGTCAATCCATGTCCAACCCTTCATCTCCAGCGTGATCACTCAACTCT 

TCAACATGCCTGCTTGCTGCAGGNTTAAAACCACACCCACCATCCTGTGCTTNCCCCTTA 

ATCGCCCATTGATGCCCCGCANGGTAAAATAAAAACTA 

Sequence 1362 

CGANGTACATGAAAATGGCTGTTTTTCCCCACATTANTCAGCTCTGGATTTTGCATGTGT 

GGGGC I I I I II I I I I I I I I GATAGTTATTTG I I 1 1 I I ATTTTAAAAATTTATTTNGCC AA 

CCCAGTANAGAACAGCTGAGCATNTTCTCATGTATTTATTGGCCATTTGCATTTCTGCTG 

CTTATTGGCCATGTATTTATNGGCCATTTGCCGT CTGCT GTGAAATGTCTTAAATTNTTT 

GCCCATTTTTCTAGTGATAAAACACTGAAGCACATTTTTAAAAGA 

Sequence 1363 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTC 
ATAAGATATAGATTNAAAAAGCATTGTAAATTGTATACTAGCAAAAGTCGTCTANATGGC 
ATTG N AC AGG AC ATAATGTAAAAC AT 
Sequence 1364 

CCCTTAGCGTGGTCNCGGCCGANGTACTTAAACTTTTTCAGCCTACTACTGCACACCTAG 

GCTATGTGGTATAGCTACCTTGTATATGTGGNCTGTCACTGACTAAAACTTNGTTACACA 

GNGTATGACCCTACTATTCANCCTTGAGAAGATGGAAATGCTGNCATTTGCAACAATATG 

GATGAACCTGGAGGACATTAAATTAANTGAAATANGCCAGGCACAGAACGACAAGTAACA 

CATAATC 
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Sequence 1365 

CCCTTAGCGTGGTCGCGGCCGAGGNAC I II I M 1 1 1 I I I I 1 1 I I 1 1 NTTTNACTTNATTN 

TACTTTAAGTTCCAGGATACATGTGCAGAGTATGCAGG TTTGT TACAGGTATACATGTGC 

CATGGTGGTTTGCTGCACCCATCAACCCATCACCTAGGTTTTAAGCCCCACATGCATTAG 

GTATTTGTTCTAATGCTCTCCCTCCCCTTAACAGCAGTTTTTCTATAGGNCAAAACAAAT 

TTGGGAACCAGAATNGNCTACTGTCTTTATATAAATGATCATTACGATTTGGGANGAGGG 

TTTTTTT 

Sequence 1366 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACAACGTTTCTACTCTATTGTGTAAGCTTT 

AAATACAAAAATACCACAACCACTCCCGGACTCC TCCA T TATTT CAGTAA TACTG GCTGC 

CCTAGTTTTTCAGGATACATCATGCAAATAAGTTCTTTTATTTr^ 

CTAAAGTATCTTTAATTTTTCTTTTTGGTTATACAGCTTATA GAAT AAACMGTCACAA 

AATCTTCATTTGTTTCTAAAGTATATAATTTTACAAAAGTTGTTTTACTCAATGTGAA^ 

AAAATTTGCAAGGTCTAAAAAAATAAAAAAATTTTAAAAAGTAAAAAAAA 

Sequence 1367 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATATATTATGMGCATGACCACirTATTTT 

GAAACTTAGCAATTGTATTGCTGGGGTTTATTGTATCTGTAGCATGTCACTGATTATTTC 

AGTTAGTTTTATAATGATTTTTAAAAAACATATCTATTTGGAATAAGATACAGCAACAAT 

CATTGCTATTGACTTGTTCAACCCCTTAGTTACACTGTATGATCAACATATAACAAGATA 

CAGTGGGAATGGCCCATACAGTATATTACTGTTGTGTGATGATTGGCTTTGGAAGCAGTT 

TGATTTTGAAATGCTTTGATATTCTAATTGACATGGAACAA 

Sequence 1368 

CCCTTAGCGGCCGCCCGGGCAGGTACATATGATGGGGCCAATGCACAATACTTTTATCAC 

AATCAACTTTTTCTTTGTATCCCTATTTCAATGAGCAGTCAGTCTCAAGAGGTTACTGCA 

TTTCAGTTCTAACTAGACATTTGTACTTGTGATCACACTACGGGAAT CTCTGTG GTATAT 

ACCTGGGGCCATTCTAGGCTCTTTCAAGTGACTTTTGGAAATCMCCTTTTTTATTTGGG 

GGGGAGGATGGGAAAAAGAGCTGAGAGTTTATGCTGAAATGGATTTATAGAATATTTGGA 

AATCTAT7TTAGNGTTNGTTCGNNTTTTAACGGTCATTCCT 

Sequence 1369 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTTTCTCTGCCTCACGTTTCAAGCTTAATGC 

ATCATCTTAATTCATCTTTCGACATCTATTTCTACTACATGCTGCTCTCTTTCTCTATCT 

TACATCTCCCAGAATGTTTTATTTCAACAAATTGCTAATCTGTGCCAGGCATTGTTATTA 

GCAAAATGATAAGCCCTGCATGTAGCAAAGTTCCTGCCTTCACTTGCATATGCATTAACA 

AGCTCTGATTAGTCCCACTTAAAAACCATTTGTTCCCCCGTCATGCAGAACTCCATTGCC 

AAGCCACACAACACCCCAGCCAGTAGGGTAGCAGCTNCCTGGAGCAAGGGA 

Sequence 1370 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I M I H I TAl I I I I I M I I I I I 

I I I M I I m I I I I I I I I Ml II I I II I I I II n MINI I I M I I M I II ) II I I I I) I I 
TTTTNNCNNCCGGNNNAAAAAAAAGGNCNAAAAA AAANGGN I I I M M I GCATAATNAAA 
AAN N NAAAAGGGGNTTTNAANGG ANTTGGN NTTTTTTTTTTTNGN CCN NGGN AACTTTN A 
AAI I M M I AAAANCCNGNAAAAAANTTT 

Sequence 1371 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTCGTTTCCTTCCTACCTCGTCCTCACCCC 

ACCCCGAGTGAAACTTTTCGAGTGTGAACCTTACTTTTTTCCCGTTCTCCTCAAGGCAGT 

TTGAACGACACAGGTTTGGAAGGAATAGTTAACTCTCCAGTATTATTGGAACATCTGGAC 

ACCACCAACAAAAAATCTTAGAAAAGGGTCATTTAAGGCCTATAAAAAGTGCCACCTTTC 

CCAGAATTAATTCAGAGAGAAAAATCTTATCTGCCTCCTGGCAGCTACAGCGCANAAAGT 

ACCTCGGCCGCGACCACGCTAANGGGCGAATTNCCAGCACACTGGCGGCC 

Sequence 1372 

CCCTTAGCGTGGTCGCGGCCGAGGTA C! II M I M M II I M I M I I IGGI I II M I M I 

II II I M I II II M M M I M M NTN M M II M I M M M I II I AA AAAANCCGGNTNC 
GCGGGNANANAAGGTNCANNATTNTTTNAAANNTNANTTTTTANCAAAAAAAACAAAANT 
TTANCCC AACANN TTATTTTTAACAGCAANANGTAAAAAANCCCAANCNACNTTCCANNT 
AANAAAA M M M I 

Sequence 1373 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTATTCTCAATGGATAATTCTATAAAATATT 
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TAAAG AAGAATCAAC ACCAGTTCTCC AC AC TCTCCTCTAG AAGAAGAGGAGGATG GAATA 

CCTTCCCCCTTAATTTATGAGGCCAATATTACCCTGATGCCAAATCCAGACAAAGATATT 

GTCCCCCAAAATAAAACTAACGATCATAGATAAATACCCTCTTATAAATTTAGATGCAAA 

ATCTTAAGCAAAATATATTAGCAAAATGGAATTCAACAATGGAATAAACCTATTATACCA 

CCAAGTGGGAATTTA7TTCTAGCTATTGCMGACTAGCTTGGACCTTTTGAAAATTGATT 

Sequence 1374 

ATATCTGCAGAATTCGCCCTTTGCGGCCCGCCCGGGCAGGTACTGGGAATACAGGCATGA 
GCCACCGCACCCGGCCAGAAATTATAAATCTAACCAGGATTCCAACCTACAATACAATGA 

AATATCATTTCTCTCTTATAGGTTTTTGGTTTTAACCAATCTATm 

CAAGGATTATGGTTTATATGGNGGGATTTCTGTTTGAATATGATCAAATGTTCACTGGAG 

AACAAGCAATAATTTGCAAAAGGCATATNTATGCCTTACATTAAATGTGGATCCTCTTCT 

AAAACTAGAATAAGCATCAGTTCAGTCACCCAACGGTGGGAAG 

Sequence 1375 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGATATGATTGGCCGGCGAATCGTGG 

TTCTCTTTTCCTCCTTGGCTGTCTGAAGATAGATCGCCATCATGAACGACACCGTAACTA 

TCCGCACTAGAAAGTTCATGACCAACCGACTACTTTCA 

Sequence 1376 _ 

CCCTTTCGAGCGGCCGGGCGGGGAGGTAG7TTCM S-r rrS GTTTTTe^J i i i i i i i i i i i i 
I I I M M I IGAGACAGGGTNTCACTCTGTCACCCAGGCTGGAGACAGAGCAAGATCCCGT 
CAATTAAAACAACAAATAAATAAACAAAAATGCCCAACAAGGAAGAGAACGGGAAGTCAT 
AGGCAATCTCATTCATGAACATAGATTAAAAACACCTGAAGTATATACATACCCACACCC 
CCGACATGAATACATATGAGATGTGTAAATGTGAATACTTACATGTATGTATATGAAAGC 
AAACCAAATCAAACAATGTAAAATAAAAATAACACATNATGACTGACTGGCATTTGTCCC 
AAGAATGCAAAGCTACTTGAGAAAATCTATTAATTCATCAATTTAATACTTTAAAAGAG 
Sequence 1 377 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATAAAAACAT TCCA GTGTCAACAGCACTTT 

AAATTTTCACAGTAATATATGAAAGAACAGACTTTACACTTCTTTTG CACA GAATTATCT 

TTGCTATGTTTTAAAATACTTAAGAAATAGAAACAAATTTAAGAGAGTTTTCACCTTTAA 

AATTTATTACATAAGCTATACACACAAAATGAAATCCTAGTTATAAAAGATGCATCTAGA 

AGAATAATTTATAATAAACCAACAAAAATGAGAATGTGTATCTCCAGGAATATAAATATA 

TrrAAATGTTCTCAGTGACTGGCATTGCTTTATGCATTACATAAGATAGTATGTACCTGC 

CCGGGCGGCCGCTCGAAAGGG 

Sequence 1378 . 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAGGGGCTTGACTTTTTCAACTTCGTTTCCTT 

TGTTGGAGTCAAAAAGAACCACTTGTGGTTCTAAAAGGTGTGAAGGT GATTTA AGGGCCC 

AGGTCAGCCACTGTTTGTTTACAAAATCAGGTAACTAACTGCATACACl I I » iCTCTTTC 

CATGACATCAAGACTTTGCTAAAGACATGAAGCCACGGGTGCCAGAAGCTACTGCGATGC 

CCCGGGAGTTAGCCCCCTGGTAATAGCTGTAAACTTCCAATTTCTAGCCATACGCTCAGC 

TCATCCATGCCTCANAAGTGCATCTGGAGAGAACAGGTTTCTAAGCATAAAAGATGAAAG 

AGCAGTTGGACTTTTTAAAAATTCAGCAAAGTGGTTCCCTCTCTTAGGGACAGTCAAAAC 

CAAGTCACTTAGGTAGTACCTGCCCGGGCGGCCGCTAAGGGCGAAT 

Sequence 1379 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGAATGGAATGCCTTGCAATATGAA 
TGTTAATATAATGTGTAAAGGGAGATTAAAAAGTTTGAATGATTATCCTAAAAAAAAAAA 
AAAAAAAAAANGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1380 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTAATTTTGGAAACCTCTTTGATGTCTGG 

CTTATAGAAGACACCTGGGTTCTTATATCTGCTTCTGAATCGATCTAT TGTAA TGNNGTT 

ATTTTGGCTGAAGTATGTTGAAGAAAATACTACCTTACAAAGATATGTATTTTCA 

Sequence 1381 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGCCATTGAAT AAGC CTCTTCC imiin 

GCTCAAACATTCCACATCCTTGTGGATTCCCCTGCATTGTTTGTTTTATATAACATTTGA 

TATTTGTTGTANCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCTCCA 

GTATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACTATCTAAATTTCTAT 

TGAAGCTTTTTGGATTATGAGTATGCTGACTTTTCACGATTGGCTGGTGCATGTTTAGAC 
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TTAAATGTCATATCCTTCATGTCTCAAAGCCAAAATAGTAACATCTCATCTCAGAACANG 

AGCTGTGACCACATGCCAATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAA 

GTCTCCTTAAATGTTTCACAAAATGTCAACAMGCTTGNTTTGNTATTGGATATTTCCGA 

GATTGGGCACATTTAAGACAGTAAACGGGGAAAGGTGGNGAAAATCTATAAGAAAGATGC 

TGTATCTTGAGAATTGGAAAAATGANGAATCNTGACATGGTTTGAAAAATCAT 

Sequence 1382 

CCCTTTCGAGCGGCCCGNCCGGGCAGGTACCAAAATTCATTCAAGAAGAAATAGATACCA 

GCCTGAGCAACATGGCAAAATCCCATCTCTACAAAACATCAAAAAAAAAAAAATTAGTCC 

GGGCATGGTGGTGCACACCTGTAATCCCAGCTTGTCAGGAGGCTGAAGTGGGAGGATCAC 

CTTGAGCCCAGGGANGGTCANGGATGCAGTGAGCCATGGGTCTCACCACTGCACTCTAGC 

CTGGGGTGACAGAATGAGACCCCGTTCTCAAAAAAAAAGAAGAAGTNGATAATCTTGAAT 

AGCCCTATATCTATAGAAACTTAANAGTGCTGGGGAGATATAGGTATTATTATCCCTCAA 

TTTTACNAGATGGTGAAAATTGAGGGTTCANAAGAAGTAAAAGTC TATTGCTC AAGGTCA 

TGGTGGCTAAGAATATTGGCANANNCATGAATTCAAAATCCAGGGT1TTTTTGATTCTTT 

ATTCCAAGGGGTCCTTTNNTAGCAATACCCTTGGTTGNCCTNTTAAAGAATTGCANTTCC 

NTTTTTTACTAANAAAATTGGTTCCCTTGGCCCAAATCNTAAATGTTCNAACNTTCAACC 

CCANI I I I I I M I IAAAGCACCTATGNNTTGGGNGTTTTATCANGCATTAA TNTTGN ATT 

GGCTTTTGGAAAANACCGNGTNTCNTNTNGGGGAAAGGGAAAAAAAAANI 1 1 1 1 1 1 I CCA 

ACTTGGCCCTTCGGNCCAANTTGGGAAAAA 

Sequence 1383 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTGTG7TGTTGGTATCCAAAATTAGGACTCT 

GAGATTCTTGTGTATTCAGAGAATTTTTAGTAGGAAACAAGGACAAATTTGCATATGAAA 

TGAAAATAGTTATTACATGACAAAATATGTAGATCTGATTTCTAGAAACTGAATTAGTCC 

AAAACAAGTAAGAGTGGGAAAAGCAGTAAAAAGTTCTTCTTGAATATTGCTGTTGTCATC 

CAAAGTATTCTTATTTCTTTTAGGTGAAAAATTTCCATTACTCTTTTGNGATATTCTCAA 

AAGAAAGTTTAGGATTTTACAGGNGTTCTGAAATACTGAATCTTAATTCANGTATTTCAA 

TAGAGTATTATTG ATTTGCTTCCTTATCAGTAGA I I I I I AAANTATTTATTTCTAGGCTA 

TAGATCTTCCTAAAAATATAATCCAAAGTANNTTAAAAAGCCCGATTNTAANCCAAAGTA 

TAAAAGATCTC I I I I I I GGGAGCCTGCTNTNTTTAACAGTTTTTCCCAANNTTGGGTTTT 

GTTTTTGGAAAACANGAAAATATNTGGTNCNTAAAAGCCAANCTTTTANTTCTATTANNA 

GGGTTTTCTCGCCTCANAANAAACCNNTNAAAAATTTANGTTTAAATTGGGNANGGGAAC 

CCCGNGNAAAAAAAAAAAAAAAAAA 

Sequence 1384 

CCCTTGAGCGGCCGCCCGGGCAGGTACCTCACTCATCTCATCCTTGGCTCAGCCCTGCTG 

GTTAGTATTTAGTATTTATTTTAGTAAGATATTTGTGTCTGTATGATGGTCAGAGTTGAA 

CTGATCTGGCTTGTCA I I I I I CAGTAATAAAAAAAGTTACTGAATTTAATTGTTGAATAT 

GATGCATATCTCATTCATTACGATTTATCAGAAACCAAAGATTTAA ATTGC CTAGATTTG 

TGGTTCTTTCTCTTCCTAAGTTCCCAGCGACTGCTTTCAAATACTATTTTCTAAATTTCA 

CCAAAGGAGCAACCGAGGATAAAACAACACTCCATAAAGGCCTCTTGGGATGTCAGAAAT 

CTAAAATCTAAAAGAAAACAGACACAGAGCAAGACAATAACATCACAAGCTAAAAGCCAG 

AGAAATTTAAAATTACCAACATCCTTGTTGGAGTAAGACAGTAAATATCAGCCTTGCAGC 

AAGACAGCTCTGAGCAGCTGTGGGCAAAGAGGTAAACCAGTGGGGGTGCAAGGAGACTGT 

CTGCAGCTTGGGGCAGAAATGGTGGGAANCAACTTGNGAAAAGCTTCATGTTTTACAAAC 

CAAAAAGGTCAGGTAGCACCAACNTATTGNATGGTCAAATCAATAAAAGGTTACTTTCAA 

AAAAAAAAAAAAAAA 

Sequence 1385 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTA I I I I I I II M I I I M ll I 1 1 I Hi II I I 
M I I I I I II I M I II I I I I I I I I I I I \ I I I I IAAAAI M I M i I I I I I I I ! I I I I I I INT 
TTNNAAAAAANTTNTNNNNNNT1TTGGGGGNNNGNAAAAAANNTAAAAAANTTTTNNGGG 
GNNTTTTAAAANNTNAAAAAAAA I I I I I I I I I I I NTNGGNCCCC CCCCAAN CATNNTAAA 
ATTTNGGNGATNNAAAANANAAAANTNNNAAAAAAAAA I M I I I I I I I I I ICNTGNNNN N 
TNAAAAAAAAANG I I I I I I I II NCCNNAGGAGATTTTAAAAAAGACTN I I I II II I I I I N 
NCAGTTTTTATTTAAAAAAAAAAA 
Sequence 1386 

CCCTTGAGCGGCCGCCCGGGCAGGTACGAAAGCAGTCATAGACAGTATGTAAACAAATGA 
GTGCAGNTGTGTTCCAATAAACCTTTATTTACAAAAACCGGCAATGAGATGGATTTGGCC 
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TATGGGCCATCATTTGCAAACTCCTGATTTANAACAACCCTGCCATGAGTTCTTCCACAG 
GCTTGAAAACAGGAAGCAAAATACAAAAAGTACCTCGGCCGNGACCACGCTAAGGG 
Sequence 1387 

CCCT TAGCGTGGTCGCGGCCGAGGTAC I I i I I II M I I I M I 1 1 1 1 N I I I » I I 1 1 ICCT 
I M II I I I M I I I I I II I I I I II I ll I » I I II II I II I H I I I I ATTTNAN I I I I I I I I I 
I I I I I I I I I I I I I I NGTAANTNN I I ! I I I I I I I NATNTNTNGGGNCNNNNNAAAANTTTT 
TTNGNGAAAAAAAAAAAAAGNGNTTNNNCNNNN I I I I I I I I I I NAANANNNCCTTTTTTN 
TATNTAAAAAANNNTATNNGNGNTTANGTNANAAAAATAAAAANTTTCCCNCCCCANAAA 
AAA AANC NCCAAAAAAAAA f 1 1 1 I 1 1 II I I I I AAAAAAAAAGGGCNNNAAAAAAN TTTNN 
CNCTTTTATTTNAAAAAAAANTTTGGN I I I N I I I AAAAAAAANAAAAAANNTTNNTTTT 
TNNAAAAAAAAANTNCNCCCCCCNNANANAATAA7TTNANC I I I I 1 1 I I I I I I NGGGNAA 
AAAAATNTTTANAAAAAAATTTTTNTTAGAAAAGAANAANATATATGANAATTCTCTCAA 
AAAAAAANGANNTTTTTAAMNANTTTNAAANAAAATAATACTNNCTCTCCTTGGGGGGG 
GGGGNGGGAANNAAATTNTTTTTTAAAAACATANATNTTCTATAAAAAAAACCCC 
Sequence 1388 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTN I I I II I I I I I II I 1 1 I 1 1 GGTAGTAAAAA 

TATCCCAATCTCTTAAATGTATAGGTGAAAAATACTAGTTTCGAAATGATTCCTTAAAAA 

GCAACAATAAAAATACTCTTNTTCACTTGAAAGAAAAAACCCAAAAGGCAGTGTTCATAC 

AAAGTCATGAAGAGA.ATTTAAATTAAGGTTTTGGTTGGAGT^ 

TAACAGTTNTTTATAGGCTTTTGAAACCTACTTTGGAGAAGGAAAAAAAGTAGGAATAAC 

TGTTCTTCAAAAATTTTACAAAAACAGTTTGACTCAACTTCAGTTGTTAAATTTGGGGTA 

TTTTTCTATGTTGAAACAGTATTTGAAAATTCTAACTTATACTGGCAGATAAAATGATAA 

AAAAGACATTNTACTCTTNANAGGATTATCAAATGCTGGTGATTCCCGCGTACCTGCCCG 

GGCGGG 

Sequence 1389 

CCCTTAGCGTGGTGCGGCCGAGGTAC I 1 1 I I ICI II II I M I GAGACGGAGCATCGCTCT 
TTCTCCCAGGCTGGAGTGCAATGGTGCTATCTTGGCTCACTGCAACCTCCACCTCCCGGG 
TTCAAGCTATTCTCATGTCTCAGCCTTCCAAGTAGCTGGGACTACAGGTGCCTGCCACCA 
TGCTCAGCTAA I I I I I GTATTTTTAGTAGAGATGGGGTTTC ACCATGTTGGTCAGGTTGG 
CCTCGAACTCCTGATCTCANGTGATCCACCTGCCTCGGCTTNTCAAAAGTGCTGGGAATT 
CAGGCANTGANCCCACCATGCCTNGGCCGCATGTGGTCAATTTCTTGGGGGGTAAAACCG 
GATCCGAATTTTTGCAGGTTGCTTTTTGTGACCAAACTTNTTTTTNGGGGGAAA 
Sequence 1390 

GGATATCTGCAGAATTCGCCCTTCGAGCGGCCGTCCGGGCAGGTACTCTCAAAAGCTAGG 

GCTGCTGACTGAGCANCTACAGAGCCTGACTCTCTTTCTACAGACAAAACTAAAGGAGAA 

GACTGNACAAGAGACCCTTCTGNTGANTACCCTTGCCAAGNTGTCTGCAAATGCTTNGCC 

GANTTTTCTACTGAGTT 

Sequence 1391 

CCCTTAGCGTGGNCGCGGCCGAGGTACTTTGTTTTNGGNTGGTNGGI Mil IAAATAACA 
GCTTTAC AGAGAGATATNATTC ATAATTNATAAGG NTTTAAC I Mill ICTTTTTTTAAG 
ACAAAG NTTACCTTCTGTC ACATTGAAAAATCTCCTATATTCTN GGAAG ATTCTGAGCAA 
TACATTCACGACCCAGGTTTGGGATTNNGCATACTATTGGANAAACTGTTTCCTGAANAT 
AAACACTTCAAGAATTTGAGAAAAATAAAACTAAAACCCGAAAACATTGAACACAAAGGC 
NCAAAAACATTTGCCTTAACATTGCANNAAAAATTACTTTAAAATCCCGGATNTGGCTTN 
GNANAAAAAAANAAGNTTTTTNTTTGTTTTGNNTTNGCAAAAACTTTTT 
ATTGAANCTTTANNANGGGGGGAACCNCCNTTCCAAAGGGAAAAI I I I I I I INCCTTTNA 
GAAGGGAATTGGANCTNAAAANAAAAATNTNGGGTTANAAATAAAAAAAAAN II I M M I 
TTTACAAGTTNGCNAAAAAATTAAAANAAAAACTTAANCCTTTCCTACCCAANAACCCCA 
TTTTTTNGAAAANTNGGANAAGGTTTTAAAAAAATTCNAAAAAAAA 
Sequence 1392 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATAATGTAATTGTTACATATAATTGTTGTA 
TACCA TAACTT ACTA I I I I I ICI I I I I I ATTTTTAT ATATAA I I I I I II I I GGTTTGTTT 
GTTTGTTTmAATAAACTGTTATCACTTAAAAAAAAAAAAAAAAAMGTCCTCG 
GACCACGCTAAGGG 
Sequence 1393 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACTGCCCTACATTTCTGCCTAAAGGCAATTTC 
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CAGACTACACANACNGAGANGAAATGCAAATAGAGCCCANCTGTCTCTGAAAAGAGACAA 
GAGAAATCTAATTTCT 

Sequence 1394 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 II 1 1 ! I I I! I I M I 1 1 I I I CAGTATGGGG 

TCTGTGTTGCCCAGGCTGGAGTGCAGTGACTATTCATAGGGGCAAGCATTATGCACAACA 

GCCTCAAACTCCTGGGCTCAAGTGATCCTCCTGCCTGAGCCTCCCGAGTAGCTGGGACTA 

TAGGAGTGCACCACCACGCCAAGCTGGCATTCTCTGTTTTCTTATTTCCTGATTCTACTT 

TTAGCTTTCTTAATATGCTGATATGTTTTGTTTGGTATATCATATATTAAAAAAACAGTT 

CATCTCATCCCCATCATTNTATCTTTAAGAAGCCCCCCAAACCATT TTACA CATTTAGGN 

AAACAATGGGCAGGCAATAAGGNTAGNGAACATTCCATAGCCCTCTTTTGATAAACCACA 

TCCTTACCTGNTTTTACTNGTNAAAAAAGGAATTNTACAATTGGGTTTCTGGCNCCCTAA 

AAATTCAAAAC CTTAAC I I I I I I I I GGGAGGGAGTTGGGNGGATNCCAATAAAANGCCNA 

TNNTTTTTTTGAAAATCNTTGAATGGAATTGACCTGGATTGAATTCCCATTTAAAGTC^ 

TTACTTTATTANGGTTTTNAANACTTTATTTTAAAAA I I I I I CCTTAAGAACTTN AAAAA 

C NNCTTGGGGTTCTTAAAN NTTAAGAAAAC N Nl AAAATTTTNTCCAAAATTTTAAAAAA 

Sequence 1395 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGGGGCGGAACTGGGGTTGCGGCGTCTAAGT 

GTTTCCGGTGGATTCCCAGGGACTGTCGGAGGTGTGGACTCTGCCTGCCTACCTGGTCTG 

GNMGATGTT.CTACCATATCTCCCTAGAGCACGAAATGGTGCTGGAGGGGGGGTAGTTG 

GCCCCAACTTGCTCAACACGGTGAAGCAGAANCTTCTTCACCGAGGTGGAGGGGACCTGC 

ACAGGGMGTATGGCTTTTGTAATTGCTGNCACCACCATTGACAATATTGGTGCTGGGTG 

TGATCCANCCNGGCCCGAGGCTTTGTCCTTNATCCAGTTAAGTACTAGGTGACTTGATGA 

AAACTACTTTGTTGAGGCTGNTGGAGCAAAGGNGCAAACTAACT ATTNNT GCAATNAAAA 

NTAAAMGTGACACATTANTAATCCTTNAAAGGAAATTCAATTTTCTTTTTTTNCTGGNN 

CTTC NTTTTTGAANCATGGTTATGGGAAACCTTAAGCCTGTNTTAAAN NGGAGTATTCTT 

TTANTTAAAANNTGNAAAAN NGCCTTTTTNTACTCCTTTTAAAAAAATAG N N ATTTNTTA 

AATNCAATNGAAATTGNNTNGGGGAAAAAA 

Sequence 1396 

CCCTTAGCGTGGTCGCGGCCGCGGTAC I I I 1 I GTTTTATTTTTTA I I I I I I I GAGAGGTA 

TGATTCTTTCTAGAGA 1 HI 1 1'CTCATGGCTACTATTAGATCAGGAATG GGTGA TTGGGA 

GATTATTAGATCTAGGTTAACTTCTACCACTTTACCCTAATACATAAMCTTTTTCCTAA 

ATAAATGATGGAAGGAATNATACTTGGGTTACCTGGCATTATTTTCAGTAAGAAAAAAGC 

TTTACTAACCACTACATTTATGGAAANTTGTAGGGGTAAGTATTTTATAGGTCATAAAAA 

AACACCATAATATTAACGAATCTCATTTTTCTTTTAAATGTGAATTAAAATCCTAACAGG 

CATTCTTTTATAAAAATGACCCATAGGCTAAAAAT 

Sequence 1397 

CCCTTTCGAGCGGCCCGCCGGGGCAGGNACATGTGTCGCCTTANATCATNCAACCTTTCA 

GTCACTACTATGTGTAAGGCAGTCTGCTAGGTTCCAAGGAATGTGGGGCTAAGTGAATAA 

GATGCAGCTCCTTACTTTAAGTCTGGCAAGGAAGATGCATTTTTTACNTAACTTCCACAG 

TGCATTGTGAAACATGCCATATGGAAGGGATAAACACTGATGACAAAGTNATTGCCAACT 

TTTACTAATTTTGTCAAATTTTAAAAGAGGTACCTTTGGCCNCGACCACCTTAAGGGCGA 

ATTCCAGCACACTGGCCGGC 

Sequence 1398 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTTGTAACCCCTGATTCTGTGAATGTGAC 

CTTTCTGGAAGTACGGTCACTGCAGATGTAATTAAGTTGANGATCTCAAGATGAGATCAT 

CCTGGATGCAGGATGGGACCTAACGATAATGGCTGGTGTCTTTATAAGAGAAAGGAGAAN 

GANATTTNAGACNCANACATGCANATAGGAAAGCCNCNTGGAGACGGAAGCCAAANCCTA 

GAGTGNTTAACCTACAA 

Sequence 1399 

CCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCCGGCCGAGGTACT 

TACATAGATCTAATTTATACAGTGAGTCAAGACGTAGAATAAATGCTCCCACATAGCCTN 

TCTTTTGCTTTTGCTTCTCTCCTCTGAAGTGTGAGTNGAGTNCTCATTTAGGTTTGTAAC 

ATGGCTATTTCCTAAGTTGTAAAGTNCTGCATTTATAANTGCCANTGTTGNAAGGTGGTG 

TTTCTANACCTTCCCTGATGCGATTTTA 

Sequence 1400 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I M I I I I I I I I I I I I M ICTTTC I I I I I I 
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I M I I I I I I II I I I ! I I I 1 [ I I II I I II I I i ! I ! I ! I I I I I I I I I 1 ! I I I M I I n I T 1 r 

I I I n I n II I I I I I I I M I I M I I I I I I I I I I I NAAAAAANTTNAAAAAAAAN I I I I I I 

TNAAAAAAANTTNAAAANNANNAAAAAAAANNNNNAAAA AAAAA NTTGGGGGGAAAAAAN 

TNCAAAAAAAAAAANATNNNAAANTNNNAGGGNAAAANNTTTTTTNAAAAANNAAAANAA 

AAANTTNATTTTTTGNCNNGCTTNANCAANTANTTTTTAAAATCCAAA 

TNAAAAAAAAAAAN I I I I I II I AAAAAAANTNNNNAAAANTTTTAAAAAAANCCCCCCCC 

AAMTTTTCCCNAANTTNAAAMCCNNTNGAAAAAAAAANANCCNCCCNA TNAAAAATN N 

AAAAAAAAAAAAAACCCCNNTGNNAAACAAAAAANNAAAAAAAAAAATTNN I I I I M I I I 

TAAAA 

Sequence 1401 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAATCAGATGTTAAATTCTTCAATGTAAATGC 

TCTGTCATGCCATCCTACCTCCTGTCTCCCCCACCCCCTCACACACACCTAAAAGCACTC 

TGGGCACAGTAGTTACACAATAAACGCTAAAAGCCTGATTTAACAACTGTATATAAACAA 

ACTACTTTTATGTGACTACTATACCTCTGGGCATGGTATTAACCTATCCCAACCAGAGTA 

CCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1402 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTAAAATATATATTTTCTMTTTTGAAAC 

ATTCAAGCTGCGCATAATGGTTCACACCTGTAATCTTGGCTACTTGAGAGGCTGAGGCAG 

GAGGATGGCTTGAGGCCAGGAGTTGAAGACGAGCATGTGGAATAGAGTGGGAGAGCTTCT 

GTATTTAAAAAAAAAAAAAAAAAAAAAAAGGAAGGAAATGTTCAAATACACAGAAAAGTT 

GAAAGAATATTATAAAGTGAATATCTGCATACTTTTCCCCTAGGTTACCTGTCACCTTGA 

CATGCCTTCTGAATTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1403 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I II I I I I I I I I I I I I I I I I 1 1 I I I 
I I 1 I I I I I I I I I I I I V I ANAANGGTGGTATTNTAACATTTATTAAAATAATGCTGGGGGT 
TAATANAAACNNCAAANAACCAAANAATTAAAATGCAAGCTNTTTAAAATCCCAACT 
Sequence 1404 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTAA 1 1 I I I I CTATTTATGAATTGCTTATT 

TGCTTTGCTCATTTCTCTAGTAAGCTGCT7TTGTTAATTTGTGAGTAATTTATTCTAGGT 

ATCAGGCCTCTGGCATGTTTCAAATTTCCTAGTGTCTTTGTCAAAGAGAAATTTTTAACT 

TCAACATAAGTAATTTGTCATCTTTGTCCTTTAG I I I I I GTGATTTTAAGGACATAATAT 

CTATTACTTTAAAAGTATTGAAAGCTGTATGTATATTCTTCAACTAGCCACCTTATTTCT 

GTTCTAGAGTTTGAATTTCTTAACTCCAAAAACACACAATAATTTTTAAAGTCTTGATCA 

AACTCTGTTATCTTCTGC ATAGTCTA I I I f I CAGCATTCCATTAAATGAATTGAGAAAAA 

GGAGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1405 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGCTACAGTAAATGCTCAAGGCCCTTTGT 

TATTATTTCAGATGGTCMGAATAAATGTTTTTCAAGGATCTTC I I I I I GTAGACAACTG 

TGTAGTCACAGTTTAGAGTCGTAAATTATCTGCCTGGCAAGATACTTTTTAAAATTAAAA 

TGTAAAGAACCTGAGGGGATTCACTCCCAAATGTTTATGGACAAACTGAAAGGGCATTTA 

CACAGATATTACCTTCTACATTTATGTGAGAAAGTGCTTTAAGACACTGTACCTCGGCCG 

CGACCACGCTAAGGG 

Sequence 1406 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACAATAGAGTATTATTCAGCCTTAAAAAGGA 

TGAAAAAATCCTGACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAA 

TGAGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATCCAGAGTAG 

ACAAATTCATAAAAACAGAAAGTAGAATAGAGGTTTCCAGGGACTGGGAGTTACTTGATA 

TAGAGTTTCAATTTTGCAAGATAAAAGAGTTCTGGATATTGGTTGCACAGCAATATGAAT 

ATACTTAACACTACTGAACTGCACACTTAAAGATGGTTAAGATGGTAAATTTTGTTAGGT 

GTTTCTTACCACAATTTAAAAAAAATTTTAATTAAAGGAATTAAAAAATT^ 

TATTCATCATTGNGGTTTNCAGTTTATATTCMCACAGCAGTATTTCAGGTATAGTAATT 

AACTTACTTT 

Sequence 1407 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAAGACCTTCCTCGCCACTCTCTCCACATGA 

GAGAGTCAGCTGCCCTTTCTCCTGTGCCTCTGCAGGAAGAACTCTCTTGCATGGCACATC 

TCAGCTCCTCATTGAGGGATAGTTTTCTTTGATAAGAAACCTGGAGTCCATTTACTCTGA 
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CCTCTCTTTAAATCTATATCCAGAGCCACTAGCCCAG6AAAAACTTGGGTGAC CCGTA AT 

TTCTCTTCTCCTGCTGTCCTTTTGCTCTTACGCCCCACCCCAACTCCCCTTAAATTTTAC 

AGGCTTATGACAGTTTGTATGTGCTCAGCCAATGAGCAGAAAACCTGGAAAGAATTTCTG 

GACTTTAGCCCACCAGTTTGTCTGGTTGACTAACCTGCTGAGAGCTAAAATTGGCACCCA 

TTGCCCCGTGCCTTCAGGCAGTCTCCTGGGGCAGAAGTATGCCACCATCCGAATATCAGG 

CACTGAGTGGGATGTGGGTGATGCTCACATGACTGGC TAGAGCTTTGGGGG TGGGGTGGG 

GGNTNACTACTA I MUM I GGNCANGATCTCTTTCCCC 1 rTTTTTTTTTTTTI 

Sequence 1408 

CCCTTAGCGTGGTCGCGGGCGAGGtACCCTTTATAGGAACCCTCAAATTAAAAAAAAATG 
TCTTTTAATGGATGAGAGGGAACCACTATAACATGAGTCCAAGC CCAGA AGACTTCTGTC 
TATAC AATA I M M M I I AATTTTGGAGATAAAAGCTTTAAGAAAC If I ITGAGTTAATT 
ATACTCATAAAATGAGTTTCTTTAATAAATTAAATTTTATTGTGTAAAATGTATTATTAC 
ATAAAATGTGTTTTTGAATCAATGCAGTTTGGGGATGAATATAATTAAAATATGTTTAAT 
AACTTAGAATTCAACTAATAAAAATTTAGCCACACTTACAAGGGGGAGGAAGTCCCTAGT 
TTAAAATGTATAACTGAGTGGTAGATCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 1409 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGNNTNTNNTGTTNCTATTACNNTTAATCCT 
TNCTTTNGTTGTGAGCTTGTNAATGCATGTNGAGGATNTGNAGCACTGTCCACTGAGTCT 

CTGTG 

Sequence 1410 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGCCTATAATCTCACCTACTCGGGAGGCTGAG 

GCAGGAGAATTGCTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCGGGATCATGCCACTG 

CACTCCAGCCTGGGCAACAGAGCGAGACTCCATCTTAAAAAAAAAAAAAAAAAAAAAAAA 

AGAGAGAGAGAGAAGGAGGGGAGAAAGTGAAGTCATAAGTGTAGACCACTCCTTCTGAGG 

GAGAATCCACCCCACCTTCCTCCTAGCTTCTGGTGGTTGCTGGCAATCTTTGGCGTTCCC 

TAGCTTGCAGATGCAGCACTCCAATCCCTGCTTTCATCTTCTTAGGGTGGTCTCCCTATG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1411 

CCCTTAGCGTGGTCGCGGCCGAGGTACTT Trm r M M i M M I M M MGI 1 M I M I 
M M I M 1 I M M M I M M NAAGGGAGNAAGTTTTITAATCCACTTAAAAATACA ANAG 
C NC AAATCCAC ATTTATTTATTGATTTTTCGTTAGTTTAAATC CTTGAGGGG N AC Mill 
M M I M M M I M 
Sequence 1412 

AACTTNCCCACTTNTTTNAANGGGNGGNCCGGNAANNTTTNGGGGGGGCCCNCCCTTNCC 
TTNANGNATNANGGCCCCATTGGGNCCTTTNCCCGGNNANGGCCCCGGGGGNCCCCCCGG 
GCCCCCCANGNTTNGGGTTNGGGNAATTNG GGGGGNAAT TNAATTTNNCCTTTGGGGCCC 
AAGGGNAAAAATTTTTTNCCGGGNCCCCCCC I M M M M I NCCC GGGA AGGGNCCCGGG 
GGGCCNCCCGGGCCCCCCCCCGGGGGGGGCCCCAAGGGGGGTTTTAANCCCGGNCCCC 

GG 

GNGGGGGGNGGGGTTTGGGGGGAAAAAAGGGAAAAAGGTTTTTGGGCCN I I M I CCTTTG 

GGAAAAAATTTCCCCCAAGGNCCCCCATTTTTNCCCCTTTTTTCCGGGGGGGGGG GTTG G 

GCCCAAGGGGGGAATTTCCTTTAATTTTCCGGGCCTTTNGGGGGGAAGGGCCCAATTTTN 

TTTGGGGCCTTTTTTTNNTTTTCCCCCCTTTNAAAAAGGGGGGGAAAA 

AAANCTTTCCNTTTTTTTNGGGGGTTTN ANNN AAAAANGGGNNCCCCCCCNAAGGGGAAN 

GGGGAAAAAAAAAGGGAAAAAAAANTTTT1TTNAAAAANTTTNCCCAAAAGGNCCCCCCC 

CCNCAAAAAAAAAAAAAANNTNNNTCCCCCNCNANNNANAAAAANNTATGTNTCNNANNN 

NTTNGGGGCCCCN I I M I I I M I M M M I NGGGGNGNAAAAAAGGGGGNNCCCCCC 

Sequence 1413 

CCCTTTCGAGCTGGCCGCCCGGGCAGGTAC M M I M M I M M I M I M I ITTG TTTTT 

IM I IM MM I MII II M I MMMMHI I IMUM I MM II MM I IM IMM 

M M II I I II II I IGGGGGGNNTCCCNAAAAANTTTNNTNN GNNAA NTTTNCCAAANTTT 

NAAAAAAATNCNGNNTTNNNAACTNANNAAAANNNAAAAAATTTTTNAAG NNNCNTNAA A 

TNNNNCNNAAAAAAATTTNTTTTNTNNTTTTACNNCNAAAANNNANAAAAN I M II M M 

AAAAAAAAA 

Sequence 1414 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCAATTATCTTTATCATAAACATTTTAC 
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ATGCAGCTATTTCAAAGTGTGTTG6ATTAATTAGGATCATCCCTTTGGTTAATAAATAAA 
TGTGTTTGTGCTAATAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGA 
AAGGG 
Sequence 1415 

CCC TTCGAGCG GCCGCCCGGGCAGGCACMCCTTTCAGGATGCAGTTCTTTCATGACCAT 

AGTGI I I I I I I ICCTATTACTCTTTCACTTACTCACAGGATTCAACCCATCTGACTCATC 

TGTTCCTCCTCCCAGACTCTTCTTGATCTTTA I II I I I I AATTTACCAGAGAAGAGC AAG 

CACGTGAGCAGTGAATAACTTGCAAGGATGCAGAC I I I I I I ATTTTGCGATGCTACTTTT 

ATAAAAACAAACCGTAACATAAATAACTCTTTAATGAAAACTCAGAAAAATATTAAATCT 

ATTCTTAAAAGGGTTTAGAAAGAAAGAAAAGACAGCTGTTAGGTTATTTGATTTTCAAGT 

TTATCAAATAAAATTCAAATAGAATTGGCAAATCTTTAATGGCATATGAATACTTCTATC 

ACTTAGTAATTAATTTGAACAGAGATGTTATTAGGGTCCTTAGTATCACTCCATCCTTTC 

CCT CCATC TTTATACAAAAAAGAACATACAGAAATTTAACAAAGATATATGACTTACTCA 

TATGTTTTATAAAAAGTATCACCTAGCANGTGTCTTNCATTTAAT 

Sequence 1416 

CCCTTAGCGTGGTCGCGGCCGAGGTACACGTGTTTTCCTGAGTTCTGGGCACAGCTTTAG 

CAAATTAATCAAACCTAAGAAGGGGGTCATGGGAACACTGACTTGAAGCTGGTTGGCCAG 

AAGTTCTGGATGAGGCCTGGCCTTACAACTAGTGTCTGAAGTGGGGGCAGTCTTGTGAGA 

CTGAGCCCTCTCTGAGCCTGTGGGATGTAATGGTATGTGGAGGTAGATAGGATGAGAATT 

GAATTGGATTAGAAGGTGCTCAGCTGGTGGTATCTTCTGCAGAACTGATTGCTTCTTGTT 

GGTGGGGAGAAATCCCCACACATTTGGTCACAGAAGTCTACTGTGTTGATGATTGTGGTG 

TAAGAGCAGAGGAAAAGCAATTTGATTTTTCTCCACAAGGGGAAGAAAATGTTTCATGAT 

TCAACTAATGATTTACCTTTCATTGTAAGGTTATCATGCTCAAGTATTAATGTAGGAAGG 

CTTTTTTGATGCANAGTGTGTGTGTGTGTGTGTGTGTATATATGTGTGTGTTTGGAGAGG 

GCTAACATTAAAAAGGGAAATGTATAAGGAAGAAGAAATGGNGNTCTAAACTTAA 

Sequence 1417 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATCACACCTTTAAGATGGTCCTCCA AACA AA 

AGATTCTACAACTTTAGTTATTTAGAATTAGCTTTGAGACTTTGGGCAGGTCACAATTTT 

TCTCTATCTCCTATCCTGTAACTTCAGAACCAGACACACTACTAACATCATAACATCCAA 

ACTTGGTTTTTG I I I I I I I I IA ACAGATAAAAAATGTGACTGGGCACAGTGGCTCATGCC 

TGTAATATCAGCATTTTGGGAGGCCAAGGTGGGAAGATCGCTTGAGGCCAGGAGTTTGAG 

AGGGGCCTGGGCAACATAATATGATCTCATCTCTACAAAAAAAAAAAAAAGGAAAAAAGG 

CAACATTAGTGGGGTGTGGTATTGAGCACTGTAGTCCAAGCTACTCGGGAGACCGAGGCA 

GGAGGATTGCTTGAGCCCAGGAGTTCAAGACCAGCCTGGGGGAAAGTTTCTAGTGGGCTG 

CAAAACAGCATCTAGCCATTGTCCTCTTCAATGTACCTGCCCGGGCGGCCGCTCGAAAGG 

Sequence 1418 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATTTACACCAACAGGTGAAGTTTCCTAGAAG 

AGTCGTCAACTGGTAACATGGGATTAGCTGCTAGAGGGACTGAGGACTCTAAAGAGAACA 

TAAGCAGCAAATTGCAAGAGCATCTGTAACTGCTGGGCTAAGGCAGGGGACCCAGGAGGG 

AGCAAATCCAGGAATGGGGTGGCTCCCCAGGGCCGAGATCCAGACCTCATTAAACAGGAT 

TTGGTCACGGCCCACTGGATAGTGGGGAAGCCTGTGGGGTTGTCCATGTGGTGGCTGGCA 

AGCAGGGGCCTGCTTTCTGGGGGTGCTGGTGGAAATCACTAGACAGTTACCCTGTGGGTG 

CCTGCAACACTTTCTGGGCGTTATAAGGAAGATGGCCTCTAGTGTGCTAGTGGAACTCTC 

TGGAAGCTACCTGGAGGGTGATGCCAAGAGAATTTGCTGGGAAGCCATGCTCTGGGGAAC 

TGGTGGAACTCCCTAGGAAACTGCCTGTGGGTATGGTGCCACTGAAATTCACTGNGAAAC 

CTCCTTCTGNAATTTTCTTTCTTCC I I I I I CCTTTCCC I II 11 I I I I M 

Sequence 1419 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATAAGTTCATTCTTGGCTTTTTAAATTTTAT 

GGAAAGACTAAATACATTTGTGTCTATTAATCAAAATATGAATTTAGAAGGAMTAATTT 

TGTGTAAAAAATTGTATGTGGTAAAATTTTACCTAATTTAA 

TTTTAAAAAGAAAAATTACAGAAATAAGACTTGGGGGGTGGGGGTTGAAAAGTGGTGAAA 

GAACTAAACAAGTAGAAGAGGATTTCTAAAGCACTGGTCTCATGAAAAAAGTTTCATGTG 

TGACTGGGTCCACTGAGATTGAAAAGAAATTGTTTATACGATATTCTAAAAATTAAATGT 

TGCTGTCAGGGATGACATGATACAGGACCAGAGTCTGTGTAAACAACAAAGTTTTCTTAA 

AGTATTGATACACGCTTTTAAAAATTGCAAGAGGTTTTAAGTTTAATTCAAAAATCTGTT 
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TAACAGCCATTTTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCACACTGG 
C 

Sequence 1420 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTCAGAGAGGACTTGTATCTAGACCAAGAGG 

ACTATGCCTGTGGGCCAAATCTAGCCCAAGGTCTTGTTTTTGTAAAGTCCCTGTGAGCTA 

AGAATAGTTTTCATACTTTTTAAAGAGAGAGAGAGAGTGTGTGTATGTGTGTGTGTGTAT 

AATGTGACAGAGACTTTATATGGCCCTCAMGCTTAATTTCCTTATTGGCCTTTAAAGTT 

TGCTGACCCCTGATGGATGCTATAAAAATAATTTCAACTATCAATACAAAGAAAACCAAC 

AACCCAGTGAAAAAATGGGCAAAGAACTTCACCGTACCTGGCCGGGCGGCCGCTCAAGGG 

Sequence 1421 

CCCTTAGCGTGGTCGCGGCCGAGGTACGACGTAACTCCAGACATAGGCTTTAGACGTTCT 

CATGCCACCCTATCTTCAAAACCACAGAGAGTTCATGAGCCAGTCTTGCCCATCTCCAAT 

CAGGGAACTTCTAAAATAAAAATCTTAGCAATCTCCTTGGCCCAAAACTTCACCCCATCT 

TGGAAGGGAGGGGAGAGAGAATGTTCTGATCTATATCTGATGAGGGCGTGTGGTTGGGAC 

CTGAGCATCCTCCTGGTTGGGCTAGTGATC3GGAGAGAGGGCTGTTACTCACGACTCCCT 

CCAACAGAATACCAGAAACAGGCAGGCAGCTCAGGTGTATGTAAGGATGTGAGGCCAAGA 

AACCAGCCCTCACCAAGTTACCCCTGTAAATCCTTGTCTCCCCATGCACCTCTACTTTGA 

GTGAGA^TGGATTGATTGGAGGGTGAGTTGTTTGTATTATGTGAATGAAe 

Sequence 1422 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCAAATTCTCTTATCAGTCAGGGTTCAACCAGA 

GACACAGAACCAGTAGGAGACACAAACCCACGCAGGCACAAGAAAGGAGAACAAACCAAC 

ACGAAACCCAGGGATGAGTAATCGGAGGGGAGCAGCAAGCACAGGGAAAAGATGACTGGG 

AGTCAAGAAACTTGGGGTTCAGTCCCAGCTCTGCCCTGTCATTTTCCCTCACCTGTAAAA 

CTGGATCAGAAATCTTACAAAAACAAAAAACAAAAAACCTCTTCAGTATTTCCCTCAAAC 

AGGATCCTCCTCACATCTGTATTTATATTTAAAAAATAAAAACAGAAAAGAAAAAGAACC 

AGCATGACATCATTAGGTGTGTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1423 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCATAGGACTAGTCACTTGTGCTTTCATGG 

ATACTGCCTGGGTGGGGGTTCACAACACTTATAAGTTAGAGAGTTTGAGAGCCAGTGGAA 

AGTAAGTGGAAGTTGTTCTGAAATAAGCCCCTGGCAATTTTCTGCAATGAAAAGGAGCAG 

AGGTCATTTTCTTATAATGCTCAGCCTCAGAGATAGAACACTGCCCGCGTACTCTGGTTC 

GGGTTCAAGTGAGAGGCTTTTCATGAAAATCTTAGGATTGAAGAGCTCTAAGTTCAGGAT 

ATCTCAATGTTCAGAAAGCCTGACTAAAAGAAGCCAAACCAAAACCATTTAATGTGAACA 

CAAACCTCTTTTCTTTTAGTAAGTTTTACTTTTAATACCAGAAGTGAAAGAAAATT 

Sequence 1424 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTN I I I I I I I I I I I I I I I i 1 1 I I I GGGTANT 
I I I M I i I I I I I I I I I M IGCTTTCI M I I I I I I I I I II M I I I I II I I ! I N I I T I I I I I 
TNGGGNN AAAACC ATNCTTTNTN AAN N N NTTNTTTTN AN NC ATNCG GGGAN AGG NTTN AN 
AN N N AAAAAC NTTAAANGC ATTTTAN NTTTTTTN AAACC AAATTTTTN AAAAAAAN AATT 
CTGAAAANANNTTTGGGNTTTCAAATNAATTTTTTAAANCAAAAAAAAACTTTCTNCNAA 
TNTTTANNTTTTAAAAAAAANATTTAAAAAAAANGNTNTTATAAA AGNGG GNTTGAAAAA 
N NCNNTNNTTAGAAAATN AN ATTCC ATTTTTTACN N GNTTN N NGTTTTTNGGTTAAAATA 
CNNTANCTNGTTCCTNAAAAACAANACCCCCTGNCNTTTTGNGTNATTNTAAAAAAATTN 
AAACTTTTTCTNAAATTTTTTNGGNAAAAAAAAAAA 
Sequence 1425 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACCATCTTAACAATATTAAGTCTTCT GATC CA 

TGGCCACCAAATGTCTTTCCACTTATTTGGGTCTTCTTTAATTTCTTTCAACAATGTTT^ 

GTAGTTTCCAGAGTAAAAGTTTTATGCTTTGTGGCTAA AGTTATTCCTAT CAAATTGTTT 

TCATGCTATTGTAAATGGGATTGCTTTCTTTTTCTTTTC! M I I I M I I I I CGAGAGAGG 

GTCTTGCTCTGTCGCCAAGCTAGAGGGCAGAAGTGCAATCttGGCtCACTGCAACCTACA 

CCTCCTGGGCTCAAGCGGTCCTCCTGCCTCAGCCTCCCTAGCAGTTGGGACTACAGGCAC 

ATGTCACCCAAAAAAAAATAATTTTTGTATTTTTTGTAGAGACAGGGTTTCACCATGTCG 

GCTAGGAAGGTCTTGATCTCTTGGACCTCGTGATCTGCCCAGCTCGGCCTTCCAA AAGTG 

TTAGGATTACAGGGCNGTGAGCNGGTTTTCNTTTGNTNTTGGTTTNGAAAATGGANTTTT 

CCCTTTGCTGCCCAAGCCCGGGAANNTGCAAGGGGTGTGNATCTTAACTTCACTGGNAAA 
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CCTTCACCCTTTTGGG 
Sequence 1426 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGCTTCAGGGCCCTGTTCAACTAAGCACTCTA 

CTCTCAGTTTACTGCTAAATCCACCTCGACCCTTMGTTTCATAAGGGCTATCGTAGTTT 

TCTGGGGTAGAAAATGTAGCCCATTTCTTGCCACCTCATGGGCTACACCTTGACCCCCGC 

GTCCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1427 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAT TGCTT AGAGCAGTGCTTTCAGATATGA 

ATCATTTCTAGAATGGATTATAGAAGGATGGGAGCTTTTAGTATTTAGTAGTTTCCTTTC 

TTCTCCCTAAGTTTACAATCCATTTTAAAAAATGAATGAATTAAGTATCTCCGAAACAAA 

CTGGCAATTGCTCTGAAGACAAGTTTAGCAATTTCCGTGAAATAATTCTCTGGCTTCGGC 

CAAGGCCACTGATTGATTTCTAAGCAAAACAACAAATCCCGTCAGGATCAGGAATGATGG 

CAGAGTGGCCCTGTTGGCTTTGTAGCTAAATTGTGCTCAGCCAGAGAAGAACCACGACCA 

ACAGAGCCCTAAACTGAAGTCCCCAATTCTGTCTACTCTACCGTGCTGCACAAAACTAGT 

ACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1428 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC^GTCTTATTT TCAGC CTAAAGAAATGGACAC 

TTCTCAGCATAGGCGGACGTGATTGGTTGTGGTCGMTCCTTTTCCTAACCAGGATCCAT 

AATATOACAGAeAAGGTAATATAGCACTGTGAAGGATGTGTCTTTCTTCAAATGGACiCCA 

TGAGAGATGGTGGTTTTTTAAGTTGATTTGATGTTGGATGTAAGTAAGTCCTGTGGGAGA 

GAATTTTTTTAAATAAAAAATACTGTTTAAAAGTGTCTCTTCTAACTTGATCTCTACCTT 

TTCCCCTCTNCACTTCTAACTGCCCCCCACCAGCTACACTTTCCCAGTTTGAA ATAATGA 

ACAATACCTTTTGCTGACAGACCAAACCTTAATTTCTGTGGGCAAATGANGGGl I I I I I I 

CCCCCCAACAATGAAACAAATTTTCTTTGAAAAAANTCTTCTCAMGATGGTTCTTATTG 

NAAATAACCCTTCC 
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>Sequence 1 

ACTTAATATTTATATCTTATTTTTATTATAATTTATTTATT^ 

TTTTTACTATATTTACCTTATATAATATTTTCATTTCTTCATATTT^ 

TAAACCCNCCChWC^AATGGCTTTGCTCTGAGCTCNCTCCGGANGGCGGC 

CGAGGTAC TTTm iTTl 11 I ' ll 1 1 1 1 1 1 GG ACATACT G AG AG AATTTGG 

AATTATATGTTATGGTAGAATAAAGATCGAGGTCCATTTTTCTATACATG 

AAAATTTAAATATTTAGTTTGGGATTTGAGACTTCTATTAGGCCTCTGTA 

TTTCTTTCTAGTTTTTTCCCTACCATTCTTTAATCGGAGTATCCAAGCCC 

AATCACCCTGTATCCTATGTCCTAAAGCATCTTGAATTGGTTGTTCATGT 

TTTTTCTTCATGTGGAGTGTCnTTTGCCACCCTCTrAGCCTATCT GATCC 

CACTTAGCCTCTGAGGTTCTGTTAAGTTCTCACCTTCTTTATGAATTTTC 

CCCAGCCATAATGATCTTTTTAACCTCTTTGAGCTTTTACTATTTATACT 

CTTTACCTAACCAACTAAATGGTTTTTGTGAAATGTGAGAAGATATAAAT 

ATGAATGGATAAAATACTGTATGTACAAAAATTTTTAATATTTACAACTA 

ATAGCAATTTTTTGTGATGGACCTTTTTAGGGAATTTTTATTTGGCTT^ 

AAGGGATTAGGGTTTATGCCTAATTAAATTAATTACCATGCC 

>Sequence 2 

TTTTCTTAGCTCATCGCGGGCGGCCGGAAGAGCAACCGAGATGAAGGTGA 

AG ATGCTG AGCCGG A ATCCGG ACA ATTATGXCCGCG A A ACCA AGTTGG A C 

TTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTT^ 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTAT 

TTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAAT 

TGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTG 

TGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTA 

CCT 

>Sequence 3 

TTGTCTGTTGCATCGAGCCGGGCGTNCGGAGAGGAGTCCTTTACTTAGAG 

TCAAGCTGAAGGAGCATCACAACCCCAAAGACTGTTATGTTGTGAAATTT 

AGGCTGTGTTTTAATAATACTGATGATGATAGGATGAAATAGTAATTTAT 

TGATTACTATATCTACTATATGTCCGTAAGATAGCAGGGTCTTTATACTC 

GGAATCTCATTTGATCCTCATAGTTTTTATTGGTTATTATTATCCTCATT 

TTACAGATACAGAAACTGAGGCTTCAGAGAGGCTGTGTAATCAAGAGTTT 

GTATGCCTTTCATCTGAGGAGGTTGAGGACAATCCCAAGTTAGAAAAATA 

AATGTCrTTAGCATTATTTTTCCTTAATGTTTAGAATATTAATAAGT^ 

TCAGATAATCTATTGGAATTTCTTCATGGCAGGGGGAAGAGGCTAGAGTT 

GGTTTITGGTTTTTGTTTTTGGCACAGGGTCTCACTCTGTCACCCAGGCT 

AGAGTTTTGTGGTGTGATCTTGGCTTACCGAAGCTTCAACCTTCTGGGGT 

TCTACCTCAGCCTTCCAAGTAGCTGGGACTACAGGGGTGCATCAACACGC 

CCCCGTGTACCTCGTCCGTTTAGAAATG 

>Sequence 4 

TGAGCCGTATGCATAGAGNCTGGCGTCCGAGGTACTCAGTTTCCTTATCT 

ATAACATGGGGATAATATTCGTAGCTACATCGTTGTTATGAGGATCAATA 

TCTGTAAAGCTCTTAGAACATGCATTTTTCTTGTACTAAATTGTAAGGTC 

TGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAGGCTG 

AGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGC 

TTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCC 

AACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGA 

AACCAGACTTAAACATATGAAAAGTTAAACATTGGTCAGGCACAGTGGCT 

CATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGATCACCTG 

AGTGTAGGAGTTCGAGACCAGCCTGTCCAGCATGGAGAAACCCCATCTCT 

AC1TAAAATACTAAACTAGTTGGGCATGGTGGCGCCTGCCTGTGATCCCA 

GCTACTTGTGAGGCTGAGGCGGGAGAATCATTTGAACCCGGGGGGAAAGG 

TTATGGTGAGCTGTGACCGCCCCATTGCC 

>Sequence 5 

GGCGGCCGCCCGGGCAGGTACCATGGAAACCCACTCTTTCATTGAAAGGA 
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AATTAGGTTGAACCTCCAGGAGCCCGTCAGAGTCTGAGGAGAGGCTGGCT 
TGATGTCTAGATACGACGACAGCAAGGCTGCTTAGAGCTAACAGCGCATT 
GCCTTTCACTACCGGACTCTCCT 
>Sequence 6 

CATCTGTGCCX>WATTTGAAATGCGAGCTTCACCGCGGTGGCGGCCGCCC 

GGGCAGGTACCTATGACCATCITACATTATTTTTATGGGTGGGGGGCATT 

GGCTGTGGAATGTGGGCAGTAACTTGCACAGTCAGTAACCGTGTGAGTAA 

CGGGTTGTTGGCATCCCCATTCTGGCACTCCTCCTCTAGGTCTCACCTAC 

ACGCTGGTTTGTGGGCGGAGGGGCAGGTTGGTGCGTGGGG TGTC CGGGCA 

CTGGCTGTGCATGCCTTCTTCCTCnTCTGTCTCTTGGCCACCTTTTCCAA 

A A AGTC ACC AGTG ACC A ATTCTCCC AGTG 1 TTCTT1 GGG ACTC A ATGCCT 

TGGGCTTGGCATTGGGTAAAGCCGACTGGCCAGTTTCATTCTGACCAGCT 

CTATAGTAGTCCGGTGTGGACCTCTGCCCTCCCTGCTCTGCGGAAGCTTC 

CTCAGCCTTTGCTTCTCACTATTTACTATTTGCGGGGCCTGGGGGTACCC 

T 

>Sequence 7 

GGGCGATTTGCAGGCCTCTCCGCGGTGGCGGCCAGGTACGGATCAATTCC 
GCTGAGTTAGATTCCAAATTCTAACCTCTCCATCACACGCCCCAGAAAGG 
ACAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGACTCCATCACG 
GTCACCATCCAGCGAAGC^ 

fGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGT 

AAAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTC 

GCGGACATAATTGTCCGGATTCCGGCTCAGCATCTTCACCTTCATCTCGG 

TTGCTCTTC 

>Sequence 8 

GAAATGTTAGTCCACTCACGTGGCCGAGGCGACCGGATGAGCAACCGAGA 

TGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACC 

AAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCC 

TTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGG 

AACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGAT 

GGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTC 

TGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATT 

GTATCCGTACCT 

>Sequence 9 

TTTCTGTTGTCTGTCCGCGGGGCGGCCGAGGTACCACATGCACTGATAGC 

TCTCTTTGTATGAACAGAGCTGTGGCAGGCCCTATGCCAGGGAGAAAGTA 

AGATTGGAAAAGAGCTTACCAAGGAGGTGGCATTTGCACTGTGCTTAAGG 

GGCAAGAAAAACGTCTTCCAATCAGGAGCCACAAATGCTTGGCTGAAGTG 

CTACTGCTCTTTCATCCTGGAGCTGGAACAGACGTCACCAGTCAATCATG 

ATGGCTGCTGGGTGCACTGGCTAACATCTATAATCCCAGCACTTTGTGAG 

GCTGAGGGTGGGAAGATTGCTTGGGGCCAGGAGTTTGAGACCAGTTTGGG 

CAAATTGCAAGACCCTGTCTCTGCAAAAAAATATAAAATGTAGCTGAGTG 

TGGTGGCACCTGTAGACCCAGCCCCAGCTACTCGAGAGGCTGAGATGGGA 

GGATCGCTTGGGCCTAGGAGTTCGAGGCTGCAGTGAGCTATGATTGCACC 

ACTGGACTCXAACCTGGGTGACAGAGCAAGACCTGTCTCTAAAACCATTA 

AATTAAATCAAAAAAAAAAAAAAAAAAAAGTACCTGCCGGGCGGTCGTT 

>Sequence 10 

^TGCGCTTACCGGGTGGCGGCCGAACATOCATGTTTTAACTAGCACAGA 

CAAAACCTATGTGTTACTATCAAAATAAAATTTAGAA AAAC AA'l'l'A'iCI 1 

ATAAAATTTTCTGTTTGTATTTGGACTACATAAACTGGCTTTAAAA 

GAAATATGCCCTAAAACCATAAGGAAAAAGCCAACAGAAAGAACAAAAAG 

ATCACAGCAATTAGGCCGTTCTATTCAATTTTGCCATGAGCTAAAAATCA 

CATTCTTCACAAAGTAAATTACGCCCnXjTTTTTTATTCTTAAGCACT 

GTTAGGATTGTGATCTGAGCTTTACTAAATCGGAAAAGAAAATCT CAATT 

ATAGAACATTTAGTTTATTTATACCTTAATGCCCGGAGAGGTAATATTTT 

ACTTTAAAATGCATAACCCATGTGACATGCTAGGTCTTCCAAAAC 
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>Scquence 1 1 

CGAAAGACCCTATCAGGGGCGGCCGCCGACAGCTACGCGGGATTGCTGGC 

CTGGTTCTCCAGGGAGCTGAGATCACTGAAGCTGTGGTCGCTGCCGTGAT 

GTGGAGGAGGCAGAGCTCAGATAGAAAAGGAGGGAGTGACACTCAAGCTG 

CAAGCAGTGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTGTAAG 

GTGTGAAGACAGCTTGCCTTTGATGTGGGACTGGAGTAGGCAAAGAGTTG 

GTTCCATGCCCTTCCCCTTTGGTGGACCTTGGAAAGAACCCCTGGACTTT 

TGTTTTCTGCCAAAAGGGCAACCTGGCAATGATGTTCTGATGGTTTCGTC 

GTTAGGGCCATAAATGNTTGTAGGGAGGGTGGGGAGTAAGTAGGAACCCC 

GCAATCCGGGAATCGCATCAACCCATAGGGCCCCCTTGATTTGTCTAAAC 

GACCTGAACCCCTrGGTTGCCtrCAATTTGACTAACAAATTGTAACCTTA 

TTCTCCAGTTTTCCCCAGGAGAACCGGGGGCGTTGTACCAACCCCCCTT 

>Sequence 12 

AGGTACTTTTTTTGTTTTGTATTTTTAGTAGAGATGGGGTTTCACCGTGT 

TGGCCGGGCTGGTCTTGAACTCTTGATTTCAAGTGATCCGTCCACCTCAG 

CCTCCCAATGTGCTGGGATTACAGGTGTGAGCCACCATGCCTGGCCTTTT 

TCTTTTTTTTTTTTAAACGAAAAAATGTTTTTAATTGACAAATAAAAATG 

ATGTATATTTATGGTGTTTTTTCTCTTTTGCATCATCAGTCTCTT TCTCA 

TCACTGAAACCTACAAATATrrTAAAATCTTTCCATTAAAAAAATTTTGC 

TGATGATTGAAGGTGTTGAAATTATTAAGAGATAGTT^ 

AATTTTGTCGAGATGTATAATCCATTTTTTTCTGGGAAGAGAGTCAGTT 

>Sequence 13 

TGGGGTTGCTTNCCATCACTTAGGGCGAATTGCGTCCGAGGTACCAGGTG 

TCATTCCTGCAGCAGGATTTAACAGATGCAGATCTGGCCCCAGTGTGAGC 

ATCTGTGTTAATGGTATCAGACTTAAAGAAGGAAAGACCTGATTTGACTG 

CTGTTGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTTTTGTGGGAGGGA 

GTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGA 

CAAAACAGTAGAATCGTACCTGCCCG 

>Sequence 14 

CTTANNTTGCTGAGACTTCTATCGCGGTGGCGGCCGAGGTACGGTATTCT 

CTTAAACAAGAGCAAGCCCATGATGATGCCATTTGGTCAGTTGCTTGGGG 

GACAAACAAGAAGGAAAACTCTGAGACAGTGGTCACAGGCTCCCTAGATG 

ACCTGGTGAAGGTCTGGAAATGGCGTGATGAGAGGCTGGACCTGCAGTGG 

AGTCTGGAGGGACATCAGCTGGGAGTGGTGTCTGTGGACATCAGCCACAC 

CCTGCCCATTGCTGCATCCAGCTCTCTTGATGCTCATATTCGTCTTTGGG 

ACTTGGAAAATGGCAAACAGATAAAGTCCATAGATGCAGGACCTGTGGAT 

GCCTGGACTTTGGCCTTTTCTCCTGATTCCCAGTATCTGGCCACAGGAAC 

TCATGTCGGGAAAGTGAACATTTTTGGGGTGGAAAGTGGGAAAAAGGAAT 

ATTCTTTGGGCACGGGAGGAAAATTCATTCTTAGTATTGCATATAGT CCT 

GATGGGAAATACCTAGCCAGTGGAGCCATAGATGGAATCATCAATATTTT 

TGATATTGAACTGGAAAACTTCTGCATACCCTGGAGGCCATGCCATGCCC 

ATTCGCTTCTTGACCITrTCCCGGGCITCCAGTTCCITGCATTGTTTAGA 

TGATGGCTACCATAAGATCTATATGGCC 

>Sequence IS 

GAGGTACTGCTCCCTGCACGATCCAGTCAGCCCCTGCCCGGCTGGTTATG 

TAACAAACAAGTCTGTGTCTGTGTGGAGTGTTGCAGGACGAGTGGAAATG 

ACTGTTTCCAAGTTCATGGCAATTCAGAAGGCCCTTCAGCCAGACTGGTT 

CCAGTGGCTCTCCGATGGAGAAGTATCTTGTAAGGAAGCAACnrTCCATAA 

AAAGGGTCAGAAAGTCTGTTGACCGATCACl'ICri'llUl 1GGATAACTGT 

CTGCGGCTGCAGGAAGAGTCAGAGGTTCTTCAGAAGAGTGTGATCATTGG 

AGTGATTGAAGGTGGAGATGTGATGGAAGAGAGGCTGAGGTCAGCACGAG 

AGACAGCCAAGCGGCCrGTGGGTGGCTTCCTTCTGGATGGTTTTCAAGGA 

AATCCAACAACCCTGGAGGCTAGACTACGCTTGCTGTCATCAGTCACTGC 

AGAGCTGCCGGAGGACAAGCCAAGGCTCATATCTGGTGTTAGGCGGCCAG 

GGGAGGTGCTCGAGTGTATTGAAAGAAGAGTGGGACTTATTTGAGAAGTT 

TTTCCCTTATCAAGTAACAGAGCGGGGGTGTGCCCTGACTTTAAGTTTGT 
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TACCAGCCCAATTCCGAGAGACCCTCTCCATCAAAGG 
>Sequence 16 

TGGTCGTTGATTCTCCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGAAG 

AGGTAATTTTAATGCCATTTTCATGGGACACTTGGGAGCTAGATTAGAAG 

AAGCCAAGACTAGAATCGGGGAGATGAGTTGCAGAGGGAAGTGGTGAAGG 

TCTGAAGGAAGGTAGGAAAAGGTCGGACACATTCCAGACATATTTAGGGG 

TGGAGGTGGTTGGATATGGGGAGTTTAAAGGGGAAGGAATGTGGGGTGAT 

CTGGGTGGTGAGTCAGTCGGTATTGGTGACTTGTAATCATTTTCGGTTGG 

A A A AC AGTTTG ACTGTG CGCTCTTTCA TATTTTAACTT TGG A GCCTCTCG 

CCTTTCTA A TTTTGTGTATTCTC A mTI ACTGGTTCACTTTTGGGGTTA 

TCAGAACCCTCCGTTTTTAAAATTTTCCCCGGTTTCCAAATT TCCCTT CC 

CTTA A ATATTGTTCATTTTGGCCCTTTTGTA ATATTTCTA A A A ir I I ICC 

ATTTTTCAATATTTTGGATGCTGTGAAATTTTTAATAAAATATCTGTTGG 

CAAAATTATATTGTTTACCATATCAGTCATTGGGGTTCCTTGCCCTCATT 

ACATTCTATACCCCTTTGGCC 

>Sequence 17 

GGGAGTCTGTGCTCATTCGGGTGGCCGGCCGCCCGGGCAGGTGACTTTAG 

TCCTCACTCTGTGGGCAGGGGCATTACAGCATAGGGGTCCCTTTTGTCAG 

GGATTTATGATGGCATCACACGCAGGATTCAGAGAGCATGAATTGAAAAA 

T A GA-TA-TG ATTG G GTGG G GG TGG AG G GTTATG GCTGTAATGCG AGGACTT 

TGGGAGGCTGAGGTGGGTGGATCACCTGAGGTCGGGAGTTCGAGACCAGT 

CTGACCAACATGGAGAAACCCTTTCTCTACTAAAAATACAAAATTAGCCG 

GGCGTGGTGGCACATGCCTGTAATCCCAGCTACTAGGGAGGCTGAGGCAG 

GAGAATTGCTTGAACCTGGGAGGCGGAGGTTGCAGCGAGCCGAGATTGTG 

CCACTGCACTCCAGCCTGGACAATAAGAGCGAAACTCCATCTCAAAANAA 

AAAAAAAAAAAAATGGTACCTT 

>Sequence 18 

TGGCGATCGAGACCTNACCGCGGTGGCGGCCGAGGTACGATTCTACTGTT 

TTGTCTTCTAGGATCAACTCGGTCATTACCACAGCTCAAACCTGCTTTGG 

GACTCCCTCCCACAAAACTGGCTCCGGATCAGGGAACACTACCAAACCAA 

CAGCAGTCAAATCAGGTCTTTCCTTCTTTAAGTCTGATACCATTAACACA 

GATGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGAA 

TGACACCTGGTACCTGCCCG 

>Sequence 19 

ccGGGCAGGTAcrii ri ri rriri ri 1 1 1 1 lAii ri rii 1 111111111 1 

TTTTTTTCCCCCGGGAGAGGAATTGGGAAGAGCAAATTGCTGCTGAAAAT 

TTCTACATTGATCCAGACAAACAAGTTAGAGCAGGCTGAAAAAGAACCCT 

TGGTGTTTTTACTGTGTTCAACCAGATCAACTGGAAAAGTATAGATACCT 

TAATTAGCACTGTGCTCTGTGGGATTCTGGTCAGCCTGGCCCAGTGGTTT 

TTTTCCCCTGAACACGCCTGAAAGGGGAGCTCATAATGACTGCTGTGCAG 

GTGGGCGGGGAGGGGGCTTCCTATTTGATTTAGTGGCTGATCAATGCCAG 

TTACCAATTATTGGTAGCCCCATTTATACATGGTGGAAAAAAAGTACCT 

>Sequence 20 

TGGGGTGTTGGCTGGTAGCGCGCTTCGGCCGAGGCACCACAA l 1 11 1 1 1 A 

AGTTCTAAGGTAGCTTTCTCAAAGAAAACCATTTCAGGGTGTCCATTAAA 

AGAGCATCTGCGAATTGTTTTTGCAGGGACTCCTAATCAGTCAGGAGAAG 

TAGAATGTAAGCAAAGTCACAAACCTCCCGTAAGAATTTGGTTCACCAGG 

ACACAGCTCCTCTCTTATGAAGGGATGAGAAGCAGACCCCAAACCCAGTG 

CCACAGTCTCCCTGGAAACAGCAGCAGGCTTGGGGAATGCTTCCAAAAGG 

CTATGCCATTCAAGGTCTCAGGTTTTTTGGTTAAAAATACAACTTAGGCC 

AACTGCAGTGGCTCATGCCTGTAATTAATTCCAACTCTGGGAGGCCCGAG 

CGGGTGGATCTCCTGGGGTCAGGGGTTTGAGACCAGCCTGGCCAACATGG 

TGGAACCCCATCTCTACTAAAAATCCCTGTGGGTACATTTAATGAGGAAA 

AAAAGGTCCTTGCCCGGCCGGCGGTTTAAACTAAGG 

>Sequence21 

TGGGGAACGTTGTTCGACTCCGGGTGGCGGCCGAGGTACGATTCTACTGT 
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TTTGTCTTCTAGGATCAACTCGGTCATTACCACAGCTCAAACCTGCTTTG 

GGACTCCCTCCCACAAAACTGGCTCCGGATCAGGGAACACTACCAAACCA 

ACAGCAGTCAAATCAGGTCTTTCCTTCTTTAAGTCTGATACCATTAACAC 

AGATGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGA 

ATGACGCCTGGTACCTGCCCG 

>Sequence 22 

TTATGTACGTCGACTCACCGCGGTGGCGGCCGAGGTACAGAGTAGAGAGA 

GTTCTGCAGGGATGAAGTGGGAGACGTTGATAGGACCAGACCAGACCAGG 

CCTTGTAGGCCATGGAAGGACTTTGGATTTTACACCAAGTGCAACAGGTA 

ACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACAATTT 

GAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGA 

AGAAAAGGAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATAT 

GTAATGGTGGCTTGGCCAGGGTGGTGGATGNNCATAATTTTTTTATTGTG 

TGAAATTTATTTCCTTATTAATTTTTGAAACAACTTACTAACTCTGAGTA 

TAAAATTTAAAGACTGGGTTTCCAAAATATGATTCCTTA TTTCAT TGAAT 

GTTATAGCTCTAATTGTTCI"riT'rm"TTTCTGATACATTAirrriCTAC 

TATATTACTAAATCTTAAAATCTCGGTTAGAGTCTGATATAT AATGGGT C 

CATTTTA AGTGTCTCTCTTTTTTACAAATTGCGTAGTAGTTTG'l TTTTTT 

TACTTTTAATTAATATAAGTCTTTTAATTTTT^ 

>Sequence 23 

GGGTGATGAGACTTCATCGCGGTGGCGGCCGAGGTACACAGTAGAGAGAG 

TTCTGCAGGGATGAAGTGGGAGACGTTGATAGGACCAGACCAGACCAGGC 

CTTGTAGGCCATGGAAGGACTTTGGATTTTACACCAAGTGCAACAGGTAA 

CTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACAATTTG 

AACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAA 

GAAAAGGAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATATG 

TAATGGTGGCTTGGCCCAGGTGGGTGGNTNNNTNATATAAATTTTCCTTT 

TTACATTGTAACCTCGTCTACTATTTCTCAACCAAATTATATATTGGTCC 

TCATTTAAAATAAGAACTAGTTCCCAAAAATGAATATATCTAAGGTCTTA 

CTTACCGGTATGAGAACCATTTTAACCTGTTTGGCCCGCTTATATTTATT 

GAATTCATCCTATTTTGCCTGAATAGAACAAATTCGCTTCTGGGGGCCTT 

ATTCGTTATTTTTCTATTTAATTGTATTCCGTCATTCAATAGTGTGGGCC 

GAGGGTCAGCTTTTGTTTACTGTTTAAG'IM"IU"i"14 - ATCCTCCTAATATTT 

TATTGACAAAAAAT 

>Sequence 24 

TGGAGTATCCTCACCGCGGGGCGGCCGAGGTACAAAAAAAGCACAGCCTG 

GCTCTGGGTTAGAGACATGCTGACTGATGAGATCACCAAGGCAGCTGCAA 

AGGAGAGTCCGGTAGTGAAAGGCAATGCGCTGTTAGCTCTAAGCAGCCTT 

GCTGTCGTCGTATCTAGACATGAAGCCAGCCTCTCCTCAGACTCTGACGG 

GCTCCTGGAGGTTCAACCTAATTTCCTTTCAATGAAAGAGTGGGTTTCCA 

TGGTACCTGCCCG 

>Scquence25 

TGGGGNATGTATCAGCTCCACCGGGTGGCGGCCGCCCGGGGAGGTACGCG 
GG AG GC AC ATTCTTTTCTACGTGAAG AG TTTTGTAj\ACTGAACTTTGTTT 
TCAGTTCCGGCTCCAGCCATCCTGGGGTAGCTTGCCAATAGATGAATCCC 
ACTCGTTTGACCCATGACGCTCCTTCT^^ 

CAGCAGTGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTT 
CTGTTATACTTCTTTCCTTACACTCATTTTCCTGTCTTTATTATGATAGT 
CTAACITTTTCTCCTCAAAGGGATAGCTGC 
CTTTTXTAATGGGGAATTAAAAGAAGGCCTTT^ 

CCTTGACAGAATTTATTAATAAATAGGGCCTTTCAAAGGGGAAACCGTTC 

CAACATGCCTACAGAATGTTTTATAACCATGAAATATTTACTGGCGTTAA 

GTCCAAAATGCTGACTATCCTGGTCCGTATCCTTTCGACCACTGTTAATG 

TATAATTTTGCAGGTGAATGGTC 

>Sequence 26 

TGGGATGTGCCTCATCGGGGGCGGCCGAGGTACGGATACAATTCCGCTGA 
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GTTAGATTCCAAATTCTAACCTCTCCATCACACGCCCCAGAAAGGACAGT 

AGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGACTCCATCACGGTGAC 

CATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTTTGGTA 

GCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGC 

AGGATCATAGTTTCnTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGA 

CATAATTGTCCGGATTCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCT 

CTTC 

>Sequence 27 

CTCCCTCATATTACTATTCTATCTCGTAATTATTGTTAATTAATTTACAA 
TATTTTATCAATTAGTAATCTTTTC^ 

GTCTGTTGTCGATCCGCTTCCACGCGGCGGCGGCCGAGGTACGGATACAA 

TTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCCATCACACGCCCCAGA 

AAGGACAGTAGCCAGCTTGTCTGGATGCTTTGCCAAGCAATTGACTCCAT 

CACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCC 

AGTTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGG 

ATGTAAAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGG 

TTTCGCGGACATAATTGTCCGGATTCCGGCTCAGCATCTTCACCTTTATC 

TCGGTTGCTCTTC 

> Sequence 28 
TOGAOTCTGCGCCTT^ 

TATAACATGGGGATAATATTAGTAGCTACATCGTTGTTATGAGGATCAAT 

ATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTACTAAATTTTAAGGT 

CTGGCAGGCGCGGTGGCTCACACCTGGAATCCCAGCACTGTGGAAGGCTG 

AGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGC 

TTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCC 

AACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGA 

AACCAGACTTAAACATATGAAAAGTTAAACATTGGCCAGGCACAGTGGCT 

CATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGATCACCTG 

AGGTCACGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCATCTGT 

ACTAAAAATACAAAACTAGTTGGGCATGGTGGCGCATGCCTGTGATCCCA 

GCTACTTGAGAGGCTGAGGCGGGAGAATCACTTGAACCCGGGAGGTCTAG 

CGGCCGACCGGGCAGGACGCGGTGAT 

>Sequence 29 

TGGATTATGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACTCAGTTTCCTT 
ATCTATAACATGGGGATAATATTAGTAGCTACATCGTTGTTATGAGGATC 
AATATCTGTAAAGCTCTTAGAACATGCATT^ 

GGTCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAG 

GCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAA 

CTGCTTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAA 

ATCCAACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTT 

AAGAAACCAGACTTAAACATTGAAAAAGTTAACATTGGCCAGGCACAGGG 

GCTCATGCCTATAATCCCAACACTTTGGGAGGCCAAGGCAGGAGGATCAC 

CITGAGGTAAGGGTTTCAGACCCGCCTGACCACATTGAGAAAACCCCTTT 

TTTCTTAAAATCCAAACCTGTTGGCT 

> Sequence 30 

TGGGGATGTTGCAGCTCTGTCCGCGGNGGCGGCCGAGGTACTCAGTTTCC 

TTATCTATAACATGGGGATAATATTAGTAGCTACATCGTTGTTATGAGGA 

TCAATATCTGTAAAGCTCTTAGAACATGCATTTTTCITCT 

AAGGTCTGGCAGGCGCGGTGGCTCACACCTXKjTATCCCAGCACTC 

GGCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTA 

ACTGCTTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGA 

AATCCAACAATTATAuAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGT 

TAAGAAACCAGACTTAAACATATGAAAAGTTAAACATTGGCCAGGCACAG 

TGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGATC 

ACCTGAGGTCAGGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCA 

TCTCTACTAAAAATACAAAACTAGTTGGGCATGGTGGCGCATGCCTGTGA 
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TCCCAGCTACTTGAGAGGCTGAGGCGGGAGAATCACTTGAACCTCGGAGG 

TCGAGCGGNCGCCCCGGCAGGACGCGTGGGATGN 

>Sequence3I 

GACTGATGTCGACTCCCCGCGGTGGCGGCCGAGGTACTCAGTTTCCTTAT 

CTATAACATGGGGATAATATTAGTAGCTACATCGTTGTTAT GAGG ATCAA 

TATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTACTAAATTTTAAGG 

TCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAGGC 

TGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACT 

GCTTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAAT 

CCAACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAA 

GAAACCAGACTTAAACATATGAAAAAGTTAACATTGGGCCAGCACAGTGG 

CTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAAGATCACC 

CTGAGTAAGGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCATTC 

TACTAAAAATACAAAACTAGTTGGCAATGTGG 

>Sequence 32 

TGGGATGTGCCCCTCCGGGGGCGGCCGAGGTACGTATGCACTTGCTTGCC 

ATCTAAGCAGGGACAATGGCAGTTCATATCATGATGTTACTTTGATTCTC 

TGACCAAACTGGCCTGTGAGCACCCTGGGCCTTTCTTCCTCTGTCAAAGG 

CCTTAAGACAGGTTTACCCTGTAGCCAGGTCTGGAAGACAGAGCTGGGTT 

AAAGGTGGGTGGGAGAAGTGAAAAAGGTGAGGTTTAeATTGGTACGCGGA 

AAAGGATGTAACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAG 

GCAGGGAAGTGGCTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGA 

GAGTAAGCCTAAGCAAACTCAAGTGGGAAGGGGAGTGGGCTGTAAAATAG 

TTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGATGTGTAGAAAGGTAA 

CAGTCAACAGTTCTCCTAACAAGACAGCTTCAAAGCAGCAGCTATAGTGG 

AGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGTGCAGACTGGTC 

CTCTTGCCCAGCGTTTCTTTCAAATCTTTGCACATGTTATATTTTAGAGG 

CAAGTTCAGTTCTAGAGGAGCTGGCCTGC 

>Sequence 33 

TGCCTGATGTTTGATCGAGTTCCCCGCGGTGGCGGCCGAGGTACGTATGC 

ACTTGCTTGCCATCTAAGCAGGGACAATGGCAGTTCATATCATGATGTTA 

CTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGCCTTTCTTCC 

TCTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGCTCTGGAAGA 

CAGAGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACA 

TTCCTACGCGGAAAAGGATGTAACACGGGGCCACATCCTATGCCCAATCC 

CAAGGCAGGGAGGCAGGGAAGTGGCTGCCAAACCTGTTGTAGGAGAGTAA 

TAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGTGGGAAGGGGAGTGG 

GCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGATGG 

GTAAAAAAGGAACAGTCAACAGTTTTCCTACAAGACAGTTTAAAGCAGCA 

GTTTTGGGGAGCATTCCTGAGCCTGGG 

>Sequcncc 34 

TGTTACGATGCTCATCGGGGGCGGNCGAGGTACCAGTTAAAGTCTTCTAG 

CCTGTATCCCCACTCCTTTTTGCCACTTGCAAATTCGGTAGCCCAGTTAC 

CCAGAGGGAGGCATAGGAGGGAAAACGAAGACTGAAAAGGGCTAATATGA 

GTTTTGTCTCTTACAATTTATCTGCATCnTATCCTTCCCCCACCCCCCAT 

CATTAAATCATTAAACATTCTATCCAAATAGGATGCCCTTCTGTGGAACT 

GCATATTTGGAAACCATACTGCCTGTTTAACTTATGCACTCCACTGGGAA 

CTTACAGTATCTGTTTCCCACAATACTTGCAGTCATATCAGTTACAACCG 

CTGGGTGTGTATTGGTTCAAAAGGACCTACCTACAAGGTTAT ATCAAT CC 

ATTGTCCAATTTGAG A^TTTTTTCTGAATCCAGTTAAAATAA 1 1 1 1 1 GG 

CTACACCIXjGGGACACTTCCCAGGACAACAATGACTTGTAGTCTAGTGCC 

CAAGAAAGCCAAAAACKjCCCGGCAACCTTGGTTGCCACCAGATCCCCAAC 

AGACAGATTCTAAGGGAGAAGAGAGTTTATCAACTAACACTCACAGG 

>Scquence 35 

GGTATGTTGGNCANTTTAGAAGCCCTCTCCGCGGTGGCGGCCGAGGTACG 
GATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCCATCACACG 
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CCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTT GCCAA GCAATTG 

ACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATAC 

TCGTTCCAGTTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCT 

CAAAAGGATGTAAAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCC 

AAC1TGGTTTCGCGGACATAATTGTCCGGATTCCGGCTCAGCATCTTCAC 

CTTCATCTCGGTTGCTCTTC 

>Sequence 36 

CTAATTACTCTATCGATTTCTTATAACTCTCATA TGATA TATTTGTTCAT 

CTTATTCATGCTTCAATTAGACGGTTTACTATACT TTTTATT CTACCAAC 

GTACTTCTCATTATCTACTATAANNTTATAATGANTTTTTTGGCGTCTTC 

GAATCCCCGTCGAGGTACATTTGTGTTTTATTGTGAAGGGTCCTCAACTG 

TGTGGCTGATTCAGGCTGTCCCCACTGCAATGTATGGAGAGGAGAGAAAG 

GGATGAAAGTGAAGGCAGGGGGGGGGATGTTTGTTTCACGGGGTGAACTT 

CTGCCTGAGCAAGTTGATGTTGGCTTCCGAGGTATTTGGACACTTTCTTT 

CAATACATTTTTATTTAGCACTTATTCTGTGTCTGCTGCCCTGGGATACC 

AGAGTGAATAAACAGATTAAAAGGTCCCTGCCCTTTTGGAGCCTACAGTC 

TTTTTGTAG AG A A A ATTG A ATTG AT A A ACC ATACC III I I I 1 lull TGA 

ATTTTGGTGGG'rrrr ri '1'1 AAGGTTAGAACAAATGCTTAGGGTGGGAAAG 

GCCCCCACAGAAAGGGGTGAGGGGGAGTTACCTTTCCCCGGTCGGGCCCT 

tttcagggatta^xccaggaaa^ 

CAAAAAGGCCAAGGAACCGTTAAAAAGGCCCCCGTTTTTTGTCCATTTTT 

TTCATTAGGGTTTCGCCCCCCCTTTCCAGGGCTTCACAAAAATTTCGCCC 

CTCTAAATTAAAGGTTGGGGATACCCCCCAGGGCTTTTAATATTCCCCAG 

GGTTTTCCCCTT 
>Sequence 37 

GGAGCGTTGAACCCNTTTTAGTAGCGCTCTCCCGGGTGGCGGCCGCCCGG 

GCAGGTACGCGGGGGCAACATGGCGGCCTTAGCAAGCTATAGCTGCGAGA 

TTTGAATTACTCCACTCGTAGCTATTGCATTCCTGACGATGGCCTCTGTG 

GCTTCGTGCGATTCGCGTCCGAGCTCAGACGAGCTCCCTGGAGACCCCTC 

TTCACAAGAAGAAGATGAGGACTATGATTTTGAAGATCGGGTCAGCGACT 

CGGGTTCATATTCCTCAGCGAGTAGCGATTATG ATGAT CTTGAGCCTGAA 

TGGCTGGACAGTGTGCAGAAAAATGGAGAGCTGTTTTATTTGGAATTGAG 

TGAGGATGAAGAAGAAAGCCTCCTTCCTGAGACACCAACTGTGAACCATG 

TCAGGTTCAGTGAAAATGAGATTATCATTGAAGATGACTACCNNNNANAA 

NATTTTTAAAAAAAGTACCT 

>Sequence 38 

TGAGCGTACGAGCCCTCTCTGGGGGCCGCCGAGGTACTTAAGTTTTTCTT 

CAGTTACAGCTACCATGTGAAAATAATTCTCTGCTTATCAAGTTTACAAC 

TTTAGAATTTCCTGTTTTAAAGTTTTCTCATTTACTTATCACACAGTCAT 

CTTCTTTTTGCCAAACGCTATAGTAGCACATTAAAAGGAGACTGATGTGA 

AATCAACTCTGTGCAAAAAGTATTGGGTGCTTTGGTAGAAGTCTATACAG 

AAGACACTGGAGACACAAAAATGAATTTTGTCCAGGTGAGTTGATGTCAG 

AAAAGGCTTAATAATGGAGATGAGGCCGGGCATGGTGGTTCACACCTGTA 

ATCCCACCTGTTTGGGAGGCTGAGGCAGGTAGATCACTTG AGACCA GGAG 

TTTG AGACCAGCCCAGCCAACATGG AG AATCCTGTCTCCAC 1 1 1 1 lAAAA 

AATAAAAAATATTNTGTTCCTGCCCG 

>Sequence 39 

TGACGTTGATTCAGAGCCCTCACCGCGGTGGCGGCCGCCCGGGCTGGTAC 
GCGGGAAAGCAAAACGACAAGCACGCCCTGAGCAGAGCCCCGGGAATTCA 
ACCTTTAAGTGG A'i AACTTGGCTTCTGGTTTGCCAAGG AACC AGGGC ATC 
AAAC AG ATG AAAC AGCCTATTGTCC ATTTC AAC AGG A 1 ' 1 ' I' l ' 1 C AG G AGTG 
GGGATGATCITTCAAATTATCCACAACITAATTATTTAATATTTT^ 
TCAATTACCTAAGACACGGCATCGTCACTGACCAATCAGAAGAGATGCCA 
y GTAGTTGGGCGCAGTGGCAGCACTTTGGGAGGCTGAGTGGACAGATCACC 
TGGGGTCAGGAGTTCGAGACCAGCCTGGCCTACATGGTGAAACCCCATCT 
CTACTAAAAATACAAAAATGAGCCAGGCATGGGGGGCACCTGTAATCCCA 
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GCTACTTGACAGAGTGAGCCTCTGTCTCAAAAAAAAAAAAAAAAAAAAAA 

GTACCT 
>Scquence 40 

TGGGCGTTGACTGGATGCGCTCCCCGCGGTGGCGGCCGAGGTACAGTTTA 

GAAAACTGTGGGGCTGAGTCCTCGGGGCCGTGGGGCGCAG CGTG GCTGAT 

CACCATCATAACGGGCCTATGGGGATACATTCTCTTAGACATTTTGAAGT 

AATTAATGCTCTCGTTAGTGATTAAGTCTGTGAAGTAGTCCTTTGCATAA 

TCAAATCCATGCTTTTCTTTGATGCCATTGCGACAAACAGTGTAATTATA 

GAAGCGAGAATTCTTGATTAATCCAAGCCATTCTCGCCACCCAGGGGGGA 

TGTAGCTGCCATTATATTCATTGAGGTATTTTCCAAAAAAGGCTGTTCTG 

TAGCCAGTGTTGTTAAGATATACAGCAAAAGTCCGAGGCTCATGCATGGC 

CTGCCACGAGGGGGAAGAGCAGTTCTCGTTGTTGGTGTAGACATTGTGAT 

TGTGCACATACTTCCCGGTGAGCATGGAGGACCGTGACGGGCAGCACATG 

GG TTGTAGTCAC A A AGGC ATTGATG A A AGTGGCCCCCCCATGTTCC ATA A 

TCTTTCTCGTTTTGTTCATGACTTGCAAGGACCCCAGCTCCACATCTTGA 

TCATCGGTAAGCACAAGAATAATGTTGGGTCGGATGTTTTT 

>Sequence41 

TGGAGTGCTAAGCNAAANTTCAGAAGCGCTCTACCGCGGTGGCGGCCGCC 
CGGGCAGGTACACGTGCAGATTGTGCAGGTTAGTTACATATGTATACATG 
AGCCATGGTGGTGGGCTGCACCATGGCACATGCATATCTATGTAACAAAC 
TTGCATGrr 

AAGAAAAACAGCATGCAATTCAGCCCACACAAAAAAAAGAAGTCAAAGAC 

AGCGAGAATTCTTAAAACAGCAATAAAAAGTATAAAGTCACTCTAAAGGA 

ATCCCCGTTAGATTAACAACACATTTCTTAAGAGAAATCTAACAGGCCAG 

GAGAGAATGGGATGACATATTCAAAGTGTTAAAGGGGGGGAAAAAACTCC 

ACTCAAGACTACACCCAGAAAAGCTATCTTTCAGAAATGGAGATAAAAAC 

ATCTTTCCCAGACAAAGAAAAACTAAGAGAATTTACTACCACTCACCAGC 

CTTACCAAAAAATGCCCAAGGGAGTCCTACATCTAAAGCAAAACGACAAT 

CATCACGAAAACATGCAAAAGCATAAAACTAACTTGTACCT 

>Sequence 42 

TGGTCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCG 

GACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAA 

CrATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAG 

CITTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCT 

TCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGA 

GAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTT 

GGAATCTAACTCAGCGGAATTGTATCCGTACCT 

>Sequcnce 43 

ATTGGAGCTCCCCGCGGTGGCGGCCCGGAGAGCAACCGAGATGAAGGTGA 

AGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGAC 

TTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTAT 

TTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAAT 

TGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGGGTG 

TGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTA 

CCT 

>Sequence 44 

CCGGGCAGGTA Cri ' 1 ' 1 ' 1 1 nTTTTTTI rTTTTTTTTI A C TACTCTGG AAG 

CTGAGGTGGAAGGATTGCTTGAGCCCAGGAGTTTGAGGCTGCAGTGAGCT 

ATGATCACAACACTGCACTCAAGCCTGGGCAACAGAGCAAGACCCTGACT 

GTAAAAAAATTTTTTTAC ATTAATTTTTAAAAGTG AGG 1 Till ACCTG AT 

GATTGTGTAGGTTTCTCCTAGCTCCAAAGTATCCG GGTCCT ACGACTCTA 

AATATAACCTTCAAGGAAAGTGGAGCTGGTTTACTXnTTTCTGATAATAT 

CAAGCCATTCCTGGCTGGGCGTGGTGGCTCATGCCTATAATCCCAGCACT 

TTGGGAGGCCCCGCGTACCT 

>Sequence 45 
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CCGGGCAGGTACGCGGGAATTCAAGATGGATTAAAGATTTAAACGTTAGA 

CCTAAAAGCATAAAAACCCTAGAAGAAAATCTAGGCAATACCATTGAGGA 

CATAGGCATGGACAAAGACTTCATGACTAAAACACCAAAAGCAAT GGCA C 

CAAAAGCCAAAATAGACAAATGGGATCTAACTAAACTAAAGAAGGTTTTG 

CCCAGCAAAAGAAACCTACCTTCAGAG TGGAC CGGGCAACCTTCCCGATT 

GGGGGAAAATTTTTTGGAAATTTGGCCCTTT TGAA CAAAGGGGTTATTTT 

CCCCGAATTTTATAAAGGACnTTTAACCAAATTTTCCCAGAGG 

>Sequence 46 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACTCGGGAGATCGTGCCACTGCC 

CTCCAGCCTGAGAGAAAGAAACTCTGTCTCTAAAAAAAAAAAGAAAGAAA 

G ATGTCAGTGCTATTTATAGTA ATAC AAAAATTTAATGTAA 1 i 1 1 iGTCA 

AAATCTCAATGGTATATTTTTGCAGATTTTTCAAATTATATATATATGAT 

TTATAAATTATTGTTATAGATTCCTGGAAAGTTAATCCATCTCACCATTA 

CATAATACCAATCTCTCTCGGCCGGGCGCAGTGGCTCACGCCTGTAGTCT 

CAGCACTTTGGGAGTCCGAGGCGGGTGAATCATGAGGTCCAGAGATCGAG 

ACCATCCTGGCCAACAAGGTGAAACCCCATCTCTACTAAAAATA 

>Sequence 47 

CACACACTCTTCTATTCTGCTCGCTCTATTTCTCGTGTCTTGCACTACGT 

ATCTTCTTCCTCTATGTTCTTCT 

>Seauence_4R 

GACGTAGTCCTCTCCGCGGTGGCGGCCGCCCGGCCAGGTACAAGGACATG 

CTGGATGCCAAGCAGTTCCCCCCTACCGTCTCACTGCCCCTCAAGACTTC 

AAGGCCACTCTCCCCATAAACATCAGACTACAGATTTAGGTGGAAGAGCA 

GCCATGTTTGAAGGGCACATGTGATGAGTGGGGGGCAGCAAGATGCCATT 

TCTGCATCTCCCAGAAGGGATGAGTCTTTGTCCCGATGCAAGCCCCCTAT 

TCGTTGGGCTCCCAGCAGTGCTTACCTTCTACAGCGTTCACTCATTTTGT 

TCTTTCCCCCCAACTTTTTTTTT1 1 1 GAAACGGGGTCTTGGTTTGTCCCC 

CAGGCTTGGAGTGCACTGGACTTGGTCCTCTGCTTGATGGAACCCTCTGG 

CCTCCCAGGTTTAAAGCGATTCCTTCTTGCCTTAACCCTTCCA GAGTAG C 

GTGGGAATTCCAGAATACGTGCGCAACCATTCCCCGGGTTAATTTTTTAT 

ATTTTTAAGAGACCGGGAATTCAACCATGGTGGGTTTAGGCTTGGTCTTG 

GAAACTCCTCACCCTCAGGTGGAAGCCACATGACTCTGGCT CTCCA AAGT 

GCTTGCCATTACAGGCGTGGAGCCACTAGGGCCTGACTTCCCTTTTCCTT 

TCCTGCCCCAGGCCGAACCACATC 

>Scquence 49 

GCCCCITGGGGGAAAAAAGGCCAAAAGTTGTTCCTGGGGAAAAAirilTT 

CCCTTCCACAATTCCCAAAAAATTTAAACCGGGGAAAAAAAAGAAAAAAC 

CGGGTGGGCCCCCAAGGGGGGCCCCACACCAAAATTTTGTGGGGCGCCCC 

TCCCCCCCTTTTTAAAGGAAAAAAATCTGGCCCCCTT TTAATTAATAC AC 

CCCCCCCCCCGGGGGGGGGGGGGTTTAA AATTCCCCC 111111 1 1 ITTCA 

TATATAAAGGGG 

>Sequence 50 

GGTAGTTGCATACCGTGGGCGGCCGGAAGAGCAACCGAGATGAAGGTGAA 

GATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAAC CAAG TTGGACT 

TACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGTC 

CCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATT 

GCTTGGCAAAGCATCXIAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 

GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTAC 

CT 

>Sequence 5 1 

TGCGCTATGATGCTCTCCGTGGGCGGCCGAGGTACCTCAGCATATATTGG 

AAGTGTTTTAGAGTTGGTGAGTTCCCCGTGCCTTCCAGAACTGAACGCTA 

GGAGGAGCAGCCAGTGAGGACAGACGTCTATGCAGAAACATGGGGAACCT 

CTGGAAATGACACACTCTCCGGGCACAGGGGGCCATTCGTCCATCT TGAG 

GTGGACTAATCATGGAGATTCTCGCAGGGCCGGCTGCTATCTCAGATTTT 
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CTAATCGGAGAAGGAGAGAGATCAACTTCCATCGACTCCAGTCTGTCGGG 

GGCTGATGAGTGAGGTGGCAGCAGGCATCCGCGTGGATTTGTTGAAACTG 

GACTTTTTATTGTGCTGAAAGCTGCnTGTTGTGATGATCTCATACTTTGT 

AGTTGTTCTATCTGCAGCACTGACnTCCTAAGGGATTCTTCCAACCTAGA 

AATCTTTTCTTCTATG G A AGGCnTACAATCTTTTTCCTGTGTTTTTCTTG 

AAATTCTTAAAATTGGGAGGTTTTCCTGGAGTACCTGCCCGGGCGGGCGC 

TCGAAAATAATCTCTCTGCTCCTATCTTAGGTTACTATrCCGGGGAGCCC 

TGGATACCCCTTTTTTTCTTTCCCACTGGGCCCCTT 

>Sequence 52 

TAGTTGATGCCNATCTTTNGANGCCNCCCCCGCGGTGGCGGCCGAGGTAC 

1 1 M M 1 1 1 1 1 1 1 1 1 1 1 1 1 I I GGCATTCTGAA AATTCATGAGGCTGTGTT 

TTAGGTGAGGCTATTTCTTCATTCACTGAACGGGGCACCCA ACAGG CTCT 

TAATATGAAGACTTGGGCCCTTCCTGAGTTCTAGAAAAGCATTTTTACTA 

GTTCTTCAGTAATTTCCCCTCCCCTTCATTCTCTGTTCTCTTTTCCTCGG 

ACTCCAATTGGATCTTGGGCCTCTAAGTATAGGCAAGATCATGTTTCTAA 

AAAGGTTCTTAGAGGGAGGGAGTTCCTGGGAGTGTTATGTGGGGTGGTGC 

AGAAGGTGCTAACAGGTGGGTTTCTCTTTAGGATGAGCAGGT GGGAT GCC 

AACTGTCAGGCTGGGACCTTTCCCTCCAGTGCTAAAATGAAAGTTTTATT 

CTGGTCCTTTGACATCCACACCAGAAGTCTTGACTTTCCCTTCCGCGGAC 

ATTATA TATTTTATTTnTATJTATCTAT^ 

TTTTTCCTATTCTATTTCCTCTGGGGGGAAGGGCCCCC 

TGGG ATTA ATTGGTTCC ATA AGG A A A ACTCTAT I " I" J I CT 

>Sequence 53 

CACTTACTGAATTATGTCTTGACTATTATAAGTTATTACTCTATATTCAT 

TGATCTATATAATTTTATATTTTTTTACACCCAACCAAGATGTTTCCTCT 

CGTTGGCGCGCCAACGGGGGCTGCCGAAGAGCGACCGAGATGAAGGTGAA 

GATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAAC CAAG TTGGACT 

TACAGAGAGTTCCAGGAAACTATGATCCTGCTTTACATCCTTTTGAGGTC 

CCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATT 

GCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 

GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAAATGTATCCGTAC 

CT 

>Sequence 54 

ACTTATTACCTACATGTTACTTCTTATCTTT GTTCC TAATATAGTATATG 

TTCGAAATATTATATCATATTTTTGATATTATTTTATTAATAATTTATTA 

ATATTACTNNNNNTGGTGTGTTGACCATTTGGAGCCCTTCACGCGGAGGC 

GGCCGAGGTACACTGGGAAAATGAAGAACTTAACTACATAAAAATAGAGG 

GACAGTCAAAACTTCACAGGGGGGAAATCAAGTTAAATTCAGAGCTGGAT 

TTAGATGATGCCATTCTAGAGAAGTTTGCTTTCTCCAATGCTCTATGCCT 

TTCTGTAAAACTGGCAATTTGGGAAGCATCACTGGATAAATTTATTGAAT 

CTATTCAGTCAATTCCTGAGGCnTTAAAAGCTGGGAAGAAAGTGAAACTA 

TCTCATGAAGAAGTTATGCAGAAAATCGGTGAACTCTTTGCTCTAAGGCA 

CCGTATAAACTTGAGTTCAGACTTCCTGATTACTCCTGATTTCTACTGGG 

ACAGAGAAAACCTCKjAAGGACTTTACGATAAAACGTGTCAATTCCT^ 

ATTGGCCGAAGAGTTAAGGTCATGAATGAAAAACTTAAGCACTGCATGGA 

ACTAACAGATCTAATGCGGAATCACCTGAATGAGAAGAGGGCACTTCGCT 

TGGAGGGGAAGATTGTCAATCCTATTACCATAGAAGGAATGGTTGAGCTG 

GGACCAG l ' l ' l ' l ' l ri lG ATCAGTGATACCAAGTGTACTGCAGAGATATTAA 

GTG 

>Sequence 55 . 

TCCTCCCCTCCCHTCCTTTGTTACATC^ 

TCTTCTCTATTCTCATTACTCACGTTA 

AGTCGTTTATTTTTTNGACmOWhn^ 

CCGAGGCGGCGGCCGCCCGGGCAGGTACTTTGCAAAGTGGATGCAGCA 
>Sequence 56 
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TTTCGATTGAGACTCTCCGAGGCGCGGCCGGAAGAGCAACCGAGATGAAG 

GTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTT 

GGACnTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTG 

AGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGA 

GTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGT 

CAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGG 

CGTGTGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATC 

CGTACCT 

>Sequence 57 

TTCTTCTCCTCGGTGCATATAATATTTTCCTTTTTTCTTACGGTCCGTGA 

GTCTATTTATTGTTTTTATTCITTTTGATCACTAATATTA 

NNTNNAATTCTTTGTCGCTGCACGCCGAGGCACCGATCACTCAGTTTGTG 

CAAAGGAGAAACGGCCACAGGGAATGGGCGGCGGCTTCACCTGGGGATAC 

CTGATGCCGTGTTTGTGGAAGATGTAGATTCCTTGATGAAACAGACTGGC 

AATGAGACTGCAGATACTGTATTAAAGAAAGTGGATGAACAGTACCT 

>Sequence 58 

TAATTTTATCTATTCATATTATTGTTTTTACTCTGCTAATTTATATTTCT 

TTGTACATCATTATTTACTTTTTTATCATATAATATTTATTrh^ 

ANNATTGriTCTGTTTCATTrGGAAGCCTCCACCGGGAGGCGGCCGCCCG 

GGCAGGTACGCGGGCTATTGTGATTCCCAGTGACCCATAGAACAuoA 1 1 i 

CACTAGTCCTATGACATGTGACTGGGCTTGGGAAGTTCGGGTGTCAGGTC 

CAAAAATCCTAAGGTGGGATCTTCGCTTTGTGAAGCAAATTAATTACACA 

ACCAAATATTGCCACATTCTTGAGGTCTATTGACACAATGGGAACTTCAA 

CCCCTACTTAGCTTAGCA 1 1 1 T TI \ I 1 I CA AAGAGTG AAAAGT GGTCCA C 

GTAGAGCACAATATAATTTAAGTAAAGGAAGATTAAAACATATTTTTATC 

CATTTCTTATGGTGGGAAATTAACATGTTTTAGATTTGAGGTCCCCCTCT 

CAGGAAACCCTTTCAACTTCGTATTATTCACTCCTGAGTA GTATG GGGTA 

GAAAATGAGTGGAAATCAGTTTGGCCACTATTTCCGAGTCTTTTGCACTG 

CAATACTTTCATCAATATTTACAATATTTCAGTCCTGTT TACAG ATGGGG 

ATCACATCAGGCTCAACCAAGTTACAGAATTCTTTGGGTTTT TATCT GGA 

CCTTTTAATTAAAACTAAAAGl"ITri"IM"14TACAATATTCCTGrr|-|-lAA 

A 

>Sequencc 59 

CACCGCTACACACTATTTTACTCGTAATAGTTTTTACTCATTTTCTTCAT 

GTTTTACTCCACACACAGACTCTTATTTCTTTATATATATATTTAGATTG 

TTTTACTCTTTCTTATAGTTAATATNNANCCGG GGATT GGCATCCCCGCG 

GGGCGGCCGAGGGACGCGGGAAAGATCAGTTGTTTTACCTTGGCATTCAA 

AGACTTTTCTTTGACTCCCATGGTTCTCAAAGCGTGATCCTGGTCCACCA 

CCATCAGCATGGGGGGGAACGTGTTAGCACTGCAAATTCTCATTC CTCC C 

TAATTTTCTGAATCAGAAATTACGGAGGTGGAGCCCAGCAATCTGTTTTA 

ACCAAACTTCCACATAATTCTAATTAATTTATGCTTTGAGAACCGCTGAT 

CTAGTTTGTCCCTCnCATTTrGCAGGCAAAGAAT TGAA TTCTAGAGAGGT 

TAATTGACTTGTCCAGTCATACAGATAGGTTCTGTTTTCTATTATTTATT 

TATTTATTTATTnTATTTTATTCACm 

TCTTTCTAATACTCCATATTTGACTTGACTTTTTTA 

AAATAAGTCTAAGATGGGAAAGTTGTGGAAAACTTTATAGAGAACATGAG 
ATTTGACTGAACAGTAAACATTAAGTAGAGAGGAAAGAAAGGGGTGTTCT 
AAGCAGTAGGGACCACAGTGAATAAAGGTAGAGATAGGTATGTTTAAAAA 

AAA 

> Sequence 60 

GCACCGCACTAGGTGGGATGCTAGCCGGATCCGGACAATATGTCCGCGAA 

ACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGGGGGTGCTTTACA 

TCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAAC 

TGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGT 

GATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCT 

TTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGA 
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ATTGTATCCGTACCT 
>Sequence61 

TGGACGAATTGTTNCCGACTCACCGCGGTGGCGGCCGAGGTACACGTTAC 

TGTTCCGTCGTATTTTGTAGTCTCTGTTCTGCCCTTTGGAACATCTCTTC 

GGTGTTCCTGTGGGATCTCTCTACTGCATTCTACTTTATGTAATAATCTG 

TTCAATAAATAATTTTTAAAAGGAGACAACAACGCCGCAGGTGATCTGGA 

GGCTCCTGGAGGACCTCAGCGACTCAGGTCCAGTCCAAGGAGGGCCGCAG 

ATCAGGCTGAAGGATGGATCCACATGTTTAGAGGAGATCGAGAAATGCAG 

AAGAGAGATGCAGCAGAGAAATGCCACAGAAAGGGGAGCTGGAGAGAATC 

AAAGCATGAGAGGAATTCAACCTGCTGTCACTGGAAGGGGTCCAGATGGA 

ACGCTTGAGAAGAAACGTGTGTAGCATCTAGGAGTAAAGACTCGCCCTGG 

CTGACAGCTAGTAAGGAAATGGGAACCTCAGTGCTGCAGCCTCAAAGAAT 

TGACTTTAACCCACAGCCTGTGTGCACTTAGAAGCGGATGCATTCACAAA 

TCTTCCAA 
>Sequence 62 

TGGGTCGTTGTCTTNTCCGCGGGGCGGCCGCCCGGCAGGACAATGATGGC 

TGTCAACTTCGTTTGTTTAAAAAAAGACAATTTGAGCAGGACGACCCTCT 

CCAATCTGGGTAGCATGGTTAGCCTGTGCAGTAACAACGTAGGCTCGGAG 

GATGGGTACCT 

>Seq uence 63 

TTACTAACCACGATTGGATTATTTACTCTATGATTTTAATTATTGCATAT 

ATTTAATA 
>Sequence 64 

GGGATCTTTTTGTCTTNGNCGGGGGCGGTCTTCCGGNCNGACNGCGGGGG 

GGCGNNGGGCNGGAGGAGAGGAGCGGCTTTAGNAGGGGGGCGCGGGCCNC 

CCCAGCAGANGNCNCCAGCAGCAGNNGNNNCTTTGAGGCNCCANCNCCCA 

CAGCACCGANCAGNGGGNNCCAGCNNCCACCAGGG GACCCNN GGACCCGG 

GCGACGGCNGANCCAACNCNGAAGGAGNCNNAAACTTTTTTTCTCTTGAG 

CGNNGNGNNCNCNCCCGCGACCCCGNGCAAAGGAAGCCCAGCNGGAGGGG 

CGGNNGNANNGACGCCCACGGGGGNCACAAACAACCNNNCAAAGGAAGAA 

NNNGCCACCCACCAANCNNNAGCAANACAACANAGGAANCAANACAAACA 

NAACCGAAAAACGAGGAAAAAAAAAAA 

>Sequence 65 

TTGTGTGTTACGCGCCGGAGGCGGCTGAGGGACTTTAC I I 1 11 1 Mini 

TTTTTTTTGGAGGAGATGGACAGTGTCAGTCTCCTGATAAGGGGGTGATG 

GGTAGGTAATTTAAAAGCTTCTATTATAAAATCTAGTCTCTCTGACACTG 

CCCTGTCCACTGCAGTCACATCTCCCAATACTGAAGGATCCTGAGAATAC 

GAGCGGGCATGACACTTACTCACGTCATTCACCATNCTCGTTGTGCCTGC 

CCG 

> Sequence 66 

CTGTTTGCTACACGCGGTGGCGGCTGCCCGGGCAGGACCGCGGAAATCCC 

CTAACTTCCTTGCTATCTTCCCATCCCATATTTAGGTTAGATAGAGAAGT 

GTGTATGTGTGTGTGTGTGTGTGTTGCTCGCACAGTGATGAACTGTAAAC 

ATAAATGAAGATATGGAAAAATACATCAATTA GGACA ACATGACAATTTC 

ATTAGACTCCTATCAAAGAGTATCAGTTCACAGTTTTTATAGATACTAGT 

ATAAAATTCAGATCTTGACTGTTITCTGGGGATAAAGCAAGGCTTTACAA 

TTTAGCAGTCTGTAGCTAGCTTGAAACAGTAAAACAACAACAGCAGAGCC 

TTAAGTGTATTTTTGTGA(XTAAAACATGAACT 

TAACAATGAATAGTG 

> Sequence 67 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATT 
ACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTTCCAGACCTGTGGC 
TCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTACTCA 
GTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 

> Sequence 68 

GGGCGGGCGCTGACTTGGCGCTTGCGCATGCGGGAACTCGGGCCTGCCAA 
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GTGGATGAATGGATGGCGTCACGGCCCGGGGGAGAGCCGGGGTGTTGGAC 
GGGCCGCTGGTGGCGTTAGCTGGCTGACTGGCTCGGGTGGGCTGCAGGGG 
GCCGATGGCGGGTGGCGGAGTGACTCTGCCTCGAAAGCGGTAGCGCNGAG 
GCGCCCGGATGGGGGGGGGGCGCGGGGTGGTCGGGGAACGATGCCCAGN 
>Sequence 69 

GGTCCCATTTCATCTTGCACCCGCATACCAGGGATTGTTGCGAAGAATCA 

GTTGTGTTATATTGTCCAAATCATCAAAGATACCCTGAGGTAAATTACTT 

AGGTTATTATTGGACATATCCAGTCGATAGAGCTGCCTTAGATAAGAAAA 

AGCATTTGGGGGCACCCGATTGATGTGGTTATCTTGAAGATAAAGCTTCC 

TCAGGTTTGTGCCTGGAAGGTTTACTGGTGCAGCAGTCAGGGAATTCCGC 

ACCAGGGACAGCTCTGTCAAATTAACTAGGTTGAAGAAAAC TTTGT CACC 

TAAACCATGATTGTTCAACAGGTTTCCATCTAGAACCAGGCGTTTTAGAC 

TAGTGAGACCTTGAAGAGATGGTGATGAAATAGTGGATATGCGATTATCA 

TCCAAGCGTAGTTCTTCTATAGTCCTGGGCAAACCCCAGGGAATTGTGCT 

AAGGTGATTACGGGACAGGAAAAGCAGTCGGAGATAGTTGCTGTCTCGGA 

ATGCTCCCTCTTCTATGCTAACTGCAGAGACAGAGTTGTCATCTAAATGT 

AATTCTTCCAGATAGGGAATTTTTGAAAGTGAATCATAAGTGATAGTCCT 

TATGTTATTTTCTTGCAAATGTAACTCTTTTACATACTTTTGGGAGGTTG 

GTAGGGAATTCATTN 

>Sequence-70 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGAATAAAAGGCT 

TTGGTTTCTCTGATGTCTTCCAATCAATCACACAGAGCTTGCCCTGATAC 

TCAGCCACACAGTCCAGCAGACCTATATAGTTTAAGGTTTCATGTTGAAC 

AGCACTTTCAAGAGCTCGCACTCCACTGACATCTTTCAGAATATGCTGGA 

CACTTTCAATGTAACCAGACTTGAGGAGATTTTCATCTCTCTCTTTTAAG 

GTTTCCTGGGGTGAAAGTATGCTTTCCAAGGCTTCGTGGAACCGTTTCCC 

TTGTAAAAAGACGTTTGAAGTGTATTCTTTAAAGCCATCTTCTCCC AGTT 

CCAGAATCATCCGCTGTTTCCACCTCTCCAACAAGAAAACCTGTTGTTTT 

GTCATGGTCTGCTGAAGGACTCGGGTCACACTTGGTATCACATTCCTTTG 

CAAGGGGATTTTCAAAGGAACTGAAGGATCACTTGCATTTGGTTTATCAC 

TTCTCTCTGGATTGAAGATAGGAAACCAGTTTTGTGGCACTCGTCTGTCC 

TCACCTTGGTTTGGCAGCTTATGCTTGCTCACGGTTCCACAGAGCAAAGA 

TTTTTCTCCACCGATCCCGGGGTCTGGCCGACGCCTCTGGGTGACAAACA 

GACCTGACTAATTAGAGTTTTTTCTTGGCCCCTTTTN 

>Sequencc71 

AGGTACTTGAAGGATAAGAAATTACTGTGTCAAATTACCCACAAGTTAAA 
TGCCCATGTTCCAGACCTGTGGCTCTTAGTATCAGGCTTGTGATAGAGAA 
AAGGCTGCTATGAATTCTACTCAGTGTGCTTAGACCAAAGGAAACCACCA 
CAGGGATTTCACAGGC 

>Sequencc 72 

ACKjTACATATATCATTTATTCAAGAGGCAGATTTTAAACGTTTTTGT^^ 
AAGCTAAATAACACCCAGA GTGACT CA AAAAATTTCT CAACTTTGCCCAA 
GTGAATAGTAAGTCTAGAGTTTTTTGGGrri'rilirrrG 
>Sequence 73 

GCGTTTGGAGCAACACCGCGGNGGCGGCTGGNNGNTCTACCGCCCCGAAG 
CACACTNGCACAAAAGGGACnTTTNNGATGGGT^ 

GNCCAGCT^GGACCANCNATTTTTTCCTCCTCCrCTGAGNCTGCCTTTA^ 

AGCTCATAACAGTAGAGATCAGTTGTCTCTGGTTGCAAATCTAACATATA 

TTCATGCAATGGAGGNGNANC11 I I IC1 11111 1 GGTTTGGGNNGCGCN A 

CGCGCCCNAGAAGAACNCACGCCCCAGNAACGGGGGCGGGCAGNACCNGC 

CCCGGGCGGCCGCNCCAGAACCAGGGGGACCCCCGGGCGGCAGGAAANCC 

AAAACCAAGCCCAACGAAACCCGGGGACCCCGAAGGGGGGGCCCCGGGAC 

CCAGCNNANGGGCCCCAGAAGGAGGGGGAA 

>Sequence 74 

NAATATGACTCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTTGTGAGAA 
GAGGAAGAAGGTGATAAGAACTAAGATCAGAGCATAGTAGAGAAAGTAGC 
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CCTGTAAACAGAGGAGAAGCAGAAAGAGAGAAGGGAGGACAGAGCTTTTA 

TTTTGCTCCAGGTTAAAAAGAAAAAAAAAGCACATTACAACTCTATGTCA 

GTGTCTGTCCCAGGTCCTAGAACTGGAATAGACCAACCAAGCCCAACCCT 

TCTrAAAAGTAAGACTAGGTGCTTCCTGATTATATATTCAACTGCCTGGA 

AGCATGCAAGTAAAATTTCCTTGATGGCATTTCTAAAGT TCAAACA TATT 

CTTCCTAAAAATGCATTTACAAAAAATATTAAGATTGTGTTTTTTTGGTT 

TGGACnTTAAAAAAAATTGTTTTCAAAACCA TAATTG GGGCCTACCCCAA 

AATGGATTCTCCTCCCTACAGTGGGGATTTCATTTTTCCAGTCCCCACCC 

GCTTTTTAATTTTTGATGACCTGCACCTGGTTGGGGGAGCCACTTGTGGG 

CCCITAAAAACCAGCAATCCTTTTTGGCCCTGGCAGTGTCCTAAAAAGGG 

AAAGGAACAAGCCCCTTTTGGGAAGGAAAGGGAGTTAAGCCCCGGAAGGA 

AATTTTTGCTTGATAAAAAAGGATAAAGGTGGGTTTGTGCCGGGAATTTA 

ATTTGGTTTTGGGTGGCCTCCCCCACACACCC 

>Sequence 75 

TAGGTAGCGACTCCCCGCCGTGGCGGCCGAGGTGCGCGGGGAGGCGTTGT 

GGGAGGAGGTGCGGGGAGAGAGGAAGGGGCCTGTGCACTGAGCAGGCATC 

AAACATTAGTGGATGGCCTTGCGTCTCAATCTGCAG TAAAGA GGAAACTA 

ATCTGAAAGGGAACGATAGGACTGTGTGTCTTTTTATTTTTTAAAATACG 

GAGTGTGCAATTTTACTGAATCTTGAATCATGCCCAAAAGAATGAGCTGT 

CGGTGCTGCAGTCGXGACCCAGGCTGA 

>Sequence 76 

GGTCTTGGCTGCCTGTGGGCTTCCCCAGGTGGCCTGGAGGTGGGCAAAGG 

GAAGTAACAGACACACGATGTTGTCAAGGATGGTTTTGGGACTAGAGGCT 

TATTGGGGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGTTTGC 

CTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTCTTATGAAAATATA 

GACATTCTCACATAAGCCCAGTTCATCACCATTTCCTCC TTTAC CTTTTA 

GTGCAGTTTTCTTTTTCACATTAGGCTGGTTGGTTCAAACTTTTGGGAAG 

CACCGGACTGGTCAGTTTCTTTTGGGAAAGTGGGGTCATCG CATTTCC TG 

CAAGGGCTTCTCCTCCTCTGGTCTTTTGGGAGAACCCGGGGCTTTTTTCA 

CGGGGCTTTAGGGAACTGGTCAGGCTGTTTTCAACCAGGAAG 

>Sequence 77 

CAGGACGCGGGGAGACAGCAGAAGGATCACTGGGCTGGAAGCTCTAACAG 

GCATTGCCAGCCTAGCTACCTGCAGTTTGAGGCAAGGGCAGGGTCACTTA 

CCCTGCTGTCTGAATGTCTCCTGGGACAACAGGAGGCTGCACTCACTGGC 

TGAGTTCAGACAGAAGAGGGATCATCGGACTGGAAGCTCTGGCAGGTATG 

GCTAGCCTGGTTACCCGTAGTGAGAATGGAGAGGGCCACCTGCCCAGCTA 

CACAAATGTTTCCCAGGACAACAGGAGGCTGTGTCCACTGACAGTTCAGA 

CCGAAGTGGAACCACTGGACCGGAAGCTCTAGCAAGTGTTGCCCACCTGG 

CTTCTAGTGAGCCTTGAAACCAGCGAAACAATAATCAAAGAGCAGTTCTT 

GTCAAGAAAACCACATTAATTAGGTACCCTGGCCGCTCTAAACTTATGG 

>Sequencc 78 

ATACCGAGGCCGGGAAGGCAATATAAGATGTATAAAGCCCTCGGGGTTGC 

CCTAAATGGAGGTGTAAGCTAAAACTTCAACATTTAATTTGCCGGTTGCC 

GCCTTCACCTGGCCCCGCCTTTTTCCAAGTTCGGGGAAAACCCTTGGTTC 

GGTGGCCCAAACCTGCAATTTAATTGAAAATTCGNGGCCAAAACTGCTCC 

CGGGGGAAGAAGGCCCGGTTTTTGCCGTATTTGGGGGCCGCCTTCTTTCC 

CGCTTTTCCTTCGCTTCAACTTGAACTTCGCCTTGCGCTTCGGG 

TAGGCTTGCGGGCCAACCCCGTATTCAAACTTAACTTCAAA 

>Scqucncc 79 

GAGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACA 
GAGGCAGTTCCAGATTTCAACTGGTTCATAGATGGGCGGGAGAATGAAAA 
CAGATGGTGCAGCCACAGTTCGTTTGATCTCCACCTTGGTCCCTCCGCCG 
AAAGTGACCGATGTCCTTCCATATTGTTTACAGTAATACACTGCAGA 
>Scquence 80 

GAGATGCCGGGGGTGCCGATATACTGTGCAGAGGTAAAGGATATAGTGGC 
TACGATTACGGCCTCTCT 
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>Sequence 81 

TAGATAGCTCCCGCGGTGGCGGCCGAGGTACAGCCAACCCCCTAGGTGTG 

GACCAGCTGAGGCAGGTGGGCAGATATGCAGAGGGACTTGGGGCTTTGCC 

AAAGGGTAAGCACAAAGAAGGAGTCACGGGTTCTGTTCGAGGCACTGTTG 

GGATTAGGAGCCCGAGGGACCTACTTTGCAGGAACCTAGCATAACTTTGT 

GTGACGAGACTGCACAAGACAAAGCTCAGGCAAGTGGCTCAGTAGTTGGC 

CAGCCCAGCAGGGTCCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAA 

ATGGAGAGCAGCAATTGGAGCTTCAGGACCGGCTTGCACTGTGGCTCCAG 

GTTATACCACCACTGCCCAAAGCAAAAGCTAGAGAAGCAAGTGGAGAAAT 

GCTGGAGAAAGCTGCACCCTACAGGCAACCAGCACTTTAAAAACCACTCC 

AGGCAAAGTAATGGAAGGAAAAAAGCCCTGCTTTTCAGTAACCTGGGCCT 

G 

>Sequence 82 

GACACCATACGTCTCTGTGTATGATCTCNCTAAGTCATATCGTGTAACGT 

GTACACTTACTCATTCAGCATATATNTCAACGTCAACTTCTGTTTCTCTC 

AGGTTATTATTTCATAACTACTTATATCTGTTTCACATCAGTAACATCGT 

CATATCTCTACGTCTTTAGTGATCTATTGTATTTCTAAGAGAGACTCCGG 

TGGCGGCCGAGTACGCGGGGGAGTCAGTCTCAGTCAGGACACAGCATGGA 

CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTACTCTGGCTCCGAG 

gtgccagatgtgaca/tccagatgacccaggctc^ 

CATATTGGAGGAAGACAGAAGTCACCCATTAACTTGGCCCGAACAAGTTC 

AGAAGCATTTGCCCAGGGTATTATGTAATTGGGTTTTCAACCAAAAAACC 

CAGGGTATAAAGCCCCCCCTAAAGGCTACCTTGAATCTTATAGCTTGCCA 

TTTCCAGTTTTGGCAAAAGGTTGGGGCGTTCCCCCAA TTCTAAG GGTTTC 

AAGATGGGCCAAGATGGGATTCCTGGGGGACAAGGATTTTTTTACCTTCT 

TAACCCAATACAAGGCAAGTTCCTGGCAAACTCCTGGAAAAGAATCCTTT 

GCCAAAACTTTTACCTACCTTGGCCCAAACCAGGGAGTTTAACCAGTGTT 

TCCCCCCTTTGGGAACCGGTTCCGGGCTCGCCTTTCTAAGAAAACTTAAG 

ATGGGAATTCCCCCCCGGGGCTTTTGCAAGGGAAATTTCTGATTATTCAT 

AGGCCTTTAATTCGAATACCCCGGTCGGAACGCTTTGAGGGAGGGGGGGG 

CCCCT 
>Sequence 83 

GATGAGTCGAGTGGCGGCCGAGGTTCCTTGTTGCAGCTCTTTATTTCTTA 

GTCCCACTCCCCCGAGGTAACACATTTCTGCTTTTTTAGCTGTTTCCTCT 

AGTGTAGGTTCACCTTTCTAATTTTTGATTCAATCACTTAACCACCGTTA 

CATACTACAAAATATCACTATATTATGACCATGATTATATTTCTTTTCTT 

TTTCCCTTCATCAAGGAAGTTCATCAAAGAATTTCATCAAAGTTCAATGA 

TGACCTCTTTTTAAAATTTTCTTAGTATTCTATGT AACTATT ACCGATCT 

TTTCCCCACACACTTCAAAAACTTTTTAATTATAATTTTTTACATAGCCC 

TTAGC AC AAATAACC AATCC I'l'I'l 11 H 1 1 CCCAATA AAAAT GTGCCTTT 

CGTAACCTTTGTCCTCTTTCTTTTACCT 

TTGTGCAACTTAG AAACTTATTTCTTATTATTCTGGGG IT1 C 1 1 1 1 CCCT 

TTTTTTTGTCCTGGAATCCCTTTTGCCGGAACCT 

>Sequence 84 

CTCTCTTTTCCTCTTCTACTAGTACATCATACTAGAGTAT 

TCACACTGATANGGTAAATCTGTAATAACATTATTCTTTATAATGATAAT 

AATCTAATTCATGATCAATTATCTATAGATCGAATCTATACTCTTACATC 

TCGACTCTACGATACTTTAATATAGAGATGACIXXXXKXK3TGGCGGCCGA 

TGTACTATGGCCTATAT(KK5ATAGAACKiTATTTACCACXK:ACACAACA^ 

CGCAGTTCCATATTTTAACTGCTCATCATATGGCGGTAACATGGGGACAT" 

ATGGTGCAACCACACITTCATTTGATTTAACACCTTGGTAACCC<XGGCC 

GCTCCTAGAAACCTAATTGGATCCCCCCCGGGGCTGGCAGGAAATTCGAA 

TATTCAAAGCITrATTTCGATTACCCGTCCGACCCTTTGTAGGGGGTGGG 

GCTCCCGGGTAACCCCAAACTTITTATGGTTTCCCCnTTTTAAGTGGAAG 

GGGGTTAAAATTTGCCGCCGGCTTTGGGGCTGTTAAATTCAATGGGCTAC 

AATTAGACCTTGTTTTTCCCCTTGGTGTTGGAAAAAATTAGGTTTAATTT 
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CCGGCTTCCAACAAAATTTCTCCACCACCAAACCAATTAAACGTAAGCCC 

CCTGCGGGAGGCCAATTAAAAATGTTGTTAAAAAGACACTTGGGTGGGTT 

GCCCCTAAAATTGGAGGTTGAAAGCCTTAAACC TrCAAC AATTTAAATTT 

GGCGGTTTTTGCGGCCTCCAACTTGGCCCCCGCCTTTTTTC^ 

GGGAAAAACCTTGGTTCGTGGCCCCAGCCTGCCCATTTAAATTGAAATAC 

CCGGCT 
>Sequencc 85 

TTGATGTGCTCACCGCGGTGGCGGCGGGTACTTATATTACATTATGCTAA 

AATGCAAACATCTTATGCTAAATGTTATATTTGGGAACAAATTGTGTAAA 

TATACTGATGACGTCAATGGATCATTACAATTAATGTAGGTGCCGTGGGC 

AGG A A AGCTAACTTTAGCTG A AAGC ATCTG AA ACGTGCTTA 1" 1 " 1 " I 1 AATG 

GGCCCTCAAAGGAAAGGGATGAGGCCAGCCATAAAGAAAGGCTTGGCCAA 

ATATAGTTCTTGTTTGTCAAGAACAACAAATCCCATTTCACAACAGAACT 

AACCTGGCATGCCATTCTATCCTTAGGTTCTGGCGTGCAGTGAGCGAGGC 

AAGGATGGCATTCAAGATTTCATTCCTTTGTTCCACGGGGAGGCCCCTTT 

CTTTTAACTTCTTGAAAGCAACATATTTGGCAACAACCCTTCATTTTTTT 

TCCCCGGTGCTTTACTGTTTAAGCCCTTGGG 

>Sequence 86 

TGTGAGACTCCCGCGGTGGCGGCCGAGGTACATCCCTGTTTATCCCATTC 

CATrcACCGAGGCCCAACAGCATGGATGATCTGTTTGCAGGGAAGCCTCC 

CTGCTCCCGTGACAGCTATCTCACCAGCTGACACTTTACC ATATC TGGCA 

ACAAACTGTTTGCTCTCTTCTTGGATTTCAAATCCACCAGCTTTTACCAG 

GGCCAGGGCCAGGCCTCCCCCATGCAGAAGATCTTCATTGGCTGCATTCA 

CCACAGCATCAACAGCATGTGTGGTGAGGTCATCTTTCCACACTGATAAC 

TCTATCCTAGGAGTCAGCATTTTTCTGAACACTTGCAGAGATTTGCTGTT 

GCCTTCCTGAACTGGAGAGACCAGGGTAGAGATACAGCCAAACTTATTCT 

GGAGGACTTCACACAGCTGACGCTCATTATTGTTTAAAATTTTGAAGTCA 

TrGTGGTTAATGGGAAATTTGCCAACTATAGTTTTCTCCAAGAGCACCAA 

TCTCTGA-TTTTTCATG 

>Sequehce*87 

GTCTTCACTTTTACTTTGTTGCTATAAGTT^ 

TTGCGTTTATAATTTGTTTTATTGTAGTTTAACTTGCGTTGTTACTTATT 

TATATTATTGTTATATTATAATAATCGACGCTTGACTCACCGCGGTGGCG 

GCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAAAAGTG 

AAGAATTCTTACAAACTAGAGGAGACAAAGATTGGAGAAGAAACAATGAC 

TGGCTGGGCACGGTGGCTCATGCCTGTAATCCACTTTGGGAGCACTTTGG 

GAAGGCCGAAGAGGACAGATCATCTTAGGTTTGGGAAGTTGGAAGACCGA 

GCCCTGTACCCAACGTGGAAGAAACCTCCCATTCCTCTACTTAAAAATAC 

CAGCAAATTTAGTCTTGGGTGGTGGTTGGGTGCCATTGCCCTATTTAAAT 

CCCCAGCTTACCTTTGTGAAGGGGCCTCCGTGCAGGGAGTAATTCTACTT 

TGTAACTCCGGGGGAGGGCAGAAGTGTTTGGTTGGGTGAGGCCCAAAAAT 

TTGCCGCCCATTTGCCACTTCCAAGCTCTGGGGCAAACAAAGAAGCGAAA 

TATTTTTGTCCTCAAAATTAAuAAAATAGATTTTTTATATTTAGGGGTTAC 

CCTGTCCCCGGGGCGGGGCCGGTTTTTAAAAAACTAAGGGGTGATTCCCC 

CCGGGGCTTGAAATGGAAATTTCGATTTT 

>Scquence 88 

TCGGACCGCTTTCAAGKTACAGAGGGTGCKjCCGAAAACCCCCGACCAGGG 

ACCTTATrAAAGAAATACCAAGGCCCCGTTrr(XX:CTCT 

NCCTCCGTTGCGCCTCTTCCCTC 

CGGGATTACCCTGTTCCCGCCCnTTTTCTTCCCCTTTCCGGGAAAGGCGG 

TGGCCGCC rri 'I C l ICAATAAGCTTAACGGCCTGGAAGGGTATTTCTCAA 

AGTTTCCGGGGGGTAGGGGTCCGTTTCGGCTTCCCAAAGCTTGGGGCCTT 

GTGGTTGCCACCAAAACCCCCCCCCGTTTTAAACCCCCAACCGCGGTGGG 

GCCCCTTTATCCCGGGAAACC 

>Scquencc 89 

CGGTCAGGTACCGCTCAGCCTGCTTGGTTGCATCCTCCGCATGGCGAGTC 
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AGCTCTGAGATCTGAAGGTCAGCATGCTTACGCTCGGCCTCACATGTGTC 

AAAGTGATTCTGGATCTCCTTAAGTCGATCCAACATCTGCAGTTGCTGTT 

TTTCCCCATTCTCCAGTTCACGTGTTAAATTCTCTACTTGTGATGCCAAA 

TGTGCTTTCTTCTTGTCTTTTCTTTCCATGCACCGTTTCACTTCCTCT^ 

CTCAAATGCCATTGCGCTGAAGTTCAGCTGCACTCTCAAAACTGACATTT 

GCTTCTCCAGGTCCTGTTTTTTCCGCTCAACCCCnTrCCTTAATCTTCAG 

ACCTCCCCTTGGTCAACCTGATAAGTTTGAG 

>Sequence 90 

AGGTACGCGGGATCACAAAGCAGACAAACAGGAAAGACTGAACCATCTAT 

TTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTATCTG TAATC 

TCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTT 

AAAAGTGCCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAAT 

TCAGTGTGACACAAGCCCTGATTATTTAATAGTATAACAGCAGTGAATCA 

GAGTTCTTTCATCTGACTTTGCTGACATTTCCAGCAGCTGTATATTTAAT 

TCACAGTTAGGGGCTGAACAAACTACAGCCATTGATCAGAATGTAAGCAG 

GCATCCTTGAGCTTCTTCTAGGAACATATACAGATGTGCACAAAATTTTC 

ATTTATTCAGTN 

^■Sequence 91 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGC 

AGACAAACAGGAAAGACTGAACCATCTATTTGAAAAAAGTGACXrCATTC 

AATTGG TTC AGCC ACCCGTATCTGTA ATCTCTCC ATTCTG CCCTCTTG A T 

TTTAATGCAGCTATAAAGGAGAGTATTTTAAAAGTGCCTCCCAGTAGGAA 

GAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACACAAGCCCTGA 

TTATTTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTG 

CTGACATTTCCAGCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAA 

ACTACAGCCATTGATCAGAATGTAAGCAGGCATCCTTGAGCTTCTTCTAG 

GAACAAATACAGATGTGC 
>Sequence 92 

NGCGCTTAGGAGCNNACGNCGCGCGNGGCGGCCTGNCCGNNCNGTCGCAG 

CCCCANGAGGNCACCAAGCANCCANCACCCCTA CCGNG AGNNGTGAGGCA 

ANGGCCGCCAGGCAANGGCACANCAAAANCCGGTTTTCNGCNNNGAGCAC 

NGNGCACCCGAGAAAACAAGGNCNCAACNACNGA CNGGCCAAGAAG GGGC 

CCGCCCNNGGCCAACNNCACCANACAGNNNAGAGCn 1 1 III TTU lGGT 

TTGAGCACCGGGACTATCCTCTTGACTACAAAGTACCT 

>Sequence 93 

GCGATTGGAGCAACCCGCGGNGGCGGCCTGNCCGCCGCTACNNNAATCAN 
CKjAANCNNNGCTNNWGNCCAGATC^ 

GCmNNGCAGNNAAACCCNACGTTTAGAACNGGGGGGCAGACCCCGAACG 

NCNAGAACAGNGGACCCCCGGGCGCAGGAANNCGAACAAGCNAANCGANA 

CCGNCGACCNCGATTTTGTTTTTTGGCGGAGCNNGNGNGCCCNCT 

GGGAAAAAAGCGCGCTCNGGCGAAGG 

>Sequence 94 

TGCCCGGGCAGACACAGCTCCATGAGGTCACCAAGCATCCCATCACCCAT 

ACCGGCAGTTGCATGGCAATGGCTGCCAGGCAATGGCACATCAAAATCCG 

GGCAGCGTCITGAGCACTGTGCAATTGAGTCAACAAGGTCTCAACTACTG 

ACTGGCTAAGATGGGGCCTGCCCITGGCCAACTrCACCATACAGTTTAGA 

GCAATCTTTAAAGTGGCCTGAGCACCTGGACTATCATCTTGACTACAAAG 

TACCT 

> Sequence 95 

AGGTACCTGTATGATAACATTGCAGTCAAACATATCTTGTG ACAG GACAG 

TTTTTTGTGGGGAGGAGAATTAGACCAAGTTCGGAGATATATTTTAGGAA 

CTAAAAGGAACGTAAGATCTGGGGTAGGGGGATGAGCAGCTCCACACCCT 

GCTCCTGTGTGAGCTGTGCGCTCCCGACTGGGAAATGTCTAACTCCATCG 

AAAACATGAGATGAGGGGCAGGGAAGGGGCTACTTCCAAGCCTTTCATTA 

TAATACTGTGTGTAACCTTTTGCATATTTTCAGAA AAGAA ACCAGTAAGG 

TGGGTTCAGTTGTGGGCTCATCCTGACTTAGAAAATTTTAAATAATTTAG 
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CCCATTG AA ATGTTGATAATATAAGGCATGCATGAATA ATAA I I 1 1 1GCT 

TCTTTN 

>Sequcnce 96 

AGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGCTGCGACAAACA 
CCCCACAAAATGGCGGCAGCGCCGTCGCCCTAGAATCCCCCGAGTCGCCT 

CTCCCCGCGTACCT 
>Sequence 97 

GTATGTCGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGG 

AGCCCCCTTCAGAGGGGCGAAGAGCAGTATCTTCAGAGGCCATCCAAGTT 

TTAGCATAACAAGGAGGGAAAGAGAATGCAGAGAAGAGGCTGGTGATAGA 

CAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCAAGAGTTTAAAGAGT 

TTGGGATGGAAAGAAATCGAGAATTGGGCT 

>Sequence 98 

GGTTCGATGGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACCAGCAGAGAT 

GGCTTCAAGATGATTTAGGACTTGGGTCAGTAGCACTTACTGATGTAGTG 

GTTTGATACACACTGATTACCTTCTTCCTTTTTTATTCTCTGGCATTTCT 

CCTATATAACTAGCCACTTTTAAACAATATTTGTCGGCTC TTTTC TTCTG 

CTTGTCTGTAAATATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTC 

TTCTTACTCCTGGCCTTTCCTTGGGAGAGTTCATAATTCACCTACTCCAT 

r.TAGATAlTTGTGATGTCCAAACACATCTCCACGTTAGGGTTGTATTTGT 

AGCATCAGACCCACACTTTCAACTGTCCACTAGATAGCCTCACTTGGATG 

CTCTGCAGGCCTAAATAACCTTTGCGGACAGATTAACAGGGAAAAAATAT 

TAATAGGAAAAAATATTAGATTTTTATCTGATGTTAATATTTCTATGTGG 

CATGGAGGACTTCACAGANAAAAGTGAAAACTCTAAAGCAGTTAGATTTG 

AGN 

>Sequence 99 

TCTCTTACACACTCTATATGCATATAATTACAATCCTGTTTATATAGTAT 
CTTTCTTAGTATATACTAACATCTATTAGTCAAAATATATATATATAGAT 
TATACTAATTATCTAAACATCCNCANTAAAGAACAGTTTCCATTCGA 

>Sequence 100 

GGCG AGGG ATTG AGCTCCCCGCGGTG GCGGCCG AGGTAC rTTTTTTTTTI 

TTTTTTTTTTTTTTl 1 f 1 T AAATATGTTTTA ATATGCATATCATCCA GGC 

AGCATAATGTTATATTTCAAAGACAGATTTATCCATTGAATTATTGTTTT 

TAAAAGTTGGGATTCTCTACATAGAACATATTTTCTGAAATTTCAAGAAT 

ATTTTCAGGTAAATTAAGAATTAATTTCTTCTAAGACTATCCAATGTGTC 

TCAATCTATTCCATAATATAATCAATGATAAAGATTCACATGTATCACCA 

AATTCGAGGCAGCTTAGTTGAAAAAATTTGAAACAGCTTAC TGAA TTCCA 

TTTGCTGATTCTGGGGGGGCTTCCCCAATGGCATGTGTGCTCCTTTGGAT 

GCCTGCAGGGGTGGTCACTGCAAAGTCGTCATCTGTGCCACTGGGAGTTG 

GGAGGCGGCCTGCTGGGGTTCCCTGGGTGGCAGGATTTACACCTGCTCCT 

CCTGCTGGAAGGCTTCCATCCTGGACATCTGGATTAGCCCCTG 

> Sequence 101 

CTCITCATTTACACTCTACTGTATTGTTACTATAATATACTT ATAT ATCT 

TTTCAGTCTATAATTTGTATCTTATAAATTTTATTATTC 

TCATTATTATATATATTACATATTAATATTTAATATTTTAGTTAGGAGCT 

CACGTGGTGGCGGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTC 

TTTAAACTCITGACCrCTGCAATTCATGTTGTGAACATGAAACTTGTCTA 

TCACCAGCCTCTTCTCTGCATTCTCTTTCCCTCCTTG^ 

TGTGATGKK^CTCTGAAGATACrGCIXTITCAC 

TCAGGGGAAGGTACCT 

>Sequence 102 

TCGAGGTACCATAATAATGCAATTAACAAAATCCAGGATTTAAGGATTTC 

TATAAGATTAAAAAAAAAATGAGGTGGTGTCGAGTGGGGAGAGAAAAAAG 

CAGGAAACAAAACTGGTGAGAGGAAATGACCCCCTGATGAAAGATCTTAA 

ACACCAGGCTGAAGATTTTAGATTTCTACCTATTAGAAATGAATATTCAC 

TGAGGTTTGATGAAGAGTCACTGAAGTGTCACAAAGAAAACAAGATTTGA 
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GAAAGATTCTTGAGAACTCGTGCATAGGAATGAACTGCAATAAGGGCAGA 
TTAGAGAAGAACTAGGCCATGAGGGCCTAGTATCCAGAATGAGGCAGAGG 
GAGGGACGCTGGATGTGAGCAGC 
>Sequencc 103 

TTCGACGCGAGATGAGCTCCCCGCGGTGGCGGCCGAGGTACTCCTTTCTT 

GTTTAAAGCCTCACCACTGACCAGGAA GTCT TGATAGAGCCATCTAGTAA 

TTCTTAAGTCCTACCTCATCCAACCTTGTTTTGACTCCTGCAGTGAGCAC 

AGCTTGCCCTCACCCTCCCCTCTCTATGCCCTCACCTTTGCAGGAGACTC 

TCAATTTCTCAGTCCACATCAGCTCTCAGACCACCAAAGCAAGGGTTATT 

TTTTCTAAAAGACATTTGTTCCCAATGTTCCTCTGACTAAAGTTCCCTAC 

TTTGGGACATTTGCCCTTGGCACCTCAAGGGCCCTTCAAATACGGTTGAG 

ACCGAAAATTTTTTAAAACTCTAAAACAACCTTTG AAAAATT GAATTTGG 

TGTAATTCCGCCCGGTGGAAGACCCCCCCGCCCCTCTTTTTTGGGGCTAT 

ATTTTCACCTTACCCCCGGGGGGGGCGGGGTTCCCCCCAAAAATCTCAAA 

TTCCCTTATAAATTTTCAGCGCGTGGACACACACTTTCTAAATCGCGCGC 

GGGGTG GGG CG GTCTATTTCTTTCTTCTCTCTTCTTCTTGTGTG G G GGG C 

CG 

>Sequence 104 

TCGAGTGGATGAGCTCCCCGGGTGGCGGCCGGGACACGTAACAGGGTGGT 

TGCATGCATrCCTCAAGTCTGTATGACTCTACCAAGATACTGTGAAG 
> Sequence 105 

GACGATGTGAGCTACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCTAGG 

TATATCATGTGCCCTAATGTGCTCCTAATATCATAAATGTTTACTTTCCG 

AAAAGTATTTCTGAAAGGGAGCATATTTTGGAAAGTGCATAGGCTTGTAA 

TCATACTTGTTTTCAAGTTTCAACTTTGCTATTCAACTAGAATAATCTTG 

TGCAAAACCTGAGCTGATTTTCTCATCTATAAAATGGAAACAATACTTTC 

tgtgataatgggtck:aaaacacaaggtatactggtttctttgctctggat 

TCAAGTTTTCTTCTTAGTTTCAAAATTTTAAAGGGAAACCAAAAATGTTT 

CATGGCCCAACTTTGCAGAAAAGGATTTTTCCTCAAAAA AGAA ATTAAGG 

GGGGGTTTTTTTATGGGACCCAAAAGGCGTTGTGGCCAGTTTTAGTAATT 

TTATAAGTTTTGGGACTCCTCTAACACCTTTTTATAAAGCGCCCCCTTGG 

GTGGGGGGGGTTTATTTTTGGGGGGGGGGGTAAAAAAAAAATTTTTTT 

>Sequence 106 

TTTTGCGTGAGCACCACTCGTCCGGTAGTGGGCAGCGATCAGGGCTGGGG 

CTCnTTCCTGAGTTGTGTCAGGTGAGAGATTGTGAGAACTTGGCTTGCAG 

GGTTTGGGCATCAGCTGCCCATTGAGGGGCCGTTCATTGTCTCAAAGTGA 

ATGTGGGGTGGTTTGATCTGCATGTGTCATTTGTATCCACACAAGTTAAT 

TATTCTGCTTTTGTTGTAGTACCTTGGTTGTGAAGCAGAAGCTACCAGGC 

GTCTATGTGCAGCCATCTTATCGCTCTGCATTAAGTAAGATGAGGATTCA 

CTCTTAATTTATGGGCACAATTTAGTTTCTTC 

AACTCITTTATTTTTTCCTACAGTGGGGGTTTGGAGTAATATTCATACGG 

CATGGACTTTACCAAGATGGGGTATTTAAGTTTACAGTTTACATCCCTGA 

TACCTCTCCAGACCGTGACTGTCCAGTAGTTGGAGCACAGTCTGCTTTAT 

TGTGGTCCACAG 
>Sequence 107 

TGTTTTTGTX3GTCACCACGCGTCCGAAATAATTGCAGAGAAAGCTTGC 

ACGGTGATAAGTAGGTTTGTCTAGCAGCACTGATGCGTCGTGGAAGTTGA 

TGGTCATGAACATACAGTGTGATAACCTATCTGCCCTC 

AGTAGTGCTATGTCATTTTGGTACTAAGGTAGGTGAATTTTCCAAGTGTT 

CTTGGAAATAAGGAAACATCAAGAATAATGTAAAAGCCTCATATACAATA 

ATGAATAATAAAGAATAATGTGAAGGCTTCATTCAAGGTTGGGGTTTGCC 

AGATACATTGCAACAAAATGACAGAGCAGCCAAGGTATTTAGGATAGTGG 

CCAAAGGATTGTAATGATGGCTTATGGAAGTGTCAGCTGGATAAAGAGTG 

AAAATGAATAAAAACTAATGGATTGGTTCAGTCGAATAGCAGACGGCACA 

ATGGCCCATGGCCCGTTAGAATAGGGACCCAATTAAATGGAGACCAGTCA 

AGTGGGGGGGATCAT 
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>Sequence 108 

TAAATGTGCCCACCGTCGAATGGATTCTACATCAGGTGTCTGTGCCTCGC 

TGCTGAAGGATAACCCAGAGTGCAAGGTCATCTTTGTTGCTGAACAGGGC 

TGGACCTGTCGCACTTAAGCACACTTAAAGGATTCTATTCTTCATTCAGG 

TCCCCCAG AG AAATTGGCTCCTTA rTTTTCTTI ACCTATTCCTAG ACTTC 

(nTTTGTCTAGAGCCAGTTTTGCAAAGGGCACTTTTATCCATCTCAGTTA 

TTCCCAGAGGTGACAGAATGAGTAAACCATATGGGGCAAATAGCATATAT 

GAGCTAAACCAGTTAACTGTTAACCAAGGCACATGGTCAATGCCTTAGTA 

i n n m l 1 1 i aattcttctaacggtatttctagctgtacattcccaaa 

GGAATGGGTGGAAGCAAATCGATTCTGGAAGGGTCAATGGTCTTCCAGGT 
TAGGG AG A ACCC AGTCC A AGGGCCGGGG ACCT1T I TTCT1 GG AAGTGCTG 
AAACCCGAGTTTTTC 
>Sequence 109 

GAAAAGATGTGGAGCTCCCACGCGTCCGAGACACTTCTCTGACTAACCAT 

AGACTATGTGGAAAATGGTAGCTGGATTGCCTTTGGGTGGAGTCCTTGCC 

CTGTGGCATAGGAAACAAAGGAAAGGAGAGAGATGCCCTTTGAGATTAAT 

GAAAATGCTCTCAGCCAAATAAAATCTAAAAATAGCCTCCTTGTGATACG 

AACGCGTGGCCCCTAAGGGTCCTAAAGAGAGAGCTAGGGGAGGTTCAGCT 

GGCCACAGAGATGCTAAAGGTCAGGAGCAGACTTTTAGGGTTTGCTGTTT 

TATAGGTTTAAAGACCAGGTCTGTGTTTTGATAACTGAAC^ 

CTGGCCACTTGAGTTGCTTCTTCCAGCTCTTTGTTTGTTTTAAATAAAGA 

GATTCAGCCAGTAATAATGGGAAGAGCTGCAAATGACTTCCCCAGTTGGG 

AGTGCCTGCTTGTTTTTCCTTCTGCCTGGGCATGCTGATGTGCAGGCCAC 

ACTCACAGACTTACACGTCTGAGGAGATAGCCC 

>Sequence 1 10 

TGTTTGCACGCCGTAATACACTCCTCTGTTTTTACAGTGCTGCCTGCACT 

GTGACTAAGACTTTCTGGACTATCATCATGTTTAGGAGTTGATGAGATTA 

TAGTTTCATGTAAGTGTATCATTAGATGACAACTCTACATCTTTAGGCAT 

GGAAACAAACATTTTTCCTGGAAGAAAAAAAAGTGAACATCCAACCTCCA 

TTTAAACAAATTTGATTGTTTCTTTGCTATTAAGAAACTCGGTGCTCTTT 

CTCCCACTCTATTATATTGTCAAAATACATCTGGAGACACTATATAAACT 

TTTTCTCCTTTAAATTACCTGGTTTATATATTATCTCCTGTAGCCTGCAT 

ATAGATAAAGGTTAAACATAGAGGATTTAGGTTGTTGGTAATTTAATAAA 

TATCTTCTTTTTACAAATCATATAATTTTTGTTGTTGATTTTTTAGAGAC 

AGGAGTCTTGCTATGTTGCCCCAACTAGTTTGGAATGCCTGGCTTTAAAG 

GGAATCTTTACCTTAGCTTTTTGAGTAGCCGGCCTACA 

>Sequence 111 

GTTTGAGGGCGACCACGCGTCGCGGGATTGGACCGACGCAGCCATGGTAG 
GTCCAGATCCCGTAGAAGGGAGCGGGGTCCCATAGGTTACGGCCGATTCC 
TGGAGCTTCTGGACTGAGGGCCGCGGTAAGCAGTGGTCTGGGCTCCCGC 
>Sequence 112 

GTAAGAGGGCGCGTGGCCGAGCGGTTTGCATCGCCAGCTCGCGCAAGGCC 

ATGAGGTTGGTCTGGGTGAAGAACGCATCGATGGCGGCACGGGCCTGTTC 

CGGCACGTAGACCTTGCCGTCACGCAGACGCTCCAGCAATTCGCGCGATG 

GCAGGTCGATCAGCAGCAGCTCATCGGCTTCCTGCAAGACCCAGTCAGGC 

AAGGTCTCGCGCACTTGCACGCCGGTGATGCCGCGCACCTGGTCGTTGAG 

GCTTTCCAGATGCTGGACGTTGACTGTGGTGAATACGTTGATGCCGGCAG 

AGAGCAATTCXrrGAATGTCTTGCCAGCGCTTTTCGTGGC^ 

GCGTTGCTGTGGGCCAGTTCGTCCACCAGCACCAGGTTGGGCTTGGCGGC 

GAGCAGGCCGTCTAGGGCCATTTTCTTCAGCATCJ^ACCGCGGTATTTGG 

AGCGCACAACCGGGTTTTGTGGCAGGCCGCTTACCAAGGCTTTCGGCTTG 

GCGCGGCCCTGGGTTTTCACCACCCCGG m 

> Sequence 113 

GGAGATGTCGCCACGATCGGGCGCGGCCAGCCGACTGGACCCCTTAGCCT 
CGAGGCCTTTGCTGAAGCTCATGTGAGGGGGCGACTGCCCCTGACAGGTG 
TTGGATTCCAGCTGCTGTGGCCCTGAAGGTGGGTGGTGGGAAGAACGGGA 
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GAATGAAGCCAGCCTTGGGAGAGGTAGGACGCCAGCCCGGCCCAGCTGCT 

TCCAGCATCTGGATCCAGCCTCACCTGAAGCCAGCCACCTTCTGGACTGC 

AAAGTCATTGTCAACACCGAAACACAGGGT7TCTGACCATTGCAACCCAG 

GGTCCCGGCGTGTCGTGGCTGCAGACCCTGCAGACCCCTATGAAGATGGT 

CCTGCCTGCCTTGCATCGGGCCTCTAGCTAGGGACTGTGGTTGCAGACGT 

ATTTCTGGGACTGAGCCTCTGGTTAGAGGCCAGTGGTGAGGGAAGAGAGA 

CCATCAGAGAAAAGAGTGGAGCCTCGGGCTTGTTAGCAAATGGCAGAAAC 

CCGACCCTGCAAGAGGAAAACATTG 

> Sequence 1 14 

TGGAGATGTGGATTGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGAAG 

CAACTGTCAGCTAGTGAGATTACTGTGTATGGCCAATCCAGATAAATAAG 

ACGATCAAGTCTTTATGAAAAGGAAAGAAAAATTTGGAATGCACATCTCT 

GTCCAGCTCAA7TCCTCACTCC7TTTTTAAGATGGAGAGCTGTTAGGTTT 

GTCTACACAGTAGGAAACACCTGATTAAATAACAGCATGGAGCCAATCTT 

GACAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGCCGGTCGTGGTGG 

CTCATGCCTGTAATCCCAACACTTTG 

>Sequence 1 1 5 

TACGTATGACTCACCGCGGGCCGGAATCGTTGTACCAGACCAGGCCCCCA 

GGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACAG 

ATGCCA CGGCTTTGACCCAGGCTGGGGGTGCACGGATCTCACTG 

GTTGGTCGGAGGGGGAAGCCCCATGGGTCCACCAGGATGAGGTGTTTAAC 

TCTATCAGGGTACCT 

>Sequence 116 

GGTGATGATGAGCTCACCGCGGTGGCGGCCGGTAGCGCCGGTAGGCGGTG 

TGGACCAGGGGCTCGTCGGTGGCGGCCAGCGAATTGGTGACGACGCTGAT 

CTTCACGTTGCGCCCGCGGATCTCGCGCATCACCTCCAGCCCCGTGGCAC 

CCGGAATCAGGTAGGGCGAGACGATGGTCACTTCGGAACGCGCGCGGCGC 

ATCTGCTCGACCACGTTGTAGCGCACGCTGTCGACATCCAGCAGCGGCAC 

GCCGCCGTACGACGCGGTCTTGCCGATCACGCGGTCAGGCGAATCGGCAT 

ACGCCTCGGCGGTGGTCCAGATCAGGCCGAGCTTGCCGGCGTTTGAGGTC 

TTCGACCATCGGGCTGTAGCCGAGCAGGGTCGTTGGGCGCGGGGGCTTCG 

CGGGGCCGNCGTTGGTGTCGGGGGCCCGGGGCCGGCGTTCAAAACCGCTT 

TTGCAAATTCTTGGCGCGGGCAAGGTTGGTCGCCAACAACGACTGGGGAA 

TCGGGCCGCTCTTGAAACAGGGTGGGATC 

>Sequence 117 

GATGATGAGCTCACCGCGGTGGCGGCCGAGGTACTCTAATGGAGCCACTC 

AGGACTGTCTTAAAAAGACAAAAATACCTCCTACAGTTGTTATCATCAAC 

GTCAGTTGCTGGCTTTTCCTAAATTTGTCTTCTACCTCAGATCTAAACCA 

TTTGATAACATTAGGGCAATATCATGGCAATCGTGGCCCAGTAA A^CCA T 

AGCAAATGTTITCTCCCTAGG AC ACTATCTGTTTTCACAGG AAAA II 1 TT 

CTCATAGAAAAACTGTAGGAAAAGCCATGGATGAGCTGAGAAGACCAAAC 

CTATCTCTTGGAAAACAACAGTAGGGAGCGTGGATTAGAATGTCTTGGGT 

GCGTGAAACAGGCAGACAATCCTGAAACATCTTTTCTGGGGACGTAAGGC 

ATGAAAAATTTCTATACACTTAGGA GGGCTTCT AGGAAACAGGAAACGAC 

AAAAATGG AATGGGCTTC ATTCAA TIT 111111 AAAC A CATG CCTTACAG 

GTGAGGTTCTTGAGGGGCCTGGAGAAGAACACCAACCCTTTCAGCT 

>Sequence 118 

TGTAGATGACTCACCGGGTGGCGGCCGAGGTACGCGGGGAACCGAGGCAG 

CAGCGGACGTGAGCGATAATGGCGGATAT^AGGATCTCTTCGGGAC^GA 

CGCCGACAGCGAAGCTGAGCGTAAAGATTCTGATTCTGGATCTGACT 

ATTCTGATCAAGAGAATGCTGCCTCTGGCAGTAATGCCTCTGGAAGTGAA 

AGTGATCAGGATGAAAGAGGTGATTCAGGACAACCAAGTAATAAGGAACT 

GTTTGGAGATGACAGTGAGGACGAGCKjAGCTTCACATCATAGTGGTAGTG 

ATAATCACTCTGAAAGATCAGACAATAGATCAGAAGCTTCTGAGCGTTCT 

GACCATGAGGACAATGACCCCTCAAGATGTTAGATCAGCACAGTGGGATC 

AGAAGCCCCTAATGATGATGAAGACGAAGGTATTAGATCGGATGGAGGGA 
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GCCATCATTCAGAACGGAAGGTTCTGAAAAGCACATTCAGATGATGAAAA 

GGGGGCAGAGAAATAAAA 

>Sequence 119 

TAAAGCGACCGCGGTGGCGGCCGAGGTACCTGAACACCAGGCTCTTTACG 

GTCCCTGGCCAGTGAAAGGGTCTAATATAAAACACACCGAGGCTGAAATA 

GCCGCTGCTTGTGAGACCTTCCTCAAGCTCAATGACTACCTGCAGATAGA 

AACCATCCAGGCTTTGGAAGAACTTGCTGCAAAGAGAAGGCTAATGAGGT 

GCTGTGCCATTGTGTATGTCTGCAGATTTCCCCAGGGTTGGGATGGGTTC 

ATCCTACAACGGACAAGATGAAGTGGACATTAAGAGCAGAGCAGCATACA 

ACGTAACTTTGCTGAATTTCATGGATCCTCAGAAAATGCCATACCTGAAA 

GAGGAACCTTATTTTGGCATGGGGAAAATGGCAGTGAGCTGGCATCATGA 

TGAAAATCTGGTGGACAGGTCAGCGGTGGCAGTGTACCTGCCCGT 

>Sequence 120 

AGACTGACCGCGGTGGCGGCCGAGGTACCGAGCTACCAGGCTGTGGAATG 
AGACCGGGAGCTTTTTCGTGCTAAGATGCCGTTACGGAAACATCGCTGTC 
GTTTCAAGAGCTATGGGCATTGTTTCACA 
>Sequence 121 

TGATTAGATGAGCTCACCGCGGTGGCGGCCGAGGTACAAGTTTATGTTTT 

CCTTGGTGTAAGGCTTTAACAGTTCCCACCTTTCAGCTGCCTGGGCATTG 

ATXGCTCACCTACCACTATGACTAGATATGATTCCATGTGGTT^ 

GATTCTTTGTCTCTTGTGTATGGAAAGTGAGACTTTAAGTAATAGTTACT 

GCTGAGAGAAATAGAAGACGTGACAACGTTTGCTTTCCCATTCAGTAGTC 

AGCGGTTGAATGGAATTATCTTCGTTTTTGGACTGACAGATTTGTTTTAC 

AATTCAGCTATTCCCAAGCCTTACTATTCAAAGCAGAACCCTTCTGTCTT 

CTTTCTGTAG TTGCTCTCTCTCCCTATATTCTGTTGTA ITTTT TIC A A AT 

AACTTATTACTATCTCAAGTAAAATTGTTTTATGT7TTGTTTTTATCTAC 

CCTCTTAATCAGGGCAGGGATATGTCTGTTGTATATTTTACTTTTCCCAA 

ATCATAAAGTTTTTGGGAATCTGCTGGTTATTA 

>Sequence 122 

AGGTACACACTGGATCTCCTTACTCATTTTTAACCCTGACTGGGACACCA 

GAGACATGCTGCATCTTGTATTAGGTGTTTCATCTTGCAGAATGGCTGTG 

CTCCTGAAATATTTCCTGTGAAGAAAATTGTTACAATCCCATTACATCAC 

TGGCTTTTATTATTAAATTGAATGTTGGCTGGAAACAATTTTAACCCCAA 

ATTGTGACAAACAAAACTATATGGAAAAGGTCCCTGCCCG 

>Sequencc 123 

GTTGATGCTCACCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGTGCAA 

CTGCAAACCAGTAACCTGCTATGGCCAATTGTGAAGAGATGGGAGTCTCC 

CCGTATTGCCCAGGCCGGTCTCAAACTCCTGGGCTCAAGCAATCTTCCCG 

CCCCACTTCCCGAAGCCCTAGGATTACGGGAGTGAGCCACCGCACCCAGC 

CAGAAuAAACGTTTCAAATATTGGAAAACCTTA CTTTIT TCAATGAGCATT 

TTTGCATCAAGGGGTAACAGGGACATTAGGCTTTTTTTCTCTTAGACTCC 

AAACAGTAAGGTCAGAATTTATCAAGACATTACATAGGAGTAAGGGCACA 

GCCAGGGGTGGTGGGGNGGAAGGACATTTTCCAGCACTAATTAACAGGTT 

TTATGATTCACTAGGTTGGCCCAACTACTGTTCTCACCTAATTCCCAGGC 

CAGCGTGTCAGGAGGCCAAATGACACTNTCCAGTGCAAGTGCTTGTAGTA 

TGAAGGGGGCAGAGATCACCTAGTGACCA 

>Sequence 124 

AGAAATGTCGCCAAACTGCCGTCITCCCTCCTCGGCC 
>Scquence 125 

TTAGAGATGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGACTTT 

CATTCAACAAATATTTATGCATCAGCTACATGCCAGGATCTGTAATAGAT 

TCTGGGTGTGCAGTAGTGATTACTGCAGAATGCAGACATGGTCCCTGCAT 

TCTTGAGAGGGAGACAGCAACCAAATAAACAATTACAAAAAAGTATGTAA 

CTAATTAACAAGTGGGAGAAGGGAGTGGGATTACACAGCAGAAGTGGAAG 

GAAGGGCCCACTTAGAGTGGTCAAAGGCTTCTTGAAGGTAACATGTAAGC 

TGAGACCTGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGAACAGAGAAT 
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AAACATCCCAGAAATAGAAAATAACACACAAAAACCTAAAGTCATTAAAG 

AACATGATCATCTTTCAAGAACTAACCCITGAGATCAGAGTAGTTTGATT 

ATAGAGGAAAGGGGTGAGTGCAATGAAACGTTAAAAATAGCCAGATCACG 

TAGAGCTCTCTAGCCTTTGGTAGAAAAGG 

>Sequence 126 

TTATGATGATTGAGCTCCCCGCGGCCGGAAGAGCAACCGAGATGAAGGTG 

AAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGA 

CTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGG 

TCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTA 

TTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAA 

TTGCTTGGCANAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGNNGCGT 

GTGATGGANNAGGTTANAATTTTGGAATCTACTTCAGTGGGAATTGTATT 

CCGACCCTCGGCCGGTTTTAGACCTAGGGGGATCCCCCCGGGCTTGAGGA 

AATTCGATTATAAGCTTAATGGATCCCCGCCCACTTTAAGGGGGGGGCCC 

CCCCCCAA I Tl I I 1 I I f TCTTTTAGGGAAGAAAAAACCCCCCGCGGGAAA 

AAAGGGAAAAATTTTTTTTCGGGGGAAAAATTTTCCCTCCAAAATTTCCA 

AAAAAAAAAAGGGG 

>Sequence 127 

ATATGGCTCACAGCTCGGCGGGCGGGTACTGAAAGTGAGGTGAAAAAACA 

^A^GCTGAGAG AAATCAAC ATGTTCCCAAGTGCTGT^GTGA^AAT^ 

AATCTGAGACATACCTCTAAGGCTTTTCCAGAGACAAGAAAGCTCTCAAC 

CTGTAAAGAATTCCTGGGACATGACTGAGAGCAATGAGAACTCCAGGCAG 

AAGGTTAGCAGATATAGTGTAGAGCATACACAGATATACTATAGTTCATA 

ACACTGGTGGCTTAGCTGTAAATCACAAAATAGCACTGGAATTATACTAG 

TGATCATAGCACATAGTCCAAGAAGAAAAAATTTTGATCTTGTTCTTAAA 

CTTTGTGGAGCCAGTGGTGAAATGAGTCACACAAAGATGCAACAATGNAT 

GAACCCAGCCCTCTTTAGACTAACATATTCTTGCCC ATCAC CACCAATAT 

TACAATAAAAATCAAGACACATGAAGGAGCATACCTTTTTCTGAAAGAAA 

TATTGCTTACCTCAGTCTCTATGGNTATTTGATGCAAAACACCCAGCATG 

CAATTTGAATCAATAAGACATGGAAAGGGAGCAAAATGTAACTCATGCTA 

AAGAAAAAAAAAGAGTGAGAAAGAGACAACAAAAGCAGATCCAGAAATGT 

TAAAACTTGTGCATTATAAGGGAGGGAGCTTTAAATACAATATTNTAATT 

TAGAACATCTAGTGAAAATGTGATCAGATTTATC AAGT AATGGAATTTGA 

ACAGAGACGTAAAATGCTATATTTACAATNCATATTTTATATAAAAAGAG 

TTGTTAAAATAAAATTGTAAAAAACAATGTTTCAAAAATAAGATTATGTN 

G ATG GCTTAC AGTTG AATAAT 

>Sequencc 128 

GTGAAACAATGCTCATAGCTCTTGAAACGACAGCGATGTTTCCGTAACGG 
CATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTC 

GGTACCT 
>Sequencc 129 

GAGACTCACCGGGTGGCGGCCGCCCGGCAGGTACAGTCAAGGCCGAAAAC 

CACTGAGCTTTTCCCTCTGCCTGGCACATATCCACTGCCCTGCCTTCCTT 

CAGCTGATGAACTCTTCATATGCCTCCTTTTGGGTGTCAGTGGAAATGTC 

ACTTCTTTCTAGAAGCTTCTCTGGCrCTCCCAGCCTGGCCC 

GCTATGAGCTTCCATAACACCCCTAGTTTTCCTCACATTGCCCTCATAGT 

ATATGGAATTTGTTCATTCAATTGCCTGGCTTCCAACAGATGCCAGCTCC 

AAGAAGGCAGGAGCTGCTTCTGGGTATTGCTTGCCATCAAGGCCCTCACA 

CCCAACCTAATGCCTGGGCCAGAGTAGGTGCTTAATAAAAAATTGTTTGA 

GGCCGGGCGTGGTGGCTCACGGCTATAATCCCAGCACTTTGGGAGGCCAG 

GCAGGTTGGATCACGAGATCAGGAGATTGAGACCATCCTGGTTAACACAG 

TGAACCCCCGTCTCTACTAAAA 

>Sequence 130 

GAGACTACT 

>Sequenccl31 

GACAGTGAGCTCACCGCGGTGGCGGCCGCCCGGCAGGTACCTATCTGCAG 
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AACGGTCATTAGCAGTTTTTCCAAACAAGCGACTTTTAGCA AATTA ACCG 

TTAATTrTAATGAGATTCAAAAGTTAATAGCCATTCTTAACGTTTTATAA 

TTAGAAGCTGTTATATAATTAGAGCTGGACACCCACATGGAG AAACT AAT 

TTG ACTGTGCTGCATTTGACTTCACTTTGGTAACAGG AAGCACr 1 1 1 lAG 

TCTGTAGACCCTTGGGAGTTGTAGGGAGTTAAAGCTGATCATTATATACT 

ATTATATACTTAGGGATACAACCCAAGGGCAACCCCTGGCCTTTATGAAA 

ACCTGGAGTGAGTTATTATTTCCTGGTAATACAATTCTCTGCCAGCCAGT 

TGCTGCATCAAAACAGTTCTGATACACACACCTAAAGTCACCACTTCCTC 

ATTCTGGTCCCCAATAACCCTATAAGCCTCTCTCCTTGTAGGTGACCTCT 

GCCCTGTGAAGGGTTGGCTCACCCCAAGATTCCATAAATAAGTTG 

>Sequence 132 

ATACGACTCCCGCGGTGGCGGCCGAAACCGTGGTGGCCGTGATCGTGCCG 

TTGGCGGACGGAACCTTGAAGATGTTCTGGGCGGCCAGCACAATCGCCGC 

CTTGCCGACGATGACATTGTTGGCCTTCAGCCCGTCAATATCGCCCTTGA 

TGTCGATGTTCTGGCTCTCCTCATCATGGCTCAGCGCAATGGCGGCGTTC 

GCCTTGCCGGTCGCCTCCACGAGGAACAGGGCTGCGGCCGTCGACACATC 

GCTGGACGCGAGGGTCAGGTTGCCCTGAAGCAGCCCCTTCTTGTCCTGGG 

TGACATCACCGCGCAGCCGCGTGCCGCCGGCAATGAACTGGATATTGCTC 

AGGCGTTTTTCGTCCTTGTGCAGGGCAAGTTCCGTGGCAAGATCGGCCCG 

CACGCCGTCGAGGAACGCCAGACCGGA-TACCTTGCCGTCCGCGCGTCC1T 

GACAGAAGTCCGTTGAAGGAGAACGCGCCTTCCTGAGCTTGCCCCGGAAA 

GTTTGCCATCCGGAACCCGGCATTGAG 

>Sequence 133 

GATATCGAGCTCCCGCGGGGGTGGCGGCCGAGGTACGATAATTCATGCCA 

ATTTCTTTGGGAATACTTGTTTCTGATATAATAGGTTACAAAGCAAAATT 

GAGATGATTTTTAAAATGCCATGCAGTTATTTTTTCTGAATAACATAAAT 

TTTAAACAGAGACCTGAAAAAAACCCCAAAAGTATTAACCTTTAAATACA 

TAAACTCAATAGAAATAATTTAACTGCCTTCTCTTCACAAGAGGCAATCA 

GAAGGCAGGACTATAGTTTTCTGTGTTTCTTTTCCACAGGAGAGATAATT 

ACATTTCTAGAGACCCATAGAAACAATTCCATAGTTTTAATTTCATCTCT 

CTATCTCTAAGGGTGTGTCCAGGTATCTAACAGCAATTATCTTACATTGC 

TGAATCAACAACAATGATATCACTGAAGAAATACAGGGAGACCCAAGCTT 

CCTTGGATTGGCCCCCCAAAAATT GGTGT AAACATTTTAAAGGAATGGCT 

TAACTCTAAAGAAAGGGAATTTTCTTTTTGAAAAATT 

>Sequcnce 134 

TAGAGATTGAGCTCCCGCGGTGGCGGCCGCCCAAGTGXTGGGATTACAGG 

CATGAGCCACCACGACCGGCCCTGGGATTCTATTGGATGCAGCCAATTTC 

TTTGTCAAGATTGGCTCCATGCTGTTATTTAATCAGGTGTTTCCTACTGT 

GTAGACAAACCTAACAGCTCTCCATCTTAAAAAAGGAGTGAGGAATTGAG 

CTGGACAGAGATGTGCATTCCAAATTT1TCTTTCCCTTTCATAAAGACTT 

GATCGTCTTATTTATCTGGATTGGCCATACACAGTAATCTCACTAGCTGA 

CAGTTGCTTCCCGCGTACCT 

>Sequence 135 

GGAGAGAGGATGAGCTCCCCGCGGTGGCGGCCGAGGTACCTCTCCTGGAG 

GGCCCTCCATTCAGGGTCTTCCTGGAAAACCCCCTGGAGGAAGCGCTCCT 

GTTGCAGTCGGAGTGAACACCCGTCTTGTTTAACCACCAGCAGG GGGAT T 

CCITrCrGGAGAGTCCATGTAGTCATCATCTCTTTGACCrCrGCATTTTC 

CCCCAGAAAGGCGAGCATGTTACTTGTCATCTTGGGATCCGAATGACAAA 

CTCCACCAGATGTAAAATCACTTTCTAAACAACTA 

> Sequence 136 ^ 

GACGTTGAGGTCCCGCGGTGGCGGCCGAGGTACTTAAAAGTATATCAGGG 

CAGTTTCATGCCAGGGAGGCAGGGAAGGCACCCAAGGAAGTGATGGAAGA 

GTAGAAGTTCACCAGGTGCAGCTCAGGAAAGGGCTCAGCAAATTTCTCTG 

TAACAGGATGCAGACCCCGCGTCCTGCCCG 

>Sequence 137 

TGTTTGTGGATTGACACGGGCGGCGGCCGAGGTACTAAATTTAGCAACTT 
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TATTCATGAGGAACACCAGTCCAATGGTGGTGCTCTTGTCCTTC ATGCT T 

ACATGGATGAACTCTCATTTTTGTCTCCAATGGAGATGGAGAGATTTTCT 

GAGGAGTTTCTTGCTTrGACATTCAGTGAAAATGAGAAAAATGCTGCTTA 

CTATGCTTTAGCAATAGTGCATGGAGCGGCTGCTTATCTCCCAGACTTCT 

TGGACTACTTTGCTTTTAATTTCCCCAACAC TCCA GTG AAAAT GGAAATT 

CTGGGCAGGAAAGATTTTGAACCAACCCCCTTTTAAAATT TTAAA CTAGG 

GGAAACGGGAATTTTGGGGGGGGCCCCACCCGGGGGTGTCTTTTGGGGGA 

AAAAA ITI 1 ' I I I I GG ACA A A A AA AA AA A A A A ATGGTG G 1 1 ill iCCCC CC 

cc cim rrrnTTi iaaaaaaaaccccttttttaaaaahi i 1 1 1 1 1 1 1 

TTTTGGCCCCCCCCGGGCCTCATTAATAAAAAAAACAACCCCGTCCCCGT 
T ATT AT AT AT I TTTTTT1 CCCCCCCCCC 
>Sequence 138 

GGTGAGTTGAGCTCACCGNGGTGGCGGCCGAGGTACTCGGGAGGCTGAGA 

CAGGACAATTGCTTGAACCTAGGAGGTAGAGGTTGCAGTAAGCCAAGATC 

GTGCTACTACACTCCAGCCTGGGTGACAGAGTAAGACTCCATCTCAAAAA 

AAAAAGAAAAAAATTGACTTTGGAACCTCAGATTACATATCAGTTTGCAT 

ACATGCTAAACAGAGAAATGTCCTCAAAATTCAGTTACTAAAAATTACTG 

ATATCTCCATGATTAGAACCACACTGTGGTTGTGTGTGTAGTCAAAGGAG 

GAGAATTTTTAATGCTATATAAGCATAACTGATAACT GCTATTAC AAATA 

AATATTCCACAAAOTGGAAAGTTATTAG^ 

TAATTTCCAGGTGTTTATATTAGTTGGGCCATAGTGAAAATTACATGGAG 
GAAAGAAAATAGGAAAATAAGTCACAGAAAAAGAAAATCAAAACAAATAG 
GAACTTTGGGGAACAAGTGAGGTAATTTCTGCTCT 
>Sequence 139 

AGCCCAATTCTTGATTTCTTTCCATCCCAAACTCTTTAAACTCTTGACCT 
CTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAGCCTCTTCTC 
TGCATTCTCTTTCCCTCCTTGCTATGCTAAAACTTGGATGGCCTCTGAAG 
ATACTGCTCTTCACCCCTCTGAAGGGGGCTCCTCAAGGGAAGGTACCT 

>Sequence 140 

GAAAGTAGGGATTGAGCTCACCGCGGTGGCGGCCGCTGTGAAACAATGCT 
CATAGCTCTTGAAACGACAGCGATGTTTCCGTAACGGCATCTTAGCACGA 
AAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTCGGTACCT 
^■Sequence 141 

TTTTGTGATAGAGCTCCCGCGGTGGCGGCCGAGCCCAATTCTTGATTTCT 

TTCCATCCCAAACTCTTTAAACTCTTGACCTCTGCAATTCAAGTTGTGAA 

CATGAAACTTGTCTATCACCAGCCCCTTCTCTGCATTCTCTTTCCCCCCT 

TGTTATGCTAAAACTTGGATGGCCTCTGAAGATACTGCTCTTCACCCCTC 

TGAAGGGGGCTCCTCAGGGGAAGGTACCT 

>Sequence 142 

CTGCCGGGCCCCATTTGATTTAAAAGAATTGGGCCCCCCCCCGGGGAGGA 
GGGGGTTTTGTATTTTGGGGGCTTTTTCCCITT TCAATTAAAA A 
GGGCCCCCGGGTTTTGGGGGTTGGGGGGGGGG I'l'lI'l'1 1 1 1TCTTAAGGG 
GGGG TTTT1 1 1 1 1 1 T CTCCTATAAAGGGGGTGGGGCCAAAAAAAAAAAAT 
TTTTCCTAAAACCCCCCCCTT 
>Sequence 143 

CCTTTTTCCGTTTTTCTCTAAAAAGACCC^ 

GGGGGGGGGGGTTTTTTTCTTTTAAAGG GGGGG TTACCCG i A 1 1 1CCCCC 
AAATAGGGGGATCCCCCGGAAAAAAATTITTTAAAAAAGCCCCX^A 
>Sequencc 144 

GTGTGGCGTTGAGCTCCCCGOGGTGGCGGCCGTTGCCCITACATCTCTCA 

TTTGGAAGTGACAGGTATTAAATAACGGCATATGAAAGCTT AAAAG TCAT 

CAAATACAATCACTGGGTACTTTCGATTACCCAAACCAGGCACTTTCCTA 

AACTCCCCACTTCTITACTrCTGCGGTCTCCn^ 

TACCTGCCCG 

>Sequence 145 

GAACGATGGGATTGAGCTCCACCGCGGTGGCGGCCGAGGTACCGAGCTAC 
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CAGGCTGTGGAATGAGACCGTGGAGCTTTTTCGTGCTAAGATGCCGTTAC 

GGAAACATCGCTGTCGTTTCAAGAGCTATGAGCATTGTTTCACA 

> Sequence 146 

TGGACGACGGAATTGAGCTCCCCGCGGTGGCGGCCGTTCTGCTTAGCCAG 
TTTATTCTTTATTTTTTTACTCHjAGTCATTGCC^ 

TTGCnTCTCTTTCAGTCAAGATCTGCACAAAGTATAGCATTAGGTGGTAT 

TTATTGTTTATATTATGAGTTCTACATTCATCTTTCCAGCACTCTGAAGT 

TATCAGCAAGTTCTCAGTCAGTTCAAGGCATTGGATTCTGCTTGATTTCT 

TTTTAATTCATTGTTTTTGACCCCTTTGAGAGTTTTAATAGAGAGGAGTC 

TGGAAGGCAGAGATCTCCACCACCTAACCGTGAGAAATTTGG AACT AAGG 

ACTTGCACTGGTCCCCAAGTTAACAGTCGATATACTTCCTGCATTTTCTC 

TGGTCTTTCTTGCATTGGGCAAAATGAATGAACGGGACCAGAAGGCCCTC 

ACCCCTTGTGGCATTTCCAAGTGGACAGGACTGGGACCCGGGATTGGTTA 

AATAACCCGAAAAACGG 

>Sequence 147 

TGAGGATGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACCCAAGGTG 

GGCATTTTTTTAAAAAACCCATGGAAATAAATGCTACTTCTTGTTAGTGT 

TGTTTGAAAATAAACAAAGAAAATGCAAACAAAACAAAAACCATGGTCCA 

TTCAAGCTCAAGAGTATTTAACCAATGCTCTGTTGCCTCTTAAAGGATTG 

GTAGCTATTTCCCCATGTACAJ^ATAGATGAGAAT^ 

TTTAAAACTATCTGGAATTAGGTCAAAATTATCTAATTTTTTTCTGATTT 

AATTATGGATTACGTAATCCAATAGTTGGCAACATTATAAAACCCTAACT 

TTACCTCATTGTTTGGCTATACCAGGTCTCATGACTCTGGACATAACCAC 

CATCCTTNCTCCCAACACCNCGCGTACTCAAAGTAA AACC CGGAGCTTCA 

TGATAACCATGAGGCCCGCAGCTTCTGNCTCAAAGCTTTTCTGGCCTAAC 

TTCCGCTGCTTCTTTCTCACTCGGCGTTTAAACTGGT 

>Sequence 148 

GGAGGACTCACGGGTGGCGGCCGAGGTACCTATGTGCGCGGTGGTAGAAA 

AGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACCGTGTGCGCAG 

AAAGAGGAGGCGCTGGACTTATCCTACCTTAAGTTGAAGCAGACCAGCAA 

TTGTTGTGACCTACAATCTCCACACCCATCTTTACTCTGAGCCAAGGAAG 

TGTCTGTTCTTGTGCTGAGTTTCAGGGGCCTTCAGCTTGCGGGAAATCCC 

GAAGATGGCCAAAGACAACTGAACTGTTCGTTGCTTCCAGGGCCTGCTGA 

TTCTTGGAAATGTGATTATTGGTTGATGCGGCATTGCCCTGACTGCCGAG 

TGCATCTTCATTGTATNTGACCAACACAGGCTCTACCCACTGCTTTGAAG 

CCACCGACAACGATGACATCTATGGGGCTGCTTGGATCGGATAATTGGTG 

GGCATCTGGCTCTTCTGCTGGCCGGTCTAGGAATTGTAGCATATGGAATT 

CCACAGGAAATTCTCTGGCGAATTCATCTGAGGTTAT 

>Sequence 149 

TGCGTGTTGGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTG 

AGGAGCCCCCTTCAGAGGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAA 

GTTTTAGCATAACAAGGAGGGAAAGAGAATGCAGAGAAGAGGCTGGTGAT 

AGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCAAGAGTTTAAAG 

AGTTTGGGATGGAAAGAAATCAAGAATTGGGCT 

>Sequence 150 

TTTGTTGATTGAGCTCACCGGGTGGCGGCCGCTGTGAAACAATGCTCATA 
GCTCTTGAAACGACAGCGATGTTTCCGTAACGGCATCTTAGCACGAAAAA 
GCTCCACGGTX^CATTCCACAGCCTGGTAGCTOjGTACCT , 

>Sequence 151 » 

TGAGCTAGTGACTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTTTT 

TTTTITTTTTTTTTGTTm 

GATACTGGAGTTAACAAAAATTTTATA AACTAA AGAAAGCAACTTTATAA 

TCTAAAAGAAAGCAACTTTCCCTCCTGTCTTTTGAATTC^ 

AGAATGGATAATGAATCAGGAGATGAGCAAAAACGTATCTTTTACAAAGC 

TCTAGTCTTCCAAAAGCCTCTAAACTCAAACGAAACCTTTTTAAAGTAGT 

TTTGTAAAAGCTCAAGGTATGCCATTTCCAGAAAGTTGCAGATGAGCACC 
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ATTGGCATTACCCAAATTCTGTCACACATTGAGCAATGAAATTCAGGAAT 

TGGACAATGACCTCTTGGCATATGAAAGAATTAAAAGAGGGCTAGGGCTT 

GGGCAAGCKjATCTAATCGNGAGGGGATGTTGCITTCCGAGGCTTCCCTTC 

CTTCTTCTTTTCTGGCTTTCAGGTAAATGAAGAAA 

>Sequence 152 

GAGGGTCACCGGGGGCGGCGGGTCCACCTAAAAAGTCACTGCAGCAGAGA 

AGAAAACATTGGACAAAGAAGAAAGGCGACAGAAGGCTAGAGAGAGGCAG 

CAGAAATTGCTTGCGGAGTTTGCTTCACGACAGAAAGGCTTTATGGAAAC 

TGCAATGGATGTTGATTCTCCTGAGAATGATATTCCTATGGAGATCACCA 

CGGCAGAACCACAGGTTTCCGAGGCAGTATATGACTGTGTTATTTGTGGA 

CAGAGTGGCCCCTCCTCTGAAGATCGACCTACTGGATTAGTTGTACCTGC 

CCG 

> Sequence 153 

CATGGCTCCCGCGGTGGCGGCCGAGGTACACCTGCAACTGTGCGAATGGT 

CCTGTTGCCTCCTGCATTTTGGCCTCTGTTCTATAAAGGAAGAGTAAAGA 

TGGAGCTCCTCCTGCCTCCATCACGAAAGCACATATCATCTGTCCCTTTG 

GATTTTACTTCCAGGACGCGTGTCGTCCCCAGCGTGTGTTGCCTTATGGT 

GCCGGCAGAGCCTCAGCTATCTGCCTGGGAAGTCGGATGTC CTTG GAGAG 

AATTTGGAATGCAGATAATTTTTCTTATTTCTTGAGAGCTTACTTTAATC 

AGGATGAGAGTAGGTAAAGAeTGAAGATGGCCTTATATTAGTAAGATT^ 

CACAAAATTAAGTATACCTATGCAAACTATTACTTTGGTTTTTAGGAGTT 

TGGTCAGATGAAGAAGTAATGGGATCACATATATATGTAAGAAGACAACC 

ATCATTATTTTTGTAAGTGTTTTATTAAAACCAACTGGTTAACTTGTGAA 

ACACAAATAGAAGTCGTATTATTAAGGTCC 

>Sequence 154 

TTTTGCGTTGAGCTCCACCGCGGTGGCGTCCGGCCCCCGCCTTTTCTGCG 

GCTTTCAGCGCGCGTTTCAGGTCGTCAATGAGGTCGTCGGCATCTTCGAG 

ACCGATGGACAGGCGGATCGTGCCCTGGCTGATGCCTGCGCCCGCCAGCG 

CTTCGTCGCTCATGCGGAAATGCGTGGTGCTGGCCGGGTGGATCACCAGG 

CTGCGGCAATCGCCCACG 

> Sequence 155 

TATAGCGGACTCACCGGGTGGCGGCCGCCCGGCAGGTTTAAAAAGAACAT 

GTATAAACGCTTAGCAAACCCTTTTTAATGTTCTGAAGTCAGTCTTTGTA 

AGTGAAATCGCTGGAGACTAGAAAGTATGAAATGGCAGTCTACCTGGGCA 

ACCTACAAAAAATTTAGCTTGAAAAGACTTCAGTCTCCGCTCCCCTGTTG 

ATCTCATGGAGTGGGGAATGGGAATTGAACCAGAACTGGAAAATTATTTA 

GGAAAGTTTGTTAACTACTCTTTGTTGATCTCATGGAGTGGGGAATGGGA 

ATTGAACCAGAACTGGAAAATTATTTGGGAAAGTTTATTAACTACTCTTT 

CTGCTGAGTAAATTTAAATGTGTTCTGGACATTGTTGAGGTCTAGAATTG 

TCTATACAATGCCCTGTACCT 

> Sequence 156 

TTCGAGAGCTCCCACCGGGCTGGCGGTCGCCCGCTCTGGTGCTTGCATCT 

TGGCITCCTATAGCTTTCTTTTTTACAGAGGCCATGAAATGCAATCCAGC 

TGAAGTATTATCATCTTGTAGCATTTCAAAAGGAACGTCGAAGTCATCCA 

AAGGATGGGAACCACAATGTlXnTGTTGTTCCTTGGGTTTCTTAATGATT 

TCTGAATCATCATTATTAATTATGG AATTCTC TGGTCGA AAAGT CACATT 

TGGTTTTCTCCTCAGTTTCTCACATCrri'1'riUl I GCAGCTCTTTCTCAG 

CIXTTTCTTCCTTGCCri T l'l T 1 ACTGTCXnTTXXnTGTCTTACTTC AGGT 

GGTTCTATTTTGACCnTrAAAAGTTGAAGGGTGTTCAACATCACCCTG^ 

CAAAATAATTAATGTGTTAGTTTCTGTTGCCTTTGTTTAAACGCATTGAG 

GTTTTAAGTTGGATAAGTTGGGTTTTITGCACCTATTrCTGGGGCCAATG 

T 

>Sequence 157 

GTAGAGGGTCACCGGGGGCGGCCGAGAAATGTCGCCAACTGCCGTCTTCC 
CTCCTCGGCCGCTGCGACAAACACCCCACAAAATGGCGGCAGCGCCGTCG 
CCCTAGAATCCCCCGAGTCGCCTCTCCCCGCGTACCT 
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>Sequence 158 

TTTGCGGGCTCCCCCGGTGGCGGCCGACTCGCTGACCAGACCAGGCCCCC 

AGGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACA 

GATGCCACGGCTTTGACCCAGGCTGGGGGTGCACGGATCTCACTGGGGCT 

AGTTGGTCGGATGGGAAAGCCCCATGGGTCCACCAGGATGAGGTGTTTAA 

CTCTATCAGGGTACCTTGC 

>Sequcnce 699 

TGGGGATGTGCCTCTCTGTGGGCGGTGGCGGCCGAGGTACTTTTTTTTTT 

TTTTTTT I TGTTAGTGTTTTCTG ATGTCTTTTCTA A CAA ATC TTTGCCTG 

CCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGATTTTTAGCTTTAGCT 

TTTGTGTTTGGGACTATGATCCATATTTAGTGAATTTATTTTTGGGGGGG 

CAGAGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATT 

TTTGTGAATTGCGGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTT 

CTACGATCCAACGCATGCCTGGAGTGGAGGACTAGATCATCAATTGAAAA 

TGCATGATTTGAACACTGATCAAGAAAATCTTGTTGGGACCCATGATGCC 

CCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGG 

AAGTTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATG 

CTGGGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGA 

GACCGGCTGATTGTGGGAACAGCAAGCCCGATAGTGTTGGTGTGGGACTT 

ACGGAACATGTGTTACGTGCAACAGCGCACGGAGN 

>Sequence 848 

GGTACTGGTGTTATGCTTGTGCCTGTGTGAAATTCTACAGTGCTGAAAAT 

CTCATGCACTCTAGCTATGAATGCAGGTCTACTTGAAGCAAAACTCTTCA 

ATCTAATTGTTTTCTCAATCTTTGTAAACCAGTTTTAAGAGTCACCAGAA 

ATCTGTAGTTTAAGGCACCAGATACATTTCTTGGCTGAGCCTTGTAGGAC 

CAATATGCTGGACCAATTCGGTAAAATACACCATAAATTATGACTGCTTT 

ATCTGAATGCATGGGACACTTGCTACGATGGCGGGAATTATTACCAGGAG 

TTTAGGAGCCAGACATGGGTTCTGTATTTTTCATACATTGGTGATCAATT 

CAAATCTCTTTCCTTTGCAGCCCAGGTTTGGTCAGTCTGGCCAGGAGTGC 

AGATTATGACAAAAAACAAAGCTAAAAGACCTGAGCCATTAAGGTTACAG 

TCTCAATACCACCGAGTTAAACAACCTATTTAAATGCAAGACTATTGATT 

GGAATGATCCCGCGTACCTGCCCGGGCGGCAAAGGG 

>Sequence 849 

GGTCGGCCGAGGTACAAAAGTTCTGAAATAACACTATAGGCTTAAGGAAT 

AAGGGACCAGAATAGCCTGGAGCCAGGTATTTCTGGCTTTATACATTCCT 

TAGGAAAAAAAuAACTTTATAGATGTATTTAAGTAGAATTAAGGTTTACAC 

AAATGATTTTTTGAGAGAGAGAGTCCCTAGGACCTAAACATTCGTTCTAC' 

GGAGATAGGGTCAACACGCAGATATTTATTTAGCAGCATGGTCTGCAGAA 

GTAGGAGGAGGTGACCAGATGTGATGGATTATGCCTGTAATTCCAGCATT 

TTGGGAGGCTGAGGTAGAAAGATTACTTGAGCCCAGGAGTGTGAGACCAG 

CCTGGACAAAATAACAAGACATCATCTCTCCAAAAAATAAAAAAATTAGC 

GAGGT 

>Sequcnce 850 

GGTACCACCTAACAAATTGGAGGAAATGAAAAGACGAATCAACAACATTT 

TGGAGAAAAAATTTATTCTACTTCTAGAATTTCATTACTACANAGTGCTT 

ACGTTCTTGGTTTGGTAGATGAAGTGAAATCAAAATTGGATATTTGGAAC 

ATTAAATATGGGAGCAGAGAATCTGTGGAATTATTGCTGGAAGACTGGCA 

TAAATTTATTG AAG AAAAAGAATTCCTAGCTCG ACTTG ATACTTCI "I "FTCy; ■ 

AAAAATGTGGAGAAATTTATAAGAATTTGGCTGGAGAATGTCAGAATATT 

AATAAACAGTATATGATGGTGAAATCTGATGTTTGTATGTATAGAAAAAA 

TATATATAATGTGAAGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTA 

CTTATGTGGAAAACCTTCGCTTACTAAAGGCTTGCTTTGAGGAGACAATA 

GAGGAAGAAATTAAAGAGGT 

>Scquence 85 1 

ACCTATATTCTATGCAAAATTTATAAAATAATCCTTGAACATGAAAACTC 
ATCTTAAAATTACACGAATTAAGTAAGCATGCAATACAGACACTTGCAGG 
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ATGCCTGGCCTCTGGGAACTGCTCCTCTCTCTGTGTGAATGTAGAAGTGA 

GGCTCAAACTCTCTCTTAGGAAAATTTTCCCTTCCCACTGCCCATCCATT 

TCTGCTGACTCAACAATTCCCACAGAGGAAATGGGAATAGTATCATCAAC 

TAGCAGTCCTCCCATGCCAACAGATTTGGGGTCCTTATCTAAGTGTTTCT 

GCAGCCGGTCITCCCTTCCTGACTTCCCGTATTGGCTCGTTAAAATGATT 

AGCTGGCAATACAGGTATGTTTGGACTGCTATTGGTGG TGAG TTTAATCT 

TCTAACTGTGTTTTGTGAAAGGAAATATTCCCTAAAAGCTTTGG TGTCA C 

TTAAAAAAAAACAACTATATATGATTGAAAGAAATTTGAGATAl l I l lGT 

TTCAACAAAAACCACTGAGTTTATGTCTAAGAAGAAAATTCAATAAGCAT 

TTATCAAGTGCTTAGGATATGCTGCAATGTATGTACCTCGGGCGCGACCA 

CGCTAAGGG 

>Sequence 852 

GGTACTAGCAGATGATGGCACAGTGACAGCTGGGAGGGATGGGATGTGCT 

TGCTTCATGTCCCCTCCCCTCTGCCTGCCTCAACCTACACAGTCCTGTCT 

GGTGACGTGCCAAAGTCCTTCCTGCCTTGCAGAGAGGCCTCTCTTCGTCG 

AACATGGGCCTCAGGAAAGACAGCCTGAATGCCACTACCCCAGGCTTGTG 

GAAGGTTCTGCATCAGTGTGGCATTGTTGCGATAGCCCTCAGTTGATGCT 

TGTTTGTGGTGTTGGGAGGCAGGAACTACTTTAGGAGGGTGGAGGGGTGA 

GAATGAGAGAGGACTTGCCCTGAGCCACCCAGCTGTGGTCACCTGATGGC 

CCGGATGGCTACATAAATCCTGGGAGATCCGTTGTCGTCATAAGCAGAGT 

GAGCTGGGCTCCAGACCAGCCCTATGGGAAGATCCTGTCTGTGGGAAGCC 

TTTGGCCACGTGTTTGCTGAAAGGTGTGGGGAAAGGCAAGGTCAACTACG 

TTTCTTTTTTGTCAAACTCCGAGACCCTTGACCTTTGCCTGTTACCAGTG 

GAAAGGGGCCATAGCCAGAACCCTTTTAATATCACCCTGGCTTCCTGCTT 

TCCAAAAGACTGTAAAATTAATAGTGCTGAGGAAGGCCAAATGACGGGGG 

TGGTTTGACCTTGCCCTGCTTTCTGGCTTGGGGAAGAATAATGGCAGGGA 

CCCTTTTAGGGGTTGCAATGGCTCGCTGGAGGGGCACCCACCCGTTGG 

>Sequencc 853 

CCCTTAGCGTGGTCGGGCCGAGGTACGCACATACATACACACTAACGCTC 

AGCATAAACTTTCCATTACACTTAGACAATGACTTGTGGAGGAAAAACAA 

GGATAAACAAGAGTCTCAAGAACTTAAGAAAAACATCAGAGTTGATTATT 

TAGCACTTTCTCAGGATTCTAAGGCAATAAGCCTAATTCAAAACGTGAAA 

TTGTTCTCTATTTCCCATTAGTCATTAAATGAGATAAATGACAAGCTATT 

GCTGCTTCTCCATTCTGTTTTCAAAGAACATTACAAAAATAAACCAGTGT 

GTTCTCTAACAGTTCTAAAAACAGTTTGAT 

>Sequence 854 

GGTACCAGAAGCAAGGCAGTTTAGGGACAAAGG GCATG AGCTTAGAGTCA 

GATTTCCTAGGTTCAGATCCAAGCATCACTACTTATTTTCTTTAAGAACT 

TGGGCATCTGTAAACCAGGGATAATATCTTCTTCAAAGGGCTTGTGTGAA 

GATTCAACAAGGTAATACATATAAACGTCACAGATCAGTAGACCAGCCAA 

GAGTTAAAGGCCTCCGGTTGATCATTCGAGAGGCGGCAACGCATTACAAA 

GTGGTGGATAAGGGACCCCGTTGGAGAGGTCTTTAAACCTGTTTAACAGG 

ACACTGGG 

>Sequence 855 

GGTACCTGGG ACTACCCACCACCATGCCCGGCTCATTTTTGTA 1 1 1 1 1 AG 
TAGAGACAGGGTTTCACCATGTTGGCCAGGCTAGTCTCAAACTCCTGACC 
TCAAGTGATCCACCTGCCTTGGCCTTCCAAAGTGCTGGGATTATAGGTAT 
GAGCCACCGCACCCAGCCITCAAll'irill 1 1 AATTCTGATAGAGCACCA 
TCTACTACATGCTTAATATTATCCATAAAC^GACATGTCTGAGCACAGAA 

GATCATGTTAATGAAAGATTATTGAAAGGT 
>Sequence 856 

ACAGAAAAAAGCATAATGAATACAACAACTAGCATCAAACTCAGTGTATA 

TAAGAATGGCTAAGTGACCATTAGTCATGTGAAAAGCTTAACAACTATTA 

AGCTCTTATTTTCTTACTAAAAAACAATTTTAAGTTCTTTCAAGGCTATA 

GTTACGCITrACATAAGAGGCCCTATTACCCACTAATTCTTAAAATTTCT 

ACCTACTTAAAATTTCTTTAGACATTTCCAAAGGTTAGTAAAGGAAGACA 
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TAAGATATGCTTACTTAAATCCTTGCTGGTTCCATGCCTGGCCATACATG 
>Sequencc 857 

CCCTTGAGCGGCCGCCCGGGCAGGTACCATGAAATAGGACCTTCTACGGT 
TTAAAATAAATGTTTGTTTTTTTCTAGCCCTGTAGGTCAATGAATGCCTG 
ACTCCAGTGACAGACCATAATTATCCAAATCTCTCATTTA TGAATA TGGA 
ATATAAATATGCTAAATTGATTATGTCATGAATAG A CTTC i 1 1 1 1 iGCAT 
A AC AATGTTTGG AGTTTCTCACCTTTCTCCTAGCCTTC 1" 1 TTTC1 1 CCTT 
AAATGTAGCCTGGAGGATTCCTATCTATTCCATATAACTAAAAGTAAACG 

TTTATTTAGGAAAGGGACTCAGGAG 
>Sequence 858 

GGTACAAATGTGAGTTCTTCTCCAGACCATCAATATAGATTGGATTTATA 

CACTGATCGCTGTGTCTCTCCTTCGTAATAACCTTACCCCATGTTGCAAC 

AAACATGGACTTGTTACAACATCCCAGAGTGAAATCTGAATGTGGTCAAG 

AAAGTTCAGAAACAATAAGAGTGATGCAATGCATACCACAACTCAGGCCC 

AGTGCAAAAGTCAGGCCCCAGCCCTTCCCATATAAGGGACTTGGTCATTT 

GAAAAATCAAAACCCAAAAGGAACAACTATAGGGACCTGTAATCAATTAG 

AATATTCT 

> Sequence 859 

ACTGGCTGGACTTGAGGTGGTTTAAGTTGGCAGCTACATCGAAGGACTTC 

TGAAAAGCTCAAGTGACAGTTACACCTTXGCACXCXCCACATXCAGCTGG 

CCTTTTCCCTCAAAACATGGATAATCTTCAAACCTCCCTGAACAGGTGGA 

AATGCGTCTTTCCTCTAAGCCAAGTTCTCAGTCCACATTAGTCCATACTT 

GGCTACAGAATTGACGTTTGTGGCCACAATCCTACTAGAAATGACCTTTG 

GGTAATATCCTTATCTTGTTGATCTAGTTAGGGTCAAGTAAAACGAAATA 

>Sequence 860 

GGTACTTTATGCAGAAGGAAAGCAATTGCAGATGGAAAAAGCTGAGATGC 

TATAAGGAATTACGGATTTTATAAAGAGATCACCATGTGGGTGAATGTAA 

ATATAGATGAACAATGAAGCATAAACAAAATTTTAATATCTTACAGGCTA 

AAATATTTAGAAATGAAAGACAACAATAGCATATAAGTTAAGAAAGGGGG 

TAAAAAGAATCAAGAGCATTCTAAGGTCCTTATATTACCTGGAAGGAGAG 

TAAAGATAATGACTATCTTCAGGCTGATAAATTAACAATGTATGCTGCCA 

II II 

>Sequence861 

CCCTTTGCGGCCGCCCGGGCAGGTACCAGCACAGCAATTGCTGTATGTTT 

GTTTTTAATTATCGGTTTTCACTTGGAGGGGCCAGTTCTCTATATTTCAA 

TCTATTTTCTATATCAGAAATGAGCAGGCATTTTAAAAAATGGCTTTCAT 

TGATGGAGAGGTAAAAGTGAAATGGCTTTGTTGTATTTATATTATAAAAG 

GCCATTTCCCAAATCTAGAATTTATTAC TAAAAAT CAAGTTTGCA TTGAG 

GGGAGGAGTATGATTTGCTCAAGCTTAC ri'rrrrf'ATAGGTGGGG 11 1 i i 

ATATTTTCAATGTGATTACTCACC 

>Sequence 862 

GGTACACATTCCATGCTGGGTCATACCTGAGTGCCAGTGGAATATAATTT 

GGAAGGAATAACGTTGTTGAAAAACATCCTCTACAGACAATATG AACAA T 

GCCTTAGTCATCTATTGATTATGACAATATACTCTTGAACAAATTGTTTT 

CGGTTCTGGTTTCTGTGGT 

>Sequence 863 

ACTACACCTCACCACCTGGGTGTCTCTCAGACGTTACCAAGAGA CAGA GT 
- AAACXX ATGCTTTXnXXTATCCAAACCAGTCTCTCCTGTTC 
TCCAAACCCAGTTGCAGGAATTTATGTCTTAAAGTAAACCATCGTATGAT 
AATTTCCCCTGAAAATGTGCCTATTAAAAAAAAATAGGATATGATGGGAG 
GCAGACATAAACATTCTGGTCAATTTATTGGTGTTATTATTTATTTCAGT 
TAATAAACrGCCCTTTCGCTATGCTTCACT 

> Sequence 864 

ACATGCTCTAAAATGTAAGGATTCATTTATGAGAGAGTGAACATACTGCT 
TGTAGCTAAAACATTACAGGAGACCTTAAAAAGGGGTATAATTGGTCCCT 
ATGTGAAATGAACCTGACATATTTTTATAAATTATTTGTGCATGACTATC 
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TTTTGTTGATAGCACTAGGAAGAC1TCT 

CCTCAATTACTATTTAAAAGTCCTATAATTTTAAGTAATTNTACAGCTGA 
CAAAGATAAATATTTITTrCTTTTAGTTTTTCTA^ 

GTGGAAATGGCCTGTTTTGACACATAATTTCTAGAACTTGGAGTTAATTT 

G ATC AGTTAC ATTTGGG 1 ' I " 1 1111 1 A GATTACAGTTCTTGGGGTAG ATAA 
CACTTCITGCTGCTTTAAGTACCCTCGGACGCGACCACGCATAAGGGCGA 
ATATCCACACACATGGAGGACGGTACATA 
>Sequence 865 

GGTACATGTTACTGGGTATTAAATGCGTTCATAGTAGGGTATTAAATCAG 

CAAGGTCCCCATCCCAGAAAAATGTGCAGTTTGTTCAATGGGAAAGATGC 

AGAGACAGTTTCAGTTAATATACTAAGTGCTAAGATTGGGATGTGCACAA 

GAAGCTGGAGGTAAAAATTCTGGAAAACTGAACGTGAAGTCACCACTAGG 

CAAGCTGCCTGTAATTGAGCTTGCTTGTATATGACCAATCAACCTTTGCT 

TGTTGAAGGATTAGTTATCTAGTTTCCTCCTTTTCTTTTTTGGAATTTGG 

TCTTTTAAGGTCTTGATAATCTTTCTAGTTTAGAGCATGTGAACAGAACA 

GAAGGAAAATCAGGACTCAGTTTACTTAATTTAAGCA AGCA TTGGTTGCT 

GCAGATTAGGGGAGGTTAAAGTTGCTGGGCTCCACTCTTTTATTAGCATG 

GATGCTTAAAGAACTTCAGGGTTTGGAGGTTAGATTGAACAGCCTGTTTT 

TGGACCTGCCCGGGCGGGCCGTTCAAAGGGGCAAATACAGCACCACTGGG 

GGGGGATAGTAATGGATGGAGGGTTGGTAGGAGA 

>Sequence 866 

CATTTCCCCTTATATGTTCGTTTTTTAGGTACTATGGTATGCCCTAACTA 

AAAAATAGATATAGGATAGTGATACTTTGATGAGGACTATGAAAAGGGAC 

AGTACGGCTTAGTGGAAAAAGTTTTAAGTTTTCTACTGTTATTGAATAAA 

ATTACATATAGTGTGATTCTTATTACTTGAAATTAGGAGGAGAAAGAATT 

TTTTGAGGTAAATTTGAAAAGACATAAAATAGACTACCCTGACAAAAATC 

TTCACAGATTAAAAATACTAATATTTGCATTGTCATGTATATTACAAACA 

GTATTTCCTTGTCrrTTTGCTTTTTGTATTGTGTTAAGTGTTTCT^ 

ATTAAATATAACTTCTTTATGCAGCCTAGACTTATTTTGTATGTATTCCC 

TGACCTTGATGTCATAGATAAGAAAGCCATACTCTAAGAAAACTAAGTAT 

CTGCTCGGGTGGATTGTTTGAAAGGGCGAAATTCCAGCACATTGGCGGAC 

AGTTCATAGTTGGATCCGAACTATGGAACCAAATCTTGGCGAAATCATGG 

ATAATATCATGAATTTTCGTGTAAAAATTGTAATATCGATTATCAATATT 

CACAAGAAATAATGAGTCAGGGAATCATATAAGTGATAATGTCTGGCTAT 

GCTTTAAGAAGTAGGCCAAACTCATATATTAATATGGGACAGATGAATAT 

AAGACCrATTTTCTAATATCATGATATATATTACTTTAGTACAATTATTT 

ATATATGTAATTAGACAACTCTTCGTGTGTGAGAGAGTTTGTTTCTCGTA 

TATCTGGAGTACTATTCACAATTTCACGATATTCATATGCA 

>Sequence 867 

CCGCGGGCATGCAGCCAGGCTAGACCGGCTCAGCCCCACTTCAAGACAAA 

ATCTCAGCACCCATTACTCACCATACATATTTATGCAGTGAGCTGCATCA 

TGACCAGCrATCATCTTACCTCATAGTTTTTTTCTCTGGTAGAGATAATT 

AACTTATTATGCTTGATCAGTTAACTCITGCITAGAAATTTAAAAAATAT 

TTTTAAGTGACAAATTCTTTGTAGAAATTTT TGAAA ATAGAAATATTTGA 

AGTAGAAAGTTAAAATCACCCACAATTCTGCTTTTGTTAACATTTGAATA 

TGTTGTCTTCCATGATATATAACAAAATTTGTCTGGGTATTGCATATGTC 

GTCCITrCCTTCrTAATATTGGATTTTGAGCATTTAACCAGAACACTAAA 

TATTCTCOCTAGAACATATGGATTTTGAATAATTTAACTAATTATAAAAA 

TAACTTCCXTAATGGTTCITIXKKKrrcm 

TCAGGGTATGAACACTTAAGGCTCTTGACCACATACTGCCATACTGCCAT 
ACTGGCATACrGCTTTTAAAAAATAATTAAGCTGAGTGCGATGGCTCACG 

cctgtaatcccaggactctgggaggccaagtcaggtggg tcat ttgaggc 
ccggagtttgagaacack:ctggtggacctgggtgaaaccttttcgttact 

AGAATAACAAAAGGTTAGCCAGGTGTAGCAGCATGTACCTTGGGCGGGGA 

CCACTCTAAGGGG 

>Sequence 868 
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CCTTTCAGCGGTCTTTTGGCAGGTACTTCCTTC 1 n il t GGTAATTTTGC 

GGGATGTTGTATACTCTCTACCATGGGGATGAAGACACAAGAATTATGAT 

AGTTCATTGAAAAAGGTTGAGAATTCAGAACTTGTCAGTTTCCACCAATA 

ATGGCAAAGATACAATATGACAAAGTTCAGTTGCTTAAATGAATCTAGGA 

ATGAAGAATCTAGAAATTATAATGGAGAGGTGATTAGGAGTTTAAAATGG 

TTTATTGATTGGAGATCCTTTATCTGGATTATA TAGG GAACACTTTGCTT 

TAGGAGAACCACCTATGATCTAGGAAAACGGCTTTTAAATGTACCTCGGA 

CGAGACCACGCTATAGG 

>Sequence 869 

TGTACATTAAATTAAGCATACTAAAGAAAAAAGGAATGTTTTCTTAGCAA 

TTTAAGAACTTGCTTAAAAAGAAAAAAAGATCAACCACTCCCTCTAGTGA 

CAAAAATTAGCCACAAGATGAAATTCAGTTAAAATTCCAAACACTGTGGA 

GATGGAAAGCCTTGTATTTTAGATGAAAGGATTTATGGCTGGA ATTAA AA 

G AA ATTA A A AGGCAG A A A AGTGGGTG AATGG A AAACATTTAC run GTT 

TTTAAGTGTTAATAGCCACTTTTTGTCCAGTCTGTATCTCCTTTCATTAG 

TCTTTATATATATATATACACACACACACACACGTATGTTATATATACAT 

ATAATGGTTTATGTATTATATATGGTATATATACACTTATATGTTATATA 

TATGGG TTTTT1 1 CAGGAGCATTATATCATGGGAATGAGTTCAAAAGTAC 

CCGGCCCGGCCGTCGTTCGAAAAGGCCAATTTCCACACACTGGCGGGCGG 

TACTAGGTGATCCGACCTCGGACCCAACTTGGGGGAATCATGGGCATAAC 

TTGTTTCCTGGGGGAAATGGTTTCCGTTTACAATTTCCCACACACTATAC 

AACCCGGAAAGCCTTAAAGTGGTAAAGAGCCGGGGGGGGGCCCCAAAATG 

A AGGGGG AGCCCTTA AACTCTCCCC AATTTTA AA ATTTTGGCCG rTTTTC 

CCGGCCTCTTAAA A ATTGTGGGCCCCCCCG1T I'll 1 1 1 1 1 1 1 1 1CTCAAC 

AAAGAGTTG 

> Sequence 870 

CCCTTGGCCGCCCGGGCAGGTACTAATATTCTTCAACAGAATG CAATAAA 

ATACGAGCTACATAAATCCAAACTTGGTTCAAAGGTAGCTATG I I I l l l l 

AAAAAAGTTATTATAACAGACAAAGCANATGCAAACTTATCCTTCCAAAC 

CCTGATAATTGGTAATACCAAATAACTGGTATCTAATAAATATACAAATC 

AAGAGAATACCTTGCTAGCTAAATTAAAAAAAAAAAAAAAAAACTATCCA 

TACTTAACAACCAAGTGCAACTNTGTAACCAAAGTGTTCCTTAGCTCCCG 

CGTACC 

>Sequence 871 

CCCTTAGCGTGGTCGCGGCCTATGTACAAGGGCTTCTTTGGTGATAGTTT 

CTACTCTCTTTAAATACTGTTCTGTTATTTTTGAAATCT GATCA AGAATT 

GACACAATAAATCTCTTTGATATTTATACTTATGCCTACTTTTAACCTTT 

TAGGAAAACTTTATGAATTGGAATATTCTAAAATCCTGAAATAATTTGGA 

ATATTCTAAAATTCTG AAG AG A ATATG A ACGG ATTGTTGG AATGG AACTT 

TTACCCGATTCCCTCAGACTAGAGTGTTCATACGACATTTTGCCAAGAAG 

TTCCTATAGAGGCAATATCACTTTTAGGATGGATGGGTCTAAAAGGATCA 

TATTTAGTTTCTGGTTATTCATGGTTGCACTCACTTTAGAGGATGTGTTC 

CTATTAGGTTGCTGCTACTATNTGTCTCTCCTAAATAACAGTATGGAATT 

ATAGAAAGAAAGGTTGGGAGAATAG TCGTG TGATTC TTCTGG TCAACATA 

AAGCCnTGTTCATCCAGCCACTGACTATTTTGNTCrri C 1 '1 ' 1 ' 1 GCCTTG A 

AGCCAAGATGACITITTCATTACrrcGATGTTTTTATG^ 

CTCTTGCTCCATATTATTTTGCAGTGGTGCGCAGATTATATTTGATTCCA 

TTAAAAATGAACCTGGGTTTTTAACCATTACCCTGGAAAATT 

TTGGGCCCITTGTCCCCCCCGGGGGCCCGGGGGCTCCCCG lir 1 1 f T 

GAAAAAAAAAAGGGGGGGGGCCGCCCAAAAAAAAT 

>Sequence 872 

ACAGTTCTGTGTTTTTCAATTGATACATACTACTTATGTAAGAAAAATGA 

GTAAAAATAGAGGGCCACACAGGCAACAGCCATTAGGTTATGCACAGAGA 

AGGAAAAACITCAGAGGTTGTGCTGCCATCTTCTGGAACAAACAAGAATC 

TACAGGAACAGAAACATGATGGAAGAACAAGGGTTAG TTACT GCAACGAA 

AAAACATGGCAGGAAAAAAAACCATTrrGAAGCCAAGCTTTTGATT^ 
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CATGAATGAAAACAAATGGGAAAACAACAACAACAAA AAAC AAAACAAAA 
CAAAAAACAAGAATGACCAAATACAGAAATTATTAATGTTTTACACATCT 

TGTACC 

> Sequence 873 

CCCTTAGCGTGGTCGCGTTCGAGGTACITGTTAAAATTCAGATTCCTGGA 

CCCACCCTAGACCTACTGGATCCAAATCTCTGCAGACATGGCCTGGACAT 

CTTCATTATAACAAGCTTCCACATAGATTATTTTGTCAGTGGCCATGTCT 

TGCTTTGCTTCTGTGGAAACTACTCTCCATCTTCTGGAGTGGAATGTCCC 

CCATTGCTATCCACATGGTCCTCGCCTCCCTGATACTGTAGTCTCAGATG 

GCACCTCCTGAACTGGGCCGAGCTCAATCACTTTCCCAGACCCTGCCCAC 

CTCGCTGGAGCTCAGTGGGCCCATGGTGGGCAAAGGAACCCAGGTTGGGC 

CACAAAACCCTATGCATTTATAAGTAGATGGGGGCTGAATTACAACACAC 

AAGCACTTAAGGGACTTTCTGAATATCTGGACTCATAGGATGGCGAGCAC 

AGCAAGAGTGCAGATTGAACTTACTCTTAGTAACAGATTGTGACTCGGAG 

AGACCCTGGGTCGGGATGGTTCTGAGTAATGGCAATACTCTTATTTGATA 

TAAAGAGGCACCTGGAAACTCCTTACAAAACATGTCTCTTTGTAAGACAG 

GTGATATGAGACTAATTCTATTACTGGGCCTCTCCAAACATTTCAAAAAG 

AAACAAGGGTCAAACTTGCGATACCTCCCTTTCATATGTGACCGGTAATA 

GGGCTTATAAGGAGGGCATGCCATTTACTGAGTATTCGACGTCTTAACGG 

TATACAAATTACATCTAGGCCT 

> Sequence 874 

CCCTTTGCGTGGTCGCTTTTCGAGGTACTGAGGATGACTAGATGACAAAT 

AATAAGAAAAAATGGCATTGACTTTGTATAGAACTTAATAATCAGATTTT 

TAAAGAGGTTAGTCTATTCTCTTATTTGAGAGATATGGAAACTATCTAGG 

CCTAAAGACTGTAAATCTGCCTGGAATCAGATAGTTGGCAGCAAAATCAG 

AAATAGAAAGCAGTTACTCAACAACCAACAGTTTAATTTAAGAAACATTT 

GACAAGCATCTCCTGTGGATAAGACCCTATGCAAGATGTCATGAATATAA 

ATATGCACAGTAGT 

>Sequence 875 

CCCTTAGCGTGGTCGCGTCCGAGGTACTTTAAAAATAACAGAGTGTGATT 

TAAGAATACTCAGACTAGAGCCTTCAGTGAGTTGTCTGAGGGAAAGGAGT 

GAAGTCAGGACTTAGATAGAAAGATTACAAAGAAAGTCAAAGTAAGCAGA 

GGAAAAAGATACCAAAATGACAGCTTCAGAATAAGCAGTAAGGGAATAAA 

GAAAACAAAGTTGTGTGTGTGTGCATGTATTACATGATAAATCCATGGAA 

AAAGAACTCGCAATTTACTAAAGGAATAATTCATGGTCATACCAATTTCT 

GTGTCCAAAACTAACTTGATTAGTATCAGAAGGAAAGTCAATGTTTAAAC 

AGTCCTTCCCACATCTGCTACTTCCATAATGCCTATGCAACTGTCATAAA 

TTAAGAGTAGAGAAGGGCACAGGGCCCACTGTCAAAACAAACAGGCAATT 

CTGGGTTCCAAGTTTCATATAATTTTCTTGAGCCTGAAAGTCGTGAAAAC 

TGCTTGTTCTAACATGGACCACTCTAGCACTGTAATGGGATAACCCATTA 

ACCTGGATTCTGGCCACAAGCCTTGCCnTGTGGCAAGGTACCTGCCCGG 

GCGGGCGCTTAAAGGGGAATATCAT 

>Sequence 876 

CCCTTAGCGTGGTCGCTGTCGACGTACTTGCTAAAATTCAGATTCCTGGA 

CCCACCCTAGACCTACTGGATCCAAATCTCTGCAGACATGGCCTGGACAT 

CTTCATTATAACAAGCTTCCACATAGATTATTTTGTCAGTGGCCATGTCT 

TGCTTTGCTTCTGTGG AAACTACTCTCC ATCTTCTG G AGTGG AATGTCCC 

(X:ATTGCTATCrACATCGTCXrrCGCCTCX:crGATACTGTACT 

GC ACCTCCTG AACTG<KKX»AGCTCAATCACTlTCCCA 

CTCGCTGGAGCTCAGCGGTCCCATGGTGGGCAAAGGAGCCAAGTTTGGGC 

AACAAATCCCTATGCATTTAGAAGTAGATGGGGCTGCATTACAACACACA 

AGCACTCAAGGACTCTCTGTAATATCTGGACTCATAGGAAGGTGATCACA 

GCAAGAGGGCAGATGAAGCAGACTTAGAGAAACAGATGAGACACAGAGAG 

ACCCTGGTTCTGGTTTGTTCTGAAACATGGCCAATCTCC TATTT AGATTT 

AGAGAGGTACCTGAAACATTCTTACAAAAAAAATTTCCTTTTTGATATGA 

CGCTTAATTTGAGGCCTAATTTCTAATACTGTGCAATCTCAAAGCTATTC 
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AAGGAAAATAAAAGGCGCAAAAATGTCTAATACTGCCATTGGATTGGTGC 
AAGGATTAAGGGCTTTCAGGGGAGGAAGGGCCTTTACCTGGAAAAGTTTG 
GCCTGGAAGGCTGTGACAATTACTTGTTCTCCCTTCT 
>Sequence 877 

GGTACnTTTTTTTTTTAATTTTTTTTT^ 1111 1 AATAGAGATGGGGTCT 

TACTATGTTTCCCAGGCTGGTCTCGAACTCCTGAGCTCAAGTGATCCTCT 

CACCITAACCTCCTGAGTAGCTGGGACTACAGGTGCAGACCACTGTGCCC 

TTACTTCTATTCTTACTTGACAAAGGAGAGGAAAAAAAAAGGAAGTTTAG 

AGAAATTAAGTAGTAACTTGTCCAAGTTTACCCACAACCACTAAGTGGTA 

AAGCTGG GGTTTGA ACTTCAGC AATGTG CTTA A ATCTC AGTA ACTGAAAA 

TACACTATGGAGGACCTTTAGGTTTTCTTAAATTC 

ATGT 

>Sequence 878 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATGTTTGTAAAATTCCTTAAAA 

TATTTATGCTCAAACCAACATTTCCATTTTATCTATC TTAAAT ATATCTT 

CCTCTTCTTTACGCCTAATTTCTTAAACTCCCAGAGTTTTTTTCTGTAAG 

ATCTAGTCATCTGTAGCACTTCTCACAAATTAAGCTCTCTTATGCCCCAA 

ACAGTAACGAAAGAGGTCTCTTAGTTGGACAATAAGCAGTGAAAGATATT 

TCTTATGGGACAAGAAATTAACATTATTAGTCAAATGTTGATGCCGGTAG 

GCTGAGAAATGATTCTCACTTAAAAGCCCCTGGGTTTTAAACCTCT 

GAAAAACATTAGTTAGATGAAAAANANAAAAAAAAAAAAANANGGTACC 

>Sequence 879 

GGTACAAGGAGCTAGATCATCAAGGAAGGTCAGGGCAGGGTTCACAGGAT 

GAGGGCACTTTGCCATTCTTTTGTGATATTGGTCAACAAATGACACAGGT 

TATTTACAATCTTGACCTTTTGGAAAAGATACAGCAGGTAATAGCCTACA 

GGAAAGAGGAGGTAGAAAACAAGTGCCACAGTAGAAACACTTTGATAGCT 

AAGATGCTGTCTATCCTTTGTGGNTATTCTGTGCAGTTGTCTGCCTGGGT 

TCTTGGAAAAGTCCAATCTAAAGGTGCTTGATTGCGCCCAAGGATGTCTG 

CATTCATTCACTGGGAACTTACAAGCCCTCTTGCTTCAATCAACTCCTCA 

ATCAGTTITCCAAACTCTTATTCTTACTAGACTGCGAAAAAATATTCTTC 

TTTTTACCGCAATGGAAAAAGGGCCTTGGGGGATCAACCTGGGGATGTGT 

GAATTATTAAACCTATATTTTTATATAAGTGGACCTGCCCGGGCCGGCCT 

TTAAAGGGCCA 

>Sequence 880 

GGTACATACAATAGAGTATTATTCAGCCTTAAAAAGGATGAAAAAATCCT 

GACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAATG 

AGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATC 

CAGAGTAAACAAATTCATAAAAACAGAAAGTAGAATAGAGGTTTCCAGGG 

ACTGGGAGTTACTTGATATAGAGTTTCAATTTTGTAAGATAAAAAAGTTC 

TGGATATTGGTTGCACAGCAATATGAA TATA CTTAACACTACTGAACTGC 

ACACTTAAAGATGGTTAAGATGGTAAATTTTGTTAGGTGTTTCrTACCAC 

ATTTTACAAAAAAATTTTAATTAAAGGAATTACAAAATGTACAAAATACT 

ATTCATCATTGTGTTTCCAGTTTATATTCAACACAGCAGTATTTCAGGTA 

TAGTAATTAACTTACTATCATTTGAAAAGATGTCTATAGCTTAGTAAATA 

TCCAACTCITATTCATACATTTTGTGATTATCTAAGAGAAACCAAGCCCC 

CAATGGAATGGAGTTCnX^ACTACnTCACXTGCCAGCCTTCAAAAAAAGCC 

TCTATTTCACACTACCTATTAAATGGGTACCTGCCCCGGCCGCCGTTCAA 

AGGG c 

>Sequence 881 

ACC^CTGCACTCCCACCTGGGTGACAGATCAAGACCCTGCCTAAAGAAAA 
AATTTAAAAAAATAAAAAATTTAAGAATATTTCTATGCCCTTTACCAGGC 
CAGCTTAATCAGACITCTCTAGGCCTAGGACAGGCTTAAGATCAGTTAAT 
TTAAAACACHTCTGATGTTTCTTC 

CTTGTGTTTTCAATCTTTTTGTGTTTGTCTTTTACTAAGGCTAGAAACAC 
GTATTTGGTTTGGTTATCTGAAGTTTAATTGCATTCATTGTGTTTATAG^ 
ATTTATCCCTGTAGTGTTGGAATTACCAGTCACTTACATTCATATTTTAG 



Page 35 
(of 261 pages in Table 2) 



WO 01/42467 



257 

Table 2 



PCT/USOO/33312 



TTTTTTGCCTTATCTCCTGAAAGTGTGGGGGACTTTGAATGGGTGTGTAA 

TAAAAAAGCnTCGTTCTAGAAAGTAATAGTTTCTCCATGTCTTAAATATT 

TTAAATGACACTGACATG7TTTTAAAAATCGGGATTGTTGGCTGGGCACC 

GTGGCCCACGCCTGTAATCCTAGCACTTTGGGAGGTGGAGGCGGGCCGAA 

CACAAGGTCAAGAGAACGAGAACCATCTTGCCACACGGGTGAAACCCTAT 

CTTTGCTTGTGAAGGAAGAAGATGATACATGATGAAGGGTCCCTTGGCCG 

GGACCACGCTAAGGGGGGATTCCGGACCATGGCCGGCGTTTCAAGGGGAA 

CCAGCCTCGG 

>Sequence 882 

ACTTTTTCTTGAATATTTCCAGGGCACAAGATATTCTTATACAGAAACCT 

CAGAATGGAAAATAGCTAAGACATAAGCAGTGTTTCACAGAACCATCCAT 

CAGTCTTTTTTAGGATGTAGCAGTCTTCCATGTATCACTTAACCAATCAT 

TATTCTTACCCCATCTTTTTGGGCAGGGGGTGGTAGAATTTAAAA TTTAC 

CATTACTAAGACAGGGTGATAGTAAGCATAGAATTTTGGGATGTCTTTTT 

TTTCCTTGCCCTAAACCTTCAGAGTTCTGCCAGGTGATTCAAATGTTAAG 

ATCCCATAATCTCGCCTGTGTGCTCAAGCGAACACTAACACTTTAAAAAG 

TGGGAATGAAAAATCTGAACTGTTGAATTAGACACAGTATTTGGGCCCCA 

TCTTCAATTTCAGAAAGAACAAGTGGAGATATCAAGGCCATTGCGGCCTT 

CTGTAGTCATACTGAAGAATGATGTACCTTCGGGCGGGAACA 

>$equence-883 

CCCTTAGCGGCCGCCCGGGCAGGTACTCAAAAATTTAAATAGCCATCTAA 

AAACATCTCAGGTAAAAAATCTGTCCCCTGCATTTGAAACCAAAATTATT 

TTTTCTCACTAAAACACATTTTATTTAATAGTGAGGTGAAATTACATTAG 

CCCTCTTCACATTTATTTGATTCAAACCTTTTTTAAAAAACTTAGATTCT 

TTTAAAAAAATAAATTAAAGAAAAATGACATCATTCATCAGATAGCCAGC 

TACATGTGTAGTTTGATCATTCAGTTTAACCGTTTTATCACTGTTGATAT 

GAACATTGAGTACC 

>Sequence 884 

GGTACTTTGATACATGTAAAGTGCAAGGCACCTTGCTAGAGAGCATAGGA 

GCTATACTAAGATATAGAGTCCTGCCACAAATACACACAAAATAACATGA 

ATACAAAGTGTCCTAAAAGTCATGCCAAATAAAACAGAGCATATAACTGG 

GCAGAGGGATGGAGAGTCACATGCTGGAGGAGGTGAGCGTTGACATGGTC 

TTATGGGATATGAACTTGAGATGTTGAAGTAGAACTGAGACATTTCTGGA 

AAACTAGATGTATGAACAGAAGCAGGAGGAATAGGAGAAGGTTTGGAAAA 

CAGCAAGCAGCTCAGTTTCTTGGGTGGTCCA GGAGA AGAAGCTCAAACAA 

CAGTCAGTGATAACACTAAAAAAATCAAAAATTTTAAAAGTCTGGAATCA 

CAGCATAAAGAACCCGTATGCAGGATTTTTATCTCGCAGCCCTGTCTCCC 

TCAGGAGACAGAGATCCAGAATCACTTTCCAGAATGGTTTAGGGTCACCT 

TCCAGATTCTTTGTTACCAACCCTTGACCACACCATTTTAAGATTTCCAA 

TGGACCTGACCGGGCGGGCGATCGAAAGGCGA 

>Sequence 885 

GGTACAATAAACAAGACAGTGCCTGCTTGTGACCAGGGGCTGGGCCTCTT 

CATAGCTCTTTTCCCTGCCTTTTGTCTTCAGAGTTC 

CATTCACITTTTCAGAGTTTGCTATCTTAGAAGCAAGGATCATTTTTAAT 

TGGTTTGTTTACTTCAAAGTCCCACTCATCAGAGGCAGGGTTTCGCTTAT 

ATTTGGCTCAACTACTTTCTCTTGCTTGGTTTAGTAA 

TAACATTAAAATGAAACCAGTTTTGCAGCTAGCATCTATTGACAAATATA 

ATTATTTATTTCAAACTGTATATTCCAAATTTAAACATATTCAATGCTTA 

TTGAACATTCTAACATAATAGCTTATGATAAAGGAAAATATAACATCTGG 

TTTTGGATCTGAAGCACAACCACTGCTAGATATTTTGGGAAGGCTTT^ 

TTCCAATTCAAGGTGAATCTCCGAGGGTGTGGTGGCCTTCCCATTAACAG 

CAAAAACCTGTCCAATTTGGGATTGGTAGAAATAAACCGGATGACCATTA 

CCTTCTTT 1 ' I ATCCCCAAATTGG ATTTTATGCCTACC TAAT GGCI C IT 

GGATATGATGGTTGGCAATAGCCTGCTTCTAATCTATTTTGGATAGAAAA 

GGGAACTTTAATATTCAGATTAGGGGGCnTGATTTTGACTTCCTTTAACA 

CCGAATGCGAT 
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>Sequence 886 

GGTACATATGGCTCGGCAAAGGGGGACTGGATTAATAAATTCTGGTAATA 

TAGTAAGGACAAAATAAATGTAAAAAAGATAGAA GTAAA TG TGAGA ACAT 

CAACATGAACGCGTGCTCCnTTGAGTAGAAAGTAATTTTTCTGCTTTGTC 

ACTCAAATAGCTGGCAGACCTGACATCACCCTGCCTCTGCTTCCATGCTC 

TAAAACTTTCCTGGGCCTCAGATTTGGATGCTAATATGATTTTCCACTTA 

GTGGATAAGAGCTCCCTGGAGAAGGGCTCATTCTTGGATGGACAACAGAA 

TTAGAGCCTGAGTCTAGAGCTAATAAAACAAAGACAAAGAAGGGATCACG 

CAGAAAGCTTGGTAAAGACTGTCCTGGCCAATCTGATTACAGTCAGTTGG 

TACCCGCCCTGGCGGCCGCTCGAAGGGG 

>Scquence 887 

ACCGATGAAAGTTTAAATCTAATCAACAGTATTATGCACTGGTTGAAGAA 

AACCAGGATTAAGACGGAGGATAGTCAGCATGGAATCTAAGAAAGGAAAA 

GTCCGGTAACTATATGTGTTCATTAGATTCTAAGCTGTTAAGGGAGAAAG 

ACCCTGAGTCTAATGAATATAAACTTTAAATTTAAAGAAAAACATNGTCT 

GTTATAGAAAAGTGGTCTTTCAGGTTTTGTAAAGATGAAC TATTT CATCT 

TTTGTAGTTGAATGCTCATGGGGATTAGCTACCTCCATTTGTTTTAATGG 

AAACCTTTTTTAACCACAACCCATTTAGTTGCTTGACTCATATGAAGAAA 

AGGTGCCCTTGGTTGGGAAAAGTGGAAAATTCCTAATTATGGAAAATGAT 

TATGGGTTTATG A TA ATTA AATATTTTATG TTTGA TGGTTGATGTGTTAC 

AGTTATAAAGAGTAATTTTACCTGTATTTATAATTTATTCCTAATGCGTA 

TTCTTAGATTTTTATAATCATTTTATTTCTAGAACTTATTTATGTAATGA 

TCTAGATAGTACTATTTTCTGACCTGATATTCAATTCrGT TATGA ATTTC 

TTATAGGTC ATTAGTTAATTAGTTG AATCATTGCTTCTTC r 1 1 1 1 CTATT 

TATATAAATCGGTCGTATTGTTCTACTTATANAGTTGTTGAACGCATCCC 

TTTTATTTGTTGTTGGTATCTCTATGTAACTAATCTTTTATATTACGATT 

TAACGTATAATAATATTTTTACCCTGATTATCCATTGTCATGTTCGTACT 

TTCAGTATTCTTTATCATATTATTGAATATTTG 

>Sequence 888 

CCCTTTAGCGTGTCGCGGCCGAGGTACCA7TAACCGTCTTTTAAAAAATT 

ATTATTAGTTTCAGTGCTGTTTCTTGAGGGAGCACCGGTGGTGCAGGTCN 

ATGTTGTCTTCTTAATTACAAGTCTGCAGTTGCCAGCTCTAGTTTCTTAA 

AAGCGGACATAGTATCTATGACTTCTGACTACCACATTCATGCTGAGATT 

TCCTGCTCCACTrTATATACTTTGACATAuAAATAT GTTTT A CCGTA GCAA 

AATGTTTTTTAATCACTTTTTCTTTTATTAGATAACT^ 

CTCGAGTTTATTTTATGTTTCATCTTCTTTTATAAAAATTGTCAATTCTC 

CTTTCTAACTTTTTTTACTTTTAAATTAAATATAT ATACGA TTCTTCTGC 

TAATCGCTGCTTCTCTTATCATTCTAATATTAAAC l I I I 11 ATCTAAATT 

CCTACGTACTTACTCTTTCTTCATCTTTTTTATTTATT AAACT AATACAA 

TCGATATATTTTCGTCGTTTATGGCTTTTATTTATCTCl 1 1 1 I ATC AATT 

AATATAATTTCATATTTCCTTTATCTTCTCATC 

CTCTTTATCTATAATAATGTATTAATTTTGTATAAATCTTTCTGTTATGT 

ATCACTTATTCTTTCCTTCATCTTCCTCATGTTAAAATATTCATTTAGAT 

TATATTTAACTTTTCCTrCAAATATGGCACTTACTCCTTCTCTT^ 

TTTACTAATACCATTTAAAAAATATAATCATAGTTCATGTTTATCTAAGT 

CCTGCCTATTTATCITrTACrATATTAATGCTGTAAATTTATACGTATGT 

TGATT 
>Sequence 889 

GGTACTAAACAGGCCAGATATATTCTCTCATTAACTTATTGCCTAGCAGA 

GAAGACCAACATTTTTAAAAGTTTATACATATAGTTAATTTCTATTATGA 

TTATATGATACAAATGGAAAGTGCTATGAAAATGTGGAACAAAAGAGAAT 

AATCTGTCTGAACAGTCAAAGAAGACTTCTGGGAGATGACATCTGAGCTA 

AAGGTTGAACAAGGAATTGGAAAACAGCTGGCATGTGCAAAAGACTTGAA 

GACTGAAGGAGTTAGCCTTTAAAAAAATGAAGAAAGTTCTATTTGGCCAG 

AGCAGAGTTTCAAATAGTGCCTCACAGGCCACGTTAAAGACCTGAGGCCT 

TTATTCTAGGAGAATAGGGAGCTGCTCAAGGAATTTAAGCTTGAGAGTGA 
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CAAGATCAGATTTGCAATGCCTTTCAAGAGGTAGTTACAAGGAGTTGGGT 

CTCTGACCCTTTGCAATTATACCCATTCTAACTAAGAATGGGGAAACTTT 

TATATCCTGTCTTTAATGAGTGAGAAAAGAAAGAGGAAAATAAATAAGTT 

CCTTGCCTGGGGGTCGTTCGAAAGGG 

>Scqucnce 890 

ACTTGCCTTGCAAAATTATATTACAAGAAGAAGCACACTTGTTATAGAAG 

TGCTGAATTGTATGGAACCTAAATCTGTCAAGTTACCCTGTCTTTCAGGG 

TCCGTCTCCCCACCTCCCAGACCTCATTATATTATCCCGAAAAGAACACG 

ATCTCTTTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTGCCCA 

CCAATTGGCAGGCCCATTGGGTGATAAATGTCCAAGGACCTCTAGGCTGA 

CGACACATTTTTCATCATTAATCCAGTCTATTGTAACCAGGGCCACTCAC 

ATTGATTCGGACTAGGGGGCATCATCTGCTGTTAAGAGGGTGATGACTCG 

CTAAAAATGAGGGCCTGAAACTAATCAAATATATTTAGAGCCTTCCCTGG 

CAACTTGCTGGGAGAGCAGCAGTAGACAGCTAATAGGGGAGCCCCAGACA 

GGTAGCGCGGAGCTCACCATGCTTTGGATGGGAATGTGAGAAATCCATTT 

TGGAAGCCTGGTGTGGAATTCCAGCTATTATACATTGTAGTACCTTCGCC 

GCGACCACGCTTAGGGGC 

>Sequence 891 

ACCACTTCATGGCTAAGCATGTGCGGGATGGAACCGGTCTTCCTGGGCTT 
ACATCTTTGCTTTGCCT^ 

TCAAAGGCTGAATCTTCAATATAAATACAACAGTGAATGAACAACAAATG 

GTTATTTTAAAGATCTATCTTGGATGGCTATTTAATTTCACTAAACCCCA 

GGTTGCTCACCTGTTGACTGGAACAAACAATAGTCCCTTCTTCATGCGGG 

CATGGTGAGGGTTTTAACCCCGCATTGTCCACAAAGACCGCTTAAATTAT 

AGTAGATGCTCAGCAAATCTGAGCTATTATTTTTATCACGACTGTCAGAG 

GTCAGATCAGGCTTCGGGGTCAGACACACCTGGGTTCAAATCCCAGCAGG 

GCCACTTACTGTTGGAGCCGGGGCAAGTCAGTTATTCTTCCCTGAGGGTC 

AGTTTTCTCATCCCTAAAATTCCAACTAATAATACTCATCTTTCAATGAT 

GCCGGGAGGTCTTAAAAATAATATAAGTTCAGAATGATAAAACAGGCTGG 

CACAAATTGGATGGCAGCCAATGTCCTTGCACCCCTGTGTCTCCTGCCTT 

AATTTGTGTTGAGGAATAAGGCCAAATGTGTACCTCGGCCGCGACCCCGC 

T 

>Scqucnce 892 

ACTACAGAACAGGAACAATCTGCCATGTGTGTTTACAACTTCAGAAAGCC 

CTGGAATGACAGTTGCCAGGGCAGTTCTTCTGAATTTGCAGGTCAGAATT 

AGTGGATGATGAATTTTTTTCACACATGGTCAACTCTGTGCCACCTGCTA 

CAAGATGTTGGAACAGGTATATTTATTTATTTAATGATGATCAA TGATTC 

TTCCAACATCAGGGAACATCAGGGAAATCAGCTAGTATATGCTCl I I 1 I G 

AGGATTTTCAGCTCCAAATCCTGAAAGCATTCATGAAACTACATAAATTA 

CTTTTGTTAAGCAAATCATCATAAGTAAATCCAGTCATATGAATCTGGAA 

GGATTTGCTGGTGGGCACTAACACTGACCACATGTTTCAGTGTGGGCAAG 

TTTACCATCCATCACGGATTTTGTGCTTGGTGAATTGTAGGGAGTGAAAG 

AGAGAAGGATGTTTGGCCCAGTTGTCTTTTTTACCTATATCTGAAATTCT 

CACTTAGTCAAGAACAAAACATTTAGACATTTAATTTCCnT TTGGG GTTN 

TAAGTG ATACATGTTTAAAATTGTATATTTAG AAAAAATTG 1 1" I" 1 1 ATTA 

TATATAATTTATAAATCAGTGGAGAGACAATTTATACTGAGAAA ATATTT 

AATTGGAAGTTTGTTGTCTTTCTCACACACACGGACAACCCC AACl l I I I 

ATTGCTTCTTGAACTTTGCAAAAATGGTTAAACC^ 

TG AAGGGAGGAG 

> Sequence 893 

ACTAGCATTAAAAAAGTCCTACAAATTATTAGAGAGAAAATACAGGTTGC 
ACGCAAAGCATAAAGAATGAGAATGGCATAGACATCTTAACAGTGCCACA 
GAAACTAAAAAGTAGTTCTGAGTAAAAATGAACTATTTACCCAGCCAAAC 
CGTTAATTAGGTATAAAGGTAGAGTTAAGACATTTATAGACATACAAGAT 
ATTAAGATTACTGAGTCAATTGATATTCAACAGGGGTGCAAATGGAGAAA 
AAGTCTTTTCAACAAATAGTGGTGGGACAAATGGATAGCCACATGCAAAA 
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GAACATATATATAAGAGCTAAAACCATAATGCTTTTAGAAGAAAATATAG 

GGTTTATCTTCATGACCTTGAATTTGACAAAGGATTCTTGGACATGACAC 

CAAAAGCACATGCAACAAAAGAAAAATTGGAGTGATATGATTAATATGGT 

GGAACAGGAAGTCTTCAGCTTGCATCCTCCGCCTTCTTGACACAAACAAC 

AATCTGGCAGCCATCCATGGACAAAAGTGCCTCTGTGGGAGCTCTAGGAT 

CCAGGTAAGAAGGTATGAAACCCTGGTAAAGCCCAAGACGGAGGAGAGGT 

ACCTCGGCCGCGACACGCTAGGGGC 

>Sequence 894 

GGTACAGGTCACACAGCACATCAGTGGCTACATGTGAGCTCAGACCTGGG 

TCTGCTGCTGTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGGTG 

TCCAGGGATACGTCCATCCCCGTCCTGCTGGAGCCCAGAGCACGGAAGCC 

TGGCCCTCCGAGGAGACAGAAGGGAGTGTCGGACACCATGACGAGAGCTT 

GGCAGAATAAATAACTTCTTTAAACAATTTTACGGCATGAAGAAATCTGG 

ACCAGTTTATTAAATGGGATTTCTGCCACAAACCTTGGAAGAATCACATC 

ATCT 

>Sequence 895 

GGTACAGGTCACACAGCACATCAGTGGCTACATGTGAGCTCAGACCTGGG 

TCTGCTGCTGTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGGTG 

TCCAGGGATACGTCCATCCCCGTCCTGCTGGAGCCCAGAGCACGGAAGCC 

TGGCCCTGCGAGGAGAGAGAAGGGAGTGTGGGAGAGCATGAGGAGAGGTT 

GGCAGAATAAATAACTTCTTTAAACAATTTTACGGCATGAAGAAATCTGG 

ACCAGTTTATTAAATGGGATTTCTGCCACAAACCTTGGAAGAATCACATC 

ATCT 

>Scquence 896 

CCCTTAGCGTGGTCGCGGCGAGGTACCTTGAGCTGCCTCAGCACTCTTTT 

GCCATTCGTGCTAGAAACAGCCAAAGCCAGACAACCAAATTACAGATGCT 

TAAATGTTAATGCCAGACACCAAGGCTCCGTGAACTTCCCTGTTGAACAT 

CTGACCCCGACTACTTGAGGACATGAAACCTAACTGTGCAGCTAATTACA 

CCTTCCAAGGGCAATGACATCGGGTCCTATGATTTTATTCAGGAAAGCAA 

TAAGGCAATCGGGGTCACTGTGAACATCATTTGAAGGGAAGTAACTTCTT 

AGCTTTATTCCACAAATGGTCTATC 

>Sequence 897 

GGTACCGGTGTAGTGTATAGAATGGTTTGTATCAAACTAGATCTACATTA 

CTTTACTAGAAATATAGGGCAATAATAAAATTTCCAAAGCCAAACTGAAC 

GATAATATATATTTCTTTAGAAAGTCTCAGAAAACCCATTCCTGA ATGA C 

AAAACGGAGAGATAACTTACAACTAGGTGATATCTGAAGTTAAATTTTCT 

TGGTTATCTATTTCAAAAATTCACAACTATTCTGCACTAAAATGTTTCAC 

TGGGTCAGGCACAGTGGCTCATGCCTGTAATCCCAACACGTTGGCAACCT 

GAGGCAAGAGGA 

>Sequence 898 

CCCTTTCGAGCGGGCCGCCCGGNGCAGGNNTACGCGGGTTGGACTCTTCT 

GGTTTTrAAAACTTTCn^GGACCATTGACTTTGAAACCCGGCCAAAGAAG 

GGCTGNGGGCTTGGTGGATTGTAGCGCCAACCTTAAAAATTGGTTGTCAA 

AAAAAAATrACGGGTTACGTCCCTTTCCAAG GTGGAAAA AGCCGGACTTT 

1 1111 1 1 1 1 1 1 I I CCCACAAAAAGAACCCTn Ti l l 1 1 1 1 1AAAGGGGGG 

GAAAAAAGAAGTATAAAGGAAAATTTTGGGGGGATTTCTTCCGGGCCCCG 

C 

\>Sequence899 

ACTGACAGATGCCTGGGTAACCATGTCCAATGTTCAATTTACTTTCTGCT 

GGACAGATAGAAGGCTCTCCTCCAGCCTTTTCGTCTTCGGGTGTCCGCTG^ 

GTAAGAAATCCGCCACACAAGAAAGCACTGACATTTGGAGCC TCATC AGG 

TTCAGAGTTGAAAGTGAAATAAAGGATAATAATCTTTGTCTTArriTCTT 

TGTTTTAATGTTTCCCAACTTACGTTAGGACAATGTCAACAAAGACAGAT 

GTCCCrAATAGTAATTGCAGGACATGTGTTTTCTCATTCCTATCA 

>Sequencc 900 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTGGAGGGGGCCATATCCAGG 
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ACCTGTGATGTGTATAGGCAGACCAGACTGGTAGGGAAGAAAAGCAGAGA 

TATCAAGTGGGGGACATGTGTTTGCCCTGGGGCTCTATTGGCCTGGAATT 

TTGTGGTAGGAGGAAGGCACAAAAAGTAGACTGGGATTACAGGCGTGTGC 

CACCGCGCCCGGCCTAAAGTGTGTTTTATAATAAAACCTCAATCTGAAAC 

ATTTTAATAAuAACCTTTAGATGACTAGATTTATGTTTATTTTGGATTTA 

GTTTATATGAATAAAAAAAGAAAAAAGACGAGG 

>Sequence901 

GGTACCTATGAGATGCATTTGAAAACTTACCTTGTTTATATGTTTCTTCT 

GTTGCAATTTCTTCCATTACCTGGA ATAGCTGCTTTGGACGGCAAACCA A _ , 

GCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAAAGAAGTCTTGGTAA 

GGAAGCAATTCAGAGAACATGGGAGCATCTCATGGCAGCAGTCACAATTT 

TGTGTTGCGTAATATTTCAGGAACTTGCAACCCTGATAACTTGTGCCTGC 

CTGTCTGTAGGCCTTTAATGATGTTTTATTGAATTTTGGT 

>Sequence 902 

GGTACTTCTATACAAGGCAAAATGAACTCTAAGTAAAAAAGAAAATCACA 

CTTCTAAACACAAATTAACCATTTCAGTATTTAATTGCTCCTAAAAGGTG 

TATTCTACTTCATTAAATGTAAGAGAAAAGGTTACCTACATTA CGCAG TT 

TAAGAAACAGGATAAACTNTAGCATATAAACAGTCTGATTACATTTTCAC 

ACTTTCAACCATCTTATTTATACTCTACATTAG ATAAT CTTTAAATTCCA 

TCATAAG^jCTTCCCATGTTAJ^CTGGA 

CCCCATGTCAACTCAGTGTATACN 

>Sequence 903 

GGTACTGGGTGACAGGAGAGAGCTCATGTGACCCGAGTCTGGGTGGTCTC 

AGGCATGGTATAAAGAACTAGGCCAACCAACTGCACTAGACATAGAAACT 

AGCTGAATAAACTCATCCACTCCGATTTCATTTCAGGTATCTCATGAGAA 

ACTAGAGGACAAAAACAATTCCAAAATTAACAAAACAAAGTTTACTCTAG 

CCATCAGTGCCAATGAACATAAATGACTGCCTGAGAGTTATATTAACAAA 

ATAATTAATTCAGACGAATTAAGGAATTAAACCAGCTATGGGAAATATAC 

ACTCTATACTTAGATGCACATTT 

>Sequence 904 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAA 

GTTACTGAAAAAGGTGACTAGGACTCTGTTTATGAAGAAAGGTTAGTATT 

TAAATCATGAAAAAAAGTAAGAATACTTAATTATTCAAGTAACTTAAAAT 

TGTAATTCAGAATGGCTTTTATGTATCTAAAACAATCTGGGCTGCTATAA 

AAATTCAGTCAACTTCTAAACTTCCAAACACAAAATAGTTATACTCAGTC 

TAAGAATATCCGACCTACCGTGCAGGACCAGAGGGCTCATCTCT 

>Sequence 905 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAA 

GTTACTGAAAAAGGTGACTAGGACTCTGTTTATGAAGAAAGGTTAGTATT 

TAAATCATGAAAAAAAAGTAAGAATACTTTATTATTCAAGTAACTTAAAA 

TTGTAATTCAAATTGGCTTTTATGGTATCTAAAACAATCTGGGCTGGTAT 

AAAAATTCAGTCAACTTCTAAACTTCCAAACACAAAATAGTTATACTCAG 

TCTAAGAATATCCGACCTACCGTGCAGGACCAGAGGGCTCATGTCTTGCC 

GAGCTTATTACAGTTTTG 

>Sequence 906 

GGTACCTTTGCTTTAAATGGATACTAAGGTGTGAATGACTGAT ATCAG AG 

ACTTTCTTGGAAGTAGGTTTCATAGGATGGAGGACAAATGAAACTTTATG 

GGCGAAGAAAGAAGGGTCAGTTGGGTGGTGGATTGAAATAAGTGGTTCCA 

AAAGCAAACTAGGTCAACITTTTAACTGGCTAGTGAAAATGAGATTCCTC 

AGGATACAAAAGCAAGGAGAAGACAGGAATAAATCAGGACTCCAACAGGC 

AGAACAGGATTTATTTAGGGCATGCAATGTGGAGGGCCCTAATGGGAACA 

TGACAGTGTT 

>Sequence 907 

GGTACAAATTGCATTGTCAATTTATATTTGTTTCCCCACTAAAGCCTCCA 
AACCrTGCTTGTTTTGTTTAAGTATCCCTGGGGCTCATCACAGGGCCTGT 
TGAAGTTCTTTTGAAATGAATTGAAGAATGTGAATAATAGTTCTAGTTCT 
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TCGGGATAATGGAAAGCTAATAAGGTTTATGCTAGAGGCTCTTACTGCTG 

GGACTCTCTTCTTGTTTTTGGTTTTTAGGAAAAAAGCT^ 

TTCAGCTAGAGTAACAGTAGTAACTGACTTGAAAGTATGTCAAAACANAA 

ACTGTTAAG 
>Sequence 908 

GGTACCTATGAGATGCATTTGAAAACTTACCTTGTTTATATGTTTCTTCT 

GTTGCAATTTCTTCCATTACCTGGAATAGCTGCTTTGGACGGCAAACCAA 

GCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAAAGAAGTCTTGGTAA 

GGAAGCAATTCAGAGAACATGGAAGCATCTCATGGCAGCAGTCACAATTT 

TGTGTTGCGTAATATTTCAGGA ACTTG CAACC CTGAT AACTTGTGCCTGC 

CTGTCTGTAGGCCTTTAATGATGTTTTATTGAATTTTGGTT 

>Sequence 909 

ACCCTCTTCTCAATTTTGCTATGAACTTAAAACTGCTCTTAAAAAAATAT 

TTTTTTTAAAAAAGGAGGGAGTTATTATCAGAGATCCCATAGACCTTAAA 

GGATAATGAAAGAATGCTATGGATAACTTCATGCTAAAAACTNCAACAAC 

TTAGAAGTATGAAATGAATGAACTTCTCCAAAAAAATACAAGTTACCAAA 

ATTGACATGAATAATAACAGAAAATCTGAATAACGCTCTAACTATTAAAG 

AACGTGAATTTGTCAAAAGCTTCCCCAAAATAAAATTCCAGGACCAGATG 

GT 

>Sequence-9!0 

ACTCAATGGGGTAGGGTGTCTTGGGATCTGACTGTT TCTT AGACCTTCAA 

TGCTTCITGGCTTTCCTCACTGCTAGTTATAATTCAGTTTTCTCAGGTCT 

AAGTCATTCATCACTCTTTTGTCTGCTTTTCAGCTTCCAAA AATTC ATTG 

CTATTATCTCCTCTCCTGTTTTCCCTATGGTGTG TTTGTG TCTTTTTCTT 

TAAAAAAATTCCTTTGTGGTGGTTTTAGGGGAGTTTTTGGGAATATATAT 

TTAATGTACCTCTGGCGAGACCGCGCTTTAGGCGATATCCTGCACACTG 

>Sequence9II 

GGTACAACCTAGCCAGCTGCACAGCAGCTCTCCAAGAAAAAGGTGTATAT 

TAGACAGATTCAATTATTCATCTTGTGATTATGAGTAGTAACCAAATTGT 

CTATGTAATTTTCTTATGGTGAACTACCCAAAGCAAGGCCTCACCTTAGG 

CTACCAGCTTGACTCTTAAGTGGACAGAAAGAGCCAAAGGCTAAAAGGTT 

TGTGAGAAACCTCATGAGCACTGAGTGTTCTAGTTCCAGATGAAAACCGG 

TTTCAGGTATGAAGCAAGAGGGAGTGCTAATTGGTAGAAGTAATTACATC 

TTT 

> Sequence 912 

CCCTTAGCGGCCGCCCGGGCAGGTACAACAGAGCACAATGCTTAGATTTG 

GGTGGATTTGAATAAGATGAAAGATAAATTATGATTTTGTTCAAGTGTf A 

AAATAAAACTAAGACACTTAAGGACCACAAAAATTTAGACCAA AGTA TCT 

TGTAAATTCTACCTGGTGAAAGTTTGATATAGCACACATATGAC TTTTC T 

ATATTATTTTCTGTTTTGAGTTTAGTAGTAAGCAGATGGTTTGTATTTTC 

TTTAGTTGCAACTAAGTGATCAGTTTCATGATTTCTCTTACTATGAAACA 

TTTTTTTTTTTTTC TTAACAGTTATCTTA 

>Sequence913 

ACCACAAAGTTATTGCCTACATCCAGGTCAAGAAGATCTTCTACTGTATT 

TTCnTCTAAGAGCTTTTACATATAGGTCAATGATCAATCTAAAATTAAGA 

GTTGTGCAATCATTAACTCTAGCTTTAGACTGGTATACTAATTGGTTTGT 

ATACGAACTGGGTTAAAGGCATAGGACACATGCAGGCTGTGTTCATTTCA 

CAGCAGGGCTCTGTAATTAGGCAATAATTACnTACCATCATACCTAGTGA 

GGCAATATGGGAGAAACAAAACAGGCCATACAGCTTCACTATTATTCCTA 

CT 

>Sequence 914 

AAAACCTTAGCGNGGNCGCGGCCGAGGGACTNGAGGACCAAGCCACAGAG 
CAAGCGCTAAAAAAAAAGNNAACTAGAACCTNACCACTGNNNCA CGCAC C 
CC Aj\TTTC ATAAAATGTATC AGTAAAAAAAAAC AATTATCTAAAG 1 1111 
TAAAGTAAAGAAAAATTATTTATCACATAGGTAACTTGGTGTCA ACTAG G 
TAACTGATCTATTTTAATTTAGGAAGTTAGTGTCTrCCTTCCTCA^ 
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CAGATTTTCTGAGGGGAGGCTCAAAAGGCCCGAGAGGCTCTCTACAAGGA 
GAAAGCAAGCCAGAGAATCTGA 

>Sequence 915 

GGTACCAG AAATGGTAAATATATGAGTAAATATAACACAC 1 111 1 IC1 1 1 

TAAAATTTTATTTAAAAGGTAACACTTTGCAGCAAAATAATTAACAATGT 

ATTGTGGGTTATATAGTAGTAAGATGTTTGACATAAATTACATAAATAAT 

TGGAGCAGGGAAATAGAAGTGTGTTGTTGAAATGGTTTGATATTATATAT 

GAAGTGGTATATTATTATTTCAAGGTAGCCTTGATAAGTTAAAGGTTACA 

TATTGTAAACCCTACAATAATCATTACAAAATAAAGAGATATAACAGTAA 

GG 

>Sequence 916 

GGTACTTCATAGAGGTCCAGACCCCTTGCGTCTGGCATTCCTTTGGTCTA 

TAATTCAGTAAACTCTGCTAAAAAGGAAACGAGACTAGCTTGCTGTGGCC 

CCTTAAGCGACCCAGGGTAGCTTGTGATGGTTCAGATTATGATTTGTTCT 

AGAGCTTTTCCAGAGGCAGATGTTGAGGAGTTTATCCTATTTGTCCCCTT 

CCCTTTAAACAAACAAAAGTGCCGGCTGGACGCAGTGGCTCATGCTGGTA 

ATCCCAGCATTCTGAGAGGCTGAGGCAGGCGGATCACCTGAGGTCAGGG 

>Sequence917 

ACTGCCTGGCATGCATCTTCTCGATGGTCTGTTATCTTGTGGGAATGACA 

■TTCGTTAAGTTGTTTTCTGTGTGCATCCCAeCCAAATAAAGAATGTTTCA 

TCAGCAAAGTGAATTGCCGTATAGTCATCAGACTCTAGAAATAAATTATC 

AACGATGACTGCAGTGGGTGAGGCTGTTTGTTTATCACATCAC TTGAG AA 

CAGAGTAAAGTGAGTTTCATATTTTCCTGAGTCTTGAATTCTCATTTTAG 

ACATCTGTTCAGAAGCTTTCTAAGCCATGGAGTATTCTAAATGAGCA 

>Sequence9l8 

GGTACTACAATTATAAAGTTACCAATAACTTTACATTAAGA AAAT CATTT 

TCTTCCCCTTGAAAACAAAGTATGTCCTCACTTTCCCTGCTCTTTTATTC 

ATGGCAGTATGAAATGTGTCCCTGATTCCCTCCGACCTGCCACAGAATAC 

TGAAACAGTGGCCGTGGGAAGAAATACCAGATGGTATGCATATGGCTTTG 

GGAACAGCTTTCAGCAGTGGTCACTTGTCT1 TTTI I AATGCATTTC A AAA 

TGTGTTTGGTTAGCAAAAAATAATGAGATAATTCCCTCAAATAAATGG 

>Sequence919 

GGTACAACAATTTATCCATTCCTTTAGCAATAGTTGGACACTTAGAATGT 

AAAACTGTTCAAACAAATTGGTATATTGGAGTTTGGGTAGAAAGAAGGGC 

GTTGGAAGAGGAGGAAAAGAGGGTGAGATGATACATTAATATAAATTACT 

G A A AG GTGGTGTTC AC ATTTAG AA nTTTTn 1 1 AAGTTGCATGTTTAGG 

ATTTTAGTGCTCAGGAGGAAAGAAGGCCAGTGTTGCCCTTCCAGACCATC 

GCTGCCATTTCCCTGTAATATATCGTGTGTAGAGGAACCTAATGCCTGCA 

G 

> Sequence 920 

GGTACTGCTATTTCTAGTTCAAAATCACAGATTTTCAGATTGAAAAAATT 

TCAATCCACTTATTTTTCAAj\TGAGATAACTGGGACAAAGAGAAATTCCA 

TGACTTGCCCAAGATTACCTACAGTTTAACTGTCAGCGGGGCTTAAAACC 

ACAATCCACATCTCCTGACTCCCAATCCTTTCACTT AAAAC AAACAAGCA 

CACAAACAAAAAAGATTTCTAATAAAGTGGAA TAATT TTAAGAAAGGCAA 

GTATCACTATTTTACAAGGAAAAAATTAAATCATTTTAACAGATTGGC 

>Sequence921 

GGTACTCACATGTAAACTTCTACTTTCCCCTTCAGATTACAGCAACCATC 
ATGCCAAAGCTATACACTCTCAGGGAATCCCTGTC 

CACTTGACCAACTATCATAAAGATCAAGGCCAGGGGTTtrrcAAACTCTCA 

ACATTTGTGTGCTCATCTCCCCTTCACCCAGAGACTCCCCAGGGCTGCTG 

GGCCACACTTTGGTTTGTTTGACTGGAACAT AGTTTG AAAGGGATGGAAA 

TTTCCAAAAGGTGTTAATAGACACATAAAGATTTTTAAATATTAAAAAAA 

AGAAAAAGAAAGAA 

>Sequence 922 

GGTACATACAGTATGCACTCCCTTCTCTGTGTTTTTTGTCTGAGTTGATG 
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ATTTGGAGCTCAAAGAGCTAGCGGAGGGAAAAGCTGAAGCCATTCAAACA 

CATAATGAGAATTGGAGATGTAAAAGAAGGCTGAGTTCTAGGAGTTGCAA 

CAACTTAGGAGATAACAGAACCAATTCGGAATGAGCAGGAATTGTAGGAA 

TGCAGGCGAGGACTAGAAGAATCAGCTACATGCTGTTTACTGGCAAAGCA 

GGAGAAATGTGACTGAGGACAGTATGCCACTGAAAACTGATGAAAGAGGA 

GGGAGACAGGAGGA 

>Sequence 923 

GGTACTGTTGTCTCATGCTCTCTTTCTGTTAATAGCACCTCAATTCTACT 
- ; CTGGGGG AC ATTCCTCCTCTCTTTTTGGTCTGG A ATGTCCCCTGGCTTC A 
GGGACAGCTCAACATGGGCCTGGACAGTCAAATTCCATCCCCAAGCTTGG 
GACTCAGGGAGACCATCCAGTGACTGTTCCTGAAGTGCTGGGAAGGCAGA 
GCTCCCTTTCTGCGGGGTGCTGAGTGATGGGACGACAGTGTGGAGCTACT 
GNGCTCTCCAAGCCGGTGCCCAGGACCAGCCTGCCTGAGAACGAAGCCAG 
CA 

>Sequence 924 

ACTTGCCTTGCAAAATTATATTACAAGAAGAAGCACACTTGTTATAGAAG 

TGCTGAATTGTATGGAACCTAAATCTGTCAAGTTACCTGTCTTTCAGGTC 

CGTCTCCCCACCTCCCAGACCTCATTATATTATCCCGAAAAGAACACGAT 

CTCTTTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTGCCCACC 

AATTGGCAGG^CATTGGGTGA 

ACACATTTTTCATCATTAATCCAGCCTATTGTAACCAGGGCCACTCACAT 

TGATT 
>Sequence 925 

GGTACCTACTGTGTTGAGCCCTCTTCCATCTCCTGTAGTTTCGTCAGATC 

CTGGAAGTGTCCCTGACGGAGAAGTTTTACAAAATGAACTTCGAACTGAA 

GTATCCCGATTGAAACGGAGATCTAAAGATCTGAATTGCCTTTATCCCAG 

AAAAAGACTTGTGAAATCTGAAAGTTCAGAGTCTCTTCTTTCTCAGACAA 

CTGGTAATAGTAATCACTATCATCATCATGTGACATCCAGAAAGCCACAA 

ACAGAGCGGTCCTTACCAGTGACTTGTCCATTGGTTCCAATTCCTAGCT 

>Sequencc 926 

GGTACCCAAACACAAGATTGCTAATAGACTGCTAATAATAGAACTTAATA 

AATGAAATAATTTATTTCATTTATTGTTGCTTGGAATACAGAAAGTGCTT 

AGTAAATATTGAATGAATCAACAAAGTACCTCCCAATATAGAGAAATCAC 

TTCTGAAAAGGATAAAACCAAGTTGATCCTATTCAATCGAAGGCATCTTT 

TGGGGCTGTTACAGTTATTTCCITTATTTGAAGAAGGAATATGATATACC 

TACTTTGTTCCAAGTCACTGCTTATAATGTGCTAATGGTACCT 

> Sequence 927 

GGTACCTGTGAAGACAGCTACACCTGGTTTCCTCCCTCATGCCTTGATCC 

CCAGAACTGCTACCTTCACACGGCTGGAGCACTCCCAAGCTGTGAATGTC 

ATCTCAACAACCTCAGCCAGAGTGTCAATTTCTGTGAGAG AACA AAGATT 

TGGGGCACTTTCAAAATTAATGAAAGGTTTACAAATGACCTTTTGAATTC 

ATCTTCTGCTATATACTCCAAATATGCAAATGGAATTGAAATTCAACTTA 

AAAAAGCATATGAAAGAATTCAAGGTTTTGAGTCGGTTCAGGTCACCCAA 

TTTCGAAT 
>Sequence 928 

GGTACAAGAAAGAAAACAAATACCAAGTATTTACAGATCCAGAGAAAGTT 
CACAAGAATGGGAGGATGCCAGTTCCAATGCTTTGTAAAGTCAAAAATAG 
, CCACATTGCAAAACAAACAAAAAAAAACGAGAACGTTXXCGAGTGTGCCT 
CCAAAACATAAAGGAGAAAATCATACAGAAAAACCTCATGTAAGGGTTGG 
AACTTGAGCAACCAGCTATCCAAATACAGAGGGGAATCCTCGCTTAGCTA 
GGGCATGGCCTGAGAGAAGCCCCTTCCTGCTTTCAGAGCCTACAAGTAGT 

CCCCAG 

>Sequence 929 

GGTACTTAAGCAATAAATCTGAGCAATTATCAGGTTATTTTATTGCATTT 

CTAATGAGTTCTTCTAAAAAAAGTCAATCAATTATCACTGCTATATATGT 
TCTGTGTGTAAGGAGTGCTTGAGAGTCnTTAATTGTAACATTTATTAAAT 

Page 43 
(of 261 pages in Table 2) 



WO 01/42467 PCT/US00/33312 

265 

Table 2 



AAGAATAAGAGGACATTTTTAAAGGAATTAAAGGAACATTAATTCCTTCA 

TAAATGTATAGTGCTTAAGCTCTGCTTTAAAAGGTCTTTCCATGTGCTCT 

TGGGTAACCACTTAGGGCTGAATTCATAGTATAAATATCAATAAATGTTG 

CAATCACAAT 

>Sequence 930 

GGTACGCGGGTGGGAAAGGGAGGATGACTCACTTACTCTGAAATCTGGGC 

CCAGGAAGGACCTCTCCCATCCnTGGAGCCTCCTCATTCTCCTGTCTXrrC 

ACTGTCCCCCCACCTCTAQCATGATGTCCTCATTCTGGGAACCCCGAGCA 

GGGATAGTGGCTTGGGCCCTTCGTCTGGCTTTTCTCCCCACACTTGCTTC 

CirCTAACATTTTCTCCCTCATCTGACATGGAAGGGGCAATGGTTAACCC 

AGAAGGGAGGGCAGAAAACAATGGCCCCACATCCTGGCTCTGCCTCTGAC 

AAGCTGAGT 

>Sequence 93 1 

ACGCGGGATTTAGAGACAGGGTCTGGCTCTTTTGCCCAGGCTGGAGTGCA 

GTGGAACAATCATGGCTCACTGCAGCCTCACCCTCCTGGGCTCAAGAGAT 

CCTCCCACCTCAGTCTCCCTAATAGGTAGAACTACAGGTGCACACCACCA 

CGCCTGGCTA ATTTA A A A A T nTTTTl ATAG AG AC A AGGTCTCACTATGT 

TGCCCACACTGGTAAAGTATTTTTAAATTCGAGACATGAATAATGATGCA 

AATCATCCTTTCTATGGGTCTGATTCTGTTCTGCTACCTTATTCAAGGAC 

TAAA 

>Sequence 932 

GGTAC TTTTTTTTriTn rTTTTTTTTTl 1111 1 GGAITriTAGTAGACA 

CGGGTTTTCGCCGTGTTAGTCAGGATGGTCTCCATCTCCTGACCTCCTGA 

TCATCCGCCTTGGCCTCCCAAGTGCTGGAATTACAGGCATGAGCCACCGT 

ATCTGGCCAGAGAAATTTTTTAATATAAATTTTTTCAGTTACCACTTAAA 

GGGAAATATGATTAAAAAAACTAAATAAAGAAGAGCTTTAGTAAAACCAT 

GCCCTCTTGCTAATCTATTAAGAGTCAAATCTGAAC 

>Scqucncc 933 

ACAGTATGTTTCCACTTATGGACAGATAATTACGTAGTAAACATAGAAAC 

ACACGAACTGAAAGGACACACACCAGTATCAGAACTAAGTCACCCATGGG 

GAGGGACAGAAGGAAATAGGATGGAAAGGGGTTGAGGGACTTCAACTGTA 

TTTGTGATGTTTTAGTTCTTTAAAACAAAAATCTAAATGACATTTGAAAT 

ATGAAACAAACGCAGAAAACATCAAAATGTCAACAATACTTAAACCTGAG 

TGTTGGGTGCCTGAATGTTATATTGGTCTCTGCAN 

>Sequence 934 

ACCCAGTATATGAGCAATTGCTCAGCAGTGTTTGGATATAGGGAGTGGAT 

AGCTATTATTAATTGCAGATTATTTTGGAAGGAAAAACACACAGAGAATT 

ATGTATCTTTCAGTGTAAATGTTAGTTCTAAAAACAATCATATTATTTAC 

AAAGCTGCAGTTATAGAACACAATTCTGATTTCTGCCTCACCCCCACGGT 

TAATACTGTAAAACATTTCCTACGTTTCATCTGATAGTGTTATTAAAAAT 

AGCTGTTATTTTTAATAGCTATACTAAAACATAAAAATGTTTAGGCCAGG 

CGTG 

>Sequcncc 935 

GGTACCTAATTCATAAGATAAGGATTAAATGAATTAAAATATATAAATCC 

CTTAGATAACAATGCTAGGCATATGTTAAGCACTATGTTAGTATCATCAA 

ATGTTGTTGTTACTGTTATGGAATTTATCACAAATATGTAATTATATGTT 

TCGTAGTGATTATTCATCACCCCTACTGGACTCTAAGGTCTGTGAGGATA 

TGTCTATTTGGTTTACCACTGTATCCTCAACAACTGCTGGTTGTCCCTAT 

TGTAGGTGTTAGGTATTAAGTGCATGATAGTGAATACATAAAGGTTA 

>Sequence 936 ' 

GGTACTACAGATTAAGTATTAATATGCTGTGAGTGCAGATAGAGAACAGA 

AACAGGCTGTTTGATTTCACCATGGTCAATGCTC TGATG TGCCAAACACA 

GGAGGTTGTGGGAACATATAGACAGTGACCAAACTTTTAATGAATACAGG 

AAGATTTTCTGGAAAAGATGACATGTAGCAGACAGCTGACAGA CGAG TTT 

ACCAGGTTCAGAACTTAAGTGATAATAATCTTTTTATCATAAAATTTTAA 

GTGTGGTAGAGAATAAAAGTTTTGAATTAAATGTTGAATGAAATGTGTTA 
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TG 

>Sequencc 937 

ACACTAAAAATAGAATATAAGGCAGTGAAATCAAATCCTGGCTCACTTGA 

AGAAATAACAGTCTGTGGGCAACTGGTTGTTTCTCAGGTCACCTCAGGGG 

ACAGATGGTCCCTAAGGTGCAAAAGAATGAACTGGTGCTGATATATGACT 

GATAAGTTTCTGTAACGGGCCACTGACCATTTCAATTCCCAAGGAACATA 

AATTACCTTTTAGCCTGTGTATTTACACACAAA TATGCAACC TGCAAACT 

TCTTCTG AGG AC AG ATGTCA ACTACTTTTTCA' ITU 111111 1 ACAGTCA 

AAG 

>Sequence 938 

GGTACCAAGTATACTTCACCAGATATCTATAGAACATTCCACTCAGCAAC 

AGCAGAATCCAGCAGAATATATATTCTTCTGAAGTGTATGTGGAACATTC 

TCCGGGATAGACCATATGTTAAGTCATAAAACGAGTTTCAATAAATTTAA 

AAGGACTGATATCATACCAAGTATGCTCTCTGACCAGAATGGAATGAAAT 

TAGAAATCAATAACAGAAGAAAATTTGGGAAATTCACAAATATGTAGAAA 

TTAAAAAACACACTCCTTAAACAACCAGTGGGTCAGAAAAGAAATCACAA 

GGGN 

>Sequence 939 

cccttagcagcggccgggccgacgggctcttcttccatactcttttaatt 

ggatatckxagtgtgtctcagt^tttcca^ 

aattttgtagcttttagaaaccacatacct 

aagtgatctcttagaggtttccaaagttatgagtttgagtttacaagtgc 

agtttttttccatgaaaatttcagtggtgacaaattatagaatttatcat 

TCAATTCAGTCTTAACTAGAAATAATTGCATATAATAAAACAGGTTCTTG 

ACTGTTCTTTTT 

>Sequence 940 

ACTGCCACTTCCATTTTGTAAGTGAAGCCCAGAGAAGCAAAGAAATGTGC 

CCTAGGTCACATAGCTAGTCGGTGGCAGAGCTGTGATTGGCAGGTTGGTC 

GAATGCCTCCAAAGCCCTCGACCTTCCCACTATACTTCACGCATCTCTAG 

AGAAGAGACAGAAGTAGCCAGGATGAAGG TCTTCAGG TTTAAGAAGAACT 

ATGAAAAAGCAAAAGATTTTTGTTTTCGTGGTTTTTTTACTATAAAGGAA 

AACTTTAAATAATAGCAAGAGTGCTATAGGTAAGATATCAGAA 

>Sequence94l 

GGTACCTCGTGGTTGAACTTATTTGGGGACAGAATTGAGACGGAAAAATT 

TGATATCAAAGGAAGTATCAAAACCCTTGATGTGGTTAAGAGCATGGATA 

GTGAAACTAACCTCTGATGTATGGTGAGAGAGCAAAAGAGAAAGGATTGC 

AAAGAAACTGGAATGTAGAGGATGAACATATTGGTAATAATAATACTGGT 

GGAATTGTTATTCAGGAAAAAATAGCAATTATTCCTGTTCATATCTCAAA 

TCATTGTATGTTGTTTATTTAAAGGGAGACATGGTAGAAGATATCAAATA 

TAAAAAT 

>Sequcnce 942 

GGTACATGAAAATGGCTGTTTTTCCCCACATT AGTCAGCTCrG GATTTTG 
CATGTGTGGGG Ciri 11 1 1 1 1 GATAGTTATTTGTTTTTTATTTTAAAAAT 
TTATTTTGCCAACCCAGTAGAGAACAGCTGAGCATCTTCTCATGTATTTA 
TTGGCCATCTGCATTTCTGCTGCTTATTGGCCATGTATTTATTGGCXATT 
TGCCGTCTGCTGTGAAATGTCITAAATTTTTTGCCCA TTTTT CTA 
AAAAC ACTG AAGC AC ATTTTTAAAG ACTTCTG ATG A 1 1 1 1 1 ATTGTC 
>Sequence 943 . . : . . 

ACTTCAGGAGATACATTCTGCTAGTTTGGGGTGGTGTGTTCTATAAATGT 
CAATTTAATCCAGTCGGCTTATGATT^ 

AATGTGTATATACTAGTTCTGTTACTA AGGAG GGATGTTAAATTAATCCC 

TAGCTGTAATTGTGCATTAGTTTGTCTCTTTTCAGCTGTT CTAGC TTC 

AAATTTTTGGAGCTGTTAGGTGCATATACGTTTAGGATTATTTTGTCTTC 

TTGGTGAACTAGACCTTTTATCATTAGGAAACT 

>Sequence 944 

GGTACAAAAATCAACTTTCCnTrTTACTATCTGGAAATAGGAAAATGTTC 
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CATTCACTATGGTGACAAAACTGTAAAATAGGAATATATTTCTGAGGAAA 

GTATAGGTATTTACAAATAGATAAACTATATTCTTAGATGAGAATACTTA 

ATACCCACITTACAAAATTAAAAATGAATTACAGCnTTTTAAAAATAGAT 

TAAGCTGGGTGTGATGACATGGCACCTATAGTCACAGCTACTCAGAAGGC 

TGAGGCAGGAGAAGCACCTGAGCCCAGGAGTTTGAGGCTCTAGTGAGCTA 

TG 

>Sequence 945 

ACCTGCAAGTCCAAAGAGGACCAGGAGGATCCCCGCCAAAAGAAGGGTAA 

TCGATGGGACACCAAAGTTATCAGTCAAGTAAGGCAGAAATGCTTGAATG 

AATAAATGTATATAGATAGAAAGTAGAGACCTTGATAAAGTCAAACTCCT 

TGCCTTTACAAGTGTGTGTTCAGCAGCCATGCAAGGGAGATGCCCATCTG 

GCAGTGGCCCAGGGCAAGGTGTCAGAGCCCTAGTGGCAGGGAGATGGCAT 

CCACATATGAGGGAGGGTGACATGGTGCTAACTGGGCATCTACATAGGGC 

AGGG 

>Sequence 946 

ACTGCATATTTAATGAATTATTTTATAAATTGCTGTTGTGAAGC ATTT GT 

GAATGACCTGCCTCCTAGCTTTCAATGCTATTGCCCAGGCT GACTTT TAT 

TGCA ACTGTTTTATG ATAC AGTTTTGC ATTGTATGTGTTTAC I I i l l AAA 

GAAGCATTTCCTGGGAGGTTTCnTTTTCTGGTTATGAAAATAATATATGC 

TTATGGGG AA AA ATTGGA AA ATAG A A ACC A GTATCTAG A AGA AAAATCAC 

TCATAATTCCAGCACCCTGTTAATACTTTGTCTTTTCTTACAGTTTCTAA 

TA 

>Sequcnce 947 

GGTACCAGTAGATGAGAACTACTTATTTAGAGTGGCAGAGCATGCTATAG 

AAACAAAATATGAGTAATTCTAACTGTAGTTATGTTATATTAGCATAGTG 

AGATAGTAACATTAATAGAATTCCTTAGGTGGAATTTCTTTAATGCCTTC 

AGTTTCAATTTTAAAAAAAAAAAAGTGTTTATGTAG AAGAGGG AGTGAAG 

GTTTGTTAGAGGTAAAGAGGGTGAGATTTGATGGTAH TTTTTAGTTAGG 

ATGAGATAGTAGAGGTAGAGGTTATAGGGAATGTAGGTTGTAGTTTTTTA 

TTTN 

>Sequence 948 

GCGCCTTTCAGCGGCCGCCGGGCAGGTACTGATATTTAATGAATATTTTA 

TAAATTGCTGTTGTGAAGCATTTGTGAATGACCTGCCTCCTAGCTTTCAA 

TGCTATTGCCCAGGCTGACTTTTATTGCAACTGTTITATGATACAGTTTT 

GCATTGTATGTGTTTACITTTTAAAGAAGCATTTCCTGGGAGGTTT 

TTCTGGTTATGAAAATAATATATGCTTATGGGGAAAAATTGGAAAATAGA 

AACAAGTATCTAGAAGAAAAATCACTCATAATTCCAGCACCCTGTTAATA 

CTTTGTCTTTTCTTACAGTT 

>Scquence 949 

ACCAAGAACTAAATTGTGATACGATAGGTGACTTATGAGTAGCACAGAAT 

GTAATAGGCCCATCTCTACCTAGTTCTGGTCACCACACTTCTGTCAAGGT 

AGCTCGGAGAGACGGTGTCTACTTATTCACCACATCATGAGATCACCTCA 

AACTGAGCAGGCAGCCAATGAAAACCGTGAGC TTTCTTT ACATTAACTTT 

CTG AAAGTC ATTTTTTCTTATTCC ACTTTGTGCC 1111111 A AAAGCTGC 

AGCTTCATGGAATTTAATCCTGGTATTTAAAACACTT 

>Sequence 950 

ACTTGGTAGGTTGATCTCTTTCATTCTCATGGTTTAATTACCATCTATTC 

ACTGATTACrCCCAAAACTGTATCTATAGTCCAAGACTGTTTCTAAAAGG 

TCTGCACCCACATATGCAAATAAATACCAGATATCTCTCTTGGTTATATT 

GCACATATOTCAAACTCAATANGTTCAAAACTGAATTCATCTTCCCCCCT 

AAATGTA TTTT T TC 1 r C CCCCTCTnTGATAAAAGGGATTAC CAAAAAC C 

CCACCCGCCAGGTTAAAAACCTGGTTTGGAAAAATTTATTGTTTTTTTAC 

CCTTTTTTAAAAGG 

>Sequence 95 1 

GGTACTCTTAGGAAAGAGTAATGGGGTTGAGGATGGTTAATTTAGCCCAT 
CCTAACTTCTGTGAGATTTTTTTCAGAATATTTTGGATGGTTCTCTCACT 
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TTTGTTATTAAGCATTTGGGAAGAAGATTCT GCAGC CTACTCAGGTGAGC 
CAATCTCATGGCATTGAACAGAGAAGATATGTTTTCACGTCTCTAACCAG 
TGTTTTTCATAGTGTAAGTCAGGCCTTTCTCCTTTGATCTAAGTGGAACC 
AAGAGGTTAGATACTCCCTTTTCTTTAGTTATATAATGGGCTTCATGTAA 

CTA 

>Sequence 952 

GGTACACTCTGTAGGTCTACAGGTAAAAAGCTATTACGTTGCAAACATTA 

TAACGTAATGTAAGGTCTGGATTACATGCCTAAAAATCCAATGATTCTTG 

GAACCATCAAATCTGTTAAGACTGAAAAGAATACCAATGTTTAAATATAT 

CTATAAAATGCAGGTCAAGGGGCTAAGAAAATTGCAACACTAGAAAACCA 

ACAAACTTAGGTTGTTCTAACATACATACACAAATACAGG AGGGAC GTTT 

ATGGGTCAC ATCTGCGA A ACATTTTTTCCCAAAA AGCTG AA I nil 

>Sequence 953 

GGTACCACCAATAATTATGCCCACAATTTTATCCTAAATAAGAGTGATTC 

CCTGTTCCTTTTCCTACAGAACATGTTTCTGTCCGCAAAGAGAATAAGAA 

AACATGACCCCTCCATCCAGAACCAAACTAAACTCAGGAGTGATTAGAAT 

CACCTGTGGGCATTTTCCCCCAAACCACCCATACTCTGTAGATTCTGATA 

AGCGCTCTTAAAGAAGCTACAGCTCTTCCCCATTCCCTATCTGAAAGCAA 

GGAACCACTGCTTTGGTCAGGAAACAGGCATACAACATCAGATGTGATTA 

TAAA 

>Sequence 954 

GGTACCAGATGTTGTAAAATTTACTATAATTAATAGGAATTAATTAATGA 

ATGCCAAGGGGCAGAGCCACACTTCCTATGATAGTTCCTTGCTATAAGGT 

GCTATTTANNGTTCTCTACATTTACTCCATAGTAAGCTGTTGTTTGAGAA 

AAAAAATGCCAGTTTGGTGCGTAGTAGATACGCAGAGGCTGAGAAAGGAA 

CAGATTACCCATTACCCAATGGTTACAGAATGTATAATGCTTCCCTTTAA 

ACTGGTTGATTTGTTTTTTTACA 

>Sequence 955 

GGTACCTTTAAGCCAGATTCATGGTATGAAGGCAGCAG CATAG CACCTCC 

ATTGACCCACATGGGGGCCTGCCTTGGGCTTCATCAGCCCTTTG GAGTC T 

CAGATCCCTCACCTGTTAAAGGAGAGTAATACTACCCACTTACCTTTTTG 

GGTTGTTGTGAAACACACATAAGACAGTATTAGGAGAAGTAAGGTCTGAG 

GGCTGGGCTTTGGACCCAGCGGCCCCTAGGTAGAGGCCTGTTGAATTGGA 

TGACAGTGAACTTTGCAGCATTTCCTAACCTCAGAAGTTCAAGAG 

>Scqucncc 956 

GGTACTTCTGCTTTATTCAGTCTAGGTAAGAAATGTAATGGATGTGTGCA 

GGTGACATAATTTCAGGGGATAAGGTAAAAATTAGATGAAGCCCAAGCAA 

ATATTCTTAAAAAGAAAAACTTAGGA ri"l l'I rnTACAAAAGTTAACTTA 

AAATGCATTATCTAGAATAATGTTATAAATCAACGTATAGAGACGTTAGT 

GAATAGTTCCCTTCATTAGGATGTTGAAGGAATATGGTTTCAATATTCAA 

CAAATGTCGTGATGCCTATAAATTTTTCTACAAACAAGAGTATGTT 

>Sequence 957 

CCCTTAGCGGCCGCCCGGGCAGGTACTTCAGGAGATACATTCTGCTAGTT 

TGGGGTGGTGTGTTCTATAAATGTCAATTTAATCCAGTCGGCTTATGATT 

TTCAGTTCTATATTCTTACTGATTAATGTGTATATACTAGTTCTGTTACT 

AAGGAGGGATGTTAAATTAATCCCTAGCTGTAATTGTGCATTAGTTTGTC 

TCTTTTCAGCTGTTXTAGCTCCATAAATTTTTGGAGCTG TTAG GTGCATA 

TACGTTTAGGATTATTITGTCITCTTGGTGAACT 

GGAAACTGTCCATATAACCACT 

>Sequence 958 

CCCTTTGAGCGGCCGCCX^GGGCAGGTACTCCATAATATAATCTTTTAAAT 

GGGCAACTTCTAAATATTGATACAACCATTAATAATAATGCTTATAGGGT 

AAAAGAAAATTTTTGAAGCACTGAATTCAGTAACCTGGGTCATGGTCCAA 

TTTTGCTCACTACTTCATATCTTTTATGTAGATTATTCCTATAAACATGT 

TCCCTAAATTCCACATCAGTTTGTAAAGTCAATGGATTAAATTATTCAAA 

TGTAGCTATTTAACGGTCAGTAACAATGCCTAGAAACCTATT 
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>Sequence 959 

GGTAC TTT1 rTTTTTTTTI 11111 1 11111111 1 AAGACAGTCTTGCTAT 

TTTAAGTCCAGGCTGGACrCAAACTCCTGAAGATTGCTCAAGCAATCTTC 

CCACCTCAGCCTCCCAAGTAGCTGGGATTACAGGTGTGATGTCCAGCTTA 

GGTTCCAGCTCTTAAAAGAGTTGTCAGTGTGGTGGGCGAGGTGGGTCACA 

TACACATATAATTATAAGGTAAAAAATCACAACTACTACAAGAAAGGTGC 

AAACATTTATGAGAAAACCAAAGAAGGGAN 

>Sequence 960 

GGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTCAAAAAAAATTAT 

CAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATCTC 

TAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGA 

CAGAGGGATATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAA 

TAGCTTCACCTTCCTTCTCTAATCTTCTGCTAGTATCCCTATTAATTTAG 

CCTAATTAGAAGCTGGAAGGTAGGAGAGCCTCCATGGGCAAAAAGCTGTG 

TAGAGAACATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACAGAT 

TGG 

>Sequence 96 1 

GGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTCAAAAAAAATTAT 
CAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATCTC 

TAGGCCTGAJLAGCCTAC^ 

CAGAGGGATATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAA 
TAGCTTCACCTTCCTTCTCTAATCTTCTGCTAGTATCCCTATTAATTTAG 
CCTAATTAGAAGCTGGAAGGTAGGAGAGCCTCCATGGGCAAAAAGCTGTG 
TAGAGAACATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACA 

>Sequence 962 

GGTACTTGAGAATATGATTGTAAATTTGATCAGCAGCTACAACATTTCAA 

TGATGCATATTTTTTTTTCAGATGCATTCCTTTGATTGAATTTAAAGTCA 

AGCTTGTGCTTCTGGATGGTTGCTTTGTCAGTGAACACTTGGATTTGGAA 

AATACAGCACCTGGGTTGGTTTTGAGAGAAAATGGTTTCAACTTTATAAT 

TACAGTTTTAACCACCACAACAACAAAATTAGGATGGTAGTGAAATGGAA 

CTAAATCAAATGCAAGGTTTTAGTTTAATAGAACAATGTCATCCTTTAAT 

AATCTTTAAAGAAGAACAACTTAATAACCAATAACAAAATTGAAATAGGT 

CAACTT 
>Sequencc 963 

GGTACTTGAGAATATGATTGTAAATTTGATCAGCAGCTACAACATTTCAA 
TGATGCATA TTI 1 II 1 1 1 CAGATGCATTCCTTTGATTG AATTTAAAGTCA 
AGCTTGTGCTTCTGGATGGTTGCTTTGTCAGTGAACACTTGGATTTGGAA 
AATACAGCACCTGGGTTGGTTTTGAGAGAAAATGGTTTCAACTTTATAAT 
TACAGTTTTAACCACCACAACAACAAAATTAGGATGGTAGTGAAATGGAA 
CTAAATCAAATGCAAGGTTTTAGTTTAATAGAACAATGTCATCCTTTAAT 
AATCTTTAAAGAAGAACAACTAAATAACCAATAACAAAATTGAAATAG 
>Sequence 964 

ACACTGCATAAAGCCAGAGTTAAAACTTCACTGCCAGCCTCTGAACAGAA 

GGCTGTTCTATCCACACTATCACAAGACCTGGTGGAGTTGAGGCAACTGC 

TGAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGAT 

AGGCTCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAA 

TTGATAAGCCCAATAGAAGGGAAACCTATACAAAGAAATAGAAATAACTA 

AGCAATCTGAAATGGACTTTAAATAATGATGT 

>Sequence 965 

ACACTGCATAAAGCCAGAGTTAAAACTTCACTGCCAGCCTCTGAACAGAA 

GGCTGTTCTATCCACACTATCACAAACCTGGTGGAGTTGAGGCAACTGCT 

GAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGATA 

GGCTCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAAT 

TGATAAGCCCAATAGAAGGGAAACCTATACAAAGAAATAGAAATAACTAA 

GCAATCTGAAATGGACTTTAAATAATGATGTTTACAATTCTCTAAGAGGA 

AAAGGAGCATTAGCATCAGTGAAACAAAAGTAGGGCTATAGAAAAAACAA 
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TACTTATGAAAAAACCAATTGGAAATTTTTAGATGGAAAAGCGTGAAATA 

AAAAATTCAACACATGGTCTAAAGAATAAACTGCACACAGCTGAAAGGAA 

AATTAGTTAATTTTACGAAGAAACAATAAATCTCACAGAATGTNAAAGAG 

ATAAGATATTTAAAATAAATCAGAGTAAAGAGATATTAAACTATATACAT 

TTGAGTATATAAAATCCATATGGTGATATGGATACATATATATA CCAGA A 

GGAAGGACAGA AG AGATACAATATTTGGACAGA ACATGGCTAA nTTTCA 

GAATTATTAAAAGACTTGAGCCCTTGAAACAGGTCCAGGAGTACCTTGGC 

CCGGAACACGCTTAGGGGCGATTCCAGCACACGGCGGGCCGTA 

>Sequencc 966 

ACGCGGGTCAAAAGGATGAAAATGTTTTCTGTCAGAATGAAATTCAAGAA 

AACTTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCA 

ATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACAT 

GAGCCATCATGAGGAGAACAATTAGCAGAAACCAAACCAGAACTGACATA 

CATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAACTGCGTT 

CCATATGTTCAAAAAGTTAGAAACATGAAAGAT 

>Sequence 967 

ACGCGGGTCAAAAGGATGAAAATGTTTTCTGTCAGAATGAAATTCAAGAA 

AACTTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCA 

ATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACAT 

GAGCCATCATCA.GGAGAACAATTAGCAGAAACCAAACCAGAACTGACATA 

CATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAACTGCGTT 

CCATATGTTCAAAAAGTTAGAAACATGAAAGATACAAAAATAAAATCAAA 

CTTCTAAAGATGAGAAACTGTAGTGTTTGAGGTGAAAAATATGCTAAATG 

GCATTA 

> Sequence 968 

ACGCGGGCGGTCTGTGCCCCATCACCATTTCTAAAGCACCCTACCCTGAT 

GGCAGTGTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGATACAGT 

CAGCTGACGTCTGGCACCGCCTGTGCTGGTGTGCGCTAGCCTACTCACTC 

CCTCGGCCCTCCCTCAATCCTTTCAACTATATTTATTAGTTCTCTTTAAT 

GGAAAGTATATAATCCCTTAATGTCAGACCTTGAGTGGCACTCAGCTTTA 

TTAATTTATTTAGGTAATAAATTTACCTTCCTAATTAATTCTCAGTAGTC 

CTGGGAGCTGTATTATTTTAAACATCTTGCACAATGTC 

>Sequence 969 

ACGCGGGCGGTCTGTGCCCCATCACCATTTCTAAAGCACCCTACCCTCAT 

GGCAGTGTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGATACAGT 

CAGCTGACGTCTGGCACCGCCTGTGCTGGTGTGCGCTAGCC TACTC ACTC 

CCTCGGCCCTCCCTCAATCCITTCAACTATATTTATTAGTTCTCTTTAAT 

GGAAAGTATATAATCCCTTAATGTCAGACCTTGAGTGGCACTCAACTTTA 

TTAATTTATTTAGGTAATAAATTTACCTTCCTAATTAATTCTCAGTAGTC 

CTGGGAGCTGTATTATTTTAAACATCTTGCACAATGTTTATAGTTCTGCG 

TGTT 

>Sequence 970 

ggtaccaagattatgatagcctcttaaaacaaattgga ggttata acctt 

tttctattctctgcaacagtgg atataggattgg agtta 1 1 1 1 1 1 ic tta 

agtttttgggtgaaaactagcccagtgaagtcattg tgggtt tggatttt 

tctttgtaggaatggttccttaatttactaatatagctttttccaaaata 

tgttaatgagtaattattccaggggtttttctattatccitcccttgtgg 

acaaattttttgtctggtcttttgttacttataaaagatattgat^ 

gcctaataaagtgttctaaattaattttatttgggatatcta^ 

tttttccaaatatacgaattcctatgTXtatatttattttttaccaaagc 

accaagtgaatacttttaaaatggttctttaaag 

> Sequence 971 

GGTACCAAGATTATGATAGCCTCTTAAAACAAATTGGA GGTTATA ACCTT 
TTTCTATTCTCTGCAACAGTGG ATATAGGATTGG AGTTA I'l TTT l 1 CT TA 
AGTTTTTGGTAGAAACTAGCCAGTGAAGTCATGTGGGTTTGGAI1I TCTT 
TGTAGGAAGGTTCCTAATTACTAATTAGCTTTTCAAAATAGTTATGAGAA 
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TATTCAGGTTTTCTATTTCTTCCTGTG TC AAT TTTGTT GTC i 11 1 iCTAT 
AAATTTGTTC ATCTATAATTTTAATATTTTTGGTATAA II 1 i 1 1 1 CAAAA 
TAATCITGTATTTATTTACAAGACAGGATCTTAATGTTTAATGACAGGAT 

CTAT 

> Sequence 972 

GGTACTCCAGCCTGGGGGACAGATTGAGACCCTGGCTCAAAAAA 1 1 1 1 1 1 

TGATTATGAGNNNGANGAAGGAAAAGAAAAGAAAAGAAAAAACAAGAAAT 

TAGCTCATGAATAGCCAGCCTTATATTATAATTATGTGACACTTTGGATA 

TTTCAAAGCACATTCACAAAGGGTATGTCACTTAAATACCTCAAAATTTC 

CCTGTTATACATGCAGATCATTCCCCATTCAGCCCTGGTATGGACTGAAC 

TGTGT 

^Sequence 973 

GGTACTCCAGCCTGGGTGACAGAGTGAGACCCTGTCTCAAAAAAAAAAAA 

AAGAAAAAGAAAAAGAAAAAAGAAAAGAAAAGAAAAGAAAAAACAAGAAA 

TTAGCTCATGATAGCAGCTTATATTATAATTATGTGACACTTTGGATATT 

TCAAAGCACATTCACAAAGTGTATGTCACTTAAATACCTCAAAATTTCCC 

TGTTATACATGCAGATCATTCCCCATTCAGCCCTGGTATGGACTGAACTG 

TGT 

> Sequence 974 

ACAAAGCTAGAAGCAGCCnXjGTCC 

CTACACCCAGACTTTATTCTTCTACAACCAAATTCCTCAAACACACAATT 

CTGGAACAGTAGCCAGTGAAAAGGGGAGTTTTAAGGGTGGGGGTGGAGGG 

AAGAAGGGATTTAATATTTAATGGTTTATATTAGCTGTGTGATGGATTTA 

TGAATTTTGTTCGTATGTAATCAATGTGTGTGAATATTGTATCTATATTT 

AATCTTATTGTATGTATATAATGTAATGTTCCGTATTCGCTATTTTGATA 

TTAATAAATGATATAAATTAATGGATAAATTCAAACATTGATCCATAGCT 

TCTGTCTATACAGTAACAG TATT TTCTATATAGTTATATCTCTAGTCATG 

CTTTTTTCTTCTTATGAATCTTTTAATCGC 

>Sequence 975 

GGTACGCGGGCTACCAAACCTGCATTAAAAATTTCGGTGGGGGCGACACA 

ATGATCTTATCTCTAACCTCCGAGCAGTACCATGCTATATTGGTCACTGT 

AGCTCTGTACATAGTTTGGAAGTTGGGTAATGTGATTCCTCTAG CTTTG T 

TAGCTCTGTTGTTTTC ACTTAGTATTACITTA ACTATTAG^ ' 1" 1 ' 

TTGGTTCCATATAAATTGTAAAATAAAATTTTTCCAGTTCTGTGATAAAA 

TCTCAATCGGTAGTTTGATATGGAATAACCATTGAAATCTGTTACCTTGC 

CCCGTGGCGGTCCGCTTCAAAAGGGCCGAATTTCCAGCTATCACCTGGTC 

GGTCCGTTTACTATATTGGATTTCTTA 

>Sequence 976 

ACCTCTCATTTGTCACTTTTCAACACTTCCTGGCAAGCAGGCATCATAAC 

TGGTCCTGCTGGGTGATCCAGACCACACTCTGCAACTCTTTCTTCTGAGC 

CAAGCTCCCCTACTGTCTTTTCATTTATGTCAAGGCAGGGGAAGAACCTC 

AAAGGGCTCTTGCATCCCAGTCTCACTTCCCAAAGAGGCACGAGGCCCTC 

CAGGATGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGTCCAGAAGAT 

CACCAGGAGGGCCTAAATTGTAGAAAGGAGAGTCC1TTATTGGGTGAAAT 

GTTTGGCAACTGGGAAAAGATTTGCCTCCCATTGTGGAAGCAC 

>Sequence 977 

GGTACTTTAAAAAGTAAACAAATTTAACTGAAGCATGGCTATTAGTTAGT 

GATTCTTTGTAGATTTTCTGGAAAGTCTTGXTTGTTTGTATTAAAC^ 

ACTCTGCTGTATGCTGTAAATA CACTGC TAAGATCAATATTGAAA AACG A 

ACAATAATACCAATTCATATGGTtCCTTCAAATTAGTCnTATAAAATTTTA 

TGATATGGTATTATCCAGCCAACTGACTTTGAGACTGACAAAATATTCTA 

ACTTTAACCAGGTGATTCITGCATTCTTTGGTTTAAAACCTC 

AAATATCTTTATATTTACATTTAATTGTCATTAATCA 

>Sequence 978 

ACGACTTCACAACACCAACCACAGGTCTCAAGGTCAAAAAATGAGCTAGG 
AGTAAAGTATCTGCTCCAGAATCTACCCCCATCCCAGAAAGAGCAACCCA 
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ACTGTGTCCTGAGTGGCTCTTAGAGTT TAAGA CTCTGAATGAATGCCTAA 

ATTTAGAAAGGGTGTGGACCAAGGGATTTTTGGT TAATG T TCTCTA AAGC 

AGGCTG ACTGCCAGG ATTTCAAGTC AGTG ATAAA II 1 1 1 AATTTTTATTA 

TTTTTTTTCCCCCGCGTACCTCGGTCCGCAACCACCGCTAAGGGGCGAAA 

TTTCCAGCAACACTGGCGGGCCCGTTACTAGG 

>Sequence 979 

ACCTGGCAGCAGAGTAGGCACTAATATGTGTTGAATGAGTAGGTGAAATA 

AACAAAAACCTAATGGCGATGGAATTTTATGGAAATAAGTAAACTTCATT 

ATTGCTGAAAATACCGCAGATAAATAGAGGGAGGCAGTGTAATAGAGTGG 

AAAGAGCAGTAGACCAGGAGTCAGACAGTCGAGGATCTCATTCTAAATTT 

GAAGGTGAATAGCCATGTGGCTTTAGACAGGACTCTGAACCACCTTGTTT 

TCTTATCTGTAAAAGGGGGAAGTCATAATAGCTACTCCTGCCTAACTCAT 

AGGTTGTTGAGAAAATGAAGTGATTCA 

>Sequence 980 

acattaccttttatgtatgctggaataagaacttgtgtctacatgcatgt 

agaaacaatggaaggataggcaagaaaatgaaaaaaaaatgataacctat 

ggggagtgatggccactagatgactggggacaggggctggtgagtgagcg 

caattatctatttaaacaatcagaaatgctccctaaattacaag7ttcta 

gttaaatgcagtaagaaattccccacaagctctgcaaaataagttctgtc 

aatcaaatcttacatgatgcatt^ctgagctattttaaaata 

gaAttcatctTtaaagtgtgactttgtaaag 

>Sequence98l 

ggtacagtattgttgactggctaacagaggaccaattaataagccaaaga 

aatggctctttaacaatgaacatttctgccatcaactgacagatcccagg 

aataaatgttttccagtgaggagacttctctggttttcagaacacctctg 

gctgcccctgcccaccccatagaagggctatccctccaggtcaggttagc 

atcatcacctagagccaacaagtcaaggaggtgatggtttgcctttgaca 

tctctacccagaccagactccactgagaagactctcccititttatcact 

gccctacctagttagttggtcctgccctggggccagagtttcactagtag 

TATAC 
>Sequence 982 

GGTACTTAGATCAGATGGATTGAAACATGACAGCCCCATTTCATCTGGCC 

GGTTAAGGTCCTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATGAG 

AGAG AG AATGGGT I " I'C 1 TT AATTGCCAG ATTGTCTG AAC AC AGCCTCAGC 

TACTTCTAGGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTGATT 

CTTGGGGAAAAAAATTAGCATTCAGTGCCAGCTCTCTAAAGTGTGGATTC 

TGGATTCTGGTAGAAGCCAGTAAAGAAACGTTTTCTCTGGAGTGGAAGCT 

AGTAAGATTTATTC 

>Sequence 983 

GGTACAGTGACATTTCAAGACATGGCCCAATGCACAAGCAACTTCCCAAA 

GCTGTAATTCACGAGATTCCTCAGGGTCCTCTAAGCTCCTTGAGGGCAGA 

AACTTATCTTTGTATTACAGCTAGCCTTCAATCAGTAGGTGTTGAGCTGA 

TTTTCTTTTTCCnTITTAAACTCAGAAGTTAAGTTCCAGCTTCAGTGGCT 

ATGCCCAGATGGTCTGATTCTGAAGGACAAGAGAATTCAGTGGCATAAGC 

CCTGTGCTTGGCATGTAGTAAGTTCTCAGTAAACTTTAGCTGGCGGGATC 

ACTGAC 

>Sequence 984 

acttttagtaaagatggggttttgccatgttggctaggctggtctcgaac 

tcctgacctcaggtgatccacccacttcggcctccx:aaagtgctgaaatt 

acaggtgtgagccaccgcgoxxkjccgaggacactatttttttgctt^ 

aagaaatgaatcctagttttggttcagaaactgtcaacagcattgtgcct 

cttctatgactactaaatttcaagcaaagagagctgagttgggggtaaaa 

gcagggctattccccgccttcagacaatgctgtcccttatcagggcagac 

tgctgtctggtttcctgtctccagctcgggcatg 

>Sequence 985 

GGTACTTACTTAA Tn TITI 11 l l l l i I 1 1 AGTAGAGATGAGGTTTCACC 
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ATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCTGCC 

TCAGCCTCCCAAAGTGTTGGGATTACAGGAGTGAGCCACCGCACCCAGCC 

TGTGTGTGTTTTTTTACTTAAAA^ 

ATTGACAAATAATTTTATATATGGGGTATAATGTGATGTTTTGATGTATA 
CATTGTTGTATACGTTGTAATTGTATACATTGTGTTGTATACATGGATGT 
ATACATTGAAATTATTGTATCCAGAAAATTAACATATCCATCACCTCAC 

>Sequcnce 986 

GGTACATGGAATACATAATTTTGAAATGGAGTCAGGGCTTTCCTAATGAT 

CCATTTTGTAATTCACCTAACAGCTGAGGAAAGGTCCAGAGAAGGAAGAA 

CTCAAGGrTAGTAGACAAACTTGATATTGAGTTGCACTGGCTGCCTTCTC 

TTTTTGGTCCCCTAAAGAGTATTTATCATCTTAGATTCAGCTTAAGTTGT 

GGACAAATATCAAGGGGAAAAGTATTTACAGTTAACGTTGGAATCACACG 

GTTTTCGNGGGTTGTGCCTCTTTACCCTTCAACTTTGGTGGTTCTAAAGA 

GGGACGATTATTAGTTGCTTTCACTAAGGAGGGGAAGTTCATGATGGAGC 

AACT 

>Sequence 987 

GGTACCTGGCCTAG A A A ATA' 1 TTTTTT I TTTG A A ATGG AGTCTC ACTGTG 

TCGCCCAGGCTGGAGTGCAATTGGCGCAAATCTTCGTCTCAAAAAAAAAA 

AAAACAAAACAAAAATAAACTTTACTCAAATATCACTTTCTGTTAAATGT 

TCTTAATTCCTTCAATCATCCCCCTCTTC TAACTCTCACAGC A CTTTCT T 

CCACTACGGCACGCATCACACGCCAACTACTCACCAGTTCACGTTTTCCG 

CCCTCTCTCCCACTTGCCCAATCACAGAGTTCCTAAAGAACCAGGACTAT 

GTTCTACTAGTCTTTGTAGCCACTGCACTCGGAATGGTGTCTAGTACCTG 

CCCGGGCGGCCG 

>Sequence 988 

ACTCCTGTTTCTACAAATTTATCTTATAATAATTTGTCAAATGTTGAGTG 

CACAGATTTATTCATTGCAGCATTTGTTTTTCATATCAAAAGATGGGAAA 

CATTGTGCAAACAATGCCCATCAGTAGTGGATTGATTAAATAAATTAGGT 

ATATCCAATAATTGAATATTATGCAAGTATATAAAAAATAAGAATCATGA 

ATATGGAAAGATTTCGAAAATATATTGCTAAGATTAAAAAAAAGGAAGGG 

GCAGAAGAAAATAAGTTGGGTAAAAAAAACCCCAGAAATGTTTACTAATA 

ATTATATTTAAAAACTCATAGGATAAACAAGAAGGTAATGAAATAATTAA 

T 

>Sequence 989 

CCCTTATCTTGGTCGCGGCCGAGGTACi'l'ITi riTl l I 1 1 1 11 1 1 1 1 ITT 

TTTGGTAGAGACAGGGTCTCACACTTTGTTGCCAGGGCTGGTCTCGAATT 

CCCGGGACTCAAGCAATCCTCCCGTGTTAGCCTCCCAAATTGCTAGGGTT 

ATAGGTGTGAGCCACCCTGCCCAGCCTATGTTTATTTCAGATGTTCAAAA 

CAACAAACAAAAATAACACACTAGAAAAAATGATCAGAGAATACGTGTTA 

AATGAGAAATAGTTCAGGGCTTTTATAAATTTGT GACCT TCACCCTTCCC 

CTTAGTCCTTTTTCTCCATAAACTCTAATTACAAA TTTTTCTTCCACAGC 

AAAAAAGAGGAATACATTCTTCTGAA 

>Sequence 990 

GGTACCTGTGATTGTCTGTGTTGAGACTATTACAGAGCTCCAAAAATTAA 

AATAAAAATAATAATTTTACAGAAATACATATTTGCATTGGAATATTTAA 

GAAAGTTGAGTTTGGATGCCACAAGATTATTGGAGTAATAGGAAGCTGTG 

CACAGTGGCTCACACCTGTAATCCTAGCACTTTGGGAGGTTGAGGCAGTG 

AGGCATTAGGATTGTTGGAGCCTTGGAGTTTTGAGACCTGCCTGGGCAAA 

CACAGGGAGAATCCTGTCTTCTTCATT AAGTAA AATTTA TAAAT GGAATT 

TAGCTGGTTGGTGGCl^Xji'iTCACAAlU'i^'l^^GGTAATGCTTTGGTGTA 

CCTTGTA 

>Sequence991 

CCCTTAGCGTGGTCGCGGCCGCGGTACCCTAAAACTTAAAGTATAATAAT 
AATAAAATTAAAAAAACCAAAAACAAAGATTAACAGAAAACAAAACAACA 
AAAAAACTCCCAGCATATACATTGAGTCATTTGCAGGT TTGG GAGGGGGG 
GAAATGCrTTTTTGTATTAGGAGAAAGGGAAGTTTTCATTTTAAATGTCT 
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ATATTACTTAAAGTTTGCAATAAATATTTATTACTTTCAACAGTGAAAAA 

AATTACAAGAGAGAATATGAAATAGCACAGTAATACAGACTATAGTAATG 

CTAGAGAACATAATGAAAAACAAAGAAAATATGGGGGGGAAAATAGCTTA 

AATCCTAATCCAAA 

> Sequence 992 

TTTATACGTATATATGTGATTGATGAATTATGGTATTAGCTGTGTTAGTA 

GTTTATGTGTAGTTATTAATGAAATTGAGGTTGAGATTGTTGAGGAATAT 

AGAGTTTATTTGAGGTTAGAAGTTATCATTTAGGATCTACGCGTAAGACG 

TGTTTTGCGACCCG 
>Sequence 993 

CCCTTTGAGCGGCCGCCCGGGCAGGTACCCCATCAGAGTGTTTCTCTTGG 

CTTTCCTGTATGTAAACCTTACTAATACTTTTCAGTCACCAACCTTCTGT 

GTCATTTCCTTTTAAGCAAAAAGGAGAAGTAAAGTGGAATTTGGGTTTCA 

AGAGCCATGCTTTTGGCTTTTTCACAAAGAGAGTTGCTCTTAATAAGGCG 

CCTGGGTGTAGTTTTCCAAACACCTTTATTTTCTACTTGACTGTCCTGGA 

TATG7TGGCCTTTGAAAGTTGGTTTAATTTTAGTAGAGGAAGAGGTGTTG 

GACTTTGGAGTAGTGTAAATGTTTACCCTTTTGGCCCGTTGGAACCACCT 

GCCTTATGGGGCCGAATATTTCCCAGACCACAACCTGGGTCGGGACTCGT 

TTAACnTAGTTGTGTATTCCCTGTGGCATTGGGGTTACCCCAAAGCTTTT 

GGTCCGT 
> Sequence 994 

GGTACCAAGTTGTTCTCAAACTTTCATGTTTGTGTATACAAAT CAGCT GA 

GGCCTTCACTAAACTACAGATTCCATGGCCTGGCCCTCAGAGATTTTGAC 

TCAACAGGTCTGAGTTGGGACTAGAAATATGC ATTGC TAATAGGCACCCT 

GACAATTCCGATGTAGGTGGTCCTTAGAACATATTTTGAGAAATATATTC 

TGTAGTCTGGCAGATAAAGAATTCTTAACAAGGAGGTCCTGCCCCGGCGG 

CCGCTCGAAAG 
>Sequence 995 

GGTACCATCATCTGTTTCCCTCTGGTTATAAATCTTTAATGAAAACGGAT 

TTAAAAAGTCACATTATGATGCTCGAAGCTCTGACCTCTCATCACAATGA 

GAAGCAAAAGACATGCCATAAAGATGATATTTCCCACAGGAACGATATTA 

GAATTATGTGATGCAATCTCATCCAAGGTCATGGTATCAAACCAGACACA 

GCTAANAATGTATCATAATAGCAAGGATACAGTAGCAAGGATGGGCCTCA 

ATAAACATTTAAAGTGGAAAAATTCTTCTCTAACTCATATCAAGTACCTG 

CCCGGGCGGCC 
>Sequence 996 

ACCAAAATAGATAAGGATCCTGTTTTTTGAAATGAACCCCAGTTGCGCCT 

TAGGCATTGTGAGTTGGCTCATTTCAAGCCAGTTGTAATATGGTTTTTTA 

TTCTCTAAATTTCGGGACCTGATGCTAAGGAATGTGAATATACAGTTAGG 

TTCCTGCGAACCCTGTGTTGGTTCAAAAAGGCTGGTGGAGGGAAATTTAT 

GACACTAAATGCTTATATTAGAAAAGAGGAAAATTGGCCGAGCACGGTGG 

CTCATGCCTGTAATCCCAGCATTTTGGGAGGCCGAGCCAGGTGGATC 

> Sequence 997 

GGTACTTGGCAACAATAGCTACAAAGGATAGGATACTCAATTGCAAGTAG 

ACTTTTAAAATAAATTCACTTACTTCTATTCCCAACTCAATCTAGA ATAT 

TATTGGTGATAGTGAAAAGACCAGACAGATGACATTACTTCCAAATTTTA 

CCAATCTAATTGTTTTTACTCACACCTGTAGATGTCACTTTAAAAATGTG 

AATATTAATTTCTTCAAAACTACTCCAATTTAAGTAATGAGTTAGAGCTT 

TGGCAACCATTAAAGCTCTCTGTTCCCAACnXrrAACAATATGTGGTAATG 

TCTTCCCTGACTTCATTTTATCTTTACACAAAATCAAAGGTT ATATT ^ 

GGTTTTCTACATTTTTTTGGATATTTACCTCCT TC 

TGTCTGTATTACAAAACATATTATATTCAAGAATTTTTAACACTTAGAGT 
AGAAGTGAAATTACAGGTTGAAGATTATTAAATTAGCCATTCAGAAACCT 
TCCAAAGTGTCCATAAAAGGATATATTTTATCTGAATGGTCTATA TACTA 
TAG AG ACAAATATTTAGG AAACAGGCCCATGG AGTTTGGGC ACA 1 1 1 1 i A 
AATTCCAAAAAGGGGAAGTCAAAAAGAACTGCTGAGTAACCCACAGAATG 
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TCTAGGGTGATTTCCCTGAATGCTGCAAATATTCAACATCTATTACATGG 

GTTTAACAATTTTTCGAGCnTCTTTTAACTCGAAAAT 

>Scquence 998 

GGTACGTGTTTTACTTGGTGCTGTAGGTAATGCTAATTCATGATAAATTT 

TGAGAACCACTCTAGGGTAGTATGTTTCCAACAGTTTAGGTCATGAGCAA 

CCTTGAGAAATACACTTTTAATCATGACTCAGCACACACACTCAC ATGCA 

CGTGTGACTTAGACGTTCCATGAAACAATGCTTATCTTACAGTGTGTTTT 

CTGCTCTGGTATTTTTACTTATATTCTATTAAATAGATATGT GTGT ATAA 

ACTTATTGATATAAAAATGTGGTCATGATCCACTAAAGTGATTTTACAAG 

CCACTAATGGG 

>Sequcnce 999 

GGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 I C T HTl ill I HI 1 TTTTTTT 

IT! I 11 I I I U 1 1 1 I I I CC ACTTGGGTTCTCCTTTTTTATTATTCGGCA A 

AATGATAAAAACCTAAAGCCTGTTTATATAGGGTTTTCATGGCTAGAGTT 

GTATAAAACTGCATTTTGTCAGTTTGAATAAGCCCATTTGAATGAGTCAA 

ATTTTTTAAAAGCCTCGAGATCCAACAAAGCTGGAAAAAAGTAGGGGTGG 

GGGTTAAATGGTTCATTTGAGATGTTGGCCTTCAGTACCATGAGAGGGAA 

AGCAGAACAAATGGGN 

>Sequcnce 1000 

ACTAACTGAA^ 

TAAATCTATCAAATATTCTTTAAAACACGAACCAAAGTTAATCTGAAACT 
CTTCCTGTGAAAAAAGTCATGTATTATATGCCTTCAACAC AGAATTT GTC 
ATTATTTCCTGTGGCATTATACTATGCCCTTTGTCATATGC i l l l l l lCC 
CATAGAGCATTTTTTCCCATAGAACTTTGTATTCCTCCACTTCTACCACC 
TTTCTTTGAAGAACTCTTATTTACCATTTCTTGGACTAAATTAGGAAA 

>Sequence 1001 

GGTACCCAG A ATATGGTATATCTCTTC ATTTATTTAGCTC 1 1 1 l IAAATT 

TGTTTTGGTA ATATTCTGTG A' nTTTl 1 1 11 1 1 Ml I T GGTA TGG AGGTC 

TTACATCTTTTGTAAAATTTATTCCTAATACTTTGGATTTTGACATTATC 

ATAAAAGAAAATTATTTCACTGACTTTTCCAGTTTGCTGCTGGCCTAAAC 

ATATCAGTAATTTTTTATATTTTAATCTTGTATCCTATGACTTTGCTAAA 

TTCATATATTAAATAGTTGCTCCATAGATTCCTTAAGATGGCAGACACAG 

CTGTTTG 
>Sequence 1002 

actacttgch:attaattagattgtgatcataagtcaaaatgtcattggtt 

ATAAAGTGGTCATCAGACCATGCAGACTATTACTAATATTGGTTATGTTT 

TAGTTTATTGCAGTGAAAATACAAAATTTAAAAGTTATTGTAGAGAATTA 

TCATACCCCCCAAAAAGTGTCATTGGTCCTCCAGGACTCTGTAGTCCCCA 

TCCAAGAAAGACTGTGATAATTGTCAAGGGGTTAGTATGGTCTGAGCATG 

GTTGATGGTGCTCTGTCATTCTGGTATTAAACAACCTGCCAAATGTCTTG 

ATTACATGTCCTAAAAAAGTGAGGGGAAGAGTGTAGGACAAATGCAAAAT 

AAAATAACACATTTAGCTATACTTTTAGTATTTTTTATTATTGAGATTCA 

ATATTTAAGTGACCGATTCAAGAATCTTTTATATAAAAAAT GAATATA TG 

C ATAAGTAACTGTG ATAAG AACTGTGGATGG ATAAG AACAC m 1 1 1 GAT 

GTA 

>Scquence 1003 

CCCTTAGCGTGGTCTCGGCCGAGGTACATCTGT TTCTG AAAGC A l ITTT C 

ACTGAACCAATTTTCTATACXrriri 1 C 1 TGTATTCTTTTCCTTAGCTTTT 

GTTTATATGGTTGCTATATTTTTCAAGCCTCATACCAGTCATATAAAACC 

ATGATAAAACTTCATCAAAGCATACTTGGGCAAATTTCAATTATCAAGTA 

AAATTGTAAAGAAAAATTTTITACTAGTTTGGAAATAGATCT 

GATTTTCTTTCCTTCCTCCCTCCTTTGTTTC^ 

CCTAAAAAGTTAATCKjCTATCATTATCTTCACCAAATTAGTGTTTGTATA 

CCCATAAAAATGTCAC 

>Sequencc 1004 

GGTACTCCTGAACTTAAAAGTTGAACAACAAAAAAAGAAGGAAAATGCGT 
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TAATACCTTATTGTAATTATTATTTTTTGG AAG A CTATTTTTTATATTC A 

GAAGAAGTGTCAGAGTCAGCAGAAAGGGATTATTTCTCCATTTACCTACA 

ACAATGGTTTTAAATGACTGGATAGATAGAAATCTCTTTCAACTTAACTG 

CTTAGCACATTGCATTTTTCTCTGTTTCAAGTTAGTTTTCCAAAGGAT^ 

CTGACITTTTACCTAATTTGCTAAGG GATGT CAGGCCTTAATGACATATT 

TCTCCTCAAATAAAGATACAACATGCTTTTACTGTGTAGGAG 

>Sequence 1005 

GGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAGTCCTCATAGCAC 

ATATGAGATGTAGCCATAAAATAGATGAATTCTTGAAATAAGGAATATAA 

CACTGACTATTCTGATTCAGTAGAACATAAAAAATGTCTAACAAAACAGG 

AACCTAGACACATTTATATTATTTTCTACAAGTAAACAGAATATCTATTA 

GATATGTTCACAAGGGTTTTATCAATTTTGAAATCCAAGTGGATAATCCC 

CAAATGCTGTAAGGACTTAGATTTTATAGCCAAAACAATTAACACATAAA 

ATGCTATTACATATTTGG 

>Sequence 1006 

ACATAGTTCTGCTTGCATTGGTCCCATTACAATCCTGTCTAAATCCTGAA 

GTAAAAATGAATACCATAGTGAAGAAATTACTTGTGCATGTGAAAGAGGC 

TGGTCCAACTCCTTAATTGCAACAGGGATTTGATTCTTCTACTAGTAGTT 

AGGAAAGGTTGCATTAATATTCAGTAG TTAAA ATGTGCGATTCTAAATTT 

TTTGTAATTTCCCATGAGAGAATAAATXrrTTCAAAAATATTCCCAGTAG 

GTGAATGGCTTTAATACATGGTATCTGTGAAGATGGCAAATAAAATGACT 

>Sequence 1007 

GCGCACTTAGCGTGGTCGAGGGCGAGGTACATCTAAAAGGTGATGCTAAT 

ACTTTAAAATGTTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATAC 

TGCAGTGTCGTCTACATGGCATTGGACAGGACATAATGTAAAACATAAAA 

GTGCAAGTTGTTACACTTACATATGATAGTTGAATGGCAAACGTGACCAA 

ATTTTTTGTACTCAAGTGTAAAATACCCAAAAGACTATTACAGGTGGTCT 

AACTGGGATTTTATGTTCTAATATGGACAAATTCTTTGATTA CTTGCA AT 

TCCACCAACA ATTAACTGGGCGGTGCTTTTTTTGCTTTATGCC I l I I i GG 

TTGTGCCTTTTTGGGGTTGGTCTGCCCTAATTAAATACCGTTCCCGCTGG 

CTTTTI GG GCTTGGGGTCTG 

>Sequence 1008 

GGTACACTGGCTCACCTCTCAGGGCTTTGCTCCTTGGGAGGCTATTCAAG 

CTCAGCATCACCTGTCTCACATCTGTCTGGGATCCTCAAACCTGACCTTT 

GTAAATTTCCACTAACTGAAGATTGTAGAGGAAAAAAAAAAACATCTTAT 

CGAATTCCTGCTCTTATAGCTGATTTTAGCTATTAGGA AAAC ATCCCAAG 

TTGAGCTTTTCTATTCCTAGAATTTCAGATTTCTTTCCTTTTTAA 

TTATCTCCTTTTATAGTAGTAAAA ATATTTTC C' I'll 11111 1GGAATGGA 

GGTCTTAAGCTCAGTGTCAAAAATAAAATCATTTTA 

> Sequence 1009 

ACCTTCTTGCCTACAGCGTTTAGCTCCGTTTGTTTTGCATAAAGATCTX} 

TTTCTGACTTCGCATGAGGGGTAGTATGTTCAGCTTATTCTC ACTAT GTA 

AATTACTTAGTAAATAATAGGAAGAGATGTTGAAATACAAACTTTCTGCC 

ACCAGACCTTCACTCTATTGCAGTCATTTTCTCCCACTCTCCCCCCTCTC 

TCCCACITCCTCTGAGGATTACCTTCCCCrCTCTCAGCATTCCT^ 

GTGG CTTTTTTn 1 CCTTTGGCATGCAAACATGCTCAAGTCTGTCTTATA 

AAAAATAAAAAAAAAATTTATTTGTACCTCGGCCGGGACCACGCTAAGGG 

>Sequence 1010 

CCCTTAGCGTGGTCGCTTTCGAGGTACTCTTTTCAGATGAAAGTGTTCGG 

TCACCTGGAACCrGTGAGTATGTGGTTTTTGATCTGT GACTA AACTGTCA 

CCCATTTCCCAGTTTCTCTGCTCCGTCAmAATATCAACATTTTACCAGGTT 

TCTCTGTTGTTGCCAAACCTGTCATTTTTATTTGGTGTGGCTTCT^ 

AACITCCATGGCCCATTTGATGGGAATCAAACAGTGAAAACAAGGACAGA 

TGCAACAGAGGTGGCATCAGGAACAAATGGGTCATAAGAACTTACCTTGG 

CAGCAGCCCCAGAATGGTCAGGAGGAAAGGCACTCTAAGGTATCAGAAGG 

TAGAAAGGAGAGGTTGGATGATAGAATGGGGAATGGATTCCTCCTCGCGT 
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TCACAGAAATGAATTAATGCGAGACACAAGGGTACCAC TTAA TATTCCTG 
CTCTCCCTAGCATGGGTCAGGGTCACTGCCCGGCGGCCGCTTTAAAGGGC 

C 

>Sequence 101 1 

CCCITTTCGTGGTCGCTGCCGAGGTACTGAGACACTGGATCCTAAGAAAA 

TCAGAGTTATAGCTAGTGGCAGTTATCAAGGGAATGCAGAGGTTTCTGTA 

TTCTGAGCATGTTCCTGTAATAGGATAGATAGGCGATGTGGCAGCAACAA 

CTCCCAATTCGTAATGTCnTAAAACAAAAACAAGTTTTATTTCCCATTTA 

TGCCATGTTTCCAGCACAGTTTCTCAGAGGGCTGTGCTCCATGCATTTAC 

TCAAGGTCTGGGAATGATCATGGCTACACTATCTTGCAGCCACCATATTT 

GGAACCTGTTGCCACTCTGATGGCAGCAGAAAACAAAAGAA ACCCAA AGA 

TCATGTATGAGCTATTCACTGCTCCAGCCCAATAGTGGTTCACTTTTTAC 

TGACCAGAACTAGTCTTCCAGCTCCACCAAAACTNCACGGAAGTTCAGGA 

GCCCCAGAGGAGAGGAAAAACAACTTGGGCCCGCGTACCTTGCCCGGCGG 

GCGCTCGAAAGGGC 

>Sequence 1012 

ccctttcgagcggccgtcctggcaggtacgggcttttttgttcttgtgca 
gtaacagtgagggcatgattagccatctttgccagctgatgtcttgtgga 
cacctck:cttgttaccactctaacaggcccgtgtcagcagctccgcttcc 
tcctgao^gctgcg^ 

ataccaacagcaacaaaaatgaaagcagttatggtgggcaagcattaatc 
taaaattttttttaaagga 

>Sequence 1013 

ACGCGGGGGGTCTCACCATGTTGGCCAGGCCGGTCTCAAATTCCTGACCT 

CAAGTGATCCTCCCCCGTCAGCCTCCCCAAAGTGCCAGGAT TATAA GCAG 

GAGCCACCGCGCCCAGCCTATTTTGTTTCTTAAATTTTTTTG II 1 1 1CAG 

TCACCACAATTTCACCATGCATAAATCACAACGGTTAACAATTTAGCATC 

TTTGCCTTCTTTTCCTGTGCACTTACGTTTTTATGTAGCCAAGATCACAC 

GTTGCATTTTGCTGCTTTCCTTAACAGCGTCTAAGT CATCAG CACTCTAT 

TGTGATGATTTATCTTAAAAATATTCCAAGCGATCATTTTTAGTAACTGT 

GTAATATTATATCATAAAGTTAAAACATAATTTGTCATTCAATTGTTGAA 

ATTTTTAGGTTACGTATATTTTCTCTTATAAATATGTAAATATGTTTATA 

AAAAGTTATATACAGTTTTTTATAAATCTTTGTGCATACTTTATACTGTT 

TCCTTAGCATAGAGACTGTGGAATAGGATTTCTTGAAAAAAGGTAAAAGT 

GTGAGTATGCATATATACTGGTACATATATGTTATTATTATAAAGGTAAT 

AATC TTTTTT l ' l ' 1 ' 1 GGAGATAG AATCTAACTGCACCTCAACCTGTGTAAA 

AGTGAGACCCTGTCTCAACCAACCAGAAAAAAAGAAACTTCAATTAAAAT 

TAACCTTGGGGTTAATAAATATTTGTGAAATGTTTGGTGATCAGTATATA 

CCTATAGCC 

>Sequcnce 1014 

ACTTATTCAGACAAGAGTTCTGACTCTCATGCTTGAGGATAAGATTATAC 

ATTTCAGTATTACATTGAAGATATTTCATTTTTAAC^ 

ATATTGTTATTTTTAATGTGACCAAAGAAATATTTTCATAGAAGCTAATG 

CTGAGTCTTTTGATAATTTGCCGTATCTTAGTCAATCCCAAAAAATTTAT 

TTTCTACTATTTACATATTATCCTAGTGGATATTACATTACTTACTGAAG 

CCTTTGGTTCTATGTTTCATCTACT^ 

TCCAGATGTTTTGTTTATTTGTTTCTCGATTACATGTATGAGATTTCAGA 

ATTTATGAGATCATAGGTCAAGTGAAAGGTCACAGTTGAGAGGTCAAGTA 

AGAAGCTAAAATTTGTGAAACCAAAGAAATGACAGGACAGTGCCAAATGA 

AAGGTCAAAAGTCAAGTGACAGACTCAGTACC 

>Sequence 1015 

ACGCGGGAGAACCAGTGACAACTGTCAAATTATTGTAGTTAGCCAGTGAA 
TTTCATTITrGAATTTTTTCTTTCCnTTGAG 

CAGGATGGTCTCGAACTCCTGAGCTCAAGCAATTTGCCGGAGCTCAAGTC 
TCAGCCTCCCAAAGTGCTGGGATTACATGAGCCATCGCACTCTGCTGTTT 
CTGAATTTTTTAAACAAATAAATATCAAGCAATCAGATGCCAAANATTAC 
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AAAGAAAATCAGTATCAAAAATTTGGAGTTTGAGGCCAGGCACGGTGGCT 

CAGGCCTATAATCCCAGCACTTTGAGAAGCTGAGGCGGGCAGATCACGAG 

GTCAGGAAATCGAGACCATCCTGGCTAGCACGGTGAAACCCCGTCTCTAC 

TAAAAGTACCTCGGCCGCGACCACGCTA 

> Sequence 1016 

GGTACTATTATAATAAGTTAACATATTTCCCCTATATGCGGAAAATGCTG 

ACTATATCTTTTGGTTGCTITGGAACACTA TCTCC TCACAACAGTCCTTG 

TCTACAGAAATGGGAAAGGGAAGGACACATTTTGGTTTCTGCAACATGGC 

AACATTCGTAAAACCAGAAATGATGTGTGACAAGAAACTAAAGAACTGGA 

CGAAATTCACTTCCATTCACCCTGGTTAAAGCTTCCTTGAATCAGAGATA 

AGAAACAACATGAAAAATCTATTCCTTTTAGAAAACAAGTCTTTAACCCA 

GAGGTTGGTTTATTTTGAAAAGGAATTAGACTCTGGGCCCACATACCGCT 

CGTTCAAAATATAATGCTGTGGTTTCAACTCCTGCTAAATGTTGCTGTGA 

CTTTTAAGCAGAGAACTTCTAAAAGGAAGTAACCTAGGGAGGGGCTGATA 

TAACTCAGACATCAATAATTCATTTTATTGGAAATAGGAGTAGTAGTATG 

AAATGCTAGCAGACTGTTTCATTTGCAGGGAGGCATTTTCTAATTTAAGC 

CTAGAACAATGCAGTCAGCTTTATTTGGCAAGCTAATATGAATGGAGGCA 

AAGCTGAATCGAAGGAATGGTTTTTATGATCTCCTCTAATCACGCTATTC 

TTTAGCATCAGTTATTTAAGTCTGACTTACCCACCTTTTGGGACCTTGGC 

^AGTGACGAGAAAAGGATTITTATAACTTTGTACCTGCCCCGG 

GTCGAAAGT 

>Sequence 1017 

GGTACAATTCAACTATCATTCTGGTTGCGGTGGAAGATGGAGACTGGCTA 

TAAGGTAGAAATATGGTTTGGGGTCTTGGATATAGTCATGGGTTGCTTTG 

AAGGACTGGTGACAAAGTTTGGACTTTACCTTGCAGACAGTGGGGAGCCA 

TTGAAGATTTTTTTGAGCAGGAGTGCAGGAATCAAAGCAAATTAAATTTA 

AAAAAATTTAAATTAAGGCTAGCAGGATTCAGTTTTCAAACTGGCCAGCT 

GTGGACTAAATCCAGCCTACAGATACATCTTGTTTGACCAGCAGAGAGGC 

TTCAAAGTCTTCAATACATTGCCAACACTTAAAAATGAGAAGATTAAATA 

TAAAATTTCAAGTTTCCATCATCTTTTTAAATATTAGGAGTTCCAGCAAT 

GCCGGGCCTTTTCCCCCGCATGATCACTGAGCTGGATCTC ATGTT TAAAG 

CAAGCTGTGCTCCCCGCTGCAGCTCTCTCGGTTC TCTTTT CTTTTACCTA 

CTGACCCCCATATGCATTNNTAAAGATTTTTTAATTTTTATGGATACATA 

ATACTTGGACCTGCCCGGCGGGCGCTCGAAAGGCGAATTCCAGCCACTGG 

CCGGCGTACTAGTGGT 

>Sequence 1018 

CCC1TGAGCGGCCGCCCGGGCAGGTACGCGGGTCCCTTATTTTCTGGTGT 

TTACTTGGGATGCATCAGTGAACAAAACAAAGGTATCTGTCCTTATGAAA 

TTTATATCATAGCAGAGGAAGACTGGAAATGAATAAATAAATAAAGAATG 

GAGTTTGTTGGAAGGTAATAAGTTCTGTGGAAACAAGGAAAACCAAGGCA 

TGGAGGTTTGGAGTGCTAAAGTGAAGGTGTGAGAACAGATTGCTCTTGCT 

CAG 

>Sequence 1019 

ACTTAGTTACTCCTTGCCCATAG ACGTGTTTG ACCTAG AAAAA ITTCTTA 

TACGCAACAGATATTCATGAAATATATATTAAAATAAAGCTTGAAGGGTG 

AATTAAATAAATATTTACTTGGAAGCTACAGTGGGTGAATTAAACAAATA 

TTTACITGGAAGCTACnTTATAGCCACrGGGCTGGATTTCATATACAGAG 

TTCTTGCCCTTGGGAGTTTTACAACTGCTTAACACTTTGTCTATGCT 

ATACATAAAAAAAAAAAAAAAAAAAAAAGTACCTGGGCCGCGACCACGCT 

TAGGG 

>Scquence 1020 

GGTACCTAATGCITTCACK:CCACK3AGCAGAAAGAGAAGTGGGCTCTTTGC 

TTTGAGAGTCTCTGAAAATTATTCAATACCCTGGGA CAAA TTAAATGAGG 

TAGATCCTTCTTTGAATTTGTTAATAAAGCATGCTTGTTTTGTC TCCA TA 

AAACAGGCTTTGACCATTAAGGTTTATATTTTAAATGGGTA 

GTAATACACTAATTTTAAGAAAAGAATTAACrCATGGCTTAAAAGCAAAA 
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ACCAGACCTTGGATTTCACCCATAACTTTAAGGCTGGTCATTTTAACCCT 

GATTTGACACACTCTTATTATGGTGTCTTTTCTCCTTATTTGGCTAAATA 

TTTCTGACCATCATAGCAATCTTTTCTATAAAGGAAGCAGGCAAGAGAGC 

TAGAGTGAAAATGTTAAAAACAAAACAAAAAAGACAGCATACTGGCTACC 

AG I ' l l l rCTTAATTAAGATGATCTGTTITCGCAATTGCGTAAATTAGAAT 

AAAATGTTATTTAACTCAAGGATATTTCTTCACTGAAAGAAAACTTAC^ 

CTACATGTAAACCTGCCATATACTTTTTCAATTAAGCAATGGATCAAAAG 

TTCTGAAAATGA 

>Sequence !021 

ACTTACAGTCTTAAGATATCCATACACCCCCACATCCGTCCTTTGTGCGA 

GAAGATTACTGAAAATTTAATTCCATTTATGTCATTGGATTTGTAAAAAA 

CCCCTTCTGGATTCAAAGATGAAGGCCTCACTTACTTTATTTTTGTCATT 

TTCACAGACCCCTTATGTAAATGCCTCAAGAGTAAGAATCTTGCTCAAGT 

GATTTTTGTATCTCCAATGGCTAACAAGGAGCCTGACATAGAGTAGCTGC 

TTGGTAAATATGTGTTCATTCATTCAACAAATACCCCCAAGGTAACCTTG 

GCCGGGACCACGCTAAGGG 

>Sequence 1022 

GGTACCGTGTGGGCCACTAATACATAAGCATCTGTGTTGGCTGGGGGTAG 

GTGTAGGGGGTGCTTGGGGAGAGATTTAAACAAACCCTTTCCTCTACTTG 

C A A CATCTCTTA A A AQCTTGTC ATCATGlTACTTCCTAl TrCTlT AG AGT 

TC ATTTGTTTA AG ACGG A A ACGTGCTTC ATCTTGTTCGC H i l l CTGC AT 

TCTTTGTAAACTTAATATTCTAATTAGCCCCAACACGGAAAAGAATGTAA 

CACAACTGTCTTAGTTGTGCCATAGAGTTAGAATCTATCTATTAACATGT 

TTTAGTAATAACAAGAGAAATAATAAAAACACACCTATTATGAGACGCTG 

CCCATGCCAATAAATTTGAAACATTACCAGGAATATAAAGGAAGGAAGGA 

AACAGGTGGAGACACTCACAACAACAACAAAAAGGTAGGAAAAATAAATA 

GGAGAAAGGAATGGAGGTTAGAAGGAAGAAAGAGAANAAGGAGGAGGGGG 

GCTCAAGGAACTGTGGAAAACAAGTGTCATAGCTTACCTCATATTTAATC 

TTGTCACCTTCATAATCCTGCCTTACTAATGCAGAGAGAGAAAAATTTCC 

TTCTGCTTAAAAAGTTGTGAATGACTTGGAATGGGGTTACCAAATATTTC 

CGCCTAATAAAATTAATTGGAAAGCATTGAATTTTTACATAGTAAGGATA 

TTGCCACGCCCAGGGTTAAGCCTGTGTCCCGCCTTTGGAGGCCAAACCGG 

AGATTGTTAACCCAGAGTTCAAACAACTTGGAACATGAAAACCCTTT 

>Scqucncc 1023 

ACATATATTTCAAACAACATTTTCTAAATTAATTAATGTTTTCACTCATA 

ATTATGTGTTCTTCCCACTTCTATATTCTCTATTTGGGGAAATAATCCCA 

TCAACCACCCAACGGCCCAAACCAGGAACCTGAAACTAA CCATA TTTCCC 

TCCCATTGCACATAAATTAACTTCTAATCCTACCTACTTAT CTTTG AATC 

CACTCTTCTATTTGCAGTGGCAATACTTAGGGCTTCCTTACTTTTTACCA 

GGACTATTACTAGAGCTTCCTAAATGCTTTCrATCTGTAGGCTTACTCTT 

CTGC ATTCTATTTTCTTCAAAAAC A CC AG AGGTAATTGTTCCCAAA CTGC 

ATATTCTGATCATTGTCAACTTCCATACTTAAAATCTCTATAATAGCTCC 

CCATAGTACCTCGGGTCGGGACCACGCTAAAGGCGAAT 

>Sequcnce 1024 

GGTACCCACAATGGAAAGATGATCTTCCTGCATTGTGAAGGTTGTTCTCA 

TCAACCAAGCCTGCAATGACTAGACATTCTAAAGAGAAGAGTGATGGCAA 

TGGAAAGAGGACACATCXTGCTTGCCAGGTCACTTCTATCAGTTGATGACA 

TGCCATATGTTATGGCTAGGTCAGCTTTCCACAAGTATGCACATGCAAAA 

TAGAACrTGGGAAAAAAATCTTTGATTTGGCCCTTTACCAAGTGGATCAG 

TGTGTCAGAGTTCAGTTCAGCAAAGGTCAGAGTTTAAGTTGAATCTCCAG 

TCACTCTTTTGAACATATTTGGTGATGCCAAATTAAATATAGGATATTAT 

GTAGGTAAGTATTCTGTACAGGCATTTATAGGGTGAATATACAAGATGTA 

GCCTGAGTCCGAAAAGAACTGGCCCCTGGCCCAGACTATGCACCAAGCGG 

GTCTGAACATATACAAGTGATGTGAAAGAAAGAACAGATGGCGACGTACA 

TAGCTCCrGAATAACATTTATTGACATGTGAGCTGGTTGGTTGAATAAAA 

TGAATTTGGCTTAATAAGGCGTTCATTN 
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>Sequence 1025 

GGTACTTGTTTCTCCCCTTCGGACCACTCTCCCCACTAGACAGCTGTATG 

GCCGGCTCCCTCACTCTCCTCAGGTCTATCAGAGGGTGGCCACTGACCTC 

ATTGTCTCAAACATTATATAGAACACACACGCACCCATGCACGCACACCG 

TCGTTCTTCATCCGCCTGGTTCCGTGCACTATTCCAGGACCTACAGCAGT 

GCCTAGAACACAGAACATCCATTAGCAACATTTGTTTAATGAATTTATAG 

TGCCTAAACCTGCACAACTCTGACTTTGCCTTGCTATTAGAAAATGCAAG 

GCCAGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGAGAGGCCGAG 

GTGGGCGGATCACTTGAGGTCAGGAGTTCAAGACAAGCCTGGCCAACATG 

GCGAAACCTATTCTTTACTAAAAATACAAAAATAACCTAGGGCTGATGGC 

ATGTGCCTATAATCCCAGCTACTAATAGAGGGTGAGGCAGGAGAATCCCT 

TGAATCCCGCGTGGCAGAGGTTGGCAGGAGCCACAACACACTACTGCACT 

CCAGCCTGGGCACACAGCAAGACTTCTGG 

>Sequence 1026 

GGTACTGAGGCTAATGGTCTTAGTTGGGATAAGGAGAGTGGGGAAGGGGC 

AGGGGGAGATGATGAAATTCATTTATCCTCTGTGATGCTATGGAAGAACA 

ATTAAGATCATGTTTCCTACTTGATTTTAGTTGCTAGTCATTTCTTAATC 

TAAGCACCCCCTATAATTTACCTATGTCATCATGCAAAATCACCATCGGT 

AATAATGTGGGGGCGGGGGAAGTCTATACAAGAATATTAAGGCCCTGTGC 

GTGAGCATGTCTATAGTTAAAGACnrAATGAGAAAGCATCAAATTGTGGT 

GCAAACAGCTGAAAGTAGAAGTAAATCACAACGTAATAAGATGCAACTTT 

GGAGGAGCTCAAAGCAACAGATACGTTTTTATCCAAAAAGGAGTAAAAGA 

AAAAAATCGTCAACGGCAGTTCCTTCAGATAATCAACTGATGATTTCATT 

TGAAACCATAATTAACTAGCGTTGTTTGTAAAATAACTTTTTTCCATTTA 

TACTTTTTAATGTTTATTACATTACTTTTCTCTATATATTTGCACATAAG 

ATGTCTTAATGTGTAAGTGGTATAT 

>Sequence 1027 

GGTACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAGTTTGTTGCCTTC 

CCTTTCCTCGGAAACCCCAAGTTTGTGGATGCTGCAGACACTCTGTGCCC 

CCCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACG 

ATGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAAGCCCCAGTTCTTCCAT 

GTTAGGTGATTTCTTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAATGC 

TTAAAAAATATTAACAGCTTTATATCATGAAAGTTTNAACATGTACCTGC 

CCGGGCGGACGCTAGAAAGGG 

>Sequencc 1028 

GGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCGTCCTTTGTGTGA 

GCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAATCTCTGTGCA 

ACAACTTAATGGTGTGGCAGGGGTATCCGGTGTCTGGCTCTGATCTTGGT 

CGCTGGATAGTCGACTGTGTGTCTTTGTTGCCCAAGGCGACAGCTTTGGT 

ATGGGTCGCGGCGGATTGATTGGCCAAGATGCTGCTAGTAATTTCAGGAG 

agaatacttcggttgctgctagaagatcagccatggtagtttatggtttc 

tgagaacagagggtgcacacaatgtctagtgttgccatgaacggttttgt 

atagtacctgccgaggtggccgctcgaagggcaaattcaataacgctggc 

gck:ctctattattgagtattaggttatgtaccaatcgtggcgttgatgat 

ggtcatgctctgttggctaggagaacattggatatagttaggagtggtcg 

caagatttaggcgtggagcatagagagtaaagagtggagggctgactgag 

agggaaaattttagtgatttgggttaggctgt 

>Sequence 1029 

ACnTAAACATTTNAGACTCACTGTGT AGCC TTCTTGGAATCGGGAATTCG 

CTTAATGCTGTCCGTGAAuAAAATAGCCnTTAACATCTGTTTGATTGAGAT 

TTGTGATACATAGAAGTTGGGAGGAAGATGTGGAAAGCCCTAAGAGAGCT 

ACTTGCCAACCCCACCATCAGGTCTGCCTCAGTGTTCCTAGTCAGGACAG 

ACGAGGCCGAGTCTGATATTAGATAGTCTTTGAATGCAACATAAACAGAC 

CACAGGGACTGGTATGTAGCAAATGGTCAATATATAATGTA CATAGGAAT 

GAAATGGAAATGATAGTGAGTTGGATTCAGAGTGTAGAAGACTTTATTTT 

AGAACATAGTGGGGGCCTTAAGTTGGTTACTTCCAAGGGAGAAGTTGAGA 
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TCTGAGGGTAAATGAATTATTGAACTGCCTATAGGTTGCACAGCATACCT 

ATAGAAATGGTGGCACCAGATTTATTTTGCGTTGAGAGCGCATGTGGCTA 

TTTAGCKjTGTACCTGCITTTCCCAAAAGGGTGGCTAGCGTGAGCTTACCT 

TCTGGTATTCATGGAGGAAT 

>Scqucnce 1030 

CCCmGAGCGGCCGCCCGGGCAGGTACTTTGACCTGTATGTAAACTCTA 

GTTAC7TTGGTCITCTCAGGCTCTTGACTCTTTCACAATTAAAGTAGTCT 

TTGAGGCTCAGCCTGCTTTCCTCATAGCTATGCTATG GCCT GGACACTCA 

GGGGAGTATAAGCTGAGGCAAACATGGACTCATTTGTTTTCTAACTTTCA 

GGGATTATTGTCCATCATTGCCTGATGTCCAGTGTCTTGAAAAGCAATTT 

TTCTGAGTAGTTACTTGATTGTTCGGTGTAGGTTCAOGGAGG CAAATCTG 

GGGTC ATGTTATTCTGTCTTG ACTGGG AGG AG A A AGCCACTG rTTTTTTI 

TAGTGGCATAGTATGGTCTTAGGAGGTGTAGAAGTACGTCGATGCTGTGT 

AATGACAATTGGAGATACTCGGAGGGGCTGCACCAGCAGGGTAGGAGTTG 

GACGTACCCCAGTGGAATTTCTACGAGGGATGGAAATCGAAGGGGAGAGG 

CAGAGTGGGAGGGTAGCATGGGGCCTTTGTGGGATTGGAGGGAGATTGCT 

GTGGCCAGGGAGATTAGTGCTAAAGGAATTTTGGGAAACATGAATGGCTT 

>Sequence 1031 

GGTACCATTGTTTTGTTCAAAATCACAATTTAAATACTTCGTGATTTTAG 

AAATAATGGAGCCACGTTTTCACCA 11 AAGGTG AGTGATTGTTCAGATAC 

ATTTGGCACTGTCCATAGGTTTATGGCTTCCAACTTGTTTAAGACCATTC 

CCAGAGTGAGAGCTGATTTGCCATGGTTATGAAGCTTTCAGGATATAAAC 

TATAAGAATGACAAACTACAGCAGTTGAAAATGTGTCTTCAGATACTCAC 

TTGCAACTCCCATTTATGTCTCTAGGGATTGAGAAATGAGGATCGAGGGA 

CCAAATCTGGCTTGGTCAGTAAGAGTGTAGGTAACATATAAATATTAATG 

TTCGTTGCAGTTAGTGTGGTACCTGCCCGGGCGGCCGCTCAAGGG 

>Sequence 1032 

GGTACAGTGGTGTGATCGCAGCTCACTGCAGCCTCAACCTCCCGGGCCCA 

AGCAATCCTCCCACCTCAGCCTCCCCAGTAGCTGTGTTCCAAAGAAATTT 

ATTTATAAAACAGGTGTTGGGCTGGACTTGACCCGTGGGCCACAGTTTGT 

CAACTGCCATTCTGTAAGCTTAACATGTGTTAATTACTGCAATCTGAATA 

ACAATGCTATGATATAGACACTGTGTTCCTTTTAATAGACAAAGGAACCC 

AGGCACAGAAGGATTGACTAATATGACCAAAGTCACACTGCCAGTGAGTA 

GCAAGCCTGAGCTCTGAACCATGACAGTTCACATCTTCCACGACAGCAGC 

TTCTCAATGCTCTTTGGAGGGACCAGAGCCCAGGCAGTAGCAACGGCTAT 

GAGGTGGTGAGACATGACCAGCAGATAAGCCCTGGGCAATTGGCCAGAGC 

TGGAGGGAGTGGAGAACTAGCCATNTGTGACTTTGTGAACATCCCTGGGG 

AGTCTGGAATTACCCAAGAG 

>Sequence 1033 

GGTACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGGAGTCAAAGATAG 

TTCCAAAACTTTTGAACAGAACACTGGATGAATACTGTTTACTGAGATGG 

GGAACACTTAGAGAAAAATGCATTTGGAAAGCAGAAATACGATCAAGACT 

TCCATTTITGATACATTAAGCTTGGTATGTTTAATTCATAGCTATATAGA 

GGTATTAAATTGGCAGGACAAAATCATAGCTAGAGATA AAAAT TTAGAGT 

TCACCAGTGTAAAGATGATATTTGATGGCACAGGATGGACTTTCTTCTGG 

GATTTGAGTATACATAGA 

>Sequence 1034 

CGCTATAGTGAGTCGCACACGCGTCCGATCACGCGTXKK3CAGGCATTAGT 

TATCGCCCAGTTTATCGAGTGTGAGCATACCACAGTACTGATTACTGTGA 

AGCTGAGTCCCATTTTATATGTTTATTGATGTTTAAGATTTTCTGTT 

C AAATTGTTCATTTTCTTTGCCCGT JT1 ' I" I 'CI "1 "T ATG AGTAATTCTTTGT 

ATATTCTGGATGTTGATCATTATGGATTATAAAAGCTGCAAGTATCTTCA 

CAAAAAACGAATTTTCTGGCGGACCGAACAATTTATGACTGACAAAAAGA 

ACGGGGGGCGGCCTTTCCACTCTTTAAAAAAAAACACCCCCCCCACCTCC 

CCCTAACCCTAAAAAAAAAAGAAAACGCGGGTGGTGGTTACCACCTTGTC 

TCTGGCACTTATTGGTGGCCACTAAAAAACCATTTGCCATAACTTATTCA 
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AAAAAAGCGTCTTTTTGTCTGCTGTATACCAAGCGGTGGCAGGCCCCCAC 

TCAAGAG TTm 111 1 ATTGGGTGGCGGGCCCCCCGGGTTCCC CGAAC AA 

AAAATTAATTCATTATTGCTTCTTTC AAC AACCACATTAATTAu i i i\CG 

TTGAGTATGTCTGGCCAGCGGGCCAGTCGTTTTCCTTCTTACACCAGAGG 

GCGTTTTTTGCTGTTTCCCACACAAGAATCTGGTTGAATCTCCGTCGAAG 

AAAATAATGTTGTTAAGTAAAAGCGGCCGGATCGGTGGTCCTGCCCCTTA 

TAAGGGGCGCCCTGGATGGATGGCCTTTATAAAACGGGGCCGCCGCCCCT 

GGTTGGCAGGCAATTAAAAATTATCGGTCTCTATAGGTTGGGTGGTTGAC 

CAAACCCCCATTACT 

>Sequence 1035 

ACCATTTAACTGAGTGAAAGCTTTACAATTGAGGGGTTACTCATTAGCAG 

GACCTGGGTTTTGTTTTTAATCTCATTAACCCCTTGTTACCCATTTGATA 

ACAAAGACTTCAAGGAAGAATTTGCTCAAAAATCTCTGGGAGACAGTAAT 

AGCTTCTTGGGCCTGACTGATAAACrTTTTGCCTCCAGCAATGGAAATGT 

GGGAAAATTCCAGATGCTAAATGATCTGGCTTGGACCCAGCAGGTTGAGG 

TAGTGGAGCCTTTCGATTGAGGCACAGCCCAGGACTGCTGCAAGGGAGAG 

GCACAACAGATA 

> Sequence 1036 

TGTATATGGGAGTCGACCCACGCGTCCGGTTCGAGCGGTACCACGAGGAC 

GCACATATGCTGGACACTCAGTACCGCATGCATGAGGGCATCTGTGCCXr 

CCCCTCTGTGGCGTTCTACAAGAGCAAGCTGAAGACGTGGCAGGGCCTGA 

GGAGGCCGCCCAGTGTCCTGGGCCACGCTGGCAAGGAAGCTGTCCTGTCA 

TCTTTGGCCACGTGCAGGGCCACGAGCGGAGCCTGCTGGTGTCCACGGAC 

GAAGGGAATGAGAACTCCAAGGCCAACCTGGAGGAGGTGGCTGATGTGGT 

CCGTATCACCAAGCAGCTGACCCTGGGGAGGACCGTAGAGCCCCAGGACA 

TCGCCGTGCTCACGCCCTACAACGCGCAGGCCTCTGAGATCAGCAAGGCC 

CTTCGGCGAGAGGGCATCGCCGGGGTGGCCGTGTCCTCCATCACCAAGAG 

CCAAGGGAGCGAGTGGCGCTATGTGCTGGTGAGCACCGTCCGCACCTGTG 

CCAAGAGCGACCTGGACCAACGGCCCACCAAGAGCTGGCTCAAGAAGTTT 

CTGGGCTTCGTTGTGGACCCCAACCAAGTGAACGTGGCTGTCACGCGGGC 

CCAAGAGGGGCTCTGCCTGATCCGAGACCAACCTCTTCTGCGCTGGTTGG 

CCCTTTGGCGTAACCCTCCTGACTTCTGGGAGGCTCAACAAAACCCTTGT 

GCCTGCCCGCCAGGTGCGCGTCTTGAGGAAGCCAACTATGCCTTTCTGAA 

GAGCCCTTTTCACCTGCAGGTCCCAGACTGGAGGGAAGATCAGGGCCCCC 

C 

>Sequence 1037 

ACCATTTAACTGAGTGAAAGC1TTACAATTGAGGGGTTACTCATTAGCAG 

GACCTGGGTTTTGTTTTTAATCTCATTAACCCCTTGTTACCCATTTGATA 

ACAAAGACTTCAAGGAAGAATTTGCTCAAAAATCTCTGGGAGACAGTAAT 

AGCTTCITGGGCCTGACTGATAAJ\CTTTTTGCCTCCAGC 

GGGAAAATTCCAGATX3CTAAATGATCTGGCTTGGACCCAGCAGGTTGAGG 

TAGTGGAGCCTTTCGATTGAGGCACAGCCCAGGACTGCTTGCAAGGGAAA 

AGCACAACAGATACCATAAGGAGGTCTGATTTCTGAAAGGAATACCTTGG 

CCCGCGAACACCCTAAGGG 

> Sequence 1038 

CCCTTTCGAGCGGCCGTTCGGGCAGGTACTTTGACTATTTTT TAGCA ACA 

AATTACTTTTGACACACAGCACAATTGATTTAACACTTCCAATTTTGGAA 

CnATTGGATAAATAATGATGGGATTTAAATAAAGCAATCCGATTCTACTA 

TTACAGCATAGGGTCTCTTGTAGTCCTXTITAGTAAAAACTATTGTGACAC 

TTCCITCnTTCTCCAAATATTCGGCCTGGAAAGACCTAAATACAATGCAG 

GG ATTG AATCAAATTCACACATI TTTTTI CCTACGG AAACAACAACCTTT 

CTTGCTTATATTTAACAAAAACTAGTA 

> Sequence 1039 

GGTACTTAGATCAGATGGATTGAAACATGACAGCCCCATTTCATCTGGCC 
GGTTAAGGTCCTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATGAG 
AGAGAGAATGGGTTTCTTTAATTGCCAGATTGTCTGAACACAGCCTCAGC 
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TACTTCTAGGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTGATT 

CTTGGGGAAAAAAATTAGCATTCAGTGCCA GCTC TCTAAAGTGTGGATTC 

TGGATTCTGGTAGAAGCCAGTAAAGAAACGTTTTCTCTGGAGTGGAAGCT 

AGTAAGATTTATTCTGTGGTGATGAAGCCATCTGAAAC CTTA CAAGCAGT 

GTGGTTGTATCAGCATATGGGAGCTGACTGCCTCAGGACTTTGG 

>Sequence 1040 

ACTCTTATCAACTGTTTTATAGATGAGAAAACATTAGCCACAGCTTAGCT 

TATTTGAAGTCACAATAATATTAACTAAGTAAGAGCAAAAGCCAAGATTC 

AAATGTAGATTATTTTACTACAGACTGAGAAACGAATTAAACTAGGAGCC 

TAAGATACTTTCTGGAATTGAAATGATACATTATATATACCTATAAAGAT 

AATTGGCTATAGCTTCCTAAACTACAAATTGTCATAAAAATGACTTCTGT 

CCTATATCAATTAGAAACTGGTATTAAAATTGAGTATTATAAGACAATAG 

AATGTC 

>Sequence 1041 

ACTGCAGGGCCCAAGAGCATACAAAGCTAGTTATTTGGATCCAAAGTTGG 

TCAAGTGTGCAGTGTTTAGACATCATGATCTAGGCAAACAGAATTCCTGG 

CCTGAAATATGTCACTAGTTAGAAACATTAGAAGCTTTCAGGTAAATAAA 

TATAAAAAACCAGTCAACCGTATTCTTATTTCTTCGTCAGAGAATCATGT 

GTCGTTTGGTTTAACTTCCTGCTGGATTCTGGATGGGAGTTGTTGAACAT 

ATTAATCTCATTATTTTCTGTAGAGGACAGGTTG 

AGCGCN 

>Sequcnce 1042 

GGTACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAGAGAAGGTAAAGG 

CAAGGGCTCACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTGGG 

TCAATTTTAGGATCAAATATAAAAGCACCTATAGCTCAGAGTAirTTCTA 

ACATAAAACTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAG 

TATGAAACACTGGGTAGATAAAAGCTTTCTCTAAATC TTAAA GTGCTCAA 

ATATCATGACCTGATTTTTTAGTTTTAGAAATCAGATATTTTTCTATTCC 

ATATCTTAAACTTTN 

> Sequence 1043 

GGTACCCGTTTGTCCATGGCTATTCCAAATACCCCCATGTTTATTTAAAA 

TGTATATATAATCAGTTACATAAAAAGAGGTATGCTTAAATTGTCATGAC 

TCTATGGTTGGACCTCTGTGGTTGGAGCAGGCAATAGAAATGTCTGTAAT 

TCATTTAAAAAAuAAAAGTGACTTTCCTACCTTTAGATAGTGAGGACAATC 

TGTTAACTCTTTGTGTTGATAAAAGCAAACATTTCAGGGCACGGTGAAAG 

AAATCTCTACCATGTATAAGGTTATATATATACCAGAAGCAGTGGAGTTA 

GGACCAAATTAAGATTTGAC 

>Sequence 1044 

GGTACATAATGTAATTGTTACATATAATTGTTGTATACCATAACTTACTA 
TTTTTTCTTTTTTATTTTTATATATAArr 1 TIT ITTGGTTTGTTTGTTTG 
TTTTTTAATAAACTGTTATCACTTAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAGTC 
>Scquence 1045 

ACTTTTCCTGGGTTGTGAATCTTGGAGGTTGCCCTGTCAGACTGGTGAGA 

TCCCAGTTTAGCTGTGCTAGCTAAAGCAAGGAGAACAGAGAGAGCCATAG 

ATACTTTTGCTTAGTAAAATCr I'l OTTGAGGGTAGGG ACTGGAGTATGG 

AACCTTTTCAGAGGAATGAGAGGGGCTTGTGACGAAAGGGTAGAGGAGGG 

AATACCTCCCTGCAAAATCTTACACAACTAACTAATGTCATAAGGCCGAG 

GATGAGAAAGTAGCACnTAACTGTTTCATCCTCATCACACATAAAGCATT 

CCN 

>Sequence 1046 

acagcactttcaaagtagtggaatataaatxtitrccatttaacagcaaca 

ttcaaatatttcccattctgcttattattcctctctgaaggtgatacata 

gaaatataggagcaaacacagcaatgcaggcgctctatgatctggtttgc 

tcacatagatcttaaaaggagaagaatgagggatttgcctacaacccaca 

gcx:aatctatgtggacacaaagggtgacttcttccttctattacgttcct 
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TGAGGTAGAAATGGTAAACTAGCATGACCTCGAATCATAATTTAATATCA 
TTCTAA 

>Scqucncc 1047 

ACATTATTGGTAGTATCTCAGAATCCTGCTTAGCTTTTGAGATAAACCAA 

GTCATGATATTTTGGGTAATATGGCCATAGGTATCATGCAAGATTGAACT 

GCCCAGTATTTGCCTTTTTCAATATTTACITrGTAAGAAC CTGA CACTGT 

AGGTCarACCACACCAAAACCTGCAACATAAACTTCAATTTTGGGCAAC 

TCATAGACCAAAAAAGCTAAACAAAACAAAAAGGAAAAAACCCTCTATAT 

ACAATCACCCTGCTTGTCTACATTTAATTTGCTTCATTCANAATAAGCAG 

TCACTGC 
>Sequcnce 1048 

ACAACACTTTAAAAAGTGAATTATAAGCTATGTGAATATCTCAATAAAAA 

CATTTTTTAAATAAAAACAATTCCCAAAGGCCTGGAAATTCAGGAACATA 

ATTCAAAATAATTTATGGATCAGAAAATAAATCATATAAAGATCTGAGAA 

CTACAATGTAAAAATATAGAAAAAAGTCATAACACTATTAGATAAAAATC 

TGAGCTGGATAACAAAGATAGTACC 

>Scqucnce 1049 

ACCTATAAACAAAGGCATCATAAATAGATATAAAGCCAGAAGAAAAGGGA 

TCTAAAGTAGACAGAGAAGATAGGCTGACTCTCCAGTTGCAGATTTTCAT 

TATCAGGTGATGACAGGAGGGAj\AGTCTGTGGTGATTrGGTATGGAGATG 

CATGGCGTTTGGTGGCCCTAAAGATTGTAACGGCCCCCATCCTCTTGGTT 

AAAATGGCAGGTGTGTTGACAAGAACTGTCTTAGGTACC 

>Sequence 1050 

ACCTCTCATCTCCAAATCAACTAGACTCTTATGTTAAGAATACTAACAAG 

AAAAAATCCAAACCCCCAATAGAAAAATCCCCAACAACAACATATACCCT 

TAAACACAAGAATTGTATTATTCAATGAAAGCAATACAAGTAAACACAAC 

AGTTACCTTGGCTATTTTTTCAATGTACC 

> Sequence 1051 

ACCCATCTCTTCCATTCTGGGAATCTGGGAAACTAAGCCTGTAACTTGTA 

GCTTGTAGAATGAATGATGGAGTAGAATAAATAAGAAAGGAATATATCAT 

TAAATGCACAGGTTAAATAAATAAAAATCTATTAATAAAGAGCCTAAAGA 

AAGAAAGATGACATTTCAGCACATATTGGGTGAAATAAGTTGTTTAGTCC 

AGCACTTCTCAATTTTTAGTGGATATGTGAATTGCCTATTAAAATGCAAA 

TTTTAAATTAGTTAATCTGGGTTGGACCTGAGTCTGCGTTTCCAACAAGC 

TCCCAGGTGATGTCN 
>Sequencc 1052 

ACGCGGGTATAGCTATATACTCATATTTTTATTTTTATGTAAAATTTCCA 
AAATGCTTAATATGGCAGTATAATAATTATAACTAGATTTACTTCAAAAC 
ATAGACATAAAGAAGATTACATGCCTGTAGAAGTTCATTGAATTAGGAAT 
CACATGCTATTTATTTTAGCAGATATCrTCTTAATTAAATGTTTGACCCA 
TGTGAAGTCATTTAACAGATCTGTTACGCATTATTCACATATGCAAAATA . 
ATCTATATGATCTGAATACCATTTCCATCITTAAAATTACATATTCCT - :,■ • 
>Scqucnce 1053 

ACAATCAAAAAAAGACAAj^\AGAAATGGTGTTAAAAGCCACAGTAAACA 

TAAACCrCATATCAAGTATAAAACCACACACACTTTGCTCTTCATCCGGA 

CAATGGCCAAAATTATACTGAGGTATTGGGGTGGGCTGATACCTTCAAAC 

AGGGAGAGAGGGACCATGTTCAGGAGGTGTATTCCTCGATTTAGGTGGTG 

ACTGAA Tn TTTTTTT1 A AGACAGGGTCTCACTCTGTCACCCAGGCTGGA 

ATGCAGTGACGTGATCTCGGCTCACTGCAGCATCAACCTCCTGGGCTCAA 

GCGATCCTCCCACCTCAGC 

>Sequence 1054 

ACAATGAAAATTACAAAATACTGTTGAGAGAAATTAAAGAAGACAAATAA 

ATGAAAAGAGACGGAACATGTTTTCGCTTGTAAAACTCAGTAGGATTAAG 

ATCTCTTCTCTCCCACGACTCTATAGCTTTAAAGCAATCAAAATCAGACT 

GGTTTTGTCTGAACGTTTTTGAATAAGTCAATGGCTTATTTCAAAATTCA 

TATGAAATTTCAAATGCCAAAGAATAGGCAAAATATTTCAGAAAAGAAGA 
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AAGATTGAGGATTTGCAATAACTGACTTCAAAACTCACTAGAAGAACGAG 

GCCAGACTGCCCAGGGT 

>Scquence 1055 

GGTACCCACCACGTTCATCTCTCCTCTAGCCAACTATAAAGTTATTAACA 

CAAGAACCCTGTCTTATTCATCACAGTATCACCCACAGGGGCTGAGACAG 

TGCTTACACAGAAATGGCCCTTGATAAAATATGGGCTGAATGAATGAACA 

TATGAATTTGACACTTTGAGAACTAAATTAAAAGTTATTTCTACTAGCAT 

TTTTAACACAAGAACTATTGAGATTACTTATATATTAGTAGTAAAATGTT 

TGCTTTATTCATTTGATTGGCAAACTTATAATGAACTCAGTGAAACTTGT 

CCACCTTTTTCTACATGTN 

>Scqucncc 1056 

ACATTAACTCACTGACTTACTCTGGGTTGCTATTGTATTAAAATTCTGTA 

TAGACATTACGTAGCCTCAGAGTTGAATTTGG ACTG CCCTTAAAATAAAA 

AATTCTTAAATCTTTAGTGTGGTGTCTATTAATTTTTATGATGATTTACA 

AGTTGGAAATGATTACT7TGCAAGTCATAGTTTACTTTGAAGTTAATAAG 

AGTGATTACAGTAAAGGAAAAATGCCATATATGGCATTGTTCTTAACAGC 

TTATGAAATTTGGAAAACGATATTTTAGAAAGCTTTCTCTTGTTGGCTGG 

A ATG A AGTGG A G ACCCTGCTG 

>Sequencc 1057 

AGAGGTTGTTGAGGATA-TTTGTTCT 

ATTCTAGTTAATTTCTAGTAGTTCTTAATGTATTTTAACCAATAGACTTT 

TGTCITCCTTCTGCTTATGTATTCCTCGTAAATG CTTTT T GTGAC TTGTC 

TA AGTATA A AC AACTTTACTATTAGCTGTA A A ATTTTCA rTTl 1 AGTATG 

TCATCAATCTTTTTTTGTGTTTAGTATGA TTAAA TGTTTTTCACT TGGAA 

AGATATGAATAGTCTACTTCATTGATnTITI I A AAGTCATTTCA I 1 l I I 

TATTTTTGTAGCTACAAAATCATAAACN 

>Sequence 1058 

ACTATACCAGAGTTAAATTGCCTGTGTTCTTTTCTGCCATTAACTGGCTT 

TGGGTTGGGAAATTCAGATAATCCACTTTTCCAACTTTAAAATGAGATCT 

CATTCAAAACAAAATTGCCCACAACCATTTGGAATATGTGTTTAAATTAG 

ACAGTAATGCTTTGGAAAGTGGAATTAAACATTTCAGAATAATAGCTGTT 

AGGCCGGGCTCAATGGCTCACGCCTGTAGGGAGGCTGAGGCAGGTGGATC 

ACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGTTAAAACCCTA 

TCTCTATTAAAAATACAAAAATGAGGCATGGTTGGCAGGTGCCCGTTGTC 

CCAGCTACTTAGGAGGCTGAGGCAGGAGAATTGCTTGAACCAGGGAGGTG 

GAGGTTGCAGTAAGCTGAGATTGCGCCAGTGCACTCTAACTTGGGCAACA 

AGAGTGAGATTCTGTCTCAAAAAATAATAATAATTAAAAAATAATAGTTG 

TTAGATTGAACATAGAAAACACGTTTTTGTAGATAAAAATTTGCCAAGTG 

TCAGCCAACTTTGACAATTTTTAAATCACCAACTTGTGCCAT TTACCTC A 

TTTAAATGAAGCATTTAATGGACACAAAAACCCTTTAAGCAGTTTTTTCG 

GAAGAAAACCCAGTGTTCGCTGGACCGGATGCCCACCTATTAGTACGGCC 

CGAGAGAATT 

>Scqucncc 1059 

CCCTTAGCGTGGTCGCGGGCCGAGGTACTTTAACAAATTAAAAACAAATT 

TTAATTTAAAATATTTTAGAAATTTTACTTAATACATITATTTAATGAAG 

GCTGCTTTTAAGAACTTTAAATCCTCACGTAAACACCACCACCTGCAAAG 

TATTAATATCAACTTTTTCAACAAAATGCCTGCTATGTATAAGCTACTGA 

AAGAAGACAAAAATTAATAAAATGTGTCCCTCCTCTTAGATATCTATAAT 

CTAGGAAAATGAACACATTCTTTTCAGACACTAAACTCCATAAGAACAGG 

CATCAGATCTATCTTATTTACCACCACATCCTGAGAATGGAGCACAGTGC 

CTGACACATAATAGATGCTCATAATAGATGCTCAGGGTTTATAGTCAGTG 

AATAAGTAAAGAAATGAGTGAGCAAATATCTCTTAAAAAGAACAGACTTT 

TAAAGTTAACAAGCAGTGATGTGTTATTCAGTAGCAAATAAGATTGTTTC 

CTAATGTCATAATTCAATThn'CCCTGCTTCCTACTATGACTAGATGTTGG 

TTGGTGATAGTTTATATGATTCAGTTATTTGGTTGGTTGATTTAAAACAG 

TGAAATAATCTACAAAACCTGCAGTTGTOCTGCTATTCTCTAGATGGAAA 
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AGGCTTATAAATTTGGTCAAAAAGGTGGGGGGG GATAT AGCGCCCCTTAC 
CATTATATATGTGATTTTTAAAATTGGCAATCATGTTTT 

>Sequence 1060 

ACAGTTACXAAAACCCATCCAACTAAAAATTTAAGCTTTTTGCATTTTAG 

TGGATGCAAATTGTGTCTTAGTAAGAAGAACATACAAAAACTAAGAAAGA 

TAATGTTGAAGAAAATAACAAAGCTTAAGGA CTTAA ACTATTACCATCAA 

GACATGTATAACTACAGTAATTTTAAAAACTGTTTTCTTGCATAAGTATA 

GAGAAATGTACC 

>Sequence 1061 

GGTACTTACGCTTTATGATCTTGAATATTTTCAGTGTTTAAGGAATCTCT 

TCCTTCTTTGATCTCCACTGCATGNAAGAACTCTGTTGCAGGTGTTAACA 

AGGAAGTTTGAAATAGAAAGCCAGAACCTGCCCCCCAAAGATCTGACAGT 

AGTAGAAGGAGATCCATTATTAAGAAGGTATAATGGCAACANAAGAATAA 

TCACAAATTATCTGTGTGTGTAATATGTGTTGTGTGGTGTGGGTCAAGGA 

GATGAGGAAAGTGGTTAGGGAAGACTTTATGGAGGAAGTGGGCTGTCAAC 

AGGGATTGAATGTGACAAGAAAAGTTGGGGGGAATTCATGGTAATGACTG 

ACTTAGGCATTTTAAAACAAGGTATGCTTGTGAAAGGCAAACCCCCATGG 

TTGCAACAACAGAAGCTAATTGCTTCCTTTGCCTGGAGTTTACTGGGGGC 

CTTTTTTAGTTTTGGTTCCrrCCTGGTCTTCGGTCCAAAACACAGGAAGG 

GTGGAGGAGGGAAAGGAAAGGGTGGAAAeGeTTTATAGGGTCTAAACTAT 

GCTTGGAAAAACAGGGGTACTTGTGCCCCCATTTA TTTGGC AATGGAAAT 

AACTGGCCACACTGGATTTCCTTAAAGGGGGCTCCTTTTTTGGAAAAAAT 

TGTCCAAAACGGCCGGGTGAAACAGGGGGATTTTTAAAACAGGGGGTTTA 

TTTCTTCCCCT 

>Sequence 1062 

GGTACTTTAACAAATTAAAAACAAATTTTAAT TTAAA ATATTTTAGAAAT 

TTTACTTAATACATTTATTTAATGAAGGGCTGCTTTTAAGAAAAC TTTAA 

ATCCTCACGTANACCACCACCACCTGCAA AGTATTAATATTCAAC IT 1 1 1 

CAACAAAATGCCTGCTATGTATAAGCTACTGAAAGAAGACAAAAATTAAT 

AAAATGTGTCCCTCCTCTTAGATATCTATAATCTAGGAAAATGAACACAT 

TCTTTTCAGACACTAAACTCCATAAGAACAGGCATCAGATCTATCTTATT 

TACCACCACATCCTGAGAATGGAGCACAGTGCCTGACACATAATAGATGC 

TCATAATAGATGCTCAGGGTTTATAGTCAGTGAATAAGTAAAGAAATGAG 

TGAGCAAATTTCTCTTAAAAGAACAGACTTTTAAAAGTAACAAGCAGTGA 

TTGGGTTATCAATAGCAAATTAAGATTGTTTTCTAATGGCATAATTCAAT 

TTTCCCGGCTTCCTACTATGACTAGATGTTGGGTGGTGAATGGTTTATAT 

GATTCAATTATTTGGTTGGGTGGATTAAAACCGGGA AATTTC TACCAAAC 

CTGCAGTTGGGCCTGCTTTCCT1TAAAGGGAGAGGCCTTTTTAATTTGGG 

GCAAAAGGGTGGGGGTT TTTAGGCC CCTTCCCATTTTTATATTGGGATTT 

TAAAAATGGCATTCCGTG 111 11 1 1CCAACG 

>Sequence 1063 

ACACAAATTCTAGGTAATCTAAATTATTTAAATGTCTAGAATTTTTTTTC 

TTTTATGAACCAGATCACAGTTTCTGACATCGCCTAACCATGTAAAACGG 

GTGAAGCCTTCAGTCTTGGTCTGTTATCTCTTCCCATTACAACTGGTTTC 

AGTAAACAATTGCAGGGCGGCAGGATAACCTCATATTGGAATTGTTAGAA 

AACACGCAGTGTTTTCACAGATGCCCTACATTAACCACNCTTCATAGAGA 

CGTGGTCTCTTCATTATGTATGGTTATGGTATGATCGTTAAA CCATC AAT 

ATATACTGGTTAACAATTTTTAGTAGGTAGTTATTC CTTTCG CITTTGTA 

ATAATATCCC AGTTTTGGTCGTAACCGGTAATTACC nTTT I'CGTAATTC 

GATTTTTAGGTAAAATGGTTACCCCATTAATTTAAGAGATA AAAA TAAAG 

TCTCTACITTTGGAGTCTTTTAAGGTTGTCTATATTGGCCACITrTGTTG 

CCAACTGGAACCAGAAAGGTGCTAAAACCATAAATCGTTGGGAATTAAAC 

CCGGACTTTTTAAGGGAATGGAGAGATTCTITCGACCACCCAGTTTTATT 

AAAAAGACCCTAATAAGGATCCCCGATTTACATGGGGGGTGGGTGTGTAC 

CAGGAGGATTATTCAAACCTTATAGAGAGGGTTTTCTCTTTATTCTGGCG 

CTTTATAAAATATATTTGGATATTTTGGCACATATAGGGCTCAGGAACAA 
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CCCTAGAGGTTTGTGGTAAAATACAAAAAAATTGGCGCTTTGGAGGGCGA 
TCTTCATAAACCCTGGGGCCCTCCAAAAGAGAAAAATAAATAAAAAT 
>Sequence 1064 

ACTTACTACAAGCAGCAAAAGGAAGCTCTAGAACAAGGAATTAAACACAG 

TGTTTGTTTCCAATCGCAGAAGAGGCCATGAGCACCATATGTGTGTCAGG 

CTTATC ATCTG A ACC AAAG AAAGGCC AATCCTTC ACC nTCTl ' ATG ACTC 

TTATAGGCTGCAATATTTCACTTGGCCATAAACAACTTAATATCTCACAC 

CTAGTAGTATTCAGTGACACAGAAAGGGAAAGAGAAAGGATGAAGAACAG 

AGGAAAGAGAAATAATTTCCCAAGATACAAATTTAATATTCTTTCCAAAG 

CATAAGAGCAATTAAAAAATATTTCTCTGTTGTAGTTGTAGGATGGATTT 

TTCTACATTATTGNTCAGACATCCTGGANATAATATCAAACTTTGTAAAG 

AACACAAAATATTTTTATTTTTTAATTAAAAAACAATCCTTCTAAAGGGG 

TTTAAGAGCTTTGAACACAGGCCTTAGTAAAAGTCCCTTGGCCGCAACCA 

CCTTAAGGGCGAATTCACGACA 

>Sequence 1065 

GGTACATTGAAACAATATAGTAGTCTTCCCCTTTACAAAGCTGAATTAAA 

GTAAAAGTGTGTGTTGGNGAATAATAGGGGAATGTNGGATTGGTAGCTGT 

TTAATANAAGATTTAGGATACATTATAAAATTGCTTAAGGGCCAGGCGCT 

GTGG(nTTACGCCTATAATCCCAAGCACTTTGGGAAGGCTGAGGTCGGGT 

GG ATCANCCTGAG ATC AGG AGTTCG AAG ACC ACCCTGTTC A ACA i GG i UA 

AACCCCATCTGTACCTGCCCGGCGGCCGCTCGAAAGGG 

>Sequence 1066 

CCCTTAGCGTGGTCGCGGGCGAGGTACCCACATGATCCCAAAGAGGAGGG 

GCCCTGTATAAACAAGAACCAACCAACATAAAGCAGTGACTACAGGCACC 

ATGACAACAAAAGGAGTTTTAAAGTGCATCTTCAAATAGCACACAATTTT 

CCAATTTAAATAGTTTGGAATGAATCAAAGGGAAAAAAGCATTAATTAGA 

TACAACTGAATTTCTCAAAAGTATATTAACACAGCCTACAAATAAATCCT 

CAAATGTACCTGCCCGGTCGGTCGCTCGAAAGGG 

>Sequencc 1067 

CCCTTAGCGGCCGCCCGGGCAGGTACCCTCCGTGACTTTTCAGGGTCTCC 

TGGTTGAATGAATTTGCAGAAGGATTAAAATGTGTGTTCTTATTTGTGCC 

TTTGTATTTCTCCCATTAAGTAGTGTGTTGGAGGCTTATTAGAATAAGCT 

GAGAAGGGTAATAACATAAACACATACCGTAGGCAGCCCTGACATTAAAC 

ACATNAGGTAGGAGCCTGCCATAAAGCACCGTATGTAAAGAACTAAAAGG 

GGTGTTGTTTCCATTTTCATGTGTCCAAGCCTTCCTTCCATACTCTCGAG 

ATGACAAGAACACAAAGTTTGCTGAGCTTC ACAC C AACTA ATTGACTAAA 

TCCAGAAAGTTTGGAACATGCGAGAACATNTTTTCCTTTTGTTACAAGGG 

TTATCTAATTAATGTTGGACATTTTAAAAATCCACAAGTGTGGATAATCT 

TGTGA>^TTTCTGATTTAAACAGAATCATGGTGAAAAAGGGACCTTATTT 

TCAAGAAAATCTTGCATTATAAAACCCTAAAAGTTACCTTCGGGCCGGCG 

CACCACCNCCTTAAAGGGCAGAATATTTCCAAAACCACTTGG GCGG GACC 

GTTAACTAATTGGAATTCCCAAACTCTGGGGTACCCCAAGCGCTTTGGCG 

GTGAATTCAATGAGGCATTAAGGCCGGTTTCCCTTGTGTTGAAAAATGGG 

TATTCCGCGCTCCCCAAATTTTTCCCACAATAACATTTCTGAAGCCCGGT 

AAAGCCTTTAAAGAGTGTAAAAAGCCCTGGGGTGTCCCTATTTGGGGTGG 

ACCTTAACTTTCCACTTTATGGCGGGTGTGGGCTCCTTTGTACGGGTTTA 

ATATTAGAAAAAATTTGGGGGCCGTAATCTAGGGGATCCCCT 

>Sequence 1068 

GGTACTATATTAGTGTAGCAATTTTCCAAAAGCCATTCATCTTAGAGGGC 

TAAATGATTTTACCITATCAATTCCCCTGTGAAAAAATATCTCTAAAGAG 

GTTTTCTGCTGGAAAATATTGTTGCTGTCACATTGATATGCCAACAAAAG 

CTAAGCAGGGAAGTCAGGCCAAGAAATATCTCCCTGCAAGAGAAGGCATC 

GCACATGTATCTCTCCATGCrATTTAAAATTGCATTCTGCAACATAGAAA 

CK5ATAGGCCATGCTGCAGAAGCCAGGTCCAGGAAAACTGCTTTCTTTGGC 

CTTTACACANTCCTTTTGGAGAGATGCTGGTGAAAGCAGCAACTACCATC 

TGCCTTCTGTTGACTTATTGTCANCAGGTGGAGGGAGGAAGGAGGGCATC 
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GCAGACATCATTCTATTATCTCAACCTTGCTTTCTCGGATC CAAA GCCAA 

GAAGTTGCTGTTCCATGCCCTTAGAGCTCTAATTTGGCACCTTTTCCTGA 

AATGAAAGCITGAAAGGGCTTTTTGCTTTGGTGAAACCGGTTCGTGGCCC 

GGGCAAATTCTGGTGGTTTCGCGTCTGTCAGTGGGTCCTAATAACTGTTA 

TAAGTGTGGTTCTTGGGAACATTTGTAAAATATTTTCTATTGGTCACACA 

CCTTTTCTGTTTAGACATTrATTTTTAACACAGACAAATGCTTAAGTGTT 

CCCGCCCCAGGGTTCTTAACTT 

>Sequence 1069 

GGTACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAGAGAAGGTAAAGG 

CAAGGGCTCACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTGGG 

TCAATTTTAGGATCAAATATAAAAGC ACCT ATAGCTCAGAGTATCTTCTA 

ACATAAAACTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAG 

TATGAAACACTGGGTAGATAAAAGCTTTCTCTAAATC TTAAA GTGCTCAA 

ATATCATGACCTGATTTTTTAGTTTTAGAAATCAGATATTTITCTATTCC 

ATATCTTAAACTTTCATGTTAAATTCTAGTTCTGACAATGTAGGGTTCTA 

TTTTTTTCAGGTGATTGTTGGGAGCGTATAGAAGCATATATAAATATGGA 

ATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTCAAGCCTCTAATCAA 

ATAGATTGATGCTTCAGAAACTTAACAGAATATTATCTGCAATTTGGCAT 

AAATGCATNTTTCTTGGGGAAGTTTCCATGGTCAAAAT TATT AGTCATTG 

CAAAACAGAAAAGTTTGACAACrroGA'AATGCAG 

TGTAAAGACAGGA 

>Sequence 1070 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTATATTAATGAAATTTATCT 

AGTCCTTGCAAACTTGTGCCTATTGATTTTCATTAGTGTAAACTAAAGAG 

AGAAACTTCACACTGACATTTATAATTGTAAGAACTAAGAACCAACCATC 

AGCTTTTCTATGCCAATCCATGCCCTTCAGGAAGTTCTTGAGGCCTTGAG 

GTTGCTAGTTTAGTAAATTGCTTACTGGGACATTAAAGCAGCTACATTTT 

GGAAAGAGGGAGAATTAAGTTTTTTGTTGTTGAATTTATTATCACTAAGT 

AGTTTAAAGCTCTCTTAGATCCCAAAAGAGGAAAA ATTCC AGGTCCATTA 

ATCAAAAGGCTGAAACTTAAACTTTAGNTAAAGTTATTTTGATTAAATAA 

CAAACTTCCGGTTTCCTTCCACAGCCGTTTATCCGAAACTATC 

>Sequence 107! 

CCCTTAGCGTGGCCGCGGCCGAGGTACCAAAACTGAAAAAAGATTGTGTA 

TCCAAACATTATTTCACATAAAATGTATTTTGATAAAGTAAATTCCCAAA 

CCATGGTGCTCAGAGGTTGTAACAGTCCATGTAAGTTGAAGAAAAAGAGT 

TATCAATCAATACGTGACTATCAATCATTTATTTAATCATTATTTAGTTT 

TC AC ATATCTATG AATTC AGTAG A AG AACC AGC ACTC ATAAAGGTG GCCA 

TTCCTATACCTGCCATCGATTACATTATTTTACTTAAATAAAGCTTATAT 

TACATCTGACAACATTCCTTGTTAAAAAATAAATT CCTAA ACAGGGCAAT 

ATTCCCATCTTTTAGAAATATGCCAAAAAAAAATA TTTTTA AACTCATTT 

GGAAACATTCCAGGAACTTATTCCAGAATCTATTTATTTTTGAAAAACAA 

ATTTGTTCAAAATAATCCTTTGGCTTGGTTGGAATAAAAAATTAATTCAA 

ATTTTCAAACCAGACTGGTTTAATTAAAAATTAAGGCCCCAAAACCCCTA 

ATTTATTTCACAG GGGGCCGGTAAGCC AATT 

>Sequcncc 1072 

GGTAcrrirriirrriiii-rirriiiGAGACGGAGrrrGACTCTTGTTGC 

CCAGGCTGGAGTGCAATGGCGCAATCTCAGCTCACCACAACCTCTGCCTC 

CCGGGTTCAAGAGATTCTCCCGCCTCAGCCTCTTGAGTAGCTGGGATTAC 

AGGCATGTGCCACCATGCCTGGTTAATTTTGTATTTTTAGTAGAGACAGG 

GTTTCTCCATGTTGGTOCGGCTGGTCTCGAACTCCCGACTTCAGGTGATC 

CTCCTGCCTTGGCCTCCAAAAGTGTCAGGATTACAGGCGTGAGCCACCAC 

GCCCTGCTTA AGTTTTAATAAG ATCTCTTGGCAACTTTTTACG ACTGGCA 

ACTTAGGTCTCACAAACACAGAAAAGCTTGTtnTTAAGTATATTGTCTTT 

GAAAAGTTAATACACTCTCTAAATGCTCCATTTAAAATGATTTACTTTAT 

AAATGCATGCACTGAGAGAAAAGATATTTGAATGATATACA NCCAC ATGT 

TAAATTAACTGTGATTGTTTCTAAGTATTGGCACTATGGTCAATTTTCT^ 
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TTTCTTGTTTATGCTTTTCTGAAGTTTTCAACCCCCATAATAAAGATGTA 
TCTCTTCT 

>Sequence 1073 

GGTACCTATTGTATCAGAAAAATGCTAATTAATTTTTTGCACATAAAGGG 

CATTTTAAACnTGGTTTTATTCTTTGTGATAAATATGGATGATGAATGGT 

AATGTTAAACAGAATTCAAAAGTTATCAGTTTGGCTAGCCAGACACAGTA 

GTATATGCCTATAGTCCTAGCTACCCAGGAGGCTGAGGCCAGAGGAGCCC 

GGAAGTTCACGTTTAGCCTGGGCAGCATAGTGAGACACTGTCTTTTATAA 

AAACAACAGCAAAAATGATCAGTTTGG GATAG TAAGACAAATGGCTTTCT 

tttgttaggaatttctctatttaaaggacttttaggcctagagtggtgck: 

ttacgcttgtaatcccagcactttgggaggccaattgcaggagaatcact 

tgaggccaggagttggggaccaacctgggcaaagtagggagaccctgtct 

cttcaaaaaaatacaaaaattagcccagtgaggtggtgcttgcctggggt 

cctagccactgggaagctggggtgggagaaatacttgggcccaggaattt 

gaggttgtagtgagctatgatcccggtacagattatagaccct gtctcta 

aaaaattaaaaataaaccttttttaaaggactttaaagttggal i i i i i l 

CTTGTTAAGTTATTATCATTCTTATGTCCTGCTTTGACCTGCCCGGCCGG 

CGTTAAG 

>Sequence 1074 

GGTACTGGGTC ACTCTGCCCCAGCTCTCC AAAGGCATCAAG ATCCG Ac 1 G 

CTAGGAGCCCCGGCTTCTTCCCTGACCTGCCCGTCTCCTACACCCTCTGG 

TCCTGCTCCACACTGGTCTAATAACTGGTGTTCCACATTCCTCTAACGTG 

CACAACACAGTCCTGCCCCCGTGCTTTTCACCTCCTGTCCATTCCTCTTA 

TAACGCTCTTCCCCAAATCGCTTGCCCATGGCTTGTTTGCTCATCTCAAG 

GTAGAAACAAACTGTCGCTCAATCAGCTAGAGCCCTCCCACTATGCTCCC 

GCGTACCTGCCCGGGCGGCCGGTCAAAGGG 

>Sequence 1075 

ACTCTTCAAAGAGGATAAACTTAAAGAAAATGACTAGATACACATCAAAT 

TAAGCTGCTGAAAACCAAAAACAAAGAAAAAATTTTTGAAAGCAGCTAGA 

AAAAAATTACACACCACACAGAGGGGAATAAGGTTTACATTACAAAGATT 

TTTCACCAGAAATCAGAGAAGTGAAAAGACAGCTAAATGGCATCATTGAG 

GTGCTCAAGGAAGCAAGCATCTACTCGGAATTATATATCCACCTAAAATA 

TCCTTTAGGAATGAAAGTAAAATAAATACATTCTCAAAGAAAAACAAAGA 

GAATGTATCCCCAGCAGACTGATCTGCTAGAAAAGCTAAGGTCAACATTA 

GGCTGAAAGGAAATGCTGCATCTTCAGGAATGA AGAAA GAGCAATAGAAA 

CAATAAATATATAGGAAAACACAAAATACTAGATlT^GCTCTAAGTrCT 

ATAAAGTACC 

>Sequence 1076 

ACTTCACTGATTTATGGCAAGTCAGCCAATCCATCAGTGCTCAAAGCTCC 

TTGTATTGTCAGGAATGTCTAACATTATTTGTCACTCATTCAGAATTAAA 

CTGCCAACTAGTAGCATTTGTTTTGTGTCTGATAGATTCTTCATGCAGAA 

AGAATAAGTAAAATGAGATGGGACACAAATCTGAGTATAGCATTGTCATT 

ACTTTTTGCTGCACAGATTACTTGCAAGAAATATTCTAGTCTGGGGCATA 

ACAGAATCCACAAATTCCAGATTTAAGAAATAGGTCTATATAAAGCTTAT 

TTAATATTTGGTATATTTTTTAGTTACTCATTGCGTGTCCTTTATAATGC 

AAAAGCATTTTTTGCGAATCnTGTTTTCCTACnTAAAATGAAGAAAATCT 

TAACATACAGTGGTGAATAGGAACACCACACAACCCTATATATTGATTAA 

AGTAGTTTATTAGGTAAGCTTACAGTNGAAGTAGCITCCGAAAAAAAAAT 

ATTAAGAAAACXATTAGAGAAAGGGTATTTACTATTTCTTAAGGGGGAAA 

AGGTCCTATTATCAATCATAGGTGTTCTATTTATAAAAGGTATGTCCTTC 

AGAACCTGGAGAAGGGCnTTACAAAATACCTTGGAAATTATTCCAGGGGA 

ACAAATTGACTCAAAAmAACAAGAGCTGGGTTAAAACCCTGGAAAAAGGCC 

TTATAGCCAAAT 

>Scqucnce 1077 

GGTACAGAGTAACCATGACTTACTAGGTGTTATGATGAAGGTGTATGTGT 
GTGTATATGTGTGCATGCATGTNATAAGTGTGTGCATTTGCACACATAAG 
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AGTTTTAAGCTGCTCCTGTCATTTATTGATGGTCA AAGGT TTCTTTTGGC 

TATTGCTGG ACTCTTAAG ATTGTCTTGTAATTGTC 1 111 1 GTTGTTGTTG 

AAAATTAAGGGTGTATATTAAAGGTAGTTTTTACCCAGATCTTATATGTG 

TGATAGCTCACGTCTGTAATCAGAAACCTACTGTTTAAT GGCCA CCCAAT 

TGCCATTAGCTTCCTAG AGGGTG ATTTAATAAACTATC I 111 l l AAAAC T 

CATTTAAAATTAGAGACATGTTTGCATACAATGGATTAATGACGTTTTCA 

CACTAACCCACAAAAGTCTGCTGCACTTTCTTTTGTAGGCCTAACATTCA 

TTTCATATGCATTGAATATTATTGGTGAACTTGCATT AATTACA TCGTGC 

ATATATGGACATACAATGTCATCTGCAGAATTTAAGATTTTTTATTGTTA 

ATTTTTATAGGGACTGGGAAATTGAGAATTTAAATTAGCATGCTTCATTT 

ATAATAATATTTCTAGTGGTTCATTAACCCCTAAAATGTGATTAGATCAG 

GATTAAATTGGGAAGAAAATTTTTCCTAAAATGGGCCTGGCCCGGCGGGC 

GTTTCAAGGGCAAA 

>Scquence 159 

TGGCTATTGAGACCTCACCGCGGTGGGGGCCGCCCGGGCAGGTACACAGG 
ACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAA 
GGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAAC 
ATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTTACACCGC 
CGACCATGGTTACCATATTGGGCAGTTTG GACTG GTCAAGGGGAAATCCA 
TGCXATATCACTTTCATATTCCTGT 

GTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGC 

CCCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACG 

GCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTT 

CGAACAAACAAGAAGGCCAAAATTTGGCGTGATACATTCCTAGTGGGAAG 

AGGCNANATTCTACGTAAGAAGGAAGGATCCAGCAAGAATATCCAACAGT 

CAAATCACTTTGCCCAATATGAACGGGGTCAAGAACTATGCCAGCAGGCC 

AGGTACCCTTGGCCGTCTAGACTGGTGGATTCCCCGGCTTGAAGAATTCC 

ATTTTAAGCTATTATTACGTCAACTTGAAGGGG 

>Sequence 160 

TGGATGATGNATTGGTAGGCCTCATCGCGGTGGCGGCCGCCCGGGCAGGT 

ACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAG 

CGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCT 

GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTT 

ACACCGCCGACCATGGTTACCATATTGGGCAGTT TGGACTG GTCAAGGGG 

AAATCCATGCCATATGACTTTGATArrCGTGTGCCTTTTTTTATTCGTGG 

TCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTG 

ACTTGGCCCCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGAT 

GTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAA 

CAGGTTTCGAACAAACAAGAAGGCCAAAATTTGGCGTGATACATTCCTAG 

TGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGGCAGAATATC 

CAACAAGTCAATCACTTGCCCAAATTGAACGGGTCAAGAACTATGCCAGC 

AGCCAGGGTCCTCGGCCGCCTAGAACTAGTGGA 

>Scqucnce 161 

GATAACGTTGAACCTCATCCGAGGCCGGCCGAGGTACCATCCTATTAATA 

CTAACTTCTGCTTCTACATACTGTAGACCTTTCTGGATGATAGAAATCAA 

TGCAGCGGGTGGGACGAGGGCACCATTTATATTGGACTGACTGATATGGC 

TTTCTATACCAAAGGTAAATGCTGAATGAGAAAATCCTGACTCTTGCAAG 

TATCTATATACCAAGAAGTTGACCTCATCACTGCTTATACTCATCTTTAT 

TCCCACTTAAACCATGAGGTCACACCACAGGATATAACCCATTGGCAGTG 

CATTGATGTGGGGATGTGCAACTGAATATCCGGGCACCGCCAATCACAAG 

TTGCTGTTGTTGATGCTGGAAACGGTGGCCTTCAACGCCGCTTCCCCCTT 

CCGGGAATCCCCGCGTCTCCCCCCGGGGTTNNTATTTCTCTAACTACTCA 

GTCTATTCTCACTAAAATATTCTTTATAATTTAAACTTTATACGAATT^ 

ATAGTTATTCACTATTATTTATTTTTTATATATTA TTAC ACAATTCTATT 

TTTTTTAAATCAATACTTAACACTTTTCT 

CCAATAGATTATAACATTTTTACTTATTACATCTTTCTAC 
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>Scqucncc 162 

GGCGGCCGAGGTACCTGGCCTGCTGGCATAGTTCTTTGACCCGTTCATAT 

TTGGGCAAGTGATTTGACTGTTGGATATTCTTGCTGGATTCCTC CTTCT T 

ACGTAGAAATTTGCCTCTTTCCACTAGGAAT GTATC ACGCCAAATTTTGG 

CCTTCTTGTTTGTTCGAAACCTGTTACCTGGCTTTTCTGGGTCCAGAAGT 

TTGAGGACAGACTTGCCGTCCACATCAGGAGGTGTGTCGAGCCCAGCAAT 

ATCCAGGATCGTGGGGGCCAAGTCAATGTTGAGAACGATCTGTGGGACTA 

TTGATCCTGGTTCTACACTTGGACCACGAATAAAAAAAGGCACACGAATA 

TCAAAGTCATATGGCATGGATTTCCCCTTGACCAGTCCAAACTGCCCAAT 

ATGGTAACCATGGTCGGCGGTGTAAATGATGTAAGGATTCTNCAGCTTCC 

CCGTCTCCACGAGCCTTGTTTACAGGCTTTCCACAGAATTAT 

>Sequence 163 

TTATTATCGATGCGCACCACGCGTCCGGGTGGCTCTATGTAGTTCTAATT 

TGCATTTCTCTAATGACTAACGATGTTAAACATATTTTT ATGTAC TTGTT 

TC ATGTACTTGTTG ATATGTCTATTC A ATTCCTTTCACC A K I'l ' I I ATGG A 

GCTGTTTTTTTATTATTGAGTTGTAGGATTTCTTTATATATGCTGCATAC 

CAGGCCTTTGTTATA1ACATGCTTTGCAATGTACATTGTCTT AAAAT CTG 

TGGCTTGCCTGTTCAATTCATTAGTGGTGTTTTGTTAAGCAGTTTTTAAT 

TTTGATGAAGTGTAACTTATTCATTTTTTATTATGGTTATTGCTrTATG 

TTGAGGTCCGAAATTTTGGGTTGTGAGAAATGA^ 

TTTCCTTCAAAAATTATATGGTTTTATGTATTTTCAATCTCAAAATATTC 
TCTAATTTTTTTGCTGATTTATTTACTAAAGAAATTTGAGGGATTTGCTA 
TAATGTTAGGG A TTT1 I CTAGATGCCACT 
>Sequence 164 

TCGATGACTCACCGCGGTGGCGGCCGCCCGGGGCAGGTTATTTAATTTCT 

TAGTGTCTCAATTTCCTCCTCTATAAAACAGAGATAATAGTATTTAGCCC 

AGAGGGTTGTGGTGAAGTGTGAATCATTTCTCCATGTAAAACACATAGGA 

CAGGCTGGGCATGGTGGTGGGCACCTGTAATCCCAGTTACTTGAGAGGCT 

GAGACAGGAGAATCGCTTGAACCCGGGAGACGGAGGTTGCAGTGAGCCGA 

GATAGTGCCACTGCACTCCAGCCTGAGTGACAAGAGTGAGAGTCCATCTC 

AAAAAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 1078 

CATGCGCTGTATATAAAATCTTCGTCTTGTTGTATATATATATTTAAAAA 

tgtcgatgacgtttaacagataaatnwtn^^ 

nnaaagtggnggngngattgtatacgactatataggcgaatgggcctctc 

aagcattctcnancngncgccantgtgataattctctctataa tcggcc g 

CCCGGGCAGGTACAGACTTAGTACCTTTGCTTTTATATATTGTG l l i l l J 

GCATAGATATGAATAGTTTCACTAATTCCATTCATGGTACTGTAAACATT 

CTTAAAACTTTGTTTTATGGGATTATCAGAGTAACAAAATAATGTAGTCC 

CTTTATGGACTATAAGTAAC 

>Scquence 1079 

GGTACAGCTCACATTCATGGGGAGGAAAATCAGGGCCTGTCTTTAGATAG 
GAGATGTATCAAAGAATTTGTGGACATATGTTAAAATCACAGCACTACTC 
TTGATGT 
> Sequence 1080 

CGATATGGGAGTCGACCCACGCGTCCGCTGCCATCGCCCAATGGGCTCAT 

AAACAAAGTGGCCATGGTGGCAGGGATAGACTTTCTCAGCAACATGGACT 

TTCACTCACCAAGGCAGACCTGGCTACAGCCACTGCTGAGTGCCCCATTT 

TCCAGCAGCAGTGCCCAACACTGAGCCCTTGATATGGATCATTCCTTGGG 

TGATCACACAGCTACATGGTGGCAGATTGATTATATTGGACTTCTTCCAT 

CATGGAAAGGGCAGAAGTTTCTCCTCCCTGGAATGGACACTCCAGATATG 

AGTTTGCCTATCCTACACGCAATGCTTCTGCTAAGACTACCATCTGTGGA 

TTCACGGAATGCCITATCCACCGTCATGGTATTCCACACAGCATTGCCTC 

TGACCAAGGCACTCACTTTACAGCTAGTGTGACAGTGGGCTCATGCTCTT 

GGAATTCACTGATCCCACCATGTTCCCCACCATCCCGAAGCAACTGGATT 

GATAGAATGGTGGAATGGCCTTTTTGAGTCACAATAACAATGCCAACTAA 
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GTGATAATACTCTGCGGGGCTTGGGCAAATTTTTTCAGAAAGCCATTGTT 

GCTCTGAATCAGCATCCAATATATGGCATTGGTATTCCATACCCAGGATT 

ACAAGTCCAGGAAATAATGGGGTGGAATTGGAATGGATTACTTAACATTA 

CCCCTAATGATCCATAGAAAATTTGGCTACTGTTCCCACACATTCATTCT 

GGTGGTCTAAAGGTTAGATCCCAAGGAGAAAGTTCCACAGAA 

>Scqucncc 1081 

GGTACACGATGTGGCTGACATTTGGCTGGAGTCTGCTAAGATGTCTTCTT 

ATCCTGGATGGACGCAGACCTGTAACACCTCTGTTTTTCATCTTCTCCAC 

CATATTTTTCATCAGCCGCCTCATTGTTTTTCCTTTCTG GATT TTATATG 

GCACGCTGATCITGCCTATGTATCACCTCGAGCCTTTCTTTTCATACATC 

TTCCTCAACCTACAGCTCATGATXTITGCAGGTCCTTCACCTGTACTGGGG 

TTATTACATCTTGAAGATGCTCAACAGATGTATATTCATGAAGAGCATCC 

AGGATGTGAAGAGTGATGACTAGGATTATGATAAAGAAGATGAAAAGGGA 

GATGAAGAGGCTACCCAAGGCAAAGAAATGGATTGTTTAAAGAACGGCCT 

TCGGGCTTGAGAGGCACCTCATTTCCAATGGGCAGCATTGGCCTTAACTG 

GAAGCCTACAGGAACTCCTTGGCACCAGTTGCTTAAAGTAACTTGCCCGG 

CCGGCCGATTGAAAGGGGGA 

> Sequence 165 

TCTTCCATACrrCGTAACTXrrATACATTTACCATTGTTATCATCTACTAT 

AATTATCCATCTTATACTTCCGAACTCG 

TTATATAATTTCTATTTATAAATTACTTTCNACTGCNAANAGCCNTTGTG 

TTTTTATCCGCCTGACGAACGCGCAGGNACCGGCATCAGCATTAGTAATC 

AACCTGTTAATCCAAGGTCTTTAGAAAAACTTGAAATTATTCCTGCAAGC 

CAATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAGAAGGGTGA 

GAAGAGATGTCTGAATCCAGAATCGAAGGCCGTCAAGAATTTACTGAAAG 

CAGTTAGCAAGGAAAGGTCTAAAAGATCTCCTTAAAACCAGAGGGGAGCA 

AAATCGATGCAGTGCTTCCAAGGATGGACCACACAGAGGCTGCCTCTCCC 

ATCACTTCCCTACATGGAGTATATGTCAAGCCATAATTGTTCTTAGTTTG 

CAGTTACCCCTAAAGGTGACCAATGATGGTCACC CAATC AGCTGCTACTA 

CTTCCTGTAGAAGGTTAAATGTCATAATTCTTAGCTTTTCAGGAATAACT 

TTACCCTGGCACTATTAATGAAAGCTCTACCGGGGTGCCTATGTCTTAAG 

GGTGGTTTGGACCTGCTTCAAATATTTTCCTTCACCTTTCCCATCTTCCA 

GGGGTCCTTGGGCGGTCTGAACTAGTGGGATCCCCGGCCTGCAGGAATCC 

ATATCAACTTATATGTCCCGCGCCCTCAGGGGGGGCT 

>Sequence 166 ->..-. 

TTCTATTATTCGTTGATCGACTATTCCTTGTTCGGTNTATTGATrGAACA 

GTATTCATTACTTCTATTACTTCTTTTTATACATCCATTATCGTCTGTTT 

ACGATGTTTATCTATf ATTATGTTCCTACATTATGTTTATTAC^^WNAAG 

GGTCGTTGCTTTGTAGCGCNCTCTCCNAGTGGCGGCCGNGCGGGCAGGTA 

CTrGCTCAGCCITGCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGAC 

CAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAAG 

AAAGGTCGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAACAG 

TTTGTGAGGACTTATCTGTTGTACCT 

>Sequence 167 

CCGCCCCGAAGTACGThrrCCGCTAATATTGATGGCAATTTCTACGTTATT 

CTCAACTCGTTTTCATGTTACTTATATGACATCTACATCATCAGTTTATA 

GTACATAATATNThnThWA^TGTATGTGCTGGTAGCGGGCTGNCGNCCGG 

GCAGGTACGCGGGATGGCACGTGCAGCGCAAGTAGGTCTACAAGACGCTA 

CTTCCCCTATCATAGAAGAGCTTATCACCTTTCATG ATCA CGCCCTCGGA 

ATCATTTTCCTTATCTGCTTC 

CACAACAAAACTTACTAATACTAACATCTCAGACGCTCAGGAAATAGAAA 
CCGTTTGAACTATCCTGCCCGCCATCATCCTAGTCCTCATTGGCCTCCCA 
TCCCTACGCATCXTTTTACATAACAGACGAGGTCAACGATCCCTCCCTTAC 
CATCAAATCAATTGGCCACCAATGATACTGAACCTACGAGTACCCT 
>Sequence 168 

CrrGTCCTTTCACTTCACACATTTTrCCAACITCT^ 
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TCTCTATATTTTCnTTTTTAATATAAATATAATATAGTCTATCATATTGT 
ATTAATNNWflWTCTTAAGTGTGCTC 

TGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTTTCCTAGGACAGTTC 
GCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATCGCGGTCGAAAT 
AGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCTGCAGGTACCT 
>Sequence 169 

CCGTGTGCCCATTGANANTCTGNCTTACCGNGGNGCCGGCCGCCCGGGCA 

GGTACTTCCACTATTATTGAATGTATTCTGTATTATAATTGTATATTTGA 

TTGCCTATCTCCCCTCAACTGCATTATACA TTTTC ATGGGTGAGCCAGTG 

TCTTTTTCACTCTATTTCAGTGCCCTGCACATTTTCTGGCACATAGTAAG 

CATNCCCATGAGTNATCTGATGNAATAAATGTANTTTCCCTAAATTCAGG 

TTCAGTATNCCTTAATCTGNAAAATACTAAAATCCGAAATGCTCATAAAA 

TTCAAAGCTTTTTTGAGGACCTGACCTCGTGCCTCAAAGGAAATGCTCAT 

TNGGAGCATTTTGGACCTTCAGAATTTrCAAGATTANNGGGATATTCATA 

CCCGTAAGAAATAAGTGCTCAATATTTCCCAAAATNT NNCAAA AAAGTCT 

TTGAAATCCCCAAAACAACTTTTCTGGTCCCCAAGGTATTTTTTGGAAAT 

AAGGGGATTACCTCANACNNCTTGTACCGTNNAAAATACCCATGCANNNT 

ACTNNTTCGATTAGGCACCCATGTGAAAGGGGTATCTTTCTCTTANNAAA 

TTGANACCCTCATTGGGNKITTCGTTCTTCAAGCCAAAACTTGACCCTGG 

GGGGGGACTTTCAACATGi^WGCTTTTAATTCCGTGCCCTN 

ATGGCCATGGTTCCTCTTTTTTTACCACATAAATTTCAATGGCCCCATCA 

AGATTGAATATTCACATTTCGACCATAACACTGGCCATTCAA GGTCCC TT 

CAACAAGCCCACTCATAANGGTTTTCCTCCTCTCTCCATCCAATTTTTGG 

TTCCTTATGAAAATTTCTACCTTTGGCTTTCCCCCAGGAAACCTTTAAGT 

AGGTTTCTCGGTCAGGTCCCGCAACACCACCGCAACGCGGGGTCCTCCGC 

GTAACCTTCGGCCGGTTCTAGACCTAGTGGGATCCCCCGGGCCTGGAGGA 

AATTCGAATTCAAGGCTTATCGATTCCG 

>Sequencc 170 

TGTGTCG ATGCGTC ACCGG GTGGCGGCCG AGGTACTTAG CTGTG ITTTTA 

TTCAAAGTCTACATTTTATGTAGTGGTTAATGTTTGCTGTTCATTAGGAT 

GGTTTCACAGTTACCATACAAATGTAGAAGCAACAGGTCCAAAAAGTAGG 

GCATGATTTTCTCCATGTAATCCAGGGAGAAAACAAGCCATGACCATTGT 

TGGTTGGGAGACTGAAGGTGATTGAAGGTTCACCATCATCCTCACCAACT 

TTTGGGCCATAATTCACCCAACCCTTTGGTGGAGCCTGAAAAAAATCTGG 

GCAGAATGTAGGACTTCTTTATTTTGTTTAAAGGGGTAACACAGAGTGCC 

CTTATGAAGGAGTTGGAGATCCTGCAAGGAAGAGAAGGAGTGAAGGAGAG 

ATCAAGAGAGAGAAACAATGAGGAACATTTCATTTGACCCAACATCCTTT 

AGGAGCATAAATGTTGACACTAAGTTATCCCTTTTGTGCTAAAATGGACA 

GTATTGGCAAAATGATACCACAACTTCTTATTCTCTGGCTCTATATTGCT 

TTGGAAACACTTAAACATCANATGGAGTTAAATACATATTTGAAATTTAG 

GTTAGGAAATATTGGTGAGGAGGCCTTA 

>Sequcnce 171 

TGTTGTACTTATCGGGGGCGGCCGCCCGGAGCGGCGCGGAGCATGATGGA 

AGTCGTAGTAGGAAATGGCGTCGTGGCATTGAGGGGCATCCCTCCTAGAA 

CCTCCAGGAAAAGCTCGCGGAAGACGAGGTTCTGCGGAGAGAGAGGCTCC 

AAGCAGTCTGGGAAGTGTAGTCCAGTTGGCTTAGCAGTAGTTTCGTTGGG 

GGGGAGCCGAGGTTCCGGCAAGGGGCTAGGCCGGCTTGAAAAGAGATTAT 

GACTGTACCTCGGCCGTCGAGCGGCCGCCCGGGCAGGTACAACirnATA 

CAACTCAGGAGATTAAAAAAAAATCTCCACAAGAAGAAGCAACTCAGCAG 

GCCCTGGCATTAAAACATTTCCCAGAATAAACAGATATGCATTGCATTAA 

AGGTAATTTTCAAATATTTAAGTTACACCAAGATTTCCCTCCAATATGTG 

CCTTTCTCAAACCAATGCAACTAATTCATTGCTAATACTGGGGC ATGAA T 

TTTTGGCAAATGTTTATGGTTTTACTTTCTrCATTAATCAAAA^ 11 1 1 1 

TAAAGTGCTACCAAGCAGCAAAACATGTCGCATCAGTTCTCTGCTCATGG 

CAGAAGTGCCCACTGTGAAATCGCAAAAGGTAT 

>Scquence 172 
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GACGATGCATTCACCGGGCGGCGGCCGGGTACAGATTTAAGGTTGATGGA 

ctcagggtaaggatagctacagctgtgtggggctgaaggtctgtggcact 

gagctactggggaaggagggctctgttttcattgtgacacactgagttaa 

taaagcacttactgagggagccagagcccaaactctaaatgtgctgtaga 

aaaagggccaagtcattgactgcaccactcx:ttcagccagaggtagaaag 

gatttactcttcagccatctggtagagccccaagaacaagttacatgtgg 

acaaagggagggagaggtatcatggtgattaataaattcaaacaaagctg 

aatgataagaccccaggatggaatacagtctgagaaaggcctgggcaaag 

GGAGGCAGAGGGACTGAAGGAAGCAGGTCAAGGAAGATACACCC 
>Sequencc 173 

AGAATGACCCCTTACGCGTGGCGGCCGAGTACGCGGGATAGGTGGAAAAA 

AACACTGCCATTCACAAGTCAAGGAACCCAGGGCCAGCTGGAAGTGTGGA 

GCACACATGCTGTGGAGCACACATGCTGTGGAGATTGCAGTGTGTCTGAG 

GTTTGTGTAGTAGTGGAAGATTTTAGGTATGTAGAGCAAGTTGAAATGGA 

TTGAGACTGCATGGGGGCATAAATGAGAAATTGCCTGTAGCATCTAGTCT 

ACTTGAAGGAAGTGGAGACATAAGGAGAGACAAAAACAGGTTTGTGCCAT 

AAAGTATTTTTTCAAAGACACCAAGATGTGGGTAAATGAAAATTATTAGT 

TCACTTCCCTGCTGGCATGAA ACTTT GCCTTAAGAAGGGT GGCTGGA ATT 

CCAAGGTTTGGTA A AGGGCAATTTTGGGTAAAGG ACTGGC Mini G AAA 

TGCCTTATG 

>Sequence 174 

GTTTGATTGCGGTGGCCGAGCGGCCGCCCGGGCAGGTACCACTAGGGTGT 

TGTTAAAGGACTTGATAACCAGCTTGAAGAGGTTCCTACTGACCAGAAAT 

GGAATGAAATTTAAGCATCAATAAGGGTAATAACTGCAA GAGAC TGACAT 

CCACTATGGTTTAAATCCATGAGGTCACAATGATACTTAATT^^ 

TTCTGAAAACCAGTAAATAAAGGCTAAGATTCAACAAGCATTTATCCAGC 

CTTTCCTCAATGAAATATATCTTAAGAGAACCGAATAGTTAACATAGAGA 

CATGGCCGGGCAAGGTGGCTCTCGCCTGTAATCCCAACACTTTGGGAGGC 

CGAGGTGGGAAGATTGCTTGAGCCCAAGAGTTCTAGACCAGCCTGGACAA 

CATGGTGAAACCCTGTGCCTACAAAAAAAAAAAAAACAAAAAAAAAGTCC 

CACTTCCCCTTTTTACTGTAGGGGGGATAACTTTTAGGAATTAACITITT 

GAATATTATTTCTTGAATAAAGCATGTGTTAATGGTTAAAAANACAAAAG 

ATCAAATAATAGAAATAATAAGGTCCCTCGGCCGCTTAAAAATAAGGGGA 

TCCCCGGCTGGAGGAAATTCATTCAAGTTAATGATACCGTTACCCTTAGG 

GGGGGGCCGGTACCAAC1T1I 11 1 CCTTTAATGGG _ . 

>Sequcncc 175 

aatcaagcgcattattcgtattactgtacgtaatacatcgacgtx:tgcta 

ctcanatttttactttattatatatgtacactcactctatctatatatac 

tattattgtatctatgaggctatntatatatttannnnaagtttggtgtg 

cgcgaccggccagqtaccaaaacctggggattaagctaagaag tctgg tg 

gagagactctgtggacgtaaagaagggaatgaacacagagaaactttcag 

ccagattcctgagtgtcacctgaacaagaaaagtcaaactggagtgaaac 

catgcaaatgcagcgtgtgtgggaaagtcttcctccgtcattcattcctg 

gacagggacatgagagctcatgctggacacaaacgatctgagtgtggtgg 

ggaatggagagagacgccccggaaacagaaacaacatgggaaagccttca 

tttcccccagtagtggtgcacggcgcacagtaacaccaactcgaaagaga 

ccitatgaatgcaaggggtgcgggaaagcctttaattctcccaatttatt 

tcaaatccatcaaagaaactcacactggaaagaggtcctataaaaggagg 

gaaaaaggtgag agcctttacagttttcagi "i'luri'l" 1 gaaaacatggaa 

aaatgcatacttgggaaaaaacgctatgaatgtaaatactgtggaaaacc 

taatcggttattccaggttattttaaattcatgttagaaataacactggg 

gaaaaacctaccaaaggtaaccaTgggggaaaggctttattttccgaggg 

TACCTTTGGGCACATTGAAATAAAACTTAACCGGCTGGT 
>Scquence 176 

CCGGCCAGGACGCGGGGTGCTGTGAAGAGCTTTGCATTGTGGGAAGTCTT 
TCCTTTCTCGTTCCCCGGCCATCTTAGCGGCTGCTGCTGGTTGGGGGCCG 
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TCCCGCTCCTAAGGCAGGAAGATGGCGGCCGCACAGAAGACGAAAAAGTC 

GCTGGAGTCGATCAACTCTAGGCTCCAACTCGTTATGAAAAGTGGGAAGT 

GCCT 

>Sequence 177 

CCCCCCCGTTACCCGACGCCGTCGCGATTGGAACTCCCCGCGGTGGCGGC 
CGAGGTA C 1 1 1 1 1 1 1 1 111 II II 1 1 1 ATGAATTATTTATTTTCTTTCTCA 
GAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGTTCTGCA 
TCTCCCCACAGACGGGGTGGTTCTAGA 

> Sequence 178 

TGGGGCGTTGAGACTTCCTCGCGTGGCGGCCGCCCGGGCAGGTACCAAAC 

CATTTTCACTAGTTCAGGATAGGAATATTCATCAGATTGTCTCTGTAAAA 

GTGAATCACAAAAATTCCACCTGTGTAGGTGTGGGACTGGACAGCTGAGT 

GACAGGGCCCTGGGAAGAACAGAAACCACTTTTCCTCTTTC CTCT GAAAT 

ATCAGAAGTTAAAAATCTACTCTGAGTTATATGTGCATCAATTTTAGACA 

TATTGCTGATTTTATTATGAAAATGAAGTGCTAAAGACAAAGGATATTTC 

CATTCCTCTGGACAGGCAGCCACAGACCAGCACTGCTTGACCCATGTGTA 

TACACATGTGTGCTTTGTACCT 

>Sequence 179 

TGGTCGTTGTTGCGGGCTGCCGAGGTACTCACAGTCACGCAAATTCACTG 

TttGCGTGGAGGGCl^CCATTGTrGrrCTTGGCTTTACAGGTTCCCAGG 

TCAAGAGCTTCACCCATAATTAAGACCTTCTGAGGATGAGCGATAGATAA 

ACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGA 

TCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCT 

CCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAG 

TTTCCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCT 

TCTTCAATATAACCCCAAA 

>Sequence 180 

TGANAGATTTGCGGNGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAA 

GGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTG 

GGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACC 

TTCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTC 

CTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGG 

GGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGT 

TCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTAT 

GGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAG 

AGCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGAGTACCT 

>Sequence 181 

TGGATATGTGCATCGGGGGCGGCCGAGGTACTCACAGTCACGCTCCTCTG 

AACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCTACGACAGTC 

CCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATAAGAACAA 

GGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGA 

AGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAAT ATAAC C 

CCAAATGTCACCCAATCTATTTCTTCCAGCTTCTtrrCTGGCCATCTTTTC 

CTTGATCTGAGACAGTCTGATCAGTTTT 

>Scqucncc 182 

TGGATACTGCAATCGGGGGCGGCCGAGGTACATGGATACGTTCTCTTCTG 

GGGGCGGTCTCCAGTCCTTTCTCATGAGGGAGCACACTCCTCTGCCTCAT 

TGCAGTGGCCTCAGGGATATGGAATTAAGATCCACCTGGTGTGATGAATA 

AACCCAGACTCTCAGCAACGCAGGAAAAAAAACAAAAACTGGCTGGCGAT 

CTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTG 

> Sequence 183 

TGGATATCGAGACGTCTATCGGGTGGCGGCCGAGGTACGCGGGGAGCGGA 

AAGGGAGACTGTGGGGAACTAGGAGCAACAGCAGGCATGGACCAAAGCAG 

TGAAGGATGTATGAAAAAGATTAGCAGTGTGAATCTTGACAAACTTATAA 

ATGACTTCTCACAGATAGAAAAGAAAATGGTAGAAACCAATGGAAAGAAC 

AATATACTGGATATTCAGTTGGAAAAAAGTAATTGCCTATTAAAAGTAAT 
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GCAAGCAAAGGAGGTCTCCATTAAAGAAGAATGTGCTACTCTTCATAATA 

TAATAAAAGGGCTACAACAGACCATTGAATATCAACAGAATTTGAAAGGT 

GAAAATGAACAACTAAAAATAAGTGCTGATCTTATAAAAGAGAAGTTAAA 

GTCTCATGAACAGGAATATAAGAATAATATTGCCAAACTTGTAAGTGAAA 

TGAAAATCAAAGAGGAGGGATATAAGAAAGAAATAAGCAAACTTTATCAG 

GACATGCAGAGAAAAGTTGAATTAAATGAAGAAAAGCACAAAGAACTAAT 

AGAGAAAAAGGAGATGGAAATTCANAGTTAAATGCAAAGCTCAGAAGTCA 

AAAAAAAAAAAAAAATGAAATAATCAAGCTACAACTAGAANTTGATGCCA 

AACTAGCAAGAGTTCAGACTAAATCAAAATCTATCAGGATTTACTTGTTT 

>Sequence 184 

TGGATGATGCTCATCGCGGGGCGGCCGAGGTACATGGATACGTTCTCTTC 

TGGGGGCGGTCTCCAGTCCTTTCTCATGAGGGAGCACACTCCTCTGCCTC 

ATTGCAGTGGCCTCAGGGATATGGAATTAAGATCCACCTGGTGTGATGAA 

TAAACCCAGACTCTCAGCAACGCAGGAAAAAAAACAAAAACTGGCTGGCG 

ATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTG 

>Sequence 185 

GCNNNATGATTANTCCTTACCGGCCGCCCGGCAGGTACGCGGGGGTGTCC 

GGCGATGGGCACGGGCATTTCTTCGTTTATAGCTGTCTGTTTGCATTCTG 

ATTGGGAACACTGGGATCATTTTCATCATGCCGACAGTGGTGGTAATGGA 

TCTATCCCTTTCCAIXjACCCGACCTGTGTCTATTGAGGGGTCCGAGGAAT 

ACCAGCGAAGCACTAAGTAATATGGATGATTATGACAAAACCTGCTTGGA 

GTCTGCATTAGTTGGTGTTTGCAATATCGTTCAGCAAGAATGGGGTGGTG 

CAATTCCTTGCCAGGTTGTCCTGGTGACAGACGGCTGTCTTGGCATTGGT 

AGAGGGTCACTGGAACATTCCTTACCCACTCAAACTTAACGAAGTGAGAG 

CAACCGGTTTCCACTACCTTTTCCTTTCCCATCTAACTTATATACCAGGC 

GCGGGCGCGAATTGGAGGGACCACCGCGCCCCTGTTCTTGGGAATTTCTA 

AAATCTATTATATATTCACACATTTGTAGGGGGCCATATTATAATTGTGG 

CCGCCCCTGTGTGAAAAAAAACTCCCTCGGCCTATAAAAAGTGGGCCCCC 

CCCCGGAGGGGGAATTAAAATAATCTAACCCCCCCCCCCCGGGGGGCCCC 

CCCCCCTTTTTTTTTTAAGAGAGGACACCGCCC 

>Sequence 186 

TGGGCCGATGGAAGCGCTCACCGCGGTGGCGGCCGAGGTACTCACAGTCA 

CGCAAATTCACAGTCTGCGTGCACGGCTCTCCATTCTTCTTCTTGGCTTT 

ACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGACCTTCTGAGGAT 

GATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGC 

TTTGTGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCAC 

GAAGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATTCACACTC 

TGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATCTATTTC 

TTCCAGCTTCTCTCrGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCA 

GTTTT 

>Scquence 187 

NGGATGATTGCACTCACCTGGTGGCGGCCGCCCGGGCAGGTACCAGAGAT 

TCCAGAGAGTGGTCTTTGGAATTTCCCAACTCCTTTGCTTCAGTGCCCT 

ATCTCTGAACTAACAAACCAGAAAGAAGTGGCAGCATGGACTTATCATTA 

CAGCACAAAAGCATACTCATGGAATATTTCCCGTAAATACTGCCAAATCG 

CTACACAGACTTAGTGGCCATCCAGAATAAAAATGAAATTGATTACCTCA 

ATAAGGTCCTACCCTACTACAGCTCCTACTACTGGATTGGGATCCGAAAG 

AACAATAAGACATGGACATGGGTGGGAACCAAAAAGGCTCTCACCAACGA 

GGCTGAGAACTGGGCTGATAATGAACCTAACAACAAAAGGAACAACGAGG 

ACTGCGTGGAGATATACATCAAGAGTCCGTCAGCCCCTGGCAAGTGGAAT 

GATGAGCACTGCTTGAAGAAAAAGCACGCATTGTGTTACACAGCCTNCTG 

CCAGGATATGTCCTGCAGCAAACAAGGAGAGTGCCTCGAGACCATCGGGA 

ACTACACCTGCTCCTGTTACCCTGGATTCTATGGGCCAGAATGTGAATAC 

GTGAGAGAGTGTGGAGAACTTGAGOrrCCTAACACGTGCTCATGAACTTG 

AGCCAACCTCTTCKjAAACTTCTNC^ 



Page 75 
(of 261 pages in Tabic 2) 



WO 01/42467 PCTYUS00/33312 

297 

Table 2 



CACTTGACGGTACCTTGGGCGNTCTAAGACTAAGT 
>Sequence 188 

GGAGGATGTGCANNNTTNTTTTGAA NANGCGACT CCACCGCGGTGGCGGC 
CGCCCGGGCAGGTA C1 1 Tl Ti l I I 1 I I 11111111 1 G TAACTACAGGTGT 
CAGATGCATCACAAAAGCAGAAGTGCCCmCAGCTCTTCTCTGTGCCAT 
TCCTTGTCAATTTCATGCTGCCTACAGCAACAGCATAATACTGCAAACAG 
CCATGATGTCANCTCGAAGTGNTCTCTGTGATTGACAGAGAGGGACACGT 
CGTAGTCAAGAGGTGTGCTCCTCAGAAGAATATCAGAACTCAACTCGCTG 
TGCCTCCAAGGGGCTCAATCCCTTGATTTGAGGGGAGGGATGNAAATATT 
CTCTGCATGAAGAGAGCNAGCGGATGGGAAGTGATACTAGGTATGTAAAG 
GATGGTCAGTTACCTCTAAATGTAAGTTAGACCAGGACAGCCAGAATCAC 
CGAAGGTCTTGGTTAAGGTCCCTCTGTAACAAGGCCGTAGAAGGCCCAGA 
AATGTNGGTGACAGCGAGACACNATTTCTTAAACTCTTACANCTTGTTGT 
AAATGAGTAAGAAAGGTGACANTTTGTTTTG GAAAA TCCCCCTCCCCAGC 
CCTTTTGTTTCCCAAGAAACTCAGTTATTCAATTTTTCCTGGTGCCCTAA 
CATACAGTAGTTCCCTTAAGATAAAACACTACCTACTTGCAACAAAATCA 
TNAGAAGTGCCAGAGCCATTACCAAGATGGGTTACCATAAGAATTAAAAA 
AATATTATTGCAAAAAAAATAAAGGTTCTAAAAGTTAAAAAATGGGATTA 
,ApAyGGTAACTC3TACCTAATTCCCTAAAAATGGCTTGTTATTAACCGAA 
" CeGdCTTGGTACAA AAC ACCGTGGTTTTAATCTAGGGGG 
TTA ACTTCCCTTCCTCCCTG AC A ATCTTA A ATACCT 
>Sequence 189 

CCGGGCAGGTACGCGGNGAAGGAAAGCAGCTGCAAACTTCCCATCTGCAG 

TGTTTGTTTGTCTCGGCTCCGGCCATCACTGCCACGATTACCCCTGGATG 

AATTCCTCAGTGGAAATATCAACAAGACTCAGCCCACCTGCACCCAGGTG 

ATTAAAAAGCTTTATTGCTCACACAAAGCCTGTTTGGTGGTCTCTTCACA 

TGGACGCGCGCGACATTTGGTGCCCTGACTTGGATCAGGGGACCTCCCTT 

GGGAGATCAATCCCCTGTCCTCCTGCTCTTTGCTCCGTGAGAAAGATCCA 

CCTACGACCTCTGGTCCTCAGACCAACCAGCCCAAGGAACATCTCACCAA 

TTTTTAATCAAGAATATTCTGTGAAAAAGACTAAGATATCAGAGAAATTA 

TTAGTGCACATTATTAGAAGAGAGCTTCAGATGAAAATAAAGATCAAGAA 

AAGACTCTTGCTTTGAGAAGACACAAAGAAATCACATCATCTTATTGGGA 

TTACTGGCTAGCCATATGCAGAAGATTGAAGCTGGTCCCCTTCTTACACC 

ATATACAAAAAGCAGCACAAGATGGATTACTTAAATGTAAAACCCAAAAC 

TATAAAAACCCCTGGAGGACAATCTATGCAATACCATTCTGGACATATGA 

AAAAGCAAAGGATTTCTGTGCAAAACACCAAAAGTTATTTGAACCAAAGC 

CAAAAATTGACTGGTGGGATCTAATTAAACGTGAGAACTTCTTGACAGCC 

AAAGGAAATTGCGGCCGAGTAAATAGACC ATCTTA AT AATGG GAGAAAAT 

ATTTGCAAACTATGCTATCITCAAGGGCrrATTTTTAGCCTTTATAAGGT 

TGTTTCCAAATTCCC 

>Sequence 190 

TGAATGATCTGATCGCGGGGCGGCCGCCCGGGCAGGTGCCATCGCCGTCC 

CATTGCTCACAGGGACTGGGAAGGCGATGCCTGGCGGGAGCTGCTGGTGG 

AGAGACTCGGGATGACTCCTGCTCAGATTCAGGCCTTGCTCAGGAAAGGG 

GAAAAGTTTGGTCGAGGAGTGATAGCGGGACTCGTTGACATTGGGGAAAC 

TTTGCAATGCCCCGAAGACTTAACTCCCGATGAGGTTGTGGAACTAGAAA 

ATCAAGCTGTACCCTGATGCTACAGACGAGGACATCACCTCACACATGGA 

AAGCGAGGAGTTGAATGGTGCATACAAGGCCATCCCCGTTGCCCAGGACC 

TGAACGCGCCTTCTGATTGGGACAGCCGTGGGAAGGACAGTTATGAAACG 

AGTCAGCTGGATGACCAGAGTGCTGAAACCCACAGCCACAAGCAGTCCAG 

ATTATATAAGCGGAAAGCCAATGATGAGAGCAATGAGCATTCCGATGTGA 

TTGATAGTCAGGAACTTTCCAAAGTCAGCCGTGAATCCACAGCCATGAAT 

TTCACAGCCATGAAGAATGCTGGTTGTAGACCCCAAAAGTAAGGAAGAGG 

ATAACACCTTGATTTTCTATTTN 

>Sequcncc 191 

TGGGAAGTGATCTAATCCCTCTACCGGGAGGCAGACGCCCGGGCAGGTAC 
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TCCCTGGAAAGTCCAGCTGAGAAAGCGATCCTGCCCTCTGCTCCTCCCAG 
GGTTACCCTCCTGTAAGTCTTCTGCTTAGTGTTCAGAATTGGGGGATGCT 
GGGACTGGGCAAGGACTTGTAGGCAACACCCCATAGCCTGCTCATGCCTG 
TTGGGTTGCCTATGGATCATTCCCTGCTGGGCTCACTCACCGGCTTCGTA 

taaggtccirtttgaggtttattatttccttgtccatatacttgatgctc 

ttcattggcttgtctgggacctck:cttaggttctccgaggcataaaaggg 

ccggacagcccccgagttgggggaac tctg aagcttcttggtggctggaa 

ccttggtcatcttaaaaatccttcaggttttagcctgtgcccccaagaca 

aggatttttccagaatcttctacttcagtagttactggtatgagaagttt 

cggcaacttctccctgatccccaagtcccaattacacgaactccaagcgg 

tttgcttctnccgcgtacct 

>Sequence 192 

GAATGATGAAGCCCTCTACCGGGTGGCGGCCGCCCGGGCAGGTACl n il 
TTTTTTTTTn I II II 1 1 I T T TCTGGCTTG A A ATAC AGCTG A A ATA ACTG 
AATTTTCTACTTGAAACGTGTGTGCCTCTCCACTGAGGGGCCAAGGCCCT 
GGAAATGTAAAGGGCCAATCTTTGTTACAGAGGGGTTCATTGCAGTGAAG 
GGCGGGTTCTGCAAAGACAAACAGGTCTCACAGATAGTTGCCCCCGCGTA 

CCT 

>Sequence 193 

a rrnr A r a G ATCTAGTACTTTATC ATACTTAATACGTGTGT ATGTTTCAA 

C A ACG A^ATCTGTATAC A ATTCT ATA ATTTATATAG A ATATCTTATA AT 

GGTTTGTATAATTACGTTTTATTAAAATTACANNTAN^ATGGGGCGTTG 

AATTAGATGCGCCTATCGGGNGGCGGCCGAGGTACGCGGGGGCTGTAGTG 

GCTTCGTCTTCGGTTTTTCTCTTCCTTCGCTAACGCCTCCCGGCTCTCGT 

TAGCCTCCCGC 

>Scquence 194 

CGCGCATCTTGTGTCTATAGTTAAATCATCATCTCTGAGATCACTATTAA 

TTGTCACCGTATTCGAATTTCTTCAGATGATGATTGAACAATAGCTTATG 

TGATATCATGTACGTCTGTTCCTTTCTCAANCCNTTGGGCNAGATGATTT 

GGGAGACNCTCTCCGCGGAGGCGGCCGCAGCGGCAGCTACAACAACCGCG 

TCGCTCTCCGCTCAATTTCCAAGAGCCAGCTTTGAAGCCAAGTGCCCCCG 

CGTACCT 

> Sequence 195 

aggacgatggtcgnanntgcagcnttaccgcggtggcggccggtgtgctg 
tgctcagctck:cttccaaaggaggaacagatcggcaagtgctcgacgcgt 
ggccgaj«uuvtgctgccgaagaajvgaaataaaaaccctgaaacatgacgag 
agtgttgtaaagtgtggaaatgcc 

>Sequence 196 

tggatgatgcgctcaccgcggggcggccgaggtactttgagctcataagc 

tggtataaaatatcaaacattttgactgtttaaacaactcaagatatgtt 

ttgcaaaattacaaaacattatacaggtgacttaattaatatctactcca 

attatacacajvcacatcatgctgaagatttagatttatttgaaaacactt 

agtctaatttatattagtgcagaaaaatcacattcaataaaccacaattg 

tagaagagacagataagtgtgtttgtcacattttcacacaaatataj^ttt 

gatatttaattaagggatgatgaa 

>Sequence 197 " 

TTCTATCGTATGTATATATCTATACATGTCnTATCrATGTGTCTATCTTT 

TATTTGTTTTTGCATCTATATrATITTTTAJVTGCGTGTATATATCTATNT 

ATTTTGGTGTATGCGTTCTCGNGTGGCGGCCGATGTACCTGCCTCACAGT 

GCAGGGCGGTATGCCGCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGT 

GGAGCGCCTCACTAACTCCATGATGATGCA 

>Sequence 198 

CrrGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGAC 
CAAGGTGTGAATGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAA 
GAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAACA 
GTTTGTGAGGACTTATCTGTTGTACCT 
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GTACTTGCTCAGCCrrrCCAGGCCCCTCTGATGAGCTCTCTAATCAGC 

GACCAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGG 

AAGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGG 

CAGTTTGTGAGGACTTATCTGTTGTACCT 

quence 200 

AAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGG 
TTATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCT 
\GCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCC 
jTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGG 

c 

quence 201 

GTCGTTGTTCTACTAAGTATATTACGTGTTCTTAATCTAGTATTATAC 

3TTTCTAATATACTCTCAATCTTATTTTGTTATATTATAATATTTGTT 

rATATTATTATTACATATCCAATANATCNATTATATGGTAGTTGTCGG 

3GCGGCCGAGGTACTCGGGCAAAGAGGGTGACAAGTTCAAGCTCAACA 

TCAGAACTAAAGGAGCTGCTGACCCGGGAGCTGCCCAGCTTCTTGGGG 

AAGGACAGATGAAGCT 

quence 202 

.\CTOTGTCTATGTATTTCATGTATCTX5TAA 
VATCTTTTTTATTCTTTATTCTATTTTATCAT^ 

NC^TTGGCTTTGTCTTTGGCGCTCTGGCTGCCGTGGTACTTGGGGCA 

GAGAGGGTTTCAGAGGATCCTTGTGAAACACTAGTTAAAAGATGACGA 

3GGGAGAAGTGCGAGGAAAGAAGGAAATTAGTCTGACTGGCTTTCTGT 

rGCACCATTGATTCAATGGAGACTGGCGGGAGGAAATGGAAGACTAGG 

rGGAGATGGGATGGGTGGGGCAAGGGATGGAAAGGAAAAGGCAGACAA 

\ATGCGTTCCATTTATAACAAGTAATATATATCAAAGACTTAAAGGAG 

rAAAGACCAATCAGAATAATTTGGCAACTTTAATTCTTAGGAAGATCA 

GTTCCCTCCAAACCTAATTTGATGTTTTATTACTAAAAGCAAAGACCA 

ATGGTACCTGCCCG 

:quence*203 

rTTCTGTTTCAATTTTCTCATAATGGATCTATTTATTGTACTGTTTAT 

rTTCTATTTATTTTTCTAAATTATTTATTATTTTTATATAT 

\T^^^^CCNCTT^^ITGGTGTTGCAGTNACCGNGTTGGCGGCCGCCCGGG 

GGTACGCGGGGAAGTCTTTCCTTTCTCGTTCCCCGGCCATCTTAGCGG 

3CTGTTGGTTGGGGGCCGTCCCGCTCCTAAGGCAGGAAGATGGTGGCC 

AAAGAAGACGAAAAAGTCGCTGGAGTCGATCAACTCTAGGCTCCAACT 

TTATGAAAAGTGGGAAGTACCT 

:quence204 

GATGTAGTTGATGCGCTCACCGCGGTGGCGGCCGAAAACTGATCAGAC 

TCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGAT 

GGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAA 

GTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGA 

CAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGG 

GACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAA 

CCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGA 

GTCITAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAG 

.GAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGA 

ACCT 
squence 205 

ATGTGNTTTTGAAGCCTCTACCGGGTGGCGGCCGAAAACTGATCAGAC 

TCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGAT 

GGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAA 

GTGGAAAAACCITCAGCATATGGAAACTGAATGATCTTCGTGACCTGA 

CAATGTGTGTCCITGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGG 

.GACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAA 
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GCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGA 
AGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAG 
AAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGA 

GTACCT 
>Scqucncc 206 

GGCGATGGATTGATGCGCTCTCCGCGGTGGCGGCCGAGGTACTCACAGTC 

ACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCC 

CTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCA 

AATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTT 

CCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCT 

TCAATATAACCCCAAATGTCACCCAATCTATTTCT TCCA GCTTCTCTCTG 

GCCATCTTTTCCTTGATCTGAGACAGTCTGATCAGTTTT 

>Sequcnce 207 

TGGATGATGAATTGAGCTCCCCGCGGTGGCGGCCGCCCGGCAGGTACATG 

GTTCTTCCTAGAAAGTGGTTCTTCCTTAATGTGTTTCTT TTTACC CCTTT 

TCTTCTTCTTCTTC AC AG ATGTTTCTTCTTCTTCTGCCAC II 11 l CTTCT 

TCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAAC AAATTAA CA 

CTGTATC AG ATCTC ATTCCTTCC AAAAACGTTTG AGT CCTAG r r 1 I I 1 1 C 

TGTCATTCTCATCAACTACC C AATGTTTGTTTTGTTTATTTTAT AATTGG 

GAAGGTTCTCCAAGGCCTACCACTAACTTTAACGAATGATATAGATAGAG 

CTCAGAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCAGGATT 

AAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAGAAAGTCAATTA 

TATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTTT 

AATCTACCTGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGAAGCTC 

CCTATCT 

>Sequence 208 

GGTGATGAATCCACGATCCCTCACCGCGGTGGCGGCCG CCCGGG CAGGAC 

ATGGTTCTTCCTAGAAAGTGGTTCTTCCTTAATGTGTTTCT TTTTAC CC^ 

TTTTCTTCTTCTTCTTCACAGATGTTTCTTCTTCGTCTGCCACTTTTTCT 

TCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAAC AAATTA 

AC ACTGTATC AG ATCTC ATTCCTTCC AAAAACGTTTG AGT CCTA G 1 TTT1 

TTCTGTCATTCTCATCAACTACCCAATGTTTGTTTTGTTTATTTTATAAT 

TGGGAAGGTTCTCCAAGGCCTACCACTAACTTTAACGAATGATATAGATA 

GAGCTCAGAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCAGG 

ATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAGAAAGTCAA 

TTATATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGG 

TTTAATCTACCTGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGAAG 

CTTCCTATCTATAAAACTTAAGAATGTCTTATCTTACTGGACTGTTACTG 

ATTTAAAAAGAT 

>Sequencc 209 

CATACTATATAATATTACGATATAATGATTATATCGATCTTCTAAACTTA 
ACTATGTATATAATTATAAAAATAATTAATACTACGATGAGTATATCTTA 
TGATCAACTACCAAATTCTGTATGATACGTATCTCCACCGCGGCGGCGGA 
CGAGGTACACGACATAGGCACATGTGCAAACACAAAGAAGGTGGGCTGCT 
GCTTCTTTCTATCTGCCCCTAGACCAGGCTCCTTTGCTTCACGTAAGATG 
GAGACTGTCCCATTCCTCTGAAGTTGCTGGAAGGACATTTCCCAGGAAGA 
AACAATTCCTCACTGCCTATAAACTGTAGTCACATGTGGGATAGTCAATA 
GAACATGAGAATCAGAACAATCTGGGCAAATGGGTATGGCAAGAATGGGA 
ACACCACAACAGGACAGATGCCAACTCTCATTCATGCCAGGCCTTTTGGC 
ATATGGGTGCCTTCTGTGTCTTCmrc 
ATCTCTTTGACCCTGACCGGGCG 
. >Sequcnce210 

GGGATGTGATTTCGCTCACCGCGGTGGCGGCCGAGGTACTCACAGTCACG 
CTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCTA 
(XiACAGTCCCCTGCTCCGTCITCCAGAGCGCGGTGTGAACTTCTCCAAAT 
AAGAACAACKjACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCA 
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TATGCTGAAGGTTTTTCCACrATTCACACTCTGTGGCGTAACCTTCTTCA 
ATATAACCCCAAATGTCACCCAATCTATTTC TTCCA GCTTCTCTCTGGCC 
ATCTTTTTCTTGATCTGAGACAGTCTGATCAGTTTT 
>Sequence 21 1 

TGGGCTATGATGTCGCTCACCGCGGTGGCGGCCGAGGTACTCACAGTCAC 

GCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCT 

ACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCGGTGTGAACTTCTCCAAA 

TAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCC 

ATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTC 

AATATAACCCCAAATG 

>Sequence212 

CAGTCTACATCTAGTNTCTCTTTTCATNATCTTGTTATAGATGTATAACT 

ATCATCCTTCTGTTCACATATACCTTATTGCTGTATTATGGATATACATA 

TATCAATTTACATTAGTTAGAATTTTATGTCTATAAACAACCAA GACGAT 

GATTTCGAGCCCTTCACCGCGGNGGCGGCCGCCCGGGCAGGTACi rniA 

AA T TT T T TTTTTrC TGTAGAGACGAGGTCTTTCTATGCTGTTCAGGCTGA 

ACTTCATGGGTTTATTGGGGATGGCTAATGGATGACAT TGGCG GTGGTCC 

TTGATACCAGATAAGCCCTCAGTGTGAAGCAGCTCTTATTTTTCCTTGTC 

TTGAGATTGCTCrGGAATGGAAATTAGGCTTTTTTGAAGGTGTGACCCTT 

TTTGTTGATTTGTTG AGGAGTTAGTTTTTAATTTTT AGAGA 

CAGTCTCTGATAAATGATCATTCACCAATCACCGATTACTCTCCTTGCTC 

TGTTAAGTGTGACACTGTCCCTTTGAGAATCTGGCGACAGCTATGTATCC 

CATAACCACACACCCCAAAAAAAAAAAATTTATGTCTGGTTCCAGGAGTT 

ACCTTTTATGAGAAGTCCATTTGTGAAGAACCTGGATGTTCAGAGAACTT 

CCTGGGAAACACTGGAAGAAAATAAAGAGGCCGGGCCCGGGGGCTCATGC 

TTGGAATCCCCACACTTTGGGAGGCTTAGGTGGGCAAATAAACTGGGGTC 

AGGAGT 

>Sequence213 

TCTCCCTCGTACTCGATCATCAGAGTATACATATGAGTGTACTCTANTAC 

TACTACGATCTCTATACTAAAGTTATCCTATTCACTTTAGTGCCATCTGG 

TTCTATATGAAACTCTAATATAATCATAGCGTGTTATATATATACTATAT A 

ACATTACCATGGCGGTAGATTCGAAGCCCTATCCGCGGAGGCGGCCGTTT 

GAGAAGCCAGCGCTCACCCACCCGGGGTCTCTGTGCATTGACCTTTGGGT 

GCTGACTTGGAGAAAAGCACAAACACGACCAGTCCCCCCGCGTACCT 

>Sequence214 

TGGCGATGTTTGATCGAGCTCACCGCGGTGGCGGCCGAGGTACATGCCTA 

CAGATAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACC 

CAAGAGGCGTAAGTTGCAGTGAGCCGAGATCATGGCACTGCACTCCAGCC 

TGGGTGACAGAGAGAGACTCCATAAGAAAAAAA GAAAA AAAAGGGGGGCA 

AAAAGAAACAGATGAAACCAATGTGAATAATTTATTTTAACACAATATAC 

CTAACATATTTTTATTTCAATATCTAACCAGTATAAAAATTTACTTGTTT 

TGCCCTCTAGAGATAGTAAGCTCCTTAAGTAAACAGAAGTAATACCTGAT 

TAATTAGAATTCCCAACCCTCATCAAGTGTGTGCTTATATAGAAGAAACC 

CAGTAAATGTTTGTTGATTGAAAGATATTAATACTCTTGCTTGGATGAGA 

GTGAGGAAAAAGGTATTAGTATTGGCTTTTCACAACCGCCTGGACCTGCC 

CGGGCGGGCGCTCTAG ACTAG GGGG A 

>Scquencc215 

TTTTAATGTGCATCTCGCAGGGCGGNGGCGGCCGAGGTACTTTGGAGTCC 

CCTGGTTTCTAAG AATTGCCGTTG ACTC 1" 1 ' 1 C 1 1 1 GGGTTCTGCTGGC AC 

GGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTGTCATGGAAGCCG 

CGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTTGAGCAGGTCACTGGGT 

CCTTTACACTTGTGAATTCGAAGCTTGCCAGATGTATCCTCAATGCATTG 

CCACTTCTGCCCCGGTTGTTCACAGGCTGTCTGGTACGAGATCTCCGACC 

AGTCTGGGGGCGCTGGCGGCCTGCGCAGCCACCTCAAGATCACAGATTCT 

GCTGGCCATATTCTCTACTCCAAAGAGGATGCAACCAAGGGGAAATTTGC 

CrTTACCACTGAAGATTATGACATGTTTGAAGTGTGTTTTGAGAGCAAGG 
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GAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCATGGA 
GTGGAGGCGAAAAATTACGAAGAGATTGCAAAAGTTGAGAAGCTCAAACC 
ATTAGAGGTAGAGCTGCGACGCCTAGAAGACCTTTCAGAATCTATTGTTA 
ATGATCTTGCCTACATGAAGAAGAGAGAAGAGGAGATG 

>Scquence2!6 

GGGTGTTGATAGATCGAGCTCCACCGGGTGGCGGCCGAGGTACTTTGGAG 

TCCCCTGGTTTCTAAGAATTGCCGTTGACTCITKnT TGGC TTCTGCTGG 

CACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTGTCATGGAAG 

CCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTGTGAGCAGGTCACT 

GGGTCCTTTACACTTGTGAATTCGAAGCTTGCCAGATGTATCCTCAATGC 

ATTGCCACTTCTGCCCCGGTTGTTCACAGGCTGTCTGGTACGAGATCTCC 

GACCAGTCTGGGGGCGCTGGCGGCCTGCGCAGCCACCTCAAGATCACAGA 

TTCTGCTGGCCATATTCTCTACTCCAAAGAGGATGCAACCAAGGGGAAAT 

TTGCCTTTACCACTGAAGATTATGACATGTTTGAAGTGTGTTTTGAGAGC 

AAGGGAACAGGGCGGATACCTGACCACTCGTGATCCTAGACATGAACATG 

GAGTGGAGGCGAAAAATTACGAA 

>Sequence217 

TGGTNTACCGTGGACCTCACCGCXfGNGGCGGCCGAGGTACTATCAAACAA 

CATGATACAATTTAAATGTGTCATAGCAACTACTAGTGGTCACCTGAAAT 

CC ATITTCCCCTCCTTC AC AGTAAG AGTllTAGCl'G AATG AGTGUCC AC 1 

CATAGAGAGATTGCATTTCTGGCTTCCCTTGCAGCCATAGGTAGCCATGG 

GACAAAGTTCTAACCCAGGGGGGGTCCAATCTTTTGGCTTCCCTGGGACA 

CACTGGAAGAAGAAGAATTGTCTTGGGCCACACATAAAATACACTGGCAT 

CAAGGATAGCTGATGAGCAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCC 

G 

>Sequence 218 

GGGGNATATGTGCGCTCCCGCGGTGGCGGCCGAGGTACCATCCTGTTCCA 

CAGAGCCATTGCCTATTCCTAAATTGAATCCGACTGGGCGTGCCCCTCCT 

CGGAACACAACAGTAGACCTTAATAGTGGAAACATCGATGTGCCTCCCAA 

CATGACAAGCTGGGCCAGCTTTCATAATGGTGTGGCTGCTGGCCTGAAGA 

TAGCTCCTGCCTCCCAGATCGACTCAGCTTGGATTGTTTACAATAAGCCC 

AAGCATGCTGAGTTGGCCAATGAGTATGCTGGCTTTCTCATGGCTCTGGG 

TTTGAATGGGCACCTTACCAAGCTGGCGACTCTCAATATCCATGACTACT 

TGACCAAGGGCCATGAAATGACAAGCATTGGACTGCTACTTGGTGTTTCT 

GCTGCAAAACTAGGCACCATGGATATGTCTATTACTCGGCTTCTTAGCAT 

TCACATTCCTGCTCTCTTACCCCCAACGTCCACAGAGCTGGATGTTCCTC 

ACAATGTCCAAGTGGCTGCAGTGGTTGGCATTGGCCTTGCATATCAAGGG 

ACAGCTCACAGACATACTGCAGAAGTCCTGTTTGCTGAGAA 

>Scqucncc2l9 

CACTACTCATCTCATATAACTCGATTTGATCATTTATACTAAATACTTCT 

CA TTTTTn 1 A TTATTTTACTACCAAATCnTTATTTCTTATATAAAATAT 

TTAAAAATACNCANAGGGGGCGTTGGCTTGAGGCCCCCTCCGCGGNGGCG 

GCCGNTATTGGTGGTGAAGACC CGTAG CAACAGTGGGCATGTCTTCTCGC 

GGTCGATCGGTTTCTCTGGCTCCTTTTTAA 

>Scqucncc 220 

GATATGTTGAACCNTTTAGAGACGCTTTCCGCGGTGGCGGCCGAGGTACC 

ATGATATCATGTATCCTGCTTGGACATTTTGGGAAGGGGGACCTGCTGTT 

TGGCCAATTTATCCTACAGGTCTrGGACGGTGGGACCTCTTCAGAGAAGA 

TCTGGTAAGGTCAGCAGCACAGTGGCCATGGAAAAAGAAAAACTCTACAG 

CATATTTCCGAGGATCAAGGACAAGTCCAGAACGAGATCCTCTCATTCTT 

CTGTCTCCKjAAA^CCCAAAACTTGTTGATGCAGAATACACCAAAAACCA 

GGCCTGGAAATCTATGAAAGATACCTTAGGAAAGCCAG CTOCT AAGGATG 

TCCATCTTGTGGATCACTGCAAATACAAGTATCTGTTTAATTTTCGAGGC 

GTAGCTGCAAGTTTCCGGTTTAAACACCTXnTCCTGTGTGGCTCACTTGT 

TTTCCATGTTGGTGATGAGTGGCTAGAATTCTTCTATCCACAGCTGAAGC 

CATGGGTTCACTATATCCCAATCAAAACAGATCTCTCCAATGTCCAAGAG 
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CTGTTACAATTTGTAAAAGCAAATGATGATCTAGCTCAAGAGATTGCTGA 

AAGGTGAAGCCAGTTTATTATGT 

>Sequence 22 1 _ 

CATGCATCTCTCTNTGTCCATCACTATTTTGTAATATCGATATTATAATG 

TCGATAAGTATCThmTGTGTATGTATTTTATACTGT CTATC GATCTATC 

TGTTATTATNTAATAACNANANCAGANTTGTTGACCATTTTCTGAGGCNC 

GTCGCCCGGGCAGGTACAGCAACAAGAATCAGATGCTCTTTAGAGATCCT 

CCATTTCATTACTCTAACATTCTTCAATGTGGTTCCAGCCACGCATAGTC 

ATATAGATACTACATATTCAAAGATAACTTACTGAAGCT TGTTC ACAGAA 

CCAAGCTTTCTCCTGATAGCTCTTCTTCCCCTACCCC GCACT TTTGGAAG 

TATTACCCCAAATGCTCTTCAGGATTTAAATAACAATTTTTAAAAAGACA 

CTTAACACCACAAAATGGAATTTGCTGGCATGACGCGAACAATACGGTTA 

CTCCAGATGCTGTATTCAAACTGTATGGGTCCGTTGAAAAAATAGATATA 

ACCATTTTTCTCATAGACAGCATCTACTTTATCACCAATTCCTGGGAAGT 

CTTCTTCTA7TAGTCTCGGATAGTCTTTATCCATAATATGGCTAGTATCA 

TCATATCTCCAGACCTGGTTTCCTGAGAACAGGAG AGTCT TGCCTGTATC 

CTCAAAGTGAACAGCTGCACTTATCTTCTTAACTTCTTTTGGAAGACCCA 

GTTCAGATAITITTTTGGGATAACCTTCCAAAATGTCATAACCATT 

>Scqucnce 222 

TGATGAGTGACA7TGAGTATGCTCTCATTGTTAGTCTAATTACAATCGTT 

CTAATATCACACTCGTATTTCATAATATGTTATAACATGTTGACTTATGT 

TCTAGGAGATATCACTTATATTAATGCACTTAGTGGGGTTGATTCGAGTC 

ACACTCCGCGGAGGCGGCCGAGGTACGCGGGGAGTGTAACTATGGCCGGC 

CTGCGGAACGAAAGTGAACAGGAGCCGCTCTTAGGCGACACACCTGGAAG 

CAGAGAATGGGACATTTTAGAGACTGAAGAGCATTATAAGAGCCGATGGA 

GATCTATTAGGATTTTATATCrTACTATGTTTCTCAGCAGTGTAGGGTTT 

TCTGTAGTGATGATGTCCATATGGCCATATCTCCAAAAGATTGATCCGAC 

AGCTGATACAAGTTTTTTGGGCTGGGTTATTGCTTCATATAGTCTTGGCC 

AAATGGTAGCTTCACCTATATTTGGTTTATGGTCTAATTATAGACCAAGA 

AAAGAGCCTCTTATTGTCTCCATCTTGATTTCCGTGGCAGCCAACTGCCT 

CTATGCATATCTTCACATCCCAGCTTCTCATAATAAATACTACATGCTGG 

TrGCTCGTGGATTGTTGGGAATTGGAGCAGTTTTTCAGAACTTGTTTACA 

TTCCTTGGAGAAAAAGTGTGACCTGGGATGTGATTAAACTGCAGATAAAC 

ATGGTTCCACACCCGGTTACTTAGCGCCTTC 

>Sequence 223 

TGAGGTTGATTCGACTCCGNGTGGCGGCCGGAGTGATGCCATCTGCAGTT 

TTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAAT 

CCTGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCAC 

TGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTG 

AGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCT 

GGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGA 

AAAAGGAGTGATATTTGGGTX^CCCACTGACGGAGGAAGGCATTGCCCAGA 

TATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTG 

TTTAGAGTACCT 

>Scquencc 224 

TGGAATGTTGGACCTCTTCGAAGGCGCGGCCGCCCGGGGAGGTACTCCCT 

GTAAAGGGGAATTTCCATGCCGTCTACAGGGATGACCTGAAGAAATTGCT 

AGAGACCGAGTGTCCTCAGTATATCAGGAAAAAGGGTGCAGACGTCTGGT 

TCAAAGAGTTGGATATCAACACTGATGGTGGAGTTAACTTCCAGGAGTTC 

CTCATTCTGGTGATAAAGATGGGCGTGGCAGCCCACAAAAAAAGCCATGA 

AGAAAGCCACAAAGAGTAGCTGAGTTACTGGGCCCAGAGGCTGGGCCCCT 

GGACATGTACAGACTCTCATnTATGATGTATCCTACTGCATCAGGACAT 

TTGTGTCAATGTCAGGTGACGAGGGGAAATGAAAGTGATGAGACGATGAG 

AGGAGTGAAATACCAAGGACGCCATACTAGGAAACCCAGGTCTATTTGTT 

ATCAGAGTAAGGATCAAGGCAGATAGCCTGTTATGTAATTTCTCCGATAA 

AAGATTTTGAAAGCAGGTGCTGTGGGCATCTGTATGGGGAATCGCACTCA 
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TAGAATTATTTTCATTTGTAAATATTTGGTATCAGGCCAAGCAAGGGAAA 

GAAGCTTTACTGTATTACCATCTTT 

>Sequence 225 

GGGCGATGATTGGTGCGCTCCCCGCGGTGGCGGCCGAGGTACTCACAGTC 

ACGCAAATTCACAGTCTGCGTGCACGGCTCTCCATTCTTCTTCTTGGCTT 

TACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGACCTTCTGAGGA 

TGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGG 

GTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCG 

CTTTGTGAACTTCTCCAAATAAGAACAAGGA CACAC ATTGTGTCAGGTCA 

CGAAGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATTCACACT 

CTGTGGCGTAACCTTCTTCAATATAACCCCAAA 

>Sequence 226 

TTGGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGATGGATA 

GCCGCTTGCAGGAGATCCGGGAGCGGCAGAAGTTACGGCGACAGCTCCTC 

GCGCAGCAGTTGGGAGCTGAAAGTGCCGACAGCATTGGTGCCGTGTTAAA 

TAGCAAAGATGAGCAGAGAGAAATTGCTGAAACAAGAGAAACTTGCAGGG 

CTTCCTATGATACCTCTGCTCCAAATGCAAAACGTAAGTATCTGGATGAA 

GGAGAGACAGATGAGGACAAAATGGAAGAATATAAGGATGAACTAGAAAT 

GCAACAGGATGAAGCTTATCATCAATTCATTGTATAAAAATAAAGAGATT 

lTCCTGAGAG 

GCTAATATCACTGACTGATGAAAATG 
>Sequence 227 

TGGTTGTTTCCNNTANNATTTGAAGCGCTCACCGCGGTGGCGGCCGCCCG 

GGCAGGTACGCAAAGTGATTCAGAGAACGCTGGGGCTCACAGGCGCTGTA 

GCAAACGTGCAACTCTTGAGGAACACTTAAGACGCCACCATTCAGAACAC 

AAAAAGCTACAGAAGGTCCAGGCTACTGAAAAGCATCAAGACCAAGCTGT 

TACTAGCTCTGCGCATCACAGAGGGGGGCATGGTGTTCCACATGGGAAAT 

TGTTAAAACAGAAATCAGAGGAGCCATCGGTGTCAATACCCTTCCTACAA 

ACTGCATTATTAAGAAGTTCAGGGAGTCTTGGGCACAGACCAAGCCAGGA 

GATGGATAAAATG 

>Sequence 228 

GCATAGGAAAGACTTGGCTGTTGGGAGGGGCGTGTCTTACACCTTAGGAA 

GAATCCTTAGCTGTACTTTCCTGTCTCTCCTGGAGCTCCCTCCTACCCCC 

TAGCTGAGTAGGCCAGGTTTTGGTGCAAAATCTCCCACATTGGCAAAGTT 

CCTGCATATGCTGCGCAGTATGTGCCTTGAATAAAAATCCTGAAGATTAG 

ATGGTTCAGGCTGCATCATCCCAAAGCAAAGAGCACCTCTTTGAAGCTCA 

CCTGCCCGGGCGGCCG AGGTAC 1T1T1T1 1111111111111 ICAGTATG 

TAGCTTTAAAACAGTTACATATAACATGGAACAGTATGACATGAAAAGAG 

AGAGGTTTATAGAGGGAGAATGGAATTGGGACAGCCCCTGCTTACCGAGG 

TTGCCCCTCCAGTCCTTGATTCTTTTGGATCCCAACTTCCTGTTTGGCTG 

AAAACGGCTGGAGCTTGCTCCTTGCATTCTTGGCCTTACAAAACTGGACT 

TCTGGCCCATCTTTTAATTTTGATTTTTTCTTAGGAACCCCG 

TTTGTGGGAG 

> Sequence 229 

TGATGATTGAGACCTCTCCGCGGGGCGGCCGAGGTACTACAGGATGATGG 

CTTTCTCTTCCTCTGGGTCACAGGCAGGGCCATGGAGTTGGGGAGAGAAT 

GTCTAAACCTCTGGGGGTATGAACGGGTAGATGAAATTATTTGGGTGAAG 

ACAAATCAACTGCAACGCATCATTCGGAC AGGCCGTACCTGCCCGGGC GG 

TCGAGCGGCCG£XXGGGCAGGTACTTNNlllT14U"rrri"ll I'll 1 11111 

TATTTTTTTTTTTTTTTTTTTT^ 

CAGTTTTTACTTGTAAAAAGTATTATAGAAGAGTTTTATTGGAATGTTAT 

TTTATTAAGCCATTTTCATGGGTTA'rrrrrilTTAAAGTTTAAGAAGTTT 

7TACAACAGGCTGGGGGGGGGGGGTTACACCTGGCAATCCAGCACTTTGG 

GAGGCCCGGGCGGGCAAAATACCTGAGGTGGGAGGTTAAGAACCGGCCTG 

CCCAAATGGGGAAACCTTTGTTTTTTCTTTAAATTCCCAATTAAATTCCA 

AAATTrAGGTCCTTGGGCCGTTTAGAAACAGGGGGATCCCCCGGCTTGAG 
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GAATTCGATTTAAGCTTATTGAACCCGGACCTTGAGGGGGGGG 
>Sequence 230 

ACGAACTGTGGCTGCACCATCTGTCTTCATTTTCCCGCCATTTGAAGAGC 
AGTTGAAATCTGGAACTGCCTTTGTTGGGTGCCTGCTGGATAACTTCTAT 
CCAGAAGGGCCAAAGACCCTT 
>Scquence 23 1 

TCGTTGTGTCTTCGGTCTCTTTGTGTCTTCTTATCrT^ 
TGTGTTCCTCGTCTTTGTAC rTTTTTTl CTATTTCGTCTC AC ACTAG A A A 
ANNNTTTATGCTTTTATCAACTCCCCGCGGTGGCGGCCGAGGTACGACGT 
TTCCATCAGCTTGTCTGTTTCATTCCCTGATGTTACGAGCAATATGACCA 
TCTTCTGTATTCTGGAAACTGACAAGACGCGGCTTTTATCTTCACCT 
>Sequence 232 

TGCACTGAGTCGGAGCGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACT 

TTAlTnT11"l"l1111Tri11M'ri"I11CTTTTAAAAAAAAAAAAAGATAT 

TTTAATATATTCAGATCCACAAATATGAAATAAAACTAAGTAGAGCTGGT 

ATTCATTTACACATAATTATCTTATACCGTTTGGAATAAGAATTTGGGGC 

ACGTTAGCAAACCAAAAGGCTCAAAAAGACGTCGAGATATTTAGTTCTTG 

TCTCCCTCTACAAATGTGAAGCACTCTTTTATCCGGCATTCCTAGGGGAG 

TTTCCTATTTTCMATTTC 

AAAACATTTACTAAAAACCAGAGGAAAAAAATCTTATAACTTTGGGAGGC 

TGAGGCAGATGGATCACTGAGATCAGGAGTTTGAGACCAGCTTGGCCAAC 

ATG ATG A A ACCCCC nTTTTTTI A A A ATTCC A A A AG GTTTCCTTGGTTGT 

GGTGGCAGGGGCCTGGAGTCCCAGCTTTTCCAAAGGCTTAGGGAGGAGAA 

TTACTTGAACCTTTGAGGCGGGGGTTGCAATGAGTTTAAATCTCCCCTAT 

TGACTCCAACCTGGGAACAAGGGGAGACTTTGTTTTCAAAAATAATTTAA 

AAATTAAAACTTGTT 

>Sequence 233 

TGTCCCCTCCCGCTCCACACTTACAACTTCTACATTTCCGTCTCTCGTTC 

TCTTGTTGTTTTCGTCGTTGTATTTTCTTGGTTGCTCATTGTTGTTCCCA 

TNAAATNANNNCANTAGCGTTTTCGGCTCCCCGNGGNGGCGGCCGCCCGG 

GCAGGACGCGGGGGCCAGTTCTCTTCGGGGACTAACTGCAACGGAGAGAC 

TCAAGATGATTCCCTTTTTACCCATGTTTTCTCTACTATTGCTGCTTATT 

GTTAACCCTATAAACGCCAACAATCATTATGACAAGATCTTGGCTCATAG 

TCGTATCAGGGGTCGGGACCAAGGCCCAAATGTCTGTGCCCTTCAACAGA 

TTTTGGGCACCAAAAAGAAATACTTCAGCACTTGTAAGAACTGGTATAAA 

AAGTCCATCTGTGGACAGAAAACGACTGTGTTATATGAATGTTGCCCTGG 

TTATATGAGAATGGAAGGAATGAAAGGCTGCCCAGCAGTTTTGCCCATTG 

ACCATGTTTATGGCACTCTGGGCATCGGGGGAGCCACCACAACGCAACGC 

TATTCTGACGCCTCAAAACTGAGGGAGGAGATCGAGGGAAAGGGAATCCT 

TACTTACTTTGGACCGAGTATGAGGCTTGGG 

>Sequence 234 

TTCTCGTGTCTCTCGTACATATANTCCATCTTTATAAATTCTCTCTGTTA 

TCCTACCCTCTTCAAGTTCATCTATTATAAGTTGATCGTATTATTGTCTA 

TATACGATATTTTTTACATATTACTATCTCNCNNCTCACAGCTAGTTGGA 

NCCATTTAGAGTCCTCTTCGCGGAGGCGGCCGCCCGGGCAGGTACAGTAT 

AGGTTGGTTTTGCCTGTTTTGACGCTTTATATATACGTAGACACACATAC 

ACATGTATATATACACACACACATTTTACATATATATATGAAACTGTATA 

ATGTGTTCGCTTCAGTGTCTGGCTGCTTTTACrrc 

TTCCTGTrATCGTATATGGGATTAAAATTTCTTTGCCT 

CTCATTGCTTCTGAATTGGGGCAGCTTTGCCCCTC 

ATGTCTGGAGACAl'l 11 1 1 ATTTTCATAATTTGGAGGGACATGGGGGAGG 
TGTGCTACAGAACTTAGTAGGTAGAGGACAGGGTTAGTGCTGAACGTTCC 
ACAGTACCT 
>Sequencc 235 

TCTTTCATTTTCTTGTTATTCTCAuATACATTCGTTGTATGTGTCGAGTTT 
CTCITCTCTTCGTCTTGAGTTATGTTGTTATTGATCGACTGTGCGTGATC 
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GGTTTCTTTTCTATGTTAACGGCCACNNCANNNTTTCTTTGTTCGAGTGA 

CCGCGGNGGCGGCCGAGGACTHT1 1 1 1 1 1 1 1 1 1 nTTTTTTn 1 1 1 I AT 

AATAATTTTGTCATTTTTGTAGAGACAAGGTCTCCCATGTT GCCC AGGCT 

GGTCTCAAACTCCTAGGCTCAACTGATCCTCCTACCTCCACCTTTGCCTC 

CCAATTATCCCCAATTGAGAGATGAAAATTCTGACAAGCTCTCAAACGTT 

AACTGACTTGCCCATAAATGACAGTTCCAAAGTTATAAGGCTAGAAC 

>Sequence 236 

GCGAAACTAACCAGTGCTCCCTACACGCTGCTTTCGCGCTCCCATTCCTC 

CCACTCTTAGCTCGTTGCATATCCGACGATACTCTTTGGCGGTTTTTGCT 

TNCNCNTATTTTGTGGGACGCGTGGCCGAGCGGCGGCCGCCCGGGCAGGT 

ACCTACGCCACAGACAGCCAGAGGGAAAGCGACCCAGACAGCAGCCCCTC 

CTCGACAGGCCCACCCTGCAGCTCAGGCACCAAGAAAACAGCCG ATACT G 

GCAGCCATTGCAGCTCCAAACTGCAGAGGCAAGGCCAATTTTAACTTTTC 

AATTTACAGTCGATTTTGAAGAGCTTCTACATATCGGTTATGT AAATT CA 

TATATGTATTTTTGGAATCAGTTCTTATAAACAGCTCGATTCAGTTTTAG 

CTAAATTTATAGTCTAGGTAGTATGTTACATTTGAACTTTTGTCTTAAGA 

AAAGTTGACTGTTCAGATATTTTTCTACTGTAAAGAAATATACTTTTCTA 

TTAAAGATCTGTACCT 

>Sequence 237 

GGAGPITTGTGA-TGTGCAATGA-TTGTTGGGTTGGAGGTCAGeeCATTATC 

TTTAATCCTGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGAT 

TTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTG 

GAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGC 

GGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCG 

AAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTG 

CCCAGATATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAG 

GGTTTGTTTAGAGTACCT 

>Sequence 238 

GGCTATGATCAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGT 

GCAAAATCAGAGAGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGA 

CAATGGCAGCCCAATACGGGAGTATGAGCTTCAACCCCAGCACACCAGGG 

GCCAGTTATGGGCCTGGAAGGCAAGAGCCCAGAAATTCCCAATTGAGAAT 

TGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCA 

TCCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACC 

AAGAAGTGTGAGAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGT 

AGTTGACACACCAGGCATTTTCGACACAGAGGTGCCCAATGCTGAAACGT 

CCAAGGAGATTATTCGCTGCATTCTTCTGACCTCCCCAGGGCCTTATGCT 

CTGGCTTTGGTGGTTCCACTGGGCCGGTTCACTGAGGAAGAGCACCAAGC 

CCCAGAGAAGATCTTGAAATGTTTGAGAGAGGACTTGAAGTTTCT 

>Sequencc 239 

CTCTTGTTCTTCTCCCCATTTTGACTCCTAAACCACCTCTCTGCATAACT 

TCCATTGCTTCTTTATCATCCTAATTCTTCCTACrCTTCTGCrCITATTC 

TTTCCCCCNNNCANTTGCGTTGTTCGACTCCCCGCGGTGGCGGCCGAGGT 

ACCAGTTAAGTGAACAGCTCGTCTAGGTCTGCTTTTGTAACACCCAAATA 

CAATTAGCACTTCTCTGCrGGTATTCCCrGGGCCGTCTTAATTATCTAGA 

GGCCAGGAGGCAAAGCCTAGCACGTAACAAAGTATGTGCTTTGTAACTGC 

TGATTAATTCAGTTTCTTAACTAGGCAGAGCAGGTCATCAGTGTATCTAA 

TTCACACTATTAATACACTGTCTTGCTGAAGAGTCTGACCTGCCCAGAAC 

CCX^GTTATGGCTAGCCCAGGGAAGCAGTAAACTGCAAAGCAGAGAAAAGG 

GG^GCTAAGATGAGGCTAGTGCTGGCTGAGTXXX^AGTTAGGTCTCTTAC 

TGTTCTGTTCCAACTATAAATCCAGGATGACTGTTACTCAGATTCAGTGC 

TATGTAGAAAATAGAATGCACAGCCAAAAACATAATTTGGGGATGACTGG 

cagc acci ■ nrnm ccctttcttaag aggctaa ctg 

>Sequencc 240 

TCATTTCATGAAATTTTATTCATATTAT 

TTCTATGTCTACTAGTTTTTATATTATCrATTTCAACITCITATTTTCrr 
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AAAAAATATNANTTGCCGTCTGGCGCCCTCACCGGGGGCGGCCGAGGTAC 

TTTTTTTTTI 1 1 i I f 1 1 1 G GTATGACTATGAAGGCTAGTGGTCrn Tl AT 

TAGCTATCAAGTTCATTTAACAGACAAAAAATTCAGTTCAATGGGGGCAT 

TAAAATAGGAAGAATTAACAATAGTTCATTAATCAATCTTTCAGCTGTTC 

CTATTTTATCACAATAACTTTTCCTATAATTGAGAGATCCATGAGGAAGT 

CTTGAAAAGAACGTATGTTTCTTTCAATTCCATAAAACATTCAGCCAAAA 

TAATAAAAGAGGCGCTATTACTTTGTTTTGGGTGAATGATATGCAGGCTA 

GGCTTTGCTGTAGTACCT 

>Sequence 24 1 

GCGGTGGCGGCCGGTGTGCTGTGCTCAGCTGCCTTCCAAGGAGGAACAGA 

TCGGCAAGTGCTCGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAATAA 

AAACCCTGAAACATGACGAGAGTGTTG TAAAGTGTG GAAATGCCTTCTTA 

AAGTTTATAAAAGTAAAATCAAATTACA IT1 l l'l l TCCAAAAAAAAAAAA 

AAAAAGTACCT 

>Sequence 242 

GATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAG 
AAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAG 
AGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCG 
TGACCTGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAG 

GG GTCTGG A AG A GG G A G G AGG GG A C 
>Sequence 243 

TGGGCCCTTTGCCTCACCGCGGGGCGGCCGAGGTACGC GGGG TGCTGGGA 

TTACAGGCACGAGCCAGTGCGCCCAGCTGCCTCTGTTTCTTTTATTAGCT 

GTTCTGGACTGTGGGGCTCCTTGGGCAGATGCTGTATTATGGGGATAAGC 

CACACACTTTTTGAACTGGCCCGGTCAGGGGGGACATAACCATTTCCTGT 

GCCACCCCATCAATCCCCACCTATTCTGAGTGTAGGCTCCTCCCCTGCTT 

GAGTAATGGCCACAGATCTTGGCTCGGCACTCCTAAGCTGCATGTTGAAT 

TCCTGGGACAACAAGACTGGCTTGTGGTTCCATTCTCCAGATCCTTGGGT 

TGGCTTCTGGGTGCACTAGGAGATCTGAAATGCTCTCAGGCCACCAGGAA 

AGTACTGGAAGTAAAGTCTGACTCTAAAGAAGATGAAAATCTAGTAATTA 

ATGAAGTAATAAATTCTCCCAAAGGGAAAAAACGCAAGGTAGAACATCAG 

ACAGCTTGTGCTTGTAGTTCTCAATGCACGCAAGGATCTGAANAG TGTTC 

TCAG AAG ACTACTAG AAGAG ACG A AACG AACCCTGTGGCTGTAACl 1 1 I G 

AGTGAAAAGACAAAAATGGCTCTTCGTGGTCCCAAAAAAG 

>Sequence 244 

GTCITTTTAGTAGGGATAAGGTTTCACCATGTTGGCCAGCTGGTCTTTAA 
CTCCTGACCTCGAGGGATCCACCCACCTCGGCCCTCCAGTGTGCTGGGAT 
TACAGGCATGAGCCACGGCACCCGGCCCTGGTTTGCTTTCTGAACCATGT 
CAATACAGTACCACCACAGTTGCTATCTCTTGAACATCTTTC ATTA AAAC 
ATCACCGTCTAGTTTGAGAATACTTTTAAGCCTGCTGGCCTCCTTTGGGG 
CATTCTTTTTTCTCTTTTCAGCACGCATCTTTCTTTTCCACTTACT 

aagcttttagccatgttttaccttgaggck:cgaagttaacttcagcggga 
gtgaacgacaggggtgggctccactttatccagtgcactcggaagccgga 
gggcccccaccaaaaagagcaaggggaaccctcgccctcaacaaggcctg 
catctccggactggagctcaagtatagcccagcgagtgtcaagaaacgaa 

ATTCTTCAGGGTGGCGGAATCAAGCCCAAGTCCCATGTTTACTGACCGGG 
>Sequence 245 

GGGCGATTAGCCCCTGCTCACCGCCHjTGGGGGCCGCCCGGrc 

TTGCTTGAGTGAGTTCATGGTCCGTAGGAGGATGAC 

CTrCCACTGTTTCTACAGTCCTGGCCAGCAAGTTTGGAGTT 

AAATCCTGCAGCACACACATGCCGAAGGTATTGCCCAGGATCTTGTGGGT 

CTCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCTATGAAGAGTTCAA 

AGGGGTCGTCCTGCITTATGTTCAGTGTTCCATTCTTTATTT TCTTCTGC 

AGCTGTCGCATTCTTTTCTTTCGGTGACTGCTAAACCCCAACTrri' 1'l'l'l 

TATACCACCCCAAACACTTGAAGGGCGGACCCTTTACAAA GTGGCTTTTG 

GAATAACCCCGGGAAGGAAAATTTTTTCCCCCCCGGGGTCrrri l lCI IT 
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GAACCCCCCAATTTCCCACAAAAGAGGGAGA TTTTT TGC CGGTAAA CTTA 
CTCCATTTTTTA ATGG G A A AATCCGGTTTTGGTTTTTCCCC TTTl I iCCG 
GGGGCAGGGG A AAA AAT mTTT 1 GGCCCCC AG CCCCGGGGGTCCN 
>Sequence 246 

CGTCTCGTTACACCTCGTCGACTTGCGTTCTGTATGTTACTTATTATTAT 

ATTTGTTACTATGTTTATAACTATCTATCTTTCAGTCCATCATAATAATT 

TGCTTTACCATGTGTATAGTAGTTTAGGTAATCTTTTGCTAC>rNANTChn^ 

GCNANTTGGGGTTGTATGTCAGCCTNTCTCGGGTGGCGGTCGTGGGGATC 

AGCGTAGGTGAGCTGTGGCCTTTTGCGAGGTGCTGCAGCCATAGCTACGT 

GCGTTCGCTACGAGGATTGAGCGTCTCCACCCATCTTCTGCGCGGGACCA 

TCTACATAATGAATCCCAGTATGAAGCAGCAACAAGAAGAAATCAAAGAG 

AATATAAAGAATAGTTCTGTCCCAAGAAGAACTCTGAAGATGATTCAGCC 

TTCTGCATCTGGATCTCTTGTTGGAAGAGAAAATGAGCTGTCCGCAGGCT 

TGTCCAAAAGGAAACATCGGAATGACCACTTAACATCTACAACTTCCAGC 

CCTGGGGTTATTGTCCCAAAAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 247 

GCTCTAAGCTATAACGTACTAATATTTGATCTATTCATATACATTATCAA 

TCACTAATACACACATCAATATACTTACGTATAATACACTATCTTAGTTC 

TCTAATATAATTATNANTNTANTTGGCGTTTGGCTTCTCCCCGCGGGNGG 

CGGCCGAGGTACTCCCCAGCAj^TATGCTTGGTGGGGTTGCTTGACT^^ 

TGAGCTGCTATAGTAGCCAATCCTGTTAGACTTGGACCATTGTTTGTCTG 

AAGAACGGGGATCTGTCGCTCGCCCTGAGCACTGTATTTATTCCCCTTAC 

TCAGTCCCAGGGACTTCTCCAGTAGCGACAACTCTGCGGCCGCCGCCATC 

TTC 

>Sequence 248 

TGCCGCGTATATGCANCTTCCCGCGGTGGCGGCCGAGGTACTTKNTTTTT 

^^^^■["riTiu'iu'iiu^cri'iM'i'i'rrii^ui'rrrrrrrrrriTACAGAGA 

CGAGGAATTTAATTAGGGTTGTAACAAATGGTTAATTATAGTAAGAAAAA 

CCAAATTGAATAATTTTCTAACTCACTTGGCAGGGGGGGTCTCGCAGCCA 

TAATGAACATCACATAATGAAGTTACTCCTTTCCAGATCTATAAACAGGC 

TCATGTAACTAACTGATACTCAGTAAAAGGGT CCATA ATCCAAATTTATA 

TAACAAATGGGGCTTGCTATAAAATCTCTTACATTTTAATACTTACTCTT 

AATAAATCATCTATTCTTCCCTCCTTCTTCTCTAAGGCAGAATTCTTACT 

GTTTTCTAGGGCAGATATTTTTTCTATTGTGAGGTCGGACTGGGTCTGTC 

TGGGCTGGATGGAGATCTGTTTTTGGGAGCTGCAGGAATGCTCTGTGTTG 

CCAGATCCCGTAAATGAGGGACTGTTTTGCTGAGCTGAACAAAAGTGAAG 

CAGG 

>Sequence 249 

GATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAG 
AAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACGG 
AGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCG 
TGACCTGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAG 
CGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAAC 
CCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCA 
TCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTA 
AAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGT 
GACTGTGAGTACCT 
; >Sequence 250 . ., i*. f . = . 

GGTNTTX5TATGCTTATCGCGGGCGGCCGGAGTC 

GTGATCnjCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCC 

GGACTTTTn GTGG AG AAACTCCG ACATGAGAAACCTG AG ATTTTCACTG 

AGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGAG 

TTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGG 

CCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAA 

AAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATA 

TACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTT 
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TAGAGTACCT 
>Sequence 25 1 

TTATCTCCCACATTGATTTCTCAATAAACATTTTCTTTCGATCAAGAATT 

ATTCTAGTATAATATATATTTTTTGCTTCCGTTGTTATATTTATCACACA 

CAAAAAAATAAATGGGTGTTGTCTCGATAACCTNTCCGCGGNGGCGGCCG 

AGGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGC 

GTCTACCCGGGAATCCGGGGTCCCTGACCGA 

>Sequence 252 

GGGGNACGTTGCTTGATCGCNGGGCGGCCGAGGTACATTTTACTACGCAC 

CCTTACGCATTCTTTTTCTCACCTCTGTGTGTGTGTGTGCGTGCACATGC 

ACACACACAAATGGGTGAAACAATTCTCACCATACCAAGAGCCACCGCGC 

CCTGCCGAGAATTTGCATTTCTAACAAGTTCCCAGGTGATGCTGACACTG 

CTGGCTCATGGAACCACTGCTGTAGTATTTTCCAAATTATCCTGATTCTA 

AGAACCACCTATGACCTGTGCTGTTTTTTCTGTGGTTACTGGCTCATGTC 

ACATAAATTCTTTTAGGATTCAAACATGTTTGTGATATTACTCAGTATTT 

ACATCTTGCTTTTACTGCAGCATGATGGAAAAATTAACCACAGGTATATC 

ATAACAAAAAGAACATGAGTTACCATTTTCACAAAGTTCAGATATATTTA 

AATTAGCCTATTTAATCTTTTTTTGGGTGGTGTTGAAATGGAGTCTCACT 

CTGTCTCTCAGGCTGGAGTACGTGCTGGTTTAATTGTCCAAGGCGGGTCT 

GGACCAGACAACTTTTGTAAGGGCTGGGCCGTGTCTTTGGTGGTTGuAuT 

CGGTCTCCTTTGGCCCTTTTTTGGTGGCCGGAATCGTGGCTGGCTGATTC 

AACAGTTCAAAAGGAAATTTGGTGGTTAGAACGGCC 

>Sequence 253 

TTTCTTCGCGCCCGTGTCTTTTGCCTTTCAAAATTTTATTTTCT CTGCTT 

ACAGC ri^l"ri"i"I ACATAATACATAATTTTATTTTTTCGAATAA I I I l iC 

TACCCACAAAAAAAATTTTGANNAGGTT GCTTGTAGCG CNTCTCGNGGNG 

GCGGCCGCCCGGGC AGGTACTl Ti " ITU rTTTTTTTTI I CTACCGGTAGC 

CTATTTCAGATTTATTAAAAAACACATAGGTAACGAGTCAGAGCTTTGGC 

TAGGAATGAGTTGGAAAAGAACTGAAGGCATAATTC CACA GGACATTCAC 

AGTTCTGTGCTAGAGACAGAGAGGAGCAGGAAAGTGTTTTAGAAGCATTT 

GCGGCGGACAATGGAAGGCCCGGCTTCATCGAATTCCTGTTTGCTGATCC 

ACATCTGCTGGAAGGTGGACAGAGAGGCCAGGATGGAGCCACCGATCCAG 

ACAGAGTATTTGCGCTCCGGAGGGGCAATGATCTTGATCTTCATGGTGCT 

GGGTGCTAGGGCCGGGATCTCCTTCTGCATTCGGGCGGCAATGCCAGGGT 

ACCTG 

>Sequence 254 

TGTATATAGATAGAGCTCACCGCGGTGGCGGACGAGGTACTCATGGTTGC 
TGTAAATCTGGCCGCCGTTCTGCAGGGTTATGCTTAGCCAGGCTCCTATG 
AGATCTGGCTATTCTGTCTTGTGGATGGTCAGTCCCCGCGTACCTGCCCG 
GG 

>Sequence 255 

gtntaatcgttgagctccccgcggtggcggcc gaggta cgcggggattgt 

gtgcaaaatcagaggggggtgcaagatcctgatttttcaggagttcaagc 

gacaatggcagcccaatacggcagtatgagcttcaaccccagcacaccag 

gggccagttatgggcctggaaggcaagagcccagaaattcccaattgaga 

attgtgttagtgggtaaaaccggagcaggaaaaagtgcaacaggaaacag 

catccttggccggaaagtgtttcattctggcactgcagcaaaatccatta 

ccaagaagtgtgagaaa(xk:agcagctcatggaaggaaacagaacttgtc 

gtagttgacacaccaggcattttcgacacaagaggtgcccaatcctgaaa 

cgtccaaggagattattcgctgcattcttctgacctcccagggcctcatg 

CTCTGTTCTGGGTGGTTCCACGGGGCCGTTACACTGAGGGAGAGCACAAA 

GCCACGANNAGATCTGAAAATGTTTGGG 

>Sequence 256 

GCCCCAGATTCAATCTGTGGTGACGGTCGGATACGATGAGGGACTACACC 

GCACACCACCACTTCTGTTTAATGTTTTGAATCTAAACGTTGAGGTGGGG 

CTNCACCATGTTGCCCAGACTGGTTTTGAACrCCTGAGCTTAAGCAATCC 
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ACCTGCCTCGGCCTCCCAAAGTGTTGGGATCACAGGCGTGAGCCACCGCA 

TCCGGCCTCATGTTCTTTTTCATTAAAGAGAGAAATCAACTATTCAGGAC 

CGGCCCCCACCTTTCCTCAGGAGTCATTTCTGTTCCGCACAGGCCTGCTG 

AACTGGGTGCTTTATATAGGGAAAGTGGGCCTCATTTTTTGGTC CCTGTC 

CTCAAGCCTTAGGGGCAAAAAAAACCTCCAAAATTGAAAAGGGi nun 

TTTTAAATCGGGAGGGGGGCCCCCCTCTTTGTGTCGGCGATTTCGGGGAA 

AAAAAAAAAAAAAAAAAAAAAACCCCCCCCC CCGCGCGCC CTTAAAAAAA 

AGAAACCCCCCCCGCGGGGGGGATTTTTTATATTTTTTTTTTACCCCC 

> Sequence 257 

GGAGATGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTCTGACTTGCAG 

GGCCACAAGACCGGCCTTGCGAGCGTCGTTGGCTGATGGGAGTAGAAGCC 

ACAGAGAGTCTTCCTCTTGGAGGTACAGTCAATTCTGAGGTTTGGGCGTC 

ATAGACTAAACCCAGAAAACAGAACATTGGGAAGTCTTCGGAATATTCTC 

TATCTTCTTCACCAACGAGTAAGACGTTTTGGAATAATGGGACTTTACAA 

AGGCCTTGAAGCCAAATTGGTTGAAAAAAGGCCCTAACTGGTGGTTTAAA 

AGGGTCCTTGGTTATGAAAAAAATGAACAGTGCCCCCCTTTCAATTTTTG 

GGGGTTAAAGGGGGGCCCCAAACATTGGAAACCCCTTCCCAAAGAAAAAT 

TCTCCAAAATTTTCTAAAAGGGGGGGGGTTTCCTTCTCTGGTAAAAGAAA 

AAGAGAAAAANTCTCCTTAATATATTGTGTGTTTCTCGCCCCCAAAAAAG 

ATACCCeCCCCTTGTTGTGAAAAAAAAGAAAACAGGGGGGCCCCUGuGuG 

GGGGTGTCAAAAAAACCCCCTGTACACCAAAAATTTTTATCTCCTCCTGG 

TGGGGAAAACCGGGGGGGCTGATATATAAT 

>Sequence 258 

TTAGTCGTTTTGAGGCCCGGTGGCGGTCGGGTACACGGGCCACGTGACCG 

ACGCCAACATTGCGGCGCCCAGTTGCGTCCACCTGCTTGTCCGCAGAGGT 

TCTCATAGAATTTTCTCTTCACCACTCAA TCATAT CTACTTACACAAGCA 

GTCAAGCAGTCAACAAAGAAGAAATTTCTTTTTTCGGAGACAAAGAGATA 

TTTCACACAGTATAGTTTTGCCGGCTGCAGTTTCTTCAGCTCATCCGGTT 

CCTAAGCACATAAAGAAGCCAGACTATGTGACGACAGGCATTGTACCTGC 

CCG 

>Sequence 259 

ATGTTATATTCGTCTAATAGCTACATTGAGTCGAATCGTATTATGTTCGT 

ATCTCITTTATTTATGTATTTATTACATGTATCTATCGTATCTGATTACG 

ATACGATTACGTTTTATCCTATCTCTTCNTAATGGTGTATGCCCACCGCG 

GTGGCGGCCGGCGGGAGGC 

>Sequence 260 

GCTCGTTATGTCGTTACTATCTGTGTCTGCATCGTATCGCATTCTCATCT 

ATTATTATTCTATTCTCTTGTTATCTG 

>Sequence261 

TCTATATATCTATCGTTCTATATATTAATTATTTATTCTTTGTACTTGTT 
TATCGAATGACTTTAATATTTCTATCTCTTTAATCTATACATCTGTTTCT 
CTTTATATATAGGTAGCGCGTG 

>Sequence 262 

TT ACTCC AC ACTCTACTC A 1" I " II C 1 1 C ATTTC ATTTCTGTACTCGTTTTA 

ATAGTATTTACTTATTGTTCTATGTTATGTTATCATCATTATATCATATA 

ATATCTGTTTGATTCAACACCCATTAKITTATTTATTTATTATGTTGTAG 

CCGGGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGA 

CG ACATGG AAAAGATCTGGCACCACTXnTTCTACAATGAGCTTCGTG 

CCCCTGAAGAGCATCCCACCCTGCTCACGGAGGCACXX 3CTGA ACCCCAAG 

GCCAACCGGGAGAAAATGACTCAAATTATGTTTGAGACTTTCAATGTCCC 

AGCCATGTATGTGGCTATCCAGGCGGTGCTGTCTCTCTATGCCTCTGGAC 

GCACAACTCKjCATCGTGCTGGACTCTGGAGATGGTGTCACCCACAATGTC 

cccatctattagggctatgccttgccccatgccatcatgcgtctggatct 
ggctgck:cgagatctcactgactacctcatgaagatcctgactgagcgtg 
gctattccttcgttactactgctgagcgtgagattggtcgggacatcaag 
gaaaaactgtgttatgtaactctggactttgaaaatgagatggcccctgc 
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CGGATCCTCATACTCCCTTGAGAAGAGTTACTAGTTG 
>Sequence 263 

AGGTAC11 1 1 1 1111111! rTTTTTTl 1 GCAGCCGTTTTTCTTACTAG AA 
GCTAGGCGGAAAGAGGTGTTACTCAGATTTCTTGAACTTGAGACGTCAAA 
GGTGAGACGCCAGCCAAGGAGAAGGGATGGTCAGGGACCTGCCCG 
>Sequencc 264 

NGCGTTCGGAGCACTACGCGGNGGCGCTGCGGGGAAGACGGGNGACGNGC 
GGATCTTCTTCTTTTTGGGGCAATGNCACGTTTAATAATGCGTNCCCGGC 
CTNNAAAGCCTTCGC 
>Sequencc 265 

CCGGGCTACCGCGGGGGTGGAAACCTCTTCAGCANNNGCTNGGTTCANNG 

AGCTATNANACAANCAACCGGGACCCCAGCTTTTCAGAACTGCAGGGTAA 

CAGCCATCATGAGTGAGGTCACCAAGAATTCCCTGGAGAAAATCCTTCCA 

CAGCTGAAATGCCATTTCACCTGGAACTTATTCAAGGAAGACTGNGNCTT 

TTTTTATCGAGTGGATAGAGNGCGCAACCAGGTTGAATTTTTAAACACTG 

AGTTCAAAGCTGGCCATGTACCT 

>Sequence 266 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTCTAGGTATTGC 

TGGGCAAGATCCTTGTTGGAGTCCTCCTCTTTTGCTGCCCCACTCAGAGG 

ATAGGCAGAGCAGACTGGCAGACACAACAGCACAAGGAArGCAAGATGCA 

TCATTCTCACTGCCCTTACCTTCTTTGTCTACTGGGCTTCTCCCCGCGTA 

CCTGCCCGGGCGGNCGNTCNGAGCCGCCGGGCAGGTACTACCTTCACCAA 

CTTTTTCATTTGGGCATCACAAAGACGAGTCTTCTGATGTTCTATAAGCA 

ATATGTTTATATGAAAGTCAGAAGTTTAGCGAAAATTCGGCCTAAACAGT 

AATAAATGAAAATGGAATGGAAATCAAAGTTCTTAAATAGAACAGAAGGC 

TGGGCACGGGGGCTCACGCCTGTAATCCAGCACTTTGGGAGGCCCAGATG 

GCCGGATCACGAGGTCAGGAAATCGAGACCATCCTGACTAACACGGTGAA 

ACCCCGTCTCTACTAAAAATACAAAAAAAATTTGCGCGGGCGTGGAGTCC 

GGCCCCCTGGAGTCCCAGCTACTCAAGAGGCTTGAGCAAGAAAATGGCGT 

GACCCCGGGAGGAGAGCTTGTAGGAGCCCGGATCCGTCTCCTGCACTTCA 

ACCTTGGGCGACTGACAAGGCCTTTGCGCAAAAAAAAAAAAT 

>Sequence 267 

AGGTACITTACCTCATTTCCTACCAATCATTTTAAGAGAATTTGGTT 

TTTCAAAGAACAAAACAACACAATTTCTGTCCTGCTGTTTATTTTAGCGT 

GGTCGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTC 

TAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGA 

TGCTTTGCCAAGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAAG 

GAATGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTTA 

TATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCTT 

GGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGATT 

CCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

>Sequence 268 

AGGTACATTTATATGAAAGTCCTCACTTTCAGAAGCAGAAAAGGAGTAAC 
TAGATGGGCATTTTCTATACCAGCTAAGGCTTTAAACATAACAACGTCTA 
' CTGAACTATTTTCTACTTACTTTGACTGAATAAGCCAGTGAGATCGTGAC 
TGCAAGTGGAAGACCITCTGGCACrGCGACCACTAAAACTGTAACTCCAA 
TAATGAAGAACTTCACAAAGTATTGTATATAAATTGGTGTGCACTCAGCA 
AGCCATGGTCTTTTCTGAACCCAGAAGGTGTCAATGACAAAATATAATAC 
TAGAATGATAACTGTGATXK3CAGGCATCAACAGACCTTTCAGAATAGA^ 
TGAAAGAAAAATGTGATTATTAAATTTCCAGACACTAACCCTTGACAGAT 
ATAAATTAAACACTGTAAAGAGTTATAACTTGCITGATAGTATTGAATTT 
CTCTGAGAAATTACriCrTTCTTGCACCTTATAACTTGACATTGTCAGAT 
TTAATTTTTTGCTTAAGGCNCNGCGCCCGG 
>Sequence 269 

AGGTACGCGGGATAGTGGAGGCACTGAAAGACCAGCAGAGGCATAAGGTT 
CGGGAAGAGGTTGTTACCGTGGGCAACTCTGTCAACGAAGGCTTGAACCA 
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ACCTCGAGCGGCCGCCCGGGCAGGTACAGATGCACAGGAGGCCATAGGGT 

TTAGGCAAAGGGGAGCACAAAAGTTGAAGATGAGGCGCTGCCACCAATGC 

TGGGACTTCAGGCCAGGGGCAGGAGCTGAGGAAGCCACAAGGGAGGACAT 

TTTCTGCAGTTGCTGAACCAGTAGCAACCAGGTCCTGAGAAAGCCCTCTC 

TTGTGGAAGAATAACAGCCAGGAGGAAAAGCTTTTCATTCTGCAAAGCTG 

GGGCAGAAAGTTCTTCTTTGAATCCCGCGTACCT 

>Sequence 270 

NGCGATAGGAGCACTCCGCGGNGGCGGCTGCAGAGACGCTTTCGGC 
>Sequence 27 1 

GCGCTAGNGCNACCCGCGCNGGCGGCTGGCAGTTGATCGACGACAGCCGG 
GAGGCGNNAGCGAAGGAAGAGACCTTCNGAGNCNGAATAAACTCNAGCGC 
CCCCCACGNACCN 
>Sequence 272 

TTGGAGCTCCACCGCNNGGTGGCGGCCGAAGTCCCACAGTTAGCTGCAGC 

AAAACGCAGGCTGCCTCAGGGAAAGGAGCCTGGGTTGATTAACTTGTGTG 

TCAATGTCCCACCCGTCCCAGGTAACATTTTGCCCCCTGAGGTCCGGGGT 

AATTTAATGGCTGCTGGACAAAACCTCCAAAGTTCTGAAAGATCAGAAAT 

GATAGCTACCTGGAGTCCAGCTGTACGGCACTTGGCGTAAAGCCGCTTCC 

CTCAAGAGTAACTACAATCTTCCCATGCACAAGATGATTAATACAGATCT 

TAGCAGATOCirGATWAGCTC^ 

GCAAGAAGATCCATCGCAGAGTCCTAAAGAAGAACCCACTGAAAAACTTG 

AGAATCATGTTGAAGCTAAACCCATATGCAAAGACCATGCGCCGGAACAC 

CATTCTTCGCCAGGCCAGGAATCACAAGCTCCGGGTGGATAAGGCAGCTG 

CTGCAGCAGCGGCACTACAAGCCAAATCAGATGAAAAGGCGGCGGTTGCA 

GGCAAGAAGCCTGTGGTAGGTATAAAGGGAAGAAGGCTGCTTGTGGTGTT 

AACAAGCAAAAGAAGCCTCTGGTGGGAAAAAAGGCAGCAGCTACCAAAAA 

ACCAGCCCCTGAAAAAAGCCTGCAGAGAAAAACCTACTAC 

>Sequence 273 

GCGGATTAGGAGCTACTACCGCGCGNNGGCGGCT TANAN GACCTGTACNG 
GCTTCGAGCCCGCGNCCCAGNCNGGGCGAANGANTTTTNGGCGGGTTGAG 
GCGAGGCACCTCCCTGCCCG 
>Sequence 274 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCGCGTCGATGCTATG 

CGCTCAGTTCTAGTCAGAATAATCTTGCTCATCCTCCAGCTCCCCCTGTT 

CCACCAAGGCAGAATTCAAGCCCTCATCTGCCAAAACTACCACCAAAGAC 

TTACAAACGGGAGCTTTCGCACCCCCCATTGTACGCGGGGGAGGAGCCTG 

AGGAAGAGGGCGGCGACGGTGGTGGTGACTGAGCGGAGCCCGGTGACAGG 

ATGTTGGTGTTGGTATTAGGAGATCTGCACATCCCACACCGGTGCAACAG 

TTTGCCAGCTAAATTCANAAAACTCCTGGTGCCAGGAAAAATTCAGCACA 

TTCTCTGCACAGGAAACCTTTGCACCAAAGAGAGTTATGACTATCTCAAG 

ACTCTGGCTGGTGATGTTAATATTGTGAGAG 

>Scquence 275 

ACCTTATTCCCATTCCTTGGTACACATAACTCTCTTTGAATACGTCAGAA 

CAGGCTCCGCGGAACCGACTACAACGTCATTTTAAAAGGGGAAATAACTG 

TTTTATCCCCCCAATAAAGTGGAAAACTCACGCGAACAACCTGTTATCTC 

AAAATGCCCACCCAAAACCCCCATGAACCCTTAAAAAAAAGGCCCCCCCA 

GTTTTCCA 

>Sequcncc276 

AGGTACGTTCTATTCCrGCTCCTATTAGGTCCTTCTCACX:GCACCGGCCC 

TCGGTCGATTACGCCTCTCCAGTTCTGCTGGGGACGTTCTAG<Xr^ 

CACGCGCGTCGATCTTTATGTTATACCGTCACTCCCAGTGCCCTAATGGA 

ACTATCCCTCCACTCACTCCCCCTGGTTCTACCCCGGCTCCAAGAGCCTC 

TCCCCKjNNNCCACTAATTTATTCCCAAATTCTAGGGCCCGGCCCCATCAG 

NCCCTCCTCCGCGTACCCTGCCTCGG 

>Sequence 277 

AGGTACGCGGNGGAGCGGGCCCTACCGTGTGCGCAGAAAGTGGAGGCGCT 



Page 91 
(of 261 pages in Table 2) 



WO 01/42467 



313 

Table 2 



PCT/US00/33312 



TGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTGAGCTG 

TTCGGTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATTGGTTGT 

TGCGGCATTGCCCTACTGCGGAGGTGCATTCTTCTTTGTATCTTGACCAA 

CACAGGCCTCTACCCACTTGCTTGAAGCCACCGACAACGATGACATCTAT 

GGGGCrGCCrGGATCGGCATATTTGGGGGCATCTGCCTCTTCTGCCTGTC 

TGTTCTAGGCATTGGAAGCCATCATGAAGTTCAGCAGGAAAAATTCTTCT 

GGCGTATTTCATTTTGAAGTTTATAGTATTATGCCCTTTGAAAGTGGCAT 

TTTTGTATTACAGGATTCACCCCCACCCAGACTTTTTTCAACTCCAACTT 

TTTTCTGAAACAAATGCTAGAAAAGGGACCTGGCCCGGGCGGGTCGGTTC 

TAGAAATAAGGGGAATCCCCCTGGGCTGGAGGAATTTCAATTTCA AGGC T 

TTTTAATCCCGGCTCACCTTCTGGGGGGTGGCCCGCGGTCCCACAATTTT 

TTGTTCCTCTTTAAAGGAGGGGGTAAATTGCGCCCGCTTTGCCGGAAAAC 

ATGAGTTATACGGTTGTTTCTCTGTGGGTAAAATTGTGATTTCACTTTTA 

AATGTTTCCGACATGAGATATTCAAGCGACGCCCCGGCG 

>Sequence 278 

GCGTTTGGAGCTCCCCGCGGTGGCGTTCGCCCGGGCAGCTACTTTCATCC 

ATAAAGGCCTGCAGCTGTTTCATTGATCCTTGCAGTTCATCCATCACCAA 

CTCCATACAGTCAAAGACTTTGCTCTGGTTCTGTAATATTTTCTGGTAGT 

CAGGTTTTGTATTAAGAACTTCATTCTGAGAAGACCCAAGATATGTCATA 

GGTTCCACTTTGACCTCAG^ 

TATCTCTTTAGCCTCCTGCTGGTAGTGAGGCAAGAGCTGATCCCAAGTCT 

GACGTTCTAAAGAAAACTTTGTTATGTATTCCTTCATCTCAGCCACAGAT 

GCTTCCAAAGAAAAATCTGATGCTTTTCCATTTGAATCTTCAAAACATTT 

TTGTAGAGTTCCATCAGTTTCCAGTCCGTCTGCANAATGTTTCAATTCTT 

CAGAAAGAGAAGATGCTTTGGCTCTAAAACTTTCAAGACTGAAGCCCTTA 

GTGTCCCTTAGGAAAGGTTCAAGTTTCTGAATAGAGAACTGGAAACTGGG 

AAGCAGGAGACAGCCAAGCCGTTTGCTTTCTGCTAAATCGACACTGATAG 

ACCGGCTGAGCTCTGTGATGCCCTGGTGAATGGGATGCAGCGACTTCCGC 

CGGTTCGTTTCTTTCATACTTGCTCGCCGCCGGGATTGCCTNCTGGCTTG 

ATACT 

>Sequence 279 

GCCTTAGGAGCACCACGCGGTGGCCTCCGAGGTACTACTCTGCACTGTTC 

TTTCTTTCTAATAAAACTTTCCCTGTCGAACCTATACTAGTCTTCTGTAA 

ATTCTTCTTACTACCCTATGACCCGTGAGCCAACCAC TTTCCGAT GCCAG 

GGTTCTGACACCTCACCTGGCATAATATAAAGTGTTTTTTTTTTTATACC 

CTTCCACTTGGAAAGACTACAGAGGAATCTTGCTCTGCATAGTTCAAACT 

AAAAAGAGAAGAGTTAATTACCTGAAAAGCAAGAGAAAACAAGAAGGGGT 

AAATTTTGAACCAAGGGAAATCATTTAAGAAGTGTCTGGTATTTTTCAAA 

TTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAATAAAGGA 

TGGAGACATGCTTATTTTATTTAACTCCCCCAAAATTNAAAAAAAAAAAA 

AAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGA 

>Scquencc 280 

TGCGGTGACTCCCGCGGTGGCGGCCGGAGTGATGCCATCTGCAGTTTTGT 

GATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTAT CTTTA ATCCTG 

ACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAG 

TTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGAGTT 

GGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCC 

CAGCATCAGGATTCTTCCGGTCTC^ 

GGAGTGATACTTCKKjTCCCCACTGACCKjAGGAAGGCATTGCCCAGATATA 
CCAACIXjATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTA^ 

gagtacct 

> Sequence 281 

tatgtggtcaccggggtggcgaggtacgcggggggagacatgtggagtcc 
cagcagaggccaacctgtgtctcttcatctccctgggaagggtgcccccg 
aagtgaaagagatggcctggtggaaagcctgggagaatgaataaacagac 
taggttgaatccatacaatggaatggtagcagacaataaaaagaaaatga 
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ACTATTGATGCCCCCTACTGCACAGCAGAAGCTCTGAATCGTGTTCCTGA 

ATGAAAGAAGTCAGAGATGAAAAGATGGGCCAGGAGTCCAGTTTCTGGAA 

GGCCAAGAATCGAAGTAGCAAGCTGCAGCCGTTTTCCAGACAAGCATGAT 

GTGGGGATGCAGAAGAATTCAGGACTGGAGGGGCAAACTCCGATGTGACT 

GAGGCCCCACTGCCAAATGGCGGCATGCTCAGATAGCACCCAAGAATTTG 

GGGAAAAAACTGGTGCTCACAGCTGCCCAGTTAAGC 

>Sequence 282 

ATTATATTTCTACTGCTCAGTATAACGTACTGAACGACAGGTGTACCACG 

TCTGCATCTCTTTTCGTGCGCTAATCGTCTCGACGCGTAGGCAACGTATA 

CGAGACTATAGTTTTCTTTCTTATCTACTTCTATTTCTACACTATATATA 

TTTATCCNTTCTTGCGGATCGACTCACCGCGGCTGGCTGGCCCGCAGGAT 

ACCTATGTTCCACTGCTCAGCAGTGCTCGTAGTACGACTCGATGTATGTC 

AGGCACGAGACAGACCCTCTTCCACTTGTCATGTTGTATTGCCACTTCCG 

CGCGAGGATATTCTGATAGGATGCGTCTCTCTCTCAGATCAACACGGTAG 

GCAACGTTCCTTGCGCTGGTACCTTTTCCACCTTTCCCTTTTCCCATTCT 

GGCATTAACACCGGTTCCACCCAACCCTGGCACTTAAGGGCTTGTGAGAC 

TTCAACCCCAACCTTCCAGGCCTCCCCATTGGGGTCCTCCTTGCCACCTT 

CATTTGGGTTCGTGGGATACCAGAGTTGGAACAAGGGGGCCCAGGAATCA 

AAGCCTGTTCCTTTTCAACCCCCACTCAATTGGGCTCAAGGGGAATGTGT 

GTCCCTC^GTAAGGGGGTTCCCC A A AGGCC A AC A A GG A A A A A. A ATCTTG 

CAAGCCTTTGAAGCTGGAAGTGGCCACTTGTATGCCTAAGGCTTGGAAAA 

AGCCACATAAAAGGGGAGGGGGCCTAGGAACCACCGCAAAAAAGGTTTTG 

GATGGCCAAGAAAAAGAGGGAAAGGGGGCTCCAGTGGAATATAACCCTCT 

GGGCGC A ATTCTNTTTTCC AA 1 " l"l ' 1 ' I CCC ATTTGGCCTTGGCCC ATTA A A 

TTTCCAGGGGCGAAGGATTTAACCTCTGGGTAAAAGGGTGTGGNGNNNGG 

GGGCCAAGNAACCAACCTTTATTGGACACCCTGGTGGAAAAGAGAAGCCC 

TCTATTAAGAAAAATTTCCCCAAAAATTGGGGAAN 

>Sequence 283 

AGTTGTGACACGATTATATTGAATGTTGTCTTCAACGATATAATTTACTT 

CATCAATATTCTAATAATTACATGCTAATATGATATTTATATAATAAATA 

TAGCTAATGAATAACGTACTTGTCTATTTTCTCTAGAGAGCTATCGGGAG 

GCGGTCGAGTACAGCATTGGAAATGGATCTGTCTTTGGTAAAGATCAGCC 

TATAATTCTTGTGCTGTTGGATATCACCCCCATGATGGGTGTCCTGGACG 

GTGTCCTAATGGAACTGCAAGACTGTGTCCTTCCCCTCCTGAAAGAATGC 

ATTCGCACCAAATAAAGAAGACGTTGCCCTTCAAAAGACCTGGATGTGGC 

CATTCTTGTGGGCTTCCATGCCAAGAAGGGAAGGCATGGAGAGAAAAGAT 

TTACTGAAAGCAAATGTGAAAATCTTCAAAATCCCAGGGTGCATGCCTTA 

GATAAATACGCCAAGAAGTCAGTTAAGGTTATTGTTGTGGGTTAATCCAG 

CCCATACCAACTGCCTGACTGCTTCCAAGTCAGCTTCATCCATCCCCAAG 

GAGAACTTTAGTTGCTTGACTTCGTTGGATCACAACCGAGCTAAAGCTCA 

AATTGCTCTTAAACTTGGTGTGACTGCTAATGAAGTA 

>Scqucnce 284 

TCACATCTCATTCTTGTGATTATGTAGATTCTTTACACTTCGTATCATCA 

CTCTTTACATATATTACCGAATGTGATATCAATGTACTACATAGTTCCTT 

CATATATATATAAiririCATAATTTAGAGTGACTCCCGTGGCGGCCGCC 

CGGGCAGGTACGCGGGGGCTCTAAGCTGCAGCAAGAGAAACTGTGTGTGA 

GGGGAAGAGGCCTGTTTCGCTGTCGGGTCTCTAGTTCnTGCACGCTCTTT 

AAGAGTCTGCACTGGAGGAACTCCTGCCATTACCAGCCTC^ 

AAAGGGAGGGGGAAACATACATTTATTCATGCCAGTCTCTTGCATGCAGG 

CTTTATGGCTTCCTACCTTGCAACAAAATAAT^ 

CCGATTCCGCCCCCAGAGAGACCTGGAGCCACAGAGCnTTTITGCTTTGC 

ATTGTAGGAGAGGGACTAAGTGCTAGAGACTATGTCCGCnTCCTGAGCT 

ACCGAGAGCGCCCGTGAACTGGAATCAACTGCTTCAGAAGATGTACCCTA 

AGGCAAACAGGGTTCCTTGGCCGGTTAAAACTAGGGGATCCCCCGGCTTG 

CACGAATTCTATATCAACTTATCG 

>Sequence 285 
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CGTGTTCCGGGTGGCGGCCGAGGTACTAGGTCCCAAATGTTTCAACCGAT 

TTTACCCTATGTTTTCAAGGGTATTATAGAAGGGGAGAGGTATCCTGTAG 

TGATGTCCACGTATCTTGGAGTTATGGGTCGAGTTCTACTACAAAACACT 

AG nTTTTTCI 1C ACTTACTAAATGAGATGGCCCATAAATTTAATCAGGA 

GATGGACCAGCTTTTGGGAAATATGATTGAAATGTGGGTTGATCGAATGG 

ACAACATTACCCAGCCTGAAAGAAGAAAACTTTCAGCTTTGGCTTTGCTC 

TCTCTTCTGCCATCTGATAATAGTGTTATCCAAGATAAATTCTGTGGGAT 

TATAAACATTTTAAGTAGAAGGCCTGCATGATGTCATGACGGAAAGATCC 

TGAAACAGGAACTTATAAAGACTGTATGTTGATGGCTCATCTTGAGGAAC 

CAAAAGTAACAGAAGATGAAGAACCACCCACAGAACAAGATAAGAGG 

>Sequence 286 

GTCCTACACCACTGG ATTACTATG A ATTATACTTTA ATCCTAG A l l VTTC 

TGTTTTGATTCTCAATAGATGATGTCTCTGAGTTGATTTGAAATATCAAT 

ATATATGTATTTACTATATGTTGTATATATNATNTANTAGAGAGACGCGG 

GTGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGACG 

ACATGGAAAAGATCTGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCC 

CCTGAAGAGCATCCCACCCTGCTCACGGAGGCACCCCTGAACCCCAAGGC 

CCACCCGGGAGGAAAATGAACTTCAAATTAATGTTTTGAAGAACTTTCAA 

ATGTCCCCAGCCCATGGTATGGTGGCCTATCCCAGGCCGGTTGCCTGTCC 

TCCrCTAATGGCCTCTGGAXCGCACCA^AACTGGCCATCTGTGCTTGGGAC 

CTCTTGGAAGAATGGGTGGTCACCCCAACAAATGGTCCCCCATTCTATTG 

AAGGGGGCTATTGTCCTTTGCTCCCCATGGCCCATTCAATGGCGGTTCTG 

GGGATCCTGGGGCTGGGCCCGAAGAATCTTCAACTGGAACTACNCTTCAT 

GAAAAGATTCCTTGACTGTAAGCGTGGGCCTATTTCCCTTTCGGATAACT 

AACCTGCTGGAAGCGGTGAAGAATTGGTCCCGGGAACATTCAAAGGGAGA 

AAACCTGGGGTTTAATGGTAAGCTTCTGGGACTTTTGAAAAAAG 

>Sequencc 287 

GATGTGAGCTCCCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGA 

TCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACA 

TTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAA 

AACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTG 

TGTCCTTGTTCTTATTTGGAGAAGTTCACATAGCGCTCTGGAAGACGGAT 

CACGGGACTGTCGTATGGATCCTCAATGCCAACCCCATGAAGCCCAAGGA 

TGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAA 

TTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAGAAGAAGAAT 

GGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGAGTACCT 

>Sequencc 288 

GTGATGACCCGCGCGCGGCGCGAGGTCCCTGTACTCCAGGGCACTGGCGG 
>Sequence 289 

GAGATGCTATGAGGTGGCGGCCGATGACCGTCATTGTCATGGACAGACTG 

GCTCAGTGAAGACATTTACTTTGATGGGACCAG ATAG AA TCCGATAATT T 

TTCTCATAACCTGAGAGG AGTTATCCCACG AAGTT7TG AA 11 1 1 1 GTTTT 

CCITAATTGATCGTGAAAAAGAAAAGGCTGGAGCTGGAAAGAGTTTCCTT 

TGTAAGTGTTCCITrATTGAAATCTATAACGAGCAG ATATA TGATCTACT 

GGACTCTGCATCGGCTGGACTGTACTTGGCCCGGNATTTTGAAAAATGGG 

GGACCATTAAAAGCATAAAAGGCATTTGGGGCCTGGGGGACAATGATTTA 

TACTTTCCACGATTTAGCATCTCTAGCCCACCCTTAAATAAACTGTGCGA 

CCTCACTTTTGGACAGCCAAGAGCTTACGATTAGTACCT^ 

CTACTATACAGCGCGGTGGGCACCXn*AAAGGATGGTATTATTTGAC 

ATTGGGGGGCTGCATCCCATATTGATCTTCAATCTATTCG 

>Scquence 290 

ATCTATACAATACATATTATAAATAAATGGTGTATATATATTGTTATTAT 
AACATATTATAA TTTTI 1 1 1 G ATAATCTAATTGATAGAGTTATCAAAAAT 
ATATATCTTAATTTATTTAATCTATACTATTATATTAAAGATACTCCGGG 
TGGCGGCCGCCCGGGCAGGTACGTCGGGGCTCCGTAGGAAGCCTCATCTC 
CCTAACTAGCTGCTTACACAAAGAACTCCTTGAGAACTTGAACCTTGCCA 
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GGGAACTAAAAACCCATTGAAAAGAAGGCTCTGAATCCCrTTTCTTTGCA 

CTATCTCTTGGCCCTGACCTTTAGACGGGATATGATAAACCTATCT GGTG 

TCTTAATGGA AAATCAACC AATCG AAAAAGGCCATTGGG AAAATTC 1 1 IT 

AATAGAAAACCTATAATTTCCCCTTTTCTATTTAAAACCAGGGAAGGAAA 

TATGTCAAAAAATCCCCCTTTTTTATTACTCCCCCTCTACAATCCAAAAT 

GGATGGGGGAAGATCTCTTTAAACCGTTCTCAAAAAAAAGTAGGGTGATC 

AAAATAAGAAAACCTGTCATTCTAAAAGGCTCTTTGGTCCCCAACCAAAT 

GTCTTTAAAATGATGGAGTAACCTCTCCCTTTGTTAGATTTATACTATTT 

TCAGAAAGATATTTTTTGTTCGAAAAAACCCGTCTTAACCCACCCACAAA 

TTGGGGTTTTATATATTGGGGAAATAAACCAAAAATGGGCTTGGACCTAT 

ATTATAAATTCCGGATTTTCCTTTTCTAAAGGGGAAAAAAGCCCCCCTCC 

CATGAGGGTGGCACACCCACAATATTTATATACATCCTTGAGAGGGGGAA 

AAAAAAAAAAAAAAAAGAAACTTTTTTTTTTTATTATTTATTTTTGAGGA 

AGGGGGTGGGCCCCCACCCACCTTAATAATTTGGTGTCCTCCCCCCTCAC 

TGTTTAAATCATCTATATATTATAAAT 

>Sequence 29 1 

TGAGACTGACTCCGGGTGGCGGCCGCCCGGGCAGGTACTTTTTTTTTTTT 

TTTTTTT1 GGGGG AGTTAA ATAAA AT A A GC ATGTCTCC ATCCTTTATTCC 

TAAACATTTACTTATGACAAATGTAACAACTGACAGAAATTTGAAAAATA 

CC AG A C ACTTGTT A A ATG A TTTGGG TTGGGTC A AAATTT AGGGCTTGTFG 

TTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTCTTTTTAGTTTGAACTA 

TGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAA 

AAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCTGGCATCGGAAA 

GTGGTTGGCTCACGGGTCATAGGGTAGTAAGAAGAATTTTACAGAAGACA 

GTCTAGGTTCGAAAAAGAAAGTTTTATTTGAAAGAAAGAACCGTGCCAAA 

ATAGTTCTCATTCCAGAATGGGAGAAAGGGCTTCTCATAGATCATTCG 

>Sequence 292 

TTGATGCTCCGGGTGGCGGCCGAGGTACrrrri l Tl TTTTTTTT1 I I I I 1 
TTTTTGCTTGTTTTT ATC i ' 1 11 GGCCTTTTGGTGACTTGGTGCTCCTTGG 
AGTCACTGGAGTTCTACTTTGAATCCCACTCTGACATCAATCGACTGCCT 
TAATTCCTGGTCCAGCTGCCCGACCCTGACTCTCTCCCGCTC 
>Sequencc 293 

GAAGTGGCTCCCGGTGGCGGCCGCCCGGGCAGGACGCGGGGACATTCGAG 

TGGGGATTAAGAGAAGGAAGGCTGCCTTGCTGGAGCTGTGTGGTCTTCTC 

CAAGTGAGAGTCGCAGGCAATAGAACTACTTTGCTTTTGGAGGAAAAGGA 

GGAATTCATTTTTAGCAAACACAAG AAAAGCAG YTTTTTTl CAGGTGCTG 

ACGGCCACCCACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCA 

CGTTCTTCAAGGCAGAATAATTGCAGAAAATCTTCAAAGGACCCTATCTG 

CAGATGTTCTGAATACCTCTGAGAATAGAGATTGATTATT CAAC CAGGAT 

ACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAGTT 

TTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGGTCTGGTTT 

TGGCTGTCCTGGGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAAA 

TCCCCGAGGTTCAGAGGACGGAT 

> Sequence 294 

TGAGAGGCTCCCGCGGTGGCCKjCCGCX:CGCKjCAGGTACGCGGGAGGCACA 
TT Cl ' l " I ' l CTACGTGAAGAGTTTTGTAAACTG AACTTTGTTTTCAG 
GCTCCAGCCATCCnX^GGGTAGCTTGCCAATAGATGAATCCCACTCGTTTG 
ACCC ATG ACGCTC C I 'l U 1 1 ' 1 G C ATTTCTACCTCTTTCC CCAC AGCAGTGC -K 
ATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTTCTGTTATAC 
TTCTTTCCTTACACTCATTTTCXrrGTCTTTA 

TCTCCTCAAAGGTATAGCTGCCTTGCTITCATGAAAACACACTTTCCTAT 

TGTGATTTATCAGAGGCCTTTCCATATCTCAGCCACTATGCTATGACAGA 

TTTTATAATTAATAAGTGCATTTCAAAGTGAAAACGTTACAAACATGCTT 

ANCAGATGTTXn^ATAACATGAAATATTCTGCTGCGTTAAGAACAAAATG 

CTGACTTACTTGTG 

>Sequence 295 
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TGAGATGACTACCGGGTGGCGGCCGGAAGAGCAACCGAGATGAAGGTGAA 

GATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAAC CAAG TTGGACT 

TACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGTC 

CCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATT 

GCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 

GATGGTAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGAC 

TCT 

>Sequence 296 

TGTGACTGGACCGGGTGTGGCGGCCGCCCGGGCAGGTACGCGGGGCTCCC 

TTGTGAGTAGACTATGCAAAGAAAAAGTGGGCCACCATATCTGGAAACTA 

CAGTCTATGCTTTGAAGCGCAAAAGGGAATAAACATTTAAAGACTCCCCC 

GGGGACCTGGAGGATGGACTTTTCCATGGTGGCCGGAGCAGCAGCTTACA 

ATGAATAATCAGAGACTGGTGCTCTTGGAGAAAACTATAGTTGGCAAATT 

CCCATTAACCACAATGACTTCAAAATTTTAAAAAATAATGAGCGTCAGCT 

GTGTGAAGTCCTCCAGAATAAGTTTGGCTGTATCTCTACCATGGTCTCTC 

CAGTTCAGGAAGGCAACAGCAAATCTCTGCCAGTGTTAACAAAAATGCTG 

ACTCCTATGAAAGAATTATGAGTGTGGAAAGATGAACTCACCACACACGC 

TGATGAGGCTGTGGAGAATCCGTCCATGAAAGAATTTCTCCTGGGGGAAG 

G GCTTA CCTTGGCACTGCTAGAAT 

>Sequence 297 

TGCGATCTCGCGCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGGAGGG 

CTCCGAAGTCTGGTTTTGGGCGGGAATTGAAACCGCCGCTGAAGCCAACA 

AGAATTTGAGAACTGTAAATACCAAGCCTTGAAAGGGACCATGGTGCGGC 

CTGTGAGACATAAGAAGCCAGTCCATTACTCACAGTTTGACCACTCTGAC 

AGTGATGATGATTTTGTTTCTGCAACTGTCCCTCGGCCGTTCTAGAAACT 

ATGGGATTCCCCCGGCCTGAGGGATTCCATTTTAAACCTTTT TGGA CCCG 

CTACACCCTAGGGGGGGGCCCGCGCCCCCCTTTTTGGGCCC CTTTTGAGG 

GGGGGTTTTACGCCCCCCGGGGAAATAAAATAGGGGTAA Cl'n ri 'l l I TT 

GCGGGAAAAAATTTATTCCCCCCAAAAAAAAAAACGCCCTTTTTTCCCGG 

GGGGAAAAAAATAGGATCCCCCGGGGGGGGGGGGAATTTTTTTTATTATT 

TTTTTTTTTCCCCTTCCCCTCCGGGGGGGGGGGGGC 

>Sequence 298 

ACCACACACTTCCATCTCATTATATCATCTGATTGTAATCAATTATGTGA 

TATTACTTATTTATAAATAGTATCGATATACTCTTCTAAATGAATTATGT 

TTTATAGTAATTTAAGTGTTTTATTTACATTCTTAAGCGTTGACTCACGG 

GTGGCGGCCGAGGTACTCCCCAGCAAATATTCTTTGTTGGCTTGCTTGAC 

TAGATGAGCTGCTATAGTAGTCAATCCTGTTAGACTTGGACCATTGTTTG 

TCTGAAGAACTGGAATCTGTCGCTCGCCCTGAGCAC 

> Sequence 299 

GTTCCATCCATATCTCTATAATTACTATTTCCTCACATTTAACGATTTCT 
TTACTATCTATTAAAATACTCATATT™^ 

CTAATTTTATATATTATATCGTTAGCTCCGGGTGGCGGCCGAGGTACTTC 

TGTCTTCCAGTTTTCCACTTCAAACTTCTATCriTCTC 

CCTACCACTCCCAATTAATCTTTCCATTTTCGTCTGCGTTTAGTAAAT^ 

GTTAACTAGGCTTTAAATGACGCAATTCTCCXrrGCGTCATGGATTTAAGG 

TCTTTTAATCACCnTCGGTTTAATCTCTTTTTAAAAGATCGTCTTC 

TATTTTAATCACCTAOAACTTITAAACTAAACTTrAA 

CCnTCATTTTAATCTAAAAGCATTGCCCrrCTATTGGT^ 

CTCTGTAGTCCTTTCTCTCAATTTTCnTT^ 

GAAGAAGCTTCATCTCAACCTCCGTCATGTTTTAGAAACCnTTTATCT^ 
TCCTTCCTC ATGCTACTC 11 T 1 U AATCTTCATATTTTCTCTTAAAATCTT 
AAGCTATTA 
>Sequence 300 

GCGATGTCCGGGGGCGGCAGGTACTTAAGGTTGACTGGTAATCAGGGTAA 
CTTCTGATACITATCACACAAGATGGTGCCTCAGCATTTAAATAAATGGA 
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GGTAGGGGAGGGCGTGGTGGTAACATACTTTTAAACCAGCGATTGCACAG 

CAAACCACAATGCAAGTATTTCTGACTCCCAAGATTGCCGTTTCCTAAAG 

AGCAATTCTTCTGCAGGCAACAGCAAACCTACCTTTCCTTGCTAACTGCT 

TTCAGTAAATTCTTGATGGCCTTCGATTCTGGATTCAGACATCTCTTCTC 

ACCCTTCTTTTTCATTGTAGCAATGATCTCAACACGTGGACAAAATTGGC 

TTGCAGGAATAATTTCAAGTTITTCTAAAAACCITGGATTAACAGGTGGA 

TTACTTATTGCTATGCAGGGTACCTGGCCGGGGGGGCTGT TCGA CACCTG 

GCTAATGGTCTTGACATGGAACCGGGCCTTAAATTTGGCATTTT 

>Sequence301 

GCGACTGTGCTCACCGCGGTGGCGGCCGGAGTGATGCCATCTGCAGTTTT 

GTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTAT CTTTA ATCC 

TGACT7TTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTG 

AGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGAG 

TTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGG 

CCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAA 

AAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATA 

TACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTT 

TAGAGTACCT 
>Sequencc 302 

GGG ATTGGAG CACCACGGNGGC^ 

GGACCCACAGGAGCGACCCTGAAAGGACCATTATTCGCACAGAGCTGCAA 
ACAACTATACATGATATAATTTTAGAATGTGTGTACCTGCCCC 
>Sequence 303 

GCGGATTTGGAGCNACTCCNGCGGNNGGCGGCTCGGNNGCTCNTACGGCC 
CCCCANCANGGCGGACCCNNAGAGAAAGGCCCTGNANNGACTACNTTGAA 
TACNGNNGCCCGAACACAAGGAGANCGA 
>Sequence 304 

TCGCCCGAGCTTTCTCTTGTCCATCTTCTCCCGCTGCTGAAATTTCAGTT 

GCGGGCGCTGTCACCTCAGGACCCCTCCCCCCGCGTACGCTGGATAGCCT 

CCAGGCCAGAAAGAGAGAGTAGCGCGAGCACAGCTAAGGCCACGGAGCGA 

GACATCTCGGCCCGAATGCTGTCAGCTTCAGGAATCCCCGCGTACCTGCC 

CG 

>Scquence 305 

TTCCCGGCAGGTACTCAGGTTTTATCTCTGCACTCCAAGTAGGATGAAAA 

GTA AAG AGC AAAGGCTC ATGTTTGCCA AGTCTGTCCrrri GTAACAAAAA 

ACCCAGCAGCTTTATCAAGCAGAATTCCACCTGTATTTCTTAAC TTGCC A 

GAGCTGAGTCrCATGGCCACCCTTAGCAGGAGTTGGGGAGGTATTTTTAA 

CAAGGCACATTATCATCTCCCCCACCCAAAGTGGAGCTATTGCTAATGAA 

AAAGATACAATGAGATGTTTATGAAATTATCTGTAGCTATTAATGTCAGG 

TTTTTGAAATTTACTGACCTGGAAGAATACTCATAATGCAATGTCAAGTG 

AGAAGCAGGACAAAGAACATTTGCAATACAGTTGTATTTATAAAATTTTG 

TTTACACACAA 

> Sequence 306 

gcgattggagctccccgcggtggcggctcgagtacgcggggaggcagcgg 

aaackttcack:ccatgtgaggtgcctcctgccaatcacagactaccct^ 

ctggtcctggaggttcaaagaattgcaggagggtagaaaagcacctgggt 

cgggtgcagactgcggagcgggccctaccgtgtgcgcagaaagaggaggc 

gcitgccttcagcttgtgggaaatcccgaag 

ctgttcgttgcttccagggcctgctc 

TGTTGCGGCATTGCCCTGACTGCCKjAGTGCATCTTCT^ 
ACACAGCCTCTACCCACTGGCTTGAAGCCACCGACACGATGACATCTATG 
GGGCTGCCTGGATCGCATATTTGTGGGCATCTGCCTC 
> Sequence 307 

TGAGCCCGGCGCCANATCACCATTATTCCCCTTTAGTCACCTCAGAGGCT 

TGTTAATGCTTTCnTTGTAATTAGGCTATATCTGGTATCTGTATAATATC 

TTCAGTTCTTCTTTACCAGGGGTCTTACTCTGTTCTGAAACATGGCACCT 



Page 97 
(of 261 pages in Table 2) 



WO 01/42467 



319 

Tabl 2 



PCT/US00/33312 



CAGGCGGCTCCGGCAGCGCTGGACACAGGAAACTCCTGGGTCCCCGACTC 
CGGCTCTCCTCTACCCCCTCTTCGGTTAACTCCGCTTGTTTCTCTACAAA 
ATGGCGCCGGAGGTCCCCCGCGTACCT 
> Sequence 308 

GCGGTTTCGGAGCNAACCNCGCGCGNGGCGGCCTGGNNGACCANTACNGG 

AAACCAAACGAACGGCNGGCNGCACCANGCNGGCNTTANCNNNGCCGCCT 

TCANGCNGAGCAGCCCGAAANCNNGGAACCGGCCNCNNGNNGNGTTCCNN 

GNNGAAGAACGGGCNNANCCCCAGAGAGAGCCAAAGNNACCCCGGCCCGC 

NCNAAGAACAAAGCGGANCCCCCCGGGCCGGCAGGAACNGCGANAACACA 

GGCCC AAN CTTTTCC rTTTTTTTI TGTGTTGGG GGGGCGCGCGGN ACCCC 

CAGCNAAAAAGAACCACAANAAGCCGAGGGGNNGAAGGGGAGCAGCNCNN 

GGCGNAAANCATTGGNCAANAGCNNGCCNNCCNGGNGANGAAANNNGCNA 

CNCCGCGNCACAAN>fNCCACACNAACANNACGCAGCCGGGAGCANNAAAG 

NGNAGAAGCCCGGGGGCGGGCCCAAGGAGGGGAGCNNAACNCACANNNAA 

NNNNGCGNG 

>Sequence 309 

GCGTTTGGAGCACACCGCGGNGGCGTTCGAGTACTTACGAACATNCNNAN 

ATGGNNNACCTTCTAAAAATGTTACACAGAAGAATAAAGGCNACCAACCG 

CTCWWATNATCGAGNGCCAGAAACCTTTTACAAGATGGTAAAAAAAAAA 

ACAGAAAAAAGAAAAAAAAACAAAACCAAAAACAAAAAAACTTTACAACC 

ACAGCTAATGCAA'lTlTrTCCATTGTTC 

GGNGCAAAGCCCATTTTTTTCCATGCATCTAAATGATAGATACAGGCTAT 
GAAATTCTTTATTCTATTTGTAGCAGCTTATGCAGGTGCAGCCAAACACA 
AAGCTTCAGGACAAATTGTACCTGCCCGGGCGGCCGCTCT 
>Sequence 3 1 0 

GGCGTTANGNGNCNACTNCGCGGNNGGCGACTCGANGNCNGCATCTAAGC 

ACGCNCACCGNGGACAAGAGCAGGNGGCCCTAGNKNGACNGTNTTATGCT 

GCNCCGCGANGCANGAGGCNCNGCACAACCACNACATGCAGAAGAGCCGC 

GCCCGGCCCCCGGGAAAAAGAGNGCGA 

>Sequence 3 1 1 

GCGCTTTGGAGCNACANCGNCGGNGGCGCGCTGNNCGNCGGTACTCNGAG 
GAAAAGCNCGCACCAGGNGGACGCGGACCGTTAGCAGNGGTTTAGGCACC 
CCAACAAGCCGCGGGGCAAAAGGNCCNCGNATTT 
>Sequence 312 

GCGCTCGGAGCTACACCGCGGTGGCGCTGCCGCGCCAGACTCTTGGAGAA 

AGTATAGCAGCAAACAATGCCTATTTTCACAGGAAACAGAACACATACCC 

AGAAAAATGCCCTGGCAATCATCAAATCACAGTTTTCCAACATCAATAAA 

GTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTGAATATTGAAG 

AATTAATAGAGAAACTTCAGTCTGGAATGGAGGTTATGGATCAGATTTGT 

GATGTGAGAATATCTGACATAATGGATGTATATGAAATGAAACTATCCAC 

ATTAGCnTCCAAAGAAAGCAGGCrACAAGATCTTTTGGAAACAAAAACTC 

TAGCCCTTGCACAGGCTGATAGACTGATTGCTCAGCATCGCTGTCAAAGA 

ACTCAAGC 

>Sequence 313 

AGCGATTGGAGCTCCCCGCGGTGGCGGCITCCCGGGCAGGCACCTTAGCA 

TTAGATTGAGTTATGTTGCTAGGAGATGTTTATTCATCAGCTGATCATTA 

AGCATATGGGGCTTACITGGCCCCCCTATCAATTTGCGTCAAAATAAATT 

AATTGTAGACCTGTCTTGTlTTATGAAAAAGCAATGTGATAGTCrTTAAA 

TTTATCnTTCTAAACAAGACACAAGTTTAC^ATTACCCAGCACAGTAAC 

CCCTCITGGTATTGTTTACCTAAAAGGAAGAAGTGTAGGAAAAACTGATA 

TAAGTAGAGAGTTTATTTGGGCCAAGCATGAGGGTTACAACCCAACTGTA 

TGGAGACAAGTTGTCCTGAACAATACACATTCTTATTAGCAACAGTTATA 

AGTAGGTTTTCAAAGAAAAAGAAGA 

>Sequence 314 

GGCGATTGGAGCTCCACCGCGGTGGNCGGTCGAGGTACGCGGGGGGTCCT 
GGAGGTTCAAAGAATTGCAGGAGGGTTTAAAGCACCTGGGTCGGGTGCAG 
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ACTGCGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGG CGCT CAGGAA 

TGCATGAATTGATTAATTAAATGTCGAGAGCTGTAGATGGCTTTTCTCAA 

GGTGCTTCAAGTGCAGAAGCCCAAGTGATTGACCCACACACTTACCTTTG 

TGTTCCTTCCAGAAAATCCTCAGGGAGTGCCTTCAGCTTGTGGGAAATCC 

CGAAGATGGCCAAAGACAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTG 

ATTTTTGGAAATGTGATTATTGGTTGTTGCGGCATTGCCCTGACTGCGGA 

GTGCATCT 

>Sequence3!5 

GCGATTGGAGCTACTCGCGGTGGCGGCCTCCCGGGCAGGACCCTTAGCAT 

TAGATTGAGTTATGTTGCTAGGAGATGTTTATTGAGTCAGCTGAAACTTA 

AGCATATGGGGCTTACTTGGCCCCCCTATCAATTTGCGTCAAAATAAATT 

AATTGTAGACCTGTCTTGTTTTATGAAAAAGCAATGTGATAGTCTTTAAA 

TTTATCTTTCTAAACAAGACACAAGTTTACACATTACCCTTTTAGTAACC 

CCTCTTGGTATTGTTTACCTAAAAGGAAGAAGTGTAGGAAAAACTGATAT 

AAGTAGAGAGTTTATTTGGGCCAAGCATGAGGGTTACAACCCAACTGTAT 

GGAGACAAGTTGTCCTGAACAATACACATTCTTATTAGCAACAGTTATAA 

GTAGGTTTTCAAAGAAAAAGAAGAGGCAGTTCCTAAG 

>Sequence316 

CCGGGCAGGTACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGG 

AGCTGGGGGAGGGAGAGGCGGGGGTGGGGTTGGAGAGGGAGGGG6GGGGG 

CGCGTAAGCAGTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTA 

GGCGGGTGCACCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAG 

GATGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTC 

AGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCC GTTTG AAGA 

AGAGTGCAGATACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGC 

CTTCTGATG 

>Sequence317 

GCGTCAGGAGCACACCCCCGTGGCGTTCGCCCGGGCAGGTACTCTGCAGA 

AAGTATAGCAGCAAACAATGCCTATAGACAACAGGAAACAGAACATATAC 

CCAGAAAAATGCCCTGGCAATCATCAAATCACAGTTTTCCAACATCAATA 

AAGTGTTTAACTCCTCATTTGAAAGATGGTGT TCCTGG ATTGAATATTGA 

AGAATTAATAGAGAAACTTCAGTCTGGAATGGTTTTTAAGGATCAGATTT 

GTGATGTGAGAATATCTGACATAATGGATGTATATGAAATGAAACTATCC 

ACATTAGCTTCCAAAGAAAGCAGGCTACAAGATCTTTTGGAAACAAAAAC 

TCTAGCCCTTGCACAGGCTGATAGACTGATTGCTCAGCATCGCTGTCAAA 

GAACTCAAGCTGAAACAGA 

>Sequence 318 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTATTGATGTTGA 

AGATGAGAAATCTCCTCAGACTGAAAGTTGCACTGACAGTGGAGCAGAAA 

ATGAAGGTAGTTGTCACAGTGATCAGATGAGCAACGATTTCTCCAATGAT 

GATGGTGTTGATGAAGGAATCTGTCTTGAAACCAATAGTGGA ACTGAA AA 

G ATCTCAAAATCTGG ACTTG AA AAG AATTCCTTG ATCTATG AACI 11 1 CT 

CTGTTATGGTTCATTCTGGGAGGGCTGCTGGTGGTCATTATTATGCATGT 

ATAAAGTCATTCAGTGATGAGCAGTGGTACGGGTGGGAATAGCACTACAC 

TGTTCATCTAGCCTTGTAGAATAAGTCCCAGTGAACTGATATTCTGCAGA 

ATCTTCACTGTTATATA 

>Scquencc 3 1 9 

AGGTA CTTTTTTTTI 1 1 1 II 111 1111 1 1 C AATGTTCAGTTTCCTTTAAT 

GACCCCCATCTCCCTGAAGGGCAGGTGCAGGCAGGTAGGTGATGGGAAGA 

GATCTTCACTTGAAGATCTTGCCCTGATTGAAGGCTTTGCCCA 

GAAGGCCCCCTCCCAGGAAAAGTACCAGACATCAGCTGCCTCTTCTTCAT 

TTTCAGCCAAAGAAAGGGCACGTTCAAATGAGGTCAGAGTCATATCATAC 

TGCTGGGCATAGAAGCAACACAGCCCCAGATTGTTAAAAAGCTGGCCGTT 

ATAAATGCCCATCTGCAGCAGCCGCCTGTAAAACCGGAGAGCTATTTCTG 

GCTGATCAGAATAGAAGTGGTTGCTTCCAATGCATGCGAT 

>Sequence 320 
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GCGCTAGGGGCAACCCGCGGNGGCGGCTGCCAGGCGTNGAACGNGCACCN 

NCAGGAGACGCNCGNAGCCCNCGCGCCGTGCNCCGGGGCAGTTAGCCGAA 

GAAGCGGCNCACGCCNNCCAGAGCCACANCATCTGTGGNCGAAAGAGAAG 

CCCAGCGAGAGAGAGGNGNAGGAGGCCNGCAGGNACCN 

>Sequcnce 321 

CGGGCTTGAAGCNNATNCGCGCNGGCGGCTGANAAGCTCGTCGGNCGCGC 

ACAAGCGGAGNNAACCGAAGAGGGGGCTGAAAGNACGCGTTANCCGGACC 

CACCAGN^CCNGNGNCCAGCGCNGCCGTrTTCCCNGAGGGGGCACNNCC 

CGCAAAGGCNGGAGNGCAGCGGCACAANCCCGGCNCACGGCAGCCNNNGA 

NANNCNGGNCNCAGGNGACCAGCACCTTTTCTTTTTTTACCT^ 

CCAAGCCACCCGNCAACAAAGCANACAAACCGAAACGGGCGGGGGGAAGG 

ANCCCAGATGNNGANGCCAGGAAANGGGANGAAGACCAAACGNGCCANGN 

NNCAGAACNAGAGAAGACCCCNGGGAAAGAAGAACCGAAGANANNANACA 

GANACCAGANAAAGCCCAANNACAAAGAAAGCANA 

>Sequence 322 

GCGTTAGGAGCTACACCGCGGNNGGCGTTTTGGGGACAATACTTACAAAG 
ACTCCCGTGACGAAAACACAANNGNNCTTGCTGGCACATTGACCCNAGAC 
>Sequencc 323 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCAATACTTAAAA 

ATAGTGCTGGAGAAAAATACT^ 

GGTTATTTTCTTTATCATTGCTAAACTGATGACTTACCATGGGATGGGGT 

ccAGTCCCATGACCTTGGGGTAcrriTrrrrrrrrri"rrri"i"i"i"rrGGAA 

AGCTCTGCCATAAACTTCTAGCGTGTGCCAATGGTCACCTGCCACACTCG 
CACCAGGTTGTCCGTGTAGCCAGCAAACAGAGTCTGGCCATCAGCAGACC 
AGGCCAGGGAGGTGCACTGGGGTGGTTCTGCCTTGCTGCTGGTACCTGCC 
CG 

>Sequence 324 

TGATGTCGAGCTCCCGCGCTGGCGGCCGCCCGGGCAGGTACTTTTTTTTT 

TTTTTTTTTTTTTTAGGGGGAGTTAAATAAAATAAGCATGTCTCCATCCT 

TTATTCCTAAACATTTACTTATGACAAATGTAACAACTGACAGAAATTTG 

AAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAAATTTACCC 

CTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTCT7TTTAGTT 

TGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGGGGAAGGGTT 

TAAAAAAAA ACCT rTTTTTTTT ICCCGGGG AGGGGTCAAAACCCTTGCTA 

TTGAAAAGGGGTGGGTTTACCGGTTATATAGGTGGTTATAAAAAAATTTT 

CAAAAAACAATTTTATGGTTTTTAAAAAAAAAAGTGCCCTGGGTCCTTTT 

TAAAAATAATGGGGTCCCCCCCGCGGGTGGGGGAAATTTTTATTAATAAC 

TT1 ri'niA ACCCC CCTTCCCCTCTAGGGGGGGGCCCCCGCCCCCCATTT 

TTTTGTTTCTTTTTGAGGGGGGGGAGATAA 

>Sequence 325 

TTCGAGTCGGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACCATCAAGTT 

AAAAGCAGAAGATGCTTCTGGTAGAGAGCATTTAATCACTCTCAAGTTGA 

AGGCAAAGTATCCTGCAGAATCACCAGATTATTTTGTGGATTTTCCTGTT 

CCATTTTGTGCCTCCTGGACACCTCAGGTAAATTCTCCTCAGAGCTCCTT 

AATAAGCATTTATAGTCAGTTTTTGGCAGCAATAGAATCACTAAAGGCAT 

TCTGGGATGTTATGGATG AAAT CGATGAGAAGA CCTCKjG TACT TGCCC GG 

GTCGTTTGTTTATATTTATCTTTCTGGTACTTACTCTTTTTATC 

ATTCCATCCTATATTATTATCTATTTATTACTTAATCCATTCATTCCTTT 

TTAGGGCCTCCTAATTTCTCAG TATCX TGCATATTC 

TTTCITTGTTTATCTTGCTCICT 

ATCTTACTTTATAACATCTTTCTATTCCTTTTCTTATATCTGTATGACTT 

CTTCAATCATTCTCTC 

>Sequence 326 

TATGATGTGAGCTCCCGTGGTGGCGGCCGCCCGGGCAGGACTl TTTTTTT 

I-rrrrrrrirrrriAGGGGGAGTTAAATAAAATAAGCATGTCTCCATCCT 

TTATTCCTAAACATTTACTTATGACAAATGTAACAACTGACAGAAATTTG 
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AAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTC AAAAT TTACCC 

CITCTTGTTTTCTCTTGCTTTTC AGGTAATTA ACTCTTCTC I " l'l ' 1 " I AGTT 

TGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTA 

TAAAAAAAAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCTGGCA 

TCGGAAAGTGGTTGGCTCACGGGTCATTAGGGTAGTAAGAAGAATTTGTA 

GAAGACAGTATTGGTTCTAAAAAGAAAGTTCCTTGGTCGT 

>Sequencc 327 

GCTGCCAGGAATATTTTGATAGGCCAAGTTTGGCCCTTTTTAAAATTGGG 

ATCCCCCCGGCGGGGGGAATTTTGTTTAA AAGTTTT TT GATACCG GCCCC 

CCTTAGGGGGGGGGGCCCGGCCCCCACn TTI TTTTCTCI Tl TTTGGGGG 

TAATATTCCCCTTTGGCCACATAGGGGAAAAAATGTTCCTTGGTGGTGTA 

CTTGTGTTAAATTTCAATTCCCCTCACCATTCCACACAACTTTCTTCCCG 

GGAGCATTAAGGGGTAAGCCCCGGGGTCCCTAATGAGTTTAACTA 

>Sequence 328 

CCGCGTCCGCCTCTAGTGTCACAGACACTCCTGGGTTTGGAATTTTGTTG 

TTCTCTGTCTCTTTGATTTCCTGGAAGACGACACCATGACAATTTCAAAG 

AAAATAGAACAAAATGAAGGAAAAAGAGGCTCTGTCTTAGCACATTCCTG 

TGACCAGCCTGCTGTCTGTGGCGTGCCCTCCTGGCCCGGCCTTGGCACAT 

GTTCGTTTTTGTGGTTGTTGCCTGGACAGGCAACTCTGCAGGGCTGCTTC 

TCTACGCATCCCTTTGCCTGCCTGCCTGTGCCAGGGGT IGTCAAGGGC II 

TTGGGTCAGAGTGGGCACCCCTTTCTCCAAGGCTCCCTGCAACAGCTGGC 

CTGTCCCTGGTGGGGCTGACAGCTTTCTTCTTACCCTGCCAGGCTGGCCA 

AGCCCCAGAGGTGACCTATGAGGCAGAAGAGGGCTTCTTGGGGCCGTGGC 

TACTCACTAGCTTGGATGGGCCCCTGTTGGAGCCCAGATCCTTGGTACCT 

TCACTGGGTG 

>Sequence 329 

AAACTATACTCCTAGTACTATTCATTTCACTATTATTGTGTAATTATATT 

AATTCAGTTAACTTTACTCTCTAAATACTTCTATAAATACTATCTTCTAT 

TCATATTCATAATTTTATTCTATTTATTATAATAATATTTATTATATAAA 

TTTTTCGTTCTCGTTGCGCCGCAGATACTTTACAGGATGGCATTTAATAC 

AGATATTTCGTATTTCCCCCACTGCTTTTTATTTGTACAGCATCATTAAA 

CACTAAGCTCAGTTAAGGAGCCATCAGCAACACTGAAGAGATCAGTAGTA 

AGAATTCCATTTTCCCTCATCAGTGAAGACACCACAAATTGAAACTCAGA 

ACTATATTTCTAAGCCTGCATTTTCACTGATGCATAATTTTCTTAT^ 

ATTAAGAGACAGTTTTTCTATGGCATCTCCAAAACTGC ATGAC ATCACTA 

GTCTTACTTTTGCTTAATTTTATG AG AAGGTATTCTTC A I" 1" I ' 1 " I AATTGC 

TTTTGGGATTACTCCACATCITTTGTTTAATTTCTTGACTAATCAGAT^ 

TTAATAGAGTGAAGTTAAATTGTGGGTCATAAAAAGCATT GGATTGA CAT 

ATGGTTTGCCAGCCTAAGGGTTTACAGGCATTGTCCAAACATTTTTTGAG 

AACTATATTTATAAGCAGGCATGGATTTCTG 

>Scquencc 330 

GATGATGACTCACCGCGGTGGCGGCCGAGGTACGCGGGGATAGTTCACTC 
ACTTTCAAAGCCAGCTGAAGGAAAGAGGAAGTGCTAGAGAGAGCCCCCTT 
CAGTGTGCTTCTGACTTTTACGGACTTGGCTTGTTAGAAGGCTGAAAGAT 
/" CGAGCGGCCGCCCGGGCAGGTAClliri 11 1 11111111111 1GGCTTTC 

TTTGCTCCTTTCTTATGATCAGCCACATTTXJ^ 

ATCCTCAGAATCTGAGAATTCTTCATCACAAGCTATCCGCTTGTCTGATG 

CTCGAATAGAAATTTrrCFTGTCTGGATCTTCT 

TCTTCATGAACAGCATCTTCTGGAATAGCCTGCATCTGGACAC 

ATG AGGTAACATGCGC AAATTTTCAAAC AAACGCTGTTTTATCrrr I CCA 

TATATTTGGAGTGTTCTGGTTTGTCATGTTTGAAGGACTAATATGCAGTT 

TGAAGTCTGGT 

>Sequence 331 

TCTGATGTGAGCTCACCGGGTGGCGGCCGGGTACTAGCAGTTGCCATGAA 
GGAGGCITTGTTCGATTGTATAACACAGAATCACAAAGTTTCAGAAAGAA 
GTGCTTCAAAGAATGGATGGCTCACTGGAATGCCGTCTTTGACCTGGCCT 
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GGGTTCCTGGTGAAC1TAAACTTGTTACAGCAGCAGGTGATCAAACAGCC 

AAATTTTGGGACGTAAAAGCTGGT GAGCT GATTGGAACATGCAAAGGTCA 

TCAATGCAGCCTCAAGTCAGTTGCCITrrCrrAAGTTTGAGAAAGCTGTAT 

TCTGTACCTGCCCG 

>Sequencc 332 

TGATGGAGCTACCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTGACTTG 

GCAATGTAAGACACACACGTTAGTGTGGGGCACAAACGTGGAATATTAGG 

AGAGAGCTGGTTCCAGCACCAAATCCAGAGTCACTCGGGGAAGGAGGTAT 

GGTGGCAACACTTTATGCTTAATATTCAATTCTGCTCCAGTAGAACATGG 

TACCT 

>Sequence 333 

TTATATGATCACCGGGTGGCGGCCGCTCGGGCAGGTACGCGGGGACTCTG 

AACGTGCTAAAATGGGAAGGAGGCGGTGTTTTGCTGATCTGTTAAATTCT 

TAGTGAAGTTTCCTTGATTTCCAGTGGCTGCTGTTGTTTGAGTTTGGTTT 

GGAGCAAAACTGAGGTAGTCCTAACATTTCTGGGACTGAATCCAGGCNNG 

AAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 

>Sequence 334 

GATGTGATCTCCCCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGTCCTGA 
GCGATGGAGCCCGGGGGTGCCTGGTTATTGTCCGCTTTCTCTCTCAGATG 

CTTGGCrTGTTTXTCAAGAGAACCT^^ 

TTGGATCCAGTCCTTGTTCAGAAAATTGTTTCAAGGCACTTAAGGCTGCC 
TGAAAGCCTTGAATCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGTAC 
CT 

>Sequencc 335 

TTGCTGGATTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTGAC 

TGCTAACAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCAGCTTCAC 

ATCTGGGAAAAGTGATAGGGAAGCCTAGGTAGGCCTACCTTTGGTGCCAG 

AGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAACCTCCCCA 

ACCTTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCTTTCCCT 

GCTTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGCTCTCCC 

TAGAAAGCTTCATTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGG 

TGTGTGTGTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGGGGGGG 

GGTACCT 

>Sequence 336 

GATGACGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTCATGAAGG 

AGATGGCCCCTTTGGGAGCAACCAGAGAATCACTGAGATCCCAATGGAAA 

CAGGAGGTTCAGCCAGAGGAACCGACTTTTAAGGGATCACAGAGCTCACA 

CCAAAGACCAGGGGAACAGTCAGAAGCCTGGCTTGCTCCTCAGGCTCCCA 

GGAACCTGCCTCAAAACACAGGTCTCCACGACCAGGAGACAGGTGCTGTG 

GTCTGGACAGCTGGGCCCCAGGGACCAGCCATGCGTGACAACAGAGCTGT 

ATCCCTCTGTCAGCAAGAATGGATGTGCCCAGGCCCTGCACAAAGGGCCC 

TCTACAGGGGTGCCACCCAGAGGAAGGACAGTCACGTCTCGCTGGCAACA 

AGGTGTGCCCTGGGGCTATGAAGAGACCAAGACGCTCCTGGCTATTCTTA 

GTAGTTCTCAATTTTATGGGAAACTCCAGACCTGTCAGCAGAACAGCCAG 

AACTACAGGGCCATGGCGGAAGGACTCTGGAGAAGGGTTTTCG 

>Sequence 337 

GATATGTGAGCTCCCGCGGTGGCGGCCGAGGTACGCGGGATAATCAAGGT 

GTCACATCCCGGTGGCTGGACATGCCCtCTTGGGCTTGGCAGATGCCAGT 

GGATCCATACAACTACTCCQCCTGGTGGAATCTGAGAAGA GCCAC GTGCT 

GGAGCCATTGTCCAGCCTTGCCCTGGAGGAGCAGTGTCTGGCTTTGTCCC 

TAGATTGGTCCACTGGGAAAACTGGAAGGGCCGGGGACCAGCCCTTGAAG 

ATCATTAGCAGTGACTCCACAGGGCAGCTCCACCTCCTGATGGTGAATGA 

GACGAGGCCCAGGCTGCAGAAAGTGGCCTCATGGCAGGCACATCAATTCG 

AGGCCTGGATTGCCGCnTCAATTACTGGCATCCAGAAATTGTGTATTCA 

GGGGGCGACGATGGCCTTCTGAGGGGCTGGGACACCAGGGTACCTGCCCG 

>Sequcnce 338 
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GGAGACGCTCGATTCGGCGGCCGATGACGTGACCTCTCTGGGAAGAAGTT 

ATTCTGCAGGCACACATTAGACCCAGNGATGACAACAACNGCACATCAAA 

AGGCGGGGGGAAGATGACAGACGGTGCCCGCCCAGGGCGGAAGAGACCCA 

CCTGGGTGCCTGGGCCCGACGACAAGGGGGACCTGCCCGGGCGGACGCAC 

GAGAACTAGAGGACCCCCCCGGCTGAAGGAATGCGAAATCACGCCAAGCG 

AAACCGGCAACCCCGAGGGGGGGCCCGGGACCCAGGGGTTGATCCCTATA 

AAGAGGGGGAAACGCACGCTAGGGGCGAAACACGGGCAAAGGACGGCTCC 

CCGGGCGAAAAAAGGGGAACCCGCACACAAAAACCACAACAACATACCGG 

AACCCGGGAGCCAAAAAGGGGAAAAACCCGGGGGGTGCCCAAAGGAAAGG 

AGGCCAACCTCACAATAAAACTGGCCCTTGGCCCCCACAGGCCCGGGTTA 

TCAAAAGGGAAAACCCCCGGCCGTGGCCCACCCTGGCACAAAGGAAACCG 

GGCCAAAGACCGG 

>Sequence 339 

GATGATTGACTCCCCGCGGTGGCGGCACTTTCTTTTG i ri TTTTTTI I I 1 

TTAATGCTGAAGATTTAGATTTATTTGAAAACACTTAGTCTAATTTATAT 

TAGTGCAGAAAAATCACATTCAATAAACCACAATTGTAGAAGAGACAGAT 

AAGTGTGTTTGTCACATTTTCACACAAATATAATTTGATATTTAATTAAG 

GGATGATGAATCACATTCCATGTAAATAATGATTTATTCTC TCAG TAATA 

GAAGGATTCTCTTTTGGGTATTGAGGGG CTTTTGGGGTTT ATTTTC AATA 

CAGTGGCCGGTTTAAAAATATAAGGGAA'!-i'l'l-i : l : I : i : 8 : 8 1 l-lAAGAA€Gl ; Fr 

TCCCTTTCCAATTTTTGGGCAATTTCCCGGAAAAAAAA AAAA TTTTTCCC 

GGGGATAAACCCCCCCCCAGGTGGAAAAAAACCCCCCTTTTGACAAAAAA 

TTTTTTGGGGGGGGTGTTTTTATTITGAAAAA'lUl'ril'lUCTCAGGAA^ 

AACCCCCTTTAAGAGGGGGGGGGGGGGGG 1 TTTTI I I GTTTTAAAAAAAG 

1 1 Ml 1 1 TA AAAAAAAAATTTTTTTTn T1TI TAGAGGGGGG 

>Sequence 340 

CCGGGCAGGTACGCGGNGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGA 

GGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACT 

CAACTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATT 

GGTTGTTGCGGCATTGCCTGATGGGAGTGTATCTTTTTTGTATCTGACCA 

ACACAGCCTCTTACCACTTGTTGGNGCCAACGACCACGATGACATCTAAT 

GGGCTGCCTGGAACGGCATAATTGTTGGCAATTGGCTTTTCTGGCTGGCT 

GGTCTAAGCAATGGAAGCCTTATTGAGGTCCACAAGGAAAT TTTCT GGGC 

GATTTCATTCGGAGGTTATAGGTTAAGCCTTTTGAAGAGGCAT TTTGG AT 

TACAAGAAGCAACACAAACGAGACTTTTTTACACACCCAACCTCTTTCTT 

TAACACAATACTATAGAAGGGACCCTTGGGCGCTCTAAAAACATAAAGGG 

ATCCCCCCGCGCTGTTGGGAATATTTAAATTAAAGCCTTA TTTGA TGACC 

CGCCGAACCTCCAAAGGGGGGGGGCCCGCGGACCCCACATTTTTGTTGCC 

TTTTTGTTGAGGGGGGTAATACCCCCCTCTTTCGGGAAAAATAAGGGAAA 

AATGGGTTTCTGTCTGGAAAAAATTTATCTCTTTTCCAATATTCACAAAA 

TTATAAACCCGCGGGATTAAAAAATAAAAAACCGCGGGGG CCCAAT AAGG 

GGGCG AACTTAACACTATATTTGGGGNGCGCCT AACCGCGC 111111 AAA 

GGGAAAAAATTTTGGCGCCCCTCCTTATAAAAACACCCACCCCCCCCGGG 

AGGAGAGTTTGTCTATATAGGGGCTTTTTCTTCTTTTCTAATATAAGAAG 

GC 

> Sequence 341 

AGCGACCGCGGTGGCGGCCGCCCGGGCAGGTACCAAAGAAGATGCAGTTA 

NAATACrcCCAGTTTTCCAAGAAATTTrGTAAAGTTC 

ACTCTTCKXHTAAAACTITT^ 

TATCCAAGGTCGACAGACCTGGATTAGAATCACTCTAAGCT^ 

GCGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACAGTAAG 

TGTATTTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTTATAGTA 

TACCAACTTAGTATATTTTTCAAGGAGAGCTAAACCACC TTTTG TAATGT 

TCGGTTTCTCACTGTTATCTTCCTTTCCTATAATTAATTTA 

ACAAATTGACATAGGGCTAAAAGCTTCAATATTTTACAAAATATTAATTA 

ATGTAATTGTTCCCAATTATTAGAAACTTTTTTCCATTTTTCAAAATGTT 
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TGCCAACTTCACACAAGTGTGTAAAAATAGGGCTCTGGATTTTCAAAAGC 
ACATACATGAATAATTTATTAGCTATTCCAGGCAAGCTAAGTACCT 
>Sequencc 342 

TTTGATGACTCACCGGGTGGCGGCCGAGGTACA GGTT TAGTCTGAATGCA 

CTGTCATGAAATTTAAACTTTCATTATAATACTGTTTTAAGAACTTACAG 

CATCTGCTTTACAAATGGTGTTAGCTACATGTCGACACAGCATCTTTAGC 

CAG TTTTCT I I i G G A AGTTC ATCTG ATGTCATCTGGAAACTGAGTAGCAC 

ATTTGCCTGCTCTGTTGGTGGCCTCACAAGCAAGGCAAAAGCATTATGGC 

AATCTAGGGTTCCAGAATAACCATAAACATTAAGTGTCACTCCTTGGAAA 

ATGACAGATGTATGCAAGTTTAGTTCCCTCAGAGCAATGAAATTCCAATG 

AAATGAACTATCACTTCTCCACTTTCCTTGTCCTATTTTTAATAAGACAA 

AGAACATCACCATATTAAGTTGAAGTACCTGCCCG 

>Sequence 343 

CCGGGCAGGTACATCAGAGATGCTCACACATTCTTTGAGTAGTTTAAAAA 

CTCATTTTAACCACTTTTTATTCrTTGTATTCAAACCAATCACTGGCAAT 

AGCTCTAAGTAGGTCATCAACTCTCCTCCATGTCTTCTTTCTAATTCTGC 

CACAGACTCACTTCTTCCGTAAATTAATGGAAGGAAATGAGTGTCTGAGT 

TCTTAGAATCTCAAAAGGCATGAGGATAAAGCTTTCC TGGAG ATAATATA 

AGTGGTGGCAGGAAGATTTGGGAGCCAGATGATACTCTTTTCCTCTTAGA 

GAAACTCTGXGGAAGCTCTGCCTAXACTGTGGGAAATA 

TGGCTTCTTTCTGTAGTAAACATGTGGGCCCTTTAAAATGTTGAACCAAA 

ATGTGCTTCAAATATAGTTTAGTTATAAAACATTTATGGGGGAGTATGTA 

TGTGCCAACTACAGAGGCTTCAGAGATGAAGAAACAGTTCTTACCCTAGT 

GTTGCTTAGAATCTAGTAGTAGTAAGTAATAATTACTAACATATGCATTT 

ACTATATAGGCAATACTAGGGTAAATATTTTACATAGATTACCTTATTTA 

GTAGCTCTTAGCTGCTAAAAAAAAAAAAAAGATTAAGATGTCCAGTCTAG 

AGTCTCATAATTGTATGGTAAACACTAAAATGGTGGTATGGATCAGTTGC 

CATGGAAACACAGGGGCGGNGCCCTCAGCTCAGTTTAGGAAGGAGCAGAT 

TACTGAGTGTGGTCTTTACTGGGTAATACCTGAAGAAAGAGAGGTTGGCC 

CCCACAGCAGAGGAAGTACAACAGGCAGGCCT 

-^Sequence 344 

AGGTAC I 1 1 1 1 1 1 1 1 1 1 1 1 11 1 1 1 1 1 1 1 1 GTGGGAGTTA A ATAAA ATAAG 
CATGTCTCCATTCTTTATTCCTAAACATTTACTTATGACAAATGTAACAA 
CTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGG 
TTCAAAATTTACCCCTTCTTGTTTTCT 

TTCTCTTTTTAGTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCnTTC 

CAAGTGGAAGGGTATAAAAAAAAAACACTTTATATTATGCCAGGTGAGGT 

GTCAGAACCCTGGCATCGGAAAGTGGTTGGCTCACGGGTCATAGGGTAGT 

AAGAAGAATTTACAGAAGACAGTATAGGTTCGAAAA 

>Sequencc 345 

AGGTACACTGCGGCGGGGGCAGAAAAGCTGCAAGGAACAGAACCAGCAAT 

GCAGAAGCTCCTCGAAGGGCCACCATCATCCTGCAAAACACCAAGCAGGG 

CAGTCTCTTATGCTGTGGCTCTTCTCAAGGATGTCTCAAGGGCTCCGGTG 

GTGCTCTCCTGCTCTATCCGCTGCTGTGGCAAATCCTCTAAAAACAGCGT 

TTTGCACAGCAGAGAGCAAAGTCCGCTTGTTATTCCACCCGATACGTGAG 

CTCAGTTTGCCAGCTAGTGATCAAGTCCAGCTGTTGGCAAGTTGGTCCCT 

GAGGCCTTGTAGACTGACCTGTGGCAGAGAGCTCCCTGGGTCCAGCATCT 

GTTGCCCTCAC(XnTGACACATGCGGACXCT(XCCAGGCT 

>Sequence 346 .: — 

GGGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAAGACAAGTCTGAATG 

CTCCACirmCAATTCTCTCTCCATTCTTCAGTAAGTCAA 

CGGATGGATGAAACCCAGACACATAGCAATTCAGGAAATTTGACTTTCCA 

TTCTCTGCTGGATGACGTGAGTAAACCTGAATCTTTGGAGTACCCATTCC 

CTTGATGTCTACAATATCACCTTTCTTATAGATTCGCATATATGTGGCCA 

AAGGAACAACTCCATGTTTTCTAAAAGGCCTAGAGAACATATATCGGGTG 

CCTCTCCTCITTCCCTTTGTGTTCGTCATTTTGGCGAATTACTGGAAGAT 
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>Sequence 347 

CCGGGCAGGTACCACGCCCAGCTAATTTTTTTATGTTTGTAGTAGAGACG 

AGTTTCACCATGTTGGTCAGGATGGTCTCAAACTCCTGACCTCAGGTGAT 

CTGCCTGCTTCGGCCTCCCAAAGTGCTGAGATTAGAGGCATGAGCCACCA 

TACCTGGCTC I " I" I " I GCTTCATCC ATCCCTTAATTTCTTTGCTGGAGC ATT 

TTAAAGCAAATATCAGACATACCCTTTCACGCCTCACACTTCAACATGCG 

GCTTGTTGAAATTCGTGCTCCACTCCAGCAACTGCTTTCAATCGGAGTTC 

CATCCTCCGCCGCAGTATGCCCTAACGCAGCGTTATCTTCAGAGCTACTA 

CCCAGTTTCCGAAACTTTTCGAGGGAGCGCTTTGGCACCACCTTGAACGG 

GGAACGGGTGCGTAAACCAAACTTGGAACGCCAGCCCCCCCGCGTACCTT 

GGCCCGTTT 

>Sequence 348 

AACGATGACTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTGACTGCTA 

CAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCAGCTTCACATCTGG 

GAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGGTGCCAGAGGGAA 

GCTCAATCCATGCAAGCCCCAGATAATATATGAGAACCTCCCCAACCTTA 

CCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCTTTCCCTGCTTTC 

TCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGCTCTCCCTAGAAA 

GCTTCATTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGTGTGTGT 

GTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGGGTGGGGGGTACC 

T 

>Sequence 349 

GAGTCGACTCACCGCGGTGGCGGCCGGAAGGAGGAGAGGTGCTGTGCTGT 

GTATGAAGAGGCAGTGAAGACTCTGCCAACAGAGGCCATGTGGAAGTGTT 

ACATCACCTTTTGCTTGGAAAGATTTACTAAGAAGTCAAATAGTGGGTTC 

CTTAGAGGGAAGAGGTTGGAAAAAACCATGACTGTATTCAGGAAGGCACA 

TGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGT 

TGCTGTGTTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGA 

ACTGAATTGTTTAGAGACTCTGGGACAATGTGGCAGCTGAAGCTGCAGGT 

GCTGATCGAGTCAAAGAGCCCTGACATAGCCATGCTTTTTGAAGAAGCCT 

TTGTGCACCTGAAACCCCAGGTTTGTCTGCCATTGTGGATTTCCTGGGCA 

GAGTGGAGTGGAAGGTGCCAAAAGCCAAGAAGACACTGAGGCAGTCTTTA 

AG AAAGCTC l'i ' 1 " 1 ACTGTATAAGTGC 

>Sequence 350 

GGCGAAGTGAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCGTGCTA 

A AG ACTTTT AGTTCGG CTCTCCC AGTG' ITnTTTTl CGTCG ATTTGGGC A 

CAGAGTTTCCTGGTTCACGTGGATGTGAGGATCCTTTACTCCAGATCGCC 

AGCCAGTTTTTGTTTTITTTCCTGCGTTGCTGAGAGTCTGGGTTTATTCA 

TCACACCAGGTGGATCTTAATTCCATATCCCTGAGGCCACTGCAATGAGG 

CAGAGGAGTGTGCTCCCTCATGAGAAAGGACTGGAGACCGCCCCCAGAAG 

AGAACGTATCCATGTACCT 

> Sequence 351 

GTAGATGGTTGACTCACCGCGGTGGCGGCCGCCCGTGCTGGTCCTTATTA 

TTGCCCGTTGTTTCTGGATGTGAATGGATTACAATGTA'rrrri'I'IAGGGA 

AATCCTATTATTATCAATGTGACTCCACGGGGGAGTCCATGGTGATGATG 

ATGAGGAGGAGGATGATGATGATGAGACACCTCTAAACTTGGAACAAGTT 

TAAGACnTTATGAGAGAAGAAAAAAAATCACCAACAAGAATTGTTTGAGG 

AAAAATCAXM.CTATCCTGTGTTCA'l'rri'l'l'rrri'IATAAACAATAAGAA 

AAAGTTGTTGGAI 1 1 1 1 II 1 rAATGATTTCTTTTTTGGGGGAGGGAATTT 

TGTTGCAGTTTTATGGTGGAAAATGCAAAAACCAGAGCCAGGTGCATAAT 

CTTGTAATCTGTGGATATCCCTGGAGCAGGACTGATGTCT 

> Sequence 352 

TGATGAATCGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTTGGTAACA 

ACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAG 

TGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCAG 
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GGAAGCAGTGGTAACAACGCAGAGTACCCGGGGAAAAAAGGCAAATAGAA 
TGAGAACCATATTATGTACCT 

>Scquence 353 

GTAGAGAATGAGCTCCCCGCGGTGGCGGCCGAGGTACACCCAGCTTTGTC 

TCCTGGCCCCAAATCTCCTTTTCCTTACTTTGGGCATTAACTGCTGTTGA 

GGTCTCACAGCCTGATGGTCATTATCCCTGAATGGCATAAATCAACAGGC 

TGTATGAGCATTGTGTGAGATTCTACATGAGGGAGAGCATTTCAAACCCA 

TGACAGATGAGAGAAGTTAGTACACTCTCACTGAACTGGGGATGTTTGAC 

TTAAAATGATGGACAATAAGATAGTGAGCAGTAAGTGTGCTCTAGGCTAG 

GCTACGAGAGGCCATGAGCTCCTCATCTCTTCTCTGTTCTGAGCTCTCTG 

ATCdAGeGCACTTGGGGCAGGGGGTGCATTCTCTGTGCCTCTCCTGAGTC 

TACTTTCTGGATCATTGGTTCTCCCAGCTCACTTCCATAATGTCCTCCTA 

GGCTGCATTGGAATTGTGTGTTGTCTAGACCCATGGCCAACACTGTCATT 

GCCTGTGAGGGAGACCAAGCTTACCACCAAAGGCTTTTGCG 

>Sequence 354 

GATGGGTTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTTTT 

TTTTTTTT Tn T l TTGCCTTTAGAAGGTTAAAATGCCAATATAA AGCTA A 

AAC AGTA ATCATCAG AG AC AGCTCTAATAAGGCTTTGCTACTG I i 1 1 lAC 

TATATAAATCTTTACGTGTTAATGGAAAGAAAATTAATTCATTCTGTTAC 

TCCATTTTTTTCTCTCCATATTGTATGCCTGAAGTGAGCTGATGAGGGGC 

AGAAAGATCATACAGTTAGGAATGAAGACATCAGAATGTTCCACTAAACA 

GATATTTAACTAGATACTATTATACTACTAAGAATAGCAAGAATGTCTCT 

CAATTCTGGGAATTTCTCCTAGCTCACACAAATGAAACGCACATCTCCAT 

GAATGCTTTCTAATAAATGCTTCCAGGATAGTATCATAAACAAAGTCAAA 

ATTAAGAAAAATCACCTCCATGGCATCCTGGTCA TTCTC CATCAGCTCAC 

CTTTCTTCTTATCAGAATCCACAACTGCTTTTTTGGTTTTCACAACAGTG 

>Sequence 355 

GCTGAGATGAGCTCACCGGGGGCGGCCGAACCGCCATCTTCCAGAATTCG 

CCAAAATGACGAACACAAAGGGAAGGAGGAGAGGCACCCGATATATGTTC 

TCTAGGCCTTTTAGAAAACATGGAGTTGGTCCTTTGGCCACATATATGCG 

AATCTATAAGAAAGGTGATAATGTAGACATCAAGGGAATGGGTACTCCAA 

AGATTCAGGTTTACTCACGCCATCCAGCAGAGAATGGAAAGTCAAATTTC 

CTGAATTGCTATGTGTCTGGGTTTCATCCATCCGACATTGAAGTTGACTT 

ACTGAAGAATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTGTCTT 

TCAGCAAGGACTGGTCTTTCTATCTCTTGTACCT 

>Sequencc 356 

GATGATTGAGCTCCCGCGGTGGCGGCCGAGGTACCTGACTGTGGCTCAGA 

TCTGCGTCGCAGCAGCGAGAGAAGAAATCACTCCATATCCGATGAGAGGA 

AGGGTGGCACAGAGATGGTGTCTACAATTAGAGACATTTCTGACTCCACC 

TTAGCCTAAGCAAACTTTATGTACTGAGTAACATTTGAAGGTTGTCTTTT 

AATGGTGGGGGGTGTTTTTTCCTITTTAAACTACAGTGCTTGCACAAGAG 

AGGGAGGGACTCAGAAAAGGTTAGGGCAGGTGAGGGAGACAGTAGATGGC 

CTGGGATGACTTGAGTCCATCATACTATTGCTTGGCAGGTGTCCTCCCCC 

ATGTTTGATTCAAATTCCATGAGTGACCTACCTTTCCCCAGGAATGGGAC 

TGAGACK}GTAGTCTTCCAGCAACTTAGTCTC K:ACA GGGCTCCCCGTTCAG 

GCTGCCTTTGGTGGTTGTGCTTTTGTAAG TTTCTI 1 CTCTGCACTTCG AC 

TTACCTTTGAATCAGAAAGCAAGCCCAGCAGGTGAATGAGGGATGTCTGT 

G 

>Scquence 357 

GATGCAGTTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTG 

ACTTGGCAATGTAAGACACACACGTTAGTGTGGGGCACAAACGTGGAATA 

TTAGGAGAGAGCTGGTTCCAGCACCAAATCCAGAGTCACTCGGGGAAGGA 

GGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCTCCA GTAGA A 

CATGGTACCACCATTCTTCCAAGTTCAAAAATTATCTTTGATTCATTTTG 

TTCCCCATTCCTCTAATATGTCACCAATTCTGCTGATACATTCTTTGTAA 

TCTCTCCATCTATTTTAATCTGTTATTCACCTGAGCTACACAAACATTCA 
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TCTGCACAAGGAGTATTCCACGTGCTGAAAAGACAGAGGATTAAGCCCTC 

CTTGTGGAGGCATTCACAGTCTGGTTTTAATACACAAACCAACAATTATA 

ATACACAGGGATAAAAAAAGTAGAGGCACTTATTGCATACCTGTACCT 

>Sequence 358 

TGTACGATGAATCGAGCTCCACCGCGGTGGCGGCCGAGGTACTTTTCTAG 

CAGTCTGTGGCCACTCCATACTCAGCTGAAAACACTGTTTCAGCCCCCTC 

TCTGGTGACCTCAGCCTTCTCCAGGTGTATCTCTTGATGATCTTGGAGAC 

CAGCAGCCACAGCTGCTGCTACTCCTGCAGGAGACTGTCAGGCTGTGGTG 

GGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTGTTCTCTGTCC 

CTCTGCTCCTCCATCTTAGCTTCTGGAGGAGTTAAGGCACCAAGGGCACC 

AAGTCAGGTTTGGCAGTTTTTGCTGCCCnTTGCCCAAGGCrrTCAACAAAA 

CCAAGCTGGTCCCCTTGCTTGGTTGGGTCCCAACCCAGGGGGGATTTGGG 

GTGGGTGGATAAGAACCCACCACTTGTTTTTTCCCCCACTTTTTTTATTA 

GGGGAGGGTTTTGGGTTTGGTTGGGTTTTGGGGGGGAGAAAAAAAAAATC 

CC ACCTC mTTTI A A ACTGG A AGGCCCGGGGGTCCA ATTTA ATTTTATT 

TGGACCTCTCTTTTCGGGGTAAAACAT 

>Sequence 359 

A TATGAGCTACCGGGTGGCGG CCGCCCGGGCAGGTACTGGTGTTGTGATC 
GGAACGTGTCGATCCCCTCTTCTCATC^ 

TACTCCGGGAATGGTAGAGAATAAAGATTTGTAGGAAAGGTGCTGAACTG 

CCAAGGAAGGCATTTCTTGTGCCGTGTCTGGAACCGTGTATCCTTACTAC 

ATCACTGAACGACACCAAGCACCCCATGCACTTCTGGGTCCAACCTTGGC 

CCCTGAAGAAAGACACTGAAAATTGGAATGCAAGCTACTTCCGTAGGGGG 

GATTTCTTTTATAATGGTAAGGCCCTTTAAAAAAGGGCTTAAC AACAAA A 

AAAATTTTTTCCCCCGGGGGAGGTGTTTTAGGGGGAAAAAGGGTTTTTCC 

CCCGGGGAAACCCCCCCCCnTTTTTCTGGGAGGGAAAATTTTTTTGGGTC 

CTGGAAGTTTTCAAAAAATAAAACCCCCCCTTTTGTTTTTTAAAAACAAC 

ATAAAAGGGGGTTTTTTTTTTTGAAAAAAAAAAAAAAAAAATTTTAGAAC 

CCCCCCTTGTTGTGGTTTAAAAG 

>Sequence 360 

TTAGGACTACGGGGCGGCGGGTCCTCTGCAAAACTAAACACGCCCGAGGA 

AATTTGGCCAGTTATCCAATTGATGAACTAGTAGATAGAGCCAAACAATC 

TTTTCAAGAGGGTGTTTGTGAGATATGGTTGACCAGTGAAGACACGGGGG 

CTTATGGCAGAGATATTGGCACCAATCTGCCCACACTCCTGTGGAAACTG 

GTTGAAGCGATTCCTGAGGGAGCAATGCTGAGGCTTGGCATGACAAATCC 

GCCCTATATTTTAGAGCATCTGGAGGAAATGGCAGAAATCCTTAATCACC 

CCAGAGTCTACGCTTTTCTGCACATACCAGTCCAGTCTGCCTCCGACAGC 

GTACCTGCCCG 

>Scqucnce361 

GTCGACGTGCATTGAGCTCACCGCGGTGGCGGCCGAGGTACTTAAAACCA 
AATAAAAAGTG ACATTTG AATITC I"l ' 1"! AAAAGG ATTTCCG AGCTC ACAG 
TCAGCTTGCGAGCCATTCTCCCGCGTACCAGCACAAACCGGGCCAGCCTC 
CTAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCCCTGAC 
CGA 

> Sequence 362 

GTCGAGATGCATTGAGCTCACCGCGGTGGCGGCCGAGGTACGTATGCACA 

GCCTCACACTCTATAAATGTATGTGTCCTGAATTTCAGAGCTTAATAATG 

AATTATGGAACTTGATAATGATTGGATCAGGCAGACAACACCTGATCAGT 

CXTTAATATCAGAAAAGAGACAAGTAGACATTATGTGCITCCTGAGGTGAG 

GCAGTAGTAAGGAAACAACATCACACATGTAGCAGTCTTGGGAAAAAAAA 

TGTAACCTGTATCTCGTAATGAGGAAACAATCAGTAAAAAAGTCTAGATT 

GTGGGACATTCCACAAACITGCCnXjAACTCnTAATAATGTCAGTGTCAT 

GAAAGACACACCACACACACACACTGCACATCATACACAAACACCACCCC 

ACCACCCACCACTCAGACACACACAAAAGGGCAACTCTAATCAATTAAAG 

GAAACAAAAGAGAATGACAACTACATATAACGTATAATTCTTGATTGGAT 

CCTGGATTTAAAAATAAACAGCTATAAAGGATATTTT 
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>Sequence 363 

GCGATGAGAGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAA 
ATAAAAAGTGACATTTGAA 1TI C 1 I I rAAAAGGATTTCCGAGCTCACAGT 
CAGCTTGCGAGCCATTCTCCCGCGTACCAGCACAAACCGGGCCAGCCTCC 
TAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCCCTGACC 
GA 

> Sequence 364 

GTTGCGTGAGCTCACCGGGTGGCGGCCGGGTCAACGCAGAGTCCCGGGAA 

GCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGT 

CCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAA 

CGCAGAGGCTTTCAGCACAGCCCAGGGTGCCCGGGACTGAAAACTCCTTC 

ACCAGCCCCCTCCACAGGATATAGAAGACTTAGATCACTACGAGATGAAA 

GCAGAGCCCATTAGTGGGAAAAAGTTGGAGGATGAAGGAATTGAAAAAAA 

AAAAAAAAAAAAAGGTTCCTGCCCG 

>Sequence 365 

GATTATGTGAGTGATTGAGCTCCACCGCGGTGGCGGCCGAGGTACCAAGC 
ACTGGGTAAGGCACTTTTGTGGAGCATTAGACAGTAACCCTCAAGGAGCT 
AGAGAACCGGATGGGAGACATGAGCGGTAATTAA CTCA CTT GTTCC CCAG 
AGTTTCTATTTGTTTTGTTTTCTTTTTCT 

TTTCCTCCATGTAATTTTCACTATGGCCCAACTAATATAAACACCTGGAA 
ATTACAAGGAAAAAAAATTCTTCCTCTAATAACTTTCCAAATTTGTGGAA 
TATTTATTTGTAATAGCAGTTATCAGTTATGCTTATATAGCATTAAAAAT 
TCTCCTCCTTTGACTACACACACAACCACAGTGTGGTTCTAATCATGGAG 
ATATCAGTAATTTTTAGTAACTGAATTTTGAGGACATTTCT CTGTTTAG C 
ATGTATGC A A ACTG ATATGTA ATCCGGGGTTCC A A AGTC A A 1 mTTI CT 
TTTTT n T G AG ATGG AGTCTTACTCTGTC AC 
>Sequence 366 

TGTGACGTGAGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGCATCC 

TTCAACCCAATCAAGCTGACACTCAGTATTAACCATCACAAGGCGTGAGG 

ACAGATAGCTGCATCCGCAAAATAGAGAACCAAGAAATAGTCCCACACCA 

AAGTCAGGATCAAATGATTCCTGGACAAGCCACCAAGTCAATTCAACTGA 

GAGAAAGAAGCCTTTGCACCAGTTGGTGCTGGAAGTTCTGGATATGCACC 

TGGATAAGTGAACCCCCCTCCGTCACCACACACAAACGTTAATTTGAGAT 

GGATTGCAAACATAAAAGCTAAAACCATTAACACTTCTTGAAGGTAACAT 

AGAATATTTTGTAATGTTATGATAGGCAAAAGTCTCTTAGGACACACAAA 

AAAATTAACCATAAAAGAAGAAAATGGCTGGGTGCAGTGGCTCACACCTT 

TAACACCAGCATGTTGGGAGGCTGATGCAGGAGCGTCCCTGAGCTCAAGA 

GTTCAGCCCAGACTGGCAACATAT 

>Sequence 367 

GTATGATAAGAATCGACTCCACCGCGGTGGCGGCCGAGGTACATTGAGAT 

TCAAGAGAAAAGTCACAGCAGGTCTGAGCTCCTCCAGCAGGCCTTATGTA 

ATGCTAAGATTTTTGGGGAAGATGAAGTTGAACTGATGAACTGGCTGAAT 

GAAGTGCATGACAACTGAGCAAGCTCTCAGTCCAGGATTACAGCACTGAG 

GGGCTATGGAAGCAGCAGTCTGAACTTCGGGTTCTGCAAGAGGACATCTT 

ACTCAGGAAACAAAATGTAGATCAGGCTTTACTAAATGGTTTAGAACTAC 

TTAAACAAACCACAGGTGATGAAGTTTTAATAATTCAAGATAAATTGGAA 

GCCATTAAAGCAAGGTACTGCCAGATACGAATTGAGCATACCACAAAAAA 

GTTCTCATTTTGTGTCCTCCCATCCCATTCTCCTCACTAACCAAAGGCTA 

GGAATTATCTGTGAATGTAGGACCACTGGATTTGCAGTCTTCATCTGAC^ 

^CTGGGGAGAGTTTCTAGGAATGAAAT 

> Sequence 368. 

GATGTTTATCGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTCAATGTG 

CCAGGCACCTTACAAGACACAAATATGCTCTTATAGGCTGGGGAAATAAG 

AAAATATGAATGAAGCAACCCAGGTCTTGAGCCAAAGAATTACCTGGGGT 

CCGTTGAGTTCAAATCTGAAAATTTCTGTCTTTCAAGGTCAGCATCGCCC 

ACAAAC 
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>Sequence 369 

TGTTGTGATCGATCGACTCACCGCGGTGGCGGCCGCCCGGGCTGGTACGC 

GGGGGTTTCCGGTTTGGGTGTGGCCGCATGGCGTGCTGGGGTGCAGGTGG 

CCGAAGGGGGCGTTACTGTTGCGACTGGCATCCGCATCCGGCAGATGTAG 

ATGGAACCAAAGCCAGAAGTTACGCGTCACCCTTGCTCTACAGCCAAACA 

TGCAGGACTCTAGTAACCCGCGAAATGATGGGATAGCGTTGCAAATCCTT 

AAAAGAGTCTTAACGGAGAAGGAAAAATGTTACATTGTCAAAGTCCCAAA 

GCCTTTCAGCCTGAAGCCAGGAACAATTGTTCAAAGTTTCTTTGGAACAT 

CAAGGAAGGAAATCCAGATTTTACTTTAAGTGCAATGGGGAGTCATTAAG 

GATTTTGTGTAGATACAGCAAAAAGACAACAATCTTCAAGCCACAATGGC 

CCTCACCAGAACCCAGCCATGTGGTCAGCCTGATCTCGGACTTCACAGCC 

AGCAGAACTGTGAGAATTAAATCT 

>Sequence 370 

CAGCCATTTTATGATAAGGCCACGGTTGGGCCGGTTTAAAACAAGGGGGT 

CCCCCGGCGTGGGGAAGATTTTATTAAGCCTTTTTTGTACCCGCCGCCTC 

CAGGGGGGGGGGCCCGGCCCCCCCCTTTTGTTCCTTTTTTTAGGGGGGGA 

AAATGGCCCCCCGGGGGGAAAAAGGGAGAAAAGGTTTTTTGTGTGGAAAA 

AGGGTTTCCCCTTCAAATTTTCACAAAAAAAAAAAGCGGGGGGGG 

>Sequcnce 371 

GGACGCGGAGTTGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGAT 

TATTTTAAACAAGCCTACGTCCCTGACTAACCGAGTGGAAGGTGTGAGTG 

GCACTACAAATTCACAAAAGAACTGTAGCCTCAGATAATCAAAGGAGAGA 

AGGTCAGATGCAATCACTGATGCATGCTAGTAATTCTCAAACCTTCGTTT 

TCAGAAACGATTGGATTTTCAGATAGATTTGCAGTAAGAGAATAACAAGT 

cttta t rnrn c atccca acttctttcttgc ac atttttcttctagcta 

TATTTAATATCTGTTCTCCCCACACACTTGCTAATCTACATTTCACAATC 

TTTTTCCACTTCACTTTGTCTGCANAGAAATCTACCTGGACAGAATAGCA 

TCTTTTTTTTTCCCCCTGACCCTTGGCATTTCCTCTTCCTCCAACTTCTG 

CCTGATCCTAGGATGGACTCTCTCATCCCTCATTCTCTATCATTAGCTCT 

CAGGCTGG 

>Sequence 372 

TGGACGATGATTGAGCTCACCGAGCGCGGTGGCGGCCGCCCGGGCAGGTA 

CGCGGGGATGTCTCTTGTCAGCTGTCTTTCAGAAGACCTGGTGGGGCAAG 

TCCGTGGGCATCATGTTGACCGAGCTGGAGAAAGCCTTGAACTCTATCAT 

CGACGTCTACCACAAGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAAG 

ACAAGTCTGAATGCTCCACTTTTTCAATTCTCTCTCCATTCTTCAGTAAG 

TCAACTTCAATGTCGGATGGATGAAACCCAGACACATAGCAATTCAGGAA 

ATTTGACTTTCCATTCTCTGCTGGATGACGTGAGTAAACCTGAATCTTTG 

GAGTACCT 

>Sequence 373 

TGAGATGAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGGAGAAGGAAT 

GGAAAGCCTGGAGAAAGAGGATGAAATGACGGATGAAGCAGTTGGAGACT 

CTGCTGAGAAGCCTCCrrCTACTTTTGCCTCACCTGAGACTGCTCCAGAA 

GTGGAGACCAGCAGAACTCCACCAGCCTGTGAAACCACGAACCCTTCAAT 

CAAGAAAAGACCrTTGATCAGGAGAAGACTTCTCGTCTCATTTCTGGGGA 

CACATTCAGGATTTCTCCAAAGCAGGTGAAGGTACCTGCCCG 

>Scqucnce 374 

TGAGATGGTCACGGGTGGCGGCCGAGGTACGCGCCAGTCACTAGCAGGTC 

CTTGTGAATCnX^CTCACGGAGGCACTTXK^GAGAGTTAATGGGCAGATGGA 

AGGAGATGGCAAGGACCAATCTGGGGCCGAGCAGGAACAAAAGCAGCAAC 

GCTAACGGAAAAGGGCCGCGCCGGGCTGGTGGGCCAGACAAACCAGACAT 

GGTGCTCCCCGCGTACTCCTTATACTTATTAAACACAAAATTAATTGTAA 

AATAGCCTCAGGCAGGTCCTTCAGGAGGTATCCAGAAGAAGGCATTGTGA 

TCATAGGAGCTGATGGCTCCGCCTGGGTTACTGCCCCTGTAGACTTCCAG 

TGGGACAGGATATGGAGGTGGAAGACAGTGACATGGATGATCCGGACCCT 

TTGTAGGTCTAGGCTAACGGGGGTGTTTGTGTCITAGCTTTTAACAAAAA 
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AGGTTAAAAAGTTAAAAAAAAAATAATAAAAANTAAATTNTAGGTACCTG 

GCCCGGGCGGCCGCTCTAAACTTGGGGAATCCCCGG 

>Scquence 375 

GATGCCCCCGGGTGGCGGCCGAGGTACCTCAGCTGTTGATCTGTGGAGCC 

TAGGAATCATTTTACTGGAAATGTTCTCAGGAATGAAACTGAAACATACA 

GTCAGATCTCAGGAATGGAAGGCAAACAGTTCTGCTATTATTGATCACAT 

ATTTGCCAGTAAAGCAGTGGTGAATGCCGCAATTCCAGCCTATCACCTAA 

GAGACCTTATCAAAAGCATGCTTCATGATGATCCAAGCAGAAGAATTCCT 

GCTGAAATGGCATTGTGCAGCCCATTCTTTAGCATTCCTTTTGCCCCTCA 

TATTGAAGATCTGGTCATGCTTCCCACTCCAGTGCTAAGACTGCTGAATG 

TGCTGGATGATGATTATCTTGAGAATGAAGAGGAATATGAAGATTGTTGT 

AGAAGATGTAAAAGAGGGAGTGTCAAAAATATGGACCAGGGGTATCTCTA 

CTTGGTCCAAAGGAAAATCCTGGCAGAGGAACAGTCTTTGTTGAGTATGC 

AAAGGCTGGGGATTCAAAGTTGCGCAGAA 

>Sequence 376 

CACATCTTATAATTATTTATTTTCACTACTTATTAT TCTAAT TTATACAC 

A ATCTTTCTTATTTATTATTCTTTTCTATTTATTTAC I ' I I I T T ATA CTAC 

TTTTTTTCAATTTTGAGATGGAATCCCCGCGGCGCTGCCTTC 

CTGCCCAGGTCAGAGGTGTCGAAAAAGeGGGTGGTGGAATGGTGGA-TGGG 

GATGAGGGGAGCACGCAGTGGAGCCAGCTCGGTGTGGGAGAGGTACCTCT 

AAGGTGTTCTTCCTACCTAGCCTAGTTTTTTTCTACCAACCTAGTTCACC 

TAGTTTCCTGCCTAACCTCGTTAGATATCACTCTTCG CTGCT TCAAGAAT 

ACTAAAGCAACACTCCTGATATTAACCTACrACTCAGTTTTGTGTGGCAA 

AACAGAGATCACATCCCATTTGTCTTTGTGTCTCTGGCTGTTAGCACAAA 

GTTTAGCACTTAATTCATGCTCTACAATGTTAGTTGAATAGGTGAGTGAC 

AGAATTTGTTATTCTTAAACCATTACTGTTTGTTAGTGAGAGGGCAGATG 

TTAAAGTAGCTCATTGACGTTACCCCCTTTTTTGAGTAAAGGGAAAAGGA 

GGTAAGATTCCCCCAGGTCTTTGTGGGCCCAGTAATTTTGGCTTGGAATT 

>Sequence 377 

TGTATGCGTGAGCTCACCGCGGTGGCGGCCGGACGGAGGAGAGGTGCTGT 

GCTGTGTATGAAGAGGCAGTGAAGACTCTGCCAACAGAGGCCATGTGGAA 

GTGTTACATCACCTTTTGCTTGGAAAGATTTACTAAGAAGTCAAATAGTG 

GGTTCCTTAGAGGGAAGAGGTTGGAAAGAACCATGACTGTATTCAGGAAG 

GCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGT 

TTCGTTGCTGTGTTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAG 

CrGGAACrGAATTGTTTAGAGACTTTGGTACAATGTGGAAAT TGAAGCT G 

AAGGTGTTG ATCCG AGTAAAAGG AGCCCTGGCAATACCATGC HI 1 ITTG 

AGAAAATTTTTTTGCCCCCTGAAACCCCAAGTTTGTTTGCCATTGTGGGA 

TTTTCTGGGCAGAGTGGAGTGAAGGGTCCCAAAAGCCCAGAAGACACTGT 

TG 

>Sequence 706 

ggtacgagtaaattttcattacctttaattaggcaatgtttcttagataa 

ccataaaactgcaaaagcaatttttaaaaatgataaataggacttcatca 

aaaagtaaacgcttcaaaagatactactgagaaagtcacagaataggaga 

aaaatctgatgagactttatgtctagagtaatgaattcttgttaacgaat 

aaccaacccccttttaaaaatgggcaaaagatttgaataaacatttcact 

acagacaataaacaaatggccttaagcacaagagatgctcaacatcagta 

attattagggaaatggcaatcaaaactacaacgagataccctatatccac 

tagtatggctataataaaaaagagtaacaaacgttgaggaggatatggag 

aaactcgagccctggtgaggtgtcgtggatcacacctgtaattccaacac 

tttgggaagctgaggcaggcagactacttcactgaacccaggagttcaag 

agtaacctggck:aacaccgcgaaaccccatttctacaaaaaattcaaaaa 

ttaatcacgcttggtggtggtgcccgcctataatccaacttcttaggagg 

ctaagatgggaggattggttgaacccaggcaggtggagggtggagtgaac 

caagaaaaaaccggtggacctttacccgggtgaccgagtgggaccctact 

tcaaacaaaaccgaactactggggccctataaaactggccgtttcttaaa 
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CATAATTTACCCTTGGT 
>Sequence 707 

GGTACCCATATCCAAGGCTTATTGCAACTTTTAGTCTTGCCCCTGCTACT 

TACACAGTCCAGAATCACTTGGTGAGCATTCCAGTAGGACGGTGGCATTT 

TAGGATTCAGAATATTAACCTATAAACCTGTCATTTGATTCTTGATTATT 

AATGTCTGGATCGCCTGTGGTAGGGGTGTAATCCCAGGAAGGCATTAAAT 

ATATTTGAATTAATGTATATTTTGAGAATAAAAGGCTATTTCTAGAAAAT 

ATTACACACTTGTCTTATGTTAAATAAAAATTTGCTATTTATTGAATATC 

CCTTACCCACCCTTCTTCCCAATGAAGATCTTATGCATACCTTCACTGGA 

AGGTTTAAGATGTGACAATCTTAATAGATCTTTGTGAGACCAGCCATTTC 

TCTGTTTATATTTTGGAACCGCCAGAGCAAGGGCCATGCCACCTTTCTCA 

TTGTACCTGCCCGGGCGGCCGCTCAAAGGG 

>Sequence 708 

ACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCAA 

CAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCAT 

TGCTGGAGTGATCTATCAGGCACCAGACTTGGGATCAGTTAT AAAC TCTA 

GAGTGGTAAGTGTCTTCACATTCTTTAAGCACTAAAGAAAACTTTTAATT 

AGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAG 

TTGCTATAAAGTATTGACTATTAGAATGTCTTGAACnTGGTTACTGTGA 

CCCAAGTC^ 

TAGGTTCTGAAAAATAGGTTCTGTCTTTGCATATGTAATATTTTGTGAGT 

ATTTACTTTGGAAAGTTTGGTCGACCTAATGATAAATTTA GAGTT TATTT 

TCCTTTTACAAGCTTACTGCATTGCATGGTATTCAGTCAGCTTTTGATGA 

AGCTATGTCATACTGGTCGATATCATCCTTTCAAAGGGTATTGGTGGCAC 

TTCAAAGATCATGAAGAGCAAGGTAAGT AGAAC ATCCATACCCTCCTAAA 

CACTTTTGGACCTCTGAAAATGAGCTTGTTTTTTAGGAAAATGGCTGGGG 

ACTTTCTAAGGGGTTCACTTTTTCATGGATGATGCTTTGTTGAACTGAAA 

TCATGGAATAGAAGTGGAATAATACTTTACATAGGACAT 

>Sequence 709 

GGTACAAGCATGGTCCATACCACTGTTTACTTTTCTAGAAAGTTGTTAGA 

CTAATTTTTCAACAAAAATTCTTTATTGTCTTGGTAACAAAAGAAGCATA 

CTAAAAATTCTCAATAAGGCACAGTGTCTCTAGAAGCTTGAGCATTCAAC 

ATAAACTTCTAATTAACACGAACTTGTGCTCTTA TTTCA GCCATTGCTGT 

GTGGGCrTGGAGCCAGGAGAAGATGCAGAGGAATTTTACAATGAATTACT 

TCCATCAGCTGCAGAAAATTTTCTAGTTTTGGGGAGACAATTACAAACAT 

GTTTTAT 
>Scquence710 

ACGCGGGCTAATCCCAGTTATGAGGGCTCTGCCCATGACCTCATCACTTC 

CCAGAGGCCTTACCATCTAATACCAATACATTGGGTTTAGAATTTCAGCA 

TGAGAATTTGGGGGAGACAGTCAGACTGTAGCGATGATTCTGGAGTATTC 

ATCATTTAAGAGACACTTAAAAATGATCAGAAAGGAGAGGATGAAGGCTA 

GAACTAAGACTTTAGCGTTGAACATGGAAAGGAAGTGATGACTGCAGATA 

TCTCCAGTACC 

>Sequence711 

A CTnrn n tttti i 1 1 rmTrn 1 1 1 i gatagccatataccaaataa 

ATGTTCTGTGACTAGGGGTTATGGCACAATGGGTATTGAGACACTAAAAA 

CTCTGCTTCAGGCTTCCATCCTCTTAATTTTAGAAT ATCT 

AATTITCTGATTGACATCTTTTGGTAGATTATCGTGTTTTTA 

TATTGACTCATCCTTTAGAATGATTTTCT 

GCATTCTAAATCAGATTCACTAATACTTTGATTCACTTC^ 

>Sequcncc712 

GGTACTTACAAAAATTTTTAACATTAGGAGGTAATTATAAGTAGATTCTG 
TGATTAGGACTTCATTCATGTATCnTTTGCTACATAAACCTTTGTTAGAT 
TAAATGGAAGACACCTGCTAGGTGATACTTTTTATAAAACATATGAGTAA 
GTCATATATCrTTGTTAAATTTCTGTATGTTCnTrT^ 

AGAGAAAGGATGGAGTGATACTAAGGACCCTAATAACATCTCTGTTCAAA 
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TTAATTACTAAGTGATAGAAGTATTCATATGCCATTAAAGATTTGCCAAT 
TCTATTTG 

> Sequence 7 1 3 

ACTGACACAAGGACTCCAGGCCACACATATCITCTTGAAAGCCCTTTTCC 

TGTTTGAAAAAAAGATCGTTTGTATTTGATAGAGCAAAAGAAGGCCACAA 

AATGAATTGTCTTCTTGTGGGCTGTGTTTCAGAACGGCCGGTTTGTGGGC 

GATGCTGACCTTGAAAGACAGAAATTTTCAGATTTGAAACTC AACG GACC 

CCAGGTAATTCTTTGGCTCAAGACCTGGGTTGCTTCATTCATATTTTCTT 

ATTTCCCCAGCCTATAAGAGCATATTTGTGTCTTGTAAGGTGCCTGGC 

>Sequence 714 

CCCTTAGCGGCCGCCCGGGCAGGTACATATGCACTATTTAGAATATGACA 

TTAATCAACCACTAGAATTAAAATCAGGTTATAAATCCTCAAAATCACCA 

GAGTATAAATTTAAATGAAAAACCCAGACCACAGAACAAAAACAGAAATA 

CCAAAAAATAATCACAAAATATTAAAAACAGTATATAAACACAGTGACAG 

AATTAGGAGTAAACATATCTGTAAAACAATAAATGTAAGGGTAATCTCAC 

CAATTATGAAAAAGACCTTCAGATCATATTTTAAAACAAATTTAAAAACT 

CAAC 

>Sequence 715 

GGTAGGTGTGCTGGATATGCAGGCTTGTXACATAGAA'rrGGTGTAAAATT 

TGAAAACCATGAAAAAATAAAACAATAAAGGATCTAGATGCTAATAATGT 

GGTTAGTTAACATGTTGACCATTTCAAAGCAAAATAAGTCTTTGATGTTT 

TATACTATTCATAGCAAGA 

>Sequence 716 

ACAGTGGTGTGATCTTGGCTCATTGCAACCTCCACCTCCTGGATTCAAGC 

GATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCACCTGCCA 

CCATGCCCCGTGAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCGTG 

TTGGCCAGGCTGGTCTTGAACTCCTGACCTCAAGTGATCTGCCTACCTCG 

GCCTCCTAAAGTGTTGGGATTATGGGCGTGAGCCACCATGCCCACCTCCT 

GGGTCATTCTTCTGGATATTACCAGGCATTTTTATGCTGATCTAAGTGAA 

A ACCTGG ATA TTTTTTTI C TCC AAAGTTATTTCTTAGTTCTACCTATG AC 

ATGAGGGTGATCTTTATAATTTTTTTTTGTTTTCACTGAAGAAATAAAAC 

ATTGCTTAAGGGAGAGTTGGGGGAGTGCATAAGGATCTGCAGTTGGGACT 

GGATTTTTCGGGTTTGTTTTACCTACAGCCTGGTTCTGTCCACCTTTCTG 

AGGATTTTGTTTCGCCCTTTGTTGGTCACCATGAGCATTTCTTATGGGAA 

TAT7TGTGA AAG AAAA AAACACC rTTTTT 1 AAACACCCCAGTTCATGTTA 

TTAACAAGCAGAATTCACCTTAACGGCTGTACCTTGGTCGGGAACACACT 

TAGGGC 

>Sequence 717 

GGTACTAATCTAAATGCTAGACAGTTCAAGTGTAGCTTTGGAGACTTACA 

GATAGCCAGCTAGAGAACTACCAATGATGATATCCATCACGAGGAGTTTG 

GTGGCCAGCCTCqAAGATGGTCCrCAATGATCTTTGCATCITCATATTTC 

CACCCTGTGTAGTCCCCTCTCTCAGGGGATTAGGGTTGGTCTGTATGATC 

ACCACATGGCTGCAGTAATGGTATGTCACTTCTGAACTTAGGTTATAAAA 

GACTATGACTCTCATCTTGGGTGTCCACTCTCTGTCTCTCTGATCTTACA 

CTCTAGTGGAAGCTGCCATATTGTGAACCTCATGGAAGGCCCACAGGGTG 

AAAAACTGAAGCATCTAATCAACAGTTAGCAAGAAACTGAGGCCTGCCAA 

CAACCATGTGAGTGACCCCGGAAAGAATTTTTCAGTCCCAGTCAAACACT 

G AG ATAACGGCAACCTCAGCTG ACAGCTTACCTGCAACCTG ATA AAGA CA 

CCCTTGG<XCGAACCATAGGAACCATTTCrACCX:AAATTC 

GGACCTTGTTAGATAATAAATATTTGTTTAAGCATGGTTAATTTG TGGCA 

ATGTGCTATATAACCAATAAATAATACATGGCGGATAGAAATTTCTTTTC 

CTTTGG ACCAACCGC AAAGTAACCC 1111111 CCTTTACAGCCAATTTCC 

TTTGGCTAAATACTGTACAAAAGAAGTTCCCGAAATATGAAGGATGGGGG 

CAGGTTTTGC 

>Sequence718 

CCCTTAGCGTGGTCGGTTTCGGGTATTTGGGGCGGGATAAACATGGCGAC 
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GTCTCTGCATGAGGGACCCACGAACCAGCTGGATCTGCTCATCCGGGCCG 

GGAAGCATCAGTTCACAGCAGTAATGCACACTGTGGCAGGAGAATCGCTT 

GAACACGACAGGCGGAGGTTGCAGTGTGACGAGATTGCACCATTGCACTC 

CAGTCTGGGCGACAAGAGGGAAACTCCATCTGAAAAAAAGGAGAAATTCT 

TTTATTTTCTACTTCTCTTCAGATTTGTCTTATGCATTTTCC 

ATGCATCACAGCTATTCnTTTTCTGAGTTATAGCTACAGTTTTCCTACTG 

TTGTCTTCATGCCATTTCATTTCACATGGT 

>Sequence719 

ACTTNNNTTTT A T rTTTTTTTTTTT TNGG AG ACAGGGTCTCGCTCTATC A 
- CCTAGACTGGAGTGCCTGGTGCAATCTCGGCTCACTGCAACCTTCACACC 
CCAGGCTCAAGTGTCAATCCTCCCGCCTGAGTAGCTGGAACCACACGTGC 
GCACCACTAAACCCAGCTGTTTAATACACCATTTTTAACCCAAAACATTA 
AGAAAAATATAGGAACAGTAAGTAGATTACATTTTGTAAACAGACAAGCT 
TACAAGTTTTCTCAAATATGAAAGTCATACTAAACTGGGAGACTGTTAAC 
TTCTTGATGGGGTTAATCTCTAATATGAAGCCACAGTCA TAGCTAA CTAC 
A AATTACATATACA ATGCC AA AA ATATTCAA A A ATA ACA' 1" I I I i I GCACC 
TTAATGATTACAAATGCTAACCAGCATAAAGACACTGGAAAGTTTCAGAA 
TCTCCTCATCACATACTTTCAAATATCTTCCCTTTACTTTCAATGAAATT 
GTACGC GGGATTCTATGGTAATGATGA CTTGCCA^TG TTCCAG GTGGTTT 
CTTAGCTAAAACTAGAGAATGCCCCTAACTrAGA 

ATTACAATATGGTATTTGGTTTGAACCCCCTTTAAAGC I I 1 I I lACCAAT 
TTTTCTTTTAACCCCTTGGGGGGGGGGGACCCCAAAAAAAAAAAAAGGGC 
CTTTGTTTTACACCCCCTTTTCGGGGGGCCCCCCCCCCGGGAAAAAAACC 
CCCACAACCGCCCGCC 

>Sequence 720 

GGTACTTGAAGAACATGGTAAAAATATGTTCACAATAATATTTTATCTTA 

GAAATGTATTCAGTAAAAAATCTCTTTANTTCAACTATCCTCTTGATTCA 

GGGGAAAAAAGGATTAGCATGGGAGATAACAGAATAGGAA GTTTAG GAGA 

TAATGAGACTTCTGTTTTAGTAAAGTAAATAAGCTTTAATA Gl I I 1 1 lGG 

TCATGTATTCAGTTTACCAGCCTTGAAGATATTTGTAGGAAATTTTAAAA 

GTTTCTCTATTTCATCCCCCATGATAAAAATTATATAGAATAAAAGCTGA 

ATTGAACTTTCTTCACAGCACACTGAAAAATATCTTCTATAGC ATTAAT C 

AG ATCAC AG AATGC ATATTTA A ACAAAAATTTG ACTA ATTTAA' I " 1" 1 " 1 " FAT 

TTATTTATTI 1111 1 CTGAG ACCGAGTCTGGCTCTGTCGCCCANGCCTGA 

GTGCAATGGCNGGATCTCAGCTCATTGCAACNCTNCGCCTCCTG GTTCA A 

GCCATTCTTCCCGCCTTGCCTTCTAAAGTGCTTGGATTGCAAGCCTTTTG 

CAACCTGCCTGGCCCCAGAAAAACTGGTTTTTGAATGTT GGGTTGTT TGG 

GGG TTTTTTn 1 1 CCCTAAAAGC TTAAAATT TCCCTTTG GTTTI 1 1 1 TCA 

AAAAAAAAAAAAA ATT ACCC nTTTTT IT T ACCCCTCC C I T n iiiiuA 

AAGGGGAAAAAATTTCCCCCAAAAAAAAATAAAGGGGTTTTATTTGTTGT 

GGAAAG 

>Sequencc721 

ACCCTTGAGCGGCCGCCCGGGCATGTACGCGGGGTTAACTATGlT'ncn 

TAACAGAAAGTTCTGTTTTTGTGATCCTTTTAAAAATAAAGCTTCACGGA 

AGGATGAGAATAGTATTTTTCAACTTTAAATTTCTCATTACCAGAAGACC 

ATGTGGTAATTCTCTGTATACAGTTAGAACAGCACGGAAACTTGAAGGCC 

TAAAAAATTAGCTGACCTTGTTAAAAATGTTGGCGTGAGCAGTATATTAT 

TACCTAT LT1 TIT! rA TTGTGTGTGTGTGTGT GTCTCT TTTAAA CTAA TT 

GGCTOAAATATXHT3CCTGTTT^ 

TTATTTATCTTTGTCCATCTTGAGATCTACTGTAAAGTGAA i ri 1 1 1 AAT 

GAAAACAAGTCCAAGTTTTACTCTCAGTGGGTTTGGGACATCAGATGTAA 

TTGAGAGGCCAACAGGGTAAGTCTTCATGTCAGTGTTTGTTGAGGAACGA 

GCCTATGATGTCAGTTTTTCCCAAAGGGAACAAGGACAGAAGGGATTTGT 

TCATTTTTACATCrCGGTTCrGTAATACCACCnTGACT^ 

CAGAATTTGAAGTCTAAACCGAACGTAAGCACTTGGGGGTATCGAATTTT 

AATACCTACCACAGTTAGG AC AA I" 1" N " 11 T 1 C AAAGGGCC ATTA 1 1 Till 
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TGGGGCAACCCTGGGGGGGGGGG GGGC CTTTTTTTGGAAAACTTTGGGGG 
ATATATTCTTI I 1 1 ft 1CCCCCCCCCTTTTATAAAAAAAAA 
>Sequence 722 

CCCTTAGCGTTTTCGCGGCCGAGGTACATGAACCTATTAATAAACCATTC 

ATGCTTCCCAGTTTGGCAGATGTGAGCAAACTATGTATAGGAATTCCAAA 

GGTAACITTTTCCTTTCATTACTTTACAGAAATACTGTCAAGTCCAATAG 

AGAGCACAGACTTGGGAGGCGGATTGGGTGGGTTTGAATC TCTGC TCTGC 

CACTTTTATTAATCATGTGAGTTGAGTATGTGACTTAATCTCTTTTAGCT 

CAATTTCCCCATCTGTAAAATAGGAATAATAAAAATACTGACTTCAGAGA 

GGTTTGTGAGGATCAATTAGACAGTCATGTTAAGTCTGTAAATTGTTTCT 

GTAATGGGCAAGATAGCAAATATTTTAGATTTTGTGGACCATGCAGTCTT 

TATCATAACTGCTTAACTGCCATTATAGTGAGAAAGCAGCC ACAG ACAAT 

ATGTAAATGAAAAAGTGTGTCTCTGTTCCAATAAAACTTTATTTTCAAAA 

ACCAGCTGGCTTGTCACATCTGGCCTATGGGCCATAGTTTGCCCATCTCT 

AATGTAAAGAAAGGACTTTAGCCCAAAGCCACAACTTGCATAGTAATGCC 

TTAAAAAATGTTAACATCTTTACTGTTATTAATATTACTACTGCATCTAT 

TACAGTAGCAATTGAGTAATGAATACATGAATGTTATAATGGTAAATTAC 

TAACCTTITAAAAATATTAAGCATTGGCATATTTTAATACTTTAAATCTT 

TTAGGAAGATAGTTACCCTGCAT 

>Sequence 723 

GGTACTTACTTTGTTGCTCTTTTTCTAAGTTTTAAAGATGGATGCCAATC 

TCAGGCTTCTTTTCGTGTGTGTATGTGCG TATG TCCATAAATTCTCTTCT 

AATTACAGTGTAAGCCACATCCCACAAGTTTTGATAGTCACAGAACTGTA 

TCGTCACACTATTTTTTAATTTCAGTAAGTTCTTCACTGATCCCTG TGTA 

ATTTAGAAATGTTTCATAATTTCCCTACATTGGAGGGGAAGATAGTTTTG 

TTTTTATTATTAATTTCTAGCTGTATTGAGCTCTTGTCAGAGAATATGGT 

TTATTTTAGTCGCTTGAAATTTAAGATCTGCTTAATGGCAAAATGGATGG 

TCAGGTTTTTGTAATGGTTGCCAGTAAGCTTGCGAAACATATGTACCTGC 

CCGGGCGGCCGATTGAAAGGGCTATTTCCCA 

>Sequence 724 

CCCTTTCGAGCGGCCGTTCTGGCAGGTACTCCTCAGCTTGTGCTGCCCTT 

CTCGAATGACTCGCGTTTCCTGCTTTCATCACTACACCTCCCACCGCTCT 

CCATCACCTGCTCTGCTCTTATAAGGATCCAGAGAAATGGAATAATCTTA 

TTGCTGATCTATGTAAACAAGTTGAAGAATCGTCTGAAAGAAAATACAGT 

GTGTCTAAACTGGAAAAGTCCTGTAATAGTTTGTTCATGAGCATTTGCAC 

AGTGGAGTTACTGTTCATCATGGGGGTACC 

>Sequence 725 

GGTACTAACTATTCCTAAATATTAAACACTGGTCAACTAAAATGCACAAA 

TTCATGAATTGGATTTGCACTCAAACAAAAAAAAATACCATAGGCAGTAT 

CATTTCTACCTTTGTAAGAGGCAGGAATATrCATTAGACTCTATGCTTGA 

CITTTCATATGTATTTTAACACTGTAGTAGGCTATCGGGTCTAGTTTAAG 

CTTCATTTCTAAACTACTCAACAGCTCAGAACTGACAAAGATCACAAGAA 

ATCAACTATTAACCTCITGCCrGAAGACACAAATGAAATATrCCCTATTT 

TACAAAGCAAATTAGATTCCAAGATTTTCCAAAGCCATACTCCTGCAGTT 

CACTTGGGTTCAAACTTAAAATCATAATAGTAATATACACATATTTACAT 

TATAACCCATTACACATTATTTTCAACTCAATGCAA GTCAA ACAAAGGTT 

TCACAAAATAACCTTACTATGTGCAATACACTGGTATTTTCTATTCTACT 

CAGAATTTTTTAAATACCTATCATGAACCATTAAATTGTCTTAC CACT 

TGG AGTG ACAATACCX^AG ATTG AuAAuAACTGG ATTAAG AAGTAG I t i l l A A 

ACCCATAATGGTTATTTGGCATTACITAGGCAAAAATATTTCTCGC l-t-rv 

ATAAATTCTTACCITTTT^ 

TAATGAAGGGCCATTTGACCGGTNAATATTTATTAGGGGTAAAAAAACCC 
AAAATTGGCCTAAAAAACCTTCAACACATTCCATAATGGAAGAATGTGGC 
GAAATAAATGTAAA 
>Sequence 726 

ACTCACnTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 
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AAGGTATATGTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAA 

ATGTTCTGTGCTTAATCCAATACATCATTTAAATTCTTTTCACATTTGGA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAATNGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTT 

CTCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAA 

TTGTGACAAGTGCCCGCGTACCTTGGCCGGGAACACGCTAAGGG 

>Sequence 727 

ACATTCTATTGTTATCTCTATTTTTTGGATGAAAAAACAGCAGCACAAAG 

AAGTTCAGTAACTGGCCTAAGGCCACACAGCTTGTCTTCCTGAAGACTGG 

ACCCAAACCCAGGCAGTCATAGAACATGCTGGTCGCTATTGGGCCGCTTG 

CTCTATGGGGGACGGTGCTCCAGGAACACAGCAATGCGGTTTAGGATTCC 

AGGACCTGGGGCAGCTGCTGCTTCTTTCTTAGTTCTCGACAGACCACTGA 

GTGCAGTTTTTCTAAATCTTTTCCCCACTTTGATATGTGGTCCATAAAAC 

TGCTTCCACACGTATAACCCACTGTGAAGTTTAAAATGATTTCATGTTTG 

GGCAAATTCCTACTGAATGTTAAGCTAGATAGGAAACAAGTTCTGACTAA 

CACAAATGAAGGTCTGAATGAAGAAGTCTTACTTTTATAAAGGAATTTTC 

CCCTCCTCACCAAATCCAAGTTTAAATGTTGATATCTCTGTTGCAAAAGG 

ATGATAAATAAATGGGTCCCTTGGTTAGTAGTGGGTGTATGGGTGTGGGT 

A at A AQr.TATTn A A TfiT A C ATTTA ATACTCCTTCTC A TTCTATACTG G AT 

CTATCTTGGAAATGATGCATTTTTCATGTTTAACATCACTTCCTAATCCG 

ATATTTTTGTCTCTTAACTATTATAATATTCTTGC GTTA TATAAATTATA 

TATTACTCTAATCGCTTGCTTCTTTCACTCTACTATTTTATCATCAACAT 

ACTATTCCGGTCTTCTGCTCTTACAACATGTAATTATTTCTCTACTGCTC 

GCTACACGACTGAACTTAACCAATATATCACTGTCTAGAAACTTCCAGCT 

TATCA 
>Sequence 728 

GGTACTTTN i rri ' l l l i ri l l 1 1 1 1 I I 1 1 1 GGTAGAGACGGGACCTCACT 

GTGTTGCCCAGACTGGTCACAAACTTTTGGGCTCAAGCAATACTCCTGCC 

TTGGCCTCCCAAACTGCTGGGATTACAGGGATAAGCCACTGTATAGAGTA 

TGAAAAGTATTTAAAAGAATCTTCCAAAGGAGGAC AGCAG AAATGAAAAT 

AAAGTAAGTTCAAACTAGAATCCTTGACACAACTGGTTTTATTCCCAATG 

CCTCTTAAAAAGAATCGTTCCATGGGTGGCAGGAGGGGTGTTTTCATGGT 

GTGATGCACCGTGACTTGTTATTCAAGATGTAGTCCAGTGTTCCATCTAT 

CACGTTTTATACCTTTCGAAAAAAAAAAAAAACCGAAACCACAACCACAA 

CAAAAATTATTCCAATTAATGGGATTCACAGCAACCTGGATGGGACTGGA 

GACTATATTCTAAGGGAAGTAACTTAAGAATGGAAAACCAAACATATGTT 

CTCGCTCCTTAGTGCGAGCACTTATGAAGATTCCAAAGGCCTAAAAATTG 

ACACAATGGACTTTCGGGAACTCGGGGAAAAAGGGGGGGGAAGAGGGATT 

AAAGATAAAAAACATCCTAACTTGGGTTCACGGTACCCTGCCCGGGCCGC 

CCGTTCTAAAGGGGAAATTTCAGACAACTTTGGCGGCGCGTACTTATGGA 

ACCCCAGCTTGGTACCACAGCTGTGGTGTAATCATGAGCATAACCTGTTT 

CTCTGGTAGAAATATTAATCCGTCTACAATTCTCCACAAAATTTCAGATC 

CGAAGCTTAAAAGGTAACCCCTGGGGGCCCTAAGAGAGAGCCAATCCG 

>Sequence 729 

CCCTTTCGTTCTGCCGCCCGGGCAGGTACTTATCAGGATGAAATCAGAAT 

CACAGTTGGCCTTTTGCCATAAGGGAAGGGTATTTGG AGAA GAGTCAACC 

ACCACTCATGCCTCTCCCCTGCCCAGCAGCACCTTGGATTTTCCTGGCTT 

TATGCCTCXn'GTTTCCCCTGGCTGAGTAACT 

ACACACGATATATTACAGGGAAATGGCAGCGATGGTCT^ 

CIX3GCCTTCTTTCCTCCTGAGCACT 

AAAAATTCTAAATGTGAACACCACCTTTCAATAATTTATATTAATGTATC 
ATCCCACCCITTITTCOT 

CCAATATACCAATTTGTTTGAACAGTTTTACATTCTAAGTGTCCAACTAT 
TGCTAAAGGAATGGATAAATTGTTGTACCTCGGCCGCGACCACGCTTAGG 

G 

>Sequence 730 
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ACTCACITAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 

AAGGTATATGTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAA 

ATGTTCTGTGCTTAATCCAATACATCATTTAAATTCTTTTCAC ATTTG GA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAATTGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTT 

CTCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAA 

TTGGGACAAGTGCCCGCGTACC 

>Sequence 73 1 

ACTTTTCTGAAGAATACATCTTCGTTCAATGTGGTCGTA TTCTTAA TTTT 

TTCTATAATATTGCTTGTAATCTTTAG AGTTATGGTTTCA l run GACT 

ATTAAATTTGAAATTGTTGACATCAGCAGTTGACTCTTCTGTGTAGATCA 

TAATTTTTTAATTAAGAAGACACTCTCAAGTGTTGAACTATAATTGTAGA 

GTAAATTCTAAGTGGAGGATATCGTAAATTCTTTTTTGTCTTGGTATTGA 

CATGTAAATGTTAACATATGTGAATAATTCAGTCCACGATTGTCACAGGT 

TCTATGTCTTTACCTCCTTTCAAAATACTTTCTTTAACAAATACTTTGAC 

AAATTTATTAACATTTATAAGACAAGACTTACCAAGTTGTGTTCGTTTAT 

GATTCTTTAAATGTTTTCCAATACTTAGATACATCAAAATTATAGGACTT 

CTCAATTCCATCCTATTGTTACAGAATAATAAATTAATCAGAATAGGAAG 

ACCCTTA A A AG ATCTTTCTCATG AGTTCAGAT^ 

AGAAATTTCATTTGTACCTTGGCCGCGACCACGCTA 

>Sequence 732 

GGTACTTTTTCTTTCTTTTT1 1 1 1 1 1 1 1 1 1 1 1 GAGATGGAGTCTCGCTGT 

GTTGCCCAGGCCGGAGTGCAGTGGCACAATCTCGGTCACTGCAAACTCGG 

CCTCCTGGGTTCATGCCATTCTGCCTCAGCCTCCCAAGTAGCTGGGACTA 

CAGGTGCCCGCCACC A AGCCCAGCTAATTTTTTTC I" I" 1" l'l" IT1 GTATTTT 

TAGTAGATACGGGGTTTCACCATGTTAGCCAGGATGGTCTTGATCTCCTG 

ACCTCGTGATCTGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCG 

TGAGCCACCACACCCAGCCTATTCCTTTACTTTCnTAAACTTTCTTTCAC 

TTTACTCTATGGACTCACCCTGAATTCTTTCCTGCTCAAGATCCAAGAAC 

CCTTTTTTGAGGTCTGGATCGGGACCCCTTTCCTGTAACACGACTGTATC 

CCCTTGGCAGACATATGAATCTGCACCCCCGCTTGGTCTCCAATAT CCAG 

GGATGAACAAGGGAGGAAACCAGGGAAAATGCTTACTGAGGCATCTTTTA 

TGAGCAGTCACCATGCTAGGCTCTTTACTAACATTGCTTTTTGCACTGTT 

CACAACAAGTCCTGGATATCTTCAATTAGAAATGTGAAAACTGA ATTCCC 

GATGAAAAGCCCCCACTGCnTTTGACTGGCGTGGCTTATATCGGGCnTTT 

GACCAAGATGGACTGAATGCCATCTTGTGTCAGAGGGACTTAGACATTTG 

AGGGAAGTT 

>Sequence 733 

GGTACAAAACTATGTGAGAACGTATACTACTTCTCGGCCACAACTACTAT 

TTTTAGATATTCATAAAATAACCTCTGATTGTGTTTTCACATTGACCCAT 

TCAGTTCTGTCCAATCTTATAATTCTGATTAAATGTTCTGGGCCTCAAAA 

CTAATTTTTAAAAGGCCACTAACTCCAAATCTAGGAACAAAACACTCTGT 

AAGACTACTGTAACTTGTATAAAATTAACTTGAAAAA TTCA CTCACTCCA 

ATAAAACTATGATTTATGTAGCTCATAAGAGGGTGAATTTTGAATATTTA 

CTCTATGAAAAAGCCTAAGCAATTCAATAAAAACTTGATAACTGCACGTT 

TAGTTTGCAGCATCTTGT 

>Sequence 734 

CCTTTCGTGTGGACGCCCTTTC\GGTACTTTCTCTG 

CATTAAAAAAAGAAAAGATCAAATGCAATAGATAGCACnXilAATAGATTT 

TGCTACATTAAAAAAAATCCATTTGAATACACAGTGAACTAAAACACCAG 

AGTGGCTAAAAAGTCCCTTCATGCATATTTACTTAGCAGAGAGCTCTTGA 

GAAAGACCCAACCAATAAACCCCAACX^AAAGCAAATCCAGCTACITCTCT 

AGCTGAGAGGGTGGAATGACTCCAAAATATTGTTTCAAGCTCAAAAAGCC 

TAAAACAACTCCACATAAAANAACAAAAATCTATCTAATTGGACATTTAC 

CTTTTTGGAAATAAAAGGCCCAGTGGGAAAAAAAAAAAAAAAAAAAAAAA 

GTACC 
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>Sequencc 735 

ACI n i l 1 1 1 1 1 1 1 1 1 i ri'lTrriGTCACAGACACAGGCTGGGAATTTCC 

CAAATCTTACAAGTTCTCGTCCCCTTTCCCTTAACAACTCTTTCGGAGTA 

TCTCCGTCCTTTCACACTTTATTGTAAGCGAGGAGAGCAGCCAGGCTGCA 

CCTTTAACATTTCATTCACAGGATCTCAGCTCAGCCAAGTCCTCAGCCAT 

TTTGTAATGAGGATCACTTTCTTCCGGTTCCCCGTGA CCTGT CCCTCGCC 

TCCTCTAAGCCTCAGCAGAAAGGCCTTCAACATCCACITTTCCACAACAT 

TCTGTCTATGATACCTGCATTCTCTGAGATGCTAGAAGCTTTCTCTCCAG 

CTCTCCCCTTTCCTCTCTGAGCCTTCACCCGAGTCCCCATTGATGTCCGT 

ATTTTTACCAACAAGCTCTTCACCGCTATGGAGGCTTTCTCCAGCAGGTC 

CCTGAAAACGTCTGCAGCATGTACGCGGGGAAGCTCTGTTTGGTGCTTTG 

GATCCATTTCCATCGGGCCTTACAGCCCGTCGGTAGACTCCAGCAGCCAA 

GAATGGTGAAACACTAACGAGAGACAGATTGGTTTTTAAGAAACCCTTGG 

ACGCCTTGCAGGGATAAACCTGGAGTTAGTTGACTTTTCACCCCCGGGGG 

TGGGGCCTCGG A A A A AG A AC A AGCCCTTTTTTCATTTCCCTTCTTG A A A A 

GATTTCCAACGGGATTTTCTCTGAATAAATGTGGATGACTGCCCGGATGT 

TGCTTCAAAGGGGAAAAA 

>Sequence 736 

ACTTGTCTGCTTCAATAAAATTTGTCTTTGATTTCACT GGTGG AAGGGTG 

Xl"rGAlCCAGCTTTTGCTrCTCCATGAGGAGGACTCTGl"rri4"CAGTTTC 

CGCTTTTATTTCCTCTGAGGGGAAAAAAAAGAAGCATACATTATAAAACT 

GGACAGCAGAAAGACTGAGTAATTTCTTAAGTTCTATAAACTCATTTGGA 

ACTTCTACAAAAAGTTGGAAAGAATGCAAATTTAAtAAAAATTAGATGCT 

AAAATTGTTTCATCTAAATTTTTTAATTCACACAAATAACATAAAACTAT 

ATGAATAGGTACC 

>Sequence 737 

GGTACTTNNTI TTTTTI TTTTn TTTTI "1TGTTITGAAAACCCTTTATTC 

GGTTTCTCAGTAACAGTGATGCATTAAGAAATTCTTGTCTGCTAAACTTC 

ATAGCAAACCGATCCCAGTCCTCACCTCATTGTGTGGTAGCCCAGCAGCA 

GAGAAGATAGGAATTTTCTGCCCCCTAGCAATACTGTTCATCCCATCGAT 

GGCCGAAATGCCAGTCTGAATCATTTCCTCTGGGTAGATTCCACATTGAG 

GGTTGATTGGCTGACCTAATGTATTTCCAAAAAGGAAAATTTCAACAAGT 

TGCCGCATTATTCATGAATGAAATTAGATATCATATCAAATTAAAAGAAA 

AGAAAAAGCACCAGAAGACCAGAACTACATAAAGCATCTCTTTACTACAA 

AAAAAATCAGTTATTTTTCAAATATGAAACTTGAAATAATTGTTTCCTTT 

ACTCTTTTGGAGACTCACAAAACATTGGGTAATAGAATTCAAGTTCCCTA 

AGTGAAGATAAAGATATAGCAAATATGAAAGAAAGCCTAATTTCAAATTC 

ATGGTGTTACCATATACATTTCAGAAATATTCCAGATATTTTACACGATC 

TTAAGATATTAATACCTAAAATTTTACGATAATTTCTAAGAAAATCTTAT 

TTAAGTATAAAATAATTTATTACCTATGGGACGTGTGGCCTATTAACTTT 

AAGGGAATCACAAAAAACACTTTTTATTTC 

GGCCGTTAAAAAGGGCG 

>Sequence 738 

GGTACTATCTGCTCTGAATTAAAATTTAGAACAAAAATC ACCTG CCGTGC 

C ACTAC AC ATGG AC ATAATC AACTGCTAAATTATG ATTTG'l TITCT f CC A 

GTTACTTTTCCAATTATTTTTACATATA CAAATAT TTTCITGGT AGAAG A 

ACAAAAGTGGC ACTATTCATTGTGTAG1 TTTTTI GTAACTTATATTTTAC 

CCTAAGCATTTTCTCGTTGTCTTAAATT ATTAA TTGAAAATTATTCATGG 

CTAAATAATGCCTAGGCTGCCATGAGTCnTITCTC CTTCT 

TCAGCATTCTTTTATATATATCITrcAGCACATCTGC 

GAATAAATTTCTAAAGTTCGCTGGATCGAAAAGATTCAGGGATTTTTAGT 

GTTCTTTCAATTTGGCAAAGTATTTTTCAGAAACAAGCCCATTTCAGTTC 

TGAATAAACAAATTCTTlTrrATGTTGCATTTAAAATCTACCTCCnTGTA 

GCATATGCAGGGAAAATGAATTATTTGGTCAACATGCTTTCAAATACTTG 

AAG AATGTCTA ITT I " 1 CHTTATG ACTATTCTGTGTTCTGGACTATACCAT 

TATTTTCCCATGATTTACATTGGAAGGTGGTGATTCAAGCTCAATGCATT 
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AATTGCTTCTCCGAGGTTTTTAATAATAGATGAAGTGGTTAGCTTCTAAA 
TAAAGGATATTGTAGGTGGAATGTATAATATGGCCTAAGCCCGACAACTT 
CCCTTGGTTTGT 
>Sequcncc 739 

CCCTTAGCGGCCGCCCGGGCAGGTACACAGTTTCCnTCTTCGAAACAATC 

CAGAAGTAGGCTAGCAATGGTCACCCCTACATACTTCCGCACACATCTTT 

AAGAACAGGACACCATTACCACACCCAAGAAAACCAGCATTTAATGAATT 

TATTCAAGAGTATCATCCAACATACTCAAATATCCACAGCTGTTCCGAAA 

GTATCCTTCAATTCTGGATCCATTGATGGTTCACAGGTTGTATTTGGCTG 

TTACATCTTTTTAGTTtjTTATCCTTCAGAGTAAAACTGGCCTGCCCCTCT 

TTCTTTCTTTACAATATTGACTCCTTTGAGGAACCGGGGCTGGATGTGGA 

GCATTCTCCATTCATCTGATTGTTTCCATGTGACCAGATTCGGGTCACAA 

ATTTCTGGCAAGAACCCTTCACAGATGACCATGTATTGGTTATTAGGTAA 

CAATAGATTACTCAAGTAGAGAACTGGGAAATTGTCCTTTGTCC ATTAC A 

ATAAATTTTTTTTGAAATCTAGAATTCCTTATGATTCATTGATTTCTTTT 

CTTTTTCTTTTTCCTTTTTTT1 ll'IIGAAAACAGTTTCACTTCGTTCCCC 

CGGCTGGAGTGCCATGGCACAATCTCGGTTAACTGGAGCCTTTACCCTCT 

GGGTTCAAAAGATTCTCCTTGTTCAACCTCCTGAATAGCTGGAATATAGG 

GCC TGGCACCTTGCCCGCTG A' I 'IT I'll 'T ATTTTAGTAA AATAGGGTTTAC 

CAATGTGGCCAGCTGGGTTGAACTTTTGAC 

>Sequence 740 

ACATTGTCTGCATTTTGAGATTTTCCTATTATCTTTCTGGTGTTGATTTC 

TGTTTAATTATACTGTGATCTACAAGCAACACTGTATTATTTCCATTCTT 

TTAAATTTGTTAAGGTGTGTTTTATGCTCAGAATGTGGAGTGGACTATTT 

TGGTGAGTGTTCCATATGGACTTAGAAGAATGTGTTTTCTGCTGTTGTTA 

AATGAAGTAGTCTATGTATGTCAATTATTGTTTGATGATTGATGGTGTTG 

AAATCAGTTATGTCCTCACTGATTTTCTGCCTGCTGGATATGTCCATTTC 

CAATAAAGGTGTGTTAATCTCTATCTATAATAGTGGATTTATCTATTTCT 

CCCTGCAGTTCTATCAGGTTTTGCCTCATGTAGTTTGATGTTCTGTTAAA 

TGCATACACATTAAGGACTGTTAAGTATTCTTGGGGAATTGACCC 

>Sequence 74 1 

ACTTCAGGTTAGAGATGACTTCAATATATGTCGCAGACCTCCCAAGGTGA 

GCATCACACAGCACTTATCATAATCACGAAGCAGCTCCACAGAGGCTAAG 

ATGAAAACAAAAATCTCAGGAAATTTATGTTTATAAAAATGATACTTGCA 

AAAAAATGAATGGAACCATCTCCATTGCTTATTTAGAGTGTTGACTCACT 

GAATAAGATTTTAAATTAGTCAATAGTATTGGATGCCTCTATATCTGCAT 

ATCAATAGGCTCATAAACAAGGTTGCTCAAAGAACTGCCCATCAACCACT 

TGGTTTCATCTCTGGACACCACACTGTTATCTTCCTTTGGCCTCTGTCCA 

TAACGGGTCCAGGCTACGTGCACCAAAGGAAAAGAATTGGGTCCTTCTCC 

CCTCACCTGGTTTGGATAGGAGGGCCCAGAAAGAAGTCAGGACAGACCAT 

GTGTGACTGTCCCTAACCCAAAGCAAGCTACCGTGCAGAACCCAACCCCA 

GGACAATAATCCCAGCCATGCCGGAACATGGGTTAGCTTGACCAGCACTC 

ATTACAACGATCCCAGCCTTTGTTTAAAGGTGCCAAAATTA^TTTCAAAG 

CAATGTCTAACCTTCCCCACCTTTAACAGGAj^GAACATTTTGAATAATT 

ACCAAAAGAAGTCCATGGACCITAGAACTGACCAAAAAAGCTTTATCCTC 

TAAACT 

>Sequcncc 742 

GGTACAGGTTTCCCITGCCTCAACTTCrCATCCTGGGTG 
ACTTTCCTTCTTGTATAAAGAGGGCAACTITC^ 

CT ACTTTTAAG AAAAAGG AAAATCAG AGTGCI 1 1 /OWGGAAAATC AG AGT 

G CTTTTCTI GCATCTGCTATTTTTCAAGTGTCTTTAACTCAAAAAAATCA 

ATATGCCAAAGTGGCATGTTTGGGGGTATCTGGTTCTGAATTCCTTCAGG 

AAAGATAGAAAGCAAAAGCAAAATAATAGGTTTAAAACTAAAAATATCCA 

GGTGCGGTGGCTCACGCCTATAATCCCAGCACCTTGGGAGACTGAGGTGG 

GCAGATCATGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATAGTGAAA 

CCCTGTCTCTACTAAAAATACAAAAATTAGCCAGACATGGTGGCGGGCAC 
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CTGTAATGCCAGCTACTCAAAAAGGCTGAGGCAGGAAAATGGGTTGAACC 

CCAGAAGCAGAGGGTGCAATGAACCCAAAACATCGCATTGACTTCAGCCT 

TGGCAACAGAACCCGACTCTGTTTCAAAAAAAGGAAAAAAAAGGAAAAAA 

AAGTCCCTGCCCGGCGGCCGT 

>Scquencc 743 

ACTCCTCCTTGGCAGCATCAATCAGGCAGGGCTCAGCCCACACCCGGCTC 

CTAAAGACAAGAGAGCAGAGAAAGCAGAATGGTGTTTAGAGACCATCGCA 

GTGACCTGATCCTGAAAGCACCTGTAGGAAATTGGCCTCCGCCAAGTGAA 

TGTGACAATGCAGTCAGCCACAGTGACGGAGTGCAAGATCGGATCACCAC 

ACAGATCCAAGAGACCGCTCACCACACCTGAGAAACAAGAACCCAAGACA 

GCCTCATGGAGGTGGAACCGTGCTACGCAGTTATGGCTTCACTACTGAAT 

GCGATCTTGCANAAGT 

>Sequence 744 

GGTACGCGGGTGTTTTTrTTTGGGTAATTTTCTTGAGTTAGAAATGTAGT 

TAGAACTGTGACTAACGGCATTGCCTGGAATGTGCTACAAACACGATTAG 

ATATTCATTTATCTTCCTCGTATTAGACTGCTTGTATAGAGACTCAGTGT 

TTAGACATTCATTTCTCTTCCTTGTATAAGACTCCTTGTATAA GACTCG G 

TGTTCATTTATCTTTTTAA ATTA A ACC AC A AC A A ATATATG AG ill 1 lAA 

CCATTGCAATGTGCAATAAATAAATATATCTGAAGTAGCATTAGCCTTCT 

AGTTTTAAATAATAA 

>Sequence 745 

GGTACCH TI 1 11 I I Tl TTTn I 1 Tl ICGTCAAAGTCACTATTT GGGC CC 

TAACATAATNCCTGCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAAC 

ATAACTCTCTCTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCAT 

CTAGATAAATATCTATCAAAATTAACTTTAAGAGAAATACTCTCTTTCCT 

TAAAAGCCCTTATTTTTTAAGACACTAGAAAATAAGTTAC TATA AAAAGT 

GGTGGTCTGGGGGCTAAAAACAAAACAAAAAAAATCCTCTTTTCTACATT 

TTTTAGTTTTCTG 

>Sequence 746 

GGTACTTTTTTTTTI 1 TTTTTTTI Tl AGTTAAAATGCTTTACCTCAATGG 

TTGAGATATTTTGAATGGATTTTTCAAGGGGGGGAAATGCTTATTATAAT 

AATAAACCAAAATACTTAACAGAAAATTGTCAGCTATTCTGACAAAAATA 

AACATTTTGAGAGACTTTATTTCITTTGTCCGTTTCTGTGGTATCACTCA 

TTGTCGTTAAGTAAGTAAAGCTTTTTATATTTAGGTAAGAACTGATTTTA 

TTTTTTAAATTATATTTTATATTTATTAGCACAGAAGAATAATGAGAGCC 

ACATTTTAGTTCAACTT 

>Sequence 747 

ACTCTTTTGTTTAGGTATTTCCCTCCTGCTGTGTCCAGGATTGCTGTGTG 

GTGGTGATGAGTGCTGGGAGGTGAAAAATTAAAATAAGCCATTTACCAGT 

CAGCATCCCAATTAAATATTTGATGTAACTGTGATCTTTGAGCCAGGCTT 

ATATATTCATTTTCAAGCAGAGGAGTTCCCCATTTTAAATAGA GGCA TTG 

TCTGATGTGTTTATGGTTAACTGCATCTGGCITGGGTCITrCTGTTT^ 

TTTCmGCTGAATTAGAAGGGGTTACTCTGAAGAGTCCAGGTC^ 

TGTGGTTT 

> Sequence 748 

canTGAGCGGCcGcccGGGCAGGTAcrrrrrriTrri'i rrn rrrnTi 

TTTTTTTTTTI C ATTCAAG AAAG ATAATTTTACACTTATTCTTTG AAAG A 

AAAATTCTATGG AA ITT IU iTCT 1 CTAATTAAATTCCAAAATACATTCTC 

TCAACCCTATGCXXnX^ATACTAGTAACTTGATGGTTAGCGGGtAAGTAGkj 

TAGTAGTAAAAGAGCAAAAGGGGAAATTTeee€AGCAAAAAAGGGAGAAA 

AAGAAAAAAAGGGACCXnTCTAGTTTCCTAATAGAAAAGCTAGAGAATTC 

CATTCCTGAAAATTAAAGATATTT 

>Sequence 749 

ACCACTCACTACATTACAAAATAGTCTCTAACATAAAATTGCCTTAATAA 
CTATACTATTATAGAATCTGATAuAACCITACATTATTAA ATTGAT TATAA 
AATCITCTTGGAAAAACITTGGTATGTATC^ 
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TAATATTTTAAGGGCCTGTAAACATTCCATTCTATTAAAGCACAGCAGAA 

TAAGTAATGGATATTCAACTGCATACAGAATATAGAATCAAAAAAACAAT 

TTATTATGTATTTGTAGAAAATCATTACCAGAGTAAGCAAAAAA 

>Sequence 750 

GGTACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTG 

TGTGTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCT 

ATTCTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCC 

CAATACCACATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACT 

ATTATTCACACTAGGTAGGGTCAGGT7TTTTTGTCTGAATTAAATGGCTC 

CTTTACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTA 

ATA 

>Sequence 75 1 

GGTACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTG 

TGTGTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCT 

ATTCTACAATGAAATTCAATCTCTTACTTAGCTATTrTGAAATTGTGTCC 

CAATACCACATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACT 

ATTATTCACACTAGGTAGGGTCAGGTTTTTTTGTCTGAATTAAATGGCTC 

CTTTACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTA 

ATAGA-TAGCTGAGGC 

>Sequence 752 

GGTACTTm 1 I I I 1 I 1 I 1 11 ) I 1 I I I 1 1 GGG AGCCATGGCAATCTTTTT 

ACACTTGATTTTAGCCAAAAGGCCAAGAAGCAATGAAAGCCATGATAATC 

TTTTTATGCAATGTTATCAGGTAAAAAAATGGCTAAAGTATATTAGCATT 

TACCCGAGTGGTATTCTTTTATAGAACTCAGCTACTAAAACCAGGGAGAG 

TACTTGGTGTATTTCTGAAACACTCTGCGAAGTTGTGGATAGCTTCTGGT 

GGTAAGGATGGTATTGAACACGTTTACGTCTGTCCCCTTTCTCCTTTCTC 

CTGCTTCATACAAGG 

>Sequence 753 

GGTAcrr n 1 1 1 1 1 1 1 1 1 run 1 1 i 1 1 1 i ggtattatataaaataataa 

TGCATCTTACAGGGGAAGTCATAAATCCAATGAAATAAAGTATTTACCTG 

ACATATTITTCCCATCTTCTTATTTCAACCATTTGACTGGTTGTCCAGCC 

CCAAATTGTTGGACTTTTTTAAACAATTCACACTGACTGGCAGTCTTCAC 

CTTTAAATAGTTGAGTTCCATCCCTTTAAAATCA TTTAAA A ACATG ATTT 

TTAAATTTATCTCCATTACCTTATTTTGTGTTTACTTTm 

TATTTCCTC 

>Scquence 754 

GGTAC TTTTTT1 1 1 1 1 1 1 1 i 1 I T GGTGGGGAGCTGTATTTATTTCCCAGG 

GCTGTCAAAACAAATATCCATAAATTGGGTGGATTAGAACAACAAAAATT 

TATTCTCTCTAGAGAAGAACGTTTTCTTGCCATTCCCTGGCTGCTGGTCA 

TTGCTGGCAGTCCTTGTCCTTCCCTGACTAGTAGCTACATCATTCTCATT 

TCTGCCTCTGTCITCATATGGCTGTCATTTCACTGTGTGCTTGTCTCTGG 

GTCTTCAAGTGGCCTTTTTATAAGGACACTGGTCATTGGATGTAGGGCCT 

ACCCCAATCCN 

>Sequence 755 

GGTACATGTTGGAAGGGTTTTTAAAATGTTTTGAAACTGTGGACAGGCCA 
AACCCAACTTTCAGGACATGGGTTTTCAACTTCTGGATGGTATGATGGGG 
TGATAGTAGGGTATAAAAGTATCCTGAGAAGTTGAAAGCAGTGTGTGAAT 
GGGGTGTTCTTTTCTCCCCACAATCCTTTCC^ 

TAGCACCTCACAGATGCTTGGGCCTGGAAA3P6AAGCCATGAAAATGAAGC 

CCTCAGCCTTCTTGGAGATCAGAGCCATGGTCCTCACCCACAGCACATGG 

GTT 

>Sequence 756 

GGTACACAAAATATTAAATAGGATATTTATTTCTAAGCCAAATTTCAGAA 
AACAATTTACAAACTTTTTTTAAAGTATAAACATAGTGTATGCTTACTAT 
AAAAGGAAAAGTATAAAACATTACTCAAGTATATATAGAAAATGAGTGGG 
CTGCTGATCCCCCTCTATATTATCTATTGCTGTGTGACAGTATTACCACA 
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AATACAGTAGCTGAAACAACACATTTGTTTTCTCACAGTTTCTGTGGGTG 
AGGAGTTCAAGCATAGCTTGGTCCTCTGCAAGCTTACAATCCAAGGGTTG 
G 

>Sequence 757 

GGTACTT CTrri 11 l ' l ' l ' l ' l ' l i ' i ' l ' l ' rn i AAATGAGTAGGAAGAGATGGTA 

TCACAAACACAAAGCACAGGTTACTGTCTITAAAAATTTGCGTTCTTCTA 

TTCTCCAATGGAAGTGGGAACAAAGAGAAAACCCCTGTGTGTCCTAGCAC 

AATATGGGCATTTGTGTGGATTTAATAAATGGGCATTTGGATTGTTGGGA 

AAATGTGATCAATCAGCAGGCTATAGAAACACAGTTTGATACGATGGTGA 

AAACTTGTCTACAATGATGTTTTTTCAGAAATGTTGGTGTGATTAGAACA 

AGTCAGCAATGATGATGACAAAATATTTACATAATGTTATAGATGTGGCT 

TGCTAATGGAAATACCTATCTGAGGCTGTTTAGGAATACACAAA 

>Sequence 758 

GGTACTTGTTTTAAAACAATGTTGGAAATGAGGAAAATGAGCAATATCAA 

CATTTTATCCTGAGGGACAGGGAGTAGAAAACAAGCCAGAGGCTGCTAGT 

TACATAGTTCAGTCTTAGGGATGAAGGGATTTATGTCTCTCCTCCCTCAG 

GTACGCGGGGACTACACTGGTGTCTGACTTTTTTCCTAGAGATTTCTCCC 

TGAAAAATACAAGGGCTGTTGGTGAGAGCAGACTTGAGGTGATAATAGTT 

GGCCTCTGGTCTACAAAGATTTCATAACTCCTTGGAAAGCTTCT 

>Sequence 7-59 

ACTCCGATTGCCTCTCCCATGCTTCTCTGCTTTCCAAAGAAAAAACTGAC 

CTTGTATAGATCCTGTCAGCTGATTGCAGTGCTCTTAACTTCTCCATTGT 

GAGTTGTTCAGTCTGAGGAGTTAGGTATAAACCCAGAGTGGTATTCTCTT 

TTCTG7TGTGTTTGGTTTTGCTTACATATTCAGGAGCTGCTCTTTACCCC 

CAGAACATCCGTATATATGTTTTTTTCTGTTTCTAGATTTAAAAATATTC 

CAGAAGCCTGGCCTCAAGATAGATAATATTTTACTTTTA 

>Sequence 760 

GGTAC TrriTrnTn T rrrnTn nm aaaaaaatatccttaattag 

GTAAAAATTCTCCTTTAAATTAACTGAAAGTTTTTATGA AAAAAG GATGT 
TG A ATGG ATTTG AATGCTCTTTTTGC ATCGGTGG ATATA' rTTTTT FA A AT 
TTTTCA AGCGGGTAATTGGGTT ATTTA ATGGGGGG 11111111 A AAGTTT 
AAGGGA 
>Sequence 761 

GGTACAGATATAAAAAGGCTACTATTCCAAGAACAAAATCCTGGAAACAA 

ATGTCTATCAAGAAAGCAAAGATAATCTAAACAGCAGCATATTCATAGGA 

TGACAAACTATTCAACCATTATAAAGAAAACCGAATCAAAAGCACTGGCT 

TATTAGACAAGAGTTTCCCAAACTATCATGCTAAAACAGTAACAGCGAGC 

TTCCAAATTAATGTTGCCirrnil 1TNTI 1 1 CCAAACTGA A AGG AGGG 

TGGGGAAAACAAACGCATCATATGTAAAGCACTGAGTCCAGCCTG 

>Sequence 762 ____ 

GCGCCCTTCGGCCGCCCGGGCAGGTACGCGGGTATGGTTTTACGAACAAA 

TTTTTAAGGAAAAAAATTATCATGGTTCTAATCTTACATGTTAACATTTC 

CTTGTTATGTAGGGATCAGACTTGTTATAACATAATTCCACTTTATAATT 

CAATGAAGAAGAAAGTTTTGTCTGATTCTGAGGTATGTAATATTTCATTA 

TTATTACCATATTGATATTCTCTATAT AAAAAA ATTTACATATTGTAGTT 

TTCAGGTAAAAGCTGTTGTGAACATTATTTTTTGTCTAGTGTAGTTAATT 

TAAAAAAAAAAAACAACTGA 

>Sequence 763 . . - 

GGTACGCCTAAGGGAGAGCTGGGAACTCATCAAAGAGACAAAAAGATGCT 

TTTTTGCTCTGAAGGCATCGCTGTGG 1 OvjfCTTGGTGCGCAAGTAAATATA 

GTTTGGGGGCCCCCGATTGCCATGGACTTTGGCTTTTCTGG^^ 

ATGGCCATCAGGTGGACCCAACCTTGCACACATCCCAAAGACCTGGCACT 

CATCITGGTATGAAGGGAGGTTAAAAATAAAAGTGGTTGAACATCCTCTT 

GGATGTGTTTAGGCCAACCITGGTTACAAGACCCCTGGAATATTGTGTTT 

TAAAAGGGGGGTAGGTTGGGAATCCAAAAACCCTTGGGGGACAAAATAAG 

TTTCATTCCGTAACTTGTTGAGAAATTTCAAATTTTATTGGTTCCCCCAA 

Page 121 
(of 26 1 pages in Table 2) 



WO 01/42467 PCT/US00/33312 

343 

Table 2 



GTATTGAATTAAAAAAAAAACCCAAAAATTTGGGGGAAGAAAAAAAAGTT 
TTGGTTGGGGGGTTGGATTGTTTGGGGCAATTTACCGGAACCGGAAGTGC 

CC 

>Sequence 764 

CCCTTACCGGCCGCCCGGGCAGGTACGCGGGATTCATTTGAGTGGGAATC 

TCAAAGCAGTGGAGTAGGCAAAAAAAAGAACCTCTTCATTAAGGATTAAA 

ATGTATAGGCCAGCACGTGTAACTTCGACTTTAAAAAATTCTGAATCCCA 

TATTGTAGGTATGGTTTCAATTGGTCGTCGG CAGG GG GTAAGT GAATCCT 

TGGGC AGGTCAACCATAGCCTTCTAACTTTGTTTTAACl 1 1 ill AAGCCT 

TTTTGATCCAAAAAAATCTTTAACTTTTTATAAGGGAGCCAAGTTTTTTC 

AAACTTCCCTTAAAATGGTTTGAAATTATTAATTAGGTCCCAGGTTAAAA 

ATTTCC ACCC A AGGCCTTCCACCAGGGG A A ATACCC AGGG A ACCr n I iG 

AAAGTGGGAAAAAAAAATTTGGAAATTCTTCTTGGAATTAACCTTAAAAA 

ACCAATTTCAAAAAGGAAATTTCAAAAATT 

>Sequence 765 

GGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGAGGATTGTTGAAT 

CCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTC 

AGAAAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCAC 

AGA AAAATACACTGAACCAATT CTGATTATTGCAGAGA AATGAT TGGCAG 

GATATTGCKjAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAGT 

ATACTCTCCGTCAGGAATTTTTGTTCCCTTGATCTTTITGTGTTTATTGC 

CTTATTTATTGGGGCCCTCTCATAATAGGTGGGTTTTCATCCTAT 

>Sequence 766 

GGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGTGGTTTGTTGAAT 

CCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTC 

AGAAAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCAC 

AGAAAAATACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGCAG 

GATATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAGT 

ATACTCTCCGTCAGGAATTTTGTTCCCTTGATCTTTTTGTGTTTATGCCT 

TATTTATTGGGCCCTCTCATAGTTGGGGTTTTCATCTATCGGTACTCCTT 

TTCCTGTCCT 
>Sequence 767 

GGTACAATCAAAGGAGTCTAATGGAACCAAGTAGCAATGTTCCCGAAAAC 

AAACAAACAAAAAACCCCAAACATTTTGCTGTTTCTTTCCCCTCTGTATT 

TGCTAACTTTATCATGACTTTATTCTTAAAGCCTATCACTGGTCTGCTTT 

TATTAATAGATTAGTGGAAATTTTCACCTGGCCTATTAGCACCTTATAAA 

GAAATAGATTAAGAGTAGGAAATATATAGATGAAGATGTACTGTATAGAA 

GTTGTGTAAAATCAGTATGAAAGTTCAAT GTTGCTGTTCTTGCTC AGTGA 

TTTTAAAG AAATTG AGTAGTTCCTATGTG A ITTn 11111 1CTTTTCTAA 

ACTGG 

>Sequence 768 

ACATATACATTATGTAATGAAAAAGCGTGCATGGGGATGAAAAAAAATTT 
TTTTGTTTATATGCGGATACAATATATACAATAAAACACCTAAACCGCAG 
AGGCTTGCTTGTTATCCACAATAGTTAATACCCAATAGTAATTAAATGGA 
TGTGGTATGGTTAGACACCAGTACAAAAAAGCAAGCGGGACGTTATTTAA 
ATAGGGCAAGAACACCACAATAAGCCACCACCAAAAGGCAAAAAGGCAAA 
AAAAGCACCGCCCAAGTAAATTGTTTGTTGGGATTGCCAGTTATTTCAAA 
GAATTTTTGTTCAATAATAAGAACAATTAAAAATTCCAGGTTAGAACCAC 
* TTCTTAAATTAGGTTTTTTTGGGK^CCCTTCGGGCCCCGG 
CCGTCTTAAAGGGGGCGGAAATTTTCCCAAGCG 
>Sequence 769 

ACTTATTTTTTTACTAAGGTTTTGTTTTGGAGACTTC 

GATCCTCATTCAGGATTTAGAAACAAAAGTTATACTCCACATGCTAGGGA 

TTAGGAAGGCTAATGTGAACTGATCAAAAGTATGAATTATGGAATGCCTT 

TAGAATAATCAACTTTTAGGTAATTTGATACTGCTATAATTTCAAGCTTA 

GAGAAAAGTTGTAAGAATGGCATAAGGAACTCCTATATATCCTTTATCTA 
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GATTCACTAAATGTTCATTTTGTGCCATTTGTGTTATTCTTTGTCTCATC 
CTAGCCCAGTCAGCCTAACACCACCAGGGATAAACCAGTAGTCTGATAA 
>Sequence 770 

ACCTCTCATTTGTCACTTTTCAACACTTCCTGGCAGGCAGGCAGCATAAC 

TGGTCCTGCTGGGGACCAACACACTCTGCAACTCnTTCTTCTGAGCCAGG 

CTCCCCTACTGTCnTTTCATTTATGTCAAGGCAGGGGAAGACCTCAAAGG 

GCTCTTGCATCCCAGTCTCACTTCCCAGAGAGGCACGAGGCCCTCCAGGA 

TGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGTCCAGAAGATCACCA 

GGAGGGCTAAATAGTAGAAAGGAGAGTCTTATTGGTGATATGTTTGCAAA 

CTGGGAAAAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAG 

AGGGCAAGGGCAGCTTGGATTTTGTGCCTTACAGGGTCGGTATTATATAA 

TAGAGTCATGCATATTCAGTAGGTTTGGGGGAAAAGCTATATATATTTAT 

GAGGGGAGCCAACTACATGGGCAATGGATAAACATACATGTAACACATCC 

CATGTTCACTTANGGGCAGGATTTTAGCATTAAAATGAGGTGGAATTTGG 

CTCTTTACATCAAAAAGTGAGCTATCAGACACAAAGGCGGTTTGTGCACA 

AGCTCTCCAAAGGACTNGAGGGCTACAACTGCTCATTTTGAAAGAAANTC 

TGTAAGACCAGCCTTGTCAACCAGATTAGGAGGCATCTGACAATTGCCTG 

ATAACTGTACCTCGGCGGGACACGCTA 

>Sequence 771 

GGTACAAATAAAGTATTCCAAGGGTGCAGAATNGAAAAGGAAGGGAAAGA 

ACTTGTTGACATTTGGGAAATTGGGATATCCTTTGGGGAAATGTAGTAAT 

CAGTATATTCTGGGAAAAACATTATAGAAGAATGAATAAATAAAATTCCA 

TTGAATTTGGAATATGTTGTCCATTCTTCCCTGTAACTAATGCTATCAAG 

ATAAAGTTAGAAATACCACATTTCAGAAACAGCTGGAAGTAGACAGGGTC 

TTCATAGGGCTAGCTTGGGAAACCTAAATAGCTATTAAATAAATGAAATT 

TTTAAGTTATTACTTCTGGGAATTCTAAACAAATGAAACACACCAGTGAA 

TCTTTTTI 1GACCTTGGCTGC 

>Sequence 772 

GGTACCACCAATAATGATGCCCACATTTGTATCCTAAAAAAAAGTGATTT 

CTTGTTCCTTTGCCTACAAGAACATGTTTTCTGTTCCGCAAAGGAGAATA 

AGAAAAACAATGACCCCCTTCCATTCCCATAACC CAAAACT AAAACTTCC 

AGGGAGTTGAATTAGAAATCCACCCTGTGGGGCATTTTTTTCCCCCCAAA 

ACCCACCCCATTACTCTTGTAAGAATTCTGGATTAAGGCGGCTTCTTTAA 

AGAAAGCCCTACCAGGCTTCTTTCCCCCAATTACCCCTTATTCTGGAAAA 

AGCCAAGGGAAACCCCACTTGCTTTTTGGGTCCCAGGGAAAAACCAGGGC 

CATTTACAAAACCATTCCAGGAATGTTGGATTTTATTAAAAATGGGGCGC 

CACCAAATTTCTTAAAAAAAGGAAAAAACCCCAAAAAAAAATTAATAAA 

>Sequence 773 

GGTACTATCATCCCCCAAGGCCTTTTACAGTCTGAAATATC AAAAT TGAA 

AGCAAAAATAGG ATG ACCAAAGG AACTACTATTTTACCTTCTTTTCAGGA 

ACTTCTACAAATAGTTAGAATACTAAAATTTCCCTTTATGGGAATCTTCA 

AGGGGGGGAATATAAATTGTGCCCATGTTTGGAAAGGGGGCATACAGATG 

TATATGG ATGTACCAAGGGCTCGGGCA rTTTTTn C AG AG AT GG ATGGGG 

TTTCATTAACTTGAAACAAGGTAAGGCCAGTGTCTTCCCTTTAAAAACCA 

TAGGTCGTGTTTAGGCAACCCCAGGCCACCCAATGGA ACTAA GGGGCCAT 

GGCCTTTTTAAAAAACAAAAAri44U4CllATGGGAACCTTTAACCGCCC 

TTTCTTATGGGGGCCCCTGAATTTATGTTATAAATTGGCTTTAATTGA^ 

>Sequcncc 774 

ACATATACATTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAAATA 

ATGGTATATAAACAAATACAjWATATACAATAAAACACCTAAACGTCAGA 

GGGCTGCATGTTATTCCACAATAGGTAATAACCAAATAGTATTTAATGAA 

TTGTGTAATGTATGACAACAAGACAAAAAAGCAGCGGGACGGTAATTAAT 

TAGGGCAGAACACACAAAAAGGCACCAACAAAAAGCCAAAAGCATAAAAA 

GGCATCGGCCAAGTAAATGGTTTGTGGGAATGGCAGTAATTCAAGGATTT 

TGGTCCATTATTAGAACATTAAAATTCCCAGGTAGGACCACTTGCTAATT 

AAGATTTTTTTGGGTATTTTTTAAACCTTGGAGGACCAAAAAATTTGGGG 
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>Sequence 775 

GGTAC rTTTTTTTTfTITTl TTTI * l ' I G AG AGGGGTC ATCCTCC A ATC ATTA 

ACTACTTCTAATC7TCACTGCTACACAGAAGTTTCCAATATTTTAGCAAC 

AGATGGCTTTGCTTTTACCTTATAGATGAGGCCAAAGCACCAGGTAGGTG 

GAAGGTTCTTGTATCGGTTCGAACCCCGACAGCGCGCCAACAGACAACAC 

GAGGCAGTGGGGAGCAACACGCTGTTTTAACGAGCGCCTGGGTGCAGGCG 

TGCTTGAGCTGAAAATGGCATTCAGCCCCAAGTGAGGACAGGGCAGGGGT 

TTTCACAATCCCTTTGTAACAGGAAGTTGTTCCAGCCTGATATGATTGCT 

ATGTAC 

>Sequencc 776 

GGTAcrriiirriri'irri rrriri ri rriGGNCTGCCGTGGAGAGGATG 

GATGGGAGGGGGAAGAACNAGAGCTTTGTTTAGAGGCTGTTGTAGTAATC 

CAGGTAAAGGCTTTTAATCATGTCCTGAACAATGATCAGCAATGGCAATG 

GAGATGACAGAACAGAATTTAAGAAGGAATAAAAAAGGCTTGCTGACTAC 

TTGGATGTGGGTGATGCTATCCTTTGACACAAAGGATTTAAGATGAAGAC 

CATTTTTTGGGGGTAAGTAAAAGGTTTGGATTTTTTCATCTTACAGCTTT 

TTTTGTACTATT 

>Sequence 777 

GGTACTGCAAGCCAAATGCAA'fGAACAAACCAAGGTTATTGATAATT^ 

CATCACAGCTCAAGGCTACTGAAGAAAAGCTCTTGGATCTTGATGCACTT 

CGGAAAGCCAGTTTCCGAAGGTAAATCGGAAATGAAAGAAACTTTAGACA 

GCCAGCTTGAGGCAGCTTGAGAAACAGAATTAAACATTTTAGAGAATTGA 

AAAAAGAATGGCTGAAAGTAAGCAAGGGCTTAGTAGCCATTTAACCAAGA 

AGAGGCTTCCAAGGGGGAGAAGAAGCTTAAAGGCTTTACTAAACCTTTTA 

AGGAAAAAATTTTGAAGTGAAAGTCCAGTTCAAAAGTGAAAAGTAGAACT 

TTTGGGAAAAAAAGAACCTTTCAAGAATTTTTGGAAAAGAAAAAAAGTTT 

>Sequence 778 

GGTACTGGTTATCAGGATAATACTAGCTTCACAGAAGAAGCTGGGAAGTA 

TTCCCTCCTCTTCTATTTTTTTGGAGGACTATGTGAAGAACTGGTATTAA 

TAAAAACTCCTTATTAAGGAAATTTTTTAACATACCAAAAAATAGTAAGA 

ATAGTATGATGAGTTCCTGTGTGTATTCCCGCCTAACTTCAATAATTATC 

AATAGTCCACCATTCTTATTTTACTTATACTTCCCCTCCCCAACACCTTA 

CTCTTTTGGCGGGGGCTGAAATTATTTTAAAGTAAATCCCAAACATATCA 

TTCACCTTTAAATACTTCAATGTATATCT^ 

TA 

>Sequence 779 

GGTACTACGAAGCTGCAGATCATTACGCTGATATGAATGACTGCTT GAAA 
GAACAATGACTCTGGCACAGCCACTGCTTTTCACCCAGGAAAGCAGTTTT 
TCACAGAATGGCTITGATTTATACTTTGCACACCATTGAGAGAATAAAAA 

gaaaatctaaaagttagtcttagack:atacaaacattctatatactattt 

CATCAACTTTATGTGATAATGATATATAATTTATATATACTGAAATTATT 
TTCAGATCCACTTACTGTGCTTAAACCGAAAGTGAATGATAAAGAGCAAT 
GAATTATCTAATGTATCTTTATAATTAAGAAATCAAG 
>Sequencc 780 

ACAGACAGTGTGATGGATGATGCTGCTGGTTGTAAATTTCAT CGTGTGTG 
TCTAA'l'rrri'rriCCTGTTGAATGGGTAAAAACAAAACAAAACri'rrri'l' 

agaagatgaattttgctgtcatgtttttgtggaaatgagggatccgttga 

gcttcactatcgacxntggaagtttgagtttgaagccatc 

ck:cccattgccttgacg€«^caaccgcct^ 

cctttgtaagagggattcctitacccgttcctaagagaaggcataaccgc 

ttttctggaaaaacctaactttgtctttcaaaaaagaaccccctctggag 

atttaaaccgttttcaaactgcttttcaattaaga 

>Sequcncc 781 

GGTACTll"ril41444M44"I44'Il"l"rrrGGCGGATGAGTCTTTTAATAGA 

AAAACACACGTGCAACAGTATCAACACACATTTTTTGGCAATCCTGACAG 

CGCTGAACrrCAGTTCTTCACCTTGGGGGGTGGCCTGTACATATCAAAAT 
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CTATCAAATTGGACCCTCAACTATGCATTTTTCTGTGTGCAAGTTATATC 

TCAATTACAAACAAACAAAAACACAAAACCCTATGGTTAACCCAAAACCT 

AAACTATCACCAAGAAATATCAATTGGGGTTATGGCATGACCATCCTCCC 

CAAGAAAATAAAATGCTTGACAGATTCTGAGCGGGACAAATTTCACTGAT 

CATATCCCAT 

>Sequence 782 

ACAAATAAATGAGTTTGCAGTGAATTGGGCCTTCAAATTACCTCAAGTGA 

CAGATAGTAAGAAAAGCTTCTTGAGCAGGTGGAGGTCACTGAATCCCCTA 

CTATGCACTTATCAAGATTTTACTTACTTTAATTTACTGGAA ATTGATTT 

TTTAAAAAATGACTACACTGTAACAAGGGAAGGGATCTGGGTTTTTTTGT 

TGTTTTATTCTTG11 TTTT1 I A AGTAGTTCAAATTCTGAAACTGTGATTT 

AAAAATTTTTTACAGTCAAGCATTCTGATTTTGAACATAACTCCCTTCCC 

TTTCTGTGTAACAAAGGTCTCTCTGTTATCTCTTAAATTTTGTTACATCT 

CCCTCAT 

>Sequence783 

GGTACTCTTCACTGTCTTTGCCATGAAACTTTATAACATGGCTCTCCAGG 
TGTTGAATCTGGTGCCCTGTCACCCTGTGCTCAGGGAACACATGGCGGCA 
ATCAGCATGTGAGGCGCAGi^GGAGGGCAAGCTCCCjC^ 
GGTATCACOTGACT^ 

CCTCTCCCAACCATTGTCTTAACTTCCCTGGCCAGGATGCCTGCCATATT 
AGATGGAGAGGAGGCAGTTTCTAAATGGCTTGACTTTGGTGAAGTCTCAA 
CTCAAGAAGCTCTGAAATTAATCCACCCAACAGAGAACATTACCTTCCAT 
GC 

>Sequence 784 

ACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTCGCCTGGTTCTAGGAA 

TAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCGTATTCGGTGT 

ACCCCTGGGAGGTGCCAGTCATTGAATAGATAAGGCTGTGCCTACAGGAC 

TTCTCITTAGTCAGGGCATGCTTTATTAGTGAGGAGAAAACAATTCCTTA 

GAAGTCTTAAATATATTGTACC 

>Sequence 785 

GGTACAAGAGGATATGTGTGCATTACATGCAACCACTACACCATTTAATA 

TCTGGGGTGTGAGTATCCGTGGGTTTTGGGTATCCGTGGGGGTCCTGGAA 

CCAATTTCTCCTGGATACTGAGGGATGACTGGATTACTGTGTGTTTGTGT 

GCITGTTTTTAAGCTTCAAAAGATTATGTGATCTAGG AGTTGT TAGATTT 

TATTATTGGTCTTAA AAGATAAGCTTAGATGTGTTACri"l"l TTGG AGTTT 

TAGTTTACAGTGATTCATGAATCGGGCAGCTTCAGACCACAGGAGACATG 

AAGCAGGTAGAAGTTTAAGAAAGCTTGACAAGCAAAATATTTGATTTGGT 

TAGAG 

>Sequencc 786 

GGTACTAAAACTAAAACTGAGCAGTTTAAAACATTCATTTAAAGGGATAT 

ctaatgtgtttattattaacataaataatgttttatgaaaaa tgtaa cct 

tagttttccaaaacaaaaatgtttagggcaagagtaacattattttacat 

tattgcatctcagtgaaaaataaatggcaacaaaattcttatatctgctt 

ctgcagttaattctgttcattttgttttggttgaaatatatgaaggaaat 

ctgtcctcacacagttgtgtagtggaaaaagggggactattgtaacaggc 

tgtck:acattattggggatgattttctttgatacaacaac 

> Sequence 787 

CCCTTTGAGCGGCCGCCCGGGCAGGTAC^ 
CATTGCTTTGCCCTGGAGCAGCT 

AAGGGG lU'l'ri'r GGGAAGACG'n'I^UI'riATCGCCCCTGAGAAGATCTAC 
CCCAGGGAGAATCCTGAAGACATTCTTGGCCTACCTTTT ACTTTA TTTAG 
CTTTTCCTCCCTC ATTTCATATTCTTTATACACCCTTTTCC 11 " 1 1 " I'l GG G 
AG AG ATTGTTTATTGCC AATG AA 1 4 '1 114 4'GGGTATT TTTATG TTAAC AA 
AGGAATTAATTTACCTAAATTTCTATTTTCCTTT^ 

AAGTTAAAGAGAAAAATGGTTTGAGGGGTCAAAGCTCATACCAAAATTAA 
CCTAAAGGCTGAAGGGTTAGGAGAA 
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>Sequence 788 

GGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTCGAC 

CGCGATGATGTGGCTCTGGAAGGCGGGAGCCACTTTCTTCCGTGAACTGG 

CCGAGGAGTAATCGCGAGGGCTACGAAGCGTTTTCCTGAAGATGCATAAA 

CCAGTCGTGTGCGGACCGCGCTTCTCTTTCCAGGAACATTCAAGGATAGC 

CAAGCTGGATAGATGAAGTGGGGGTTAAAAACCTCCAGGACGGCCTATGA 

AAAAGCTTGCCCATTGGGCCCCTGGTAGGAAAAAAAGCCTGAAACCCAGG 

GCCCCTTTTTGGGAATCTTTCATTGCCCCCTTGGGTTTTCTTGGCCCTGC 

AACGGGACCCCCCCAATCTTTCTTGTGGACCTTTCCTTGGGAAGACTTCA 

ATTTTGCTTA 

>Sequence 789 

ACTTTAATTTCTTTATAATTTGTTCAGCTATTTAAAAAGATAATCCACAA 

TCTCCTACCGCCATTAGAGCACAGGAAAAAAAAATTCAAAAATAAAGGAA 

AAACATGGCTCATATATCTACAGAAGTCACAAAAATACTATAGGGCACAT 

ATACCCAGGCCTCAGCGGTGGGAAGAAAACATACAACCACCGGGCAAAAT 

GTTTGAACACTGAAGACGGGAATTTTTTAGGGCCATNTCAAGACCATGTT 

GAAGGTAACTGGGAAAGTCCTGGATAGAAATAGATTAAATN 

>Sequence 790 

CCCTTAGCGTGGTCTCTGCCGAGGTACTCAA GTCGCCCTTATGGAGCCCT 

TGATTCAGGCTTCAATAGTGTGGACAGTGGTGATAAGAGATGGTAGGGAA 

TGAAGTAAGTGTTTTTTATGTTCCGTGTGTTATAACACCTGATTAAGAGA 

AAACAGAATGATGAAAATGAAAAGCGTCTTAACTGGATTCAGTTTCTCAC 

TACATAAAATACAGAAAAGTCAAGGTGGAGGCAAGATTCCCACCCTCTCC 

AGCAGAATTGGCATTCTGCGTCCTTACCGGCTTTCTGTCACGTGGATTTC 

CGCCTGTTTCCTCATTGCCTCATGGAAATAGTTTCATATCATAGAAAGGC 

AAACAGGAGCTGAGCCAGTTGAAACTGAAGCCTACAATCTGAGGTGGGGG 

GTAATCTCGAGCAGAGGTGCTAGATGGTGAGAAAACAAGTANGACTTTCG 

GCTGATGGGTAGAAACAAGGACCTTAATAAAGAGTATTCATGTGCTCAAG 

AAGAATAACTTCCTGGCTAATTCTTGTCGTTGTCTCGTTTTTAAATTATT 

GGATATATGTTGTCTGCTCTTAAAATTACTGTGTTCACAGAAGTCTACAA 

AAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCCGTTTAAAGGGCGA 

TTTCCACACACTGGGGGCCGTACTTATGGATCCAGCTTCGTACCCAACTT 

GGGGTAATATTGTCTAACTGTTGCTGTGGGAAATTGTTTCCCCTCCAATT 

CCCCCCACATT 

>Sequence 791 

GGTACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAGTTTGTTGCCTTC 

CCTTTCCTCGGAAACCCCAAGTTTGGGATGCTGCAGACACTCTGTGCCCC 

CCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACGA 

TGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAAGCCTCAGTTCTTCCATG 

TTAGGTGATTTCnTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAATGCT 

TAAAAAATATTAACAGCTTTATATCATCAAAGTTTTAACAGT 

>Sequencc 792 

GGTACI I 1 1 1 l l l'l l TTTTI TTTl TTTl TJTJ 1T1 GAAGCTGAAGGCCAC 

AGTAGCTAGCTAAAGGCCACACCACTGAACACTAAAACTTAACCTTTACT 

GGCTACTTTGTAGATAACATTCACAGCTCACCATGAATGCAGCTGCAGTC 

AACTAACAGATATGAAGTTACCACTGTATTACATGGTTATATTAGGGACT 

GCTTCTACCTACTGGAGGCTGGGGAGGAATGTAACAGCACAAGCCATAAT 

GAAGTITATATACAGGCITAATATAAAAGAAAACCCTAGAATGAACTCAA 

CACAATTATGT 

>Scquence 793 " 

ACCATGCAGGGATAGCTGAGTCTTCATCCTCCTCAGCCCCTATCTGTTCA 
GTGCACTGAACACCAGCTGCTCTCTTCCTCTCTGGCTCCCATGGCAGCCA 
TGGTCTGTTGCAGAGAGAAGAGGATTGCCTGTTCCCTCTTTAAGGGAACC 
TCCG 1 III GCTTTCTGG AACC A CTCTCTT AATG C 
>Sequence 794 

ACGAACTTAAATTTATGATGAATATCTTTGATAATGAGAAATCCTGAGAG 
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ATTTTACTTTCAATTTTATTTTAATTTGAAAGAGCATATGACATCTGGAA 

TATTTTTAACATATAGCCATACTGTTTA TTTAA ATTTGTAATAATAGAAA 

TAGAGTAATTCTACTGTTGGATTTTAATTTTTAATCATATTAA AGTTT AA 

CTGGATTTTATTTTAGGACTAAAATATTTAGGACTAAATAAAATTTTATT 

AATTAATTTAGGACTTTTGGGAAAAGATATTTCAGAAGTTCAGTGCATAT 

CAAAAAAGCGAACAACAGAGGCTTCATCTTTTGAAAACTTCATTGGCTAA 

AAGTGT 

>Sequence 795 

ACCCTAGGTGATCTTTGGCTTCCTCAAGTTTTTGCACCACTCAGAATCAT 

TTCATATACCACCTTTGGCAAACATGCCAGACCTGCAGTAGACTGAAGGA 

AGCTCTCCCAAGCTCTAAATTGATTAATTTATTAGTTCCTAGAAGAAAGA 

GATTACATGTTTATCTTTTTGTTACAGAAGAAACTTTGAATAGCAGTTGA 

AAATTTGGCAGGGTGGACCACCTAACTTGACAGTGTATTATTGTGTCTGT 

TTTGAAGGAATAAAATGGAATTATTTATAAAGTTTTCATTTGTATTAGAG 

AG 

>Sequence 796 

GGTACACTATCTGACCTAATCCTCAACACAAACTAAGGCAG GAGA CACAG 

GGCTGCAAGGACATTTGCTGCCATCCAATTTGTGCCAGCCTGTTTTATCA 

ATGTGAAGGTATATTATTT1TAAGAGGTGACGGCATCACTGAAAGATGAG 

TATTATTAGTTGGAATTTTAGGGATGAGAAAACTGACCCTCAGGGAGAAT 

AACTGACTTGCCCCGGCTCCAACAGTAAGTGGCCCTGCTGGGATTTGAAC 

CCAGGTGTGTCTGACCCCGAAGCCTGATCTGACCTCTGACAGTCGTGATA 

AAAATAAT 

>Sequence 797 

CCCTTGGCCGCCCGGGCAGGTACCGAAAAATGATTTTGTTATATATATTT 

ACCACAATAAAAAAGTTTTAAATTTATTATAGGTG ACAC T GTTTG CTCAC 

TGTAGGTCAGGTATTTTTTGG 111 11111 1 CTCTTTATTTTAl " 1 1 1 1GAC 

CAATGGATTCACGTCACCAGGTGATTTTTTAAACAGCTTTATTGAGATAT 

ATATCACGTGCCATAAAATTCACCCATTTAAAGCACACAGTTAAA TGTTT 

TTTAGTATAGAGTTCTGCACCTCTTATGACAATAAATGTTAGAATATTTT 

CATCACTCAAAAAGAAACCAGTATCCATTAGCAAT 

>Sequcnce 798 

ACAATTTTTATGTTTACAGCTGTAACCCCTGAGTTATCAAGAGATGGAAC 

ATTAGATATGATTTATTCCTATTTAAGATAATA GGACAT TGCTTGATTAC 

ATTTTC AG AAG ATATTTATCCAAAG AA A ITTn 11111 1 AATCTAAAGG A 

AAGGTTTTGATTCTTATGAGAAAAGAATGAGATTTCTTTAACTGGAAAAT 

TGATTTATGTCCTACAGTCCATTGTGTAGTGATGTT GGAT CAATCAGGTA 

TCGCTAGGGTGTCTGTAGAAGTATCTATATATTGCTTTTTAAGTTCTTAT 

A 

>Sequencc 799 

ACCATGTAGCTCTACITTTCCATATACAGAGTTGTTTCCTAGCTTTCTGC 

TAATCTAACTGGATTCCTCTTCCCCATTTCCTCATTTACTAGATTAT AAT 

GCACATCACATAATAAAAGCTTAAAAATGGGCTTTCACAGTTACTGTTTT 

CITITrAAATAATTGTGAGAGAGCITITGCATCATTTATTATCTAATCAT 

GATTCAAGTGACTAGGCTGTAGCACCCAAGAACCTTGGCTTAAAACAGTT 

TATTTTACCCAATAATACTACTTTGGCTTCTTACTTAAAAATGTCCCGTG 

CITAACCCITTTGCTCTTTATTTTGATTTAAGCACTTGACCC 

>Sequence 800 

GGTACTCTCTi^TTTTTAACAAGGCTCCCrCAAGATATTAATGTGACAAAC 

TTACATAGCCAGCTGTAAGATATCTTTCAAATGCGCAAGTAACCTAACAG 

ATTTGTGCATGTCAGCCAGTAATTTCAACATACATTATAAATATGGCCAA 

TTTTCCCAAATTCTAAATGAATGGAGATAAAATGCTATATAATAAATATG 

TTAGAGCACCTTTCTTGAGAAACTTCTAAAAGGAAAA AATAA AAGACATA 

ATTATACTCACACCACCAGTAAAACCTCTGGTCACCTGTTTTGGGTTGTG 

GAATGCCCCCAGCAGCCGAGAGACCTATATTAATATCAACAGAGAAATAT 

CACACACAGAATTAAj\CCACATACAGTAAACAAGAGCGAGGAAGTCCTGA 
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TGGATGGTAATGCTGCAACTTGGCACAGATATATTCAGTAGCTTCCCAGG 

AATACAAATCTCATGTATTAACTCAATGTGGCAAGCTATCTCAGATTTGA 

AGCCTAAATACTTAAATTTTTACTTTAGAATGAGTACCCTGCCGGGGCCC 

GTTCGAAAGGCGAATTTCCACAAACTGGCGGCCGGTACTAGGGGATCCAA 

GCTCGGACCAAACCTGGGGGAATAAGGGCATAACTGGTTCCTGGGGAAAA 

TGGGTTCCGTTACAATTCACAACACATTCCAACCGGAGCCTAAAGGTAAA 

CCCGGGGTGCCAAAG 

> Sequence 801 

GGTACTGATTATTCTCCTGCTTAGGGAGAAGCGGAAGAAGGCCCTTGGAA 

CTGTGAGTTTTGCATTCCAACTTGCTAATTCAACATAGA TCCrA ATTCCT 

TAAATGCTTGTAATTAGAAATTCTCGTGAACTGTATTGGTTTTTGTCAAG 

CAATCTGTTTGGGGAACTTGAGCAACTGGGGCACTGCTGGCTAG GGTGA A 

GTTTATTTAATTTGTTTTTATGACATTCTTCATCTTGGA AATGGG GTTTT 

C A A ATATTGCTTTCCC AGGC ATC ATTACTTATTTGCTGG' TT I TTATTTC A 

AGATTGGGACTAGCTCAAGGTGCCAGGGAAGCGGTTTGTGGTGCTTTATA 

TTAAAGTCGTAATATCCAAAAAAATTGTCTGATTGTATGGGGTATCTTGG 

ATGTGGTACCTGGCCGGGCGGTCCGTTCAAAAGGG 

>Sequence 802 

CCCTTTGAGCGGCGCCCGGGCAGGTACGATAGGCATGuAA i I AAAGAAGA 

CCTGCCTCAAACATTTTCTGTGTGACCTGAGGCAAGTCCnTTATAGCTA 

TAAACTAGGGACAATATTTGCTGTCATTTTTTCTACAAATGTCACAAAGA 

ACAAA 

>Sequence 803 

ACGCGGGGGGTTCAGCTGTCTCTTACTTTTAACCAGTGAAATTGACCTGC 
CCGTGAAGAGGCGGGCATGACACAGCAAGACGAGAAGACCCTATGGAGCT 
TTAATTTATTAA 
>Sequence 804 

GGTACCTTGCACAGTGCCTTTTAAATTCATTTTGCTGGACAGTTGGCAGG 

CTCTTTCACTTGAGAGGCTATATCTTAACGATTTA GAATG GAGAGTTTGG 

CTCAAGCTCCCTGTGTGTGGTCTGTGCTTTCTATACTTTTATTCTTGGTA 

TTCCAGAGTCTGGAGGCTTCTCTTTTTAAAAATTGCTAGGCTCCTGCCAA 

ATGTTATAATTTGGGGATGTGAGTTCACTAAGAAATCAACTGACAAGAGG 

CAGATTAATAGGAGAAATGACATCGAAATTTATTAGCATGCAGGGGGAAA 

AAATTGATTACCAAATATCCCAGTAGGGTAGAGATGCTTATATACCCCAC 

CTCTTAAGAGAGAGGGAAGTGGATGATTTTAGGGGAATAGTAAATACTTT 

NTATGGGAACTCACTGGGCTTGAAGAATATAACAAAAGCCTGGGACAAAG 

TCTGTTGGGCCCACAGAACAGACAGTGGTTTATGACAAAAGTCTTGTGAG 

ATGTTATGACAGACTTTCAGCTTTCTTCTTTGTATATGATTCAGTTAATG 

AAAACTAGGGAAGGGACTAGAGGTAAATGGTTTTTTTCTTTGATGGGGCC 

CAACCTTAAACCGGATAAGAGGACCTTAGAGAACAAAACCTTATTCTGGG 

CTTTGGGAGAAACAGAGGATCCAAGACAAAAGACGAAAG TTGGA TTCAGA 

GAGACCCTGGGCTGCTCAATTCAACATGTCAAAGGGCATATTTTTGGGTT 

TGGGATTTTAAT 

>Scquence 805 

ccgggcaggtactattactaggttcattgtttccagaggggtgaaacggg 

gctttggagaggttaaataacttgcccagggtcacacagctattaagtgg 

taaagctgggatttacatgagcccagacaaagaacccaagaagctaagct 

attctcttgtaatacctccaacataggaggcaagaagtcaggtattatac 

aggttgag<5agataaaggggagagaggcctgcagtgctaacaggaggagc 

tgggattcatcctggcttgttxrtgataggtcagttagtcttagagatacc 

catgaggtcacctactcaaaatggggctcagagtagccttgtcccattct 

tgtccagtgggcgcagctacagtcttcctggcctggagtgactgg aggct 

gtccccacgtcccacitcagtgackk:attcatgtck:acccaacacacttt 

ctagctttatttgcctggaggggaagattcrccagaaccttgttaagatg 

cacagtgtggtcctcggactggcagtgtggcctcggcagtccctgggagc 

ttgttaggaatgcagaatctcaagctcctccctactgaatctaaag 
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>Sequence 806 

GGTACACATATATACACACATATATAGATATATACACCCACATATATATT 

TGCTGACATTTTAATGTGAAGTTTTAGTCTGGGATAT AAAAT GGAATGTA 

TGACATCCTCAAATGTCTGAATACTGTTCACTCCTATGTTTTACATTTAA 

TTTTCCAAAGCAAAACATTTCAGTTGAGGATTTTATTAGAAAATAAATAA 

TCATTTAGCCATATCTAGAAACCAGAATAAACAATGCCA TAAA GCCTATA 

GGAAAATGCAGGTCAGATTCATAAATATTCATGTGTTTACTTTCAGTACA 

GGGAGGAATTTGAAGTAGATAGAAACCGACCTGGATTACTCCGGTCTGAA 

CTCAGATCACGTAGGACTTTAATCGTTGAACAAACGAACCTTTAATAGCG 

GCTGCACCATCGGGATGTCCTGATCCAACATCGAGGTCGTAAACCCTATT 

GTTGATATGGACTCTAAATAGGATTGCGCTGTTATCCCTAGAGTAACTTG 

TTCCGTTGGTCAAGTTATTGGATCCCGCGTACCTGCCCGGGCGGCCGGTT 

AAAGGG 

>Sequence 807 

AATTCCCATGATGTCAGACCACTGGAGTTTCCAGGGGCAACACCCCATAA 

CCGTCCCGCTGCAGAAGAGCATCAGACGTTCAGTAAGAATGCAAAGGGTA 

TCTCAGTGGGAACCGCGGACCAGGAGAGCTCCCAAACCAACACATGGCTA 

G GGCTCTC TA GGCCCTT TCAGGCTAGATCTTGACGAGAGAAGAGTAAAGA 

TCTTTCTGAGGTTGGTGCAACTGAAGAAACGAAXGTTr CGGCCTcTG CTG 

TCAGATCTATGAAAGGAAAGAACTGTGAACTTGTCCCCTTTTGTTTTCTT 

TGACTTAAAACAAAAGAAAATCACTGGAACAAAGTCTTAAAGTAATAACA 

GAAATGTCAGAAAAGTTGAACATCTTATGGGCACATGCGGTGAGTTACGC 

TAACTTATAGCATCCACTGAGATTAGCCGCATAGGATTCTTCCCATGTTA 

GAGCTAAAAGGACCTACTGTCCGCCAGCTGCATTGCAGTACC 

>Sequence 808 

GGTACTATCCCCTACCTATAAGGCATTTATAATGTGCTGGGCATTGTGAC 
ACTTTTCATATATTATCTCATGAAATCCTCACNAATAATTCTGAAGGGTA 
GCTGGTATTTTTATCTCCACTTTACAATTCTGAGGCTTACAGAAGTTAAT 
TCAGTGGCCCAGGGTCACACAGTTTACAAGTGCCACATTG GTGA ATATAA 
- AGTAGCAACTTCTAAGTTTCACTCTCCCACTTCCCTAGTTATTTTCCTAA 
GGCATGAATGTCTGGGAAATAGCATGCATCAGATNTTCCACCTCTTTAAA 
ACTCTTCAGTTCATATAATNTAGGGTGTGACTATTCATAGATACCTTTGA 
GCTAATCTTCTGGGAGCCAATGTAACCGCAATGCACACTGCAAAACAATG 
CACGCTTTCrCTGTAuAATTAAAAATGCCAACCGAGCTTGGGAAAAGCCCA 
TCTTTTGATATGAACCAATAGGGCAGTTTAGTTTTAGAAATAAAGAAAGT 
CCACTGTTCCTGCTTTTCTTTTTTACACACAATAGGTAACTCTGCTCTAT 
CTTCTACAAAGAGTCCCAGTCAGTTTTCTATGCCTACCCTCTTAAAAGTT 
TCATTACACAAGCCAAAACAAATTCCTCCAAAAAAGGATAATGAATCCTA 
TTAATGAAAAGTGGTATTTTCTCTAATCATTNTTAATAAAAGGAATGGGG 
(SATCAAATGGCATTAAAGCTCATTTTTGAAACAGAATTAAAAATAAA^ 
GCAAATATTGTAAAAAAAATTGACAGATCACAGCCCCCTGTTGTAAGGCT 
ATTCCCATTAAAGAATG 
>Sequence 809 

A cnrn ici 1 1 ici 1 1 nrm 1 1 1 1 1 i ggaagaatattgcatacctat 

TAGAAmAAGTCTTTTAACAATTAAAATTGAAAATGACTGACAAACTTACAC 

tatttgatttaaataaataaataaatggtcacatgataacaatctcctga 

ttgatatgctttatttaaccaggttctcaaaccattggatgtgaaaacca 

aattttacaatgcagaggtaagtgttgagtgtttaatgggatttcatatt 

aaaca^/kagatcgtatttgactaaaaatctcttatatacatttctaata 

ctgaagcaaatcgccaacgtgactgtaaattatttgaaa aaatca caaat 

ttcagttaaaattg aataattttattataggtctcataa tc i li t icagc 

ttacatggaatcaatgtgtcttgatttttattctcgttaattttataagg 

ccttcatcrcctttcggtaaatgattgccctctcattccatttaa tggt g 

gttgttacactagcaatctgtggaattttacatgtggttcgggattttac 

aaaaattggaattagtagatctaacgcttgcaaaaaaattaaatatcaca 

tggaaaaatactgacagntgaactttacacattaaattttttccaggtag 
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TAGGTTGGCAGCCAGAATAGGTGCTGAGTTTGGTGAATGGTTTTAAAAGC 
TCTTGGGAAAACAAATTTGGCAAAGGGGAAGTACTCATTATTGAAGTTCT 
TTTTTTTTI ACCTTAA AAAA AGG ATAA ATG A ACTTGCCAA ATAA A AAA AA 
A 

>Sequence 8 1 0 

CCCTTAGCGGCCGCCCGGGCAGGTACTCCATTTCTTnTATTCATATTAT 

TTCACCAAATAATATTCCACTGTGTAGATCTATCACATTTCGTTTAGCAG 

TTTATCAGCTGGTGGACAATTTGGCTGTTTCCATTTTTTGGCTGTTATGA 

ATAATGCTGCTATGAGTCATAGAAACCATTCCTCTTACTCAAGAAACAGG 

TTCTCCAGAAACTAAGCTAAACTTGTTTGAAATGTAAATTCTCAGGTATT 

CTCAGTATAGACCTATAGATTCACTTAGCTGGTGGGGTCCACCCAACTTC 

TTTTAACAAGTCCTCCAGTGGATTCTGATGCAATGCTAACATTTGTGAAC 

ACTGTCAAAATCAAAATGGAGTCACTTGTGTTTAAAAATCCTGACAAATA 

AAGCCAGGGACAGCTATGAAGAGAGGGTTCTCATGCATCAATGCCTGATT 

AACANAAACTATCCCAAATGACTCTGCANAAACCACAATCCTGCACAAAG 

GTCATCACAACCTTACACAAAAAATATCTTCACAAGGACATCTGTCCAGC 

AATTGCCTGTCCAATCTCAGACTGGTCACACTTGTTACTGATCCTTGTN 

>Sequence811 

G GTAC A A TC ATTAA A ACTATGTTG I A A I AC rGTTTGTCTTTG lAm CA l J 

CTGGCGTGTCTCCATACACTTCACTAATATTTGATATACCTGTTTTATAC 

CAATATAATGCTGCTGCTGTACGTAGAAGCTGTAGTCACCATATCCTCTA 

TTTGTTCAATTATTTTTTCATCTTCTGGCACACTAGGATCTATAACAATG 

ACAATATCTTCAAAGCCATTATTATTC 

>Sequence812 

GGTACCTAAGAGTTATTAATACTATTTCAGTAAAAAAAAAAATTTAATAA 

ACCCTGTGTGATCCCATTGTAACAGAAAGGCTGATGTTTTCTGTTGTGAA 

ATACAAATGCAAGGAAAAAATCATTTCTTTGTTTCAA AGGA TGCATTTCT 

TCCATAAAGAATAATTTGTATTTATTTTTAAGGGTTTATTTTAACTTATA 

CATCAGCCTATATAAAATACATTTCAAAATGATCTGTGCTCTTTA AATT A 

CCAAAAGCAAATGTTAAIT1 11 I I I 1 CCCTCTAAC AG AT AACAAGTTTTA 

CTCCTATGCTGATTTTTCTGGTGCCACTGAAGTTATTTTGGAAGCCGAAT 

TAAGCAGAGGAGATGGGGATGTCGATTGGGAACACCCCCGAGCTGTTTAC 

ACAAAGCCTTAAATGGCCACAAAAAAAATAGTATGGGGATAATTAATAAA 

TCCTACTGGCCTTTTCTATAACCCCGGAAACTTATTTAAAAAATCCGTGA 

CATATTACAAGAGATTTTCCTGG 

>Sequence 813 

CCCTTGAGCGGCCGCCCGGGCAGGTACATGTGCATAAGAGGGAATGCTTC 

CCTACATTACTCCAGAATACAAAGCTTCTTTCTGCCTTTCTCATCCACAT 

AATGGAAGACACTTCTTGGGTGAAATACXPCAGAGTTATTTCAGTTCTCA 

CTGGTGAGTCTGAATATAAGCTCTATGAGAGCAGGGACCTTGTCAGTCTT 

ATTCACAATATCCCCAGCCTCTAGAACAAGGCTGGCACATAGTAGATGCA 

CAAAAGGTGT7TGCTGAATGAATGGATGACTGAGTCTGTGTGGGGTAATG 

ATAGGGCTAAGGATGGGACTCTAAACTCAGGTTTCCTCTGTGGGTTTCAC 

AGTTTACTGGTCTTAAGAGGAGAGTTTCCTAAACTTGCCTTATGATAAAA 

ACCACCTTCAGCATTTGGTAAAAATTACCCATTCCTGTAGATTCTGAGTC 

AGTGAGCTGAAGTGGAGCTGATGAATCrGTTTTTTGTGATACTGCTGCTG 

CTGCGGTTTTTAACACATGCTTCAGGTGGTTCTAAGCTTAGGAAACCTTG 

CCCAAGGATACCATCCTGTCTXnTGGGAAACTGTCTCTAT 

>S^*uence814 

CCCTTAGCGTGGTCGCAGCCGACGTACl'1 TTTTTTTI TTI 1 1 1 1111111 

TATAAAACATTATTCATATTTTATCTTATTTTAATTCACATTTATATTA^ 

CTAATTTTTATCAAAAACCAACAACCAAACAAAAAAAATATTACAACAAA 

CAGAGAAACGAATCAAACCAAAAACCAAAAATACTTTCTGGAATTCAAAT 

GATACATTATATATACCTATCAAGACAACAAACTACTAACTACCTAAACT 

ACAAATTATCATAAAAATGACTCCTGTCCTATATCAATA AAAA ACTGCTA 

TTAAAATTGAGTATTATAACACAATACAATGTCTACAGCTTTT 
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>Sequence 815 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATG 

GGGGTCAGTAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGC 

ACAGCTTGCTTTAAACATGAGATCCAGCTCAGTGATCATGCGGGGGAAAA 

GGCCCGGCATTGCTGGAACTCCTAATATTTAAAAAGATGATGGAAACTTG 

AAATTTTATA7TTAATCTTCTCATT7TTAAGTGTTGGCAATGTATTGAAG 

ACTTTGAAGCCTCTCTGCTGGTCAAACAAGATGTATCTGTAGGCTGGATT 

TAGTCCACAGC 

>Sequence816 

GGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTGAC 

ATCAGTTTGATATTCTCTTAAAGGAAATAAATATTCAAG AACTG ATTATG 

TTCTAACATGATTATATTCATGGTGTTACATAGGCCTCAATTTTTTCACA 

GAAAGATTTTTGGAACAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATT 

TTATAAGCAGAGAACACAGCCTGATAACTTAGTCAAGGATATACTGTCTG 

TCTCACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACA 

TACATA 

>Sequence 8 1 7 

GGTACATGTAATAGACACTATGCTACAGCAAAAGCTTTTCTTATTGTCTT 

TAAAATTTTeeTGGGTGCATAAAACT^ 

TTAACTTTTACATTACAAGTCATTTTCAGAGTAAAAAGTCATTTAACAAA 

GGCAGATAGAAAGGCCTCAAATCCCTGAGGACCAAAAATCCCAACACATT 

TTCAAAAGGGAGAAAATTTCTTTAAACTTCATGGGAAAAGTATTTTTAAC 

ATAATAGAGAGGCTTTATGCAGT 

>Sequence 8 1 8 

GGTACTTTTTTTTTTTTTTTTTTTTTTT^ 

TTTAACACTTTCAATTTTGGAACATTTGrri"l"rri'l'riGAGGGAACAAAA 

TTAAATTTTTCAATTCTAATTTTITITn Tl IGGACACATGTATTCCTTT 

TAGTGGAAACAAAGGAAAAAATAACTTTTTTCTCCAAATAGT CGGCCTGG 

AA A A ACC A A A ATAC A ATGC AGGG ATGG A ATCA A ATTA AC A A A II 1 1 I l l I 

CCTACGGAAACAAGAGCCTTTTTTGGGTATTTTTACCAACACCTAGGAAA 

AATTCCCTTTTTATACAAAAGTCATAGGGATTTTTTTCTTAAAAAAAAAA 

ACAAGGTTCTTGGGCTAAAATAAATAGGTATTACTAACATAATTCGGGAA 

CACGCCCAATGCCCAGATAATAAACGGGAACCCGGCCCCCCCCAAGCGGA 

ATAAAAACAACCCTCACGCCCGGGGAAAGGGGATATCGGCTTTGACCCCT 

TCTCCCCTTACACGAGGAAATAATTTTCCGGCGAAAAACGGGTAGGGGTA 

AAAATTTCAACAAAAATACAAGGCGCGGAACTATAAAGTAAAACCCGGTG 

GGGCTAAGAGGGGGGCAAACCCCATGGCAAAGGGCCCCCAAGGGCCGAAA 

ATCTCAAGGGCCACGGTTGTGGCTATTCCAAAAACACCCCCCCCAACAGG 

AATAAAAATTTCCACTTAAGGAGG 

>Sequencc819 

GGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTGAC 

ATCAGTTTGATATTCTCTTAAAGGAAATAAATATTCAAG AACTGA TTATG 

TTCTAACATGATTATATTCATGGTGTTACATAGGCCTCAATTTTTTCACA 

GAAAGATTTTTGGAACAGGACTGTGAAGTGAGGCnTTTTAAAAAATTATT 

TTATAAGCAGAGAACACAGCCTGATAACrTAGTCAAGGATATACTGTCTG 

TCTCACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACA 

TACATACATTCTAAATGGTATATATTGGGAATATATGCCCCTITAAAAGA 

ATCAGGTCAGAAATGCAATAACAATTAGACTAGACnX5TTGCCCGTGTTAG 

GAGAATGTGTGGTCATCCTAG 

>Sequence 820 

GGTACTAGAATTAGTTCCAACTACTGCTGGTGATAAACTCACCATCTACC 

TTCACTTGTTTTCTCTTAATTCTCCAAGAAGTAATCAGGTGAATAAAGAA 

TCATCATCAGATAATATTCTCCAAGATTCTTTAAGAAATTAATTTTTATC 

TACTCTTAAATGATTGCACAATTATAGGATAGAAATTACTATCTTGTGCT 

CTAATTCAAATTGCTCTTAATGATCCTAGAGAGAAATGAATTACTAGAGA 

TAAAAGATAuAATTTTGCTGTGGTTTGCGATCTTTGTTTCTTTCCITAA^ 
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CTTAACAG 
>Sequence 821 

GGTACTGGAAACCAGACCTTACTTAAGCCCACCAAAGGCAAGGTTTGGGC 

CTGCCACAGCGGATTTCAAAAAGACAAAGCAATGCAAGCCACGTGTTCAA 

AATGCCCTAAGTGGCTATTCAGGTAATATATAAAAGTAAGACCAGGCTAA 

TTAGTATACAATGGGGTAAACCAGAGAGCAGAAAGCCCTTCTTTAAAATG 

AGCCTACCACTGCTTGGCCTCAGTGTGAATTTAGACCCCATCTTCTGATA 

TTTC AGG AG A A AGTA A A A ATCTAG ATTTTTATCTA AA ATC nTTI A ATTT 

TTAAACAGTCACCTGATTTT 

>Sequence 822 

CCCTTGAGCGGCCGCCCGGGCAGGTACAGAGCATCTTAAGGTTGGAAGGA 

CTCTTAGAGACCATAGTCCAGCCTCCCACTTGATACTGAAACACGTTTGT 

GAATTCATGGCCGATGTCTAACTTCCCTCACCACCTTTCCGATATGGACA 

GTTCTCATGCCCAGAAGCAAAACCTTCTTTATTGTGCCTGTCCTCCCTTG 

ACTGTCATGCATATAATCAGCATCTTTCCCACTAAGTGAAGGGCCCAGAC 

TCGAGCACAGGAGCACAGCACCCCTTAAACTCACGAGGGGCTGCATTCAC 

ACCATCAGCAGGGAGATTACACTTGTGTCATTTG 

>Sequence 823 

CCCTTAGCGGCCGCCCGGGCAGGTACC^^ 

GAGGATTCTTGAGAAAGGGGACTTGAAGGTGAAGAGATAAAGGCTGGTGC 

TTCCAGGAGCGTGGGTCTCCTACGTTTGTGTTCCTGGGAAGAATCTTGGA 

CTCAGGCGTGGGCAGCTGGATGCCTGGGTTCCTTAGGCTTCCTCCAGGCA 

ATGTAGTTGCCTCTTTCTCTCCCCGCGTACATAGTAAGTGTATGATAGAT 

GTTTGATTTGTAAATTACAAATATAAATTATCACCCCCATTTCCATTTAT 

TTTCTTGATATATCAAAATGTGTTGA 

>Sequence 824 

GGTACCCCCATTATAGTAGGGAGACTGAATCTTCAAAGTTACAGGGTGAA 

TCAATGATAATGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAATT 

GGGAGATATTAGATGATGACATCTAAGTATTAAAATAAGGAGATATTAAA 

TGATGACTCCTAGAAATGAACCTGAATAAGGACTACCGCAATGTG TGTGG 

TGTGGGAAAGGACAGTTCTTTTAATGGCTGGCTGACCCAGCCTCAATTTT 

CTTGCAGCTTCGCCGACACGAGGTGACCATCTGCAATTACGAAGCATCTG 

CCAACCCAGCAGACCATAG 

>Sequence 825 

GGTACCTCTCATGGCTTTTTGGTTCCAGCAGTGAGGGCATTGGTGAGATC 

AGTGGTAAACTGTGC A AGC1 " rTCTTTTl ATC ATTAGG AAATGTG AAACGT 

TGGACAAATTTTGAGTTTTAACAAGGACAAAAAGTTGAAAGAAAAGGCAC 

AGTTAACAAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGA 

GAGAGGAATGCTCTTGAAAGGTGGTCTGTGGATCTGTCTGAATAGAAAGA 

GCACAGTAAGTATGCATTGCCGGAGAAAACGTCCTTGAAGCTGCTTGTCT 

CATGTGTATGATGTGC 

>Sequence 826 

GGTACTCAACAAGCAGCTGACITATGTTTTATTGGACATTGTGATACAGG 

AACTGTTTCCAGAGCTCAATAAGGTACGCGGGAAAGTCA ACTCAG TTACC 

TCTGTTTGGTGTGTGTATCACTTGCAGATGCTGTCTACCACCnTTTCAGT 

GACATCCTAGAAGCTTCTCTATTACCACAGTAACTGGCTAACTAGATATG 

ATCTTTCCCTAATTTTCATGAGCATCTTTTTTCTGATATAAACC^G 

GGAAAATAACAAAGTTGCTTCACTCTGAAGGAGTATTCn^ 

TGCCCCGGCGGAC 

>Sequence 827 

GGTACATATATGAAAAGCCAACATTCTAAAGTAGAGGTTCACTTAATTTT 

TTTTTTn I C AAG AGAGGCTTCrrGGTAGTTTCATCACAC AGTGGTTTTA 

TTAGGGGATGTAAGGATTACAGAAACATCGTATTTT TTAACAT ATAGTAT 

TTTTTGAATATGATTTGAATTAATATAGAAAAGTGCAl'lll'riCCAGTTT 

TTTTAGGGAAAAGGAGATACTTCACCAGGAGGATAAAAAGGAACAAGAGG 

GGAAGGGGAAATAAAAATTCCAGAAAGATGAAAAATTGTTGATGTAAGAT 
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GGAGGCACATTNT 
>Sequence 828 

GGTACAAACAAGCTTTGTTAAACTAACCCTTGCCATCCTGGCTACTTTAC 

CCAATTAACCACCCTAGCCCAGGACGTTTGCTTTATCACATGTTCACAGT 

TTGCTATTCTTTGTTCAATCITGTAACTGACrGCAACTGCTTCTGTGGGT 

CTCTGTTTCTTTATGAAGTTTCCCAGGCCATACAAAACTTGTGTTAGCCT 

ATCTTCTGTCAGTTTAATTGTGGAACTCAGCCAGGCCCTTAAGAGGATGG 

AGGAGAGTTTTTCCCACAGCAGTTCTGAATGGGATGAAGTGAAAAATAAA 

ATCTCCCCATTGCCACTACACCACCTCCTGATGAGTCTTGCAGC AGAAA T 

ACCGTTTAACTGTTTCTGCTTTTATTTTT^ 

ATATATTCATATCTGGGTGCTTTGATAATTATATATACATACTTTTTTGA 
TATTATTTACTTATTCTTTACATTGGAAAGGAACTTGCTTTGTAATCTAC 
ATTCCCTTTCCTCCTACATTTTTTTTAGTTTTTTT 

TGAAACTAAAGGTAGACTGACTGTTAATTGAAAAGAGTTTCAGCTTTAGG 

ACTTTAATTTTTTAAGCTTCTTTCAATGGTCCGGACCTAATTTCGAATTG 

CAGTATTGTCCTGCCCGGGCCGGCCGTTTAAAGGGCAAATTCAACACACT 

GGCGGGCGGTATTAGTGGATCCT 

> Seq uence 829 

ACTCACAAGCAATAACAGATTCATAGATCAGTTGACATTGGCTGGTCTCC 

AGGACAGGAATGTGGCCAAAAGGTGCTTTGTATAGACGCGGGGCACTGAA 

TCTGTGTCTCCCCTGTTACCTACTTTTGCCAGTGAAATTTAAGTTTTAAA 

ATACTITCAGAATGTATTTTTACTACTGCAAGTTTTTGGTCTTTAAAATG 

TCAAGTAGCATCTCTCTCTTTCTCrCTGTCTCnTTCTGTTTCTCTCTCCA 

GTTTTrTrm i im iaatttccatatgggctaaagaatccaaatattt 

TAAAAATCTGGCTCTCTTTTCTTCTCTCATAAAGTGAATTATTCCTCTTT 

TTTGTTTTATGTAAGTGTATATATTCTTAGTTTTTCTTGAAATCATTGTA 

ATGCTAACTTTGTTGTTTCAAATATCTTGGTGATTGCTTCATTATCTCTT 

CAACAAAAAAAACCTTTAATTTTGCCATTGAAACTGTAGAACTATGCCAT 

GCTTTTATTAGAAGCAGTGCTCTGTGTTAACAACAAGAATGGTGTAATTA 

GAATTGGGATGGGGATATTTACTGTATGACAACACATTT ACAGG TCTGTA 

ATGCAAGGATGCAATTTAAAAATGTGAAGTAATGATG GGTTTTG AAATAA 

GCTTTAAATATATGGACTTGAGGGCTCCTGGGGAACTATTTTTTACCTAG 

ATAAAAGGGTT 

>Sequence 830 

ACAAGCCATTGAATAAGCCTCTTCCI I I I 11 1 1 GCTCAAACATTCCACAT 

CCTTGTGGATTCCCCTGCATTGTTTGTTTTATATAACATTTGATATTTGT 

TGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCT 

CCAGTATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTC TATAA CTA 

TCTAAATTTCTATTGAAGC1TTTTGGATTATGAGTATGCT 

GATTGGCTGGTGCATGTTTAGACTTAAATGTCATATCCTTCATGTCTCAA 

AGCCAAAATAGTAACATCTCATCTCAGAACAGAGCTGTGACCACATGCCA 

ATATATGTGTCACAAAGTCTACATATGTT ACAT TCCTTGGAAGTCTCCTT 

AAATGTTTCACAAAATGTCAACAAGCTTGTTTTGTTATTGATATTTCCGA 

GAATGGGCACATTTAAGACAGTAAACGGGAAAGGTGGTGAAGATGCTATA 

AGAAGATGCTGTATCTTGAGAATTGAAAAATGAGAATCTGACATGGTTTG 

GAAAATCATGAAAGGTTTATATAAAGGATGCATGTGTAGGAGCCATTTAA 

ATTCATAACAATATGTGCCCCTTCAGCGTTTAAATCTTATGAAGGGGTTA 

AGAGATAAGTCITTGGAAGTGGACAAAAGGATTTGAATTTAGGTTCT 

GATAATTAG 

> Sequence 831 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGCTGGAAAACTGAACGTGA 

AGTCACCACTAGGCAAGCTGCCTGTAATTGAGCTTGCTTGT ATATG ACCA 

ATCAACCTTTGCITGTTGAAGGGTTAGTTA 

TTTTGGAATTTGGTCTTTTAAGGTCTTGATAATCTTTCTAGTCT 

TGTGAACAGAACAGAAGGAAAATCAGGACTCAGTTTACTTAATTTAAGCA 

AGCATTGGTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACTC 
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TCTTATTAGCATGGATGCTTAAGAACTTCAGGGTTTGGAGGTCAGCTGAA 

CAGCTGTTTTTGCACTCTCCCTTGTTTTAGTAGCTG AGTTCT ATAAAAAA 

ATACC ACTCGGGTAA ATGCTAATATACTTA AGCC A Till I lACTTGATAA 

CATGCATAAAAAGATATTAGGGCTTTCATGGCTTCTGGCCcri l iGGCTA 

AAATCAAAGGTAAAAAGAATGCCATGGTTCAAAAAAAAAAAAAAAAAAAA 

GTACTTTGGCGGGAACCACCCTAGGGCAATTCCCACAAATTGCCGCCGTT 

TTTTATGGATCCGACTTGGGTACAAACTTGGCGTAATAAGGGCAAAACTG 

GTCCCGGGGGAAAATGTTTTCGCTTCAAATTCCCCACAATATCGAACCGG 

AACTTAAAGGTAAAACCTGGGGCCCCAAG 

>Sequence 832 

GGTACCCTAGGCAGGGACAGTCAAGAAAACTTCATGGATCTGTAGTGTAA 

AGCTAGGGAGAAAGAGGAAGAGATCCTGTTTGAATTTCTGTAACTAGCGT 

ATCTCCAGATAATGCATGAACAGCCAGTAAAGATGAACGCAGATTATTGA 

TGGAAAGAACACACATGGAGAAGAGAAAAAGCAAGTCCACAGAGCTTTTT 

AACATACACTCCCTCACCCCTACCCNCAGCTTAGAAGGGCAGGAACCTGC 

TGTCCAAAACAGGAAATATAGGAAATACCAGCTGAGAAACTATCCACTTG 

ACGTCCATGAGCCCAGCTGCCCCTCTCACCTCACTCCTATTTTAAGTCAG 

TGACACACAATCATGCTTTCCTTTTTTGCACCTGAAGG AGTGA TGTCACT 

CCAGACTGXGTCCTTATTAGAGGGGATGATGGAGTGA i i i l i AGACCTGG 

GAATGGTCTAAAACCTTTTTGGCTTAGGCTAATCATTGGATCCTTCAAGG 

AAATTGGATATTTTGAATGCACATCCCAACCCGGGGTCCTTATCAATGAA 

CCCTTACCTTTAAGGCACTTTGTTGGTTGAAAGGCGGGACAATGAAGCCC 

AGAATGACTTCTGGTTCCTCCCTTTTGCAATAAAAGGTTGACCCAAAGCT 

TCCCACATAAAATGTCCCTGCCCGGCGGCCGTTTCAAAGGCGAATTCTCA 

CCAATGGCGGCTTTCTTTTGTACCCC 

>Sequence 833 

AC TTTTTTTTT1 I I 1 1 1 1 1 1 1 1 1 1 1 1 1 GGGTCAAGTAGAAATCA AACAGT 

CCTAATGGAGTTCATATCTTATGGCATTATAGAAAGGCTTAGTTATGAAA 

CTATCTTGTTATTGTTACTATTACATTGCCTGGCTCATATATATAAAGCA 

TTTAGAGAGACTGTTCCAATAACTCTCATTTAATTGGTGAAAAAATTAAA 

TATTGGTTTAGATACTTACCTAAATATTACTAGTTAAATTCAAAGTAAAT 

GAGTCTGTATCTTTAAAACTACTTGGCAGTAATAATTTTTAAAAGTAGAT 

TTTTATTGCTTTTCTTGAACTAACTAGTGTTCATACAACACAGGTAGT^ 

TATTTGTGCCTGGAATTAAGGAGTGAGACACATTTGTAAAATGTTCACAA 

TCAACGCCTGTCCCATTTTAAAATCTCACAAGTTTTTCTTCATGATTAAC 

ACAATTCACAAAATAAGAAATGGTATTTGGTCATTCTCTGAGTTCAATCT 

GTGCTCTAGTAAATATAACTTGTGAGGAAAAAGTAAAAAGGTCAAGAGTC 

TAATTCATTTTCAGTTTTTAAAACTATATTTTAAAAAAGAATGATTTGGG 

GTAAAAATAAAGAN 

>Sequence 834 

ggta cii 1 1 1 rnrm in 1 ri rn 1 1 1 1 i ggtttttttatctgaccac 

TTCCAGGAACAAAGCCAGGGCTCTCTGGGCACCTGAGTATCCATTCTCTT 

TGTATCATCCATTCCATGTCCAGAACACATTCACATCCATGCTTATAGTT 

CCTCATTGCCTGAAGCCTGCTGGGTGGGGCATAGTATGAATACTTGCCCT 

CATCATCCCCATTTCACAGATGCATAAACAGAGGCCAGTCAGTATGCCTG 

CAGACTGTGGATAGAGCCCGAAGCCTCAGGTTAGGCAGCTTGCATCCAGC 

TGTGAGTCCCAGCTAGGGGAACTGAGTCAGCCTCCA TCACT CCGTGTCTC 

GGTTTTCTGACCTCTCAGGTGGGTATCATGATGCTGGCTTTGGAGGGTAG 

CTGTGAGTATTAAATTACGCTGATGCAGGGCAGGTGAGCCCCCCAAATTG 

GGGTTTAGCTTGCGAGAGTTCITGGCTITGCCTAGG^ 

CTTCAAGGGCTAGCCAGTGGTGTTAGCAACTTTTCTTGAAGTGGCAGTGT 

>Sequence 835 

GGTA Cn i l ITTTTTTTn 1 1 1 1 11 1 1 1 1 1 1 1 1 1 1 1 1 AATTC AATGG AAG 
AAAAGTCCAGCTTAATAACTTTAATGGAGAAAGAAGGAAGCAGTATAAAT 
TTGTGGAGACTCCAATCACATGTCCTCCACTCTGCTACCCTGGGCCCAAA 
ATAAGGGAGGAGACACTCAGAGCCAGGTGTTTCCCTTGATGGGAATGTGA 
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TCAGGTGCG AC ATGGGCTC ACAGCCTC ACTG AGGCTGG ATC 1" I" I" 1 1 1 MC 

TGTTCCCTCTGAGTCATGGAAGTGTTCAAAAGGAATCATGAGGGTATTTC 

GTTACirrACTTACTTTACCCCATCACAATCAGTGCACTTTCCTAGAAGG 

GAATTTTATTTTGATTATCGGAAATTTACAGCTTCTCCTTCTGCAACTTT 

AATTTTCTTTCTCCTGTTCTTACTATTTTTCTTATTACA^ 

GGGTGTGTTGTGGGAATTCCTTAATCTATTTTCCCGTGGCCTCTCAATCC 

TCTTAATTAATTATTGTTCCATTGTTTCGATCGTCTGGGTGGCATTGTGT 

GTTTTTACCTGGCCCGAGGCGGCGCCTTCAAAAGGCCGAATTCCACACAC 

ACTGGCTGGACTCTTATATATGGTACCAATCTCGATACCTNGCT 

>Sequence 836 

GGTACTTAGCAAAGAGACTTACACATTAGTGAAAAATCT AAAA TCAGCCT 

TACGTGGGATCTGCCCAAAGTATTATTTGCAAAAGTATCATTTTCAGTTT 

TAACTTTTAGGGGGAGCAGGGTAGGCTGGGGTGACACACACAAATCTAGG 

CAGGCAGAGAGCTTGCTTTCCTCAGCTTCTTACCCTTAGTAAGACCACTT 

TAGTAGGACACTTAAGTATTTCAGTCAGCGGATTTGAATCTGACTTCTTG 

GATGCATCTGTATCAAAACATACCATTAGATGTGTTACAGAACTGAGCAG 

CATATCATTAGATGTGTTACAGAACTGAGTCCTACTTACAATAATTAATT 

TAATTTCAATAGCGATCCCCACCATTTATGTCCTAGGCATCTACACAATT 

GGTCrCTGAGCGAJLAACACAGCCITATCXGCAATAAAAGCCT 

CTTTGGCATGTTTTTACAATCCCGCGC 

>Sequence 837 

ACTTTTTTTTTn I 1 1 1 1 11 1 TI 11 1 GCAA ACTTTA ATAGGTTTTCTTAG 

CTTGACAACTCATTCTCTATATTCACGAACATCTCCTGACTTGTTCCTTC 

AGTGGAGATACCCTTTTCTAGCCAGAGTTGGCAAAAGTAGCAATAGCATG 

CATTGGCTTGTTTGAGAGGCCCTGGGTGAGCCTTTGTTGCATAAAGTAGG 

AGGTCTGTTATTGTCTTGGTAGCATATGCCTTCATTATAAGTTTGCCTCT 

TTGAAAGAATATTCAAAGACCAACACAAAAGAGAACATTTCCAGATCCAA 

GAGAGTGTATGTAGAAACAGTGACAAGTTAGAAAATCAACTTAGGTATCA 

GATAGCAGCCACAAAATATGTTCTGAGGAAAAATTCA TAGC AATTTATAA 

CAGCTGAGAAAAAGAGGGAGGATGCGGGAAGGTAGATTTTGTCAGAACTT 

ACTAGACTAAGGATNTATTGCATATTTTTTACTAATTAAATGTTG GGGAT 

GTCAGACGTGGTTGAAAATAATTAAAAGTCTGGTTAAATAAGGCTTTTTC 

ACCCTAGCTTACCTA 

> Sequence 838 

ACTACAAAAATAATGAAGCCAGCTAATTACCATCAGGTTACAACTTTACA 

AAGAAGTGAAGCAGCAAAGAGCTGAAGCAGAAATGACATAGGAAAACAGC 

AGCAAAGTCCTTGAGTCCCAACAGTCCACCTCAAAGACAA ACATACTAA A 

G AAC AAAGGCCCCTA ATCC ACCTCCTCACCCGCGTACTTTN 11 1 1 1 1 1 1 1 

TTTTTTTrn 1 1 CCAGTTTCTGTTTCAAATTCTT TATT ATACATCATGGT 

TGCACAATTTGAGGCTGGTTAAATACAATTGGTTTTCAAAATCTCT^ 

ATATTTTCTGGCTTATTACATGCAAATGACCATGAAAATATTTGGCATTT 

TAAAATTCTGAAACTCTGAATAGGCACTTGCATGAAGGAAAACATTACCA 

TTCATAGATATCCACATGTAGAACAGATGCTCCAGCACATGGTGGTACC 

> Sequence 839 

GGTACGGACAAGGGGGCGACTGGCATGTGGTTTGTTTCTGGTCTTGTAGT 

CGGTTTGGAATTTTCTAAGTCAGGGTGGGGTGGGGGGACTGTGCACGAGT 

CATGTGCAGACTGGAACCCATCTCCCCCTCGGTCTGCAAGTTAAAACAAT 

TGGGTTGTCCnTCTCAGCATCTGCCAATGTCTCTTACT 

AAAAGGGCGTTGGAGGAGGAGGCTGGGAGGGAAATCXAGACAGTTCTCCG 

CCTCTGACATCAGGTCCAGCTGTTAGCATCGTGCTGTGGGTCCCTGAACA 

AGAAGCAAAGTCAGGACTGGTTTGGCCAGGTAGGTGAGGATCCAGTGTTG 

GGTGATTCTGATCCATGCAGCCCTTAGAGGCGACACAGACGTGAACTGGA 

CATTCTAGGAAGAAAGAGCCGACTGCCGGGTGACCTGTCTAGTTCACATC 

CACTCACCATTTCCCTCCTCGTTCCTATTCTTAGAAATAAGACTCTGACG 

CTCTCTTTTATACAGGCTAGTCCX^CTATAGGCATGTCATGGTGATTATTT 

GCAATCCTCCTGACTTTCCTAAGAAGAGATCAGACTTAGCAGGGTTAGTC 
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c 

>Sequence 840 

CKjTACAAATAAATGTATCTTGGGTTAAGTGCTATAAAGGAAAAGAACAGG 

TTCAATGGAAGGAAAAATTAGAATTGTTGATACATGAA TGGAA GTAAATG 

ACCCGGACTTCCAACTCrAAATCTCTGTCrCATTTCACCTCTT^ 

AATCATTGCTATTATGTTAAATATCACAACTACTGTCATTTCTTGTTTAC 

CCACTACATTCTAAGCTT<K3TGCTGACATCTTTGTATTTATTATATAAAA 

TTCTCAAAATTACTCTGCCCGTTAGGCTTTCTTATCACTTATTTCAAATG 

CAAAAATAAGGTCCAGGGAAGATAATTATGTAACTTGTTCATGATTGGAG 

AGCTAATAAGTGTCAGAAATGAATTGAACCAAAGTTGGTGTGACAAAGCC 

TCTGTTTTAAGCAAAAGGGAAAAAAAATTCTCATTAACTCCAAGGATTAT 

CATTAGGAGTCCAACAGGGTTCCCAATTTGGGAACTACTATTTCATTATC 

ATATGGCAAATGGTCCACTATGTTAGATGAGAAGGCAAAAAAAAAAAAAA 

AAAAAAAGG 

>Sequence 841 

GGTACACTTAAAAATGTATGTGCTGTTCTAATGCTACTTATTATTATTCC 
CTTCCTTTGTAGAATGTATCNCACTAAAAGTGTTTAATCCTGACTATAAC 
AATTATTTGTTAACTATTAAAGGGGTAATTATACTCTAAGCTTCCAGTTT 
TCAGTTAAA-ACAAAAAfGATTAATATGCCTATACA 

CTTGGTAAGTATTTTTTAAAGTGAAGTCTATTCAGACTGCAACCAGTAAA 

CTATTTATGCTTATAATTTTTCTCACGATGGATTTCTGTTCCTTTGTTGC 

ATTGTTTGTGTTTATTTTATGTGATCTTTTTTAGCTACAAGGTGGGAAAA 

TGACAGTGGTTTAGAGATAAGAAGCACATGAATGGAAAGTAAATATGTGG 

AGATTTTTGGCCACTCTTGTAACTACTATCTGAAGTAGTTTTAAATATTT 

TTTAGTTGGTAAGAGGATGTACCTGGCCGGGCGGGCCGTCGAAAGGG 

>Scquence 842 

GGTACAGTGGCGTGATCATAGCTCACTGCAACCTCCACCTCACAGGCTCA 

AGTGATCCTCCCACCACAGCTTCCAAATAGCTGGGACCACAGGTGCAAGC 

CACCACACTTATTAATGTAGATTTCCTTTGTAGATGTAGATTTCTTTTAC 

AAAGTGACAGCTTTTCAGAGCTAGTCCTATGTCTGCAGTTTCTCAGAATA 

ACCAGCTCAAAATATGCCAGAGAAGTATATTTTGGGGTGGCATATTCTAG 

TCTCCTCCAGTCATATTTTGGGGTGGTGTGTCCTGAGCCCCAACAAGATA 

gggttcatttttgaaaattgctcitccagtcccactgttcatctcataag 

cccaggaatcaccacctgttgatttcctaggcatcttcttgctcagggga 

gtagatgtttggtggactagaaatgcagggaggagaaaaggaaggcttgg 

tgatgtcaaggatttttaaaagccaactatctcactgtggtctcttaata 

gtcaccctctgggctgctcatttcatgaagcttaaagctgataacttggg 

ggacaaaagggtttgggtaacaaattaatttttgtctccggaaataccaa 

ccatacttttctggctckk:ttgaggaaaatttaactggggattaattct 

gctaattggttgggagcccccantagattttactacaataaagaggtctg 

tcccgggggccgctaaaag 

>Sequcnce 843 

GGTACn ri l'i ri rri l l l i ri l lGCCTATTAATTGATTAGGAAAAATAG 

GTAGACCCTGAGTGAAAGTAGAAAAGAACCATTCTGGTAAAAATTCTGAA 

AGTAGAAAAGAACCTTTAGCTTTAAAGGTATGTCTTAATAGAGCAGTGCT 

AAGACAGGTGGTTAGGTATGTGAATGCATGCCACTTAGAAAAGAATATGA 

AGGAGAAGGGACCAAGAAGGCAGATACATTGCCCCTGATAAAGAAGTCAT 

TTTTCTXHTACXnTrACATAAATATCAGCCACT 

AATAATGAAAGCGAACCCTGTTCGCTCTGTTTGTGGAAAGGCTCATTAAT 

ACCTGCCCGGGCGGGCGGTCGAAAGGG 

> Sequence 844 

acaagagaacggacckk:acttactgagcccatcgcaaatgtcaggctctg 

tgctatacitacatatcccataatcttcaagacccctcaagaccccacaa 

agtaacacaaagcaggaaactaactcagatttacttgccaaaggtcacac 

agttaatacatggtggaatcaggactcaaaatcaggcctgtgtgactcca 

aagtccagtgctctctccactttaccaggtaaccttcataataccggatt 
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GGAAATCAAACCTGTCACTTACTTTCTATGTCCCTGAGTGAGTCACAACT 
TCTCTCAACCAGCTTTTTCATGTACCTTGGGCGCGACCACGCTA 
>Sequence 845 

GGTACCAGGAAATTGGTTTGATTGCCATAGGCTAACCTTGGACCAATCAC 

TGTGGCCAAATACATGAGGATCCTTATTGGCTCCTTCTACTAGCAACAGA 

TGGTTTAGAGAACAGTGTATCACAGAGAAATGGGGATCACTATTATAGGC 

AGATTGAATAATAAATGTTCACTCTACTACTCAATAAATATTTGTTGAAC 

AAATCAAAGCTGATCCCITTTTTCAAAATTTTTAATGTGACTCTTAGGGG 

ATGGTGGATCCAGGAGAGAAGATTAGTGCCACACTGAAAAGAGAATTTGG 

TGAGGAAGCTCTCAACTCCTTACAGAAAACCAGTGCTGAGAAGAGAGAAA 

TAGAGGAAAAGTTGCACAAACTCTTCAAGCAAGACCACCTAGTGATATAT 

AAGGGATATGTTGATGATCCTCGAAACACTGATAATGCCTGGATGGAAAC 

AGAAGCTGGGAACTACCATGACGAAACAGGTGAGATAATGGATAATCTTA 

TGCTAGAAGCTGGAAAAGATGCTGGAAAAGGTGAAATGGGTGGACATCAA 

TGATTAACCGGAACTTTATTGCCAGTCACTCTCAATTCAATAAAACTTGT 

GGTTGAGAAACGAGATGCACCCTGGAGCGAGGACTTCTGAAGCTTACTGC 

CTTGCGTGGAACTGATGGTCTCCGTGTAAGCCAAAGCCCCCCGAAGAGCC 

TATTCTTGAAAAAAGG 

>Sequence 846 

ACTTTACTTATTTATTTATTTAT^ 

AATGTAGCTTTCTTAAAATTGTTAGTTAAAATG TTTTC I I i GTTTTCCCA 

ATAAAATGTAAAGTTTAATATGTGATGGCTAAACTCCTAAGGGGATAAGG 

AGGCGCTAGGAGAATAGGCAGGTTGGAAAAGGGTAGTCGGGACTTGTCCA 

GATTCTTGTGTGGTAGTCTGGGTAGTCTGTATATTTACCATATGGGCTAC 

AAGACACACACACACACACACACACACACACACACACACACACACACACA 

CACACACCCTTGTGAGCATTTATTAATTCGCAGTTGATGGTGCATAGTTT 

GCGGAGTGGGTAAAGGATATGTTACTTTTGTAAGTACCTCGGCCGCGACC 

ACACCTAAGGGC 

>Sequence 847 

GGTACTATGGTGTGTGTGTGTATGTGTGTGGTGTGT GTGT GTTTTAAGTT 

TAGCCTTTTGTTTTTGTTTTTGGTTGGCAGTAACCGATTTTAATGACTAG 

CTTTTAAAAATACAGTACTGATCATTCTATTTCCCCCTCTATTGATCCCC 

ACCTCCAAATATCTCATCAACAACCCACTAATCACCACCCAACAATGACT 

AATCAAACTAACCTCTAAACAAATGATAACCA TACAC AACACTAAAGGAC 

GAACCTGATCTCCTATACTAGGATCCTTAATCATTTTTATTGCCACAACT 

AAACCTCTATGGACTTCATGGCTTATTTATTTACACCATCCACCCCAACT 

ATTTATTAAACCCTAACCATGGTCCATTCCCCTTATAAATCGGTCTGCAG 

AAATATTTTGGTTTTCCGTTCTAATATTAAAAAATTCCCCTAATCCCCAT 

TCATAATAATAAGGTAAAATCTTCATCTCTTAAAACCCTCTGGTTGTTTA 

TAATTGAGAACTATACTTCTACTTATTTAACCAAATAATCCTTGTCGTAC 

TTGCCCGTGCTGTCACTTTTAAAGGGCTAATTTCAACACTACnTGGCTGA 

CCTATCCTTGTTGAAACCGAGACnTGTTTACCATACTTTGGCGTTAATAA 

TTGGTATAAACTGATTTCTTTGTGAATATTGTAATCACCATAATAATTTC 

CAAAAATACTATCAAGCCTGGAATCTATAAGTTATAAATCACTGTGGTGT 

T 

> Sequence 378 

TCTTTCCCCTCATATCTATGTTATTTAATAT^ 

TTTATTTATTTTATGTATTAATTATTATCATTCTATTCTTAATATATAAT 

TCANNC(XCNACATGGTTTATCTCTGAGGCGGCTTCCGCCCGG 

CCAGGTGGTGAAACCAACTGCTGAACGCACAGCCTACCrcCTGTATTAGG - 

GCCGAGTGGACCTGCTGTAAACCCTGTGTGCGCTGTGTGTGCGCCCAGTG 

CCCGCTTTGTAGGACACCACCTTACACTCACITCCCGCCTCT 

GCTCTTTAGAGAGAAACTCTTTCTCCCTTTGCAAAAATGGGGCTTAG 

TGAAACAGGAGTATCGCCTTTGTGGGTTTCGATGCAACAAACACGAGCTT 

TCTTGTTGACTTCTAACTTTTCAAATCAAAATCATTTGGTTGAAACAGAC 

TGTTGCTTGATTTTAGAAAATACACAAAAACCCATATTTCTGAAATAATG 
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CTGATTCCTGAGATAAGAAAGTGGATTTGATCCCCAGTCTCATTGCTTAG 

TAGAATAAATCCTGCACCAGCAACAA CACTT GTAAATTTGTG AAAATGA A 

TTTTAATTTTTCCTTTA A A AAAG AAATTTTTTA AACC ATC ACAC" 1 1 1 1 

TCCCTACCCTTTAGATTTTGATAAATGATAAAAATGAGCCCATTATCAAA 

AGAAAAACTTGTTTTTACTCCAAAATGGAATAATCTAAATTTCAAATAAT 

GTACCCTGG 

>Sequence 379 

CGCTGTCTCCATATGTGCTCATGTGTGGTATCTTACGTTACTTGT TAGTA 

TATAGCTCACTTTCGCGCTCGGTAGTATGGTATCGTTTGGTCAACTTTTA 

TTCTCTTGATTTGTATATTATCNANTNNNCNNGGGGATGGTGTCATAGAG 

GCGGCTACCGAGGNGCCGGCCGAGGGACTGCTAGCCAGCCAATAAAATAT 

AAACTCCATTTGTCTTAGTTATATAGAACTGTGTTTCCAGCTTAGAAAAA 

GTCAAACCAATGACTTGTAGAACAATCTACTCTCATTTTTTATTCAGCCT 

CTAGAACATGGAAGCTTTAAAAGTGAATTGGCTAAATAGGCAAGACCTTC 

TGAAAGTTAACATCTTAATGATTAAAAACAGTAAGTACGCACAACCGAAG 

CGTAGAGTCACACTTGCAACAAAAGGTTACAATATTGTAATGGGCTCTGT 

CCGGTTCTGCTTGTCCAGCTGGACCATCTATTTCATCCTCCTCCTCTGAG 

CTGTCATTTA ATTGCTCATAACAGTAGAGATCAGTTGTCTCTGGTTGCAA 

ATCTAACATATATTTATGCAATC 

CTGGGTTTCTCTACGTGTTCTTGATGATCTGCAACAAGACATACCTCGAC 
CGGGCCACCGGCCCCTTATATTATGGAATCTTTGCTTTTTGGCCAGAGGT 
CTTTGCTTTTTTCAGGACACAAGGGCTTTTGACAGGTAATACACCTAACG 
TTGCAGTGACGGTGGT 

>Sequence 380 

TCGTTC 1" I TTTT 1 ATCTTC ATTA AGTTTTTCTTTTAT ACTAGCTATTGTA 
ATATTTTATTTATTGTCTTATAAATTATA^ 

ATNNNTNTTGTGANATTGTCTACTGAGGCGGGCTCCGAGGTACGTTAGCT 

CATTTTCCCTTAAGCGGGTTGTGACGTCGTTGAAATTGCAACGCTCAAAC 

TTCCAACACTTGGTATACACTTGTAACCC AGCTT TGTTAATGAGACACGC 

ATCAAAATCAGATGAACAATTGACGGCTGTTTTGCAGTCAGCAGTTGGGT 

TAGGACAGTTGTAGCACTGCAGGCTATGTCCTGAATGGCAGAATGACAGT 

TCGGACGAGCTAGTAATCTGAACAGGACAGAAC TCTC TTTGTATTCCCTA 

TTGTGATTGTTCACAGAACTACTTGTGTAGTAGGT TTTAACT ACTACACC 

AATTGGTGGCTAAAGACTGTCGTCTCCTATTTATCCTTTTTTA^ 

GCCCGTTTATTCCCGCGTTCCTTGCTCGGGCTGGCCGTTCTAGAACTTAG 

TGGAATTCCTTGGGTCTGCTTGAATTTTATTAACAAGGCTTATTCGATAC 

CCAGTTCAACTTTTGGGGGGGGCTCGGGCACCCAGCTTTTTGTTAACCTT 

TAACTGAGGGGTTAATTAGCTCTGCTTGTTGTAATTAATGTTTATAGAAT 

GTACCCTGGGTGAAAATGTTATTCTTTTACAATTTACATTACAACATACG 

ATCCTGGCAGCTTTAAGTTTAAAGTCCTGGGTT 

>Sequence 381 

TTAGATGGCTCACCGCGGTGGCGGCCGAGGTACACCATGTGAAGACTGGA 
CTTAAACAGCTACACCACCAGATGCCGAGAGAGAGGCTGGAACATAGCCT 
TCCCnTTGGAGGTAGCCTGGCCCGGTGGGCACTGTGATCTCAG ACTTCCA 
GCCTTCAGAACTGTG AG ACAATATTTTATTGTrTAAGCCACTTA i l l 1 1 1 
GGTACCTGCCCG 

>Sequence 382 . 

CCTCTCCTCTCCTTACTTTATATTATCATTACT 
TACTCTTTATATATTTATATTTGTATTATTTC^ 

TATTTTATTACNANCAGGGTTGTGCTCGTAGCTCNCTTCGCGGNGGCGGC 

CGAGGTACIiri-ri'iriGTGTGirirri'iri'lGAGACGGAGTTTCACTCT 

TGTGGCCCAGGCTGGAGTGCAACGACACGATCTCAGCTCACTGCAGGGTT 

TGCCrCCTAGGTTCAAGCTATTCTCCCTCCTCAGCCTCCCAAGTAGCTGG 

GATTACAGGCATGCACCACCACGCCCGGCAATGTTTTTTTTGGATGTTTA 

GTAGACGTGGAGTTTCTCCATGTTGGCCAGGCTGGTCTCAAACTCCTGAC 

CTTAGGGGATCCACCTGTCTCAGCCTCCCAAAGTGCTGGGATTATAGGCA 
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TGAGCCATAACGCCCGGCGGCAATAATTGTTAACAGACTACATGAGTAAT 
TGCATAAATGGACGATGTCTTTCCTCTACTTTTAATTTCCAA TGACT TCA 
TTATTTATAAAATGATCTCTTTTTAAATGATCAGTTCCTACA i l l 1 1 ATT 



CACCTTTCTTTAATrCAGTTATTAAGCCACrrTTTCTG AG TT mil CATA 

ATAACACCCTTTTACGGACCATGTTAATN 

>Sequence 383 

ACCCCTCTTCTCTGTTCTTTATTAAATTCCATGCTAAATTTACTTATCGT 

GTACATAGGTCTTAATCTAAATTACTACGTCGATCCCCACATATCTAATT 

CTTCCNNNhWNNAAGGGATGTGCTCCT 

CCCANATTCGGGTGTGGGACACGGCTCTCCATTCTTCTTCTTGGCTTTAC 

AGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGAGCTTCTGAGGATGA 

TCGATAAATAAACACACCTCCTCTTAACCATCCTTGGGCTTCATGGGGGT 

GGCATTGAGGATCCCTACAACAGGCCCCTGGTGCCGCTTCCAAAGCGCGT 

TTGGAACTTCCTCCAAATAAGAACAAGGACA CACAT TGGTGTCAGGGTAC 

GAAGATCATTCAGTTTCCATATGCTCAAAGGTTTTTCCACTATTCACACT 

CTTGTGGCGGTAACCTTTTTTCAATATTAACCC CCAAA TGTCACCCCAAT 

CCTATTTCCTTCCAAGCTTCTTTTCTGGCCCATCTTTTTCCTTGAATCT 

AGACAAGTCTGATCCA^ 

CCCGGGGCTGGAAGGAATTTCCAATATCAAACTTTATCTGATACCCGTCC 
AACCTCCAAGGGGGGGGCCCCGGTACCCCAACTTTTTGTTCCCTTTTATG 
AAGGGGTAATTTGCGCGGCTTGCCGTAATAATGGGCATAGCTGGGTCCTT 

TGTGAAAATTCG 
>Sequence 384 

AGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCT 

GAGTTCATCAAGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAAC 

AATCCTGAAGGCCTGGGATTTTTTGTCTGAAAATCAACTGCAGACTGTAA 

ATTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACTTGATCCATCTGTGT 

GAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAGACATCATTTA 

TATGCAATTTCATCAGCACCAGAAAGTTTGGGATGTTTTTCAGATGAGTA 

AAGGACCAGGTGAAGATGTTGACCTTTTTGATATGAAACAATTTAAAAAT 

TCGTTCAAGAAAATTCTTCAGAGAGCATTAAAAAATGTGACAGTCAGCTT 

CAGAGAAACTGAGGAGAATGCAGTCTGGATTTCCAATTGGCTGGGGAACA 

CAGTACCCT 

>Sequence 385 

tacgcgtacctcaccgtgtcgtctgtctatatacttgtactatctantta 

ctaactagtctcgtcttctancacactctctcttcaactactacttatct 

attatctcgtattatatatctcatattattngatactatcattataattt 

aatataanaagtatccgttgtgcttctacgccgggcgtgccggnagcagc 

cgaggtactccgtctcagaggagggatgcaaatcttcgtgaagacactca 

ctggcaagaccatcacccttgaggtcgagcccagtgacactatcgagaac 

gtcaaagcaaagatccaagacaaggaaggcattcctcctgaccagcagag 

gttgatctttgccggaaagcagctggaagatgggcgcaccctgtctgact 

acaacatccagaaagagtctaccctgcacctggtgctccgtctcagaggt 

gggatck:agatctttgtgaagaccctgactggtaaga 

>Sequence 386 

cagtgtgggcccttttgaggtcgcggtcgcccgggcaggtactccctgat 

aaaggggaatttccatgccgtxjtacagggatgaccrgaagaaattgctag 

agaccgagtgtcctcagtatatcaggaaaaagggtgcagacgtxniggttc 

aaagagttggatatcaacactgatggtgcagttaacttccaggagtcctc 

attctggtgataaagatgggcgtggcagcccacaaaaaaagccatgaaga 

aagccacaaagagtagctgagttactgggcccagaggctggg cccctg ga 

catgtactctcagaatgtttgtcatatgcttcttgcaatgcatatttttt 

aatctcaaacgtttcaataaaaccatttttcagatataaagagaattact 

tcaaatcgagtaattcagaaaaactcaagatttaagttaaaaagtggttt 

ggacirgggaacaggactttatacctcttttactgtaacaagtacct 
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>Sequencc 387 

AACGAATGTGTCCGTAATTGATGTCCACTTCNCACCGN 

CCAGCCGAhfKITGATTCTTCAGTCCTNAGCGATGGAGCCCAGGGTCCCTT 

GTTATTGTCCCCnTrCTCTCTCAAATGCTTGGCTTGTTNTTCAAGAGAAC 

CTGTCTCGGTGGTCATTGCTCCATCGATTGGATCCAGTCCTTCTTCAAAN 

CATTGTTCAAGGCACTTTAANGCTAGCCTGAAANCGCTTGAATCCCTTGC 

TAATACTATTCCAGTGTGATCTGAGAGGGTGGTACCCTCTNGCCCGCCTC 

TANGAACTACNGTGGATCCCGCCNGAGGCTGCATTGGAATTCNGAATATC 

NANAGCTTATTNGAGTACCCCGGCNGACACCTCGACGGGNGCGGGCCTCC 

NGGTACTCCANGCTTATTNGTTACACCITATAAGTNGACTGAGTTTAACT 

TNGTCGCACCNTATAGGCNGTCANTACAATAGTGTCAATACGGCTTGTNT 

TGCCTCNGTTGTGAGAAGTTNGATTATCCTGCGTCAACTAATTGCCCACA 

ACATACAATACCGACGCCCCGCGCAGGCTATAANANGTCGTTAATAGCTC 

TGGTTGCTNGCGTNATCTCGAGGTGAGGCTAAACCTCAACAACTTAAATT 

TGCGGNTCGCGCGCTCAACTGGGCGTGCTCTAACACATGACAGGAGAAAC 

CCTCGTCGGTCGCCACACTTGGCGATTTAATTGAGATTCNGGCCCAACTG 

CTCGCCGGTGGAGAGAGCGCGGGTTNACACTATTTAGAGGCGCTTAGTTC 

TCGCTTTCCTTCGACTCAATNTACCTTCCCTTGCGCTTCAGGGCGTATCA 

CGCTTCGCGGCC AJ* GACCGTAJ^TC^ 

ATACCGCGTTATTTCAACANTATATCAGTGGGATAACCGCAAGTAAATAA 

CACTTTGAGCACAACAGGCCCGCACAAGGCCCCATACCCGGGAAAAGCGG 

CCCCTCCTTTGCTTGTTCTCTAAAGGTTCGCCCCCCTCTGCGCACGAATT 

AAAATATTCGCACCTCTAAGTACAAGGCG 

> Sequence 388 

CCGCGCTTTACACATTGAGTGCTCCTTTCCCCKNCCAGNCGAGNA 

CCCCAGGGAGAGATCAAAAATCATCACCAACCATAATATATCATGGACTA 

ACCCCTAAACCTTCTGCTTAATGAATTAACTACAAATAACGGGGCAAAGA 

GAGCCACAGCTAATACCCCCTAAACCACACTAGCTACCTAAGAACAGTAA 

AAGAGCACACTCTTCTATGTAGCAAAACTAATGCCAAGACTTATATCTAG 

AATCGACAAACCTACCTAGCCTGGTGATAGCTGTCTGTCCAAGAAAGAAT 

CTTACTTCAACTTTAAATTTGCCCACAGAACCCTTTAAATTCCCTCCTAA 

AATTAACTGATAGTCCAAAGACGAACAGCTCTTTGCACACTACGAAAAAA 

CCTTGTTAAGAAGAGTAAAAAATTTAACACCCCATAGTTTGCCCTAAAAC 

GCAGTCACTCATTTAACAuAAGCTGTTAAACCTAAACACCCACTTACCTAA 

AACAATCCCCAACCATATAACTGAACTTACTCACACCCAACATGGACCAG 

ATCTATTACCCCTAAAGAAAAAACTAATGCTAAGTATAAAGTAAACATGA 

AAACATTTCTCCTCCTCATAAGCCTGACTTCAGATTCAAACACCTGAACT 

GTCTTTTAACACCCCAATATCTTCCATCAACCACCAGGTCTTTATTACCC 

TACTGTCAACCCAACACAGCATGCTTCATAAGAAAGGTTAAAAAAAAGTT 

AAGGAACACTGCAAATCTTAACCCCCATTTTACCCAAACACTTACCTTTT 

ACCTTACCCAGTATTAGAAAGATCCTTCTTTCCCAAGAAAAATGTTTAAC 

GGGCCCTTAAAAACAACTGAATCCCCCGGCTTCAATAATTCAATACC 

>Scquence 389 

CGAGACTAGTGGCGCTCTTGGAGGTCGCGGTTGCTCACGCCTGTAATCTC 

AGCACTTTGGGAGGCTGAAGCAGGCGGATCACGAGGTCAGGAGTTTCAGA 

CCACCCTGGCCAACATGGTGAAACCCCCGTCTCTACTAAAGATACAAAAG 

TGGGTGTGGTGGCGGGCACCTGTAATCCCAGCTACTTGGGAGGCTGAGGA 

GAAGAATCGTTTGAACCTGGAGGCAGAGGTTGCAGCGAGCCAAGATCACG 

O^TTCMZACTCCAGCCTGGGTGACAGGGCAAGACTCT 

AAGAAAAAAGGAAAAAAGCClllCllGATGCTGTTCCCCAffi CTCCAC T 

AAAACGCCTGC II 11 CI 1 A ACTCCACACCGAACCAACCTGAAATATTTTG 

GCCCAGAATGCCAACAAGAATTGAAGAAAAGATGCTTTACAAAAATAACA 

ATATAAAAGCAAATTATATTATCCCTTTTATCTCCATTOT 

AAAAAAAAAT 

>Sequence 390 

CCCAATCTTTCTCCTCGCGAACGCGATCTCTCTGTACTTTATTTAATTTT 
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TCGCTTACGGTGCGATATTT 
>Sequence391 

TGThnTGTCTCTCTCCGAGGGCGGCCGAGGTACGCGGGATGGGATTTCTG 

ACCATTTGCCCTGCCTCTTGCAAAATAGGTCTAATGGCAGGATGGTGTCA 

TAATTAAGGCTACCAAGACTGCCCAT TGTTC CA GGCTG GGCAGTTCATAA 

TGGGGGCAGACAATAGTGCAAAAAAATTTTACATTTTATCTTTAGAGTGT 

CAGGGTCAAATTGATTTCCATGGTTGAGGATGTAGCCAAGTGTGGAATCA 

GGTGGAATAGGTGGAGAGTTGCCCATAGTGGTTTG GAAA AGAGAAGAGGA 

CTTTGAAAAGTGGAGGGCTCATTAGGTGACCCAAATTTTACCTGGGGCAT 

CCCCCCTTTAGGGCCCCAACTTAGTCTGTCAGACATCTCTGACCTTAGAT 

GGGTGCTGGCACCACTTTGGAATGGTTCCCTCCATCACTGAGGACCTGAC 

TTAAAGTTTTTCTATCTCACTTAAAACAACCCTTTAACGCTCTCAACTTA 

GGCAATAATAAATTCCTTTTCATGAATTCCCTTCAC CACCA TGCACCACA 

CAGACCACATGCCCGGACCCTCTGACTTGTGTAACCTTTTGTGCATAGCT 

AGGTGGGGTTTCTGGCCT 

>Sequence 392 

CTTATATTGCCTTATATTTTATTAATACTATATTTTTCTCACCGTTTTTT 
ATCCATAAATTTTCTTGTTATATATGGTTTTGAACACTCATATAATTTTA 
TTATNTTANTA-TTATGTTTGTAGCGATTGACTC^ 
>Sequence 393 

CCGGGCAGGTACAGGACACAGGCACTCCTTTGTCTGGTAGAGAGGAGGAG 

GGGAAATGGAGCTATTCCAGGATACAAGGGATGGCACTGAGGGATGCATA 

AGTCCCCTGCCTCCCTTGTCTCAACATGTTCTCCTCTGCCAGCCCAGTCA 

GCTTGGGGAGCTAGGTATCAGAAACCTGAAGGATCCAGCCCGCTTTGTCC 

TACTAGTGTCTATAAGTCTCTGTCCTGAGATCCTGGGGCTCCTCCTATTT 

CTAGAAGGGATGAGGTGCCATCAAAAATAACTTGGCTGGTGTAACAGTTT 

AGAGAAGGAAGTCACACCTGTAGCCTGGCTGGCAGGCAGGTGGACATGAG 

GCTGAGAAGGGAAGCCAGATGTCAGAACATACTAGGCTAGCATGCCTGCT 

>Sequence 394 

GGTGCGCTTACCGGGTGGCGGCCGAGGTACCAGGCTGGC GACA GGTGCTA 

CCAGGAGTGGGCTGAGGGGAGAAAAACTATCTCCCACTCTTTTGGCCCAG 

GCAATGTCAACGACTTCCACATTCCCTGGCCCACTGGCTGAGCAACCCCA 

GGTTCGGCTCTGTATAAGGACCCTCCCCTCCCAACCCCAACCCAGAGTGC 

AGTGCAAATCAACCAACAATTTACTGGTGGAATGGC AATCA AAGGAAACA 

GTTAAAC ACC AAACA ATTTCTTAAAGCCA AA A A ATATTTTTC ATGGAGTT 

GAACATTTTTCGAGTGTGHT n T 1 CAAGTGTAAAAGCAGTG ACATTTTG 

TTCAAACAGAAGCAGCATCTAGGAATTCTGGCACTTGGGTTCTAGGGGGT 

TACAGGTATGCATCATGGATTCTTCTCCCTCGTATTTAAAAAGA 

>Sequencc 395 

GGCGACCCTTATCTGGTGGCGGCCGAGTACTTCATTTACACTTAAGCTAG 

AGAGTTAGGATCTTAATTTATTTAAAGCCATAGATTCAGTTTAGCTTTAA 

CCTAGACAGAAAGTGAAAAGCATTTTACAAGTAGAAGAGGCAATGAGAAA 

TAAGGCAACAGATAATACGTCAAAGCTGGAACAAGGGCA GAATC AGAACG 

TGTCTGGCTATCAGCTTTGTTTTTGACTACTAAGGCCAACCITTTTATTC 

CTCTGGATGGTCTGCAGACCAAGTTCAGAATTTAGGCAAAAGGATTTCCA 

AATGGATCCCTATACATTTTCAGAAGATTCAGGTTGAGGAAGAAGCCACA 

GAGGGCTTGTGATGAACCCAAAGGAATCTTTAAAGAAAGGGGTTCTCAAA 

ATGCATTGGCCAGGTAGATTTGGTTAACTTGGCAGGGAAAACTTGTCCTG 

GGGAGC 

> Sequence 396 

TACGGAGCCCGGGGAGCCATAAAAAGTGTTAAAAGGCCTGGGGGGTGCCC 

TTAATGGAGTGGAGGCCTAAACCTCCACAATTTAAATTGGCGTTTTGCGG 

CTCAACTGGCCNCGGCnTTTCCCAGTACGGGGGAAAAACCTGGTCCGTG 

> Sequence 397 

CTCTTAGTGGAGGGGTTAAATTGGCGCCGCCTTGGGCGTAAATCAATGGG 
TCCAATAGCCTGGTTTTCCCTGTGGTGGAAAATTGGTTTATCCCGCCTCA 
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CAAATTTGCCACCACAA^ACCATTACCGAGGCCCGGGGAGGCATTAAAAGG 

TGTTAAAAGCCCTGGGGGGTGCCCCTAAATGGAGGTGGAGCC TAAACC TG 

CACCATTTAAATTTGCCGTTTTGGCGGCTTCAACTTGGCCCCGCTTTTTC 

CCAGGTCGGGGAAAAAACCCTGGTCGGTG 

>Sequence 398 

GGGACCACTCACCGGGCGGCGGCCGAGGTACAAAATTTAGAGGTTTCCCC 

TTTATCAACAAGAGACCCAGGTGCCAGCATGTTACTACCAGATCCAGTTC 

TTCTTAGGACAGTGTGGCTCAAAGGGATGAGACCTTCCAGACACTGGTAT 

CTGAGCATCTGGGCCTGCCCCTGAGTTGTCAAGAAATTTCTTATCTCTGA 

AGGAGTCCAGACAGGAATGCTTCCACTGCTGGGTGGGTGCTCGCCCCTCT 

TGCTCCTTAAGCGCCCGGCTCACCCCCTTGCTAGCACAGGGTGTCTTACA 

CAGTTTATGGGACTTTTCTGTGAACTACCTGAGGGCAAGAACCATGTCCC 

ACTCCCTGCTTGCTCCTCAAATATTTTATAGGAAAGCAGTCCACAGTCTC 

ACACAGAGGAAACATGAAGTTTAAGTTCTAGCCCTATGA 

>Sequence 399 

GCCTCCTTCGCCTTCTATCTCCCTTCGTATTTATTCTGAATCTGCTCAGA 

TACTCATCTCTTCTTCTTATACGTATTCTATTATTTCGTTTCACGCTCAT 

AGTGTATNACTCnTTTTAATAAAATAATATATGGGTTC 

GtCGAGTACTCGGGGAGXG AGGAAA^GAACACAGATCTCUCA' 1 UU i I uAG 

ATTTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAAT 

TATAATTCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCC 

CACAGCGTCTCATGTCTGCCAGCAATAGCAATGAGTTACTTCTTAATCTT 

AATAATGGTCAACTTTTGCCACTACAACTTCAGGGCCCACTTAATTCATG 

GATTCCACCTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTCAAATTC 

CAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACC AGTT TGCTGGACTG 

CTCCCAAATCAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAAGGAG 

CCCAGGCAGGCCAAGGTGATCCCTTAACGTTTTAAAACACCCGCTAAGAC 

ACAACCAGGCCCCAATCACGTGAAGCCCTATGTATTCTCCTTCAAAAAGC 

CTAAAGAGGCAGGACAGATGTTTAAATACTATTCCAGTTACATGGGCCTA 

CCCTGGGAACCCCCTCAGAAACAGGTTCCAGGGCACCTTAACCAAACAGA 

ACGGTATCTGTTTGGGGAGCCCATTCCATTTTTGCTTAAACG 

>Sequence 400 

TGTGTATTGCCGAGGTACAGACAGTGCTTGATGTTCATAAAAAATACAAT 

GCCCTGGTAATGTCTGCATTCAACAATGACGCTGGCTTTGTGGCTGCTCT 

TGATAAGGCTTGTGGTCGCTTCATAAACAACAACGCGGTTACCAAGATGG 

CCCAATCATCCAGTAAATCCCCTGAGTTGCTGGCTCGATACTGTGACTCC 

TTGTTGAAGAAAAGTTCCAAGAACCCAGAGGAGGCAGAACTAGAAGACAC 

ACTCAATCAAGTGATGGTTGTCTTCAAGTACCTGCCCGGGCGGTCGAGCG 

GCCGCCCGGGCAGGTACGCGGGGGCTAACCAGGCCAGTGACAGAAATGGA 

TTCGAAATACCAGTGTGTGAAGCTGAATGATGGTCACTTCATGCCTGTCC 

TGGGATTTGGCACCTATGCGCCTGCAGAGGTTCCTAAAAGTAAAGCTCTA 

GAGGCCGTCAAATTGGCAATAGAAGCCGGGCTCCACCATATTGAGTGTGC 

CCATGTTTACAATAATGAGGAGCAGGTTGGAACTGGCCATCCAAACCAAG 

ATTGGAAATTGGCATTTTGAAGAGGGAAGACCTTAATTTCCATTCAGAGG 

CrTGGGCCCAAATCCATTCTACCCCGGGTGTTTTCACCCGCCCTTGAAGG 

GGGCCTCAAAAATATTTCATTATGCCATG 

> Sequence 401 

GGTCGATCGGCGGTGGCGGCCGGTTGACCTTGTATGTCACGAGCAATTAG 

GAGAGTCAGAGGATGAAATAGATGAACCCGAGGA3jGCAGTTAATCACCAA 

CATCAACTACTAGCCAGACGGGATGAACCACAGCGTCACACAATACAGTG 

TTCCTGTTGTAAGTGTAACAACACACTGCAGCTGGTAGTAGAAGCCTCAC 

GGGATACTCTGCGACAACTACAGCAGCTGTTTATGGACTCACTAGGATTT 

GTGTGTCCGTGGTGTGCAACTGCAAACCAGTAACCTGCTATGGCCAATTG 

TGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCAAACTCCTG 

GGCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAGGATTACGGGA 

GTGAGCCACCGCACCCAGCCAGAAAAACGTTTCAAATATTGGAAAACCTT 
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ACITTTTTCAATGAGCATTTTTGCATC 

I l ' l ll ' l ' I ' l CTTTTAAACTTCCAACAGGAAGGGTCGGAATTTATCAAG ACA 
TTACATAGGAGTTAGCKjCACAGCCACGGGTGGTGGTGGGGAGGACATTTT 
CCAGCCTTATTAACAGGGTTTATTATAAACAGGGTGGGCCCACTACTTGT 
CTAACCTAATTCCAGGTCAAGATGTGT 

> Sequence 402 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACATATCC 

TCTGTGGGAAAAACTGCTCTCAGAGTGTGCACTCTCCCCACAAGCCAGCG 

CTCAAACTGGAAAAAGTATCTCAATGTCCTGAATGTGGGAAAACCTTTAG 

CCGAAGTTCTTATCTTGTTCGGCATCAAAGAATCCACACAGGCGAGAAGC 

CTCACAAGTGCAGTGAGTGCGGGAAGGGCTTTAGTGAGCGCTCCAACCTG 

ACTGCCCACCTACGAACTCACACAGGGGAGAGGCCCTATCAGTGTGGGCA 

ATGTGGGAAAAGCTTCAACCAGAGTTCCAGCCTCATTGTCCACCAGAGGA 

CCCATACCGGGGAAAAGCCTTACCAGTGCATTGTCTGTGGAAAGAGATTC 

AACAACAGTTCCCAGTTCAGTGCTCACCGGCG 

>Sequence 403 

AGGTACCAAATTAAGTATTAAAATGAGGATTGAACTGGGGCAAACAGGTT 

ATTGTGAAAACAGTCAATATGTAAGCTCCTTCAAGGGAAATCAACTACTG 

TTCCTCAAGATTAGAAGATGTeCAGAGTGTTTGGA-TTAGGTGGGTAAAGG 

AGGAAACACCCATTAATTTTCCCTTATGGAATCAATATGGAGTGGAAATA 

TGAAATGAGGAGATGTTTTAGAAAGCAGGACATATCTACCTACCATTACT 

GGAATTAAAATGTATCCTCTGGGCCCACTCCATTGATTCCGATCTGAGGT 

GAGGAGGACTAAAAGCAGCAGCAGGTTACAGAAAGACTGAATAAGATGAA 

AGTATGCTACGTATGTCTAGCTGGGGAAGGGGGGATCTGGAAAAAA 

>Sequence 404 

TGGGGTGAGGTTTGATNCAGGGTCCGCCGCCCGGGCAGGTACGGACGCCC 

AGGGATCCGCGCCGAAGCTAGCACGCAGCCTACCCAACAGTCTACACAGC 

CGACCAAAGCCCCCGCGTACCCAGAGGAGTCGCTGGTGAGTGGGAGCTCA 

ACCCTGTTCAGTGCTCTGCTCATCAAGTGTCTGGAGAAGGAGGTTGCGGC 

ATTGTGCAGATACACACCCCGCAGGAACATCCCTCCTTATTTTGTGGCTT 

TGGTGCCACAGGAAGAAGAGTTGGATGACCAGAAAATTCAGGTGACTTCT 

CCAGGCTTCCAACTGGTCTTTTTACCCTTTGCTGGTGATAAAAGGAAGAT 

GCCTTTTTCTGAAAAAATTATGGCCCCTCCAAAACCAGGGGGCCATGAAG 

AAGTGTTTTTTAAGAAAATGCTTrTGCTTAACAATACAGAAGGTGCCAT^ 

TTTAAAAATCCCCCITGTCTGCATTAACCATTTTAGGAACTTGGAGGCCT 

TTGGCCCITGTATTTTTATGGGACCCGGAACATAGCAGGGTTCCTAACTT 

TCCCCAAGTGTGAAGCTTTGAATAAATGCCCGGGCCTCTCTGGGTGGTAA 

TTATAAGGGTTGTTGTTTCCCCCCAAAAATTAATTTTTTGGAGGGTAATC 

T 

>Sequence 405 

GGGCGTGTGTAGATCCCACTCCGCGGTGGCGGCCGAGGTACGCGGGGGGC 

GGCGGCGGAGAGAGCTGGCTCAGGGCGTCCGCTAGGCTCGGACGACCTGC 

TGAGCCrCCCAAACCGCTTCCATAAGGCTTTGCCTTTCCAACTTCAGCTA 

CAGTGTTAGCTAAGTTTGGAAAGAAGGAAAAAAGAAAATCCCTGGGCCCC 

1 Tl TCI 1 1 1 G TTCTTTGGCAAAGTCGTCGTTGTAGTCITTTTGGCCAAGG 

CTGTTGTGTTTTTAGAGGTGCrATCrCCAGTTCCTTGCACTCCTGTTAAC 

AAGCACCTCAGCGAGAGCAGCAGCAGCGATAGCAGCCGCAGAAGAGCCAG 

CXjGGGTCGGCTAGTGTCATGACCAGGGCGGGAGATCACAACCGCCAGAGA 

GGATGCTGTGGATCCTTGGCCGACTAOCT G^CT CTGCAAAATT CCITCT 

CTACCTTGGTCATTCTCre^ 

CGGTGTCTGTGTTTCrGGTAGAGCTCTATGGAAACAGCCTCCTTTGACAG 
CAGTCTACGGCCTGGTGGTGGCAGGGTCTGTTCTGGTCGCGGGAGGCATC 
ATCGGTGACTGGGTGGACCAAGATGGTA 

> Sequence 406 

TGAAATTGTTGTCCTGNGATTACCTCCCCGCGGTGGCGGCCGAGGTACAG 
TTCACAGTGCTTGATGATAATAAATGGTTATTTTACTGGTTCATGTATTT 
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ACTATATCATACITTTTTTCATTAGAGTGTGCTCCTTCTACTTATGTAAA 

AAAAAAGTTACCTCAGGGAGGTCCTTCCTGAGGTCTTCCAGCACACGGCA 

TTGTTATCATAGAAAATGACAGCTCCATGTGTGTTACTGGCCA TTAC CAC 

CTTCCAGTGGGAAGGATGTGGAGGTGGAAAGCATACTGATGATTTTGTCC 

CCGTGGAGGCCTAAGCTAATGTGTGTGTTTGTGTCTTAGCTTTCAACAAA 

AAAAAGTTTAAAAAGCAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequencc 407 

TGGGGCGTTGGCCCTCTCCGCGTGGCGGCCGGTGTGCTCATCGTAGCCTC 
GGG 

>Scquence 408 

GTACCTCCACTGGCTGAAGTCTCTACATA GCTCTCA GGAACCTTCGGAAA 

GGCATCCAACTCTTTTACCAAACTTAAAGTTTTTTTCCGATTCAGTCGCC 

TCATCTTCAGGAAAACCTTCCTCTTCCTTCATATAGTCATGCTTGTGTTA 

TGGTCCCAGCCTACCGCCATGTTTTACAGAAGCCCGGGTCGCCGGGGCTC 

CCGCGTACCTGCCCGGGCGGCCGCTCGAGGCAGGTACTGAATGACACATT 

ACCTCCACACTCTCCCGGACTAGGTGGTCAACAGGGCCACAGGGTTGCTT 

TCTGTCTTTGGTGGGGCAGGGGAGTTGACAGGGATGAGGGTCCAAGGAAT 

TAGCATGAATGACAAGATAACAAGGGAAAGAGTTAACCCTGTCACATAGT 

AGGTTAAClTTT^ 

GCTGAGCCAGATCACGGGAACCTGGGAGCTTTTACTGTGATTCCTCATGT 

AAAAAATTAACAACAATGTCAACTGGGTTGGATGATTTGTTAAGGCCTTT 

TAGATTACrTTTAATAACATTTTCCCGAAAAAAAAAAAAAAA AATA GTAC 

TGGCCGTTTAAACTGGGGTCCCCCGCCTGGGGTTTCTTTCAACTTTTCTT 

CCCGACTGGG 

>Sequence 409 

CCACTCGCTTCATCTATTTCTATTTATCCATATACTCTGTTGTT CTTG GC 

GCTATATATTTGTGTATTA ACTACTl'l ' I ' 1 ' I'l ' 1 ' 1 CTTC CCACTA AT TTTGT 

GATCTACCTAATATTTTCTTCACAATCTNTTTCTATA' rrri ,, ri'lT C GNAA 

TTTATTTTTCCTC ATCCGGTGGCGGCCG AGC ACCTN A I TTTTT1 TATTTT 

GCTTTTTTTTCGCGGGAGTTAAATAAAATAAGCATGTCTTCATCCTTTAT 

TCCTAAACATTTACTTATGACAAATGTAACGACTGACAGAAATTTGAAAA 

ATACCAGACACTTCTTAAATGATTTCCCTTGGTTCA AAATT TACCCCTTC 

TTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTC 11 III AGTTTGAA 

CTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGACGGGTATTAA 

AAAAAAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCT GGCTT CG 

GAAAGTGGTTGGCTCACCCCGCGTACTGTCCCGGGGTTATATTATTTTAT 

TAATTTTTC CiTl ' l 1 1 1 CTTCTGTCCTGC ATGGTTTCTT CTTTT TTCTTC 

TATTTTCCCCCTTTCTACATAAAATTCCACTTTTTCAAATTTTCCCCATC 

TTGCCTTATTTTGTTTAGTTTTCTCCTTTGTTTCCACTCTTGGTT 

TTTTTT ATTTTTC ATTGTCCTTCTTTCC AC A AGTTCTAGCCTAT 

CCC AGGTTTTTAAAGGGTTTTTTCCTAAC Hill CC ACTCGGTTATTC AA 

TT 

>Scqucncc4lO 

TGTACTGATGCGTGGGCCGCCX:GGGCAGGTACTGTG CAGTAG TAACCATA 

ATTCTAAATGAGGATTATGGATTTTTCTGGAAGATTCnT TTrTCCT 

AACATGATGAGAAATGTTTAGGAGAGGGGACATAGCCATTTTTGTATGAA 

GACCAATTCAAGAAAAAAATATATGTATGTGTGTGGGTGTATATGTGTGT 

ATATATGTATATATGTGTGTTATGTCATACGCCNATGTATGTTTATATAT 

GTGGTTATACACACGCACGCACACACTGA€A€ACGCATGCACACATGCAC 

GCACAACTTCACTXTTATATTTATrCTCTGCCITCCCT 

CAGAACCTCTTGTAGATACCACATCCGGGGGTGCTCATGTCCCCTCTGCC 

AATAGCTTAGTCCGGCTGGGCATCGTGGCTCACATTTGTAAACCGCACAC 

TTTGCGCAGCCCAAGCCGGCCGACCACTTGATGTCAAGAGTTTGGGACCA 

TCCTGGCCACATTTGTTAAACCAlM'riI'li - iCirAACCrACAAAATATTT 

GCGCATGGGGGACCGCCCCTATCAAATTCACTACTAATGAGGCCCGCGCA 

CGAGAATGGTTGAACCCGGGATGGGGAGGTTCAGGGGCCCTATAGCATGC 
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CCATTTCTCCAAGGGGGG 
>Sequence 4 1 1 

TGTAGATCGTGCGGCGGGTACGCGGGGTGCTGGGATTACAGGCACGAGCC 

AGTGCGCCCAGCTGCCTGTGTTTCTTTTATTAGCTGATCTGGACTGAGGG 

GCTCCTTGAGCAGATGCTGTATTATCKjGGATAAGCCACACACTTTCTGAA 

CTGGCCCGGTCAGGGGGGACATAACCATTTCCTGTGCCACCCCATCAGTA 

CCCACCTATTGTGAGCGAAGGCTCCTCCCCTGCTTGAGTAATGGCCACAG 

ATCTTGGCTCGGCACTCCTAAGCTGCATGATGAATTCCTGGGACAACAAG 

ACTGGCTCGTGGTTCCATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCA 

CTAGGAGATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAA 

GTCTGACTCTAAAGAAGATGAAAATCTAGTAATTAATGAAGTCATAAATT 

CTCCCAAAGGGAAAAAACGCAAGGTAGAACATCAGACAGCTTGTGCTTGT 

AGTTCCTAACCACGCAAGGATCTGAAAAGTGTCCTCAGAAGACTACTAGA 

AGAGACGAAACGAAACCTGTGCCTCGAGCGGTCCGCCTGGCAGGTACAAG 

TTGTAGTAAAACAAAGCTTAAAGTTTTTTCATCTTTCTACAGCAAATGGT 

CAGTTATTTATAAACCT 

>Sequence 4 1 2 

GTTGATGGCGCGCCGGCAGGTACTAGAGTTTTCAAGTATGTTCTAAGCAC 

AGAAGTTTCTAAATGGGGCCAAAATTCAGACTTGAGTATGTTCTTTGAAT 

ACCTTAAGAAGTTACAATTAGCCGGGCATGGTGGCCCGTC 

CAGCTACTTGAGAGGCTGAGGCAGGAGAATCACTTCAACCCAGGAGGTGG 

AGGTTACAGTGAGCAGAGATCGTGCCACTGCACTCCAGCCTG GGTG ACAA 

GAGAGACTTGTCTCCAAAAAAAAAGTTACACCTAGGTGTGAATTTTGGCA 

CAAAGGAGTGACAAACTTATAGTTAAAAGCTGAATAACTTCAGTGTGGTA 

TAAAACGTGGTTTTTAGGCTATGTTTGTGATTGCTGAAAAGAATTCTAGT 

TTACCTCAAAATCCTTCTCTTTCCCCAAATTAAGTGCCTGGCCAGCTGTC 

ATAAATTACATATTCCTTTTGGTTTTTTTAAAGGTTACATGTTCAAGAGT 

GAAAATAGATGTTCTGGTTGAAGGCTACATGCCGGATCTGGTAATGAACC 

TTGTAATGCTGTATTTGCTTCACGGCTTACTATAAATGTTACTTAATACA 

TATCAACTTATTACAATTTACTATAGAGGGTATAAGTAAATTAATCTCTA 

TTT 

>Sequence4l3 

TGGATGTGTGGGCCGAGGTACCTAGTCTATATGAGTTTGATGCTTACAGT 

CAAGGCTATTAGCAAATATTCAGGAAAAGTAAAGCCTAAAGAAGAAAAGA 

GGGAATGAATAGTTTGTCTAGAGATAATAAAAGGAAGGTGAATTTTTAAA 

AAGACAAAAATAAGGCTAGAAAAGACTGAGTGGAGAAAGCCTACAGAATT 

TCAGAAAGCTAAAGAAATTGGAAATTAGATTGAATATAGATAGAAATGGG 

AGGACAATGCAGCCAATGAAAGACTGTGGGGACTAATAAAGGGAGAGCCC 

TGTGGTTTGGAAAGTGTCCCTTAATCAGCCTGCAGTGCTGCAAAACAGAA 

ACCCAGAGAGGGTGCTTGAGAATATACAAGAACCCTTGCGGTGGTGACTG 

AACAAAACGCAGCCAGGGATTTCATCAGAAGCATAATCCATTCATGGCAC 

CAGTCTGGCAGTGCTGGGGAGCTGGTAAGATACACACAGGCCCAGTGTCC 

AGTCTTGATTTGATATGCTGGTATTTTGGTTCTGTGGTATTCTTTTATCA 

AGGACTAAGGGTTCCCATGTGCCTTCGAGGGCATATTNTTTCCACCGACA 

CGTCGGGGTCTAGGCCTACGGTGGCTTTAACCTACTTCTACCCCACAACT 

T 

>Sequencc414 

TGGAGATCTCCATCGGGGGCGGCAGGTACGCGGGATCCAAGATGAAGTGC 

AGAGAAAATAAAGAATCC AAAGTCATAGTCATG AGGACAGAATAAAGACA 

TTTTATGCClTIiTGTTTTGTTT^ 

CTCTCTATATTGCCCAGGCAGGTCTTGAACTCCTGGGCTCATACTGTCCT 
CCTGCTTCTGCCTCCCTAAGAGCTGGGATTACAGATGTGAGCCACCATGC 
CCGGCCAGAATAAA GACATTTTAAAACTAA A AAAAAAAAAAA AAAGAGTT 
TGCTTTGCATTAATCrri l'I l I"lCl i ri 1 I I lCG l I I I iA I I 1 1 1 1 AGTT 
TTTA l ' irri ' 1 ' 1 ' 1 G AG ACGG AGTCTC ACTCTGTC ACCC AGGCTGG AG AGC A 
ATGGCATGGTCTCGGCTCACCGCAACCTCTGCCTCCTGGGTTCAAGTGAT 
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TATCCTGCCTCAGCCTCCTAAGTAGCTGGGATTACAAGGTGTGAGCCACC 
ACGCCTGGCCAGAATAAAGACATTTTAAAACTATAAGAAATAAAATAAAA 
TANTTGTAAACTAACTCAAATTTTAAAAAAAAAAAAAAAAAAGCCCC 
>Sequence 415 

CTTGAACTTGTTTTGTCTGCTTCCGCTAGCGGATTTAGTTAACTC AAAGC 

TGTAATTCCGGTATCTCAAAATAATGTGATTACCCCGGAATTACCTTTTT 

TCAATGGTCTCTAAAATGCCATAACCTTATAAGGGCCGGTTGATTACGCT 

TTCATATAGTTGGCCCCCTGCCAGTCTATAAAAAAGT 

>Sequence416 

TGGTGATCGAGACCTCACCGCGGTGGCGGCCGAGGTACGCGGGGCTGCGG 

AGGACCGTGGGCAGCCAGGGTCGGTGAAGGATCCCAAAATGGCTGGGCGA 

AAACTTGCTCTAAAAACCATTGACTGGGTAGCTTTTGCAGAGATCATACC 

CCAGAACCAAAAGGCCATTGCTAGTTCCCTGAAATCCTGGAATGAGACCC 

TCACCTCCAGGTTGGCTGCTTTACCTGAGAATCCACCAGCTATCGACTGG 

GCTTACTACAAGGCCAATGTGGCCAAGGCTGGCTTGGTGGATGACTTTGA 

GAAGAAGTTTAATGCGCTGAAGGTTCCCGTGCCAGAGGATAAATATACTG 

CCCAGGTGGATGCCGAAGAAAAAGAAGATGTGAAATCTTGTGCTGAGTGG 

GTGTCTCTCTCAAAGGCCAGGATTGTAGAATATGAGAAAGAGATGGAGAA 

G ATG A A G AA CTTA ATTG GATTTG ATG AG ATG AGGATTG AGG AGTTG A ATG 

AAGCCTTTCCAGAAACCAAATTAGACAGAAAAAGTATTCCTATTGGCCTT 

ACCAACCATTGAGAATTATAAATTGAGTCCAGAAGAGCTTGGCCTTGTAT 

ACACATCTGACTTAAAATATATTTTCAAAAAGAAAAAAAAAAAAAGTCCT 

GCCGGCGCC 

>Sequence 4 1 7 

TGAANTTGATGCTCTCCGTCTGCGCGGCGGCGGACCTTTTTTTTTTTTTT 

TTTTTTTTTTTTGAGAGGGAGTTTTGCTCTITTTTGCCCGGGCTGGAGTGC 

AATGGCACGATCTCGGGTCACTGCCACCTCTGCCTCCTGGGTTCAAGTGA 

TTCTCCTGCCTTAGCCTCTTGGGTAGCTGGGATTACAGGCGCCCACCACC 

ATGCCTGCCCAATTTTGTATTTTTAGTAGAGATGTGGTTTCACCATGTTG 

GTCAGACTGGTCTCGAACTCCTGACCTCAAGTGATCCACCCGCCTTGGCC 

TCCCAAAGTGTTGGGATTACAGGTGTAAGCCACCGTGCCCGGCCATCAGT 

TGTATTTCTATATAGTAGCCATGAACAATCAAAATGAGATTAAGAAAATG 

CCCTTTTTAATTGGTTTTAAAAGAATAAAATTTTAATGATT AAATTT AAA 

CC AAG AAGGGCC A AACCCTTTCCCTTG AATATTAC AAACTC 111 i iGAAG 

GAATTCAAGGAAGTTGAAAGCCCCTTCCTGTTTTCGGGTTTTGAAAATAT 

TTTT rn'AGGGGGGGCTCITCCCAAAAAATTTTCTAAGG TGGGGGG CCTT 

TCTAAAACA'i"llU'l'lTlU4U414U4AAAAAAAAAAGTTTAl'rr rri'rG GT 

AGGGGGGGGGCCAAATCTTAAAATTTTAAAAAACCCCTCTTCTTTTC 

>Sequence 4 I 8 

GCTGTGATGCAATCCNACTCACCGGGTGGCGGCCGAGGTACGCGGGATTT 

TGAATGAATTCTCAACAAAATGTGCTAGCCACTGGGGACGCAAAACAAGT 

AAGATCCCTGTTGCAAGAAATTCATTTTATAGTGAGGGAGGTTGGCATGG 

AGACTAAAATTCTCAGGAAAATGAGATCCGTGTTAGATAGAATCCTGATG 

TGAAATGGGAGGACTCAGGAAGGAGGATCGTCTTTACCTGAGGATTTCTA 

GCCAGAGGTCCCAGATGCCTGGGCTGAGAACCCAGCGATAAGGGGGCGTT 

CCCAAAGCAGACACAGGGATAAGAACAGAGGAGGCAGCAGCATTGCACAG 

CCCCAGGCACAGTGGCAGTTAGGATGGCTGGAGAGTAGGATAGTTCTATG 

GGTTGCCCAAAAAATGTGATGTGCTTCATGTTTTCTCTGACTCATG 

TGGTAGAGACCATAGACATGATAT^^CTAACTTGCCCATT TTTCA CAAG 

AGGAAACCATGCTTATGACITACCTTAAAGTTTTTTC 

GAAACCATGTGCTTCATGAAACCTACAGTTGACAAGGGAATGTACCTTGC 

CCGGC 

>Sequence419 

AGGTACAGTATATTGACCTTAAAAATCAGTAAAGCAGTCATGGAAATAAC 
AGGTCGTGTATTATTCATGGGCACAAACTGACTCATGGCTGGGGAAGAAG 
CAGCCACCTTAGACCAGATGGACAAGCCAGATACTGCAGAGAAGTTTCTG 
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ggcttttngggagactctagattcaattctgtaaagttatgatgcagttt 

tctccttccrctcctctcacctcctctgagcacagctttcaacaaaaact 

ttgcataccccgcgtacctgcccgggcggccgctcgaggtacttctctga 

ck:attggcctctggctgggattatgcttcaacagtcttgaaatgaggtcc 

ctggctccctctgttacaaagtcagggaatgtgaattcaacccgtgatat 

tcttttgtaggtctcttggtatgtgtttgcctcaaaaggaggcttcccaa 

ctaaaaattcatagcaaagaactccaaggctccagagatccaccttctca 

tcatgcatgcgaccttcaatcatttcagggggcaggtagtccagggtgcc 

acagagagtggtcctgctggaagaggagcatgtacct 

>Sequencc 420 

NCCCGATGCGNCTTACTTGAGGCGCCCGAGGTACGCGGTGGTCGGCGCCA 
TTTTGTCTCGGCAGCGGTGGCCGTAGCTCCATCGCATTTTATGTTTCTGG 
CGAGAAGGGAACGGAGTTTTCATCAGGTAGATTGGTTTTTGT 
>Sequence 42 1 

GAGGGGATCATCCGACCGGGGGGGGCCGCCGCCTGCCCTGAAAGACCTCC 

TGCTGGAAGACCTCCAGGATGGAGAAGTGAGGCTGGGTGGCTCCCTGCGA 

GGGGCATTCAGCAACAATGAGAGAATTAAAAACTTCTTCAGAGTCAGTTT 

CAAAAATGGATCCCAAAGTCAGACCCACTCGCTACAAGCCAATGACACTT 

TCAACAAACAGCAGTGGCTTAACTGTATTCGTCAAGCCAAAGAAACAGTT 

TTGTGTGCTGCCGGGCAAGCTGGGGTGCTTGACTCCGAGGGATCGTTCCT 

AAATCCCACCACCGGGAGCAGAGAGCTACAGGGAGAAACAAAACTTGAGC 

AGATGGACCAATCGGACAGTGAGTCAGACTGTAGTATGGACACGAGTGAG 

GTCAGCCTCGACTGTGAGCGCATGGAACAGACAGACTCTTTCTGTGGAAA 

CAGCAGGCACGGTGAAAGTAACGTCTGACAGAAGCATGTGCACTTCGGGA 

AGCAGGCCTGCATCTTACCTGTACCTTGCCG 

>Sequencc 422 

GGGCTATGTGC ANTNl TTTT i'G A ANNCCN ANCTTACCGCGGTGGCGGCCG 

CCCGGGCAGGTACGCGGGAACTGGGGAATTCTGGCCCTACGTGCATTCAC 

AGGCAATGATGGGTTTGTGTGTATGGTGTCATGAGATCCTCTACCTCATA 

ACAAAAGGACAGTGGGTAGACTAAGGCAGTAGCTCAAAGGGCTTTGCAAA 

ATTTAATATATTAAAACAAGAGGCATCTGCTAGAAAACATTCTATTGTAT 

ACATACTGAAAACCCTATAAGGTCCTGGATAATTTTTGTTTGATTATTCA 

TTGAAGAAACATTTATTTTCCAA 

>Sequence 423 

TTTGGANTNGCCACTCCACCGCGGTGGCGGCCGAG 

GTACGCGGGAGAAGGAGATTACCTCAACATAAGAACCGTATGTGAAAAGC 

CCACAGCTAACATCATACTCAATGGTGAAAGACTGAAAGCTTTTCCCCTA 

AGCTCATGAAGAAGACAAGGAGGCTTGGTTTTGTGGCTTCTATTTAACAT 

GNGTAATGGAAGTTCTAGCCAAAGGAAGTAAGCAAAAAAAAAAATCGAAA 

TTAG ACAGGGGG AAGTAAAATTATC ITTn GCAG ATG ATATG ACTTATAT 

GTATTATAOAAAACCCTGGGCCAGGTGCAATGGCTCTTGGCTGTAATCCT 

AGCACTNTGGGAGGCCGAGGTGGGTAGATTGCCTGAGCTCAGAAGTTTGA 

GACCAGCCTGGGCAACACGGTGAAACCCCGCCTCTACTAAAATACCAAAA 

AAAAAAAAAAAAAATTAGCCGGGCGTGGCGCATGCTAAGGCAGGAGAATT 

GCGTGAATCnXKKjAGGTGGAGGTTGCAATGAGCTTGAAACTTGCCACTGC 

ACTCCAGCCCTGGGGGACAGAGCAAGACTCTGTCTCCAAAAAAAAAAAAC 

GGAGAGAGAACCXTCAAGATTACGCACACACACACAGAGCCCCTGCTTGA 

ATAATAAATGAGGTCAGCCAAGAAGTTCCGGCATATACAATCAACAGGCA 

AAAATCCCTTGTTTCTTAGCCCTC^CATTAAAATTThm 

GGATACCGGTTCATTTTTATTGCATTCAAAAAAAAAAAAAAAAAAAAAAA 

GAACTTGCCCGGC 

>Sequence424 

TGAATGATGANGTCNCTTCCGCGGTGGCGGCCGAGGTACTGCCGTAGCCG 
CTCCTCCCGCAGCTGTGCCGCCTCCTTGTCCTCCTCCTCATTGTCACTGC 
CAAACAGGTCAATGTCATCATCCTCGTCATCCTCTGCTGGTGTGGCTGGC 
TTCCAAGCTGGTGCCCGTGGGCTACGGTATCCGGAAGCTACAGATTCAGT 
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GTGTGGTGGAGGACGACAAGGTGGGGACAGACTTGCTGGAGGAGGAGATC 
ACCAAGTTTGAGGAGCACGTGCAGAGTGTCGATATCGCAGCTTTCAACAA 
GATCTGAAGCCTGAGTGTGGGTACCTGCCCG 
>Sequence 425 

TGGATGATGAAGTCCTCACCGCGGTGGCGGCCGAGGTACTAAGTGGTTTA 

AGGATGGAAAAGAGCTAACAAGTGACAACAAATACAAAATAAGCTTCTTC 

AACAAAGTATCCGGCCTTAAGATCATCAATGTAGCGCCGAGTGACAGTGG 

GGTATACAGTTTTGAGGTGCAGAACCCTGTTGGCAA AGAC AGCTGCACAG 

CTTCATTGCAGGTTTCAGGTTGGTTGATTTCTTGGGCTTTTCCTTCATCA 

TTATAATAATGTAGTTCCTGATTTTCATAAATGTATATGGGTTGTTACAT 

cttctataggataacatgagtccgacatcttctgaatcagcaaattcaga 

ggcaataccatctcaagaagccaccattgagaccacagccattagctcat 

ccatggtcatcaagaactgccagaggagccatcaaggcgtctattctctt 

aaaatgagaggcaggactggctagggtgatgcctaaagatgattcccagg 

cttgacatgctggtattcttacatatctattcgtggctgtataatctgtg 

cgatgaaaattccaaAat:cgagacaggaattcgcacttgttaaagtggaa 

gcjccaagcctgagatccaattgg 

> Sequence 426 

GAATGCrGAAGCCCXCTCCGCGGXGGCCGGCCGCCCG 

TGTGGGAAAGCCTTTTGCCAGAAACCACACCTGACCAACCATCAGCGAAC 

ACATACAGGAGAAAAACCCTATGAATGTAAGCAATGTGGAAAAACATTCT 

GTGTGAAGTCAAACCTCACTGAACATCAGAGAACACACACAGGGGAGAAG 

CCCTATGAATGTAATGCATGTGGGAAATCCTTCTGCCACAGATCAGCCCT 

CACTGTGCATCAGAGAAGACACACAGGGGAGAAACCTTTTGGATGTAATG 

AATGTGGGAAAACCTTCCGTCAGAAGTCGGCCCTAATTGTTCACCAGAGA 

ACTCATATAAGACAGAAACCCTATGGATGTAATCAATGTGGAAAATCATT 

CTGTGTGAAGTCAAAACTCATTGCACATCATAGAACACACACAGGGGAGA 

AACCCTATGAATGTAATGGTTGTGGAAAATCATTCTATGTTAAGTCAAAA 

CTAACTGTACCT 

>Sequence 427 

GAAATGATTANTGCCTGACCGCGGTGGCGGCCGAGGTACCTTACTTAGCA 

GAGCACTTTGCAAACATATTACTTATTAGCAGAGCTCTTTGTAGACCTTC 

CACATCTGGCTGTCAGATCTTAAGGTTGTGAATTTAGGCTCCAGTTATAT 

TCACTGGAGAGCATAATCCCACACGGGTTATTTATAAA TACAG AGCCTCT 

GATTGGACGGTCTCCTGCCAAGAACTAGTAATACCCTTGTTTTAAAATCT 

TCACAAGGTAAAACTTAAAAAGCCAACCAAACAAATTGCTC TCCATT CTA 

CTTTTAATTGGGCCAAACAGCATATGCTACAGTAGTAACATGTTTTTCGG 

AGAGTGTAAAAAACTCTGTTTACATTTGCCTCCTCCGTGGGTTGATCGAA 

AATGTATAAAACTGACTGCTTCTCGCCAGCCTCAGACAAGAAGAGTGAGC 

TGCTGGT 

>Sequence 428 

TCTACACGCGAACrrrGCACCTCTCTACATATCGTATGTAGTATGACTTC 

TAATTTACTTCATATCTGACTCTACCTCTATCATACAACTATTCGTCTAA 

TAAGTTTGTATACGATTATTAGGTGTGAGAGCATCATCATCATTACCACA 

TACAAKTAAGGGGNNNNGAGTrGATTTGATGCNCCCTTCGCGGAGGCGGC 

CGAGGTACAATTCATCTAACnTGCGGAAAGCACTTTCAGGCCAAATGCAG 

AAACGTCCCACATGCCCACCAGGAGCAAGCnTCAAAATGTTCACTTGGGG 

CATTAGGCAGAGTAATTCCAGGGATGTTTCTGAAGGCCTTGATGATACCA 

TTATCCTCATTATAGAT GAT9C ACGGG<XCCTGCGCTGGATACCGCGACG 

GTTTCTCATTTTGCCTTTGACAGCTCTCATTCGCTGAGAGGCAT^ 

TTITGATATCATTCCAGGCTTrAAGGCTIXnTAAGGAGCAAA^ 

CnTGGTCTTATTGTAGCCnTCAACTTTATXnTCAACrACCAAAGGAAG^ 

CAGGAACTTCCTCAATACGATGACCTTTAGACATG ACCAGT GCTGGTAGG 

GCTGAGGCAGCCAGGGCAGAACAGATGGCGTATCCTTTTTGGGTTCCCGC 

GTACCTGCCAG 

>Sequence 429 
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TGGGGCGTTGTTCCTAACCGCGTGGCGGCCGAGGTACI 1 1 1 III 11 1 1 1 1 
TT1 Ml 1 1G TGATCTCAACTGCTTTTAGCAAGT TGTGA ATATA CTTGGGC 
TTTCTGTCTTTCCCCA AAAGC AATTTGGG ATTATTTTCCTCC 1" I Till 1 1 
CTGCATTTCATCATAAATACTGTCATATTCATACACAGTAGCATCTTCTG 
CAAGGGCCITCTGGATTTCCAGTTTGGTCrGTTTCATGGCCTGCTTCrTA 
GCAGCTTCCCTCTGAAGGCTTTCACTCACAGAGGTCTCATCATCATCATC 
AGAATCATTCCCAAACACTGATGGTTTTTGCAAAACAGGGTGCAACTGCT 
GTGTTTTCn I GGCA A A ATAAGCCCATACTACCTGCCCG 
>Sequence 430 

TTTTCCGTTGTTCCTCATCCGCGTGGCGGCCGAGGTACAGACAAAACTAC 

AGACTTAGTCTGGTGGACTGGACTAATTACITGAAGGATTTAGATAGAGT 

ATTTGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTC 

AAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTG 

TCAATGGAGATGGCCTCTGCTGACCCAGATGAAGACCCAAGGCATAAGGT 

TGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTCAAACCCTGCATT 

TGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAA 

ATGGACGGGGCATGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCG 

ATGGCATGACAGAGCTAGAGCTCGGGCCCAGCCCCAGGCTGCAGCCCATT 

CGCAGGCACCCGAAAGAACTTCCCCAGTATGGTGGTGGTGGAAAGGAGAT 

TTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCAGTTC 

ATCAGATGTTCACCATGGCACCGCAGAACACCGAAGTAATT CCAGCATAA 

GCGGGAAGATN 

>Sequence 43 1 

GAAAGTTTTCGTATCGGGGGCGGCGAGACCAAACAACAGCCCTCCAACAA 

TGATGACCAGTGGAAAAACAATGGAGTCACCAAAACCTGGGACAGGCTCA 

TGCTCCAGGACAATTGCTGTGGCGTAAATGGTCCATCAGACTGGCAAAAA 

TACACATCTGCCTTCCGGACTGAGAATAATGATGCTGACTATCCCTGGCC 

TCGTCAATGCTGTGTTATGAACAATCTTCGAGCGGCCGCCCGGGCAGGAC 

GCGGGAGTTCAAGAAGCTGGTGGTCAAGGAGGAGGAGGTGGAGGTGGCAG 

TGGAGGAATTGCAGAAGCTGGAAGTGGTCATATGAACTACATTCAAGTAA 

CACCTCAGGAAAAAAAAGCTATAGAAAGGTTAAAGGCATTAGGATTTCCT 

GAAGGACTTGTGATACAAGCGTATTTTGCTTGTGAGAAGAATGAGAATTT 

GGCTGCCAATTTTCTTCTACAGCAGAACTTTGATGAAGATTGAAAGGGAC 

TTTTTTATATCTCACACTTCACACCAGTGCATTACACTAACTTGTTCACT 

GGATTGTCTGGGATGACTTGGGCTCATATCCACAATACTTGGTAAAGGTA 

GTAAATTGTTGGGGGTGGGGAGGGGGGGAACTTGAT 

>Sequcnce 432 

GGGCGTGTTTCGATTACCGCGGTGGCGGCCGAGGTACCACTGCTTCCCGG 

GACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTG 

CTTACTGCGTTCCCAGCATTTCTTTTCTCITCTCGTTTCCTGTAGATTC 

GGCTAATGGTTTCCCCTGGCATTTGACTTCGTGATGTGTAACTGATTCTC 

TTCCTGAAGGGGGAAACGCATTCCAGAGCATTTGTTCGGGCTCATGTAGG 

AATAGATCTTTGACTGCCCGGTAAATCCCGCGTACCTGCCCG 

>Sequence 433 

. GGGATGTGTTTGAATNTGCNAGCTTCACCGGGNGGCGGCCGCCCGGGCAG 
GTACAAATCTACCTCCCCACCAAATGTCCTTAGAGGGCCAAAGATGGCCT 
TTGTTrCTTCATGATAACATCGCCri'lClI 1 1 1 1 1 11 1 1 1 GAG ACACGGT 
TTCATTCTGTCACCCAGGCTGGAGTGCAGTTGTGCATTCATGGCTCACCA 
CAGCTTGAACCCCGAS€^CTCAGGTGATCCTCTCACCTCAG CCTCO CCAGT 
AGCTGGGACTACAGGGGCACACCATCAAGCCCCGGGTAATTTTTGAAATT 
TTTATAGAGACAGGATTTTACCATGTTTCCCAGGCTGGTCTTGAATTCCT 
GGGCTCTAGTGATTCCTCTGCCTTGGCCTCCCAAAG TGCT GGGATTACAG 
GCATGAGCCACCACACCCCACCTGTCTATTTTACAATTTTCCTTTGAGCT 
CTTTTTTCCAGCAGTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAA 
ACTGCTGACTCCCTTTATCTTTTCCATAGCACCCCAAGCCTAAAACCAGA 
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CTGGCACAAATGGTACCT 

>Sequence 434 

TGGCTATAGAGACTTCCTCGCGGTGGCGGCCGAGGTACTTTTCTAAAAGC 

TCATCCACTCTATCATTTAGATATCCAATTTTCAGAATGTGCTCAACATT 

GGCCACTCCATCTGCCATTCTTAAGTCTCCTTGGGAGTCTCCCAGAAGAA 

TTATGTTACTATTGTCTTTTAGTTGATTGAAATATTCTGTATTCCTCAAG 

GCACCATCATGTTTGTTAAATACATGAATTAGTTCTCCTTTAAATCCTTT 

GAGCACCCCCTATGAAAAATATAAATCTTTTGAACAGGCTTTAAAAATTC 

TATTTGTTGGATTTTCATATTTTGGAGCTCTTAATTGATGTCACTATTAT 

TTCATCATATTTGTAAATACATCTTTGATACTAGAGATCTCAAAGCACTT 

AAGTCCATCACATTCACCATAGCTAAGAAGGGCTCGGAGAAGTAAATGAT 

TTTTTAGATACTATTTTAAATGGTAAAACAAAAGCCGGGCGCAGGGGCTC 

ACACCTGGTATCCCAGCACTTTGGGAGGCCAAAGAGGACAGATCACTCAG 

GGTCAGAGTTCGAGACCAGACTGGCCATATGGTGCCAACCCCCCTCACTA 

AAATAAAAAATTAGCCACGTTTGTGGCACGCACTGTAAT 

>Sequence 435 

GGGATGATGTGACCCTGTCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGG 
GGTTGC TCAAA CCGA GTTCTG GA GAACGC CATCAGCTCGCTGCTTAAAAT 
TAAACCACAGGTTCCATTATGGGTCGACTTGATGGGAAAGTCATCATCCT 
GA 

>Sequence 436 

TGGGGGGTTGTCACCACCGCGGGGCGGCCGAGGTACGCGGGGGAACACCA 

CCCAGTGTGGAGCAGCCCAGCCAAGCACTGTCAGGAATCCTGGGGAGGCA 

GCTACCAACTGACTGCAGATCTGGAATAATAAGTGAGGGGTAGATCTGCC 

CATAGAGCTCACTTTAGACCGGCCTATACTCCTACAAAGAATTGTGGTAG 

GATCTTTTACTCATCCTTGCCACAATAGAATGGCCAATGCCCTTCTAAGA 

TGTTTGGTGAAAGTCTTGGAAGCACCATTTTCCCCCATCACCCCTGGGAA 

GAAATGAAGTCCCTAAGGCAACCACCAGGGCTAATGGAGGCTGA AATTTC 

A AC AAAACCCTATTGGGGGGG A A A A ACCC AA A AGGGCGGG CATA 1111 H 

TTTCCCCAAAAGGGAGCACAAACCCAATTAAATCTTTAAAACGGAGTGGG 

GGGGGCAAAATTTATGGCCCAATGGCACAACCTGGGAAAAAAAATCCTAA 

GGGCCCGGGTTATATTCCCTATAACCCGTAATAACTCCAACCACCCGGTT 

AATTTTTAGAAACCTTAAAAAAGACACATTTTTTGGGGAAAAGCAGGGGG 

AACCTTTTTTTCAAACCTAATCCCACCTTTGGCTTCCCTGGGCACAACAA 

TTATTGGTAAGGGGCCTTTGCAAAAATAAAGGGGAAGGACCCTCCCCGGC 

GGGCCCTA 

>Scquence 437 

GTTATACTAGTTATTTTATATTACTCGTAATATGCTTCGTATTCGTTTCT 

TTATCTTAGTTGTGTACGTTATACTCATGTATCAGTTTGTAATTTACTAA 

AATTGTATCTATCATATAGTTACTATTTNThn^ATCTTGCTGTTGTCGGT 

TGGCGGCCGATGTACCnTTTTAGAAGAGAAAAGAATCTTGAATTGTATAT 

ATTTATTTTG(nTTACAGAAAAAAATGGTTTCGTAAATAATTTGCCTATT 

TTGGTTAACATAGCACATGGAGATAATCATCTGAAAGTTATAGGGCACTG 

CCACTGCTGAATCAGAGCATGCCCAATATTTGAGGTGGCTCTGATTTCCT 

GGCAGCTGAACTCGGGTAGTCCAGTGGCCTAGCTGGTCCTGCCCG 

>Sequence 438 

ATTTTCTAGTCTATAATCTTICT 

ATGTAGTATGTATCTATATATTAATTGTTTAATAGTATGTGATTACTCTA 

TTTAGTCTATTAT44^TTTTGTTCGAGTGTCnX}CCGCCCGGGCAGGTACG 

CGGGGAGGTGCCGCTGTTGCTGCTCGTGTTGAATCTAGAACCGTAGCCAG 

ACATGGGACTGGAGGACGAGCAAAAGATGCTTACCGAATCCGGAGATCCT 

GAGGAGGACK3AAGACK}AAGAGGAGGAATTAGTGGATCCCCTAACAACAGT 

GAGAGAGCAATGCGAGCAGTTGGAGAAATGTGTAAAGGCCCGGGAGCGGC 

TAGAGCTCTGTGATGAGCGTGTATCCTCTCGATCACATACAGAAGAGGAT 

TGCACGGAGGAGCTCTTTGACTTCTTGCATGCGAGGGACCATTGCGTGGC 

CCACAAACTCTTTAACAACTTGAAATAAATGTGTGGACTTAATTCACCCC 
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AGTCnTCATCATTTGGGCATCAGAATATTTCCrTATGGTTTTGGATGTAC 
CTG 

>Sequence 439 

CTATGTACTACTCATCTCTANTCTGTATTGGACTACGTACTCGTGTTCAT 

AAATCTAATCCATCTTCTCTCTGTTAGTACGTACTTTGATTCCTATTTGA 

GTAGTCATTTCATGTTTATATTTTATATCATATCGTATCNTATCNCANCT 

TGTTTGTTGCAGTCCATCTGGTGGCGGCCGAGGTACTCTGTGATTTCACC 

TAGATTTGGAGAAGGTGAGGGAGGAAAGGCTGTCCTCTTTGATCCCATAC 

CATGCAGGGGCAAATGGCTGCCAGCATAACAAAATAAGAAGGAAAGAAAG 

AAAAGTGGGCCAGGCGCAGTGGCTCACTCCTGTAATCCTAGCACTTTGGG 

AGGCCGAGGTGGGCAGATTACTTGAGGTCAGGAGTTCAAAACCAACCTGG 

CCATCATGGTGAAACCCCGCCCCACCAAAAATACAAAAAATTAGTGGGGC 

GTGGTGGTGTATGCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAG 

AATCGCTTGAACCCAAGAGGCAGAGGGTGCAGTGAGCCGAGATCGTGCCA 

CTGCACTCCAACCTGTGCGACAGAGCAAGACTCTGGGAAAAAAAAATAAA 

CATAAAAAAAGGAAGGAAGGAAGGGGAAAGAAAAGTGGCCTCACAATGAT 

TTGCAACAACCTATTACAAAAAAGAAATGAAAGATGGAAAGTCAAAGAAA 

GAAAGG 
>3equenCc 440 

TGGTGTATGTGCCTGACCCGGGGCGGCCGAGGTACGCGGGATGTCTAAAT 

ATCTTGTAAAAAGTGTTAAAATAAACAAACCCAGTCAATTAAAAATTTTG 

ACTGTTATTGAGAAAACTCCAATGAGGGAAATAATAAGATCTATAAAGGT 

CTTAAGAAAAATATAATTTGAAAAAAACATGTGGCTGAGTGTGGTGGCTC 

ACGCCTATAATCCCAGCACTTTGGGTGGCCTAGGTGGGCAGATTGCTCGA 

GTCCAGGAGTTTAAGACCAGCCTGGGCAACATGGCAAAACCCTGTCTCTA 

CAAAAAATTAGCCAGGTGTGGTGGGACACGCCTGTAGTCCCAGCTACTCA 

GGAGGCTGAGGCAGGAGGATAGGTTGAGCCTGGAAGATCGAGGCTGCAGT 

AAGCTGTGATCACACCACTGCACTTTAGACTGGGCAAAATAATTGTTTAA 

TGATAAATGAGGTTCCTGCCCG 

>Sequence441 

CGGATGTGANNATTGATATAGCGACTCCACCGCGGNGGCGGCCGAGGTAC 

ATTGTAGCTTTGAACTCAGTGTTTAAAAATTCAATCTGGTTACACACTCT 

ATCTTCTAGATCCCTTGAGACACTGTCTTCCTTGAATAAGGGCCAGGTGA 

AATGGCATTTCAGCTGTGGAAGGATTTTCTCCAGGGAATTCTTGGTGACC 

TCACTCATGACTGCCCTCTGTGTCTCTGCTGTTCCGAAAAGCTGGTGACC 

AGGCTGATTTGTTCTTCAGAAGTCTTCCTGTCTGCCCCCGCGTACTGTTC 

CTGCAGGTTAAGGCAGGACTGGAACTCCTCCACAGCTTGCACATAGTTTT 

CAGATTCAACACTAACTTCTCCGAGTTTAAGATGTGCCTGGGCAGCATAA 

AGCrGTGCTTCTTTTGTTTCTTGCCTTTTAAAAATGATCTTTG 

CAGCATATCCCAGGCAAGCTCTAGGTTCCCAATCTCCTCCTCCTCATTTT 

CTTGAAG AGACTTGTTTTCAAGGACTGAATCATTTGGCAI" 1' 1 C 1 TCAGTC 

TTATCATTTTCTITATCATCCTCnTCCGAGCCTTCAGTTTCTTCACCCT 

TTTCATCTGGTCTTCTCTCTCTTGGGGCTCTTCATTAGCAGCTATCTGAA 

CTTTGGCTTCAGGTGATTTCTCAGTAGCTCCCTGGGCTACCTTGGTAATA 

ACCCCATCTCCAGCTGCCTCAAA 
CTXjACTGGGAACCAGCTTTGCCCTGACTTCTNCm 

> Sequence 442 

CGGCCATCCGCATCATATCTGCTGTGATCCAAAGNTTTTCAACGTCACTA 

ACTATGAGTCACGTGTTTGTATCGGCITNTCGChWC^ 

TGTGAAGTTCGTATGCACTGCACCGGGGGCGGCCGCCCGGGCACGTACTT 

TTGCTGCTGAGGAATGGAATCAAAAGAACGTAGTCTCCTGGTAACCACCT 

CAGATCTCTATTATTAGGCTAGATGTGGGGCGGGTGACTCCCCCAGCTTC 

TTGCTCTCGACCCTGCACTGTAAGTTGCCCTTCTATTAGCAGCCAAGGAA 

AAGGGAAACATGAGCTTATCCAGAACGGTGGCAGAGTCTCCTTGGCAATC 

AACCAACGTTGCTATGAAATATGCCTCACACTGTATAGCTCATTATAGGA 

CGTCAGGTTTGTTGAAAAAAGTGGGCAAGACATGATTAATGAATCAGAAT 
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CCTGTTTCATTGGTGACTTGGATAAAGACTTTTTAATTTTAAAAAAAAAT 

ATTCATGGAATAGGGTCCT 

>Sequence 443 

TGCTGATAGNGTCCTCACCGCGGGGCGGCCGAGGTACATGAGAGACACTT 

TAAGCAGGCTCACAGGAATAGAGTGAGTGC GGACT CAGATTGTTTAAGCT 

ATCTCTGAACCCATTCCTACTGCGTTTAACTATTTTATTGGTTTCTAACT 

ACTACCACAGACACGGATACCTCACAGGTTCCATTATTACTCACAGCGTT 

GTGGTCCGGGTTCATCGCCATCCTGCTCCACGCTGTCATAATCCTCACGC 

ATCCGCGCTCGGGACCCCTCTTCTATAAGGGACATACACGAGATCACCGA 

AAACTCCTCCTTTCTCCCATTGTTCCTATGAGGTGGGTGGGGACTCCAAA 

ACCCGTAGCTCCTGCCCTAC 

>Sequence 444 

TCGTTCTCATACTATTATAATTGTATTCTACTATCTTACATTATCGTATC 

GTCITAATGATTCTAGTATCTATTGTTCTGAATATTTATTATCATAAACT 

AATATCNNANNN>WTTGTTTGTTTATTCTGATCGGACTCCACCGCGGTG^ 

CGGCCGAGGTACCCAGCCCCACCCAGGCAAACAGCTCCGACATGTTTCGT 

AAGTGAGACAAGCCAGTGCAAGT1T1 Tl ill! J CCTTTGTTTTTGGGCTT 

ACCTTCTTGCTTAATGGAATTGTTATGGCTAAGCACATAGAAGGCCAAAA 

AAGGAGTTTTTCAAACCCAGCAAATCAAGTGCTTGGATTCTGAAeTC 

AAAGAAAACTGCACTTCCCCTCTTAAGTAAAACGAAATGAGTTTCTTAGG 

TAAATGTATTCATCAGCCCAGATAAAAAAAAAACCAGTTATGTGAGCGTT 

AGTCACTGCTCATTTCCAGGAAGATCAAACAAAATACCAGCCCAGCCAGA 

CTCACATGTGTGTATATATATATAAAGCAAAGAGCCCCGCCCACAAGCCA 

GCAGCTGGGTGAAATATCAGCTGTCCACGCCGTGGTATTCCAATTCGGGG 

AAATTACCTCCTTGGAAAAACTGGAAAAATTATTTGTTGAAAAAAAACTT 

ATTTGATAAAAGTGTTTT 

>Sequence 445 

TGACGATNAGATCGGAGTCCTCACCGCGGTGGCGGCCGCCCGGGCAGGTA 

CTTTACTAAAATGACTGCATTCTTTGGATTCCTTCAGTCTATGGTTCAAG 

TCACTAAAGATTCATTTTTGTTGAGTCCTTATGAGAAACAGCAGTATGAA 

TCTTGACGGTTTCTGCCCGTCCTAATGGCAGAGCTCTCTGACTTGGGTGT 

ATGCTACCAGGCTGGGTTCAAGTGAGAAGTTCTGGTCAGTCTTCTGTGGG 

TTGAAGGTTCAATATCAATTCTGTTTCAAAGCCTTTGTGATGCTATTTGA 

ATCITTGCTCGGTATATGCCACCCAGTGGTCAGTCTGGGACCTAGGTGGT 

GAGCTATCCCATAGTTCATTCTCAACGTCTTTACTGCACTGTTTAGGGTC 

AGATACACATATATATACAACTTTGGGTGAGCTCAGGAGTTTATAAGCTT 

TATGGGCTTGGTGTTTTGATTTATAAACAGGAGTTTATAGAACTTTATGG 

GTTTGCTTCCTTTTTCTGCCAGTTCCCTTGTATTTTCCAGCCCTTAAAAC 

TCCTTTTTGGGTCTGTGTTCCAAAGCTGGTTCTTAGTTACCCTACITGTT 

GACCAGTTTCACAGTGTG 

>Sequence 446 

TGATGATGATTCCCTNATCCGGTGGCGGCCGAGGTACGCGGGGAGACACA 

ACTTCCTGGGCTTAGATATTTCAGAATATCACAACTAAACTCTTAAAAAT 

TTCTGAACKjCTGGACACCGTGGCTCACACCTATAATCCCAGCACTTT 

AGGCTGAGGCAGGCAGATTGACTGAGCTCAGGAGTTCAAAACCAGCCTGG 

GCAACATGGCGTAACCTCGTCTCTACAAAAAATGCAAACATTTGCTGGGC 

TTCKjTGATGTGTGCCTG^GTCCCAGCTACTTGGGAGGCTGAGGCAGGAG 

AATCGCTAGAACCCATGAGGTGTAGGCTGCAGTGAGTCATGTTTGCACCA 

CTGCAGTCeAGCCTGGGTGACAGTGTGTATTAGTTTGTTTTCATGCTGCT 

GATAAAGACATACCTGAAACTGGGAACAGAAAGAGGTCTAATTGGACTTA 

CAGTTCCACATGACTGGGGAGGCCTCAAAATCACGGTGAGAGGTGAAAGG 

CACTTTTTACATTGGCAACAAGAGAAAAATGAGGAATAAGCAAAAGCAGA 

AACCCCTGATAAGCCCATCAGAATCTATGAGACTTATTCACTATCACAGA 

ATAGCC 

>Sequence 447 

ATTATACTTACCTCTTAGATTTATTTATCTCAAGAATATATCGATTTCAT 
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CTTTTATACTTAhrrTGTACATATTTTTTAATTATATATTCTATTT^ 

TATACAAACNATCTAATGCGTTGTATCTTCTCCGGTGGCGGACGAGGTAC 

GTTTTGTGACAGGCAATAAAATTTTAAGAATTC^ 

GCTCCTGATCTTCCTGAAGATCTCTACCATTTAATTAAGAAAGCAGTTGC 
TGGTCGAAAGCATCTTGAGAGGAACAGAAAGGATAAGGATGCTAAATTCC 
GTCTGATTCTAATAGAGAGCCGGGTTCACCGTTTGGCTCGATATTATAAG 
ACCAAGCGAGTCCTCCCTCCCAATTGGAAATATGAATCATCTACAGCCTC 
TGCCCTGGTCGC ATA A ATTTGTC 

>Sequence 448 

TGGGGATGTGCCTCTCTGTGGGCGGTGGCGGCCGAGGTACTTTT7TTTTT 
TTTTTT 1 TT G TTAGTGTTTTCTG ATGTCTTTTCTAAC AA ATCT TTGCC TG 
CCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGATTTTTAGCTTTAGCT 
TTTCTGTTTGGGACTATGATCCATATTTAGTGAATTTATTTTTGGGG 

cagagtccatgttgcccaaactggtctggaaccaccacacccagctaatt 

tttgtgaattgcgggtaccagcacaccggcgccgtcctggactgcgcctt 

ctacgatccaacgcatgcctggagtggaggactagatcatcaattgaaaa 

tgcatgatttgaacactgatcaagaaaatcttgttgggacccatgatgcc 

cctatcagatgtgttgaatactgtccagaagtgaatatgatggtcactgg 

aagttggga t caga cagttaaactgtgggatcccagaactccttgtaatg 

ctgggaccttctctcagcctgaaaaggtatataccctctcagtgtctgga 

gaccggctgattgtgggaacagcaagcccgatagtgttggtgtgggactt 

acggaacatgtgttacgtgcaacagcgcacggagn 

>Sequence 449 

GANTTGTGCCTCTCGCGCGCGGGGCGGCCGGGTACAAAAAGCAGGGGCCC 

AGCCCCAGCTGTTGGCTACATGAGTATTTAGAGGAAGTAAGGTAGCAGGC 

AGTCCAGCCCTGATGTGGAGACACATGGGATTTTGGAAATCAGCTTCTGG 

AGGAATGCATGTCACAGGCGGGACTTTTTCAGAGAGTGGTGCAGCGCCAG 

ACATTTTGCACATAAGGCACCAAACAGCCCAGGACTGCCGAGACTCTGGC 

CGCCCGAAGGAGCCTGCTTTGGTACCTGCCCGGGCGGCCGTCGATCTCCT 

TGTGTTCAAGCAACTTCTTGCGGTAGTCCTGAAGCGCCTTATCTCTAGGG 

TCCGCCATGATGAGAACCCCGCGTACCTGCCCG 

>Sequencc 450 

TGGGATTTGCCCCTCCGGGGGCGGCCGAGGTACTCCCTACGGCACTAGTC 

TACAGGGGGAAGGACGCTCTGTGCTGGCAGCGGTGGCTCACATGGCCTGT 

CTGCACTGTAACCACAGGCTGGGATGTAGCCAGGACTTGGTCTCCTTCCC 

GCGTCAAGAGATAGAAAGACCAGTCCTTGTGAAAGACAAGTCTGAATGCT 

CCACTTTTTCAATTCTCTCTCCATTCITCAGTAAGTCAACnTCAATGTCG 

G ATGG ATG A AACCC AG AC AC ATAGC AA 

>Sequence 45 1 

TGGCACCGTGCGTCTCCGTGGTCGAGCGGCCGCCCGGCAGGACAAATGAG 

TTTAGAAATGTTGTATAAGGCTGATCTGGACCCAAACTAAAACAACGTTA 

ATCCKnTCAAATCTAATTTAATATAGGGAATAAGATTATTGAAAAAAAA 

TTTTTTTCCTG A' 1 " I " I " I 'CT I " I " J " I " I CCTG A AGGTTTTTTTGTAG AA ACCATGG 

TAAAAAGGGAAAAGAAACCTTTGACTGGCGGGGGCAGGGGGAATACAAAA 

AAAAAATCCCTTGATTTTTAAAATATACTTGAATATCAAACTCAGAAAGA 

GTTATTTTTGTGAAAGAGGCAAAATTGGTCITGAGCrGCTTCAGTCTATG 

TCTGAAGGTTTTACTGAAATTATGGTCCAGTTTTAGGAGAAAAATTCACA 

GAAAAGTCAGATTGTAGATTTTGAGAAGGAAACTCTGAGGTGGTGATTTT H ^ * • * 

CTCCAA(^TC ATGGTTATG AAGCTCAATG AGGGiXTG AATTGCTTCT 

ACA^ATCCCAATTGAATGAGCGCCATriTGCGATCTTT^^ 

AAAAGCCTTCACTGAACATCCAGCTTCTATGAAAAGG^ 

CCACTGTAACAGAAGGGGGAATGTTGGAAAGATCAGAGTGGCT 

>Sequence 452 

TGGTTATGGACCTCACCGCGTGGCGGCCGCTAATGTTAG AAGTTA A GTTG 
G AACCTATATTGTA G AGG AAC AAAAGCC AATC AGTGT CC1 T 11 ' 1 GTCTTT 
TTTTACATAAACTITTACrrACAAAAATTAATATATGGATTTTGA^ 
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AGTCAAACCAAATTGTAAAACTGTTTCATTTGGTTCTATATTATGTATAC 

ATAATTTATCTATTATATATTTACATTAAAATATATGCATATATAATGGA 

TTTAATTTCCTTTTGGCACCCCCATATCTAGAAGTCTCTTCATAAATTAA 

TAAATAATCTAGGGCCAGCATTATGTTTGCTAGACCTGGATTTGGCTCAA 

TACTTAAAGTTAAAAGTTTCTGTC1 1 1 1 I i CTTGGACTTGAAACTGCCTA 

G AGCGTCAGTCTCTCTGTTA I" 1 ' IT 1 1 TCTATTTTCTTTTTCCCCC ATCAG 

TCTTTTAGCCACTTGAAGCCAAAATTCTTAGTTTCTGTCCTAGTCGATAA 

GAGTAAAAGGGGAAGGAGGAAAAGGGTCCAGTGCCACTGGACAGTCACCT 

CTCTCTGGGAAGGACCCATTACAAGACAATGAGTCCCTCTACTTTTTTAT 

ATTTCTATTTACATAAAATCTTTA 

>Sequence 453 

CTTTATCCCTTATATACATAAATATTATTATTGTTAACACAACTGTTATA 
TATAACATTATAATATAGTATACTCTATTTTGAGCACAAGATGATCTCTC 
ATCCANNNAAGGGTGTTGTTAGATTCCATTCCCCGCGGCGGC 
>Sequence 454 

ACCACGCCTCCGCCACGTGTTGTCATTATATCTCCTGATCGCGATCTACC 

CTCTATCCTACGTATCGACATCGGGCAGCATTCTATAGGAGTTGGTATCT 

A TTATAC TA NTANATANA A GGGCCGG CGTCACGCTCACTATAGCCGAAGG 

NGGACGNCCGGCCAGGNACGCGGGGACCTTTCACGGGCGGGGGGAGCTGA 

GGCTCCTGCCGACATCTCTGATCCTTGCACCCTGGCAGGAAGCTGGTCGC 

GGGCACTATAACGGGAGGCCTCCACATATTCCAGAAAAGAAACCACTCTG 

CAGTGCCAGACTGGAAGAAGTAACGGTCACTCTGAAAACAGGGGGGGAGA 

GCTGCCTCCCTTTGAACCTCTCCCAGGACCAACTCTAACCCAGGGAGGGG 

AACTTGGTCGGTGCAAGCGGTGGCTTGGAGACAGAATCATCTAATGGAAA 

AGATACACTAGAAGGCGCTGGGGATACATCAGAGGAGAGGGATACTCACG 

CGGGCTCCGTGGATGAAGAGAATGGCCGACAGTTGGGCGAGGTAGAGCTG 

CAATGTGGGAATGGTACCT 

>Sequence 455 

CCACCCCCTTATACCAGTTTACATAATGTTGTTATTTTGGTTTTCTCCTA 

CATAAGTAGATCTTCTCATATTCTTCTCAATCTCTATATTCTACCTGTAA 

TATCTAAATCNTTGTTCGTTAGCTGGTGGCGCACCCGCGGTGGCGGCCGC 

CCGGGCAGGTACGCGGGGAGGATCTCTGTCTTTTGTTCCCTCACCTGTCT 

GCCTGTCTCCTCTCCITTCCTGCCTGGGGGGACTGTCCAGAAGACATCAT 

CGTCCAGTTCCTCTGCATTTGAACAGCTGATCCCCCACCCCTCAATACCG 

TTTAGAGCAGAAGCCAGCAATAACTAAACGGTCAGGGACAGATAGAAACT 

ATTTTCGGCTTCATGGGCCACACAGCCTCATTGTAGCTTCTCAAATCTGC 

TGTTGTAGCAAGAAAGAAGCCATATACCCTGTGTAAACAAATGAATATGG 

CTGTGTGCCAATAAAACTATTCACAAACATAAAGAGTGGGCTGGATATGA 

CTCAGATACTGTTGTTTGACAACCCCTGATCTAGAGTAAAAATTCCAAAC 

TCTATAGCCTCCAGCCTGGGAAACAGAGCGAGACTTCGTCTTAAAAAAAA 

TTAATAAATATATTAATACATATGAAAAAAATATATTCGAGCTGGGCGTT 

GTGGTCTACTCTTGCATTCCAACACTTTGGAGGCTTAGAAGGCAATCACT 

TTAGTTAGGGGACAGAACAGCCTGGTCACATGGTGAAACC 

> Sequence 456 

AATCCTATTCnxrrCATTGCTGGTTCATAATATAATATTATATATATGTCT 

CTCTCATTCATTGTAATTTATATTATAGTAGTATGTAATTGCTGGTAATA 

TCrACATAAThrTTTCNNTNTAATAAGTGCACTTTGGCAC^ 

TTCTCCGGG AGGCGGCCG AGGTAC AACATG ACATTTTT AACC AATCCAAT 

CT-^\AAATGTGCCAGAATCCACCTGTGGCCCGAATCGTGTTTGGTTCCTC 

TTTCTACTCCACTGCAGATGACCAAACCTGTCCCGCTGCCACTTTC 

CTGATATTGGGAGGAGGGCAAGGCCCAGCCGAAGTTCCACTAAAAATGCC 

CCAGGAGAATAGOCACCGGCTGGCTTGCCAAAGGGTTTGGGTTTTATTGC 

TTTCTGTTTT ITCTTTI CCCG ACAGC AC AAAG AAGTAAGGGCAGTTATTG 

GACAGGTGTTATTTAAACATTCTATTGTAAATGAATGTGTTGTTTGGTTC 

TACTGCATTGTGGAGCATGCGGGGGAAGAGAACTGACCCAGGTAATGAAA 

TGGAGCCCTTTCCTGGAACTAACCAGTCCTTGATGTTGTGTGACTAAAGT 
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AAAGATGATAAACCCCCATTTGCTGGGGGTGGTACrTTACACT TGGGTT G 
G ATTGGG A AAGCTTTCCATACCCTTGGCC ATTCCCTTTTTTCI " I I I HIT 
CAACCCCATTTTTTTAGGAAGGGATTGTTAACAAAAACCTTTCTTTTAAA 

CCTTTTTTT 
>Sequence 457 

TGCCGTTTGAGTCGACTCAGGGGGCGGACGTATATTACTGTGCGAGAGGT 

AAAGGATATAGTGGCTACGATTACGGCCTCTCT 

>Sequence 458 

GGAGAGTTGANNCANNTTTGGGAAGCGCTCCCCGCGGTGGCGGCCGCCCG 

GGCAGGTACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTA 

CTTGAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGAGC 

AAAATAAAACAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTT 

GTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTCAGA 

TGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAG 

CTGACCTTCAAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGT 

AAACTTGAATGGAATAACGACATTCCAGAAGTTAATCATTTGAATTCTGA 

ACACTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAATCATC 

TGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTCGGGCCC 

a wocaa octcca r\ncr a ttty? a r a r,r a mm a aha a ryycccc.A GATGG 

TGGGTCTGGAAGGACATTTTGAAGATGTTGCCAAGGGGAGAAGATCACGA 

AAGAAGAGTACAGCCCTAGAGGCAAACCCTCTTTCAATCTCTTGATN 

> Sequence 459 

GGGGATAGTCNGAATCACGTGGCGGCCGCCCGGGCAGGTACGCGGGTAGT 

GAGCTGGTTAGTGAAGGCTTTGTAGCTGAGCAGTTTCTAAATAACACAGC 

CACTCAACTGACATACCATGGATTATGTGAACTAACTTCAACGGTTCAGG 

AAGGAGAACTTTGTGTGTTCTTTCGGAATAATCATTTTAGCACCATGACC 

AAATACAAGGGTCAACTGTATTTGTTGGTAACGGACCAGGGGTTTCTTAC 

TGAAGAGAAAGTTGTTTGGGAAAGCCTACACAACGTAGATGGTGATGGAA 

ATTTCTGTGACTCAGAATTTCATCTTCGACCTCCTTCAGATCCTGAAACT 

GTATACAAAGGACAACAAGATCAGATAGATCAGGATTATCTTATGGCATT 

ATCTCTACAACAAGAACAGCAGAGCCAAGAGATCAATTGGGAACAAATCC 

CGGAAGGAATCAGTGATTTGGAACTAGCAAAGAAACTCCAAGAGGAAGAG 

GACAGACCGGCTTCTAATACTATCAGGAACAGGAACAAGCAGCAGCTGCT 

GCTGCTGCTGCTTCTACACAAGCTCAGCAGGGCCAGCCAGCACAAGCCTC 

TTCATCAAGTGGAG 

>Sequence 460 

TAGACTTCAGGGAAACAACACGTCCTGAAAGAAACATGATTCCCCTCAAG 

CCACAAAGGATTTTCTCATCAAGTGTTTTCACCTCTGCATTAGATTTGGA 

CACAAGAAGAGGAGAGCATTTACTCAGGTAAAAATAGTTCTCTTAGTCTC 

TTCCTCTAGTTACTAATTTTTAATTTAAAAATACAATTAACT 

TGATAAAAGTCACAGACAGAAATAAGCTAAGTTCTCTCITCCTTTAGGGA 

ACGCTGGTGGCAATTCACCATATAAACTGGATGGAAGAATTCTCCCAGGG 

ACAT 

>Sequence461 

CTCTTACCCTCGTCTCACTGTACTGATAAACATTTATCTTGCTCACATGT 
ATATTTTATACTCTATCTATTGTCTGTAACTCTCACAAATGCACTGAAGA 
TTATTGTAGTAATAGTGATTATGTTTCrCTGTATAATTTGGGGGTGATTC 
GTATC^GTTGCCGTCGTCOjGCAra 

TCTAGCAAGTCGGCCAGGATGTCTAAGGCTGAGTTTGAGAAAGCTGCAGA 

GGAGGTTAGGCACCITAAGACCAAGCCATCGGATGAGGAGATGCTGTTCA 

TCTATGGCCACTACAAACAAGCAACTGTGGGCGACATAAAAACAGGAACG 

GCCCGGGATGTTGGACTTCACGGGCAAGGCCAAGTTGGATGCCTGGAATG 

AGCTGAAAGGGACTTCCAAGGAAAGATGCCATGAAAGCTTACATCAACAA 

AGTAGAAGAGCTAAAGAAAAAATACGGGATATGAGAGA CTGGATT TGGTT 

ACTGTGCC ATGTGTTTATCCTAAACTG AG AC AATGCCTTG linni CTA 

ATACCGGGGATGGTGGGAATTCGGGAAAATAACCAGTTAAACCAGCTACT 
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CAAGGCTGCTTACCATACGGGTCTAACAGATTAGGGGCTAAAAACGATTA 
CTGACTTTCCTTGTGTAGTTTTTATCTGAAATCAATAAAAGGGGATTGGT 
ACC ATAA AATTC 1 TI CTTATTCTTGTCCCTTGGCCGTTTAA 
> Sequence 462 

GAGGTTAATCNGATGCCTCCACCGCGGTGGCGGCCGAGGTACGCGGGATA 

TTGTTCCTGATTTGCCTGATGTGTGGACGGATCACCAAGCGAGTGACACG 

AGAGCTCAAGGACAGGCTACAATACAGGTCAGAGACAATGGCTTATAAAG 

GTTTAGTGTGGTCTCAGGATGTGACAGGCAGTCCAGCCTGACCTTTCTGC 

ACACTCCAGACAAACTTCCCAGACAAGCTCCTTTGTGCCTCTACGTGGAG 

AGGGCGTGGAAAGTTATCACATTAAAAGATGGAGGATTTAAAAAATAAAA 

AAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 463 

AATTACTCTACAGTAAGGACTGTAAGTACTAGAAATTATATGTATGTACA 

GATACTACACTATNGATTTATACTAACTTTATATTAATCAATTTACGAAT 

TAGATTATGACATACTTATGGAGCrAATTTATTCCTTCATTACTAGTTTA 

GTTGGTTTGATTCGAGTCNTCTATCGCGGTGGC 

>Sequence 464 

TGCACGAXGA.TCCGAAGCCCTC^ 

C TTTTTTT T TTTTTTT T T1 1 1 1 1 1 1 1 GG M1 1 1 1 1 1 1 11 rTTTTTTTI 1 1 

TTTTTTTTTTTTTT AAACCGCTGCCACCACCATGAAAGAGGGGCCACCAC 

ATTTTTATTGCATACTCAGGGGAATAACTTATTATACAATGAACACTCCT 

CCATTAGGAGACCATGCCCACTTACAGAATGCAGCCGTAAATGCGGTAAA 

TCTATTTACAGAGGTTGGGGTGCAAGATGAGAGAAGTATCACCCCCAGGA 

ATTTGAAGTGAGAATGATCTACAAATTCTCCTGACAAGGAGCAACCGGGC 

TTGTGCTAGTGAGGGCTGAAAAAATTCCTGGCAAAACGTAGGGGGAGATT 

AAATCTCGGAATTGACAGCAAGTTTGGGGACAGTGCAAGAAGAGAGGGGT 

GACCTGTGAAATGGGGCTGGGGAACTTCTTAGGCCCCAAGGGGGGGCAGC 

ACTTGAGAGATGAGTTAAATTTAGGGGTGATCTTTAACCCTTTCCACCCC 

AACCAAAAAGGTTTGGGAACCGGGGGTCCCACAAAGTTGGTTTCCAAGGA 

AAATAAGG 

>Sequence 465 

TGAGGTATTAATCCAAACCGNGTGGCGGCCGAACGCAGAGAAGGTAGAAG 

ATAGCACCATGCCGATTCGTCGAACTGTGAATTCTACCCGGGAAACTCCT 

CCCAAAAGCAAGCTTGCTGAAGGGGAGGAAGAAAAGCCAGAACCAGACAT 

AAGTTCAGAGGAATCTGTCTCCACTGTAGAAGAACAAGAGAATGAAACTC 

CACCTGCTACTTCGAGTGAGGCAGAGCAGCCAAAGGGGGAACCTGAGAAT 

GAAGAGAAGGAAGAAAATAAG 

>Sequence 466 

TGGGCTGATGGCTTCACCGCGGGGCGGCCGAGGTACGCGGGGAGGTCGGT 
GCGCGCITCTrCCGAGGTGGAACGGGCGGCAGTCAAGCGCCGGCGTTCTC 
TGCCGTCACCCTTTCCTTGC 
>Sequence 467 

GGGGTGATGACTCATGACTATCCCGCGGTGGCGGCCGCCCGGGCAGGTAC 

riUl ' lU4 ' ri41 ' lUlll TI 411 " 141 ' IG AGACAGAGTCTTGCTCCATCACCC 

ATGCTAGAGTGCAGTGGAGTGATCTCGGCTCACrGCAACTTCCGCCTTCT 

GGGTTCAAGCTATTCTCCTGCCTCAGCCITCCAAGTAACTGGGATTACAG 

GCACATGCCACCACGCCCAACTAATTTTGTATTTTTAATAGAGACAGGGT 

TTG ACCATGTTAGCC AGGCTGGTCTTG AACTTCC ATC AGGTG ATCTGC^ 1 

TCCTCAGCCTCCCAAGTGCTGAGATTACAGGCATGAGCCACCGCGCCTGG 

CTGATTGTGTTCCTTTCTCACAGATTTTGTTC 

ACACTCAGCTGGACTGCATTTCCCAGCTTCCCTTGCAGTTAAGTCACAAG 

TAGCGCTGTGACTGGGTTCTGCCCGGTAGAAGGTAAGCAGAAGTGATGTG 

TATCACTTCTATGTGTGGCCTCCCAAAACCTCTAAAGGTTAT GTTCCC CT 

CTTTTTCCCATCTATGGCCTGNAAAGTGAAATATTATGGAGCCTTTTGCT 

GAGACACCCCGCGTACCTCGGCCGCTCTAAACTA 

>Sequence 468 
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TCGGTGTGCTGTGCTCATCTGTCTTCCAAAGGAGGAACAGATCGGCAAGT 
GCATCTGACGCGTGGCCGACAAATGCTGTCGAAGAAAGAAATAAAAACCC 
TGAAACATGAGCGAGAGTGATCGAAACGTGTGGAAATGCCTTCTTAAAGT 
TTATAAAAGTA A A ATC AAATTACA'l TTTTTT1 I CAAAA AAAATAATTTAA 
A ACTA AATGTACCTTAA A 
>Sequence 469 

GCGATTGGAGCTCCACGCGGTGGCGGTCGGAAGGAGAATGGTATCACTCA 

GGCTCTCAGAGTGACACTGAAGCAAGACACTCATGGGGTAGGACATGACC 

CTGCCAAGGAGTTCACAAACCACTGGTGGAATGAGCTCTTCAACAAGACT 

GCGGCCAACTTGGTAGTGGAAACTGGGCAGGATGGAGTACCTTCAGGATT 

GGCCTGTTATCTTCTTTAGAACTAAGTTCATCTTAAAAATTTAAGAAGGT 

GGACATTTCAACACCATCAAGTGCATTTAGGTGACATGTTTAAGTTAACT 

TGACTTCCTTGAATGACCTAGTTAGTAAACTAGTCACTAGTAATTCGGTC 

ACCAAGCAAATCAAGCCTGCAAGAAAGGAAGCCAATATTCAAAATGCCAT 

GTTACCATCTAAACCC 

>Sequence 470 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGATTTTATTGTCTACCTC 

TCTGGACTTGCTCCCAGCATCCGGACCAAAACCATCAGTGCCACAGCCAC 

GACAGAAGCCGAACCGGAAGTTGACAACCTTCTGGTTTCAGATGCCACCC 

CAGACGGTTTCCGTCTGTCCTGGACAGCTGATGAAGGGGTCTTCGACAAT 

TTTGTTCTCAAAATCAGAGATACCAAAAAGCAGTCTGAGCCACTGGAAAT 

AACCCTACTTGCCCCCGAACGTACCTGCCCG 

>Sequence 471 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACrnririlll TI TTTTTTT 

TGGGAAGACACAAAGATTCAGACCACAGCCTACAGGGAGAGAGGATTTCT 

GAGGATGGTGGTGCACTGTGAGTCCACGCAGGCCTCCTGGGCATAGGATG 

GAGCAATTCTATCTCACCTCAGGCCTAGCACAAAGGGCTTCAGTAAACCA 

CTGGAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCAGAGGACAAGA 

GGCTGGCCAACTGCAGGATTAGCCTATGCTCCCGTGCTGGATATAGGCTA 

CACGCAAGAGAAAGCTTGGGTGGGATCTCCTGATCCCGCGTACCTGCCCG 

>Sequence 472 

ACTCACCTAACTTATATTCCTAGTTTATTTAAGTTATATTGTTACATATT 

AACAATTACTGATATCrGCTGACTAAATATCTACTACACTTCTCATACAC 

TTCAACACTCCTATATATTATATTGTATCTAGTGTATATTTTATNNAANN 

TCAGTTNGGTATGCTGATCGCGTTGCGGGCGNCCGGGCAGGTACTATGGG 

TGTAGTGTTACTATTACAGTTAATTCGTCCTTTGTGTGCGCTGATAAATG 

CAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTGCAACAACTTATCG 

GTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGATAGT 

CGTCTGTGTTTTTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTTCGTG 

GCGGGGTGGTTGGCCAAGTGCTGTCTAATAATTTCAGGAGAGGATACTTT 

GTTGCTGCTCK:AGGATCAGCCATCH3TAGATTATGGTTTTTGAGAACCAGA 

TGGGGCACACAATTTCTAGTGTGCCCATTTAACAGGGTCTTTCAAAGTAC 

CATG 

> Sequence 473 

TTTATATAACTTATTCGTTCAATCTATTTATTATATCTCTCTTATATACT 

CATTGTCTACTTTAATATCATACTTGTTATAATTATTCATACATATTATA 

ACAANACCGATGCATGTTTCATNTANTTANGCAGCACACCACCGCGGTGG 

CGGACGAGGTACAAAATAATTATAATGTATTAACTCATACTGCCTCTCTT 

TTATAGGGGAAAAAAATAACCrrrrriATTTTAAAGTTATAAGGTGGGTT 

ACCTTTTAGTTGCTTGGATGACAGGGAATTAGCCTACCCCATTTTGGTCT 

GGAACAGAAGACTTTCAAATTTAATATGGCCCAAGTGTCTTCCTACTTAA 

GTGCAAGATCATGCTATGTCAGTTACCCAAGCTGGAATACCGTGACACGA 

TCGTGGCTCGCTACAGCCTCCATGTCCCAGGCTCGAGCAGTTCTCCCACC 

TCAACCITCCGAGTAGCCGGAACCACAGAACCACAGTCTTCTCATTTTGA 

AAAGACATGCTTTTTC 1 1 AAAGCAACAAAGGTGGTAGAGGAAATTTCTTA 

AACTTTCTCAACGAGTCATGTAACGTTACACTGGCCTTCATAAAGCACCG 
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TTTAAGAAAGGCC 1 1 1" 1" 1" n CATC IT l'l AT ACTATATTCTGTTCTTGGCC 

TGGGGGGCCTTTTTAAAACTAGTGGATCCCCCCGGGTTGTGGGAATCGTT 

TTCAGCTCTATITrACCTC 

GTTCCTT * 

>Sequencc 474 

TGCAGATGGAGCNTNTACCGGGGGCGGCCGCCCGGGCAGGTACGCGGGGG 

AGCTGAGCCGGTGGGTGAGCGGCGGCCACGGCATCCTGTGCTGTGGGGGC 

TACGAGGAAAGATCTAATTATCATGGACCTGCGACAGTTTCTTATGTGCC 

TGTCCCTGTGCACAGCCTTTGCCTTGAGCAAACCCACAGAAAAGAAGGAC 

CGTGTACTTCTAAAATTGCACTTTATGTTTTGTAGGCTTGGAGCTTCTTG 

ATTATGGGTTTTTTCGTTACAAAATTCAACAACAGAATCAATACTTTGCA 

TA A AC ATTATGG ATGC 1 T J T I CTGTTTGTA CCT 

>Sequence 475 

GTACGATTGAGCCNTTTTGGAAGCCGCTCTCCCGCGGTGGCGACAGGGTT 
ACATTGGTAAGGGTGACAGTTAGAAGGGGAAGTCCTTTTAGTGAAATAGA 
TGAGAGGTTTTAGA 
>Sequence 476 

TCTCTCTCATCTCCCACTTTTCACTCTATTGTGACTAACACTCTTTTCTT 

TCATCTCTrAACGATCTCGTTTACTCTATTCTATATATAXGATTATTCAT 

TCATCTTTNATCNCTTGGAGTGGANCTTTGGGAGGCCTNTCCGCGGNGGC 

TACACGCTAGGAACCTTGCAGCTTACAGTGACAGAGCTCCCATTCACGAG 

GCCACCACTCATCTCGATTTCTGGATCTCTAGGGAATGAGTAGAGCTCCA 

CCTGGATTCCCTTTTCCAGTTTCTTATGTCCACAAGTCACTGTGCACAGA 

TAAGAGTGTTCGTTCTCAAAACTCACAGGGCTCAGGGTCAGCGTGGAATT 

GGTCCCCTTCACTCCTCACCTTCCCGCTCAGAGGGCTGTCTATCTGGGTT 

CTCCAGGAGAAAGATGGGGATTCACAGCCCATGACACCTACATGTCAACA 

TGACTGAGTCTCCAATCTGAGCAGCAATCCGGGGTCCAGGGGAGATCTCA 

ACAGTAAATGGTTTCTCTTGGACAAATTAATTCCACCTCTTTTCTGGTTT 

TCCCCAATCAAATTAAACTTCTTCACACCACATTAAATTCCAGAAATCTT 

CCATCCTTATAACAATTAAAGTGGAGAGTTGGATTTCCAGAAAGGTGCTT 

GAAATTCCCATAATCTAAATTCTTACTCCAAAAAATTTTGGGAGCTGGAG 

ACCCTTGCTTGGACCAGGCAATGGTACGGAGCCCCTTTTTGGAAGTTGGG 

GGAGGGATCACAGAAATAACN 

>Sequencc 477 

TCTCTTCTCTCG ITI ' I1U CTTTCGTCITATCTTTAGTCITCTTCTTTCCA 

cttgccttctiti rrn rnrn rniGi riiiAGTTATACATTATTNTN 

NTTTNTTGCTTTGACGACTCCCCGCGGCGGCGGCCGCCCGGGCAGGTACT 

I I I I I I ri l l i ri l l riM i rrrriGGCAAAAATATTTATTAAAATGAT 
I Tl'l T I AAGTTTG A A CTTTATTG G AA GG AG TCCCTCTAATTC AC ACTTTC 
ATCCTAGATAAATGGGTAAGAACCACATATGGAATATAAAGCATTGATTT 
TTTAAAAACCACATAGTAGCACAGTGAAAGAAATGCAATTCTCCAGGGTC 
TTAGAGAATTCAAAGGGGCATCTTAGGTGGTCTAAGAAACCAATTACAGT 
CTCATGGTTTTCCTTTTGGTTCAAGATTAGAAGAGTCAGGTTACCACTAC 
CTGTT i TI AG AGGTAG AATATG AACTTTCTACTAGTCC ACAGTTTACTGG 
TCAGGTGGCCCCAACAGGCTITrATCTTAGCCCCATCTGCCrTTAGGGTG 
GCCAGATGATCTCTATGTCCCAAGCAGCAAGGCTTTCTGCTGATCTCTAC 
TTTAGATCCATGAACCGGTTTTC 
>Sequehce 478 

GTACGATTANCCNAATATGAGCCTCCTACCGCGGTGGCGGCCGAGGTACC 
TGCATCAGGGATAAGAACCCATTCCCCTCCCITGTTCCGGTGTCKrrCTCG 
CCATtGCACCATCCATGAGACGCACTCTTGTATAGAAGTAAAATTGCCTT 
GCTGAGAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 
>Sequence 479 

TGCCGATGATCGGAAGCCTNACCGCGGTGGCGGCCGAGGTACGCGGGGGG 

TGTGGCCTGCATCTCAGCTGGCCGCCATCAGTGTAAATAGAGCTTAAAGT 

CATGGTTTGGCTGCATAAAAATTTTCTAACTTGGGTTGAATATTTGTAGC 
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GAAGTATCTGTTTTCATTTTTTTCACGTTATAAATAAAAATACTATGCTG 

GCCGGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAAT 

GTGGGTGGATCATGAGGTCAGGAGTTCAAGACCAGCCTAGCCAAGATGGT 

GAAACCCCGTCTCTAGTAAAGATAAACAAAAAATTAGCTGGGCTTGATGG 

CATGCGCCTGTAATCCCAGCTACTCGGGAGGGTGAGGCAGGAGAATCGCT 

TAAACCCAGGCGGGAGAAGGTTGTAGTGAGCCAAGAATGGGCCTATTGTA 

CTTTCAGCTTATCAATAGAAGGGAGACTGGCACCCCTTTAAATTACCTTT 

CAATAAATTGGTCCTTGCCCGGGCGGGCGCTTTTAAAACTAAGGGAACCC 

CCCCGGCTGTAAGGAATTCGATATTAAAGGCTATTCAAATACCCGCGGCC 

TTCGGGGGGGGCCCGGGTCCCAATTTTGGTTTCTTTTAGGGGGGGATATC 

CGCCCCGTGCG 

>Sequence 480 

TGATGAGTCAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGATGCA 

AACGGAGGTGTAGACTGTGCAGCTGCCAAAGTGGTGACAAGCAATCCAGA 

GGACCATGAAAGGATCTTAATGCA'AGTCATGAACTTGAATGTGCCGATGA 

GGCCTGGCATTCTTGTCCAGAGACAGAGTAAGGAAGTGTTGGCCACACCC 

TTAGAAAACAGAAGGGACATGGAGGCAGAAAAAAAAAAAAAAAAAAAAAA 

AACGTACCTG 

>Sequence481 

CCTCC ACCTTC I I I I I I TC ATTGTTCATTTCTCTATACCCG ACCTCTTAT 
GTTTT'T"! ATCTTTTCTATTATACCTCATTTAATAATATTGTTCTTCTTTT 
TAAGTNhnvfNNNNANNAATTATTTC 

AATGTAGAAGGCGAAGCCTCTATGTGTTCAATAACCCAAATTTGTTGATG 

TTTTGTGGCCAAGGTGAGGGCTGCAAGTGTTTTCTAAGGGTTGAAACATC 

AGAATAAAGGTATGGTGGCAAGTCCTCCTTCTGCTAGGCTGGCTGGCAAG 

GCCCTATGTCTTGACCTAGGTGGTAGTTACAAGGGTATTTATTTGCCTTA 

TAATAATTCACTAAACTATGTATTTGAGTAGATTTTTATGTGTGTGCTTT 

AATTTACAAAAAAAAAAAAAAAAAAAAAAGGTGCCTT 

>Sequence 482 

CTGAGAGATCCCCTCATAATTTCCCCAAAGCGTAACCATGTGTGAATAAA 

TTTTGAGCTAGTAGGGTTGCAGCCACGAGTAAGTCTTCCCTTGTTATTGT 

GTAGCCAGAATGCCGCAAAACTTCCATGCCTAAGCGAACTGTTGAGAGTA 

CGTTTCGATTTCTGACTGTGTTAGCCTGGAAGTGCTTGTCCCAACCTTGT 

TTCTGAGCATGAACGCCCGCAAGCCAACATGTTAGTTGAAGCATCAGGGC 

GATTAGCAGCATGATATCAAAACGCTCTGAGCTGCTCGTTCGGCTATGGC 

GTAGGCCTAGTCCGTAGGCAGGACTTTTCAAGTCTCGGAAGGTTTCTTCA 

ATCTGCATTCGCTTCGAATAGATATTAACAAGTTGTTTGGGTGTTCGAAT 

TTAACAG 

>Sequence 483 

TCTTATCTTCATTCCTTAGTCTAGAAATTTATTTTGATCTGAGTTCACTA 
ACTCTAACTTATTCTGTTTCTTCAACCATGACAACTTTGGCGTTGGTTAT 
AAAATNATATATTTTTTCCTTTTNCNNN 

ACATTTTAGAAGCGCTCCACCGCGGTGGCGGCCGAGGTACTCTTCAAAAT 

TGTCAAGGTCATGAAAGACAGCAAAAAGTGAAGAATTCTTACAAACTAGA 

GGAGACAAAGATTGGAGAAGAAACAATGACTGGCTGGGCACGGTGGCTCA 

TGCCTGTAATCCACTTTGGGAGCACTTTGGGAGGCCGAAGAGGACAGATC 

ATCTTANGTTGGGAGTTGGAGACGAGCCTGACCAACGTGGAGAAACCCCA 

TCX^CTACTAAAAATACAGAATTAGCTGGGTGTGGTGGTGCATCCCTATAA 

TCCCAGCTACTTGGAAGGCCTCGGCAGGAGAATCACnTC 

CATAGGTTGTGGTGAGCCAAAATTGCGCCATTGCACTCCAGCCTGGGCAA 

CAAGAGCGAAATTCTGTCTCAAACNATAAATAACTAAAAAAAAAGTACCT 

GCCCGGA 

>Sequencc 484 

GGAGATGTGAACAATGTGTCATTGCTCTCAAGAGAAGGATGTGGATGGCC 
TGGACCGCACAGCTGGTGCAATTCGAGGCCGGGCAGCCCGGGTCATTCAC 
GTAGTCACCTCAGAGATGGACATCGAGCGGCCGCCCGGGCAGGTACACAA 
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GCTTTATTGGGCAACAGCAACGAGCCACGCTGGCAAACAATGAAAGTAGA 

GTCGCTCAGAAACACGAAAGATCATATGTGTGTCATCACAGCATCGAGAA 

TTTAAATCATCTGGAAGTTCCTGCTAAATTAAAGCATACTGTGCCAGAGC 

TCCCCTCTAATCAAAAAACGCTGTCCTGGTGAAAATTTGCAATGAGGATT 

ACAGAGAGAGAGATCAACCAGTGAGGAAATCACAGACTCTTACATGAGTT 

TACAGTTAACCCCACTGCACAAAj\TAATAAATTAGCCATAATTTGGTTTT 

TTTTGAAAAACCATGCCCCCCACCTGACCCCACAACACAACAGGTACTGG 

CATGCCCAGTTTATTAACAGATGGGCCTAAAACATGCTGGGGCGGAGAGA 

CAGATTACGGGTAATGCGCTTTGCCCGAGAA 

>Sequence 485 

ACATTCCTCTATTATACCGTATTGTCTTATCTAGTTATTTATACCCCTCC 

TCACTTTCAACTATCTCCGGTATCTCTGTATATACGTCAACTTACTAAAA 

CATATAACNnWAATACTCTTGTNTTTTTTGCGCACTCCCGGGTGGCGGCC 

GAGGTA CTTTTT TTn 1 rTTTTTTTTl 1 I 1 r GGGGAGGATACTTTCATTT 

TTATTTTATATCGTGAGGTATTGTTTGGATTGTTACAATGAACTTGCATT 

TCTTTTGTAATGAAGAAAATAATACAGAGGAAATAACAACAACTAAACCT 

TTGGCCTGG ATTATCATCGGCTGGAAATTC ATGTTGG ATGC AAGn 1 1 i A 

TTGATAACAAGTTATTTTTTGGTTTATATGCAAAAAATGTTCATTGAATG 

CCTCCTATTTGGCTGGCACTGCCTAGGCACTTTCACAGGTATTTCATCeT 

AATCCTCACAACAGCCCTATGAGGTAATCATTGGTCCCAGTTTAC AGAA G 

CCTTGGGTGGGAGATTATTGCTTGATATACTTCTATTTGCCACACATTTT 

TGTTGGCAAGACGTTCGTATCGGCTGGTGATTCACTGGTCAAGAGCTCTC 

ATTGGCCAGGAGTTCCTATTTGTTGCTGTAAGATTCAAATAATCAAAATA 

CTAGAATTTTTCCCCCACAAGAATGATGGGACCAGTGGCATAAGAGTAAA 

GGAAGGAGAGTCAGTGGGTCTCTCCCTTGAAGCACCCATTGAGTTGCATG 

G 

>Sequence 486 

TCACACCTATCTTCTCTTCTCATTTCTCCCATATTATTAATACGCTTATT 

TTCGTTCCTCATCGTTCTTATAAATCGCTGTTACTACTATACACTTACTA 

TAAGATGAAAACTTTTAGChWNNNANANNNATGGGTCCTGTGCGCCCTCA 

CGGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGTGTGGATTGAACAGAAA 

ATTGGAAATCATAGTCAAAGGGCTTCCCTTGGTTCGCCACTCATTTATTT 

GTAACTTGACTGGGGTGTTTTCTGCTTAAAAATTTCAATTCTCGTGGTAA 

CAACGCAGAGTAGAAGGAGAGGGTGACTTTACCGAACTGACAGCCATTGG 

GGAGGCAGATGCGGGTGTGGAGGTGTGGGCTGAAGGTAGTGACTGTTTGA 

TTTTAAAAAGTGTGACTGTCAGTTGTATCTGTTGCITTTCTCAATGATTC 

AGGGATACAAATGGGCTTCTCTCATTCATTAAAAGAAAACGCGACATCTT 

TCTAAGATTCTCTGTGGGAAAATGACTGTCAATAAAATGCGGGTTTCTGG 

GCCAAAAATTATAAATTTATGGAATATATAATACTAATAGAATAATGTTC 

CT 

>Scquence 487 

TCCTCTTCITATTTCTn "I " rcnTTATTTrCTCTATTAATCTAACCTTATT 
CTTAATAIl-rrriUlAATTATCTrACATCATTCGTACTTGATTCTGAACT 

ttatanaaaganatttttgatgacacctcctaagctggcggccgaggtac 

ttgttatttgtttctattattactgtttgacttctccccagggttcagtc 

ctcaaggggccatcctgtcccaccatgcagtgcccctagcttagaggctc 

cctcaattccccctggccaccacccccx:actctgtck:ctgacct^ 

gtcttgtgtgcattgctgtgaattagctcacntggtgatatgtcctatat 

tggctaaattgaaacctggaattgtggggcaatctattaatagcrg€ct^ 

aaagtcagtaacitacccttagggaggctgggggaaaaggttagattttg 

tattcaggggttttttgtgtacctgcccg 

>Sequencc488 

GATCGTCATTGTTATTACITGATTC ITATTT TA TTTAT GTTTT^ 
CTCTTTCTTTTAAATTTCTGATGTTA I I TTTTTTI 1 1 1 GTATCGTTTATT 
TTTNAhWNATNNTTGGGGGCTATAGGCNCTTCTCCCCGCGGGGGCGGCCG 
AGGGACTTNGTTTTTTTTTGTTTTTTTTTGGTGCTT^ 
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GTCTTATTAATATTTTTCTTATTTTATAATGCAATT ACAACGGT TTAGGA 

G AC A AA ACAATATAAACAAACG AATGTTA AATAG'l Tl " rTTTTAA AAAATA 

GCTTGTTGCTTGCAAGAAAGTCCATATAATCTTATTCCCCCCCAAATATA 

ATTTTATACTTTGCACTAAACCAAAATAGCTTATGGAAAATTAGTATTAA 

ATAGCTAAACACAGAAAACCTACAGCTATAAATAACATAAAATACAGTTT 

AACITTAATGTGATGCTTAAACAAAGCAAACTAT GATG CAATTTGAATCA 

ACTTCATTAATTGGACCAGTCCAGTGGGGCACAATTTTGATTAGCCCTAA 

CCCCTCATTGGTGGCCAGTGAAACCTCCACCCCAGCA AGGGCC TTTCTGG 

TCTTGGGCTATGTCCAATTCCATTCCAGAAAGCCACAGTTTTTACATGTT 

CTTGACTTTTTTACTGAGAGGACGCCAAN 

>Sequence 489 

CATTCCCTTTCTTCTTGCATTTATATGTTAGTTTATATATTTTATTATCT 

ATGTTTAACTATTTATTTTTATTATGATTTTATTATTTTCTCTATCATAT 

TTATTCTATTNn^CTGTTTGTTTCTGGATATCATTCCCGTGGTGGCGGCCG 

ACCGAAACCTGGTGAAGCCCTTTGGGCGATTGGTGATCACCCCTAGATCC 

GTGAAAGCTGGCTGCCCCCCCATCCGGGCAAGCAGGGCCAAGGTGGCATC 

TTCACATTCCTGGAACCCACCCAGTAACAGCAGCAGGTATTTCTTCTGGT 

AAATGAGAGCCTTTCGAAAACTTTCTGCCCTCAAGTATTTACCATAAATT 

CTCTTTAAAGTGACATGTrCAGAATC AGGGCTCAGAGTTTGAAG l AAAuA 

GTCATTTCTTAGTTCAGCTTTCAATTTGTATAACTTTAGCCTCT GCCCT T 

TTCAAAGATTTTTGGAGAGTCAATTTTTCTTTTGTTCATACTTCI^I 

AGAGGGCATGTTGGCTTCAATGTTGGGCACCACCATTCAATGAAAACCCT 

GGAGATTATTCTTACCAGCTTCCTGGCTGGCGATCCAACTGATCTGCCCT 

TCC AGCTTA ATACCCATGTCCTT A A ATC ATTCTTTTTTC AGTA ATTGGCT - 

TGATTTCCCTGGCAGCTTAACAT7TTGTTAAAAGTCTTTATTTCATGTGC 

CCCAAGAGTCCTTTGCCGTTTTAAACTGTTGACCCCCGGCTTGTGAATCG 

TATAAACCTAAAAATCTGTCCCTT 

>Sequence 490 

GGGGATATGTCGAGTCTCCCGCGGTGGCGGCCGAGG TACCT G ATTTT ATT 
TCCAGTTTTCATCCGAATCCACTGGGGAATGGGACGATTTTGCTTTTGTT 
TCTTGGCCAGGAATCGCTTAATCCTGAAAGTCTTGTGAGAAGACA 
>Sequence 491 

TTNTAAGAGATGAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAAAA 

AATAAAAAGGAGGCTGGTGGGAGAACTGCTTGAGCCCCAGAGTTTGAGGT 

TACAGTGAGCTATGATCACATCACTGCATCCCAGGCCTGGGCGATGGAGC 

GAAACTGTCTCTTAAAAAATGGCAGGGAGTTGGGGAGCTGGGCAGGTGCA 

GTGGCTCATGTCTGTAATCCCAATACTCTGGGAGGCCAAGATGGGAGGAT 

CACTTGAGCCCAGGAGTTTGAGACCAGGCTGGGTAACACAGGGAGGACCC 

CGTCTCAAATATTTAAAAAATTAATCATGCGTAGTGGTGCATTCCTTGGG 

GGTTCCAGCTTCTTGGGGAGGCTTAAAGTGCAAGGGTTAGCTTTGGGCCT 

TGGGAAGACACAGCGTTCAAGAGGCTTTGAATTTGACCACTGGTACTTTA 

AACCTGGGCCGATAAAATGAGAACCCTTTTCTTAAAAAAAAAAAAAAGGG 

GGAGGGGCCCCCCCCCTGTTTTTATTTTGCGCAACAAACCAArrrri'1'1'1 

AAA 

>Scqucncc 492 

TTGTTACGTGTCGAGCTCCCGCGGTGGCGGCCGAGGTACATGAGAGATAA 

TGTTATGACAAGAATAGTTTCTGCAACATTAAGTATGGGTCAAAAAAAGA 

AGAAATGGGCCAGGCGCGGTGGCTCATCCCTTTGGGAGGCTGAG 

GTATCACAAGGTCAGGAGTTCGAGACCAGCCTGACCAATATGGIGAAAAC 

CCATCTCTACTAAAAAAAACACAAAACTTAGCCAGGCATGGTGGTGCACG 

CCTGTAATCCCAGATACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACC 

CGGGAGGTGGAGGTTGCAGTGAGCCGAGATCACGCCACTGCATTCCAGCC 

TGGGCAACAGAGCAAGACTCCATCTCCCAAAAAACAAAGAAATGACTTTA 

GACAAATGGCTTGAATGAAATTACAAAGAGGAGGTGCATTAAAAAATACC 

AGCAGTAAAATCTCTTGAAGAATTAAAATGACAGGCTAAAAATAAATATA 

AATGTTCTI 1 1 1 AAAAAATACTAGGTTGCTGCTGGC 
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>Sequence 493 

GGGGNNAATGGATAGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACG 

CGGGGGTGGCGGCGTTGGGTTGAGCGGGCTTTT TGGA AGTTTGTGGCGGA 

GTTCTGTGATATGAGCAACAATGGACCAGAAGATTTTATCTCTAGCAGCA 

GAAAAAACAGCAGACAAACTGCAAGAATTTCTTGGGCAGGGCCTGGGGAA 

TGC TTT I ' l ' 1 ATCTCATATTAGTGCCTGTGATGGC ATCTTTCATCTAAC AC 

GTGCTTTTGAAGATGATGATATCACGCACGTTGAAGGAAGTGTAGATCCT 

ATTCGAGATATAGAAATAATACATGAAGAGCTTCAGCTTAAAGATGAGGA 

AATGATTGGGCCCATTATAGATAAACTAGAAAAGGTGCCTGTGAGAGGAG 

GAGATAAAAAACTAAAACCTGAATATGATATAATGTGCAAAGTAAAATCC 

TGGGTTATTAGATCAAAAGAAACCTGTTCGCTTCTATCATGATTGGAATG 

ACAAAGAATTGAAAGTGTTGAATAAACACTTATTTTTGACTTC 

>Sequence 494 

TTAATTTGATCGAGTCCACCGCGGTGGCGGCCGAGGTACTCATGGTTGCT 

GTAAATTAGGCAGCCGTTCTGCAGGGTTTTGCTTAGCCAGGCTCCTCTGA 

GATCTGGCTATTCTGTCTTGTGGATTTTCAGTCCCCGCGTACCTGCCCGG 

GCGGTTCGAGCGGTCGTCCGGTCAGGTACATATACATTATGTAATTAAAA 

AGCGTGCATGTTTATGTATTAAAAATAATTGGAT^A^CAAATATTATA 

TATACATTATAACACCTA AACGCATAGGCTGTTGTTATTCAC AATAG i i A 

TACCAATATTATTAATGATGTGTATGAAGACACAATACAAAGCTGGAGGA 

AGTATTTAATAGGTATACTCAACTAATACACATAAATTCTAAGCAATAAA 

GTACGCAAATTATGTTTTTGGATGAATTTTCAAAATTTGTCATAATAGAC 

rTATATTCAGTTAAAACTTGTATAATTTTTGGAATTTTAAACTTGTGACA 

AAAACTTTTTGTGAAATGTTTCTATTAAATTTAT 

>Sequence 495 

GATCGAATCAATCGGCAGCGCTCGAGGTACGATGGGGCATATCTGCAGAT 

CTCAAGATCTGGACTTCTGTTGAAAAATTTTCCACGTGAGGTTTACTTAT 

GTCTGTAAAGATGGGAAAAAAATACAAGAACATTGTTCTACTAAAAGGAT 

TAGAGGTCATCAATGATTATCATTTTAGAATGGTTAAGTCCTTACTGAGC 

AACGATTTAAAACTTAATTTAAAAATGAGAGAAGAGTATGA CAAAA TTCA 

GATTGCTGACTTGATGGAAGAAAAGTCCCGAGGTGATGCCTGTTTTGGCC 

AAACTAATAAAAATTTTCGAAGATATCCCACCCCTTTGAACACCTGGTTT 

AAACTTTAAAAAAAAAAAATGTTAAAAG GTAAAGGGCC CCCCCCCTTATT 

AAAAAAAGAAGAAAAAAGGGAGGGGGGTTTTTCTTTTTCCCTCGG CCCTC 

CCCAAAAAAGCGTGTTTTTTAAAAATTGGGGGGGGGGGGGCGCTCTTTTT 

TTTTGGTTTTCTAAAAAAAAAAAAAAATTTCCCCCCAAAAGAAAAGGCCT 

TCCCCCCAAAGGGGAGGTAGGGCC 

>Sequence 496 

TGGAGATGAGCTCACCGCGGTGGCGGGNCGGCCGGGCAGGTACCGTGAAA 

AGGCACTTCTCCTTGAGAAGCCTGACAGTGTCGTTAATGTCCTGCTGGCG 

CATGGTGAAAATTTCAGGGCAACAGTAAAGCACCCTCTTTAATTTCCCTT 

CTCCAAGCCCAAGCTTTTGCAGGTAACTGGAGCGCTTCCTCATTTGCATA 

ATAGGCAGTTTCAATAACTGGGGACTTTTCTTCAAGACCACACACACAGG 

CTCTGGATTAAAACCCAGAAAATTAAATCTTGAATGGTGTTCAACAACTG 

GTGGAGAATGGGACCTTGGCGGACCTTGGGCGG 

>Scquence 497 

TGGAGCTCACCGGGTGGCGGCCGAGGTACTGGGAGCCTCATAAGGCTGGC 

tgttgaggtgtattgactgtgaaagcccgcatgtgaactcacaaaactca 

aagacatgagcgcaacaggcacaaatgtatatttagggtgaaggtgagac 

cck:acattggatgtcttgtggaacatcatgaatcaacacacatagtaccc 

cagctgtgataacgcatggagatacacatggcatggggctgcatataggt 

tggatttgaagccgaaacaagaggtccctactgaaatgagcattgaaaca 

cacaggttcattatgaggaccgaatgaatatattacagagccctagagtg 

GCCCTGCGCCGGAACGCGGCACATGAAGCAACTAGGCGGTAATTCTACAC 

CCTCTGTGAGTGAATAGCTGATGATCTAATGACTTCATTTCGGGTTACGC 

TGTCCGTACTTNNNCACCGGGGGGGGGGGGGGGCCCCCCGGGTTAACCCC 
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CAAGCTTTTTTI I GGTTTCCCCCTTATATAGGTTGGAGGGGGGTTTAAA A 

TTTGGTCGGCGGCTTTTGGGCCCGTAAAATTCAATGGGGTTCCCATAAGG 

CCTGTGTTTTTCCCTTGGGTGGTTGAAAAAATTATGGTATATATCNCCGC 

TTTCAACCAAATTTTCCCTACAAACAG 

>Sequence 498 

TGGTTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGGGCCTTCC 

ACTTCAGCTGACTGAATTTAGGCAGTTCTGGCCACTTCAGTTTCCGCACC 

CAGGCCTCCTGACCCATGGTATCTACGATGAGATCCAGCTGTCCATTATA 

CACCGTCACGTTGATCCCTGCCTCCAGCAACTTGCCACAATGCTAATGAC 

TGGGTTTAAGGAAGTCCTCCCCCATGGTACAAAAACACGTGGGGGCCCGG 

CCrCCCCAGAATGGGACCTTAAGGAAATATTTTGGGCririJIlirJlGG 

GGGGGCCATTATTAAACTGGGTTTAAGGGCTTCTTGTAGGGGGGGTTACA 

AGGGGGCGGACAAAAAACAAACAAAGGGGGGTCTTTGTGGAAATTTTAAA 

CACCCCCTCCCCCTT7TTGAACCGGGGGGGGGGCTTTTTTTTAAAAAGGT 

TTTTTAAAGAGTTCCCCCCCCCTCTTGGTTTTGTTTAAAAGAAGAAATTT 

TTTG'l " H T J " I"l CCCCCC A A AC A A ATTTTGGGGCGTCTTTTTTAGGGGGCC 

ccc i " nrm atgggggg atatcccccccccggcggtttaa a 

>Sequence 499 

TTGTTATATA-TGCTTATA-^ 

TTTCATGTCTACTTTAGCTTTACTCTATTTTC ATATATTTTA 1 1 111 ATT 

ttctanattctatctatctaganaggatgcgggggcggccgaggtacctc 

aattgatgatttctggtatgacctagcaaatacactgctttcactgaaat 

ttcagtcttgcaatctgctttgggttccccaatctaagacagaaacatac 

tcatttrcccatcactggacttccaggttgttttcaatttttaactgtta 

caaacaaggtggcaacatttatctacaaacctctggatatacacgtagga 

agcttttggtatttccactagtgaaactgctcagttgaagggtatgtgga 

tcttcatctttaataaatattaccaacatgtgaaaagcccgacaatgtca 

aggactggcaagagtgccacatgtgatgggtgtggaatggcagctcactg 

tagcaggtgctggggactcaattggggtcttggagaagcacttagttata 

gcaagaatgtctcataaatgggttctgatagagaccagagtagtggggaa 

taaaaactagttggctagaaataattattgatctaaagtcaacaaaaaac 

cctttttaatgtag 

>Scquence 500 

TCTCTTGATCTTCGCTTTGACCGCATATCTTATTCTGCTTATTATCTTAC 

TCTAATACTATTACCTTATTATACTATCTAACTG 

>Sequence 501 

CTCCGCCTTCTATTATACATTGTTATTTGATTGTTATCTGATATGTTTTG 

TAATGCTCTTCGCACTCTATCCAGATATATTTA 

>Sequence 502 

ACTCGCGTTTTCGTTAATTGCTATCTTATTTG ATTTCTTATTC l ill ill 

TTCATTTCTCTATTTATTA 

>Sequence 503 

CCTCTTTCTCATCATTCTACTTTCTTATAATATCTGTAATTATAATCCTG 

ATTATAATTCGTCTTTTATCTTTTCTACATCTANAATCGTGTTXnTATCT 

TrATGTACGTATACTCCTACTATTATXnTCTGACTATACCATCNAATACT 

ACTTATGGTGATGGTTCACCGCGGTGGCGGCCGAGGTACrrirrriirri 

111111111 11 ATGAATTATTTA 1 lTlClllCTCAGAAAAGGATGTCGTC 

TCCACTTAGCAAGGCATGGGCATGTATGTGG 1 lillGCATACTGCCCACA 

TGACGTGGGGTGTCTTCTATGACTGGTCCGCTTCTATGAACCTAGGTGTC 

ATACTCCCTCGGGCGTCTCACGGAAATTTTCGATTATTCACATGC^ 

TCGTATAACCCGTTCGAACCTTTATAAGGTGGTGGTGTCCCTCGGGTAAC 

CCCAGGC l llllll iGTTTCTCCITTATATGATTGAGGGTGTTTATAATT 

TGCCGACTGCCTCTGTGGCCGTTATAATCCAATGTGGTCTATTAAGCCTT 

GTTTCTACCCTGGTTGGTGAAAAAATTTGTTTTATTCCCCGGCTTCCAAC 

AAATTTGTTCACCATCCAATCTATTATCTGAAGTCCCTGTGGGAAGTCAA 

TAAATATGTTTGTTTAATAAGTCTCTTGGTGTGTCTGCTCTCAAATTGCA 
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GTTTGGAGTCITTAAACCTCCACCCATTrAAATTTGGCGGTTTGGCGGCC 
TTCAACTTGGCCCCCGCC1T1T1 I CCATAGTTCGTGGGAAACCCCTTTGT 
CTGTTGTCCC AGTCTTGC A 11111 A ATTG AA ATTCGGTCCC AC ACCCCTC 
CCGGGGGTAGAAGGGCCCGGCITTTGCGTATTTGGGGGGGGCCTCCTTAT 
CCGTTTn CTTCGGCATAACCTTGAT 
>Sequence 504 

CTTAATGAAGTGATGCTTAACTTCACATTTAATTTGCGGTTGGCGCTTCA 

CATGCTCCGCCTTTTCCAGTCCGGGAAAACACTGGTCGGTGCCCAGCATG 

CCATTACATGGAATTCGGCCCAACGCCGCCGGGTGAGGAGGCCGGGTTTT 

GCCGTAATTGGGGCGCCTCCTTTCCGCGTTTCCTTCGGCTTCAACTGGAC 

TTCGCTTGGTGCTTTCGGTTCGTTTCGTGCTGGTTGGCGAAGCCGGGTTT 

CAAGCTTTAACTTCAAAGGGCGGGTAATAACGTGTTATCCCACACGAAAT 

CAGTGGGGATAACCCCATGGAAAAGAAACATTGGTGAGCAAAAAGGGCCC 

AGCTAAAAAGGCCCAGGTAACCCG 

>Sequence 505 

CACACACTTCATCTGTATCCATTATCATTCATTAAACTTACTTATTTCAC 
ATACATGTTATCTACATTATTCTATGTATACTTGCATTGTCATTCACTCA 
TCAGTCTATAATJATATTA^ 
>Sequence 506 

CACTACCTGCTATCGTCCTTGNCTACNTGTATCGTCAGTATCTACATCTA 

TCTNGACATCTATACAGCTTATNTATCGGTTCGTGTANANCTATNGTATC 

TGTACTGTGTGTCAGTCGATATCTCACATCCGCGATATCGTTTCTGTATT 

ACGTCTCTCTGTCTGTATTCATCGTATGTGATATTATANTNATAATCATA 

ATGATTTTAGACTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTCGTCTT 

GGTGAGAGCGTGAGCTGCTGAGATTTGGGAGTCTGCGCTAGGCCCGCTTG 

GAGTTCTGAGCCGATGGAAGAGTTCACTCATGTTTGCACCCGCGGTGATG 

CGTGCITTTCGCAAGAACAAGACTCTTGGCTATGGAGTCCCCATGTTGAT 

GGATCCTGAGCTTGAAAAAAACTGAAAGAGAATAAAATATCTTTAGAGTC 

GGAATATGAGAAAATCAAAGACTCCAAGTTTGATGACTGGAAGAATATTC 

GAGGACCCAGGCCTTGGGAAGATCCTGACCTTCTTCAAG GAAGA AATCCA 

GAAAGCCTTAAGACTAAGACAACTTGACTCrGCTGATTCTTTTTTCCTTT 

TTTTTTTTTTTAAATAAAAATATTATTAACTGGACCTCCTAATATATACT 

TCTATCAAGTGGAAAGGAAATTCCCGGCCCATGGAAACTTGGATATGGGT 

AATTTGATGAACAAAATCTTTACTTAAAGGCAAGGTTCCTTGGCCGTG 

>Sequencc 507 

CACTCACCGTCGCTATTCTTTGCTCTGTTATTAAATGAGGTTCAATCTAC 

GTCACATTCTTATTTAATTTACTATATTATTTCTTACATTTTATTCATAT 

ATAACTCATTTCTTATCTNTTCTCAAGTTTGATGTACGGGTGGCGGCCGC 

CCGGGCAGGTACGCGGAAATCCCCTAACITCCTTGCTATCTTCCCATCCC 

ATATTTAGGTTAGATATGAGAAGTTGTGTATGCTGTGTTGTGTGCTGTGT 

GGTTGCTACGCACATGTGACTGATACTTGTAATACACTAAATTGAAGTAT 

ATTGTGAATAACATATCACTGCAATTTAATGGAACAAACATTGGACAAAA 

ttttcattttaggacitcrrctaattcataatgatgtattccagtttct 

acaagctitggctatttagtatatcttagctacttaaacatttctagaat 

tctctggacatggtttttctctggtgcgaatataaaggtcaagggcctct 

ttaccaagttctaagccagc 1 cc 1 1 1 1 1 aagcctacgtctatgtaaaccc 

agtttaataatctaatcataacaaggcaaggacgcccttttaacggttgg 

tatattttttagttgaactcctaaataacaatggataccttocagcgagt 

ttttctx:agaaaattccctctaaccl\ 

TTGAACTTAAAAGAATAACTTGGACKjAAAAGCKjTTATGAAAT^ 

1TATGGGTGGTTTAATA 1 11 cn CGTCCAAAAATATTTCTTATTCCTAGG 

GTGGCCATGAATTTTACCCCTTAAAAGGACCTACCAACCCATTTAGTGAA 

ATAAATTGGAGCGGGATGTGTTAACCACATTGATTGTCAATAAAACAGGA 

TACAATCT 

>Sequence 508 

CTCGCTCCTTTATCITCITATTTTATCGATGTGATTGTAT^ 
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TATCGTTGTA 
>Sequence 509 

AATTGGAGCTCCACCCGGTGGNCGGCCGAGGTACACTCCCACGACCACGG 
CATGGTCTCTTTCATATGGCTCAANNNTCAACTGGGCCGTGGGGGGGTTA 
TATTCTACnT^TTNCATCrTTTTCACTTCNNANGCAAACACN^ 
TANNCTTTNNANTCAATNCANTTNN^ 

TCCATTACNCANNAANNTNTNNNCATTCANNNCCACAATCCGGGGGGGGG 
GGTNNCTNGGCCACATCANCAAAAATCACATCCACCATTGCNATCCCNCN 
TACCTGCCCG 
>Sequence 510 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCTCTGAGCCA 

AGGACATTCTCATTTAAACAGTTTAAANAGGCGGGGTGCGGGAGGCGGAA 

AAAAAGAAATATACCCTGGCAGCGCTGCCGGCCGGAAAGCGGAGAGGGAC 

GCTAAGATCAGCAAATTCGCCAGTTTGGATCCTTGTCCTTTTCCGCCCTT 

TTCCCCCCATTAAATCCAGAACCCGTCACATGATAATTAAGAGGGGGCGG 

CAGTTCCGGCTGCTCAAACGACTGCGGTAGAGGATCCCCCGCGTACCT 

>Sequence 51 1 

C AACTTGTAGCCTAGNCNGGGGCGTTCCCCG AGCN ACTAC 1 TIT1T I NNN 
NACANNCNNNCCGGN^CCCAA-AGAC 

AGTGCAGTAAACCAAATCACAGCTCACTGCAAGGGCACACATCACTATTC 

CCAGCTAATTAAAAAAATTTTTTTTTTCATACAGATAGAGTCTTGCCATG 

TTGCCCAGACTGGTCTCAAAGCCCCGGAACCATGNTTTCTTTGGGCGGGG 

GCCCCCCAAAGGGCNGAGAAAACAGCCACGACCCACGGCACCAAGCNCGA 

NNGAGGGCGGGGGAGACGCCGCCAAAAGCAAAACGGCGGCCAAANCNGAG 

GGAGCAANNCGGGGCGAAAAGGNAAACGGAACCACCACGAAAGAAAACCA 

AAAGAAAACCGGAGCACACAGGGGGAACCGCGCC 

>Sequence 512 

TGCGT 

>Sequence 513 

NGCGTTAGGAGCACTCCGCGGNGGCGCTGGANNGTTTGATCAGGACGCCC 

CGNAGNCACCGACGAGGACCAGACGCTGNNANGAACATTTATTCAAAGCC 

CACCCGGNCACAGCCCNAAAGGCCAACCCTTTTTGGAGGNGCCNGGGANG 

CAAACCGAAAAAAAGCNGGAAAAANNGAGGAGNNGAAGCCAAACAGCCAA 

AhWO^GCCANNAGGAAGNGNGNAAGGGGTTTTCNAGIU'l'l^lU'NNGGGTT 

GTAGANCACACCCCNNGAAAAAGNCCGGGAGGACGCCCCAGAACGAGGGG 

GGGGGGGGGGCCGCAAGAAGGGGAGANCAAGCNNANCGANACCGGCGACC 

CCGAGGGGGGGCCCGGNACCCAGGCGGGGGCCCCCAAGGGAGGGGAAACN 

GCGCGCGGGGGGGAAACAGGGGCAAAAGCGGGCCCGGGGGGAAAAGGGAA 

GCGGCGACAAGGGAAACAGCAAACGAGGCCGGGAGGCAAAAGGGAAAAGC 

CGGGGGGGGCCAAGGAGGGGGGGGAAACGAAAAGAAGAGGGGGGGGGGCA 

AGGGACGGCGAAGAGGGGGGGAACCGGGGGGCGAGGCGGAAAAAAGGAAG 

GGGGCAAGCCGCGGGAGAGGGGAGAGGGCGGAGAGGGGGGAGGGGCAGAA 

GCGAGCGACGGACCGAGGAGGGCGGGGGGAGGGGA 

> Sequence 514 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTCCGAAA 

TCrTACCTTCAGTCrTCTCTGCCACCCAGTCATTTATATGCTTCCTGCAC 

TCTTCAGTGTCTTCAGCAAAGGACAACTCCTCCAGCTCTGCCTGATAGAA 

CTTCTGACAGTATTCnTrAAAGTCTGGAAGGAAATCACACGTCnTTTCT 

CAAAGAGtCTGTTGGCAGTTCTAAGCAAGTACGCq<3GGTAAGCAGGAAGT 

GAAACCACAGAGCTTCAAAAAAAGAGCGGGACAGGGACAAGCGTATCTAA 

GAGGCTGAACATGAATCCACAGATCAGAAATCCGATGGAGCGGATGTATC 

GAGACACATTCTACGACAACTTTGAAAACGAACCCATCCTCTATGGTCGG 

AGCTACACTTGGCTGTGCTATGAAGTGAAAATAAAGAGGGGCCGCTCAAA 

TCTCCTTTGGGACACAGGGGTCTTTCGAGGCCAGGTGTATTTCGAGCCTC 

AGTACCT 

>Sequence 515 
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GCGATTGGAGCTCCCCGCGGTGGCGGTCGAGGTACGCGGGGACGGCGGAG 

CTGGCTCTCACGTGGAGGCGGGTTAATTTCGCCCACCGGAATGATCACCA 

AGACACACAAAGTAGACCTTGGGCTCCCAGAGAAGAAAAAGAAGAAGAAA 

GTGGTCAAAGAACCAGAGACTCGATACTCAGTTTTAAACAATGATGATTA 

CTTTGCTGATGTTTCTCCTTTAAGAGCTACATCCCCCTCTAAGAGTGTGG 

CCCATGGGCAGGCACCTGAGATGCCTCTAGTGAAGAAAAAAAAAAAAAAA 

AAAAAAGTACCTGCCCGGGCGGCCGCTCGACGTGGTCGCGGCCGAGGTAC 

AACTGCAGTAAGAGGGACGGTTAATTCACAGCTTCCAGCTCTTGGCGCCA 

GAGTCCGATGCACTCCTGCAGATAACGGTCATTTCCATTCCGGGAGAACC 

TCTTCGAAAAACAACCCGGATGAGACTATCTGGCAAATTGCAGCCCTTGG 

CGGGCTTTTCAAATAGAGCGTTGACCAATCAAAGAAGGGGGACGTTACAG 

GCACTGAAAGAATAACC 

> Sequence 516 

TTTTGCTCTTGTAGCCCAGGCTGGAGTGCAATGGCAGGATCTCAGATCAC 

TGCAACCTCTGCCTCCTGGGTTCAAGCGATTTTCCTGCTTCATCTTCCCA 

GGTAGCTGGGATTACAGGCATGTGCCACAACGCCTGGCTAATTTTGTATT 

TTTAGTAGAGACTGGTTTCTCCATGTTGGTCAGGCTGGTCTCAAACTCCC 

GACCTCAGGTGATCCGCCCGCCTCGGCCTCCTAAAGTGCTGGGATTACAG 

GCGTGAGCXACTGCGCC^ 

TGTTGCATCTCTGCATTTATCCTATATCATTAAAAGAACATAAGTTATCA 

TGGTGTTGGGTAAATTAGCGAAATCAACCCTTCCTAGGTTTAGGGGAAAG 

TTATTTTTAAAAACAACTTAATAAAACTTACACTCTTATACAAGAGTGAT 

TTCCCCTTATTAG G ATGC ATG TTG ATTA A ACTCG AG ATAC AGC nTTTGC 

AGATGGGGGGTTGGGTTTGGTGTAACCTCTTTAACATGTCACACTGGTTT 

TCAAGATTAAGAAAATATTGAGTTTGAGTGTGTTTAATAACTTTCTGAGT 

TTTTAGAAGTCTTATTATTTTTAAAGAACTTAATAAAGGTCTAGATTGAC 

AAAN 

>Sequence 517 

AGGTACGCGGGTGTTGATCCAGTTCTTGCTTTTCAACGAGAi\GGATTTGG 

ACGTCAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAGATGCCAGTC 

AATTGGATTTCGTTAAAACACGAAAATCAAAAAGCATGGATTTAGTAGCT 

GACGAGACTAAACTCAATACAGTGGATGACTAGAAAGCAGGTTCTCCCAG 

CAGAGATGTGGGTCCTTCCCTGGGTCTGAAGAAGTCAAGCTCATTGGAGA 

GTCTGCAGACCGCAGTTGCCGAGGTGACTTTGAATGGGGATATTCCTTTC 

CATCGTCCA 

>Sequence 518 

CACNCAGNAGGCCTCNNAAGCAGGACTAGGCACANCC 

CCCCGGGGGAAGGGNNGAAGGGAGGGCTTTGAGGGCNGAGGGGGAAGCCC 

CGGAAAGNNNNCCNCCANCCAGGGGAGAAGAGACNCGGNAGGGACACGCC 

AAGGAGAGGGAACAGGGGAACCANCACTTTTGTTCTTTGGGGGGCACNGN 

GCAGGGACCCCCCACAAAAAAAAGACCNCCCCCCAGGAGGGGGGGGGGCA 

AGCGGAAAAAAAAAACAAGACCCAAAGAAAAAAACAAAGGGCACACAAAG 

CAAACGGCAAACCCGCGAACCTGCCCGGGCGGCCCGCCAAAAACCAGGGG 

ACCCCCCGGGCCGCAGGAACGCGAAAACAAGCCAACCGACCCCGCGGACC 

CGCAAGGGGGGGCCCGGGCCCCAGCATAGGAACCCTAAGGGGAGGCGAAC 

GGCGCCCCCGGGGAACCAGGGGCAAAGGCCGGCGCCGGGGGAAAGGGGAA 

GCCCGCAACAGGCCACCAQAACGGCKiCC^ 

GGGGGCCAAAGGCK3CK5GCCAACCACCAT/UUU 

GCGGACAAGAGGAAAACCGGGCGCCCGA . 

>Sequence519 

TCCCTCCCCCAGGGATCCCGGTTTCGAAGGTGCGCTTTGCCTCCGTTTAA 

ATAACTCAAGGGGGGAGACGGTTTTCCCGGAGTCCKjGTTTACCCTTGAAG 

ACGTGTAGCGAAATCCCCCAAAAGGCGGGAACCCAAAAAAGAACCGTTGT 

TCGAGGGTTCCATAGGN 

>Sequence 520 

GGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTATGTTGAATAAAT 
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G TTTTn 1 CCCTTTTA A 1 1 TTTCTGCTTCCCTAGTGC ATAG AATTG AACT 

GCTTAGGGAGTTTGAGGCTGCAGTGAGCTATGGTCATGTTACTGCGCTCC 

AGCCTGAGTGATGGAGTGAGAACCTGCCTCAATTAAAAAAAAAAAAAAGA 

AAGAAAAAACAGTGCAGTGGCTCATGCCTGTCATCCCAACAGTTTTGGAA 

GCCAAGGCAAGAGGATTCCCAGGAGTTCAAGACCAGCCTAGGCAACTTAG 

CAAGACCTTGTATCTTCCAAAAACTTTAAAAATTAGTTGTGTGTGGTGTG 

CCTGGCTGAGATGAGAGGATTGCTTGATCCAGGAGGTGGAGGCTGAAGTG 

AGCTATGATTGGGGCACAGCAATCCAGCCTGGGGGAAAAGGGAACCCTGT 

CTTAAAAAAAAAAAAAAAAAAGAGACCAGGGCGCTTTAAAACTAGGGAAT 

CCCCGCKjCTGAGGAATTCAATTTAACTTATTGAATCCGTCACCTTAAGGG 

GGGCCGGTCCCAATTTTTGTTCCTTTAATGGGGAAATTCGCCTTTGGAAA 

AAAGGAATAGTTTTCCTGAGAAATTTTTATCGTTAAATTCCAAACATACG 

GC 

>Sequence 52 1 

CCGGGCAGGACGCGGGCGGCTCTTAACGGTGGATCACTCGGCTCGTGCGT 

CGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACA 

TTGATCATCGACACTTCGAACGCACTTGCGGCCCCGGGTTCCTCCCGGAG 

CTACGCCTGTCTGAGCGTCGCTTCCAAAAAAAAAAAAAAAAAAAAAAAAG 

GTGGCT 

>Sequence 522 

AGGTACACCTCCCCAAGCTCTCTTCCTCCGGCTCTAGCTATATAAGACGT 

GCCTGCTTCCCCTTCGCCTTCCACCAAGACTGTAAGTTTCCTGAGGCCTC 

CCCAGCTTCCTGCATGCTTCCTGTGCAGCCTGCAGAACTGTAAGTCAATT 

AAACCTCTTTTCTTTATAAATTACCCAGTCTCAGGTAGTTCTTCACAGCA 

ATGTGAGAACAGACTAACAACAATCAACTCATGGCTTTAACACAAAAAAA 

ATAGGTAAGTTCAAAATTAACATATTACCACATCCAACTTCTTTATTCTT 

GAGAAAACAAAAAAGTCCAAAATCAAAGGAAAGCACCCGTTTTAAACCCT 

CATATCTTTCTCAGGGCTCACTGCAGTCTGGCCATATCTCAAGCAGGTCT 

>Sequence 523 

TTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGAGTGA 

GAGGGAACGAGAGTAAGAGAAAGAAAGAAGTGAGGGGATGTAAACTCGAA 

TAAATTTCAAAGTGCCTCCGAGGGATGCAACGGGCAAAAACTGAACTGTT 

CAGGCTTCAGATTGTAACTGACGATCTGAGGAAAAATGAGGTTTGTGTGA 

TTTTGCTAAAATGCATCACCAACAGCGAATGGCTGCCTTAGGGACGGACA 

AAGAGCrGAGTGATTTACTGGATTTCAGTGCGATGTTTTCACCTCCTGTG 

AGCAGTGGGAAAAATGGACCAACTTCITTGGCAAGTGGACATTTTACTGG 

CTCAAATGTAGAAGACAGAAGTAGCTCAGGGTCCTGGGGGAATGGAGGAC 

ATCCAAGCCCGTCCAGGA 

>Sequence 524 

AGGTACGCGGGGCTCTTGAGGAGTGAGACTGCAGGAGATGTGGGCCGTGC 

CAAAGAGATGGATGAGACTGTTGCTGAGTTCATCAAGAGGACCATCTTGA 

AAATCCCCATGAATGAACTGACAACAATCCTGAAGGCCTGGGATTTTTTG 

TCTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTGT 

AGTTCAGCACTTGATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTG 

ATGCTGCCCTGTTAGACATCATTTGTAAGTGCTGGAGTGCAGTAACGCCA 

TCTCAGCTCACCGCGACCTCTGCCTCCTGGATTCAAGTGATTCTCCAACC 

TTAGCCTCCCGAGTAGCTGGGACTATAGCAGTGCACCACCATATATGCAA 

TTTCAT 

>Sequence525 

GCGTTAGNAGCNCTGCGNCTGTGGCGNCTTCCCGATC>nTCGNGAGCTTT 

ACGGNCCCWC^GGCCAGhWCACCCATTTTTTNNGANGNAGTTNGAGGCGG 

GGCCTCCCCGACCCNGGAGAGGAAGGAGACNGTTTTTTNAGGNGCCCCGG 

GGGCCACACCCCAAAAACCCCGAGCCCGCAANNNNGCACCGGACANAACA 

NNCGCGNGGGGGCAAAACANCAACNGGGAACANCCCCGAGGGAAACCGCC 

CTTTTTTTTTTTTTI GTGTTTCGCAANNG AGGGNGCCNNGCGCGCC AC AA 

GAAAGACAACCAAGGCCCCCCGGGGAGANCGGGGNGCAGGCCCAACTTTC 
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TGTGGGGGTGTNCTTGNGGGACCACACATCTTTCCTTCCTGGTGGGCAAC 

ATTCACCTGGGCTGAGCGAATGGGCACCTCANTGCACAGAGAGGTGGCTT 

CTGAGGACCCAGCTTCCCTCTCCAAAGAGTGGATCATTTCCTTGTTCAAA 

GATCCAGGGACCCTGACCGTTCCTACCITrrTGCTGAAGAGATTTATGAC 

CGGCAAGGTGGAGCCCCTGGGGCCTGGAATGAGCCTCTCCTGAAACACTG 

GGGGCCCGGAATTCCACGCCCCTTGGCGCAGGTCACACAGCCCCGGGTCC 

TTCGCCCCTGGGTTGGCTTAGGGCCTCCTGGCATTCTGGAGGGGCCCTAT 

TCTAATACCAGCCCTCATCAAATTGGGGCTACAACCCCAAGGCCCTCTGG 

ATC 

>Sequence 526 

GCGATTGGAGCACTACGCGGTGGCGGTTGAGGGACATGACATGCCACCAG 

TAAAACTTAATGTCTTCCTTTTTTTTCTCACTGGGTTTTTCATAGATCGA 

GACATGTAAGCAGCATCATGGAGGTAAGTTTTTGACCTTGAGAAAATGTT 

TTTGTTTCACTGTCCTGAGGACTATTTATAGACA GCTCTAAC ATGATAAC 

CCTCACTATGTGG AG A AC ATTG AC AG AGTA A C AT I'M ! I [TGGGGAAGAA 

GAATCCTACAGGGTCATGTTCCCTTCTCCTGTGGAGTGGGGGGGGAAGGT 

GTATGGCCCCAGGGATGGCCATATTACTGACCCTCTACAGAGAGGGCAAA 

GGAACTGCCAGTATGGTATTGCAGGATAAAGGCAGGTGGTTACCCACATT 

ACCTGCAAGGCTTTGATCTTTCTTCTGCCATTTCCAeATTGGAGATGTCT 

GCTGAGGAGAGAAAATGAACCACTCITTTCCCTTTGATAATGGGGGTTTA 

TTCTTTAGACAGAAGAGAGGAGTTATACAGCTCTGGAAACATCCCATTCC 

TGTATGGGGACTGTGTTTGCCTTTTAGAGGTCCCAAGCCCATAGAGGAGA 

TAAAGGGGAACAGAATTGTATAACTTGATATAATGATCCTAGATAGATGG 

AACTACAAGGGGCTCGAACCCAGAGAGAGGGGGGACTTTGCTT 

>Sequence 527 

AGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTT 

GGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTT 

TGTGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGA 

AGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATTCACACTCTG 

TGGCGTA ACCTTCTTC A ATATA ACCCC A A ATGTC ACCC A ATCT A ITTC l f 

CCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAGT 

TTT 

>Sequence 528 
AACATGGAGNCACCA 

CCTCTCCCACAACCANGCCNAACNNAAACTTATGNANAAGAGNGAAANAG 

GACCCAAAAAGGACAAAAGGGNNCANNCANAAAAA CAAANN NCCAANAAN 

CCGGCCAANAANANNGCAAAAGNNCCCCCCAnn i 1 1 1 1 1 1 1 GTGTGTG 

AAAAGGGAAGAACCTAATGCACGCTTAACTATCTTAACAGGGTGGGAGTG 

CAAGAGATTGATGAGTCCAAATCTGACCAAGATGGTGATGTTGGATAAGA 

GAATTCTCTGGTTCCCACCTrTAAGTGGCCAGCCCTTCTAGAGGTACCTG 

GGGAGCAACCCGGCTAGGTACATCAAACATG 

>Scquence 529 

ATTGTTTCAATCITTTTCAAGCGTTrGGCACTCCCCGCGGTGGTCGGCCG 

AGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTGGACAGGACATA 

ATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGG 

CAACGTGACCAATITTTGGTCTCAAGTTAAAATACCAAAAACTATTACAG 

TGTCTACnXKjATTTATGTCTATATGACAAATCTTG ATACTG CATCCCAAC 

ATTACTGGCGTGCTITITTGTTTGCGTTITG 

TATTAATTACGGCGCTGGTTTTGGTTTGTGTTTAATACGCTTATTTATAC 

TATTGGTGTTTACATTGGGGATrACAGAATACCITCTCTTAGGGGGATAC 

CGACATTCACTTATTGGTGGAGTTCCCCGATTCTCAATACTTTGATTGCC 

CACGG 
>Scquence 530 

AGGTACTTGGAAACCCATTTGGATTAATTAGAGGTCTGTCTGAAGGAGTT 
GAAGCTTTATTCTATGAACCCITCCAGGGTGCTGTTCAAGGCCCTGAAGA 
ATTTGCAGAGGGGTTAGTGATTGGAGTGAGAAGCCTCTTTGGACACACAG 
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TAGGTGGTGCAGCAGGAGTTGTATCTCGAATCACCGGTTCTGTTGGGAAA 
GGTTTGGCAGCAATTACAATGGACAAGGAATATCAGCAAAAAAAAAAAAA 
AAAAAAAAAAAAGTACCTGCCCG 
>Sequence 531 

NTTACATCNGA(>rrTTCAANCNNCCTTTGNGANCTTTCTGCCCCCCCCAA 

GACAGNAATAAGGANTNNNAAAAAACAATTTCCACCCGACAGTAGNCACC 

TTTACA(>IGAGGANAACGGGAACriTTATTTAAAGGATATTGTCTCATTTC 

TAACACNCNGNAANCCANCCTTCCCTGATAATAAATCACTGGAGAACAAA 

AGCGAATAACAGCAGGTCTCTCTTTTTTATTCCAATTTCTTACATTTATT 

GCCAATGAAGAATTCAAATGCCAAGGGCCCTGCCTAGAAAGCCACTCTAA 

AGCAACAAAGAGGTCTGCCAATTCGCTTAAAAAACAAACCCCCAAGAGAA 

AAAAAATTCAAAAACCCTTATTTAAATGAAACAAGCAAACTGGGGCCCCC 

CTAACCCTTCCTTCAATATAAAGAGACCCCGCCCCCGGGNNNCCAAATCA 

AAAAAAAACACACCTTTACAATCACTCATACTGAATCACACATATCTAAC 

CAATTACTTCATAATTACGACACACCACATATTCACCCACACAGGTGTAT 

ACCACTCATATAACCTCACTCATAAACACACATCAACACTAGACAGACTA 

CATAATCAACATCCACAACTCATCACAACAAACACTTAAAATGTTCAACA 

AATATAACTACCACACCTAATACACCAAGCTTGTACTACACTCATATAAA 

CAAATGTCGTAACACTCACTTATACT^ 

CACACAAACACCTCTTATTATCTCTCATATCAATCAATAATCATTCGACT 
ATCATACACAACGTATACTACTTCAATAGAACTANACTCACCAATCTTCC 
ATAACTACACGCCG 
>Sequence 532 

CGAATGTCATTGAAAAGGTCTTCTCGCGCGTTGAGAACTTTCGGTGNNTN 

GGGAGNGNGATATTTTTTTATTCAATTCGCGATTGACAGNnNfNNAGATCAA 

AATGTTATTAACACTCTTAGAAGACTGGTTTGTTCATTTGACATTGGGAC 

GTGCACCAATTTTTATTACAAAAATCAAAAAAGTAAAAATTATTACAATA 

TTTGCAGAGTATAACCACTAGTTGCCTAGACAAAAGCTAATTTCTACAAA 

ATCAAAAACTTAATGCAGTTTTATTAAGAGAGTCAAAATTCTCTCAGTTA 

ACTGGATATACATAGTGGTATATATCTTAAAGCAGAAAACCCCAAAAAAC 

AAAAACAAGGAAAAAAGAAAATACATGTCAACAGTCAGTTAAATATTTTG 

ACCTGACAGTTTCTACAAATAGTGATTTTCACTACATATAAAGGAATCTG 

TTACATGTGGTAAAACTTCCAGAAACCAAGTAGGAAGTGTGGAATAAAAA 

CAATAAATTCAAACGCAGCCCCAGGCTGGGCCTGTTTTTCATGAAGCCCA 

AGACAGTGATCTTTATTATTAAGGAGGGACCACTGTGTCCACAACTAAAA 

ACCnTCAACCACATGGTGATCTGCAAAGCTTTATTTGAAAAAGACAAACA 

TTCTTTTCTTCACACAAATCAATGCAAGAAATTTTTTTAAGGCTTGTACC 

TTCCCGGGCCGGGCCGTTTTTTAAAAAAACTTTAAAAT 

>Sequence 533 

GGTGTAGGGGCACTACCGCGGNNGGTTTTCGAAGNACGATCANNCCCCCA 

GCNGCNNGCGNGCAAAGANGAGCCGCTGCGAGACGGGTTTANTCGCNNCC 

CTACCCWGGANCNNGGCCNNACATNNNCGATTGNGNCACNGGGCGCCACC 

NCACGGGAGAAGGNChWGCCGGNAAGGGNhWNCACGAAGANCNGCAhWhW 

GACC^GhWAGCGGANACCAGGAirillCCAAirill'll'irCCACGTTTCC 

CACAGGGACACAAACAAGCTCACCCAACAAAGCCAACCGCCCCTGCCCGC 

GTACCTGCCCGTTCTT 

>Sequence 534 

gcgtttggagaacaccgcggnggcttttcggggtctctacnctctgcaga 

tgaaaaagcagctgaaaggagtcgtaaggctggaccaataaccctaaaac 

tgaagcctgattactggagtgacaXactattgaaagaagcagaagcgttt 

gcttattatcgccggacacacactgccaatgagcggcggcggcgtggtga 

aatgagggatctci^gagaaattaaagatcactatttggattacrtcat 

tcttccaaggtttccaaaagtctcattcttactcgagccrtcagtgaaa 

tcagggactaacagatcaggcagacaaattgataggacagaaaaatctcc 

tgactcgaaaacggaatattctgatacggaaagtatcgtctctttcaggt 

aagacagaagaagtggtcctgaagaagctagagtatatttatgcaaaaca 



Page 169 
(of 26 1 pages in Table 2) 



WO 01/42467 



PCT/US00/33312 



391 



Table 2 



GCAAGCACTAGAGGC 
>Sequence 535 

NGACTTTGAGGCAACTCNCGCGCNNGGCGCTGCGNCGGNGNCACGACGCG 

CCNGGGCAAAGGGAAGNAACAGACACACGTTTGNGNGGAAGGATGTAACC 

CGGGACCAGAGGCNCAGNGGNGGGAGAGANCCCNGCATTACCCACCAACC 

AGAACGNGGCCCGCCAGAGGCNNGAACNGAGAGAAAGA NNCN GGGGCNGN 

CNAANGAAAANANAGACA^CNCACANAAGCCITGTNCATTTTCTTTNCC 

GGCGTGACCGNCCACCGCAGAAACANNNCACAANAGGCNGCCGGNNCAAA 

CGGGGGGGAGCACGGACTGTCAGNNCNCNGGGAAGGGGNCAGCGCANCCG 

GCAGGGCNNCNCCNCCCCGGNCNNNGGGAGAACCAGGGCTCNNCNCAGGG 

GCCCCAGGGACGGCCAGGCNGNNCCAGCCAGGAAGGCCAAAANCAAGAGG 

GAGANGNAGAAAGGNNGAAAAAAAGAAAAAGGGGAGNNGGNGAANCGGNN 

GNNCCNNCCCCACAANNGGANGAWGGCANAAAGGGNKNAGCANGNCCCN 

CCNNNCCNCACGCCCCCCNNGGNCNCCAATAAACAAGAGAAACNCCAAAG 

GAANGGGGAGGGCCGAACCCACAGGCGGAGAACCCGGCACCCCCAAGCAN 

NCAAGAAAAAGGCGCCCCCAAAAACAAACAACCCCCCCAAGGG 

>Sequence 536 

GGCTTTGAGGCACTCCGCGGNGGCCCTCGNCGNGCTTCTCAGCCAGANAC 

GNACAGC(^GAGAGTNGCTGGNAGACTCTTITANCANCCGCCC^ 

TCCATCCATCNGCTCATCCTTTCTCCATCTGCTCAACAAACGCTAGAGAA 

TCAATCCTTGTGTCAGATACTGGGGCTGCCCTCAAGGAGCTTTTATAGAG 

TTCAGGGNACCI riTTCGCTCTTTTTT 

>Sequence 537 

GGCTTTGNGCNACTCCGCGGNGGCCCTCGCAGTANNATCGNGGCCC 
>Sequence 538 

GCGTTTTGGGGCACACCGCGGNGGCGTTCNGANGTACGATCNGCGCCCGC 

CAGAACAGGCCACAGCCCAGAGCCCTGCGGCNGCCTCATTACNCGGNACA 

AGCTNGAGCGGGGGGACAGGNCGGCGGGTTTTGGAAACACTGGACTGGAT 

GGCACATGATCCAGAACTCCGCTCCGTTTGGCTTCCCAAGGATCCCACCA 

ACTCATTCTAATCAGCGATCACTGTTTTAATTTCTTITrro 

TATNNCACAGATCAGGCCTACCTCATTGGCATATTAAGAAAGTTGTCTCA 

AGTATATTTAGTGTTTATCATTTTACTATAGTTCTTCAAATGACTGACAT 

TCATCTTTTCCCTACCTCTAAATTCCTTTCITTTT 

GATTGCTTTTTAATAGAAAAACANACAAAGACATGGATTTACTGTGCATA 

TTAGCAGATCCATACTGGAAAATGCATGGAGGTTTCATATACACCACTTA 

CAGAAAGAATAACTCAGAGTATAAAGTCGAAAAGAAAGAATCTGAAATAT 

TAGACTTGTTCTGGAATAAGCGTACCTAGGATGATACCACTTCACTTAAT 

CAGATTTCCCCTTTCCACTATTTAACAGGGCAATATAAAAAACTGGTAGT 

TAAATACACAAGAGGCACTTATATTACTGGCTCCTCAACCCA 

>Scquence 539 

CCGGGCAGGTACTTTCTTTTTTATAGTTTTTTTGT^ 
TTTTTGGTTTTTGTTGTTTTGTGTTTTTTT^ 

AGAAAATCTGAGACACGTGAGGCCAGACAAAGCAAGGCCGGGGCTGATGG 
CCTGGCTGCCTGGTGGTTGATGGTTTTGCTCCCCCTACC rri"I" IT I G A 
GTTTATTCTGATTGATTTTTTT1 CI 1 GGTTTCTGGATAAACCACCCTCTG 
GGGACAGGATAATAAAACATGTAATATTTTTAAGAAGGAAAAAAAAAAAA 
AAAAAAAAAGGGCCCCGGGCC 

>Sequence 540 v --" 

CCGGGCAGGTACTTTATTTCKIEAAAAAAATG CTAAT GATATC CAAA CCAT 

C AGCTACTTGTAATC I' II 1 " I GCTGGTGG AGGGTTTTGTCTCAATTTTGGT 

GGCTGCTGACTGATCAGCGTGGTGGTTGCTGAAGGTTGGAGTGGTTGTGG 

CAATTTCTTAAAATAAGACAACAGGCTGGGTATATTGCCTCATACCTGTA 

AATCCCAGCACTTTGGGAGGCTGAGGTGGGAGAATCTTTTGAGGCCAGGA 

GTTTAAGACCGGCCTGNGCAACATGGTGAGACCGTGTGTCTGCAGAAAAT 

GAAAAGAAATTGGCTGAGTGTGGTGGTGCATGCCTATACTACCATCTACT 

AGGGAGGGTAGGATGGAAGGTTTGCTTGAGCCCAGGAATTCAAGGTTGTG 



Page 170 
(of 26 1 pages in Table 2) 



WO 01/42467 



392 



PCTAJS00/33312 



Table 2 



CCACTGCACTCCAGCCTTGGATGGCAAAGTGAGATCCTGCCTCAAATTTA 

AAATAAATTAAATTAACCANANAAAAAAAAAAAAAAAANNAGGACCTCGG 

CCGTCTAAAACTAGGGATCCGCCGGCTGGAGGATTTAATATCAGCCTATT 

CCCCCCGGCCCCTGGGGGGGGGCCCCCCCCCCATTTTTTTTCCTTTAAGG 

AGGGTAATTCCGCGCTCGCCAAAATATGGAAATACTTTTCCTTGAAAAAA 

TTGTATCGCCCAAAN 

>Sequence 541 

GGACGGTCAGAACCGATACCACCGCGGCGGCGGCCTGATGTACTTTTTTT 
T T T T T T 1 rilll GTTA A A AG ACAC A AGTAGTG ATATATCA ACATCTGTTT 
AACTCG TG A CCG TTTCTTTTTTTC A ACTTCTTTTTTCTTTTC A GTGCTTT 
CTTCTTCCATTACCITTTCCTGATTTCCACTTTCAGTTTCCATTCGTTCG 
CTATCTTCTGGTAGCCACAGCTCAGCTCCAATCTGCGAAATACGGCACTC 
TCTTTATTGAGTACTGCTTCTCTCGGCCCCCGCGCTGGCCNACGGGAGTA 
CCTGCCCGGGCGGCCGCT 
>Sequence 542 

GAGGGGTGACTCCCCGCGTGGCGGCCGCCCGGGCGGTACAAAATGTTAAG 

ACGTTGTTTGTATTTGTAAGGCTGGTGTATTCAGAGAGCATATCTCTTAT 

TCCTC ACTTTCC ACCCCCGTATTTTGTAATG ACCATG ATC AATG I TTTTA 

C rriTTGTATAATGGGGTGGGGTGG AG TGGGGGCTATTGACAGTCACCCT 

GAGGTCTTTAGAGGACCAGCTATTGTATCACCTTGGATACTTGAAGTTTA 

ATGCTCAGTTGGGTCGGGTGGCATTTGACTTGGAGGCTGGCATGTTCACC 

AGAGCCTGGGGCCCTGTATCTGGGCAGCCTTTGAGGATTACTTATGATAT 

TGAATGACAGTCTTAAGTGGCAACTCACGCCCAGCTCATGCCCTTTTTTG 

CCTGGACATGTGCTATTTTTATTCACTTATATGTGATTCACTTGTCAGGG 

TTAAACTTTCATACACGAATTGTATTGGGACAAAACGGCTGTTGGGGATT 

ATATATCCCTT 

>Sequence 543 

GGACACACCATGCACGCAAAACAAATTGCAATAATGTGATAAGTTCTTTA 

AAAGAGGTAAGAGCAACGTGCTTTGGGAGCAGAGAAGAGGGAGAAAGCAG 

CATCTTGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCA 

TTTAATCTTTACAACTCTCITGCAAGGTTCCCTGGTTGTGAAAATACATG 

AGATGAATCATGAAGGCCACTATCATCCTCCTTCTGCTTGCACAAGTTTC 

CTGGGCTGGACCGTTTCAAGAGAGAGGCnTATTTGACTTTATGCTAGAAG 

ATGAGGCTTCTGGGATAGGCCCAGAAGTTCCTGATGACCGCGACTTCGAG 

CCCTCCCTATGCCCAGTGTGCCCCTTCCGCTGTCAATGCCATCTTTAAAT 

GGTCCAATGTTCTGATTTGGGTCTGGACAAAGTGCCAAT 

>Sequence 544 

GAGAGGGTCCCGGGTGGCGGCCGAGGACACAATACTTACTTACAAATTTA 

ATACTGCTTCAAGGTATTTAATCTAuAAATTTTACCAACITTGATTTGTCT 

GGTTAGGATATTTTGTTTTAGTGGATATGCITTAATTCGGATCAATTACT 

GCAGTAAATCTCATCCCTAAGCATGAAATGTTGTCAACAAATACCCAGTT 

CCATTTAGTTATCAATTAGCCCAAATAAGAGATACAAAGTATAACAGTGA 

CCAACCTTGTACCTGCCCGGGCGGCCGCTCGACCACTGACATAGACTGAA 

AGCAAGAAGAGTGCTGTGTTTGTTGCTATATCCCCTCCAACACCTAAGGC 

AATGCATTTCACATCTTGCTGAGAGCAGATAACTCAATACCTGGAACTAG 

AAAATTAGAATCTAAAAGACGGAAGGCATCTAAAGAACAGTTCCCATCAT 

GCCACAGCTGAGAAATTGGAGACC 

>Sequencc545 

atttgttatacx:gcgtcaccaatttccaacacaaactataccgaagcccg 

ggagagacattaaaagttgtaaaaagcacttggggggtgtccttatatgg 

aggtggaggcttaaacttcaacatttaaattttgcggtttggcggccttc 

acatgcgcgcgccttitixx^cagtttcgggggaaaaacacttgtttcggt 

ggcacagacttggcaatttaaattggaaatacggggcccaaaacggcctc 

ccgggggaagaagggccgggttttttgcccgtaatttgggggccggcttc 

ttttccggcttttcccttcggcgtcaactttgaactttccgcrtgtcgc^ 

TTCGGGTTCGGTTTACCGGCTTGCCGGGCCGAGGACCGGGTAATTTCAGG 
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CTTCG 
>Sequence 546 

GCCCGGGCAGGTACCTGATGCAGGGAATTGAAGCCAGACCCAAAACGGGC 

AACCCAATAGGATGGCCATCTGCCCCATTAATGCCAGCTTGTCCAAGTGT 

AATTATTAACAGTGCCCCCTTTCACTCTCCAAAGAGTCCCTGTCCAGACA 

GGTAATTGTGAAAGTCGCCTTCAAAATGACTGGCCGGTAAGGAAAGTGGA 

GTGAGGGAAGCAGGGTAGGTGGAGGTGTGAAAGGGAGAAGGGCCTCATCT 

CAGGGTGGCTGGACCTGCACCAGCATCGGCCTGCATGAATGTGCTCCTAC 

TCTTGCCCAGGCTGAGTATCAAGAGAAGCAAGAAATCTAGATAAAAATCC 

AAATCCAGAAACATCAGCGTTTTGAGGTTAACATGTTGGCAATTATTCAG 

CTTTATGAAATAAATATTATCTTTCTTTTTCTACCCGCTTGGGAGCCTGG 

CAAAATATGGGGGGGACCCCTGGCTTCTTTG 

>Sequence 547 

AAACAAGTTCACATAATCATCAATTACAACTAATAATTTTACAATCTCAT 

CTTACTATTTATATAAATATTCCTAATCTGTATAATTTTTATTATATTAT 

ATATTCTTATATTAATTTGAGGCCCCGGGCGCCGAGTCAGGTAAGCCCTG 

GCTGCCTCCACCCACTCCCAGGGAGACCAAAAGCGTTCATACATCTCAAG 

TTGGGGGACAAAAAAGGGGGAAGGGGGGGCACGAAGGCTCATCATTCAAA 

ATAXAACAAAATAAAXAXGTTAT^^^ 

GGCATTTACATAATTTTACACCGAAAAGCAATGGCTTATCACCCTTCCCC 

TTGGTGTGGCACTTTGGAGATGAGGGACCCTGGGCCAATTNTNCTCCTTT 

AGAAGAGGAAAGTTGGGGGTGGGCTTTCTTAGTGAATGNGGCAAGGGGAG 

CTTTCCCTGTTTAACAAACCGCCATTCCTCAATATTTTTGGGAAATGAAC 

CCTATTAAAhfNAAAAACACACAAAATGTGGCAAATCCTAAAGGTCCCTTC 

CGGCGCACCATTTGTTGAAAACCTTTTGTGGGGGNAATTGTCTTCGCTCT 

CAAACCCGAACTTGCCTGTTCAACTCATTCCACCGTTTTCCCAAGTTTTT 

TAAAAATTCCCTGGAGGTCCAAAGCCCCAAAAAAAAAAAAAAAAACCCAA 

AACCAAAAAACAAAAAAAAAAACCACATTAAAAGG 

>Sequence 548 

GGCGCCGCAGGTACCCTTTGTAATATCCTTTATATAAACCAGTAAATGCT 

GTTTCCCTGAGTTCTGTGACCTGCTCTGGCAAATTAATCAAACCCAAGAA 

GGGGGTTGTGGGAACCCCAATTTATAGCTATTCAGTCAGAAAAAAACAGG 

TTAGACAATCTGGGGCTTGCGACTGGCATTGGAAGTGGGGGACAGTTGTG 

CGGGGCTCAGCCTTCAACCTGTGGGATCTGACGCTATCTCTGGGTAGATG 

AAGTAGAATTGAACTGGGGGACACCCAGCTGGTGTCCACTGCAGAATGAA 

TTGCTTGCTTGATGTCTAGGGAGGCCGCAGAATTATAGCAGGAGGTGAAA 

AGCACTTCTTATTAGCAGTGGCAAGAGAAAATGAGAAGGAGCAAAAGCTG 

AAACTCCTGATAAACCAATCAGATCTCATGAGGCTCATTAACTATAACAA 

GAATAGCATGGGAAAGACTGGC 

>Scqucnce 549 

ACTTGATAGCGCCGTGCGTGCCAGTGAACCTCTCAGCCCCCGTATGCCGA 

CCTGAACCTCACATGCGTCTAACGTCTATTGCATTCATGTCTGGTGAAAG 

AATCTCAATCATGAATGGGGTACCTAACAGACACCTATCCTCGCTGGCGA 

AAAGAAAAGAATGGGCTGCTCTCAGACCGTAGACCCTAAAAGGACCTGCG 

GTCTGTGCCCCCGGTCCCTTGCCCACACGGCCGACCAACAACTACTGGAA 

CCCCCTGGCTGTATGAATACGATATCCATCTTATCAATCCCAATAACCCA 

CATGGGGGGCCTGGCCCCCATGACTTGTTGCCTTTAGACAGGGTTACTGG 

CTCGCTTCKK:AAAGGCATGGGCATA^ 

CCGCGTCCAATTTCCCACA(XGTACTAACCGAGACCATATAGGGTGAACA 
CCGGCGTGCCTAACGCATGACCTGAACCACACTAATTGCATCATACTTAC 
TGCCCCCTCTGCAGTGTGAAAACCTGTCCTGCCAGACCGATGCATGCAGC 
G 

>Sequence 550 

ACGTGGTTACCGCCGTGCGTGCGCGAGGACTACACGATGATCGGTGATTG 
TGCTCATGCMjTACCCAGCTGCACCCATGAACTACGCCGAGAGACTGTTTT 
AGGCTGTGAGGGACTCAACCGTTATACTGAATGGAGAGCGGGACCACATA 
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CTGGCTGGAAAGTATACTGCGGACAGTCCGGCCCTGCCCAACCACTCTGT 

GGAGAACCTACGCACTGCACGCCATGCCTGTTTCCTACTCAAGCCTCAAG 

ACTTCTACCTTGATCTGCTTGCCTTCCTTGACCATCTACCTAGAACTAAC 

CGAGTCCCAGCTCCCAACCTGGCATGAGCTTGGACAGGGTGGACCGCCAC 

CCTGCCTGAACCATGGAGACAGCCTCTGGGATTGGAGGCCAGAGGCCAGG 

GTCAGACCCAACACGGACTCCTAATTTGATGTCACAGACGCAATTAATAA 

GCTTATTTAATCCCGCCTGGGAACTTAAATTATTGCGGGGCGCTCACTGC 

CCATTTTTCAAAAAAAAAAACCTGCCCC 

>Sequence 551 

GTGATGACGACCGCGCGGCGGCCGAGGTACATTAGCAAAAACAGTGGACT 

TTGTGACCTTGAAAAAGTCATTTAACATCTCTGAACCCTACTTTCTAAGT 

CTCTACAAGTAATATATAGTGGGTGAGGTGTTCTTTCTTTGTTCTGTTAC 

TCGGATGTGAAACTCTCCTTTTGTAGATGAAACCATTGCGTAAGTAATAT 

AAAGACTTTTCCCTGTAGTTATCTTACAGACTGGAGAGAGTGCTAGTGAA 

TGCTTTTGTCTTCAATGCCCATCTCTTGGAAATATTGAAGGTGGAGTAGC 

AACCGGGCATTATATTATCTCTTGGAAAAGGACCTCAGCAATGGAGAATA 

TCCCCATCATCACAACTGTCATCACTCTGCCGCACGTGATTGTGGAGAAT 

ATCCCTCTCCATGTGAATGCAGAATGAGATTCATTTACAAAACGAAGCCA 

TTAGGGGGGAGGLTlXU:UXiAAACCAACAGAAG!IXXKj 

CTGGAAGATCTGGCCTCATTTGGGCCGTGTAAAAAAATCC 

>Sequence 552 

TTCTGTGCATTAATTTTATTTTTGTTATTGTGTTTAAATCGAAGATATTT 

TTTTTAAATTACGTTCGTTAGTTATGTAATATATGGTAGTTGCGTGGTTT 

ATTATTTTTTTTAGAGATGAGACGAGTGGCCGGCCGCCCGGGCAGGTACT 

ACAATGATTCTGAAGCACAGTGTATTCAGACAGATACAGTGAACCAAGTG 

CAATATGTAAGGATGAAAGAAGAAGAGATGACAAAGAAATCCAAGTAAAT 

GCCTTGTCTTTGCAAATGTTTTTATATTAAATCATAAGGGAAGGGAACTA 

CTGCCTTAAATGTTATCAAAAGAGTTTTCTAACAAGGTTAATACCTTAGT 

TCTTAACATTTTTTTTCTTTATGTGTAGTGTTTTCATGCTACCTTGGTAG 

GAAACTTATTTACAAACCATATTAAAAGGCTAATTTAAATATAAATAATA 

TAAAGTGCTCTGAATAAAGCAGAAATATATTACAGTTCATTCCACAGAAA 

GGCATTCCAAACCACCCAAATGACCAAGGCATATATAGTATTTGGAGGAA 

TCAGGGGTTTGGAAGGAGTACGGAGGAAGAATGAAGGAAAATGCAACCAG 

CATGATTATAGGGGGGTTCATTTTAATAAAAGTTGAAGGCACAGG 

>Scquence 553 

GAGATGACCCGGGTGGCGGCCGAGGTACCCATCTCTGCCCATCACCGCTG 

GAATTTTGATGACCTATTGGAAAAGATCTGGGACTATCTGAAACTAGTGA 

GAATTTACACCAAACCCAAAGGCCAGTTACCAGATTACACATCCCCAGTG 

GTGCTTCCTTACTTCGAGCGGCCGCCCCGGCAGGGACTTCACACCAAACA 

CTAGCTCAAGCACrGACGTTATTCTACAGGACTATGAACCTTCATATCCA 

CATTTACAGTCCGGACAGATAAAGGAAAACAACCCAAATCCAGGAGGCAA 

TATAAAAGGAAGAGAACAAAACACACATTCATACACTCACACTTAAAAAT 

AGGGG AAGACCAACAGGGGAACTTTCGTTCTCTTCTGGATGTCTACTTAA 

AAATCCCATGTGGTACCT 

> Sequence 554 

GAGATGCCCGGGTGGCGGCCGAGGTACTCITGAGATTGCnTTAAATTTTG 
TATTGAAACAACAATACATTTTGCACTGTAGTAATGGGAGCACTA ACTCT 
TACAACAGTTAGTGAATCGTTTTAAAGAATCAGTTCAGTGTAGACATTTT 
GAAAAGATTGTTTCCTGTGCTCTACAATAGCTTAGTGCAATGTGCACTTC 
TGTTTTACITGCCATTTTCCTGCTCTCTTTTCT 

AGAAACTGAGATCAAAGTTAAGATTATATCCTGTTTGTAGTATCAGATAT 

TTTTCTGTGTACATTTACATTCAAGTTGATAACACTGGTGGTTTCATTTC 

AATACAAATTATGCTAGAGAACTGACATTTTCAGACATGGTCATATATAT 

GCTATTTGAATTCCTTTATCTTGATACAGATCTTGATTGTGAATCTCTGA 

TGATAGATGTGCAGCTAATTTGTCCCGAAACTCATGAAGAT 

>Sequence 555 
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TGAGAGATCCGGGTGGCGGCCGCCCGGGCAGGTACAAGACCATGACACGC 

CCAAAACACTTCCTGCAGATGTTGTCGTTGGAAAACTGTCGTCTTACAGA 

AGCCAGTTGCAAGG ACCTTG CTGCTGTCTTG GTTGTC AGCAAG AAGCTG A 

CACACCTGTGCTTGGCCAAAAACCCCATTGGGGATACAGGGGTGAAGTTT 

CTGTGTGAGGGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTT 

ACAGCAATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGC 

TCCAAGAAGCCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATA 

GCTCGTGGATTGTGGATTCTCTGTCAGGCATTAGAGAATCCAAACTGTAA 

CCTAAAACACCTACGGTTGAAGACCTATGAAACTAATTTGGAAATCAAAA 

ACTTTTGANGAAGTGAAAGAAAAGAATCCCAAGCTGACT 

>Sequence 556 

GAGACTGCCCGGGTGGCGGCCGAGGTACGCGGGGGGGGAGTGGCACTCGC 

AGCTGCAGCAAATCTCAAAATAAAGAGGCAACGGCCTTTCTCTTCCTCTC 

CATCTCTCTATAGCACACCTTTTATTTCTTTTCTTCTTTTTTTAAGCCTC 

ACGAAAGATTTTACTTGTAGATCAACTTTCAAAATGTAGGAAGTCAGAAT 

GGGTGACATCATCAGAAAAATATGTGGAGCTGATCACAAGAAGTGAAGAA 

CCCAGAGCACGAAAGCGGTTGTGACTCCTGGGCCCAGGGAGTTGACAGCG 

TCTGGGCTTCAGAGGAGCCAGCGCCTCCGAGTTGTCTTGAAGTGAGGCTC 

TGCTGTAGTCCTGTTCTTCTGGCTCTAAGA 

ATTTGCTCTTTCCTGGAGGGTAACCCCAGTTTGGTCCACAAGGCTTGCTG 
CCCAATCTTTTGCAACAGTTGAACCAAGAATCTGAAGCTGATAT 
>Sequence 557 

TGAGATGCTCCGGGTGGCGGCCGAGGTACTGGATGTCAGGTCTGCGAAAC 

TTCTTAGATTTTGACCTCAGTCCATAAACCACACTATCACCTCGGCCATC 

ATATGTGTCTACTGTGGGGACAACTGGAGTGAAAACTTCGGTTGCTGGCA 

GGTCCGTGGGAAAATCAGTGACCAGTTCATCAGATTCATCAGAATGGTGA 

GACTCATCAGACTGGTGAGAATCATCAGTGTCATCTACA 

>Sequence 558 

GGGATGTGTCTCCACCGCGGTGGCGGCCGAGGTACTTTTTTTTTTTTTTT 

1 ' I ' 1 ' I ' 1 ' I ' l ' 1 GTTTTTGAG ACGG AGTCTCCCTCTGTTGCCCAGTCTGG AGTG 

CAGTGGCATGATCTTGGCTCACTGCAACCTCCATCTCCTGGGCTCAAGCG 

ATTCTCCTGACTCAGCCTCCCAAGTAGCTGGGATTACAGGTGCCTGCCAC 

CATGTCCGGCTAATTTTTGTATTTTTAGTAAAGACGGGGTTTCACCATAT 

TGGTCAGGCTGCTCTCGAAATCCTGACCTCGTAATCCGCCCGCCTCGGCC 

TCCCAAAGTGCTGGGATTACAGGCCCGAGCCACCGCACCTGGCCTGTATT 

CCCGCGTACCTGCCCG 

>Scquence 559 

TAGATGACTCCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGGTGCCTG 

GCTCCGTTTCCTGCTTTTGGTTCTTACAGTAG TCGG CGTAGGCCTTAGGT 

GGGTTCGTGCGCCTTCTACCTCGCTGTrrCGGTTTTCCTGGCrCCTCGGC 

CCTTTTCTCCCCTGTTGCAGCTGGGAGCGGACGAAGCGCGAAGCTGGGAT 

TTTTTACTGTCTCCTGAAGAATTTAACACAAACATGGATATCAGACCAAA 

TCATACAATTTATATCAACAATATGAATGACAAAATTAAAAAGGAAGAAT 

TGAAGAGATCCCTATATGCCCTGTTTTCTCAATTTGGTCATG TGGTGG AC 

ATTGTGGCTTTAAAGACCCTTGAAGAAGAGGGGGGCAGGGCCITTTGGCC 

ATAATTTAAGGGAACGGGGCTATTCCACCAAAAGGCCTTGGAGGACAGGC 

TACAAGGGATTTCCCATTTTTAGGGGAAACCCCAAGGGGGGAAA 

> Sequence 560 

GCGATGTGA€TCCCCGCGGTGGCGGCCGAGGTACri"i rri'l 1 1 1 1 1 11 1 1 

TTTTTTTTTGATCGGCAAGCGACGCTTAGACAGGCGTAGCCCCGGGAGGA 

ACCCGGGGCCGCAAGTGCGTTCGAAGTGTCGATGATCAATGTGTCCTGCA 

ATTCACATTAATTCTCGCAGCTAGCTTGCGTTCTTATCGACGCACGAGCC 

GAGTGATCCACCGCTAAGAGTCGCCCCGGGTCCCTGGCCCGGGG 

> Sequence 561 

TAGCTACTTTACGCTGTCTGTACATTNTGTCGTATACATGAGTACTGTCA 
TAATACTTTTGACACTTGCTGTCTCTAGTTTCTAATATTTATATTATAAC 
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ATGACATTGATCTATAATTTTGTCTTTTATTTTANANANATATTTGCGAT 

GGCTCCCCGGGTGGCGGGCGAGGTACCATGTGGGAAGCGCTGTGAAGAGT 

TGTTGCCTTTCAAGATATACCCAAATTCCCAGTTCCAGCCCGTGTCATTA 

AAACTCCGCTGGCGTGAAAGATGACGT CCTTA GCCCAGCAGCTGCAACGA 

CTCGCCCTCCCTCAAAGGGATGCCAGCCTTTTATTTAGAGATGAAGTTGC 

TTCTTTGTTATTTGACCCTAAGGAAGCGGCCACAATTGACAGGGACACCG 

TCTTCGCCATTGGTGAGCCATCTTTTAACTTAGAAA AGCTC TTGGAAGCG 

TTTGTTTTCTGG ATGTTACTG nTTTTT rTCCCCCCTGTTTTC TCTTC TG 

TACCCGTGCTCTTCCTTAACAGTTTCTGCATGTTGATGTATATTTTCAAG 

GGAAAGAGATCATTAACACCATGTGCTTGGTGCTTGAAATGTTTATTAAT 

TTTGAGCGGCCGGCCGTCTGGAACCTGGGGGCCCACTGGC 

>Sequence 562 

AGAAACATTGTGAAGCAAATAGGGCCAGTCAAAATGGCCCATTGATACCG 

TTAAAAAAGGGCCGGCGTTTGCTGGGCGTTTTTTTTCCAATAGGGCTCCC 

TGCCTCCCCCTGAACGTAGTCAATCAACTAAAAAATTCGGACCGCCTCAA 

AGGTTCAGTAGGGTGTGCCGAAAAACCCCCGTACCAGGGAACTATTTAAA 

TGGATACCCAGGGCCGTTTTCCCCCCTTGGTAAGCTTCCCCTTCGTTGCG 

GCTTCTTCCCTTGTTTCCGAACCCCTTGCCCGGCTTTACCCGGAATAACC 

GTG-TTGGGGGGGTTTTTTCTGGATTTTGGG 

TCTTCATTAGCCTCACG 

>Sequence 563 

GCNNAGCCCGGGGNNGATCCNATCTAGNTTNCTNAGNAGNCNNGGCCGNN 

CCCGGGGCCAGNGTAACCNGCGGGNNGGGGCCCGGGAAAGGTTGGGAAAA 

AGAAAAAAAGGGTTTTCTTAAAGTTGGGGCTTTGGGAGGGGGTAATTTCC 

CCCCCAAAAGGAGAGACCGGGGGGCCCCGGGCCAAAACGCGGGGGGGGGG 

GGGGGAAACCCTCCCAAATTTTGCGCCCCCTAATAGAGGGGGGGCGGTAT 

TTAACCCGGCCGCTTAATGGGGCCCCGGGGTTTTTAAAAACGGTGGGAAC 

TGGGAAAAAAACCTGGGGGGGTTCCCCAAATTAAAAAGGCCTTTGGGAAG 

AAATACCCCTCTTTTTGCCGGGGTGGGGGGAAATAAAAAAAAAGGGGCCC 

CCCACAAAAGGCGCTTTTTACAAAAAATTTGGCCCCCCTCTTAATTGGGA 

GAAGGGGGGGCCCCCCCTTTTTTGGGCGGAATATAAAAAG GGCGGG GGGG 

GGGGGGTGGGGTTTTTCCCCCA ACCGGG AGGGCG CGTTATA 1 TTT1 1 GTG 

GGGGGGCCTTATTACGGAGCCTTTTT^^ 

TTTTTTTGTTGGGAGGGAGC 

>Sequence 564 

AGGTACCAAGTAGGATAATTACTACTGCCAACACACACATGCACGCATGC 
ACACACACACACAGATGTATGCACGCACACACACTCTCACTCCTAGACTG 
CTAAAAGCAAAAAAAAAAAAAAAAAAAAAAAAAAGTCCCTGGCCCGGGCG 
>Sequence 565 

NGGATTGGAGAATCCGCGGNGGCGGTTGGNNGCAATTACTAGACCTCNGA 

CC^CCK3CACTAAGCANCGNCACCCTGAANAGANTGTTCATCCWNCCCTCC 

CCCNGNAGAAACCNCNGCGCCANGAGTTTCAAGNGGAGGAAGAAGCGACT 

GCGCAAGCNGAAGCGCAAAAGAAGAAAGAN GAGGCA GA GGNC CAAGNAAA 

CCGC^AGCNNGNNGCACCGNGGAGGCCrTTGTTTTTTAGGTTT^ 

CAGACCKH'CCTTATGAAAGTACCAAGAAGTGGGAAGCGGCKjTGAGCTGCT 

GAAGATTTTTGGTATCGACAGGGATGCCATTGCACAAGCTGTGAGGGGCC 

TCATCACCAAGGCCTAGGGCGGGTATGAAGTGTGGGGCGGGGGTCTATAC 

ATTCCTGAGATTCTGGGAAAGGGGCTCAAAGATGT 

>Sequencc 566 - 

TCGAGTACGCGGGGGGGGACTGGAGGACCTGTCTGGTTATTATACAGACG 

CATAACTGGAGGTGGGATCCACACAGCTCAGAACAGCTGGATCTTGCTCA 

GTCTCTCK^CAGGGGAAGATTCCTTGGAGGAGGCCCTGCAGCGACATGGAG 

GGAGCTGCTTTGCTGAGAGTCTCTGTCCTCTGCATCTGGATGAGTGCACT 

TTTCCTTTGTGTGGGAGTGAGGGCAGAGGAAGCTGGAGCGAGGGTGCAAC 

AAAACGTTCCAAGTGGGACAGATACTGGAGATCCTCAAAGTAAGCCCCTC 

GGTGACTGGGCTGCTGGCACCATGGACCCAGAGAGCAGTATCTTTATTGA 
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GGATGCCATTAAGTATTTCAAGGAAAAAGTGAGCACACAGAATCTGCTAC 

TCCTGCTGACTG 

> Sequence 567 

TGGATTCKjGCCCTNCGCGGNGGCGGTTGANGGC>ITTTCGNNGCCCCNCAC 

CANNNNAAGGNCGAGGGNNNCCCTGGANGANTGGTTANTCGGCCCCCCCC 

CGGGCNCNGCAGGCCGNCANNANCGTTGANGCNCGCGCGGGCGCNGCCCC 

TGAAAACCCCGNACCNGCCCGGGCGGCTGCNCNAGAACNAGNGGANCCCC 

CGGGCGGCAGGAANNCGAGAGCAAGTTITTCTTTTTTGGTTTTCCCGAGG 

GGGGGCCCTTTTCAAAAAAAAATGTCCCCCCAGGGAGGGGGGAGGGCGCG 

CTTTTTTTTTACAACGGCACAGCCGGNCCCCGGGGGAAANNGGGAACCGC 

GCACAAANCCACACAACAGACGAGCCGGGAGCACAAAGGGGAAAGCCCGG 

GGGGGCCAACGAGGGAGCCAACCCCCACCAAGGG 

>Sequence 568 

GCGATTGGAGCTACACCGCGGNGGCGGTTTCGGGCGAGACNNCTCTTGNC 

CATCTTCTCCCGCTGCTGAAATTTNCTTGGCGGGCGCTTTAACCCGAGGA 

CCCCTCCCCCCGCGTACGCTGGATAGCCTTTTTTCCAGAAAGAGAGAGTA 

GCGCGAGCACAGCTAAGGCCACGGAGCGAGACATCTCGGCCCGAATGCTG 

TCAGCTTCAGGAATCCCCGCGTACCTGCCCTTTTCTTTTTT 

>Sequence 569 

GCGCTTTGGAGCNACTCCCGCGGNlNGGCGGCTCGAGNGACAATTACAACC 

CCGNNNAANCCAAGGGNNNAGGGNANCAAGCTGCTGNGATNNACTAATAC 

ACAAACCCCAGACAGCAGNAAGGNCAGAAGAACCTTGGAGAACAGCAGAA 

GCAAGACCGCAGAACNCNGAAGGCNGAGAACACAAGNCAAANACANNNAA 

CNNAAAAACAACGCNGAGAGAACACNGGGAAAAATTTCTTTTTTTAGATG 

TCCACAAAAAAGGACATGTAAAGGGGAAGGTCAAGTTGTTGAGACAGCTA 

CTTTATTCTTGGGATGACTGNGGAGGTGGTGGAGATGAGCCTTGTTTGCC 

AGATTTCCGTTCGTAGTTCACGAGTCGTTGACCCACAAGGTACCTGCCCG 

>Sequence 570 

GCGATCGGAGCAACCCGCGGNGGCGGTTGANGNCGCGACAGCCGANGAAA 

GAAAAAGGGAGCCAGGCCCATTTCCCAGCCGATTAANCCGNGGGGGGGAA 

CGGGGNNNAAAACCGGGGAAAATTTAAACCCAAGAGGGGAAAACCCAGAA 

AGGCCCANGGGGCCGGGAAACCCAACCCCAGGGGGGAAAAAACCCGGCCC 

CCCCGAAAAAACCCCCCCCCCCCCTTTTTAATTTTTTGGGGGGGGGCCCC 

CCAAAAAACCCCCCCCCCCGGGGGAAAAAACCCTCCCAAAAAAAAAACCC 

CCCCCCCCCCCCCCCTTTTTTTGGGGGGGGGAAAAAAAAACCCCAAGGGG 

GGGCCCCCCGC 

>Sequence 57 1 

NGGCTAGGAGCACACCGCGGGCGCTGGGGCCAAACAACTGTCTGTAAGAG 

GGACCTCTCATGGTTACAGGCTTTGACAACCCAGAATCAAACTGGAGAAC 

ATTCCGAAGCCGTTCTTATAAGTGTCTCCATCTCTACCTGGGCTGAAATG 

GAATGTGCAAATGTAGCCCAGCCTGGTCCTTGGGTGTTGCCAGTTGATTG 

ATGACTGGGAGCCAAAGTGGCATTTTCTTTGACCTAAACGGGCGATGATG 

AAATAAATCGAGCGGCCGCCCGGGCAGGTACATCTGTGAATGTGAATGCC 

AAAGCGAAGGCATCCCTGAAAGTCCCAAGTGTCATGAAGGAAATGGGACA 

TTTGAGTGTGGCGCGTGCAGGTGCAATGAAGGGCGTGTTGGTAGACATTG 

TGAATGCAGCACAGATGAAGTTAACAG 

>Sequence 572 

GGCGTTTTGNGNCNACACCAGCGGNNNGGCGTTCGNTGAGNGATCNGNCG 
GCCGNGNNNC^CACCGCCTC^^ 

CGCCACGGAAAAGNNGGCCCCCGAGCCAGAGCTTTTGCAGCCCNNGNGAG 

GGCGNGGCCCGAGGCAANGGAAAGNGGGANGNAAAACGAAGNACAGGAGC 

AGANNNGAAGAANNACAAAGNGAANNGGNGCTTTTCAGTTTTTTAGA 

TGACCACANAGCCTCTACTTCCTCTGATAAAAATGTTGGGAAAACACCTG 

AATTAAAGGAAGACTCATGCAACTTGTTTTCTGGCAATGAAAGCAGCAAA 

TTAGAAAATGAGTCCAAACTATTGTCATTAAACACTGATAAAACTTTATG 

TCA 
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>Sequence 573 

CCCCAGAAAAAAAAAAAAGGCCCTGGGGCCACCCCAGANAGAACTCAGGG 

GACAACCACGCGGCGGCGGCCGCCCGGGCAGGAACANAGCCCTCAGGGGG 

GNCGGAAACCCCGCANAGGACAGGACANAAAGGAAAACACAAAAGCGCAA 

GCCGGACACACACACAGGACAGCGAAGGGCAACGAGACCCAACGCCGGAC 

ACAAGCCAAAACACCAAAAACGAGAACAGAGACCACGGGACGGAAGCCAA 

AACGACAAAGGGGGAGACTGCAGCCACAACAAGACGGGCGGGCTCGGCGC 

CCGCAAAGGAGCGCCGCCGCGCGCGGCCGAAGAACACGCCCGCCGCCCCC 

GCCGGCGGCGACACACACAGCAAAAACAACACCGGCACGCACCAAGGGGG 

AGAAACAGCCGCCCCCGCCGAGACGGGGGCGCCCCGCACACCAAAACACC 

AAGACAG 

>Sequence 574 

>Sequence 575 

>Sequence 576 

NGCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTAGGAGCC 
TCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGA 
AACCATGAAGAGCCTGATCCTTCTTGCCATCC 
>Sequcncc 577 

GGGGGGAGGTAGAGAGAGGTGGTTAGTTAGeGGCGTTCTeCTTCGGCTGG 

AGCTCGGCGAGCGAGAGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCC 

CGCGTAAGCAGTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTA 

GGCGGGTGCACCCAGfTTCCACCATGATTAAGGGTCTTTACGGAATAAAG 

GATGATGTCTTCCTTAGTGTTCCTTGGATTTTGGGACAGAATGGAATCTC 

AGACGTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGA 

AGAGTGCAGATACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGT 

CTTCTGATGTCATATCATTTCACTGTCTAGGCTACAACC 

>Sequencc 578 

GCGATTGGAGCTCCACGCGGTGGCCCGCCCGGGCAGGTACCTCACAACGA 

GTTCAGTCAGTAGCAGAAGGATCTTCTCTCTTGTTCCTGATGATTTCAAG 

GTCCTCACAGTCCTGATAATCTGGTTCTTCCCGAAACTCCCAAATATCTA 

TGGAGAGCTGTTCTAGCTTTTGCACAGGGAACCAGTGGACAGAGGTATCA 

TTAAACATGTCCATGTATTGCGAAGTCTGAGGAAACTCAAGCTCCTCCAG 

TCCFI " I' 1 A AAATCTTTGCAATGTAGGG ATAATTTTTCTGCAG AATCCTTG 

CCAACAACCTCTCCTCAAGTCCTTTGAAACTGTTCCCAATGATGACCATC 

TTAGAAAGGGCATCTACTGACCAGTTACTCCATAAAAGATTGTTGTACCT 

CGGCCGCTCTAGAN 

>Sequence 579 

NGGAATTGGAGCTTACTGCGGTGGCGGCCGAGGTACTTTGGACAGTGAGG 

GTTCGATTCATTTTAGGGGTAGGGTTGGGGGTGGGAGTGGGAGTGTGGGT 

TGGCAGGAGGAAGAATGAGTCTACTTTGGAGACAATTAAGTCATGGTACT 

iTITITrriTrrill'J^TIi'I^UJl'IGGCTACATAGACATCTTTCTCATG 

TATTGTTACTAGAACAACTTGTATAGGGTTTTATGGTTTGGGGAAAACAT 

TTTTAAAAAATGGACTTATCTCTATTATACAGAGTTATAATATAAAAATG 

ATTTAAAGGCTATATTTTTCAGCATGTAGGTAGCTACACTGTAATCCTGT 

TGAAGAAACTTTCCTATTTAAGCTTATAGGATGAAAATATATAATTAAAG 

TCTTCTGATCATAGCTT 

>Sequence 580 

AGGTACCATCCAAATGCTTCCCTGGTCTTOATGATCTCTTCCAGAGTCGA 
TCTGAGTGGCCTTTTCTGCAC(XTCCCCTTCTTTCT 

AAACCCAATTTGGAAACAACATTGACCCAGTCAAAAGCTTCTAATGGTTT 
CTTTTTCTTCCTCCAGTTTTAGTTTG 

GCATGGCCATAGCTCCTTCAGTTCTCTTATTGCAGACTAACCATCAGGAT 
GGTATCAAAGCACAAATACTTTGGAGGGGAATGCGTTGAACTGGGGCAAG 
TACCTGCCCG 
> Sequence 581 

CACTCGGCACTCTCGGTTCTCTGCTATTTTAATTGTATTTTGTATAATAA 
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CAATACGTATTTTACTACATTCCTTTAATGTACATAGATATCATATACTT 

ATTTATTCATTAANTTATATTATGGTTTAGTAGTGAGCTC 

>Sequence 582 

GTTTTTAGAGATGAGCTCACCGCGGTGGCGGCCGAGGTACCAAATTGTAA 

AATACTCGAAGGCCTTCAGGAACCTGTGACTGATTTACATAAATACCAGA 

ACCTATTTTGGATGAGGTAAAAGACATGTGCTCATCTCCAATTACAGTTT 

CAAGCTGCTGTCGGCCAACCCTATCAGCGGGGAGGCCACAAAGCATAAGA 

ATTCTTTTGGGATTACACrGACATCAATAATTTTTATCACTATC^ 

TACACTATTGTGCACATTAAGCCAATTTTCTGATCATCACATACTTGTTG 

TAACTGCTGCTGGGGGCATATCTAAGCTTTACGT 

>Sequence 583 

GCGCTAGGAGTACTCGCGGNGGCGGTTAGGGCTCTACCGGACCNCNGACC 

CTCCNGGAACCGAAAAGGCTGGNGCGGGTTTCANCCAGGNCNCACTGANN 

GNCGGACCACANGAGNCAAACTTAGGNCNAGCNCAGAGAAAGCCCGAGAC 

AGCAGGGCAAAAGCGGC^fNGCGCCCCGGNNGGAACANCGCCAGCCNCCTC 

ANAANCCANNNCCAGACAAGCTTTCATI i rn i TTCAAATCCGACATCTA 

CTCCAACTACATGATACACTAAAGTGCTTGCTGTGTGGGCTTCCAGGGGA 

GATGAAATGGTAAGTCGGGCTGCAGCATCTCTGTTCAAAATATACACCAA 

TTTCTGTTTCTCAATGGCACTAATCATAACGGCTCGCCCTTTGGGATCCA 

CAGCTAAGAACTGGCCAGGAACGA 

>Sequence 584 

GCGATTGGAGCTACCCGCGGTGGCGGCTGAGGGACATTACGTATTGGTTA 

TACAACATTTGTTTAATAAATGCAACTAACAAAGCTACACAAGACTTAGA 

TATTGAAGCAGAAAAGGTGGTTTTACAGTCCCTGCATTAACCTCTAATTC 

TTACTACCCTGGCCAAGAAAGCATTTTCACCTCCTGCGCTTTCCTTCCTG 

TGTGCTTGTGGTTGGTTCTTTCTTCTCAGGCTTTCTTATTCTGATGCTGA 

GATAGTTCTGTTCACTTAGCAACTTGGGACAGTGACAC AGGG TTTGTTCT 

GTACAAGCAGGTTATCCAAGAGGCATCCATACCCTGGGTTTTCCTCCAAC 

CATAAGGAAAATTGATGCAGCTGTTTCTGACAAGGAAAAGAAGAAAACAT 

ACTTCTTTGCAGCGGACAAATACTGGC 

> Sequence 585 

TAGTACCTGGGCCACCAAACACAGCTGGACTCAATATATGGGGAAGGTAA 

GTGTCCTCAGTTTTTGGAGAGAGATTACCCTCTTCCAAAAGAGTGCTTGA 

TTCTGGTAGTCCAAGCTGTCTCCGTCTGGTGGCACCCCAATTTCCCCTGC 

CTAGACCCACCTCC 

>Sequence 586 

GCGTTTGNGNCACTCCGCGGNGGNCCTTGhWGIWCTGTACTNGCACChOW 

AGGAGACGChn^GNAGNCCNNGNATTTTNNGNNGGATTAGGCTTGAA 

CGGNNNANGCNNNNCAGAGNCACANCATTTTTGGNCGAAANAGGAGCCCA 

CACAGAGGAAGGNNGAGGAGGCCNGCAGGNACCNCGGCCGCNCAAGAACN 

AGNGGANCCCCCGGGCGGCAGG AATTTTAANC ITTCTI AGGGGTTCCGNG 

GACCNCCCGGGGGGAGACGGNACCCAGCCCCCGCNCCCGGGAGGGAGGGN 

NAACNGCGCGCNNGGCGNAANCANGGGCANAGCCGGNNCCCGGGGGAAAA 

NGNNANCCGCNCACAANNCCACACAACAAACGAGCCGGGAGCA 

>Sequence 587 

GCGATTGGAGCTCCCCGCGGTGGCGCGTTCGGGTACAGCTTTAAAGCATC 

ATAATGACTAATTATAGGTGAATAATTTTACAGACAGTCTATATTCTAGG 

AGGCAGCTGTAGGCGTTTTAATTGGAAATAAGCATTCTGAGATAATGATA 

ATA<GCAGTGTAGAAAAATGAAGCTAAAAAAATTCAAAGTCTTGAGAATC 

TCCTGTCCTTCTGGGATTTTTATTTTAATCATCTCCT 

GCAGNA CITINI I l I l i ri ' i rrn ri i l l l GGGGTrrATTTTATG CACA A 

AGAGCCATCGTGGTTTTTTATTAGGTAGATGCCCTGGATAATCCTTTCAA 

GG AAGATCACTTAGTCCAACTTAATGAAACCAATATCCTTCGCATACT 

> Sequence 588 

GCGTTTGGAGCACCCGCGGNGGCGTTCGGCCGGGCTACTCAGCCANGAGG 
GAAACCGAAGAGCCAGANNGTTAAGNGCAGATTAAGACNAGANCGCCGAG 
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GNNCGGGACAAGAACCGNGAAGGGTTGATGGACAGGGAAGAGACCAACGA 

CTGGATCCTTCCCTCAGACTATGATCAT GCAGAG GCAGAAGCCAGGCACC 

TGGTCTATGAATCAGACCAAATCAAGGTTTTTTTGCTGTCCAAG GAGG AG 

ATCGCTGACAAGTATGACTTATTTGTTGGCAGCCAGGCCGCAGATTTTGG 

GGAGGCCTTAGTACCT 

>Sequence 589 

GCGTTTGGAGCACACCGCGGNGGCGTTCNGNGGACTATCATCNGNCCGCA 

GANCAGACTNGCAGCCGACCAAGTTATGNGGGGATTTAGACAAAANCCCG 

GANNNCACCNTNCCACTNTONGAGGACTTTGTCCAGGGTCTCTGGTCTAC 

CGATGTCAAAGCAAATCAGCACAGCATCCGAATCAGGGTAAGAGAGGGGG 

CGGACATTGTCATAGTAAGGAGAATCCGAATTTTTCCACAGGCTCAACTC 

TATTCTTTGTGTGTCGATTTCAAAACTGGCCGTGTAATTCTCAAACACTG 

TAGGAACGTAATTCTCGGGGAAGCAGTCCTTGGCGAAGACATGGAGCAGC 

GCAGTTTTTCCACACTGACTGTCTCCCACCACAACTATCTTGCAT 

>Sequence 590 

GCGTTAGNGNCNACACCGCGGNGGNNCTCGNNGTACNATCTGNGGGACAG 
CANGCNACNGNCNAGAGCNNGNNTTAANNGNCNAGTTTAGACTNGCCCCC 
CGAACGCCGANCACCNCNGAGACCCACCTTTTTCANAAACAAAAGGCCCA 
AGCCGGAACACNGCCCnGGACCN'GNGAC 

A ANNGNGGCCG AGNG A AC A ACC ATTTAN A' rTTTTT I CGTGTTTGNNN AGC 

CCGCGAANNAACTAAAAAAAAAAAACCCCAAAAAAGGGGGGGGGAAAGNA 

CCCGCCTTTTT 

>Sequence591 ____ 

GCGATTGGAGCTCCACGCGGTGGCGGTCGCCCGGCAGGTACTCAGGTTTT 

ATCTCTGCACTCCAAGTAGGATGAATAGATAAGAGCAAAGGCTCATGTTT 

GCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGCTTTATCAAGCAGA 

ATTCCACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTCATGGCCACCCT 

TAGCAGGAGTTGGGGAGGTATTTTTAACAAGGCACATTATCATCTCCCCC 

ACCCAAAGTGGAGCTATTGCTAATGAAAAAGATACAATGAGATGTTTATG 

AAATTATCTGTAGCTATTAATGTCAGGTTTTTGAAATTTACTGACCTGGA 

AGAATACTCATAATGCAATGTCAAGTGAGAAGCAGGACAAAGAACATTTG 

CAATACAGTT 

>Sequence 592 

TGGAGTATGCGAATGAGCTGCACCGCGGTGGCGGCCGAGGTACTTTTTTT 

1 1 1 1 1 1 1 1 1 I I 1 1 1 11 1 GCCCAGCAATTAAAAAAA rrn Ti l 1 1 1 GTAAA 

GACTCKjATTTTGCCATGTTGTCCAGGCTGGTCTGGGATTCCTGGCCTCAA 

GCAATTCTTCCTCCTCGGCCTCCCTAAGTGCTGGGATTACAGGCATGAGC 

CACCATACCTGGCCACTTCTTCATTCTTGTTGGCTTTGCGTCCCCGATTT 

AAAATTGGTGAGAAGTTCCTTCGGCTGGGCTGAGGACCCGAGGTCATGGG 

TGGATCTCATGGAGAGAGGGCGAGGACAGGGGACCGGTCTCCCAAAGGAG 

TCCTCCTGTCITAAGTCITrGGCCCAAAGTGTCGGAA GGGCCCCATA AGA 

GGGGGGCCC ACCCC ACGTTTTGTGGG AC AAA A AATGT rTTTTTTTTI GGG 

GCCCCCCCGGTTCTATTAAAAAGGGGAGAGCCCTCGTTTTCTTTCCGGGG 

GGGCTTTTTTATTATAAGTATATATGAGTCTTCCCCTACCCCACGGTCGA 

TCCATCTATATATATTTCATA TTTT1 CCCCCCCT 

>Scqucnce 593 

GGGAAACATGGCAAAGATTGTCCTGGGGGAAAAAATTGTTCCCCGCAAAA 
TCXX^AAAAAAAACTAGCCGGGGGGAAAAAAAGTAAAAA^ 
<XAGGGGCCACCCACAC(XCTTTTTTGGGGGG^ 
CTGGGGGGACCCCCTTTTGTTCCCCCCTTCTAATA 

GGGGGGGGGGGGGAANAAAAATTTCTTITCTTCAATTATAAAAAAGGGGG 

GGGGGGGGGGGGGG 

> Sequence 594 

TGTAGAGGATTGACGGGGGCGCCGGGTCAGGTGCGATTCTGGATGACAAA 

GAAGATGCTTACTTCACAGAAATTCGAAATTTCATTGGGAACAGCAACCA 

TGGCAGCCAATCTCCCAGGAATGTGGAGGAGAGAATGAATGGCAGTCATT 
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TTAAAGATGAAAAGGCTTTGTCGAGCGGCCG CCCGG GCAGGTACTTTNTT 

1 Tl Ti 11 1 1 1 1 1 1 1 1 1 11 1 A AGG AGCTTTTATTGTTTTAGTAATCTTA AC 

ATAACTTAAAATAAGAGAGGGGAAATGACATCTGGAGATCTAGGTATGTG 

GCCCATTGCAATTGAGCACATTTCITGGGTCTGTTTCTCTATCTCTAAGG 

GCAGTCTCAAAACCCCAGCTCAAAATACGACACTAACATGATGAACATGC 

ATGAGCTTTGAAAAGTGCTCTGTAGTCTTATGATGATC TAGA AGAGCACT 

GTCCAATAGAACTTTCTGTGATGATGAAAAGATTCTACTTTTGACCTATT 

CAATANGGTAACCACTTATCA 

>Sequence 595 

ACTTTTTACTCTATAGTACTCTTACTTGTTTATTATTACTAAT CTTATT T 

TATATTA ATTATATTTATGTA A ATTTATAATACATATTTATA A' I TT FTAT 

TATATTTTTTATTAGAGCGAGCTCACGGGTGGCGGCCGCCCGGGCAGGAC 

ATCGTCACCATAGTAAGAATGTGTTGGTCGACACAGACTAGAATGGTCTA 

ATAACTAGGTATAGGTTAATTCTTATGTGCACCCTTGACAATATGAGGAA 

ATGTAATACAAGCGATACACAATATTTGAAGTGCAATGGCTTATT AAAG A 

GTTAATCAAAGATAATTTCTTTTATAAAACCTAAAAATAGGTGAATTTTG 

TGAAAGCATCAATAAACTTTTACATGTTTATAGTGCTTACCCTCAAATGT 

TTAATTGATTGGTGTCCAAAGTAAACATTTGGGTGTGCATATCTCTAAAA 

GTTTAGTAAAAATTGGCCAATTATGCNCAAAAAATin^ 

AATCACACCCTTACAA 1 11 1 1 1 1 1 1 1 1C I 1 AA ATC A A AATT C ACCCCC CT 

CCTTACTTACC A ATA A A A AAG A A ATTATTTG A A ACCTTC A 11 II I I I CTT 

TTACAAGGTGTCGTGGGGTAGGGAAAAGAATTATGGGTGTATTCCAATGG 

TGGTACAATTGGGAAAACAAGTTAAGCTTAATATTTTATGGAAGTTATTT 

TATTTGTTTAATGGAGGAAAAAAATCTGCAGTTTTTAA AACTC TTTGGGT 

AAAGAAGTCTCCAATTATAGTCTGCCCAAGGGAGTGGGTTTT AATG AGAA 

TATTAATTTTTTTTATAAACGAGGTGTATCCTTCGGGCACGGATTTTAAG 

AAG 

>Sequence 596 

GAAAACGAAGTTGAGCTCCACCGGGTGGCGGCCGCCCGGGCAGG TACTAT 

TTAAG AAAAG AAC AAGGTTAACTAACTAA A AGC AG AACTC ACTTA r I 111 

TGCTCCCTAGCCAATTAAAAATAAGTTCATTAAAAGCACTTGAAATTATA 

TATTTAACCTGAAAAAAAGTTGCTAAAATTCCAATATAAATGTAAATATC 

TTTAACTTGCTTAACCCAGCTATCCCCAAAACAGTGTAGTGGGGCAAAAT 

GTTCAAAAGAAAAATCATCCAGTGCACGTAGATGGGCACCAAGAAGCTAA 

GCTTCCCTGGCGCCTACCCTGGG 

>Sequence 597 

TGATTGCTGTTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGCACTTTT 

TTTTTTTTTTTTTTTTTTI 1 GAGTTACTCTGATGTTTATTTTAATGCATC 

TTAGTCCACACAGTTGGTATAAAATCAGAAAATGCAAAGCAAAAACAAAA 

GGTCTGGAGTCTTAGCATCAGAAGGGCACCATATATACATCTACAGTTGG 

TGGCCAATACAAGTCATTGCCAGACAGTCCTTGGAGGCACAGAACAGCCC 

AGACCCAGCCAAGCTCTAGGAACTCACGGGTCCCAGGGAGTTCTAAACCC 

TTGTTCTGATGCTCCAACCGTAAAAAAAATGTGGGAGTGATGAAGGCTTT 

ATGATTTACTCATTATCCCGCGTACCT 

>Sequence 598 

TGTAGTTGGCTTCAGCTCCGGGAGGTGTAGAAAGGCGCTGGGTGTTCAAA 
ATAGGCTCTCCTGGCCCACGGCTGACTGTCTTCCTTGTGTCrCTACAGTG 
r GACGTGACTCTGGACXCAGACACGGCCTACCXX^GCCTGATCCTCT 

TAATCTX3CGGCAAGTGCGGTACAGTTACCTCCAACAGGACCTGCCTGACA 

ACCCCXjAGAGGTTCAATCTGTTTCCXn'GTGTCTTGGGCTCrCCAT 

ATCGCCGGGAGACATTATTGGGAGGTAGAGGTGGGAGATAAAGCCAAGTG 

GACCATAGGTGTCTGTGAAGACTCAGTGTGCAGAAAAGGTGGAGTAACCT 

CAGCCCCCCAGAATGGATTCTGGGCAGTGTCTTTGTGGTATGGGAAAGAA 

TATTGGGCTTTTACCTTCCCAATGACTGCCCTACCCCCCGCGGACCCCGT 

TCACCGGGGGGGG A' 1" IT I " 1"1 " 1GGGCC ATG ATGCTGGGG AGGGCCTCCTTT 

ACAAAGTGG 
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>Sequence 599 

TTTTTTTGCGGCCCCCCTCCCGTCCGGTAGAAAATAGAGGTTCTGACTCC 

TCAGGAGCAAAAAACATAACCTGAAGAGGGAGGAAGTGGATTTGGGGTTC 

ACCATTTCTTGGGGCACACTTGATTGAAAACTGAGACTTCTGAAGAGAAG 

GCCAGAAGATACAAAGACAGACCATGCCAGTTGAATGCTGTCTTCCAAGA 

ACAGAAGAAAATGATCCAGGCCCAGGAATCCATAACACTGGAGGATGTGG 

CTGTGGACTTCACTTGGGAGGAGTGGCAACTCCTGGGCGCTGCTCAGAAG 

GACCTGTACCGGGACGTGATGTTGGAGAACTACAGCAACCTGGTGGCAGT 

GGGGTATCAAGCCAGCAAACCGGATGCACTCTTCAAGTTGGAACAAGGGG 

AACAACCGTGGACAATTGAAGATGGAATCCACAGTGGAGCCTGTTCAGAC 

ATATGGGAAGGCCCTTCATGCCCCTGGAACGCTTGCCAAGGGAAAGCCTG 

GGGGACAAAAGGAAACCATGTGATGGAC 

>Sequence 600 

GTTTGTGCGCACCACGCTCCGATGGCCCAGGTGACCAATGGCCGCAGGCT 

CCATGGCGGCTGGCTTCTTCCAGCCCTTCATGTCACCGCGCTTCCCAGGG 

GGCCCCCGGCCCACCCTGCGGATGCCGAGTCAGCCTCCCGCAGGCCTCCC 

TGGCTCCCAGCCCCTCCTCCCTGGCGCCATGGAGCCCTCCCCACGAGCCC 

AGGGGCATCCGAGCATGGGCGGCCCAATGCAGAGGGTGACGCCTCCTCGT 

GGCATGGGCAGCGTGGGGCCCCAGAGCTATGGAGGTGGCATGCGACCCCC 

ACCCAACTCCCTCGCCGGCCCAGGCCTGCCTGCCATGAACATGGGCCCAG 

GAGTTCGTGGCCCGTGGGCCAGCCCCAGTGGAAACTTCGATCCCCTACTG 

CTTCTCATCCCCCGGCAGCTACACCGGACCCCCAGGAGGGAGGTGGGCCC 

CCTGGAACACCCATCATGCCTAGCCCTGGAGATTCCACCAACTGCAGCGA 

AAACATGTGCACTATCATGAACCCT 

>Sequence 601 

TTTTGAGTACTAAGCTCGACGCGTAAAAAAATAATAAAATAA AAAA ATCT 

GTGCAATAATTTAAAATGTGCTCCCAGGAATAGACACAAATGTTTTGAGT 

ATCTTTTAAGCTGCATTTTCCTTTAGTGATGCATTTGTC AATT GCA CTGA 

ATTTAAATCTGAAAGTCAGAGGTGATTATTGATAGTA CTTTT GTATTTTG 

ATATGGACAGTTTATTCATTTGCATACAGTTATTGACTTTTTCCCAGCTG 

ATTAAAAGATAGTCAAGAAATTCTGCAATATAGCTGCC AAAATAGA CAGC 

TAC ATTTTTATG ATATTGTC A TCTTTTCTGNTTTTTTTTTCTTTTTTTTC 

TTTAGCTATTTTACTTAAGCATAATAGCCACAATAGG ACATA TAAAAGAT 

TATAAATACAGAGCTTTATTATCTTGACGTCTTGGGTCTTTTAAGTATAT 

ACTTTTCTGAAAGGTATCCATTTTGTAGGCTTGGGTTTCTTATGAACATA 

CGATGTTT 

>Scqucncc 602 

GACCACATTCTATATATCATACGAATGAAATCGATTTTGTTCTACCGTAA 

CATGTACCTCATACTGTATCTATAATTCTCACGTATCAATGATCTAATAC 

CAGTGAAGACATCATGAATAGACAACCAAGACGAGGTGCACACCTTGGGA 

CACCCTCATCTGCGTGGGCGGCCAAGATCGGAGCAGCGACGCTGCGGGCT 

ACCCCCATGCCACCCATGACCTGTAGGGACCACCTCTAGATGCCTACTCG 

ACTCAAGGACAACACACCATGTCTCCGCTCGATCTGGCCAAGCTGAACCA 

GGTGGCAAGACAACAGTCTCACTTTGCCATGACGCACGGCGGGACCGGAT 

TCGCCGGAATTGACTCCAGCTCTCCAGAGGTGAAAGGCTATTGGGCAAGT 

TTTGGATGCATCTACTCAAACCACCCATGAACTCACCATTTCCAAAAAAC 

TTAATTGGCTGCATAAATCGGGCGCCAAGGCCGCCAACATTTAAAGAGAA 

CCCGCCAGATGTTCCGGGGGCCCAGGATCAAAAAAGCCAAACCCCAGGGG 

AAGGGCTCCTCTGGAAGGGCCGGGTACAAAACACTGG CrCTT GCTGGCAA 

TATTAGATCTGGCCCAAGTATTCTAAATAj\AGGCGGGCTTTTCCTTCTGA 

AAAAGGCATGGGGGGGCGACTAAG 

> Sequence 603 

TACATCTACTTCnXjTTCATATCGTTAATACTATCTATTCTTATTTC 
AGACTAATTATTTTATATTCTATTTACTTTACTATA CATATA TATTA 
TATTTATATAATTTGACTCACCTCTAATCATTCATA 1 I'll 1 1 C 1 1 ATTAG 
TATGATGGGCGGCCGCCCAGCGTCCGGGAAAAATTACCTGTCTTGACTGC 
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CATGTGTTCATCATCTTAAGTATTGTAAGCTGCTATGTATGGATTTAAAC 

CGTAATCATATCTTTTTCCTATCTATCTGAGGCACTGGTGGAATAAAAAA 

CCTGTATATTTTACTTTGTTGCAGATAGTCTTGCCGCATCTTGGCAAGTT 

GCAGAGATGGTGGAGCTAGAAAAAAAAAAAAAAAAAGCCCTTTTCAGTTT 

GTGCACTGTGTATGGTCCGTGTAGATTGATGCAGAATTTTCTGAAATGAA 

ATGTTTGTTTAGACCGAGAATCATACCGGGTAAAGCAGGAAATGACAAAG 

CTTG C1T1 1 1 C TGGTATGTTTCTAGGATGTATTGTGACTTTTAACTGTTA 

TATTANATTGCCAATATTAAGTAAATATAGGATTATAATATTGTATAGGG 

GTTTTCACAAAGCTTTAGACCCTTTTACCTTTCAGCCACCCCAAAGTGCC 

TTGATATTTTAGAGTCAGGCATTGGTTATACATGTGTAGTTCCAAAGCAC 

AT 

>Sequence 604 

TCGTATCGTAACTTATTTAATTGTTATATTAACAT ATACTC TATCTTATA 

CACTTATATTACATCACTTTTCTACTTTATTATTTATTTTTCTTACCAAT 

TTCGTATTAATTATTTTTACTATCTTGTTGATGGGGCGACACGCGTCCGA 

GACAATACAAAGTTACATTTTTGGACCATATTAAAACTGCAAGAAGACAG 

GGGTCTTACTGAAGATCTTTTAGAAAACTTAAATCCTGTCACAGGATATT 

TAGACATGTGTAGAATGTAGCTCAATTTTTTAAAAAGTAACTGACCTAGA 

GGGTGAAAGTTGAAAGTGAGAGATTTTGAAATTAAGAT^ 

TGTAACAGAAAACAATGTTTAAACACAAGCAGATCTGTTGTATGTAATAA 

GTAACACAGAGTTTTTTAAAACAAATTTAATTATTTAGCTTTATTGAAGT 

TTTGTTTTTTTCCTTCCGAACCTGGAGTTATCATAATTATAAAACAGCAG 

TTTTCACACCAGAATTAGCAGTGCCCTTTTCTTT TTGGTA CATACT GGAT 

TGGAACCTTTTCTTTACTGGGTACCTGGGACCACTTTTTATGTTAGTTTT 

TGATGCATAATTCTTTGGAATCCCTTTTATACAAAACTTAAATTGTTGTG 

TAAGAAAAACCTGTCCCTGGAATGTAATTAAG 

>Sequencc 605 

TTTAGAGGGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACCCAAATACCAC 

TTCAGGAAATCTGGCCAGATCACCTGAATCCAAATGTTCTATTAATTCAA 

TACACGTTATCAAGTCAAATCCAAGCAAACGAGAGTCTCTCTCCACAACG 

GAGCCATGATACAATGTGATGGTCAAATTCAGATCCCGAGGTTTCAGAAA 

ATCCCCCAGGAAAGGAGCTAACGAATCCCCTCTCCATCGTAATTTATCCT 

CATTAATATCTACTCCAACAAGCAATTCAATGCATGGATTGACTTTTAGC 

AGCCTTAAGAGTGAAGTATCACCACATCCCAGGTCTGCAACCTTCTTAGG 

CTCATGTTGATCCACTAAATTTTTAACGAACTGGTACCTGCCCG 

>Sequencc 606 

AAAGAATTGAGCTACCGCGGTGGCGGCCGGGTACTTAAAATAATTACTGG 

CAGTAGGTTATAATTGGTGGTTTAAAAATAACATT GGAAT ACAGGACTTG 

TTGCCAATTGGGTAATTTTCATTAGTTGTTTTGTTTGTTTTGATT^ 

CCTGGAAATACAGTAAAATTTGACTGTTTAAAATGTTGGCCAAAAAAAAA 

AAAAAAAAAAAAAAGGTCCGCGGGGGCGGAGGTCAGGGACAAGATGGTGC 

CACCGGTGCAGGTCTCTCCGCTCATCAAGCT 

>Scquence 607 

TTTA 1 ' I'l C1T riTATATTATTATATTATTATTTAAATAAT TTATTC TATA 
TAATCTTATTATTTATTATTACTATTCTTTTATTATTCCrA'r l"l "I TATAT 
ATATTTCANTNNCTTTGGAATGTGGACTGCACTGGCGGCGGCCGATGAGA 
AGAAGAAGGGGCCCAAAGTCACCXjTCAAGaTGTATTTTGACCTACGAArr 
GGAGATGAAGATGTAGGOXKKiTGATCTITGOT 

TCCAAAAACAGTGGATAATTTTGTGGCCITAGCTACAGGA GAGA AAGGAT 

TTGGCTACAAAAACAGCAAATTCTATCGTGTAATCAAGGACTTTATGATC 

CAGGGCGGAGACTTCACCAGGGGAGATGGCACAGGAGGAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAGGTACCT 

>Sequence 608 

TGAGAGTGGTTGAGCTCACCGCGGTGGCGGCCGAGGTATGCGGGAGCTGA 

GAGAACAGACACAGACCTGTCGGAAGGTCCTCTGCAGGTCCCCCTTCCGC 

TCTGCCGATCGACTTCCGCCTCGGGCAGTCAACATACTGCCAAGGAAATC 
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TGATGTGGAAAGGAAAATAGAAATAGTGCAGTTTGCTAGCCGGACACGCC 

AACTCTTCGTTCGATTATTAGCTTTAGTGAAATGGGCTAATAATGCTGGC 

AAAGTGGAAAAATGTGCGATGATTTCAAGCTTTTTAGATCAGCAAGCCAT 

CCTGTTTGTGGACACTGCTGATCGCCTGGCCTCGTTAGCTAGAGATGCTC 

TGGTCCATGCACGCCTGCCTAGTTTTGCCATCCCATATGCCATTGATGTA 

CCTGCCCG 

>Sequence 609 

TGACTCACCGGGTGGCGGCCGCCCGGCAGGTACTTCCGCCTTGCCGTTAG 

CTTGTGGAGAACGTGCTTCTTATTCCTGGCAGGCTTCAAGAACAGCTGCA 

CATGTGCCGCTAACTGACCGCGTTGCCATTGGCGACCTGGACTCTGAACT 

CAGGTTTATTCTAAACCCAGTGAGAGGTGAGGGGGAGTGATGAAAGGGGA 

TCAGCTGTATTTGTGTGTGTGTGTGTGTGAGCACCTGACAAATCTATGAA 

ACCGAGTGAAAGGAGAAATGTTAGATTCTTTATTATTTTATTATATTTAT 

ATGGAAAGCTCGACTCTCCCTTTGGTAAGTCCGAAGCATGTTGTCTGTTC 

GTCCGTGACTGTCTTCCTCAGGTCTGTGGCCTGTGATTTCCAGTCACCCT 

TGTAGTTACTGACAGGAAATTGACTGGACTGTCATTTGTGTTGAAGTCTA 

GGAGGGAAATGGGCCATTTTAATTGTATGAATTTTGGTCATAAGTAAGGA 

CTTTTTTTATGTCACCCATATTAGATATATGTACCTCGGCCG 

>Sequence-6!0 

G AGC ACCGCGGGCGCG AG ACTGN' rTTTTTn CCTATATA A AGTG ATACTG 

AAATATGCTAATTAATATATTAATTTTAGTTAAATGCTGCTAATATGCAT 

ACCTCTTACTTGAAGGTTTTTAATATGTTTTGATAACTTTAATAACTTCA 

GGTGATGTCTGTATAATTTTTAAAGTGCAGCTCTCTCTAACAAATGTGCC 

CTACAACTCCTGATTAAACGGCGTCTTGAAGGTTCAAAAAAAAAAAAAAA 

AAAAAAAAGGTACCTGCCCG 

>Sequence 61 1 

ATTCTTATACCCGCACATATTACGTTTCTCTATTACATTTTTCTATTTTT 

A ATTTTACAA ATTCATCTCG ATA 1 Tl'l '1 ATTCTGTCATTTACAACTTTAG 

ATTTTTTTTT1 'CC CTTTI AGTTCG ACTC ACGTGTGGCGGTCG AGGTACTT 

ATGAGAAATTGGCATGCCTTTGCTAATATTTACTGCAGAGTGTAATCCAT 

GTTTGATAGACATTATAGTAATGTTTGAGTAGGGTATTGTACTATATTCT 

TAGTGGTCCTATACGGTAATAATATCTAATACAGTAAATACCTGCCTTGC 

CTTTTTCCCTGGATAGTTCTGTAATATTACGAAATTGTTGTACTAACCTC 

CGAGCAATGTGATCCTCAATTTGGTGTGGACTTAGGCTTCGCCCTTTTCC 

ATGTGGGTGCAATAGAGCTAATTATTGGCTCAAGTTTCTGTAGGTATAGA 

GATTCTTTCTCTACCAAGTAGACATTATAGTCTCAGGGGGACGTTCTCTT 

CTCTCGTGTGGGGTAACAAGGTTCACTAGAGGCCACCTTATAATTTTTCC 

CTTCCCTGGCCTTCAAACCCTTGTGAAAAAGGCCTTTGTCTACCATTAAA 

TAGGTTAACCATGGCTAGAGGTTTCATTTTCTTCCCAAACAAGTATTCTT 

ATGACTTTCTAAGTTTTAATAAACAACCTTCCTTCCCrri'ICAATATAAT 

GAAATGGTCGTAATAAGGAGGTGAATAAAATATTTCCCAACATTATAGTC 

CTTAAGCCAACCTTGTATAAACCTCAGTATTGGTTCTTAAGAAAGCAAAT 

GTCTTTGGTAGGTGAACCTTACCAATAGTTTGGTTCCTAGGGATGGATAT 

TCTCTTGGAAGGGCCTAGGCAAGTAACCCAACAAAGGGAATGGGCCCCCC 

CTAAATTTCTTGGGTTCCTTGGAGCGAGGTCCTTGGCTATAGCCCCCG 

> Sequence 612 

GAGACAGTGAGCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAAAGAAG 

ATGCAGTTCAAAATACTCCCAGTTTTCCAAGAAATTTC 

ATGGCCATCTACTCTTGCCTTAAAACTTTTCTCACCACACCCACCT^ 

ACATGCATGATATCCAAGGTCGACAGACCTGGATTAGAATCCACTCTCAA 

GCTTCTCATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTC 

TAGAACACAGTAAGTGTATTTGCCCAGTAGTGACATTGCCTACATATAGC 

CA AGTGT TATAGTATACCAACTTAGTATATTTTTCAAGGAGAGCTAAACC 

ACCTTT TGTA ATGGTTTGGTTTCTCACTGTTATCTTCCTTTC 

AATTTATTTTAATCTACAAATTGACATAGGGCTAAAAGCTTCAATATT^ 

ACAAAATATTAATTAATGTAATTGTTCCCAATTATTAGAAACTTTTTTCC 
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ATTTTTAAAAATGGTTGCCAACTTACA 
>Sequence613 

GGAGAACTACTGTAGTCGCCCGNCGTATTTCGTGAGATCCCACCCCCAGG 

AAGNCCACTTTGANGAGGCCATCAAAACGAACGGTTATACCCCNCCCACA 

NNNCACNCNGAGGGGANGTTTTACAAGNNCACCCGGGNCCCCGCCTGGGG 

AAAGGAAAGCTAACTCCACGTCTGTTCCAAAGGCCTCTGCTGGTATTTAC 

TTTACGAGAGGCCCACCTTATCCAAAGAGCTATATGCCCTGGGGGGCCTT 

GATGGGCTTCACACAGTACCTGCCCC 

>Sequence614 

GATGATTAAGCGAATAGTAGATTNGGCGGCCGATGTTGTGAGATCTACTC 

ATAGNTAAGAAACATTCTTTATAAATTTTGATCCCTCCGTTCAAGCCAAT 

ACCATAATTTAATTACAGATGGATATTATATGGTAACGGGTATTTACAGA 

AGGAAGGGTGTTATTACGGAAAAAGCTAACGGCACGACGTTTATTTTTCC 

CCCACAATCTTTCATACAGGAACTAACAAATTGAACTTGCAAAAGCACTA 

AAACATCACATGTAAACCCAGCTAACAGAAAAATACATTCACAAGCGTTG 

TTGGTGGTGGTGTGTATGTGTGTGCTATGGGTCAATGTGCTGAAGAAACA 

GAAGGGAGACTTTGGCACGGCTCATTTTTTTCAGTCTATAGTTACATGAA 

GTTTACAATTAGGTTGCCCTATAAAAAGGAACCCCTTATTCAATACCCCA 

iVT^CA^TAAACCjCTTTTCTT^ 

CTAAAAAGAGGAAAGAAGAAGGCCC 

>Sequence 615 

T AGAGGAGCTCAC AGCGCAGCGCGGTGGCGGCCGCCCGGGCAGGTACTTT 

NTTT-TI TTTTTTTTTTTI AATTTTCCATGTATTGGCCTTAATCAA ACTAT 

AAGCTGTGGAGTGGCCAATATACTCCATTGTGATTATACACTGATTTCCA 

TCACCTGCCTTTGTACTATCAACTCTTATTAGATTAAAAGGAAATAGACT 

GAAATTGGGAGNGAGGTCAGCGGCTGGCTGGATAAGATGTTGGGCTCAGA 

AGAATGTATGTGAAAGACACCAAAGGCCTCTCCTGTATGGACACAAAATC 

ATATAACCACTGTGTCTGAGCTGGGTTGTGGATAGTCTTATTTGGCAGAG 

GGGGATAGCCATTATATTCTATGAACCTTGCCAGCTGTACCT 

>Sequence 616 

TAGAGTGCGATCCGCCGCTGAGGCGGCCGAGGTACTGTGCCCTCTTTCTT 

CACTAGGTGACCAGAGTGGTTTTGACTCCTGTGGTGCTTGAAGTCATTCT 

CAGGGGTCTCTATGACCTTTTCCCTCCTGCAGTTCACTCTAGTTTCTTCT 

ATTTCATCATCCGCACTGCTCTTAGCATCGAAGTCACTGTCTGCATCTGG 

T TCTCTA CTTTCACATCAGTTTGAAGAATGCATTTCTCTTGTGGTATTCT 

GTTTTTTGAACTTACTTCATTGGAGAAGCCCCTTGATTTTTCnTCCTTTA 

TACCAGATCTGGCTTCACGAAAGCTGCATTTAGGTACCTGCCCG 

>Sequence 617 

GTGCAAGGCCCTCGCTATACTAATTTTATAAAAAAAAACTTTCACAAATT 

TCCCTTGGAACTGGAAACATAAAAAGGATGCGAATTGGTGGTGGTAAACT 

GGGT ATTTGGAGTTATATAAGGTTCCCAAAAAGGCATATTCCTTTCAAAA 

TTTTCAAAATAAA GAAT 'll'lUllM'ACTGGATTTTAAATGGGGGTGTGCCA 

ACTCATT AAAG GATTTTATAATGGGTGGGGCCCCCGGGCCCGGCTTCGAA 

AAAAACTCITTGGCTrCTTGGAAATGAATCCTGGGCTGGGGGGTCGGGTG 

TGGAAGGGGTTTAGTTATTTAAAGGGGGGAAATGGG 

> Sequence 6 1 8 

CAGCGTGCAGCTCACCGCGGTGGCGGCCGAGGTACTGGGACAGTTGGGTG 
CGTTATGGATCATAACCTG AGG AGCCGGGGGAAGCTGGCCTTGGGTGTTT 
TACCTCAATCATATATCCACACAAGTGC^^ 

TGGGAGAAGAAGAATAAAATTGTTTATCCTCCACAACTGCCTGGAGAXCC 

TGAGACCAGCAGAAATCTACCACTGTCGAAGACAAATAAAATATAGCAAA 

GACAAGATGTGGTATTTGGCAAAATTGATACGAGGAATGTCTATTGACCA 

GGCCTTGGC TCAG TTGGAATTCAATGACAAAAAAGGGGCCAAAATAATTA 

AAGAGGTTCTTTTAGAAGCACAAGATATGGCAGTGAGAGACCATAACGTG 

GAATTCAGGTCCAATTTATATATAGCTGAGTCCACCTCGGGACGAGGCCA 

GTGCCTGAAACGCATCCGCTACCATGGCAGAGGTCGCTTTGGGATCATGG 
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AGAAGGTTTATTGCCATTATTTTGTGAAGTTGGTGGAAGGGCCCCCACCT 

CCACCTGAGCCACCAAAGACGGCAGTTGCCCATGCCAAAGAAGATATTCA 

GCAGCTTCGCAGCCCGACCATCGTTCACACTCTATGATGAGGAGAATTAG 

ACTCCACAGTGTATATATTTTGGCATTTATTTTCTAAAAATAAACAAAAA 

TGGAAGCCAAAAAAAAAAAAAAAAATACCTGCCTCGGCGGGCGTCTAGAA 

CTAAGGAATCCCCGGGCTGAAGAATTCGATATAAGCTTATGGAACCGCGA 

CCTTGGAGGGGGGCCCGACCCAGTTTGGTCCTTTAAGAGGTTAATGCGCC 

TTGGGTAATATGGG 

>Sequence619 

TTAAGAGCCGGAGCTGCACCGCGGTGGCGGACGAGGTACCTACTATGTGT 

CAGCCATGGGGGATACAAAGATCTATAAGGCACAAGACCCTCAGTCTTGT 

AGTCGCCTGACAGCCAGCCAGCTACAACATAATGTGGAAAGGACAATGGT 

GGGAAATGCACTCAGGTCTTCCTAATGCACAGAGTATGCTCAGGCTGTGA 

CATAGGAANGAAAACACGATACTTTACCTTAACACNGGACTTGGAGGGAC 

CTTCAAAAAACATGTGATGGTGAGGAAATCCAGTTTTAAAAGTCTTGATT 

TAAAAAAAAGAAAACACTTTCTGTGGATAAAGATAGGCTGCAGGAAATGT 

AACCTATGAAATTTTCTCAAATTAGCTTTCAGACACACACAAAAAATTGC 

ATTTGTTTGAGGAGCAGAATGTAACTTATATTAAAGAATAAACTACTATT 

TAGTATCTGAGTGAAOTACCTGCCCG 

> Sequence 620 

AGTGAACCGCGGTGGCGGCCGCCCGGGCAGGTACATTCTAATTTTTATGA 

GACATAGATATGTATTTATAAAAAGATAGATGGAAAGAGAAGAAATTAAC 

TTAATTCTAAGAGCCAAATTTACTCAGAAGGTTTAGAAACACCAAAATTA 

ACAGCCAGTTTTCTTGATTTTCTTCTTGAAGAAGAGATTGGTGTTGACTA 

TGGTGAGATATACTATGGCCTTGAGAGGCAGTTTCAACTTGAAAAGAAGA 

TGCAGGTTGAGCAATCGGAGAGGACTTCAAAGAAGCTGATGAGCTCTCCC 

GTGGACTTACTTTGACAATGTTGGAAGAATCTGGCTGGCTAGTCTGAACT 

GGAGTGGCTTGAGAACTCTGGGCTTCCTTATTCTCAAAGTTCi I 1 1 lGTT 

TGCAAACCCTTTTTI TAGTAACCTGCAGAGGTATAAACTGATTGTGCACA 

CCCCCTGGTATTCCCCCAGCCATGGGCATGGTCCCAGAATATAAAGTATG 

ATGGAAGGGCTTCCCAGGAACTGGCACCGATGGTCCCCATGGCATTGAGC 

CAAAGAGATGAGACGACGAAGGCATTATATTAGCAATAGGTGGGGGAAAA 

GCTGGAGGAATGGTTTCAGGTGGTACCT 

>Sequence 621 

AGACGCCCGCGGTGGCGGCCGAGGTTAACGACGCCTGCCCATGACAGAGC 

CTAGGAAATCGCGATGACAGTTTACAGCAGGTAAAATCCGGTGGAGACCA 

GCAGCATCCCCGAGAAGCCGTGCGATTGTTTGGGCGTATGTAACTCGCTG 

GTACTCTTGCGCCAGGGGCGNGCCCGCATGCTAGNAAN 

> Sequence 622 

TGATGAGACTGAGCTCACCGCGGTGGCGGCCGAGGTACATTTATTTCAGA 

TAAGGACAATAAGTTTACTTTGTATCTGAACTCAAAACAAAGTAGTTGTA 

TATTTTAACATTCAAAATTGGGATTTCCCAATGTGACACATCATGAATGC 

AAACCCCTCCAGCCCATCAGACGCCAGGCTGCCTACTGGTAATCTGTGTA 

TAGTATATAAACATGTAAAAATAGGTTGTATTTTACTCTATGTATGATGC 

TAATCAATGAACACTTTATTTATTTTACAGAGAAAACTTATCTGTGAACT 

TrACTATATATCrGTTTATTTTACTTTAll 11 r 

TTTTAAATGCTTTGCCGTCCTTTAGTTAAAAAAAli TTTTAGGACTTTGG 
CCCGGCTTGAAACTTTTTTAAAAGAACGGGGAGAAAACCCTCX5TGTG 
CCAAGTAAAGTTTTTTATCTAAAGAAAGGTTCTTC 
CAGTTGTGGCTCTG 1 1111 1 N G AATG AAACTGGTTTAGATATC "~ 

> Sequence 623 

TAGAGTGGCTCCCGCGGGGCGGCCGCCCGGGCAGGTACAGCCATTGCTCT 
TTGAGTTTGTCTGGCTAGCAAAAAGCTGGCTGTGTTATGTAAATAAAGCC 
CCTATAGTAATTAAAATTTAAAAAAAG rTTTTI AAGCTGGCTGTTTTCCT 
ACCACITCAGAGTCCITGACCCCGTAATTTAGGTCCCCTTCAGATTTGAC 
AGACAGAAACAAACAACAAAACAGTTAAGCAAAACTAACAATGGTCACAC 
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AAATTATACAATTTCTGAGTGCTCTAAGTGCATTGGAAGAAAGCTGAAAC 
TCCATAAAAACATCACCTGCCTTCCATCATCATGAAAGCAGGAAAACTTG 
CCTTCCTTGTTGNGAGCAAGTAAAACTCCAAAAAAAGAGGTGTTGTACCT 
>Scquencc 624 

TGTTATGACTCACCGGGTGGCGGCCGAGGTACGGCGGGGAGCCGCCTGGA 
TACCGCAGCTAGGAATAATGGAATAGGACCGCGGTTCTATTTTGTTGGTT 
TTCGGAACTGAGGCCATGATTAAGAGGGA 
>Sequence 625 

TTTAAGGCGTTGAGCTCCACCGGGTGGCGGCCGCCCGNCAGGTACAAACT 

GATC1TCATGAATGTGTGGTCCACTGCTTTTCTGTTTCTGTCACAGTAGC 

TATAAA CAGCTGTTTAAGG ATATCCTTATCTA A ATTTCTG CCA ATG AG G A 

CCAATCGATTTGTTCTCTCAGTGTCATCCTTCCAGCTCACTGAGTCTCTC 

ACATAGAGCTCATCCCGCGTACCT 

>Sequence 626 

CCGGGCAGGTACGCGGNGATGAGTCCTAGGAGGCGCTGGCTCTTTGGCGG 

CTCGGAGGAGCGGCTGCTGCTGCTGCTGCTGCTGCTGGTGGCCCCTTTGC 

AGATGTA 

>Sequence627 

GGAGACrGATGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTT 

CTTCAGAAAAATTCTCCTTGAGGAAAAATGTCCAAGATAAGATGAATCAC 

TTAATACCGTATCTTCTAAATTTGAAATATAATTCTGTTTGTGACCTGTT 

TTAAATGAACCAAACCAAATCATACTTTTTCTTTGAATTTAGCAACCTAG 

AAACACACATTTCTTrGAATTTAGGTGATACCTAAATCCTTCTTATGTTT 

CTAAATTTTGTGATTCTATAAAACACATCATCAATAAAATAGTGGCAAAA 

AAAAAAAAAAAAAAANNGGGGTACTCCCTGATAAAGGGGGAATTTTCCAT 

G CCGTCT ACCGGGGATGACCTGGAAAAAATTTTTTAAAACCCCGGTTTTT 

CrrJlIirrrilAAAAAAAGGGGGCGAAAACCTTTTTGTTAAAAAGGGGG 

TTTATACACACGGGGGGGGGGGAATTTTCCGGAGGGG1 1 1 1 I I I 1 1 1 1 1 I 

TTAAAAAAAAAGGGGGGGGCCCCCCCAAAAAAATTTGTTTATGGACAACA 

CACAATTTTTT 

>Scquence 628 

TAGTTGGACTGACCGTGGAGGCGGCCGCCCGGCAGGTACGCGGTGGAAGA 

CGGAGGCGGTTCTACAGAGACGTAGGCTGTCAGGGAGTGTTTATTTCGCG 

TGCGCTTCTGTTCCTCCGCGCCCCTGTGCTGCTCCGACTCACATACTCGT 

GCAGAACCGGTCTGAGCCTCTCCGCGCAGAAGTGCCCGGAGCATGGCGGT 

ACCT 

>Sequence 629 

TAGAGTGGAGCTCACCGCGGTGGCGGCCGAGGTACAGACGACGTCACCGT 

ATATCnTCTTTTCGGCCAGTGGAGGATATCACCGAuAGAGGACTTAGAAAA 

TGTTGCCATAACTGTTCGAGATAAAATCTATGATAAAGTTCTGGGTAACA 

CGTGCCATCAGTGTCGACAAAAGACCATCGACACCAAGACAGTGTGTCGA 

ACAGTGCTGTGGTGTGCGAGGACAGTTCTGTGGACCATGCCTGCGGAACC 

GCTATGGGGAGGATGTCAGATCGGCATTGCTGGACCCGGATTGGGTGTGT 

CCCCCCTGTCGTGGGATCTGCAATTGCAGCTACTGTCGGAAG 

>Sequence 630 

TAGAGTTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACATAGTGTC 

GCGAACTCAAATCGGCATTTAGATAGATCCAGTGGTTTAAACGGCACGTT 

TTTGCTTATAAAAAAAGTGCAAAAAAGATGTGGTTTACAAGTTAAAGCTA 

CAGAATCCCTTTTTGCTGTAATTGCACCAGTTTTAAAGCCTCTMACAGA 

GCAGATCGTTTAAAACTTTGTTTTTCTTAAAA 

ATTCTCCTCCCCTTTTTACAAGACGGGGGCCGGAGGGTGGACACTGGTGG 

CAGGTTAAGGGATACTGTCACTTTAAGAAGCCTGCAGATTGAAGTGTAAA 

CATGGAGAAATTAGGGGCTGATTTTTTAAACTGTGTGAGATATTAACCAG 

CCGCCCTGTTATAA AATCAGG AAATCCAAACAGCGATTTACACCGATTAA 

CACCCCCmATATATTTTTTACAAAAATACACTGAGAAAATAATCAAAC 

GTTTTCATCTCTCTTGTCril^"IlTGll"Il"Il'AAAAGTGTCAAAAGTCTA 



Page 186 
(of 261 pages in Table 2) 



WO 01/42467 



408 



Table 2 



CATTTAAATATAAAAAATTAAAAGTTAAAACTCTAGCCCTTCAGTGAAGG 

AGACGTAAAATGGCGTGGGTAACAACAACTACCAAAAAAAAAGAAAAAAA 

AAAGAAAAAAAGGAAAAGGAAGGAATAAAGAAATAAAGGGAGTAAAAAGA 

AAGGAAAGAAAAAAAGGGACAAAAGAAAAAATATGTTTGGCCAGTATAAA 

TACGTTCACATATAAAATGCATCTGATTACATTAACAAGGAAAAGAAATA 

CGAGGATGGAGCATCGGTGAGGAAAAAACACGTTTCTCATTTACACCTAT 

AGGAATAAACACAACACTN 

>Sequence 63 1 

AGGTCATCAGCTTGCCTCAAGTCTGGAAAGAAATTGGCTTGGGCTCATCA 

AGTTGAAGGGACCACCAAAAGAGCTAAGATTGCTTGTAATACTCATGTGG 

CCCCTAGGATGCACCGACTGGTAGTGATGAGCCAGGTTTACAAGCAGACA 

CTGGCTAAGAGCTCAGACACTCTGGCGGGGGCACATGTAAAGATTCATCG 

TTGCAACGAATCTTTTATATATCTGCTCTCTCCCTTACGATCTGTGACAA 

TTGAGAAGTGCAGGAATAGCATCTTTGTCTTGGGCCCTGTAGGGACTACA 

CTTC A CCTCC AC AGTTGTG AC A ATGTTAAAGTC A TTGCTGTTTGCCATCG 

TTTGTCCATCTCTTCTACAACAGGTTGCATCTTTA 

>Sequence 632 

AGGTA.CCACACTCAGGGCAGTTTCCAGCTCCTCTCACAJL A XAGTAAATCT 

ACACAACTTTCACAGAGAGTGTGTCCGCACACATTCACCATCAGCTTCAA 

GGAGGGGTTCCGATATTTGGTGGTCTTACACCGAGGGCAACCCTGATCGT 

CCATGGCGGTTTCCCTCCTACAGACTCTCGCAGGCGCCTGTTTCAGCCAG 

AGCCACCTACAAGCCCCCTCCCCGCGTACCACCACACTGTCCCAAATTAC 

CTCTTCATTACCCAAATCAAAGAATCTTTCTGTTTTCCCAATCCTCAAAA 

GGAATGAAGAAAAACCAAAGAGCAAACTCAAAAGATGATTTTTACCATAA 

ACCTCAAATGTGGCTTAACAAGTACCTGCCCGGGCGGC 

> Sequence 633 

GCCCATTGCTGTTTGTTTGTTTGCTTGAAGACCAAGACGGAGTTGGGCCT 

CTTGA 

>Sequence 634 

CCGGGCAGGTACTGAAAACCACTTCCAGAGTCTAAAGCAGCTCAGATGTT 

ATCTCTGGGGGAATTAGTGTTCCCCTCATTTAGCAACCTCCATACCACAA 

GGTCTCTGTCTGTAGTTACTGGGATTATCCAGATACACTATCAATGATAC 

AAATTC ATAGG AGTATTAATGCA' rTTCTTl A AACACAACTTG ATTAAG AA 

GCAAATATGTTAAGCAGTTTTCTTTTTCTGCTGCTAAATTACAGTTAGAC 

ACTTCAGTATCITCTCTTTACATGTGTATATAAATTAGTAAGAACCTGCA 

TCCAAAGCAATGTAGTGTGTGTATGTATCTATAT ATAT TTATTCTAACTC 

AGCACTTCAGAAGCCTTTTTGAGTTACAACAATATTTTAGTnrTGCCTCAT 

CTGTAGAGGTAAAATTTCTATATTACCAAGCTCCAGAGGAATATGATATT 

TTACAGGCACAATTTTCTGGCTGTAGTCCCTGGGGCATTTATTTGCTTGC 

CTCC ATGG G ATGCTGTTA G AAC AATTG TT AGCCGGC AAG AGAAG AAAG GC 

TACCAGGACAGCATTTATAATTGTAGAATGGGAGCCTTTTTTCCTCI>IC^ 

CTCCACTTTCATTTAGCATGAAATAAAAAATAATTGGAAATG 

>Sequence 635 

NAGAAGTGACTCACCGCGGTGGCGGCCGAGGTACAGATGATGAAGCTTCC 

AGAGCTTATCTGATCTCTTAGACAGAACTCACATAAACACACAAATACAA 

GAGGTTATTTTCAAGACACACACTTGCAAGTAATCTTTCTATAGAAATGG 

CCACAGC^TTATAATATTCAAAATATGGAAGATTGACAGTCTGAGGATTT 

CTAGGAAAAAAAAATCAAAGGACTTGCCAAAAGGATAACTACATAACAGA 

TATGACAATCTACAGGACAAAAAGACAACATGTCAG^AsAATATTGTTCAT 

ACAACAGCGTTAATGGAAAACAGTAAAACACCTTTTAGCAGTGTGCATGT 

TAAGTCirTTAGTAAGATTATCTC^ 

AGTAGACAAAGTAAACCACCACAGAACCAGGAATAGCACCCATCACTGCT 

GCTTTGTCACTCCAGAAAGCTGAAAGTCAACCGAACAATGAAAAAAAGTC 

AAAGAAGCATTTCCCTTTGAATTCAGTCCTAAAAATATGAATGC CTTAT A 

ATTAATTTCAAuAATAAGTATCITACAAGTGTTTCATGAAACATTGTTTTC 

CTAAAAGGCAAATTCAACATTATGAAAATATATATTTTGCCCGGTAGTTA 
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CTGAGAAATGTCAATCCTTTCAACTCTAGAGAATGATGCNATGAAGTCGG 
CTTTGAGCCCCACTGCCGCITGCGCGTGTTTNCCATTTGCCTTCTGCATT 
CGCACCTTAATGCAGATGTACCTTGCCG 
>Sequence 636 

TCTTTTCITATACATATAATTCTTTAGTTTTATATATTTATACTATGCAT 

CAGATGTGTGTTATGTCATCTATAATATTAACTTTTTTTCATTTTAATAT 

ATTTATGTTAATATCATTATAAGTCGACGATGACTCACGCGGTGGCGGCC 

GAGGTACTAAAGGGCAAGGTTCACCACTACAAAAAGGAAGTTGTCTAAAA 

GCAAGAATTCAATTAACGCTGGGTAAGAAAAGTCAAAACACTAATGAGTT 

GTCCATGAAGCCAACTGCTAAGAACGCGCTCAACTATACGCGACATGAAG 

ACACTACGCACGAAGCCTTACTTGGCGAGTCTGAATTTCTATTAACTAAG 

GGCAGAGTGAGGGAGAACAAAGAGCTACTTCCGTAACATTTTAGTATCCA 

GATAGTACCTGCCCG 

>Sequence 637 

TGTGGGTTGAGCTCACCGCGGTGGCGGCCGAGGTACAGGAAAGGGAAGCA 

CAGTTTGGAACAACAGCAGAGATATATGCCTATCGAGAAGAACAGGATTT 

TGGAATTGAGATAGTGAAAGTGAAAGCAATTGGAAGACAAAGGTTCAAAG 

TCCTTGAGCTAAGAACACAGTCAGATGGAATCCAGCAAGCTAAAGTGCAA 

ATTGTTGGGGAATGTGTGTTGGGTTGAAGGATGTGTGGAGTTGAATTAGA 

ATCCCTCAATAAGTGCCAGATATTTCCTTCAAAACCTGTCTCAAGAGAAG 

ACCAATGTTCATATAAATGGTGGCAGAAATACCAGAAGAGAAAGTTTCAT 

TGTGCAAATCTAACTTCATGGCCTCGCTGGCTGTATTCCTTATATGATGC 

TGAGACCTTAATGGACAGAATCAAGAAACAGCTACGTGAATGGGATGAAA 

ATCTAAAAGATGATTCTCTTCCTTCAAATCCAATAGATTTTTCTACAGAG 

TAGCTGCTTGTCTTCTATTGATGATGTATTGAGAATTCAGCTCCTTT 

>Sequence 638 

TGTCGATGACTCACCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGAAA 

ACTAAACCTTCATTTACTGTGAACATCTTCTGACTGTGGCTTCCAGATGC 

TAGTTTACAGAACAACCACACAGCAAGACCAAGCTTATGCTGAGTTGACG 

GAACAATGAGTAAACATAAGGATATTACTGTGACTTTGAAATTCTGAAAT 

TGTTCTTTCTTAACTTTTGCATTAAAATCACATTTATTTTATAAAATAAT 

GAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAAAAAAAAG 

AGCCCCCCCNCTAAAAAAAAAGGGTTTAAAAAATTCrCCCTCrrTATTGGG 

GGGGGGAGCCGGGGTTTTTTCTTTTTTGGGGGCCCTCAAAAACGGTTTTT 

TTTTTTACTCCCCCCCCCAAAAAAAAAAAAuAAAATTTTCCCTCCCATTAA 

AAAAAAAAAATTTTTGTATAAGGGAACGCTCCCGTTTAATAAAAAA 

>Sequence 639 

TGCGATGACTCACCGGGGTGGCGGCCGCCCCGCAGAGGTCCTGGCCCTTA 
ATCCCATCAGATTTGTAGATCTTAACCAGGCAGTCACCGAGGCCTCGGAA 
GTCCCITrcAGCrCCAGCTTTACCCACATCAGCTGCTAGACGGGTACCT 
>Sequcncc 640 

TGGAGACGATCGAGCTCACCGCGGTGGCGGCCGCCCGGCAGGACGCGGGG 
GCTGTCTCACCGGTGAGACCTGGAAGCGGGCGAGTCTCGTGCTGTGTCGG 
ACCTGCAGTCCCTGGCCTTCCGCCACCATGGAGTACCT 
> Sequence 641 

TGAGATTGAGTCGAGTTCACCGCGGTGGCGGCCGCCCGGGCAGGACGCGG 

GTCTTCAGAAACCAGGCTGCTTIX^GGAACATTGCTC 

TTCAGACAACACATGACTAAGACAGAATGAGACCACTCTAGTTGCCTCAT 

GGGAAACTCGGGAAAAGACTGCAAAAACAACATTCTTTCTCCCTTTGGAA 

TTCTCKjAGTTATAAGGCAGAGGTCCCCCATCTTCCCGAACTGGCCTATTC 

CGCTAGAAGCAAGATGGCTGAACTCAATACTCATGTGAATGTCAAGGAAA 

AGATCTATGCAGTTAGATCAGTTGTTCCCAACAAAAGCAATAATGAAATA 

GTCCTGGTGCTCCAACAGTTTGATTTTAATGTGGATAAAGCCGTGCAAGC 

CTTTGTGGATGGCAGTGCAATTCAAGTTCTAAAAGAATGGAATATGACAG 

TTNNNAAAAANAAAAAAAAAAAAAAAAAGGTTCCTTGGC 
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> Sequence 642 

GCCGAGATGACTCCCCGGGGGCGGCCGGGACTTGGAGAATATTTCCACAA 

TAGCCGATGACTTGTTCTTGTTGACAAGAGAAAGTTCTTTGGCTGTTACC 

CTCAATGATAGTGAGGTCCATTGCCGTCTATTAAATGGAGATGATTCCAT 

CTTGTCTACAGACACTGAAATACCTGGCTAAAAGCCGCCTTTCCTCTGCG 

CTGCTACCAGCCCTGTCACAGGTCCCGGCGCTCTACCTCCCCGCGTACCT 

GCCCG 

>Sequence 643 

GTTGAGTGAGCTCCCGCGGTGGCGGCCGAGGCACGAGAAGCTCACTGGCT 

GTGCTAAACCAAATGAATGGAAAGCGCCAAAAGTGATTTTATACCAAGGG 

TCCATCCATACAAATAAACAAAATCCTATCCTCTTCTTTCTATATTGTGT 

TTCTTACATTTCTTATACAAATAACAGAATGCTTCATTTTATTCACTTCA 

ATAGG ACAA AGTCCTTAAAGAAAGACTGAAAAGAGCTGATAATCAAAATC 

CCAAATTTTATGCTTATTTTTGGTTTAGGGCTATCAATTTTCTGACATAT 

TAACATAGGCAGGAAAACATTCTCAGTAAATTGAGCATTTGAGTCTACAA 

ATGTCTTGAAGCACTCTGGCAAGTTACATGTATCCCATGTTGCTTTTGGT 

TTCCCATCTCTTCTTTGCTTCAAACCCCCATGCAAGTTTCTTCTTTTTTC 

GGGCAGGCTGTGAATATTCAACCTCCTTTTTGGCTTTTACAAAGGTGTGG 

C AGGC AAcTOCTn GGCAA1TTTTAC AC^ 

GTTGCTGCGGTC 

>Sequence 644 

TGACGACGTGGAGCTCCCGCGGTGGCGGCCGAGGTACACCCTCTGGCCTC 

TCCAAGCAAGCAGTGAGGTGTGCATTGTTAGAGGTGCACCGGGAAGGGAG 

C7TGGTTTCGGACCCCAGGACATCCTGTCCGCAAGCAGCTGCTACTTCTT 

GGGCTTCTCTAGAATATTGAGGAATTTCCCCCGTGTCATCTCTCTGGACT 

CATCCAGCCCCAGCTGATAGGCTAGGTTCTGTAGGCCTCGAACCTTCTCC 

ATCAAATTAGCCGTGGTGAGACTCCCCAGTTCTTTCAACATGTCGATGTC 

ATCA CGTTCTATCTCAGCCATCCATTTGGGTGGAGAACTAGTAATAGGAC 

TTTTGAAGGAAGCTGCAAATTCAGCAACACCTGGTAATTGTTCTGGCCAA 

AGATCTGGTGAGGCACGGTCAAGTTTTTCAAAACTTAGCAAAGATGCTTC 

CAGATCTGTCCCGTCTGTGGGAGACGCCATCTTCCAACCCATGTCACGTC 

CCCGCGTACCTGCCCGGGCGGCCGCTCGAGCCAGGAACCGTAAAAGG 

>Sequence 645 

TTAGCGTGAGCTCACCGGGTGGCCGGCCGCCCGGGCAGGTACTTCAGGGA 

GGCCTATATATTGGCACCCAAGGAATGCCAGGACTGCCACCTGCTGCTCC 

AGCGTTAGCCTCACTCGTGTGCTTACTCACTTTGACTGCCTTTTTGTCTA 

TTTCTGGGAGGTTGGTAGAATGAAAGGGATGCTCCAAGGCAAGCAGATGG 

CCTGTCGACCTCCTATATATTGACAGTGCCAATGAGTGTAGAGTCTTGCT 

ACAAGAAACAAAGTCATGAGAAATGCCAGGCTTCCTGTTACACCCAAAGA 

CTGCTGGCCCTCCTACTCTATCC 

> Sequence 646 

TCC ACTT CCCITTCAATTTTGTTAGTC 

ATATTTTGACATTATTTTTTAAATTATATGTTAGTTATTCACTTCTTATC 

TATTATTTCTTAGTAGTGTCGACTCACGGGTGGCGGCCGAGGTACCGGCC 

AAGCCTGGTCCCCTTCTTGTTGGGCACTGTGTATGGGCGGAGAAAATCCA 

GCTTGTTCTTGCTGATGACGCAAAGGTCAATGTTGCTTCCGGAGCCCAGG 

TCGTTGAAGATGCCAGCTGCGATGGCTTCGCTCACCAGATTCTAGGCTTC 

CTTCTCCTCCATGTCTCGCCTAAACT^ 

GCCAAGGAGACCAGAACCCATGGTGACAJAAGGCAACTTATCAGTTTGAT 

CCATGAGGATAGATGCTGTAGACKjTGAGGTCTCAGTTACATCTACTTTC 

CCTAAAACTAGGGCTGCACCAATGTAACCTTGATACCTGAAAAGCATCTG 

CTTCAGCATCCGATTGGCTGTCACAACTCTGGGAAGACGGCCAGTGGAGA 

GGGAGTGGAGCTCCAGGTTGGAAGAAATGAGCTGGGTTGTCATGTCTGTG 

TCTGCAGCTGTCCCAGTACCACAACATTAAATATTAGGAGATATGAAATG 

TATTTTT 

>Sequence 647 
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GGACGAAGTCGAGCTACCGCGGTGGCGGCCGCCCCGGGCAGGTACTTTTT 

I I 1 1 1 1 1 1 1 1 1 1 1 GAGACAGCCTGGGTGACAGAGCGAGAGAGACTCTAAA 

AAAAAAAAAAAAGAAAAAGAACTGTTGAGGGATACACAATATGTCAAAAT 

ATTAAAGCnTTTTTTTAAATTGGGAACACTCAGGATATTGGGATAATTAA 

TTAGGCAATGATTCAAAGATGTTTGGTTTTAAAATTCAAAAC CCTCCAAA 

GGTCAAAACTCTGGAAAAAA l'l^U riGGTTTCCCCCTCCCACGrri l' l I I 

TTTTAACCCCTTAAAAAAAAAAGGGGCTTCACCCTTTAAAAAAAAATTTT 

II 11 irillGTGCAACCCTCrriMl 1 irGCGGGGGGTTTTAAAAAAGGGG 

GAAAAAAAAGGGGGGTTCCTCCTCCTAAAAAAAAAAAAAAAAAGAGGGGG 

GGGGAGAGGGAAAACAAAAAAAAAAATCTCTCCCI TTTTTCTTTTTTTTG 

TGGGTATAACCACGAGAAAAATATAATTTTGTGTTTATTGTAATCAACAA 

CCCCACCACTCACTTATTTTATGTTTTTTTCCACTATCAAAACAACGCTG . 

TTGTTTGTGG 

>Sequence 648 

GGACGACGATAGAGCTCGGGTGGCGGCCGCCCGGCAGGTACTTTNTTTTT 
TTTTTTTTTTTTTTTTTTT^ 

mi"rrrriM'rri4'i'ii'riGJM M iMTiTiTriM'ii'iTi'ri4J4i4 , i-ri , i , ri 

TTTTTTTTTTTTTTTTTGTTCC^ 

eCCCCACGGGGACCAAAAGGTTAACCCCGGGGAeCCCGGGGGGGGGGGGG 

CCACAACCCCAAGGGTGTTAAAACACGGGTTGGGGGGGGGGAAAAAAAGG 

GGGGCCAAAGGGGCCCCCCCCCCTTTTTCCCGGGGGGAGAAAAAAGGGGG 

CCCCCCCCCCCGGAGACCCGGGGGGGTTAAAAAAAGGGGACCCCCCCCGG 

GGGGGGGGGAATCTATATAAAGTTTTATTCCCCCCCCCCCCCGGGGGGGG 

GGGCCCCCCCCCCC1T1 TTTTTCCCTTTTTGGGGGGGAAAAAGACCGCGC 

CGGAAAAAAAAAAAAAAAATATTTTTGGGGGGAAAAAATATTTTCAAAAA 

AATCCCCCCAAGGGGGG 

>Sequence 649 

GAGATTGAGCTCCCGCGGTGGCGGCCGAGGTACAGATAGGAAGAATGTAT 

ATTCTGTGGTTGTTGGGTGGAGTGAATGTCTATGAGGCCCCTGACTTCTT 

TCATTCAGGAACACGATTCAGAGCTTCTGCTGTGCAGTAGGGGGCATCAA 

TAGTTC ATTTTC H " 1"1 "1 ATTGTCTGCTACCATTCC ATTGTATGG ATTCAA 

CCTAGTCTGTTTATTCATTCTCCCAGGCTTTCCACCAGGCCATCTCTTTC 

ACTTCGGGGGCACCT 

>Sequence 650 

GTGAGAATGAGCTCCCCGCGGTGGCGGCCGAGGTACTGAGTGGGGAAGAA 

GGTAAGAAACAGTTGATTAACACCCTGTGTTCTGGCAGGTGGGATCAGCA 

ATATGTAATCCAACTCACCTCCATGTTCAAGGATGTCCCTCTGACTGCAG 

AAGAGGTGGAATTTGTGGTGGAAAAAGCATTGAGCATGTTCTCCAAGATG 

AATCTTCAAGAAATACCACCTTTGGTCTATCAGCTTCTGGTTCTCTCCTC 

CAAGGGAAGCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTG 

CACTAGATAAGCAGCACAATGAGGAACAGAGTGGTGACGAGCTATTGGAT 

GTTGTCACTGTGCCATCAGGTGAACTTCGTCATGTGGAAGGCACCATTAT 

TCTACACATTGTGTTTGCCATCAAATTGGACTATGAACTAGGCAGAGAAC 

TCGTGAAACACTTAAAGGTAGGACAGCAAGGAGATTCCAATAATAACTTA 

AGTCCCTTCAGC ATTGCTCTTC1 " 1 CTGTCTGTAACAAG AN 

> Sequence 651 

gagaatgagctccccgcggtggcggccgaggtactgcgttatgcagaggt 

gtxx:agcccccttcctcttcctggaaattaacattggctc 

caattgctggaccaggtcaacatcttcgttttgaacag 

agtgattgtcttccactgcagcccttctaccgctggaggacgtgggtccc 

tcctgggggttgttatgatccctgctctccatgacggtaaatgccacctg 

ctaccacttttagccttttccttgagaaaatgcaaatttatctcctagca 

citaatcaaagaagctttgagtgtaaattgggattcrctggcaacagagc 

agcagtatgaagaaggaacaatgttctcagtcttctgacattccacctgc 

tcaactcagacgtctcaattattcctttggcagccgcaaagcctggaaga 

ctgcttgcagcccgagcagtttcctcctgctgcctccgcgtaccagtgag 
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GAAGGAAAGAGCATTCTCCTTTAGGGCAGCAATCACAAN 
>Sequence 652 

GGAGATGGGTTGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGG 

GGAGGGCCAGGTCTCAGGGCTCCTGGAGCTGCAGGCGGCGGGAGGGGCTA 

CAAATGCTTGACTCAGTGATGCAGAACCTTTCAGAGTTAGCTGGAAGCCA 

CAGCCCTGCCTCTTGATGCAGCCTGGATCCAGCCGGTGTGAAGAGGAGAC 

CCCTTCCCTCTTGTGGG GTTTGG ATCCTGTGTTTCTAGCCT 

>Sequence 653 

TTTTGCCGCCTGACTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTGTG 

AACTGAGGAATTATAGATAAACCTTAGGTCAAATCATTTCGCAATTGCAT 

TGGTGGTATTGAAAAATGATGAGATTTCTCTGACAGAGAGCTTTGTCCTA 

GTTTTTGTTCTTCATAGGTCAAAACTGGCAATATTCTCTTGTCTGCAAGA 

TAAAGTGTTTGTGCTTCTATCACCATATGCATGAACATGTAAGAATCAGA 

TACAATTTCTGCTTCATCAGTTTCACATGTTCATGTTGTCACTGAAAAAA 

TGC ATCTACTGTTTATAGCTCCC A AGG AG ACCCC A A ATCC II T I T II CTT 

TTGAGATGGAGTCTTGCTCTTGTTGCCCAGGCTGGAGAGCAGTAGCGCGA 

TCTCAGCTCACTGCAACCCCCACCTCCTGGGTTCAAGTGATTCTCCTGCC 

TCAGCCTCCCCAGTAGCTGGGATTTACAGGTGCCCGCTACCATGCCGGGT 

AAA-TTTG GTTTTAG G AAAA AGGGGTTTTGGGTTTTG G GGGGGGG TTTTT 

>Sequcnce 654 

GTGTGGTCGAGCTCACCGGGGGCGGCGAGGTACCTGTTACCACTTTAAAA 
GTAAGTTCTCCATCCCATAAAGCCATTTAAATTCATTAGAAAAATGTCCT 
TACCTCTTAAAATGTGAATTCATCTGTTAAGCTAGGGGTGACACACGTCA 
TTGTGCTATATGTATGTGACTTCCCTCCCCCTGCCAGAATACTCCTTGGT 
CAATTGTAGGTATTC nTTI GGTTTA ATTTTTGCCA ATGTA ATTAA A A AA 
TGGTATGTCATTTTTAAAATTTGTATTTCTTTCATTACAAATAAGATTGT 
TATGTCAG TATTGT TATTGGCTTT TCGTA TTCCTCTTAACGTGAACCGTC 
TGTTCATTGTTTTTACCTGTTTTCG1 JIlAGCAAGTAGTACCTGCCCG 
>Sequence 655 

GATGAATTGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGAAGTCGG 

CCATGGACTGGAAAGAAGTTCTTCGTCGGCGCCTAGCGACGCCCAACACC 

TGTCCAAACAAAAAAAAAAGTGAACAAGAATTAAAAGATGAAGAAATGGA 

TTTATTTACAAAATATTACTCCGAATGGAAAGGAGGTAGAAAAAACACAA 

ATGAATTCTATAAGACCATTCCCCGGTTTTATTATAGGCTGCCTGCTGAA 

GATGAAGTCTTACTACAGAAATTAAGAGAGGAATCAAGAGCTGTCTTTCT 

ACAAAGAAAAAGCAGAGAACTGTTAGATAATGAAGAATTACAGAACTTAT 

GGTTTTTGCTGGACAAACACCAGACACCACCTATGATTGGAGAGGAAGCG 

ATGATCAATTACGAAAACTTTTTGAAGGGTGGTGAAAAAGCTGGAGCAAA 

AGGCAAGCAATTTTTCACAACAAAAGTCTTTGCTAAACTCCTTCATACAG 

ATTC ATATG G AAAG A I'l l i'l C ATC ATGC AGTTCTTTAA 

> Sequence 656 

GGAGGGAGTAGACTCACCGGGTGGCGGCCGCCCGGGCTGGTACGCCACAA 

GGCATTTAATGCCCACAGTAACAGGGCTGTTTGACAGTGGCAGAAGAGGA 

CGGGACTAAAGTTACTTTGTGCTGAGAGGGGGAAAGAAGCACAAAGTTTG 

GTCTGTTGCGTAATTGAATTTTTAACACTCTTATCCACAACAAACACTTT 

TTCGTGTCCTGCTGTGTAAAAGACATGAGATATATTACAGATTTTCAAAC 

AGGTGAGCATCCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTG 

ATGGAGTGAGGAGATTTGGATGAATGAACGCTAAGATGGCCAGACGCACC 

TCTTGGATCGTAACTCTGCAGGCTGGGATTXX^AGAGCTC^ 

TGAATTCGATCTGTAAACCTGTTGTCATTTGACGTTTGCAGGCAGGCATC 

AACATTTACATTGAGATTCAATAGACGCTACTACTACAAAGGAGCTTTAT 

TGTTGCAGCTTAAAATGGTTGCTGCGGGAACACTGAAGGGTGAAACTGAC 

TTTTTT 

> Sequence 657 

GGTTGTGGATGACTCCCCGGGTGGCGGCGGGTACATTCCAATGAAGAATT 
TCTTCATTCTGATCTCCTAGAAGACAGCAAATACCGAAAAATCTACTCCT 
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TTACTCTTA AGCCTCG A A 
>Sequence 658 

CCTTCTGCT ACGTCTGTATTCTATTCCTTGTG AAA TGCTC Till I I AATA 

TACTTGCTGTCGTATTTTACGTGTTTTATTTCAGTTTTGGTTTATACTGT 

GGCTATGGTAATTGAAATGGGGGCGATGGAGCTCACGGGTGGCGGCCGAN 

GTACCmGTGGGCNTTAGGTCAATGTTGTTATACACTTTCACAAAAGATT 

GTATCTTTGATCTCTTGGCGATCTTCTTCTTGCCCATGGCAGCTGTCACT 

TTGCGGGGGTAGCGGTCAATTCCAGCCACCAGAGCATGGCTGTAGGGGCG 

ATCTGAGGTGCCATCATCAATGTTCTTCACGATGACAGCTTTGCGTCCGG 

AGTAGCGTCCAGCCAGGACAAGCACCACCTTCCCAGG 

>Sequence 659 

GGAGTGAGCTCACCGGGTGGCGGCCGCCCGGGCTGGTGCGCCACAAGGCA 

TTTAATGCCCACAGTAACAGGGCTGTTTGACAGTGGCAGAAGAGGACGGG 

ACTAAAGTTACTTTGTGCTGAGAGGGGGAAAGAAGCACAAAGTTTGGTCT 

GTTGCGTAATTGAATTTTTAACACTCTTATCCACAACAAACACTTTTTCG 

TGTCCTGCTGTGTAAAAGACATCAGATATATTACAGATTTTCAAACAGGT 

GAGCATCCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGG 

AGTGAGGAGATTTGGTTGAATGAACGCTAAGATGGCCAGACGCACCTGTT 

CGATCTCAACTCTGCAGCCTGGGATTCCAGAGCTGCAAACAACCACTGAA 

TTCGATCTGTAAACCTGTTGTCATTTGACGTTTTCAGGCAGGCATGAACA 

TTTACATTGTAATTCAATAGACGCTACTACTACAAAGGAGCTTTATTGTT 

CCAGCTTAATATGGTTGCTGCGGCAACACTGAAAGATGAAACTGACTTTT 

TT 

> Sequence 660 

GAGTGAGCTCACCGGGTGGCGGCCGCCCGGGCAGGTACTATGACCTGAAG 

AGGCAGAGGCCATCACTGTTGGTCCGGTCTCCACCTGGGGAAACTGAGGT 

TGCACAGTGTCTCTGTGGTGACGAGCAGGGCTTCATCCAGTGCCTCTGTC 

CCCACCGAGGGGACTATGGGAGACATGGAGGGTGTGTGAGCAACAGGTGA 

GACTGGAGCCAGCTGAAAACTGGGAGACCGACCCAGCCAACAAACAATGT 

CGGTCTCTGTCTTGGCACCTGCAGGAAACAAGCTCCTACTTCCAGAAAAA 

GTGCTCCTGGGACTCCAGGATACCAGQCATCTGGGTAAGCTACAATGCTT 

AACCACTTAACACAATCAGGAAGCAACAGCCATGCATTCGGGAAAGGAAC 

TTCAGTGTTGTGTGGCTCAGTCTCCAGACCTAACITTCCITTTGGTACCT 

>Sequence 661 

GGCGTGGGATCGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGAGAC 
TTTTTTCTCACCATGAATGTCACCCCAGAGGTCAAGAGTCGTGGGATGAA 
GTTTGCTGAGGAGCAGCTGCTAAAGCATGGATGGACTCAAGGCAAAGGCC 
T 

>Sequence 662 

GCGTGAGGTTGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTT 

1 1 ri i ii nrn nTTnrn 1 1 1 attti tttai tttti TrmTrnrT 
j^'iiiTiJi-rii'ri^'riiii'ii-iTi'ri'rri'i'rrrroGACAAAACAAACGA 

G 1 I'll 11 1 AATTTATTTAGGGGGAAGGAGGGGTGTCTTTGGATATACCAC 

AGCGAGG 

>Sequence 663 

GTAGATGGAGTTGAGCTCACCGCGGTGGCGGCCGAGGTACTTGTGGAAGG 
TAGTGACCAGCACAGCCAGCGCCTGCTCCAGAGAACTGCACATCA 
>Seqiience 664 

TATGCTACGGGGGCGGCGCCGGCAGGTACGCGGGGGCGGTATCTGTATCG 

GGCCTTACTGGCTTCAAGAGCCGAATTCCCTTCCAAGCACCCACCAGGGG 

GACCCCAATTAAGGGTTTGGGACCCACTATTTTTTAATAACGCCAGCACC 

TTAAAATGCCTGGGAAGATGGTCGTGATCCTTGGAGCCTCAAATATACTT 

TGGATAATGTTTGCAGCrrCTCAAGCTTTTAAAATCGAGACCACCCCAGA 

ATCTAGATATCITGCTCAGATTGGTGACTCCGTCTCATTGACTTGCAGCA 

CCACAGGCTGTGAGTCCCCATTTTTCTCTTGGAGAACCCAGATAGATAGT 

CCACTTGATGGGAAGGTGACGAATGAGGGGACCACATCTACGCTGACAAT 
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GATCCTGTTAGTTTTGGGGACGAACACTCTTAACCTGTGCACA CAAACT T 
GTGATCTAGGAAATT TGGA AAAGAATTCCAGGGGAGATCTACTTTTTTCT 
AAAGATCAAAGATTATTTTGAGTGCCCTT 
>Sequence 665 

GGATAGATTGAGCTCCCGCGGTGGCGGCCGAGGCTAACAAGGAAAGCCCC 

TGGAGCTCCTGTAATAAGAATGTGGTTGGAAGATGCAAACTGTGGATGAT 

CATCACCTCCATTTTCCTAGGTGTCATTACAGTGATCATCATAGGCTTAT 

GTCTTGCTGCAGTAACTTATGTTGATGAAGATGAAAATGAAATACTTGAA 

TTATCATCAAACAAAACATTCTTCATCATGCTGAAGATTCCAGAGGAGTG 

TGTTGCTGAAGAGGAATTGCCTCACCTGCTCACCGAAAGGCTCACAGATG 

TGTACCT 
>Sequence 666 

GATGACTCACGGGTGGCGGCCGCCCGGGCAGGTTTAATCTCAGGTCTCCC 
TATACACTTCTCAGCCTCAGCACCTAACCCTCACACAACACTCCAGTATT 
GGATGCAGTCAATCTTGTATAACATTTTTTGAATGTCCAATGTGCAAAGC 
ACGATGTTGGAAATTATACAGAGGTGAATAAGACAAAAACTCTTGCTCTC 

AAAGATG 
>Scquence 667 

TACGAGATTGAGCTGAGTTGGCGGCGGCCGAGGTACTGGAGAGXCGi3CTr 
TGACCATGGCCTCAGCTCAGCTCCAGGTTTGGAGCGGAATAAAACAGGAG 
CTAGCAAGATGTCTCATCTGAGCTTCCCAGTGCCCAACTTATCTGAGGCC 
TGGGGCTGAAGCCAGCGCTGACGGAT 

>Sequence 668 

TG AGG ACTC ACGGGTGGCGGCCGCCCGGGC AGGTAC Mini MUiiii 

TTTTTCTGGTCGAAAATTTTTGTTGGAATTTTAAAGAAAANGAAAGGCAA 

AGTAGCACTCAGATGGCCTTTTTTTGTAAAGTGAAGTCAACCTAATACTC 

TGGTGCTTACTTTGCAAATCTTTTCCATAAGTCAAGTATTAGTGTTAACA 

ATACACTTAAGAAGTAAGGATAAACCCATCAAGGTCCACAGCTAAATAAC 

CAGCAGATTCCCAGAAACTTTATGTATTTGGGAAAAGTAAAATATACAAC 

AGACATATCCCTGCCCTGATTAAGAGGGTAGATAAAAACAAAACATAAAA 

CAATTTTACTTGAGATAGTAATAAGTTATTTGAAAAAAATACAACAGAAT 

ATAGGGAGAGAGAGCAACTACAGAAAGAAGACAGAAGGGGTTCTGCTTTG 

AATAGTAAGGCTTGGGAATAGCTGAATTGTAAAACAAATCTGTCAGTCCA 

AAAACGAAGATATTTCATTCACCGCTGACTACTGAATGGGAAAC 

>Scquence 669 

GGAGGACTGAGCTCCACCGCGGTGGCGGCCGAGGTACAGAGTA GGATC AA 

TAAAATCTGTGTGTTACAGCGGCAGACTGAAGGACGGGTGCCTGTTTTCA 

GCCATGAGGTAGTCCCTGACCATCTGAGAACCAAGCCTGACCCTGAAGTG 

GAAGAACAGGAGAAGCAACTGACGACAGATGCTGCCCGCATTGGTGCAGA 

TGCAGCCCAGGTTGGACTGAGTCACTGCCTTGCTGCCCCATCCCCATCCC 

ATCATGAGAAGCTAGGCATTACCATTCCTGTCTAGTAGGGATACATAGTT 

GGTTGCGCCTAAGTTGCTTCTGGCAGAACCCAAGGAATAAATTTCTCCAT 

ATCGTTTCCTAGTTACCCTAATCTCTGCACAAATTTGTGTGTTACAGAAG 

CAGATCCAGAGCTTGAATAAAATGTGTTCAAACCTTCTGGAGAAAATCAG 

CANAGAGGAGCGAGAATAGCAGAGTGGGAGTATGATGCGACTGGTGGCTA 

AACAGAGAAGAGAGGGATTTACGATCACTGGAATGGATGGGTG 

>Sequence 670 ; 

TTATG ACTCACGGGTGGCGGCCGCCCGGGC AGG ACATTC1T1 " ITU 1111 
TTTAAACTTTTAGGGTCrrGGCCTATTGCA 

AGAGATATCAAAGGGGCTAATTTTTTATTGACAGACCATGGCGATGTAAA 

ATTAGCTGACTTTGGTGTGGCTGCAAAAATAACAGCTACCATTGCAAAAC 

GAAAATCTTTCATTGGCAGCCCTTACTGGATGGCCCCAGAAGTTGCAGCA 

GTAGAGAAGAATGGTGGCTACAACCAACTCTGTGATATCTGGGCAGTAGG 

AATAACAGCAATTGAACTTGGAGAACTTCAGCCACCTATGTTTGGATCTC 

CACCCAATGAGGGCTCTCTTCrrTAATGTCAAAAAGTAATTTTCA GCCTC C 

AAAACTAAAGGACAAAACAAAATGGGTCATCAACATTCCATAATTTTTGT 
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CAAAATAAGCACTAATCAAAAAAAAAAAAAAAANAAAAGTACCTCGGCCG 
CTTAGAACTGANTGGATTCCCCGGCTGCAGGATTCGATATCAGCT 
>Sequencc 671 

GTCGATGTTGAGCTACCGCGGTGGCGGCCGAGGTACGCGGGGTCTTCTCA 
TGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCT 
CTCCCTGTCTCCGGGTAAATGAGTGCGA 
>Sequence 672 

GATGACGATCGAGCTCACCGCGGTGGCGGCCGAGGTACTCTTCTGCACTG 

TTCTTTCTTTCTAATAAAACTTTCTTTTTCGAACCTATACTGTCTTCTGT 

AAATTCTTCTTACTACCCTATGACCCGTGAGCCAAC CACTTTCCGA TGCC 

AGGGTTCTGACACCTCACCTGGCATAATATAAAGTGTTTTTTTTTTATAC 

CCTTCCACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAAC 

TAAAAAGAGAAGAGTTAATTACCTGAAAAGCAAGAGAAAACAAGAAGGGG 

TAAATTTTGAACCAAGGGAAATCATTTAAGAAGTGTCTGGTATTTTTCAA 

ATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAATAAAGG 

ATGGAGACATGCTTATTTTATTTAACTCCCCCNNNNNAAAAAAATAAAAA 

AAAGTACCTGCCCG 

>Sequence 673 

TGCGTGTTGGATTGAGCTCCCCGCGGTGGCGGCCGTCCCTCTTAATACTG 

GCCTCAGTTCCGAAAACCAACAAAATAGAACCGCGGTCCTATTCCATTAT 

TCCTAGCTGCGGTATCCAGGCGGCTCGGGCCTGCTTTGAACACTCTAATT 

TTTTCAAAGTAAACGCTTCGGGCCCCGCGGGACACTCAGCTCCGCGTACC 

T 

>Sequence 674 

GCGCGTGACTCACCGGGGGCGGCGAGACTGAGCCACACAGTGTCCGGATG 

GAAGTCTGCATCTGAGGTTGCTCAGTGTCCCGGTCATTCAT TTACAC ATT 

TTAACTTGCATTAAAGAGCTGTTCTTTTCTGTGGCCTAGACTCnTTTCAC 

TGATCTCAAAATAAACTGGTTTTTTTCAAAAAAAAAAAACAAAAACAAAA 

AAAAACACAAAAGCTGCATGTCTAAAATTA CATGG AGTTA GTGTCTAT TC 

TTTTTCCCCTTTTGC AGC A ACTTACAC AGC ATTTTTA AC ACCl I I 1 1 1 1 1 

ctag rmrn gttcggttttgttttcc atcagg a atttg agttctctct 

AACCCAGCTTACTGTGGGACATAGGAAAACTCAGTAGAAATACCTTTGGT 
GATCTTGTTGAGTTTAAGTCTGATCTTGATCTTAAACTCAGTAAGCCACT 
ATCTGCAATTTTGTACCTGCCCG 
>Sequence 675 

GTTGATGTAGAGTTGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGCT 
GTAGTGGCTTCGTCTTCGGTTTTTCTCTTCCTTCGCTAACGCCTCCCGGC 
TCTCGTCAGCCTCCCGC 
>Sequence 676 

TTTTTGTGTTTGATCGAGCTCACCGCGGTGGCGGCCGCGAGAGCACAGAT 
GACCACGCCATCGTCCAGTATGAGTGGGCACTGCTGCAGGGGGACCCGTC 
AGTGGACATGAAGGTAACGCATGTTGTCACTGC 
>Scquence 677 

TGAGTGAGCTCACCGGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGGATT 
CTGTAGTATGTAGCGTGTTTCTTAGGTAAAGTCTCTTTTTGCTACTGAAA 
GGGAAATGGTCTCTAAACACTGGTCACTGTAGCAGGTAAACACTACTCTA 
ACGTGGAGAAATGAGCTTCATGCTGAGGTAGTGGTTGCCTTAAAGCTGTT 
TTTTATGCTGTAAAAACCAAAATGGGTTTGGTTCCCTGATAGGTTTAAAT 
TAAAATTTGCCTTATAGrillCriJ4CCCTCGGGCCX3AGATACCCCGGGA_ 
GGTTTTCCCTTTTTT(XGGGTTTTAAAAAAGGG1 ' I T V 1 " rT A AAAC GGGGG 
CCCCGGGTCCCCACCl'l'l ri'l l'IGGATTTTCGGCGGGGCCG TTTTAA AAA 
TAGGGGATCCCCCCCCCGGGAGGAGATTTGATTTAAT AAA TI'i ri TCCCC 
CCCCCTTCGCCTTAGGGAGGGGGGGGGGCCCCCCCCC1 1 1 1 1 1 1 ITTTTT 
TTTAG AAG AATAACCCCGGCCCCCCTCAATATTATCCGGGG AA I ill 1 1 1 
TTC 

>Sequence 678 
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GAGAGTGAGTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGTGGCAGACG 
TCGATGATCGAGTTCAAGGCTGTCTCCAGCTCGGCCAACATGA 
>Sequcncc 679 

TGAGTAGTCGAGCTCACCGGGTGGCGGCCGCCCGGGCAGGTACTGGTGTT 

GTGATCGGAACGTGTCGATCCCCTCTTCTCATCACTGCTGCTCCAACTGG 

ATTTATTACTCCGGGAATGGTCTGAGGGGGAAAACCAATGTGTTTAGCGT 

GCCTGCCCACCTGCGCCTGAGCACAACTATCCTGCAATCTGACCTGCCCC 

TCCTGCACAGGAAACCACCTTCCCCTCCCAATTGATGGTTCAAACACTGC 

CACCGCTGACTGCCCTGCATCTGTGGGTCTGTAGAACAGAAAGGCAGAAC 

AACTTATTTTTTAGGATTTAACGACAACCGGTTGAAAAAAACGGTAGGGT 

GTCATGCTCACAGAGAATAAAGATTTGTAGAAAAGGTGCTGAACTGCCAA 

GGAAGGCATTTCTTGTGCCGTGTCTGGAACCGTGTATCCTTACTACATCA 

CTGAACGACACCAAGCACCCCATGCACTTCTGGGGCCAACCTTGGCCCCT 

GGAGAAAGACACCTGAATTTGGCATGCAGTCTACTTCCN 

>Sequence 680 

TGAGATGTGATTGAGCTCCCCGCGGTGGCGGCCGGGTACAAGGGGAGGTA 

AGATGGGAGCTCCACTCCTTGGACCACCAGCTGGTTCTGGACCGTATCCC 

CATGAATCTGTTTGAACGTAAGGAGGAAGTCAAAAAAGTTCTTATTTAGG 

GTTTCTTTGAGATGTGGGGCCACTTCCATTCCCACCCGGCACAGGTAGGC 

ACGGGCATACACCGACACTAGTGGGTCTCCGATCCCTCTGATCATGCATG 

TCAACCGGGGCAGGCACTCTGAAATTCCCGTTTTGGAGAGGAATTTGTTA 

CATTTCAGGATGGATGCCTCCACGTAAAATCTTGGAATGAGTTCCCTGAT 

GGAGGCAATCTTGAAAAACCAATTTAGGCATGTTTCCTTGGCCGTGTCAT 

TTGCATTCTCTGGAGAAAAGTGATCTGGTAAGACGCTGCGGCTATCCACA 

CACATGGAAAAGATGCGCTCGTACCTGCCCG 

>Sequence 68 1 

CTCCTCCACATGTATTTAATTTATTTATTTATATATTTATATATAATTTC 

TACTAAAATTTTTATACTATATTGATCATATATAAAATATGTTTATATAT 

ATACTTTTTATTCATAAAAAGAAGTGTAGGAACTCTCGGGTG GCGG CCGA 

GGTACCCTAATGTAGTAGTAAATTTAAGGCCTGTCGAGGAAATTTTAACA 

CTTCCAACAGGTGACTATATCAGGAAGGAGAAAACCAAGTGCTTCCTGCT 

TCACCTTCTGCTGCTTTTGGGACTTTTTATGAGCTAGTTAGCTAAGGACA 

AGACCCTGAACCCATTTTTTCACTGGGAGAGGAAAACCACCAGGCTTCTC 

AGCTTTGGCTTGGCAACTCTGGAGTTCCTATGGCTTCCATCAGGGCTCCA 

GGACCCTGATAAGTGGCCTCAGGCAGGAGGAGATCGGGAGCGGATGGGAG 

AGCTAGTCAGGAAGGTGGAATAGGGACCATCCCCAAACACGTTGGCGTAT 

GATGATTTGAGGAACTGGACGTAGTTCTGCATGCTGCGGTTGGAGCTTTC 

GGACTGCTCCAGGCGATCTTTCAGGTCTTGCAACCGGCTTTGGTAGCGGC 

GGTCCGCATTATAACGGGTTCGCCGCAGATGGTTAAATTC 

>Sequence 682 

GATGGGATTGAGCTCACCGCGGTGGCGGCCGAGGTACTCTCGTTTCAGCT 

GGGCTCTTATGGCCAACCGCTCGGCTTGCGCCCGCCGGGTTTCCGGAGAT 

ATGTTGTATTCGGCTGGGTCGAGGGTCTCAGGCAGAGTGCGCAGGCTCGA 

CGGCTTATACTTTGGGAACGACA 

> Sequence 683 

GACAGTGACAACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGATGGCA 

CATGCAGCGCAAGTAGGTCTACAAGACGCTACTTCCCCTATCATAGAAGA 

GCTTATCACCTTTCATGATCACGCCCTCATAATCATTTTC 

TCCTAGTCCIXjTATGCCCTTTTOCTAACACTCACAACAAAACT 

ACTAACATCTCAGACGCTCAGGAAATAGAAACCGTCTGAACTATTCCTS? 

CGGCATTATTCTAGTCCTAAAGGGCCTCCCATCCCTACCCATCTTTTAAA 

AAACAAAAAGGGGAAAAGATCCCCTTCCTTTCAAAAAAAAAAATGTGGCC 

CCAAAGTTTTTTGGCCCCTCCGGGGCCCTCGGGCCnrrTTA 

GGACCCCCGCGGTGTGG AGAGAATATTATAA AAG I'l l 1 T 1 1 IC CCCCCCC 

CCCCCCGGGGGGGGGCGCCCCCCCCCCA1 111 1 1 1111 1 1 11 1 1ATGGGG 

GAAAAAACCCCCGCCGAAAAAAAAAAGAAATATTTTTTG 
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>Sequence 684 

GCGTGACTCACCGGGGGCGGCGGGACCCCATGCAATATATGGCTCTACAA 

TCCTCAGCATGTTAATCGAAGCCTTGTTGAGCTTCACAAAGGTTCCATTG 

AAGATTTGACGAAGGCGAAGAAGCTGCAACACCTTTCGAACCTTTGGGCT 

CACTCCATTGATACCTCTGATTCTGATGACAAACGCCAATTTGGGTTCTG 

CAGGTACGAGGACATTTTGCCCCGCGGCTTGTTCKjGGTCTCCTTTACCCA 

TGTTGACAGATCCGCGTCCACCCGAGGGTATTGGAGGGTATTCTTGCCTG 

GTGCGAGCTTTTCCTCAGAGTCCCGCAGA 

>Sequence 685 

G A AGTGTAC AGGGTGGCGGCCG AGGTACrrrri'l TTTTTTTTTTTTI 1 1 1 

TTTTTTGAGATGGAGTTTCGCTCTTGTTGCCCAGGCTGGAGTGCAATAGA 

GCGATCCCAGCTCACTACAACCTCCGCCTCCCAGGTTCAAGCAATTCTCC 

TGCCTCAGCTTCCTGAGTAGCTGGGATTACAGGCATAAGCAACCATGCCC 

AGCTAATTTGGATTTTTAGTAAGATGGGGTTTTTCCATTTTGGCAGGCGG 

GTTTTGACCCCCCACCTAAGGGGGGCACCCCCTCTGGGTCCCAAAAAGGG 

GGGTTAATAAGGGGGGGGATTCAATTCCCCCCGGTAAAAAAAAAAGAACC 

CCCCTCCCGGGGGTGGTAAATTTTTAATATGTTTTTCCCTCCCCCCCGGG 

GGGGGGGCGCCCCCCCCCCCCTTTA TTTTTTI I GGGGAGGGGCCCTCCCC 

CCTTTAAAAAAAAAACCATTTCTTTTGTGGGGTGATTATTAACACCCCAA 

ACCCCAGCGGGGGGG 

>Sequence 686 

GTACGACGATTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTT 

irn ri r i irn ri rn rrrr GGi rn I'm 1 1 1 1 1 1 rn rn i in 1 1 i 

TTTTTTTTTTTTTTTTl 1 1 1 I I I I AAAACAGGAATTCTTCAGACTTTATT 

AAAAAAGGCCCTAAGGGGCCTCTTATTAAAAAAGGTATAAAAACCCCATA 

AATTCGGGGCCCCTGGGCTGGGCAGGGTTGATATCCCTTAAAGGGGAGGA 

AGGGGGGGGATGGGGGGTGAACCGGGGACTGGGGAAGAGGACCAGGGGGC 

ACATTGTTCCTCGGGTTTGGGTTCAAAGATGGAGCGGGGGGGGATATGGG 

GGAAAGGGGCCCACGGGTTCTCACGCAACAACGGGGGAAGGCCGGCGACA 

GTTTTTTCCCAAAATTCTGGGGGAAGGGGGTCCCCT 

>Sequence 687 

TGTTGATATCGACTCCCGCGGCGGGACGCGGGGCTTTACATGGCAACAAG 

TATGGCGGCTGCTAGTGGTAGATTTGAAAGTGCGAAGAGTATCGAAGAGC 

GGAAAGAACAGACCCGGAATGCCAGGGCCGAGGTGTTGCGCCAGGCTAAA 

GCCAATTTTGAAAAAGAAGAAAGGCGTAAAGAACTTAAGCGACTTCGGGG 

TGAGGATACATGGATGCTACCTGATGTGAATGAGAGAATTGAACAGTTCT 

CACAGGAACACTTTGTGAAGAAAAAGAAGAAAAAAGACAAGCTTCTATTT 

AAAGAAGGGAAGATTAATCAGTACCTGCCCGGAGT 

>Scquencc 688 

GACGCGTGAGCTCACCGCGGTGGCGGCCGAGGTACACTCGCCAGCGGTTT 
TGCCACAAGAGTATACGGAACAAAGGAGACAGGCTCATTTATAATCTGAC 
GCGGCCACCCTCCTGCTGCGTTCGGTTTCCA 
>Sequence 689 

tgagcgtgagctcaccgcggtggcggccgcccgggcaggtacaaactggg 

cactggataggtagttcctttggtggtcaaggtggctctacctgtccttg 

agctctcgtgtcactcgcttggtgatccgtccacacatcaggccaatcag 

gaacaatatacagatgctcccactgatcacagagagaatgtagttcttag 

atggagacgtcattacttgcatggcaagatcagagaagccatctgctggg 

gccacctagaatgacacaaggcaatgtgattctctgagagagcactgggc 

tggtcgcagtgctaggtctaacttatccctctcagttcctagtt^ 

atgt c1 ' ittctn ' f g g ag aggg agggcagg ag ataag aaaaatc aac ac a 

gagctacaactcittttcctggtcataaaactatacacacgtctactgca 

caaaattaggaataccagaagack:caaagtggtgc^gtcacccacaattt 

ctcacagtgatcaccactaacaccaggacc 

> Sequence 690 

TGTTGACTGTGACTCCACCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGT 
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CCTGAGCGATGGAGCCCGGGGGTGCCTGGTTATTGTCCGCTTTCTCTCTC 
AGATGCTTGGCTTGTTTTTCAAGAGAACCTTTTTCGATATTCATTGCTCC 
ATCGATTGGATCCAGTCCTTGTTCAGAAAATTGT 
>Sequence 691 

GGAGACGGAGCTCACCGCGGTGGCGGCCGAGGTACTACAGGAAGAAACTA 

GAGGAAACGGGAATTTCATCCATGTCCTGTGTATCTGCTGGCAACAGGTC 

AGAACGGCCAGTATGTTATTCCCTGCAGGCTGCCTAGGGTGCTCTCCTCA 

AACAGATCACCTGAGCCTCCTGCATCTATGAAGTTATGACACAGCAACCA 

GTTACTCAGAGTCTGATGAGAAAAACAGATTTTAGGTTTGGGAAATGGGA 

TTACTGTAATTTACACATCCAAATGCAAACTGGAGCTCTGATTGAATTCT 

ACCCTGGGGAGAACTTGATGCTAACCCACAGGTACCTGCCCG 

>Sequence 692 

GAGTGAGCTCCACCGCGGTGGCGGCCGAGGTACACCAAATGGTGACATCC 

TTTCACCAATATAGATTACTTCATACCACATTGTCAAGGAAAGGACTAGA 

AGAATTTTTTGATGACCCAAAAAACTGGGGGCAAGAAAAAGTAAAATCTG 

GAGCAGCATGGACCTGTCAGCAACTAAGGAACAAAAGTAATGAAGATTTA 

CACAAACTTTGGTATGTCTTACTGAAAGAAAGAAACATGCTTCTAACCCT 

AGAGCAGGAGGCCAAGCGGCAGAGATTGCCAATGCCAAGTCCAGAGCGGT 

TAGATAAGGTAGTAGATFCGATGGATGGATTAGATAAAGGTTGTGGAGGA 

AAGAGAAGATGCCCTAAGGC7TCTTCAGACTGGTCAAGAAAGAGCTAGAC 

CTGGTGCTTGAAGAAGAGACATTTTTGGAAGAATAATTGGGCACAGGTTC 

AAGCAGGGGGGTTATACCTGGGCACCCTAATAAAAGATACAATTGGAAAC 

CGATCTTTGCCTTGCTTTATGGGACCCATTTCTTAAACTG 

>Sequcnce 693 

CTGTGGAGACTAAGTGTGAGAGGCTACCGTCACAATCATTTTGGGGGGGG 

CCGGACTCCCCAGCTTTTTGATCCCCTTTAAACGCGGGTGTAACCAGGCT 

CCCTTTGATGTGAATATCCTCGACCCTCCCCTTGTATGACGCGCGGTTAA 

TCTATATTAGTGCCGTTTTATTACCTTCTCTCCCTAGTTAAACCTAACCC 

CGTTTGGGCCCTAGGGTCGTTTAAGGCCTTGGGGCCGGCCGTGATTTAAA 

TTTTCCTCTCAAAGGCCTGTAATTTACCGTTGTTTTCCCACCTGAAACCA 

CGGGTGCG 

>Sequence 694 

TTAGCGTGACTCCACCGCGGTGGCGGCCGGGTACAAAACAGGGGCTAGAG 
CTTCCTACTAGGTCTCTGTTGGGGCTCCCCTTTCCTGAACTTTGGCCAAA 
GACAACAGGATATTCTTGGGGGTTTTGTTGTTGTTTTGTTGGCA I'll 1 II 
CTGTGCCTGTTGGTGATTCCAGCACAGACCAGAGTGCCGCGTACCTGCCC 
G 

>Sequence 695 

GAGGACTACCGGGGGGGCGCCGGCGGTCTGTATAATGGAGGCTGACCAGA 

GCAGTTTAGGAGATTGTAAAGGGAGGTTTTGTGAAGTTCTAAAAGGTTCT 

AGTTTGAAGGTCGGCCTTGTAGATTAAAACGAAGGTTACCTAAATAGAAT 

CTAAGTGGCATTTAAAACAGTAAAGTTGTAGAGAATAGTTTGAAAAAAAA 

AAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 696 

GGGTCGAGACTCACGGGTGGCGGGCGGCCGAGGTACAGCAGGGTGCCTCA 

GCAAGAGAGGACTGAGTGGATTTTCCTTAGGGATATTTATGAACCTTAAA 

GCAGGAGCTTAAAGGGAATTTGGGCCATATTAACCACTTAGGTCATGATA 

AATGATTACA 11 1 1 1 GGACATTTTGGTGTCTTAATGTCAGCAAGGGTTGC 

ACGATAAGTTTTGACATGCATGCATGGGAGACATGTAGAAATTCTAGTTA 

CTTACAAGTTTTTGGGGAAGAAGCCTGGACCCAGATGCCAGClTrAAATA 

ACAGGGGAGTCTAATTACTTCTAAATTCCTCACATAGGGAGTTTTGCCTC 

TGGATGGCCTGCTTGATGGTCACTAGGGTGATCTTTTGCCCCTTTTATTC 

TTAAAGCCTCTTGCTCTGGAAGGGGGTTTTO 

GCCCGGGAATAATGGGGGAAAAATTTTTTGGCCCCCCCATTTTAAAAAAA 
AAACCTTTTATTTGTGGGGGAAAATGGCCCCCCCCCACCCCGGGGGGGGG 
CCCTATTTTTTAAGGGGGGAAAAAAACCCCCCCCTTGGGGGGGAAAAAAA 
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AAAAAATTTTTTTTCTCTCCCCCGTAAAAAAAATA 
>Sequence 697 

TTTAGATGAGTCTCGGGTGGCGGCCGCCCGGCAGGACGCGGAGAGACAGC 

GTCAGGCGCTTGATTTCCCTGAGTCCCGGTGCCTCAGCTGCCCAGTGCCC 

ACGTTCGTAAGAAGGCAACAAGTTCTTCTCCTCTACAGAAGGATTTTGCA 

AACAATTCGGCAAGTTCCAAATGATTCTGATCGCAAATACCTGGAAGATT 

GGGCAAGAGAAGAATTCAGAAGAAACAAACGTGCCACCGAAGAGGATACA 

ATCCGGATGATGATTACTCAAGGCAATATGCAGCTCATGGAGTTAGAAAA 

AACACTTGCTTTAGCAAAATCTTAACTATAGCATTATTCTGAAGGATTTT 

CAAAGTCTCCATGTGTCTTTGCTGCATTTAGGATTAACAATGGACAACCC 

CAATGCCCAAGCTTACTAATTAAAATAACCCTGGC 

>Sequence 698 

CGGTTGATGTTATACCTCACCGCGGTGGCGGCCGAGGTACACGGCCCGCT 

CGTAGGGATCGTGTTTGTTCCTGACGACCCTACGGTAATGCAGCCGGAGC 

TTGTTTTCCGTAGCTGGGGACAATCTTCTGTCCTTGCTGTTCATGTCGTG 

GAAGAGAGGGGCAGAGTCTTGCTCTGTCACCCAGGATGGAGTGCAGCGGC 

GTGATCTCAGCTCATTGCAACCTCCACCTCCTGGGTGCAAGCGATTCTCC 

TGCCTCAGCTTCCCAAGTAGCTGGGATTACAGGCGTGCACCACTACATCC 

AGAGACTGGGACTACAGGCATGGATTTTCAGGTTTATAACATGGCAGAG T 

GAATTCTGGCAACACACTGAGTGATGCTTGTCAATGGCCACTATCAGGAA 

TTTAAAACAAGATTTGGAATTATGACATCTGGACAAACCACATATGCAAA 

ACCTACCTTTTGGTCCATTCTCCAGGGCTTCTTCTGCAGCTTCTGGTTCC 

AGTTCTTTTTCGGAGCTGTCAGTGTGTGTTTTGGCCTGTCCATTAACTGA 

CATCATATTACTTGGGNCCCGGG 

>Sequence 700 

TTTCTCACAACCTCATTTTNTATTAGCAATTTCTTCTTGATGCATCTAGT 
TATTTCTATAACTACAATTCTACATTGCAAGTAGTTCTGTATATATTCTG 
TCTTCTTC ATA 1 TTTT1 AGTTNTCNNTTGCTGTTGTG ATTC ACGTGGTGG 
>Sequence 701 

AGGTACGCGGNGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAGAT 

TTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAATTA 

TAATGGCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCCC 

ACAGCGTCTCATGTCTGCAGCAATAGCAATGAGTTACTTCTTAATCTTAA 

TAATGGTCAACTTTTGCCACTACAACTTCAGGGCCCACTTAATTCATGGA 

TTCCACCTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTCAAATTCCA 

GGACTCTCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCTGGACTGCT 

CCCAAATCAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAGGAGCCC 

AGGCAGGCCAAGTTGATCCCCTACAGCTTCAAACACCGNCCTAAACACAA 

CCAGGCCCCAGTCACGTGATGCCCTATGTATTCTCCTTCAAAATGCCTCA 

AGAGCAAGGACAGATGTTTCAATACTATCCAGGTTACATGGCCCTACCCT 

GGGAACAACCCTAGCAAACAGTTTCAAGGGCACCTAAACAAACAGGACAG 

CAACAGTTTTGAGGAGCAGATACCATTCTAGGCTCAAATTGGGATCCATT 

CCACAACTAGCAAGAACCTGCTTTTATTAAGGAGAGGGGCACT 

>Scqucncc 702 

TGTGATGACTACCGGGTGGCGGCCGAGGTACM 11 111111111111111 

TTTATG AATTATTTA' ITTI CI 11 CTCAGAAAAGGATGCGCCTCCACTTAG 

CAAGGCTGGGCAGGATGTGGTTCTGCATCTGCCCACAGACGGGGTGGTTC 

TAGA - . ; ::: ,VV 

>Scquencc703 • 

GTGAGCTCGGGGGCGGCGCCGGGCAGGTCAGACCTGAA^SCCCAAACACT 

TCCTGCAGATGTTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGC 

AAGGACCTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCTGACACACCTGTG 

CTTTGGCCAAGGAACTCTCATTTGGGGATACAGGGGTGAAGTTTCTGTGT 

GAGGGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTTACAGCA 

ATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAG 

AAGCCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGT 
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GGATTGTGGATTCTCTGTCAGGCATTAGAGAATCCAAACTGTAACCTAAA 
ACACCTACGGTTGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGT 
TGGAGGAAGTGAAAGAAAAGAATCCCAAGCTGACT 
>Sequcnce 704 

TGAGATGCTCCCGCGGTGGCGGTCTGCCCAGATCCATGATGTGCAGTTCT 

CTGGAGCAGGCGCTGGCTGTGCTGGTCACTACCTTCCACAAGTACACGGG 

TCTATTTGGCCGTGACCTTGCTCTGGAGACGATGATATCCCTTCAGCCTG 

AGGGAATTGATGTTGATGAACCCGGAGGCATCAGTTGGCTCATAATCACC 

CTGCACGTTCATGCTCACCAGCTCCTCATTGTTCAGAGACAGTGGGGACT 

CCCGGCCGAGGATGTACCT 

>Sequence 705 

GTGACTGGCTCACCGCGGTGGCGGCCGAGGTCCGACGCAGCAGGC 

>Sequence 1082 

A CTTT T TTTTTT1 l l il I 'l Tl' l 1 T TGCTGGTTAACAAATATTTTAATTCA 

TTAAAATAAAACTTAAAAATTACATGCTAGTCTACACAAGTTTAACTTAC 

TTTAGTCACTTAGTGAATTGTGAATTGGCTCCCATTAGTGGTCAGGAGAA 

TGTATTTGGTGTAGAAACCAAATAAATCAAGCTATTATCGCCTTGTGAGT 

ACC 

>Sequence 1083 

CCCTTCGGCCGCCCGGGCAGGTACTGGGAAGTGCACTTGGACGAACAATA 

AATATAAATATTTATTAAAAAAATATATTTTAAAAAATAGGGAAAAAAAA 

AAAAATAAAAAAAAAAAAATTTCCTTGGAAAAAACT AAAAG AGAATCAAA 

G ATTGCGGGTTTTTTA ATTTTTA ACC A ATTTATAGTTA I'l "1 ' I' I AA TTATT 

ACCTTTA ACTTTTrTGTG A A ATTTG AC I ' I I 1 I ' 1 1 I I GAATGTAG CCTTTT 

TTTTTTAGTGTGATTTTTTATGTGTTCCAAATTAG'IMM'11'I TTTA TTGAA 

TAAAAA i ri l TITI ri GGAAAGTTTACTTCTTTTCAAATGTTTTAT CCTT 

TTTTAAAArTTCTAGAAATTTTAAATATTTAATGGTTTTAA^ 

AAATTTTTTTATAATATTCAAAAAATAAATTTTAAA ATAAT ATATTGAAT 

TTTTATTTTTTAACCGCCATAATGTGCTAAGGGACGATTTTCATTCATTG 

TTGCTTAATTGAGAATATGGGGGTACAATTGGTAGGTTATAAATATTTGG 

TTATTTTATTGTATTTCATTTTTTCCTGTGATAATAGGTTTATATTGTTA 

CAATGTTTCAAACCGATTTAAAAGGTTATATGTTTTAAATATGATGACTA 

TGGGAGACTATTAAGAGGTAGATACGGTGGAGTAATTGGGTTTGGATTAA 

TTTAATGTTTTTCGATGTGATTATTTGACGGTTATCTGATTTATAAAATT 

GGAAAACATGTGGTGAAAGCAATATGTTTAATAACGCGATTTTCGTGTTG 

AGGAATTGTGCCTTTTTGGGTTTGTG 

>Scqucnce 1084 

GGTACACATTTTTCTGAAATGTCCCCCGTGATTAAGTTGTGAACAAATGA 

ACATGCCACATGTCAACAAACTGAACAAACATGGATTGTTAGTGACTTAG 

AGGTGGAGGGAGGGCTAGAGAGAGGCTAGCTGTGTTGGTCTGCCAATCTC 

CTGTGTCCCACACTGGCTACAAAAATACAACCACTGGGTAGGTAGGGCTC 

ATCTAGAACCAAAATTAGGAATAAGGATTGAGAAGAAAACTCAGCAAGGG 

TGATGAATGAGTTTCAGCTCATTGCTGGAGTTAGCTGAAGAATGAATAGG 

ACACAGTGGATGAAGGAACAAGCTATTCCGGGGACCnTTGAAGCCCTCG 

GACCTCACATCCCTAATAGCTAAAGAAGGATAAAATGGATGTAAGCCAGT 

GCTAATCGTTCCCGCGT 

> Sequence 1085 

GGTACCACXTTAACAAATTGGAGGAAATGAAAAGACGAATCAACAACATTT 

TGGAGAAAAAATTTATTCTACTTCTAGAATTTCATTACX^.CAAGTC 

AGTTXnTGGTTTGGTAGATGAAGTGAAATCAAAATTGGATATTTGGAACA 

TTAAATATGGGAGCAGAGAATCTGTGGAATTATTGCTGGAAGACTGGCAT 

AAATTTATTGAAG AAAAAG AATTCCTAGCTCG ACTTG ATACTTC1 1 II CA 

AAAATGTGGAGAAATTTATAAGAATTTGGCTGGAGAATGTCAGAATATTA 

ATAAACAGTATATGATGGTGAAATCTGATGTTTGTATGTATAGAAAAAAT 

ATATATAATGTGAAGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTAC 

TTATGTGGAAAACCTTCGCTTACTAAGGGCTTGCTTTGAGGAGAACAAGA 
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AAGAAGAAATTTAAGAGGTACCTGGCCGGGCGGGCGATCTAAAGGG 
>Sequence 1086 

ACTTTNTTTT1 11111111 nTTTTTI 1 r GAGACAGGGTCTCGCTCTATC 

ACCTAAACTGGAGTGCACTGGTGCAATCTCGGCTCACTGCAACCTTCACA 

CCCCAGGCTCAAGTGTCAATCCTCCCGCCTGAGTAGCTGGAACCACACGT 

GCGCACCACTAAACCCAGCTGTTTAATACACCA TTTTT AACCCAAAACAT 

TAAGAAAAATATAGGAACAGTAAGTAGATTACATTTTGTAAACAGACAAG 

CTTACAAGTTTTCTCAAATATGAAAGTCATACTAAACTGGGAGACTGTTA 

ACTTCTTGATGGGGTTAATCTCTAATATGAAGCCACAGTCA TAGCTAA CT 

ACAAATTACATATACAATGCCAAAAATATTCAAAAATAACATTTTTTGCA 

CCTTAATGATTACAAATGCTAACCAGCATAAAGACACTGGAAAGTTTCAG 

AATCTCCTCATCACATACTTTCAAATATCTTCCCTTTACTTCCATGAAAT 

TGAACGCGGGATTCTATGTAAGTGATGACTTGTCAAG GTTC CAGGTGTAT 

CTTAACTTAAACTAAAGAATGCCCTAACTTAGATGGGTTTTGAGCCTATA 

CAATTGGTATTGGTTGACCCTTAACCTTTACCTCTCTTAACATGGAGGAC 

GAAGAAAGCTGACCTTGGGCGCAACCACCTAAGGGCGAAATTCAACACAC 

TGGGGGGCGGTATTATTGATACCACCTGGGACCAACTTGGGGAACATGGA 

>Sequence 1087 

A CCCAGAAGGGCAGACTTC AACCCAGAAACAACTGTGAATTGTGATGGAG 

AGATGGGCTCTAGTATCTGAACAACGAAATTATACTTATAGACTACTTTC 

TTTTCACAGAACAAATGAGCTTTCTTGGCTTTTAACAAAATTATCATTGA 

AAACTACAAAATTAAGATCACCCATAATCCC 

>Sequence 1088 

ACATCCTTtTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCAA 

CAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCAT 

TGCTGGAGTGATCTATCAGGCACCAGACTTGGGATCAGTTAT AAAC TCTA 

GAGTGGTAAGTGTCTTCACATTCTTTAAGCACTAAAGAAAACTTTTAATT 

AGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAG 

TTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGA 

GCCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATTA TATA GTAATT 

TAGGTTCTGAAAAATAGGTTCTGTCTTTGCATATGGAATATTTTGTGAGT 

ATTTACTTTGGAAAGTTTGGTCGACCTTATGATAAATTAAG AGTTA TTTT 

TCTTTTTACAACCTACTGGCTTGGAAGGGAATTCAGTCAGCTTTTTGATG 

AACGTTTGTAATACTGACGATATGATTCCTTCCAAAGGGGATTTGGTGGC 

ACTTTCAAAAAACATTGAAGAGCAACKjGTAAGTTATAACATTCCTTACCC 

TTCTATAAACAACTTTTTTGAATCTTTTGAAGAAGATAAACCGTGATCTC 

GTATAGTATAAAGGGGAGTGGGAATGATGTCTATAATGGGGGTCACTCTT 

CTCAACGGTGAAAATGGATGAGGATCAACATGATAGATATCTGTCCCTGA 

TGATGGTGGATACGATAGATGACGATGGTGGATGCTGGCCGGCG 

>Sequence 1089 

ACATATCCCTATCTACTATGTAAAGACAAAAAGGCAAATGAAATGATGTA 

ATACAATGAACTCCTCAGAAAATAACTCTGTAAAATCTCAGACTGCCTGT 

TTATCATATGCTAGAGTAAACTTACATTCCTTTCTTGTTAGAGAAAAATG 

ATGGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGCC 

AACTACAAGAGAAATACAGTTGGCCCTTGAACAACACAGATTTGAACTAC 

ATGAGTCCGTGTACC 

>Sequence 1090 

ACCGTGCAGAAG AAGCTACCAAACAGCAAATATGG AAATAGTCAG 1 1 ill 
Hi 1111 1 A AAGCCHXIAGTAG AAGAGTGCAGAGTTACACroTCCrrGTTTG 
GGGTGCCCCCCTCCCCCTTTCGACXrrAAGTGCT 

CTCAGTTCCTGCCACTGTCATTTATATGCTTCCACAATGACATACCAATT 
TCTGTTTTTTCATACCCATCACATAAGTGTTGGAGCT ATGTAT ACGATCT 
TAGTGGCTTATAGriiiiiiirrrATAAATTAGAACACrrriiGTTACAT 
ATTAAAAAAT 

>Sequencc 1091 

GGTACCTTTGCAGTTTTCTAAGGGCTCTTAGTGCTTTTAACTAGAAAGG^ 
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GTTTTTCGTTTGTTTGTTTGTTTTAAAAGGGTCCTTAGTGCCTCTTACTC 
CCTTCCTGTAAAATCCTGTGTAAAATGACAAAAGTGCACAATTGATCATT 
GTAAGTTCTAGT 
>Sequencc 1092 

ACGCGGGATCTAAAGTTGGGGTGGGAAGGAAGGAGAAAAGGGGATTGATT 

TTAGTGGAAGAACAAGAATGTTCTGAAATTGATTGTGATGGCTGTATAAT 

CCTGTGAATATACTAAAACATTGAGTTGTGCACTTTACATGAGTGAATTG 

TGTGGTATGTGAATTTATATCTCAATAAAGCTATTTTTAAAACGAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAGTCCC 

>Sequencc 1093 

GGTACCAGGTCACCTGTATCTTGATCACCAGAGAGCACACCAGCCTGGAC 

AGCAGCACCATACGCTACAGCTTCATCTGGGTTTATGCCACGGGATGGTT 

CCTTGCCATTGAAGAACTCTTTAACCAGTTGCTGAATCTTTGGAATTCGA 

GTCGAGCCACCAACAAGAACAATTTCATCAACCCGCGTACATGCTAAGAC 

TTCACCAGTCAAAGCGAACTACTATACTCAATTGATCCAATAACTTGACC 

AACGGAACAAGTTACCCTAGGGATAACAGCGCAATCCTATTCTAGAGTCC 

C 

>Sequence 1094 

ACATGCCAAAGACTTCGCCATAACTTTTCAAGTTAATTACACCTGCTACT 

GTTTCACTTAGTGGCACTTTGC1TAACCXGTTATACACAGAAGGGGTO 

GAAG^CAAAACACTGTTAACTTCATTATACCTTTGACAAAGTAATATTAT 

GTGACATGATGTGTTTTCCCCAAAATATTAGAGCTGCAGATTTAGCTGAT 

TCAATTTATGGGACAATTTGTTATGTGATCTAACAATTTGGCATATAATC 

TAGAAAGCAGCTTTATGATCAAAAATTGATTTTATATATATACATATAAA 

TC 

>Sequence 1095 

GGTAC TTTTTn 11111 mm 1 1 1 r TTTTTTTTTACTTCAAAATAACA 

TTTTTATTATATAAAAATGTAAAAATCCAGCAAAACCAGA AATACG AATA 

TATTTTTCTGGGCTTTC AC ATTTGTTG ATTTTTATTCGCG ATC I I I l l CA 

ATACAATTTACACCCTCATCCCCATTTCCAGTCTGATTATACAAGTGCTA 

AGTGGCAGAAAGGTCTGGAATAAATACATCAAAAAGAAGAGGCAAAGCTG 

TGAAACTAAGTTGCATGCAACAGGTTCTATGAGGGTGGGGGAAGTGTCTG 

AGAAG 

>Sequence 1096 

ACAATCTGATACAAAATCTGAAAGAAAGAACAGTCTTGTAATCTTTACAT 

ACTTGTAAAAGCATTTCTCAAATTTCAGCTTACIT TCAAA ATAAAGTTCT 

TACTGTCTAATATGCTCTCTTTAAATTTATTAAGTATTTTAAAAATACCC 

TGGCTCTTTATCTAGTTTCAATCTAAGTATAGAAAAGCATTCTCTGTAAG 

GCTGTCTTAAAAAAAAGAAAAAAAAAAAAAAAAAAGTACC 

>Sequence 1097 

ACATCTGCAGACATACTGAGTGTCACCGTTGAAGAGAGTGGAGTGGCTTT 

TGTAAAGAAGTTCAGGTACATGTCCAGGGG CCCAGCCT CTGGGCCCAGTA 

ACTCAGCTACTCTTTGTGGCrTTCTTCATGGCTTTTT^ 

CGCCCATCTTTATCACCAGAATGAGGAACTCCTGGAAGTTA ACTGCA CCA 

TCAGTGTTGATATCCAACTCTTTGAACCAGACGTCTGCACCCTTTTTCCT 

GATATACTGAGGACACTCGGTCTCTAGCAATTTCTTCAGGTCATCCC 

>Sequence 1098 

ACTACCATTCCATACAATGGAATATTACCCGATGAAAAAATAAAGTTGAA 
CACATGCTACAACATGGATGAACTTTGCTTATAAGAACATTGAAAAGAAA 
ATGCCAAAAiGAAAAATGAGTTITAGC^^ 

CTGCTCAAGATATCCTGTTAAAAAAAAAAAAAAAAAAAAACTCCTTCCCA 
TATCTAAGGTGAAAATAAAAAACATTTTTAAAAGTTTAATATAAAGAATG 
AAATAATTTCAGGTCAAGTTTATTATACAGAAATTATATTAATGGGTGGG 
>Sequence 1099 

ACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCCGGGATGAAGGCCGTGTT 
GGGGCTAAACCACACTCTGGAATTCTGTCAGCAAATTCCTCGCTGTGTGA 
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ACTTGAGCAAGCCATTCACCTTTCTTAAGCCATTTTCTTGATATTTCACA 

GAGCCTCACCAAGTATTCAACGAGAACATGTAAGTGAAATGCTTCACAAA 

ATGCCTGGTAAATAATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGC 

AGTCTCTGCCCTTTAATGTACC 
>Sequence 1100 

ATAATTAAAATAAATATGATATAAAAATAAAATGTAAAAAAAAAAAAATT 

TTATAAATAAAAATCCAAAACATTCAACTTCATTACTTCATTTTCATAAA 

TTTTTTTCTTAGTAAATCATTTATTTATAGTAATTAACGAACCCCATNTA 

GAAGNGGCCGAATTTGGGGGCCCCCTTCTNAAAATAGCCATNGCCTTNCG 

AACCGGGCCCGCCAAGTGTGAATGGAATCTGCANAATCGCCCTTCGAGCG 

GCCGCCCGGCAGTACTGCAGCACATTACCGCGACTGAGGGTATAACCGTC 

AAAACCACGGGCCCG 

>Sequence 1 101 

GGTACTTGTTGGCTAGGAGCTGAGCTTATCACAACAAACAACAGCATTAC 

AGGAATTGTCTTATATGTGGTCAGTTGTAAAGCTGATAAAAATTATTCTG 

TAAATCTTGAAAACCTAAAAAATTTACGCAAGAAAAGACATCACTTGTCT 

ACTGTAACATCCAAAGGCTTTGCCCAGTATGAGCTCTTTAAGTCCTCTGC 

CTTGGATGATACAATCACAGCATCACAAACTGCGATCGCTTTGGATATTT 

GGTGG AGTCGTGTG G ATG AG A1TCXTCAAATCCCTCCACTCTCTTC A ACT 

GCAACTCTGAATATTAAAGTGGAATCAGGAGAGCCCAGAGGTCCTTTGAA 

TCATCTCTACAGAGAACTGAAATTTCTTCTTGTTTTGGCTGATGGTTTGA 

GGACTGGTGTCACTGAATGGCTCGAGCCCCTGGAAGCAAAATCTTGCTGT 

TGAACTTGTTCAGGAATTTCTGAATGACTTAAATAAGCTGGATGGATTTG 

GTGATTCTACAAAAAAAGACACTGAGGTTGAGACCTTGAAGCATGACACT 

GCTTGCAATCCATCGTTCCGTCAAGCGTCTTTTCAAAGTTCGGGGTGATC 

TTGATATTGCTGAACAACTGTGGTGCAAAATGAGCAGTAGTGTGAATTCA 

TACCAAGACTTGGTGAAGTGGTTCACATTGATCATTCAAATCTACAACGT 

GGGGAATTCAAGCCTGGCTTCATAGGGGAAGTACAATTAACTAGTAAGCT 

CATTCTTAAGCTATTT 

>Sequence 1 102 

GGTACGCGGGATrCCCCCATGTTTTCTTCTAGAAG TTTTA CAGTTTTACG 

ATCTACATTTTTGGTCTATGACCCATITTGGTTAAATTTTGTGTAAGGTA 

TGTTATACATGTGGAAGTTCATTTTTTTGCATGTAAATATCCAATTGTTT 

CAACACCATTGGTTGAAAAGACGGTATGTTCTCCTTTGAATGCTTCTGCG 

CCTCAATTAAAATCAGTTTACTCTATCrGCATAAGTCTACTTCTGGGCTG 

TCTACTCTCTTTCATTGATCTGTATGTCTGTCCATTNTCCAATACCACTG 

TCTITATTACTGTAGTTTCATAGTAAACCTTGAAATCATAATTCTATAGT 

AAGTCTAAAAAAATCACACAGGTTGGAAATGCACAATTAGTATGCTAAAT 

CAGAGCAATCTTGITGTTTCAAATGGTTTATGGGAGAAATATTAGCCAGT 

GGCTTAACATGCTCATTGATGATAACCTGAGCTTATGTGAAAATATTGTT 

TTTAAGCITTGCCGCTATITCAAAACCACTGGCTGGGCTrGGTTTGCCAA 

AATATGACGACCATTTAGGAAATGGCATTCATGAATGTCCTTC ATCTG AA 

TATTTGGAAATTGGCCAACTTGCGGTCTAACTTGGAAT TAAG TGTTTTAA 

TGGAAGAGCAGTAAGCCGGTAT TGTGA AAAAAACGCATTTTATTTGGCTA 

TGTGATTTAAAAATGATCTrAGATTTrTCCATTAAATGATATATGGCTAT 

GAAAATAATTTGATT 

>Scquence 1103 

GGTACTTTGTTAGCGTCTGCGTGTGTATGGAAAGTTGACAAAAAATGGCA 

TGAAAAG ATCATG ATTGG A' l ' 1 ' 1 ' 1 CTTTI A AACCTGCCCT TCTGTAAA AAA 

TAGTTTATATATTTTTAAATTAGTAGGTATGTCTGGCIT^ 

AACATTCCCAGCAAATITITGCTGCTAAGACTATCACTGTTAAAGTGAAA 

ATTACAGGGAAAAATGTGATGAATATACCGTAACTCAAAATG TGATA TTT 

TCirAAAATCACTCTTTTATGCTTTAGGAACrGGTTGGT^ 

TTATTAGTGTAAAGAGCCTGAGTATACGTGGATTTCATTGTAAAATTTAA 

CTCCTTGTCTTTTACTTGGGGCACGGGGCCCCTGGAG 

TCCCCACTATGTTAACAGGTAATTCTGATITATGCCTTTAGTTTGACTTA 
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TTTTTACCAAAATATTAGAAGTTATGCTTTAAAATGTTAAATGTGGACTG 

AAATTTTCATCTTTTGTTTGAGAATCTATGAAGGGTATTATATACGTGGC 

CTAAAGGCAGGTGTGGATTTTGTTATTCTGAAATTGGTTTGCATCTGGAC 

AAATACTAAATATCCCGTGGCC C I ' 1 ' II ' 1 1 1 1 1 T ATTTTTAAACCCGGGTA 

TCCTTCCATCCTTTGGCCATTCCTAGTAGGCAAAAAATTTGTAAGCCCAC 

TTCATTTTCCAATTACAGACTGAAAAATTTGGCCCGTTTTTAAGAAGTTT 

TAATTTT 

>Sequcnce 1104 

CACTATAGGGGCTCGAGCGGCCGACCGGGCAGGTACTTGCAATGGTTTGA 

CATTAAGAGAGAGACTATACATTCACAGAGGTTGGGAGCTTCTGTCTAGC 

CTGTTGTCCAAAACTGCITATAAAATTTAGCAACTA ATTA TCACTTTTGA 

CAACTATTTTAATTCTAGAAAATAGGTTTATAAAGATTTTCTTAAAGTGT 

TATCTATCCTTCCAATGACTTATTATAAATTTTAGAATGTATTTCTATAG 

GGTGGAAAAATCTCCTTTAGTCAGAATTGAACAGTTTTCATGAAGAACAT 

GTTACACCATGTAGAAACATGGGTACC 

>Sequence 1105 

GGNAC1"ll'IM"l4"ri"rrrilTAJl'l"rrrrri"l"ITTATGGCAATATTTATAT 

TTATTTTTGCAATTCCnTGGATAAAAACCATTTGAA CAATG TTT GGTA AG 

GTGTTATTCTCATA A AAJiCT!OTTGAAAAlX5AAGGl!I!I!l!lX;j'A:i."j:!:i.CC 

ACAAAAGTTAAAATTACATGCTGAAACAAAGTTAATGACTTAGGTAACAC 

AATACAATGTCAGAAAACTGGTATAGTAAGACCAGCTAATGAACTACGTT 

TTTTAACTAAACAATTACACAGAACTAGAAAACTTGACTTAGTAGTAAAA 

TATATAAATCTACAATTTTAAATATAAATTTGGTCCATGGAGACACTAGG 

GCAGTATTTACAAATAGTAACAAGATTATTTCTAACTTTAGG GGGA ATAA 

CTGCACTTGTAAAAATGGATGAAATATTATATGGAGAGAGTGTTTTATTT 

TACCGGCCTTCTGTTTTTAAAAGTTATATTTTTTATGCAAAACCTGATAT 

ATTGGCTACAAATACAGCTTATAAAATTATTACCACTACATAACCAAACA 

TTTTTCTGGTGTTTGGGAAATTCCTTAACCTTCTCATATAATGTGAAATT 

TGTTTTGTTTAAATTACATTACAGCGAAAAAAAATACCCTCACATTCCCA 

TATTTTTAGACGATACTTGTAAATATTATAATCCTGTTTTAATTTCACCA 

CATCATTTAGTTATATTTCACAGTTTTTTGCAAAGAGGGCACAACATTGG 

TCATGATATTAATACTTGCGGCGCGAATCCTATGATTAGAGAGGTTACTT 

GTCAGTGATGTAAAATAACT 

>Sequencc 1 106 

CCCTTAGCGTGGTCGTTTGTTGAGGTACAAACCTGCATGGTGTTTATGCA 

CACAGAGATTTGAGAACCATTGTTCTGAATGCTGCTTCCAT TTGACA AAG 

TGCGTG ATAATTTTTG AAAAG AG AAGC AAAC AATGGCG1TI C I ' 1"! ' 1 ATGT 

TCAGCTTATAATGAAATCTGTTTGTTGACTTATTAGGACTTTGAATTATT 

TCTTTATTAACCCTCTGAGTTTTTGGATGTATTATTATTAAAGAAAAATG 

CAATCACGATTTTAAACATGTAAAATCAAATTTTGGATAACTTTAGATGA 

CTTCAGTGAAATTTTCACGTAGTCTGAGTAATAGAATGTTTTGCCACTTA 

GAATAGCATTTGGCACTTAGTAATTTAAAAAATAATTGGCGGAGAATTTA 

ATGGCAGTTTTGGTCACTTGTTATCTAATGACAAATTATAAAGCCTTAAA 

AGGGGTTGGACCACATTTATTTTGAACATAGGTTTG CACACA TTTAAGAG 

ATACATGTAGCCAAAATGACnTTATACCACCGATGGTTTTTTGGAATTTG 

TAAAAATAATACATTTATATGTGTAAATTGATTTAGAAATACGCCACATG 

TTTTGTTTCGCGCTTCACACGACTCGCTTCAAAACGACGGGTCCTGGCCG 

GGCCGGCCGCTTTAAAGGGGTAAATACTATGCACATGGGGAGACGGTTCT 

TGGAGATCCCGGTCTTTGCGTCATACTXXifilGCACAAGTAGGGCGATACG 

GGATTCATAGGGCAAAATGATACTCGTCTCCACGCTCCCCACCCTTA(XT 

CCTGT 

>Sequence 1107 

CCCTTTCGAGCGGTCGTCCGGGCATGTCTGTGAGATGTTACCACTAGTAT 
TTGGAAAAAGAATAAAAATGTGGCCGGGCGTGGTGACACATGCCTGTAAT 
CTAGCCACITGGGAGGCCAAGGCAGGAGAATCGCTTGAACCTGGGAGGCG 
GAGGTTGCAGTGAGCCAAGATTGCAGCATTGCACTCCAGCCTGGGCAACA 
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GAGTGAACTCTGTTCAGGGTTAAAAAAAAAAAA AAAA AAAAAAGTACTTT 

TlTl n i l 1 1 I I I 1 1 1 1 1 1 ' 1 GGTCATTAGTTATTA ATTTTAC AC AGTTAA 

CACTGAAAAATGAATGATATTTAATCATTGTCACTTACTGAGAAGCAAGA 

ACAATGAGTGAGCCCAAAGGAGTCTACTACCATACCTATTAAGTGTAGGG 

AAGGGTTTAAGTATTTTTTACATACTTTTCTTCTGTCATTGGAAAAACAC 

CCCCCCATCTGAAATGGACAGAAGAAAATTTTCCCAGGTGTTTTACTCTC 

ATCAGAACAGCTTGGGGGCAGTGACCTTCACACTGTTAGCTTGCCCCCAT 

ACTGCTTGAAGGGCACCAGTTAAGAGCTGGTAAAGGGAGTCTCT TTAAAA 

ATACA ATTGTGGG AG ATCCC ACTTCCA A A AGGTATGG ACC A ATGC 1 ITTI 

TCCAACAGCAATGAATGGTGGGGCTGAAAACCAAACTTTACAGGCCCTGG 

CTTAGGCCTGGGGAGGGGAGAACCAGAGCATGATTATTGGGAG1TTGGAA 

AGAAATTTTGCCTAAACCCGGGCGAAATGA 

>Sequence 1108 

CCCTTTCGAGCGGTTCGTTTGGCATGTATAATGAAATGTCTTTTAAAAAA 

AGTTTGTTGTAATTGTGTATGTAATTCTGACAGTAATTCAAAACACAAAA 

TCACACATTTTCCCTAACTTCCCATGTTCTGGATCTGGGGACTGC AATAT 

TAC AG A A ATATGC A A AA ATA AGTTTAGTGCTC AG AG ATAA ATA A I ITTTC 

TTATTTCAATGCATCAATGCGCAAAAATTTCAATTC AAAA AAGCCAACCA 

CTGCTATATGCAAATAAATAAAACATTTGACAACACTTTTATAATCAAAC 

CCAACATTATACAAAAAATGTGTGGCACGTGCACATACATGTGCATATGT 

GTATGCAATGCCTATTTTAGAAAAAAGGTGTCTTGATGAAAATGATTTTG 

AAAATAGTCACTGACACACATTATATACAAAACCTTTTATATAAAAAATT 

AAACTATTTTCAATGAAATTCCATGTTCACACTCTATTCTGAGAATTGCA 

AACTGAATCATAAATAGGTCTACTAACGAAATCATGGTTAAGGCAGTATT 

TTTTACAAGGGTTTTCTTTTATATCACATATGTCACTAAATACTACTGCA 

GTCAAATATACAGATGCAATCTGACATGC CTTAT CGTTATTACCTGAACT 

TTTTTCACTGTATAAAGGGAGAAATACATTTITTACAAAAAAATTTTATT 

TATAAAAATACTGGTATCATTTTCCAAAAAAGCATTACTTAAACATTAAA 

GGTTAAACGTCATCTTATGATGTAAAACG 

>Sequence 1109 

GGTACATTTTGGGCCTTTAATCCCATCTAAACAATTTGCTGTTAACGAAA 
CTCAAAAACAGAAATACCTATATTTTCTCGCTAAATCCAATTGTTACCTA 
TGATGAGTAAAGACACTAGATCTGCAGGTCCTAGTACAATCTATACATAA 
AAGGCCTTCAGATTTGAGGCACAAAAAAAAAAGGGCAAAAAAAGAAAAAA 
AAGAAAAAAAAACCTTCTACACATTTCCTTCTTTTATCTGCAATATGAGA 
AGGAATCCTTTCTAACTCTAATAACATATTAACAAGAATTAAGAACACGA 
TTGTCGGGGAACTCAGATGTTGGCAAAGCTTANAAATAAAAAAACAAGGG 
CTGGGTGCAGTGGCTCAGGCCTATAATCCCAACACTTTGTGAGGCCGAGG 
CAGGAGGATTGCTTAAGCCCAGGAGTTTGGGATCAGACTGGACAACAAAG 
TGAGACCCCTATCCCTATCTCTCCAAAAATTTTTAAAAATAGCTGGGCAC 
AGTGGTGTGTGCCTGTAGCCCCAGCTACTTAGGAGGCTAAAATGGGAGGA 
TCCCTTGAGTCCAAGAATTTGAGAATGGCGTGAGCTATGATCAAACTTCA 
ATTCAGCCCGGGGTGAACGAAGCCAGGGGTTTTTAAAAAAAAAAAAAAGG 
GAAAAANNAAAAAAGGGGGAGGTTCCCCTTGGGCCCCCGG GGGCCCGG GG 
GCCCGGGGTTTTTTCGG AAAAGAGGGGGGGCCGCGG AAAAATTTTTTTCC 
TCCCCACAGGCGCCC 
,/ - >Sequence 1110 

GGTACTGGGATTACAGGCGTGAGCCACCGCACCCAGCCAAAACTGAATGC 

TTITAAGAGCACCCAAGTCAACTCinnACTCKrrT^ 

ATTCCACCAGATACCCTAAATCATCTCTCTCAAGTTCGAAGTTCCACAGA 

TCTCTAGAGCAGGGGCAGAATGCTCCCAGTCTCTTTGCTAAAGCATAGCA 

AAAATCACCTTTGCTGCTCCAGTTCCCAATAAGTTCCTCATCTC TGTTG G 

AGACCACCTCAACCTGGACTTCATTGTCCATATCAAGATCGGCATT TTGG 

TCAAAGCCATTCAGCAAGTCTCTAGGAAGTTGCAAACITrcCCACATTTT 

CCTGTCnTCTTCTGCACCCTCCAAACTATTTCAACCTCTCCCTGTTACCT 

AGTTCCAAAGTTACTCCCACATTNTCAGGTATGTTTACAGCAGCAACCCG 
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CTCTACCGGT 
>Sequence 1111 

GGTACTTTTTTATGTTTTAATTTTTTGTAGAGAA^ 

GCCCAGGCTGGTCTTGAACTCCTGGACTCAGGTGAAGTGATCTGGCCACC 
TCAGCCTCCCAAAGTGCTAGAATTACAGGCGTCAGCCACCACTCCCAGCC 

tgtagcctatttttataaatgaagttt™ 
tcatttacatacgtctatggcttcgtatgcaatatagcaacagaatatat 

TAAACATTTACTACCTGGCCCTTTGCAGAAAATGTTTGACAGCTCCTGCT 

GTATAAACATAAAATCTGCCAAAAAATGCTGATATTACCCCACATGGAGA 

AACACTGAACCCCTCTTCAGAAATCAGATGCCAATTT AAATA TTACTATC 

AGAGAAATACACTCTGA 1 11 1 1 1 I I 1 CCTATTCCCTTTCTTTTATTTTCT 

TTTTTGAGACAAGGTCTTGCTCCGTTGCCCAAGCTGGAATATGATGGTGC 

CATCATAGCTCACTATAACCTCCGAATCCTGGGCTCAAGTGATCCTCTTG 

CCTCAACCTNCTGAGTAGCTTGGACTATGGGCGTGTGCCGCCGACCCTGG 

CTAATTTTTGGGATTTTTAAAAAAAAAAACGGGGGGT TTTCC CCACCGTT 

TTGGGTCCAAAAACTTGTGGTCCTTTGGAAAAACCTTCTTTTGTGAAACC 

CCTTTCCGGTGGGAAATACCCTTGGGGGGCCCCCCAAACCCCC 1 111 1 1 I 

>Se quence 1112 

CCGCCGCTCGAAAGCCCTATACTTXGCG 

TTNNWJNNNCThWNGGGNAAGTGGGGGGAATGAGGAGTGGGGGGGAGTGC 

TACGCGCATGTGTGTTCTCAATTCCCCTTACGGCCCCGGCAGACCTTGGC 

TTGACTGTGGTCTANAGCACAAGAATATGCTAGGCTGCAC TCTGCT AATC 

AGATGTGTGAATGGTCCTGTGGNGTGTATTGAATGGGAAGCTTTTGCCCG 

GNGAACCAAAGCTCTCATGGATGATGTGGTGAAAGCCACTTCTAGGGGCT 

GATCACCATCATAGGTGGTGGAGACACTGCCA 

>Sequence 1113 

GGTACTTTTTTCTTTTTTTCTTTTTT1 1 1 1 1 TTGAGACAGAGTCTCTCTC 

TGTCACTCAGGCTGGAGTGCAGTGGCATGATCTCAGCTCACTGCAACCTC 

CACCTCCTGGGTTCAAGCAATTCTCCTGCCTCA GCCT CC TGAGTA GCTGG 

G ATTAC AGGCAGGC ACC ACCAC ACCCGGCT A ATTTTGTA im lAGTAGA 

AACGGGGTTTCTCCATGTTGGTCAGTCTGGTTTCGAACTCCCAGCGTCAG 

GTCATCTGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGC 

CACCGCGCCCAGCCACTTCTGTATTTTTAAAAAAGTGGTAAGATTTGAGT 

ATTATACTGGGATAGAACTGAAGTTGGGGG CTTA ATTTGATCTATCAGCT 

TATTGAAAACAAGGACCTTTTAAGAAATGGTTTTGTTACKjTTGGAAAAGT 

GAGTTTTAATTCGTCATTTAATTAGCCAGGATGTTGA l l i i I i i iGGTGA 

AATGTACCTGCCCCGGCGGCCGGTCGAAAGGG 

>Sequence 1 1 14 

GGTACCACATTGACCCAAGGACCTCTAGCTGTGTTTGGTGAGGCAGGTCT 

TTGTCAATTTAAGTAATCCTGTCAGATGGTGTACCAATCTTGTAACTCAC 

GACAAAGCACTGTTGCTGAGATACTGTGATTTATTTTCCTTAATGGGCAG 

TTTTTTTATATATATACGTTCCATTTTCAGACAGGTGGTGC1TTGAGTTG 

AATTTGCAAGTTCAGTGAAACATGGATCTCITTTT^ 

TCTTCTCCTAAGGTGCTTAATTTCCATGCTTGACATCGT 

>Scquence 1115 

TGTACAGAAGGGTTTCACCATGTTCACCACACTGGTCTCAAACTCCTGGT 
CTCAAGTGATCCATCTGCCTCAGCCTCCCAAAGCACTAGGATTACAGACT 
TGAGCCACCGCACXCTGTCX^CATCACTTTATATTTTCAAGAAGGTGGTGA 
GGGTGTGTTGGTGCCTGNGGTCXCXA GCTGAAG AAAAGGGAAA 1 1 1 1 i CT 
ATCTCTGGTAATGTCTTTA 

> Sequence 1 1 1 6 

TGTACCATCCCATGGACACAAGTTTCCAGGCAGCAGCCTCCAAGAATTTT 

GTTAGAGATGTCCCATCACTTATGGCCCTACACTGTTTACATCTGGACTC 

TGGATTGCAAGTGTAAGGAAGAAAGTGAAAATGAAAGAGAAAGTGGAACA 

AATATTGGCAACAGAGCCCCCAGAGGACAGTTGTCCCTTTTCCAACAAGT 

TAAGTGGAAAATGCTGTTGCCATGGGAGT 
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>Scquencc 1117 

AAAAAAACAAATATTTTTTAAAGCGTGAAAAAAAAAAAAAGAAGGGGGGG 

GAAATCTAAACTTGGGAAAAAAGGGGGCCTTAAAAAAAAAAAAAAAAAAA 

TTTTAAAAACAAAAAAAAAAAGAGCGC CTTTTTA AAAAAAAAAAAAAAAA 

GCCCCCCGGGGGCGCGCCAAAAAACCCCTTTTTTAAAAAGGGTTTAAAAA 

AACACCCCCCTCCCCAAATTTAAAAAGGGGGCCCGGGAAAAAAAAAAGGA 

AAAGGGGGTGGCAAAAAAAAAAATCCCCCCCCCCAATTAAAAAACACAAA 

TTGGGGGGAAAAAAAAAAAACGGGGTTAAAAAAAAAAAGGGGGAAANTTC 

CAAAAGTAAAGAGGGGAAAAAAAAGGGTGTTTTTGGGGGAAAAAAAAAAA 

AAGAGGCCCCCCAAAAAATTTGTAAAAACAAAAAGGGCAACTTCAAGGGG 

GTGAAAAAAAAAAAAAAAAAATTCCCCCCCCAAAAAAAAAAAAAAAAAAG 

GGGGGGG A A A 1111 1 1 1C 1 1 ATTTGGAAGAAAGA AAAA A AAAAAGGGGGG 

GGGCCCCCCGGGAGTTTTTTTAAAAAAAAAAAAAAATTGGGGGGGGGGGG 

GGG T T TT TI Mill n CCCCCCCCCCCCCCCCCCAACAATAAAAAGAGAG 

>Sequence 1118 

TGTAcrrr r rn 1 1 titiiiiii itttttttaaagaaaaagttggcccag 

CCCCAGGGAATAAATTTTGACTGCTCTAA ACAA CCACAGACCAAGGGCCA 

AATCTGGCCCTCTGACTGTATAAATTAAGTTTTACTGGAATAAAACCAGG 

TrrATTnATTTATCCATTGTC TACATACGCTTTTAGGCTACGATGGCACC 

ACTGTGTCACTACAAAAGAGGTTATCTAGACAAAAAGCCTAAAATATTAC 

CGTTTGCCTCTTTATGGAAAAAGTTTGCCATTCCCTAGTCTAAGGTTTAG 

ATTCTGAGCTTATCATGTTATCCTACCCCCCCCCGCGT 

>Sequence 1119 

ACAATATGGAAAGGTAAGATCCATACCCAAAGTTAGGTAACTGTTTGAGT 

TGTCCCATGTAAATAGTTTAAACACTTGTAGAAGTATTAGAAGAGATCCT 

TAGGGAATGATGCAAGTGGCATTTGAGCTATTCATTTAGAGAANAGTTTA 

GAAACATGCAGTCTANNAGGAAGAGATAGAGGCAATAGGAAAAAATATAC 

TTAAGATTAACAGCTGTTTATCCCCGACTTGCTTAACTTCNGATGTNGTG 

TCAGAAAAGCAACAGTATGGGCTAGAACAAAGTGGGAATGGCGTTTTAAG 

AAGTAGGAAAAGGGCAAGTCTAAAGAATTTTGAACTTNAGATACTAAACT 

TGTGTTGCTAGTGATTAATCATAAGCTTATTCT TCAT G AAAAGT ATATAT 

TTCTTTCACACTACNCTAAG ACAGTATTATACATTTTGC 1 1 I I I I ATCTG 

AGGGATTGAAAAAACAAAATTATTATTTTTTGCCTTTTTAANTCCTTAGA 

ANTGAAACTAGAACTCTATATTTAGGGAGTTAGCAAAAAAAAAAAAAAAT 

ACCTTGGTCGGCACCAACCTTGGGGAGAATTACTTCCCACTTGGCTGGCG 

GGTCTTTTTTGATGCAACCCTGGGTCCCAAACCATTGGGTGGGAA GCAAA 

GGGGTCGGTTA AACTTGGCTTTCCTTGGGCTGG A A AAA A A AA A A A III I I 

TCCCCGTTTCCCGGCCTTTATTTTTTATTTTTTCCCCCACCAuAAAAAAAT 

TTTTTCCTTTTAAAACCCCCCCCGGGTGGGAAACAGAGGGGGT 

>Sequencc 1 1 20 

GGTACACACATCTTTTTGAGATCCTACCTTCAGTTC TTTTGA GTATATAG 

CCAGAAGTGGTATTACTAAATCTTACGATATTTCT ATTTT TAATTTATTG 

AGGAACCACTGTAGTTTTTCATAGCAGCTGCACCATTTTACGTTCTCACC 

AAGAGTGCACAAGGGTTCCGAGGTTCCCACATCCTCCCCAACACTTGTTA 

TTITCTG C1111111 AGATTGCAGCCATCATAGTGGGTGTGAGGTGACAT 

TTCATTGTGGTTTTGATTTGCATTTCCCTAATGAGGAGTGATGCTGAGCA 

TCTTTTCATATGCnTACTGGTCATTTGTATGTTGTCnTGGAAAAATGTC 

TATTCAAGTCCTTTGACTATTTTAAAAATTGGGTTATTAGAGTTATCGTT 

GGTGGTGACITGTAGGAGTTTCTTTCTATATTCTGGATATTAA 

TTAGATATATGATTTGCAAA^VTCTTCTCTTATTCCTAACKjT^ 

CCTTTTGGTGAATGGGGTCTCTGATGGATAGAAGTT TI^ 

aagctaaattatctggttttacttttgggggctgggcttttgg 

TTCAAGAAATCCTTGCCACAACCACGTAATAAGG TACCTGC CCGGCCGGC 
GCTTCAAAGGCGAATTCAAGACACTTGCGGCCCGTTTTTTTGAATCCAGC 
TCGGTCCAAACATGGCGATATAATGGGATAACATGGTACAGTGTTAAATC 
>Sequence 1121 
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CCCTTAGCGTGGTCGCTTTCG AGGTACTTTN ITTT1 1 1 1 1 tTT TIT 1 1 TA 

TATTTAGTAGAGACGGGGTTTCACCGTGGTAGCCAGGATGGTCTTGATCT 

CCTGACCTCGTGATCCACCCACCTTGGCCTCCCAAAGTGCTGGGATTACA 

GGCGTGAGCCACCGTGCCGGGCTGAAAAATAACCCTTTAGATATCTACAG 

CTTTAAACTGTGTGCAGTCATGAAAAGCAGACATTAGAAGTCATTGGCAT 

TTAATAAATTGCAGTAAAATTATACAGTAAATACATTACAATCATTAATA 

ATAGGCTTTAATGAGAAGAATTTAATAAATAATCATTAAAAAGACAGCAG 

A ATTTTA TTCTGTTCTC A ATATGTTGCTGCTCTTCTTATC A A ATACTATA 

ATAAAACTATATGACTATTATATAGATTTCAGGAGCTAAAAAAAGCCTTA 

TATTTTCAAATTAAAGAACAATATTAATTTTGCAAAATACAATGAGCATT 

ACTGAAGTATAAAGGTAATATTTTGGATTAAAATATATGGTCATTTAGAT 

ACCGGCCTTAAAAGAATAGAAATCTTAATGATTTCTTTCTGGCTACAGTG 

AGCTTAAAAATACCACCCCAAAATTTAATAAATATGTAGCACTTCAAGAA 

ATTTTTTAACAACTTCATAATGTGAAATTGAGCCATTTATTTAGAACTTT 

GAATTTGAAATAACTGCTGGCATTCTTTTGGAAAGGGACCTTTAGGGAGT 

TCCTTATCCGACACGGAT 

>Sequence 1122 

CCCTTCGGTTTTCCGGGCAGGTACGCGGGGGCGGCTCGTTCAAGATGGCG 
GAGCTCGACCAGTTGCCTGACGAGAGCTCTTCAGCAAAAGCCCTTGTCAG 
TTT AAAA G AA GG AA G CTT A TCTA A GA GG TG G AATG AAA A G T A GG 
>Sequence 1123 

ACCTTTTATCCCTCAAAGGACCCTTCTTGGGTTTTGAATGGAAGCCTTTA 

TTCCGGTTAAGATGTTTTCTTCTATTTTGCCACTTCCATCTTTTTTT 

GCCCTCGATCCTATTTTTCCCTGACTCCATGCTTGGTTGGCCCTTATAAA 

ACTTGTGCCCAAAAGATTGTGGATTAGACTTTCCGAGGACTTACCTGTCC 

TAGGGGAGTAGGCAAGCACTTCCACTAGGGAGGGGGTGGGGGAAAGGAAT 

GACACATGACATACATGGCATACACATTAAGCAGTTGATCATATGTCTGA 

CTGGGTTCCAGTTTCTTGGGAATGTTGGTCCCCTTGTTCAGGCTTGCATA 

TTTTAAACTAAAAATTTCAGTCTATTGTTTTTAGTAACTTCATTTATAGT 

CCTCCATAACAAGTTAGAAGGATGTATCTGCTACCATTTATTCCTATAAT 

TTTAAAAAGTTGGGGCTTGACATTATACTCATTTAGTGAGAGTAGATGCA 

AAAAAGTGGAGGGGCAGGAGAACTTTTTCAGACACCTCAGATAAAGTCCG 

GAGCCCAAGCTTTATCTTAACCATGTATGGTACCTCGGCCGCGAACCCCC 

TAAGGG 
>Sequence 1124 

CCCTTTCGATCGGCCGCCCGGGCAGGACGCGGGTAGGGCAACTTGGATGT 

ATGCTTAGGGTTCGCAAAAAGTAAACAAAAATACAAGGGAAAAAAATTAT 

TGACAATGAACTGCITTGGTAGTGATTTGTGATTTTGTTTTTTCTTGATT 

AGTAACCAACAGCACAGCCACCAAGAAA 

>Sequcnce 1125 

GGTACAGAAAAAGACACATTTAGATAAACTGAAGCAGATTAAAGTGACTT 

TATAAGACAACATCTTTGTTTTTATGTTTAATTTCAAGTATGGTTAAGCA 

CTAATTTAATTCAGTGCITTCTGCITATTCTGTrrCTAGTAACTCTTACA 

GAAACAAGTGTAGTCAGTAGCCAACATACATCCATGTCAGCCTATATATG 

ACrTACTAGGAGGGCrTAGTTTTTTAAAAGAGATGAAAAATAAAGAGAAG 

GTCTAGTATTTTCCTCCCACATTCCAACAGATCATTTTATGTGCCCCCTT 

TGGGTGAGCACATTCCATGTTGTAGACCATTGATCATAGTAGTCAGAGCA 

TGGAGCTCTGGAGTTCAGAANAATAATTTTATTATTGCTGGTATGACAAA 

AATAATTACCATG AAAAAAAAAAAAAAAAAAAGT 

>Sequence 1 126 ^m^. 

ACTTTACTGTTCTTTTAAACCTGGAGAAGCCrCTATGGCTTATTCCC^ 

GAAGCAACAAATGAAATGATGTATAAAGCATCAAGTCAAAGATACAGAGA 

ACTGGACACATCCACTAATTGTTATGACAATCAAAGAAGTCATCTCCGTA 

AATACCTAAGGGTTGTCTAAGGCTATAAAGGTCAATTTGAAAG CCAG TTA 

GGGATCCACCGTGTTTCATAAAAGTGTCTTACACTCATGTTTGGCTTTCA 

AGAAGTGATATGCCTACTAAAGCTGTTATTTTGAGACTATCCCGCGTACC 
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>Scquence 1 127 

CCCTTTCGAGCGGCCGTTCGGGCAGGTACTTTNl'iri 1 TT TTT1 1 1 1 1 1 1 

TTTTGGCCTCCAATTCCATTTTAATTTTGTTTCTTTGm 

AAATATACAGTCCATCACCTTGGCTCAGTGCATGTCACCAAAAATTCTCC 

AGGGATTTCATAGTCTCGGTGGTGTGGCTGGCCCAGGACTATCCAT GCAG 

GGAGGCCTGCACCTCTGACAGTCGGCTGCAGCTGGGGGTGCCCATCTTTT 

GTGCTCTGTGGTACTCCTACACACATAAATTCAGGAAATGACTAGATGAG 

CCTGAGTGGCITTATCATTATTGTGCAAATACAGTTTCTATACCCACAAA 

CCCAAATTAAATTATTATAGGGACTAATGGCTGTCAGGTGGG TGTGG GAG 

GAAAAAATTCACAAGCTTGTGTACCAATTACCTTTACCATGAATTTTATG 

TACCCTTGCGCGCTACCACACITAGGGCTATTTTCTGTCACACTGCGGGT 

CCGTATCTTAGGGAATCCCACTTGGGTCCCACATCATGGATGACACCTGG 

TAATTAACTGGTTCCCTCTCATAAATAAAATTCCGTTGTACATTCAACAC 

AAAATTACGTACCGTACTGCAAAATATTATATTCTTCGGCGTGCCACTCA 

GATGATCTTACACACATCTATTTGCTACGCCTTATTGTTTCTTTACAATT 

ATACAACTTATTCGGATAACTTCTCTAAACTAACTTTACACCCCTGCGTT 

AGGGCGCTTATCTATTCTCCATCATTCTCAACCGTTT 

>Sequence 1128 

CCCTTTCTTTTTGCCGCCCGGGCAGGTACTATCGATTGGGTCGGGGGTGA 

TCTATTATCATTGAGTAGGGA-AACTTACTAGGTTAAATAGAGAGTATATA 

GAATGTATTTGGTTATAGATATGTGAAGGAAAAGGCATAATTATATGGTC 

ATCCATGCTGGGGAATATTTTGTAGGTATGTTTTGTTGAGAGAAATCGAT 

CATATTGGATCAATAGAATTAGACAAATATCTTGAGCATCAAGAGACCTG 

GAAACATGGGAATGATAAAGAGAGAAAAACTGCAGTTTCGACGTTCTTGA 

GGCCACAAGAGAGATGGAGGAATGAGGGTCGTGTATAGGAAAGAGAAATA 

AGAAATTGTGTGGGAGAGAAAGATGGTTTATTGTGATGGTCAAAATACCG 

AGCATGGGAGAGCCAATGGACAACATTTGAAAAATGAATCAAATTGATAA 

AGTACCTTCGGGCCGCACCACCCTTAGGGCCAAT 

>Sequence 1 129 

ACAGTGGCGCAATCTTGGCTAGTGTAATTCAGTCTTTTGAATAAATGGAA 
AAAATAAATTGTATGTTATTTTTATACAGAAAAAAAGGCCTTAATATCAT 
AAGGTTTTTTTATAGCCCTCAAAACTGATTTTTAAATGGAGGTAGGCAAC 
TGAGAAAATAAGCATTTAAATTAGTTTTCACCCCAAAGCCCCCCAAAATT 
TTGCTTACAAAATTAGGGTACC 

>Scquence 1 130 

ACTTTNTTTTTTTTTI 1 1 1 F ATTTTTCCTTTTTTA TTATr rrrri'rri'1'1 
TTA TT TTTT TT A TTTTTTTN NNAANNT^ 

AAATTATATACNAGGGGGGATAAAAAAAATAATAAAAGGGGGGGTGGAAA 

AAATAAAAAAAAAAAAGGGGGGCCAATATAGCGGATTGGGGAGAGGGAAA 

AAAAAAAAAAAGGGGGGTTTGAAAAACAAAAAAAGGGGGGCCGGAAAAAA 

AAAAAAGAAGATGGGATTGTAAAAAAAAAAGGGGAAAAAAGAAAATAATT 

GGnTAACACAAAAAAAGAATAAAAAAAACGGTTGGGAGGGTTAGGGGGG 

AAAAAAAGTGAGGGGGGGAAAAAATGGAGAAAATGGGGGGGGGGGAAATA 

TAGGGGGAAAAAGGTGGGGAAAAAAAGGTGGGGGGGGAAAAAAGGCGAAA 

AGATTGTACTAGGAGGAAAAAAAAGTTATTACGGCGAACATATAAACAAA 

AAAAATAGGGGGGGGGAAAATAAAAAAGAGGAAACCGGGGGGGGGCAAAA 

GAGGGGGGACACTCCCAAATATATGGTGGGGGGGGAAAATGGGGGGGAAT 

aaaaaaaaagaaaaaaagtggck:acatgtgagaaaaaaaaaaaaaacata 

caggcggagggaaagaggagttagataaagaggaggtatattaaatgttt 

aaaaaaaaaaaaaj^^aggaaaaaagattggaaagggggaggggagtatg 

AGTAAAAAGAGGAGGGGAGAAAGGGAGATATAAAAAAAGGGTGAGAACCG 
AAAAAAAAAAGGGGGAAAAAAAGAGGGAGAAAGAGGGGAATAAAT 

>Scquence 1131 

ACCCAG AGGG AG AGGCTAGC AGTATTTTTAAATTGGTTTCTAAA ill 1 1 1 

ATAGCTTGATGGTAGATAACACATTTGCTTCATTGAAGTAATCTGAAAAA 

CCAATCCTCAAAAGACCTCTCAATTAGAATTCTTAAATGACAATGTTTTC 
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TTTATCATATATTTGAGAGATTGATTTAAAGAAAAATAATGCTTGACTAT 

CTGAAATAATATTTTAACCCTATCATAAAATCTCTGCCTGGTAGAACAGC 

TGACTGTGGAAGGGTAAAATGCAGAGAACCAGTCATTGGATCTCCCTTCT 

CTACnTTGTTACTGAAATCTTGAACCTGTAGAACATTACTTATCACTGTG 

TTCCTTTCTAATGGGAAAATAATAATAAACACTTGCAGAGTATTNTTTAA 

AAGTTTTTAGCTTTAAAAAAAAAAACCCTGTGCCTTACACAATGTGTATA 

TTGAGTTGATACTGATTATGATAATTAGATGGTATTATACAATCATTCAT 

TCAGCAAACATTCACTTACTGAGCACCTACTAATGTCCAAGTACCTTCGG 

NCGCGACACGCTTAGGG 

>Sequence 1 132 

ACATCACATGGTGAAAGCAGGAGCAAGAGGGATAGAGGTGCCATACACTT 

TTAAACAATCCGATCTCACAAGAGCTCACTCACTATTGCAAAGATAACTC 

CAAGCCGTGAGTGATTGGCTCCCATGACCTGAACACCTCCCACCAGGTCC 

TACCTTCAGCATTGGGGGTGACAAAGCAACATGAGATTTGGGCAGGGATA 

AATATCCAAATTATATCATTCTGCTCCTGGCCTCTCCCAAATCTCATGTC 

TTCTCACATTGCAAAATATAATTATGCCTTCCTAACAGTCCCCAAAAGTC 

TTAACTCATTCCGACTNTAACTCANAAATTCAAAGTTGGCCAGATGCAGT 

GGCTCACACCTATAATCCCAGCATTTTGGAAGGCCAAGGTGGGTGGATTT 

CTTGAGCCCAGGAGTTTGAGACCAGCCTGGGTAATGTGGCAAAACTGCAT 

CTCCACANnTsT^ 

CTAAGGG 

>Sequence 1 133 

GGTACTGAAACTACAGGTGTGAGCCACCATGCCTGGCTTAAACATTTGTT 

TTTAATTAGCCAGGCTTGGTGGCCACATCTGTAGTCCCACCTACTCAGGA 

AGCTGAGGTGAGAGGATCACTTGAGCCCAGAAGTTCAAAGGGGCAGTGAT 

CACTCCATTGCACTCCAGCCTGNGTAACAGAGTGAGACCCTGTCTCGCCA 

AAAAGAAAGAGGTTAAGGAGGAGAAGACTCTAGACCAAAAGAAGTAACTG 

ATATTATTGAAAATATTTGATAGCAATCGCAATTATTTGGATAACTATTT 

TCACATATGTAAGCAAACCAAATAGGGTCTCAAAAGTTTCAGACCAAATG 

ATTCATGTTCTCTACTTCAACCTTAAAAAAAAGTTAAAGAATTCTACAAT 

TACAAAAAGAACAGTTATTCTATAGTTACAAAAAGACTTGAAAACTTTCA 

CCTGAATGCATCTCTTTGTTACAAAACCATTAAAGGAGGTAGGGGGGAAC 

TTCATGATTCATCAATGCTGCCTGCTTTTTTAACCCAGGAAATCCTTTAC 

ACCCCTTCTTGCTCTGGCCAGCAAGAACCTGAGGTGTACCTGCCCGGCCG 

CCCGTCA 

>Sequence 1 134 

ACTTT NTTTTTTTTTTnTI 1 GTTTAGG AGCCTCTGGTTACGTTTTCTTG 

TATATTTACTTTCTCATCCTTTCTC ITTl C FT ACGCTTCCATCTTTG AC A 

TCCTTATCTATTCTAGTGCCAACCCCTCTCTTTAA AAAG TCNAGTAGTGT 

NNAATATAGTTGGCTCNTTTTTATTTAhWAuAAAATTTTAAAGATTGGGAT 

ATTTGCTTTACTTTATCATGTTACCGAGGGGCTTTATTTA 

ATTACANNAATATATTTGTTAACCTACCCTAGCAA ATATTTN TATGGGTA 

ATAACTTTCGCCTATTTNTAATATAAAATCCCTGGGTTTTTT 

TGAAAATGGCTCCATTTTAAAGTAATAAGGGAGACAGGGGTGAAAATTGG 

TNTCCAAGTTTTACCTACCTACAACCAAGGAA ATAAAG GGAAGCTCTAGA 

TTCCTTGGTCC1441111CCAAAAAAGAAAAAATT TTTAA AAACCAAGGC 

TTATTTGGAGGTATAGGTTTGATTATAAGCCTATATTTTGGACATGGTCC 

CTTGGGCCCGGGACCACCGCTTAGGGGCGAAATTCCACACACACTTGGCC 

GGCGCGTTA(HTAGTGGATTCaX3AGCCTCGGTACCCAAGCCT 

AATAATGGGCAAT*^ GCTGGTTTCCTGGGGAG AAAATGGTTATCCCGCTC 

CCAATTCCACCACAACATACCAACCCGGAAGCCTTAAGATGTAAAGCCTC 

GGGGTGCCTCAAGGACGAGCCTAACCTCCCATTAATTGTGTTGCGCTTAC 

TTGCGCCGTTTCCCAATTGGAAAACCTTTCTGGCCAACTTGATATATGGA 

AATGCCCACGCGCGGGGGAAGAGCGGTTGTCGTTTGGGCGCTTTTCCCCT 

CCTCCCTTCACTGACTCCCTTTCCCTGGCGTTTGGTGGTGGGAGGGGTAA 

AT 
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>Sequence 1 1 35 

GGTACAGAGGAAATGGGACnTTGCAATTATATTTTTCTAAGTGGTCTGAA 

CTTGGTCTCACTACCCACATCANCCTGGAATGGGTTACCAGGCCTCAAAG 

GACTGCCCCACGGGCTAAACAGCTGATCCGCTCTCTGAAGCCAGACAGTC 

TTATCTGGGAGGTCCITTACAGATGCCACTGTTGAAGGCCCGGAAGCTGA 

AGAGAGTGAGCTCCATCCTCAAGTAGTCCTTTATGCTCCTTTGGAACAAG 

CTTTGCTGTTTTGGGCCGGCATTTGTGAATTGGGCCTGGAGTGTAAGGTC 

TTTANAAAGAAGGGATGGGTCCTTTAGGTAATGAAATAGGTGTTGATGGT 

GTTATGGGTGATGATGGAACTGAGTGCGGGTGTATAAAGTCTTCATCCTT 

CCCAACTGGGTGGTATCTAAAATCGGCTTGGGCTTCACATTTATAAGGGA 

GAAGGGTCGGGCCAGGTACCTAAAGGGAAAGGAGGGACCTTCTTCCTTAA 

GGGGGAGGTCCCTGGCCACTGGCAAAACGGGAGGGGGGACAACACCTGGT 

GAAATTACCACCCCCCCGACGCCAAGTTGTACCGCGGGTCCTCCTCGGGT 

ACTCTGGCCGGGGTGGTCGTTTTTAATAGGGCTAAATTCTTATCACATTG 

CTATGCCGGTCACTATAATGGAATCCGATAATTCGTTACGGAGACCTTGG 

CTCAACCATAGGACTAAGATTGTATTCCTGGTGTGCAAACAGTGATTCGC 

CTCTCAAATTCACAAAACATTTCGAGGCACGGAGCTTAATGAATAGGCN 

>Sequence 1 1 36 

AC A G ATG AAG ATGTGTTA A ATATCTCAGC AG AGGAGTGTATTAG ATAAAT 

GGAATTATGATATATATGATATACAAACTTTTTCTATTTAAAAATATATT 

AATGGATCAACTTTAAAATTGTTAGTTGCCAGTGATCTTTTTTGGAAAAC 

AAAAATGGGGCATTTGTTGATTTATTTATTTTCCGTCTCTAATTAGTTAC 

CTC AGTTTGATTG AAGCCAGTG AAG TTGTG CTTTTCCTCTACTTCTACTT 

CCTCTCCCCGACCTTTTTTCTGCCCAGTGTAGGTGTATTC 

>Sequence 1137 

ACAACCTTGGCTCACCGCAACCTCCGCCTCCCGGGTTGAAGCGATTCTCC 

TGTCTCAGCCTCCCCAGTAGCTGGGATTACAGGTGTGCACCACCACGTCC 

TGCTA A I " I ' I " ] " I GTG mTl AGTAG AG ATGG AGTTC ACCATGTTGGC AAG A 

CTGGTCTTGAACTCCTGACCTCAAGTGATCCATCCGCCTTGGCCTCTCAA 

AGTGCTGGGATTACAGGCATGAGCCACCGCACCTGGCCCTGTCAGGGTTT 

TCTTAACATTAGCAACTGCATTTTGATTCTGACAACTGTCACAACATTTT 

GGGCCAGGTAACTTTTGGTGGCTTGTGCCCTGTAAGATTTTAGCAGCATC 

CCCGGCTTCTACCCACTAGATGTCAATAACATCCCTCAGTTTTGACCATC 

AGAAATCTCTCTAGATATTGTCAAATGTCTCCTGAGGAGCAAAGTTGTCC 

TCCGTCGGGAACCGCTGATCTAGAGTAAAGAGCTGGAAATGGAATCACCA 

GGTCATAGGGCCTGTGCGTTTTCAGTTTTTCCAGCTCTGCCCAAATGTTC 

TTCACATTTATCCTCATTTACACTTTCATCAGCATAATTTCAAGTCTAGT 

GATTCATGTGTTAAGCTGAGCTTCATTGCCTTCAATAAGTGATAATGCCT 

GAGCGAAGGACAATATGACTGGATTTTCACACCAAGGTGCGGGTTAAATC 

ACCCTATTTTTTGGACTTCGGAATCAAGGGATTGGGTTAATTAAGGGAGG 

TTGCCCTTACAT 

>Sequence 1138 

GGTACAAAACAGAACAAGTCTCAGTTTTCAGTGCAACATTTCAAAAAATA 

TATATGCTGCAATCTAATAATTAAAAGGAATTTTACCTATTATGAAACAT 

ATTACATTTTTTAAGTTAGATAATCAGTTTCAAAAGGAGTATTCAGGTTA 

TTTAACTTTG , ^14■^^AAATGGCTGCATCAGAAAAAAATGTCTA'1"^1"1"^^I , 

TTATTAAAATATTTCATCACTTGTTAAAACATAl TT 1"! GATCTGAGTTTG 

GTAAAGTATTATTITACXTGCTGTTGCCCrGCCX^ 

G • „ 

>Sequencc 1139 

GGTACTATCTCGAATGAAGTTAAAAACAAATTAGAGGGAAAAGGTCAGGT 

TAGCATGTTTTAGAACTATTGGTAACTATAATTCATGGGACATTATATAA 

TCAAAAGATTAATATTTTAAGCACTAAGTTATAAAGGGTTTACACCCATG 

AATAAAAAGATTACCATCACTTACTATGAACCACCATTCCATGAATCCAT 

GTAGCTGAACACTCCTAATGAAAAGTTTAATTATCCTTCAACCTGTAGTT 

GAAGAACTCAGTTCATGTTCATTGACAGATTTCCATTACAGACCCACTAT 



Page 210 
(of 261 pages in Table 2) 



WO 01/42467 



432 

Table 2 



PCT/US00/33312 



ATTG ATGTTACi TTCTT1 G AC ACT ATATTTTATATAG ATATATTA AAATT 

GAAAACTTAATGCTGTTTAGAAGGCrATTAATATAACTATTAATTTCTGA 

AAGCTTTGAGTTTCTGAAAAGGCTTTTAAGATCAAAATTTCTGAAACACT 

CCACACATTCTTCCTCACCCACATTTAATTATAAATCAATGTTATACTGA 

TAAAAGGTTCTATACACACATTTAGAGATATATGTGTGCGTGGGTGTGTC 

TGTGTGTGAATATATATATATAACTTATTCCCCCCAAGAAGGAGTCTCAC 

TTCCCGCGTCCTTGCCCGGGCGGCCGTTAAAGGGC 

>Sequence 1 140 

GGTACCAGATTATGGACTCTGCTTCTGGTGTGGGTAGTAGGTGGAGGGTA 

GCCAGGAGGGCTTGGGGTGGGTCATCACCTCACATTTGAGATGGGGTTTT 

ATTTTGCAGATTCATGCATTGATCACAGGCCCATTTGACACTCCTTATGA 

AGGGGGTTTCTTCCTGTTCGTGTTTCGGTGTCCGCCCGACTATCCCATCC 

ACCCACCTCGGGTCAAACTGATGACAACGGGCAATAACACAGTGAGGTTT 

AACCCCAACTTCTACCGCAATGGGAAAGTCTGCTTGAGTATTCTAGGGTA 

AGAGGAGACTTTTAAGXAGGCAAGTCGGTTGTTAGCAGATAATTACTCTA 

GGTCAGCCTTTATCAACCGGXGTCCCTCATCTGAACTACAGAACACAGAA 

AATGATTGAGTGACTCTTCTCAAATCTCCTCAGGATGGTATGTGACTAGT 

ATCATTCTAGATGCAGAGGGGAAAAGTTAATTTATTACAGTGGTAACTCT 

TTGAGAAGTGGTTCTTTTTAAGAATGTGGCCCTGAACATCTGGGAA CTTG 

TTACCGAGCAGrrrCTGGGGCCCTTATTTAGACCTACAAAGGAAACTTTT 

GGGTTGGGGCCCAAAATCTGGTATTTTGGGTGTTGATTCTTGTTTGATAT 

GAGACGGATCTTGCTCTGTCCCAGCTTGAGTGAGTGGCACTAACTTGGTT 

ACTGAAACCTTTGCTTCAGATTTAGCTATTTTCTGTTCAGTTTCCACTTC 

TTAGAAACTTGGCT 

>Sequence 144 V: 

ACTTTTTA IT 1111 11 1 TG ACGG AGTGTGGCTCTCTTGCCC AGG ATGG AG 

TGAAGTGGCACGATCTCGGCTACTGAACCTCCACCTCCTAGGTTCAAGCA 

ATTCTCCTGCCTAAGACTACTGAGTAGTGGGGATTACAGGTGCCTCCCAC 

CATGTCTGGCTAATTTTTGTGTTTATAGTAGAGACGGGGATCCACCATGT 

TGGCCAGGCTGGTCTTGAACTCCTGACCTAATATGATCCACCTGCCCTGA 

CCTACTACAGTGCTGGGATTACAGGCATAGCCACCGAGCCTGACACGGGC 

ATTTTTAGCATGGAAAACGTGAGGAATGAATGGCTGTTGGTGTTGCAACA 

AATCATACTGGCTACATGTTGTGAAACCTGAAGTTTTTGTTAGATTGTAT 

GAGAAATGATCTCTGGACGCAACACACCCTAAGGGCGAATTTCAGACACA 

CTGGCGGGCCGTTAACTATGGGATCCGATCTTAGTTACAAAACTAGGCTG 

AACACATGGTGCAAGGCATGTTACATGAGTGAAATTGGTAACCCGCTCAA 

CATTTCTAAACAACATACGAACCGGGAGGCnTATTTTGCTAGAGAGGGGG 

GTGGCACACCACCCGCGCCACCCCCCACTTACCCCCCCCCCCCCCCCCCC 

CTTTTTTGTTTTGGACACCCCCCCTGTCACCAGCTTTTT GACTrGT TCAA 

CGCGCCGG ATG AGGCGTATGCAATTTG AGGCTTTATCG 111 ill ATTAC A 

GCACTCCCACCCGCCGTGTTAGGTGCGGT 

>Sequence 1 142 

ACTATTATCAACTGTGATGATGATGATTGTGAATCITATTTTCATATCTT 

GGGTTTTCTTACAGTGAAATA 

> Sequence 1143 

ACCTACACACATATATGCATATATGGTATAATGTATCAATATTTACAGAG 

ACCATAGTAAACACAGCACAAAACCAGGCATTAAGAAGATGCTATGGGAA 

ATAGCTATTTAAAGTGGTACAATATCGGTAAAAGATTGGTTTATATGGTT 

TTTGGGGTTTTTCrn 1 i 1 1 C AATGATCTATATTTTTAATGTTANNCTTT 

AAAATAGAiTHCGTGGAATGTCGATTCAACTTTAGTCAGAAAAAAACATA 

AGACTGATATGAAAATAGAAGGGTGCTCTCGGCTCGCGACACACGCTTAA 

GGGGCAGAAATTCCAGCTACACTTGGCGGGCGCGATACATAGTTGGAATC 

ACGAAGCTACGGGTACACAGAGCTTGGCGACGATAATCAATGGGACAATA 

GACTGGTTGACCTTGTGGTGAAAATTGGTTAATCTCGCTTCACGAATTGC 

CACAACANACAATACTGACGCTCGTGAAAGGCATAAAAGATGATAAAAGC 

TCTGGGGGTCGCGCTTAAGTGAAGATGAGCTGTAACCTCAACAATTAANT 
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GTGGGGTATGCTGCCTACACTGTGCGCCWGTCTTTTCACAGATGCNGAGG 

AAGAACCTGTGGCTGGTGCCCAAGACTGGACATATAAAATGAAAATCTCG 

GCTCACACATCCTCGCGGAGGAAGAAGGGCGTGTATTTAGGCGATAATAT 

GGNGACNGCTACNTATCGCGTCTTATCATTANGTCCAACTGGAACTACGC 

TTGTGACATCGAGGACGATTTCCGCCTTGGCGGCTGAAGCCGGNTAATCA 

TTCrTAACGATCAAGACGCCGGGTTAAATACTGGGTTATTCTCCACAGAG 

ATCATGGTGTGATATACCGCTAGATGAAAAAAACCATTGTTGAACACAGA 

GAGTGCCTGCCAACAATGGCTCATGAACCCGATGAAAANGGGGCGCGTGT 

TTCGTTGATGTTNTATTACAATGACGGTTCCAGTACTCCGCTGGAG 

>Sequence 1144 

ACTATAAGTAGTTGGTTTGTATGATATGGTTAAAAAGGCCAA AGATAA AA 

GGTTTCITI TTI riCCTTTTTTGTCTATGACAGTTGACTGTTTAA rrri r 

TCTTGGCACTGATTTGATGTATTGTGTGAAAACAATTGTTGTCCAACAAC 

TAAACAGGAATTTTATTTTGCTGAGTTGTTCTAAGCTAAAGATAAAAATC 

CAAAAATAATGGTCCCTCGGCCGTGACCACTCTAAGGG 

>Sequence 1 145 

GGTACTTGTGTTTGCTTAAACAAAGTGACTGTTTGGCTTATAAACACATT 
GAATGCGCTTTATTGCCCATGGGATATGTGGTGTATATCCTTCCAAAAAA 
TTAAAACGAJU^ATAAAGTAAAAAAAAAAAAAAAAAAAGT 
>Sequence 1 146 

GGTACCAAGGTGAAATTTGAATGTGTGAACGCATTGTTCTGTGGAGTTCT 

TTTCAAAGAGATTTCAAAGCCACAAGTTAGATAAGCCCAAGA AGTAA GGC 

CAGAGTGAGATCGAAGTAGGCCTTTCnTTTAAAAAATAATAGC TTTTAT T 

TTATGTC AGTATCTTCTTTAC AA ATCTAACCTTCCCITTTC ACGC li t \ I 

GAAAAGATAGCTAAAATTCAGTGTGTTCCTCTTATTATAAAGGATTGGGC 

TAATAGTTAAGCATTTCAAAACATTTCAGTTTCGTTAATCAGAAGCTGCA 

GTGGGTTTGTTTTATAGCCAGTTTGCTTTTAAATTTGGCCATGTGGGCTA 

TAAGTTCAACGTATTTGTGTTCTCTTTATTGTTACTCTCTCCAGAATATT 

ACCCAAACTGTGAAGTTGTGTTTATGGGGATGGCAAACATTCATTCTATT 

CGGAGGAGTTTTCAGTCTCTGCGGTTGC 

>Sequence 1 147 

ACATCTGTCAAAAATCATATGTATGTGAGATGTGTCAATACTAGACTTGT 

GTCATTTATGCTACTTAGAAAGAAGATAAAGAAATATTCCTGGTTTGGAC 

TCCAAAAAAAAGAAAACGTCAGCTCCCTCCTGCAACGAGTAGGAGCATGC 

AAACCCTTTATAATTGATAATCACAAACCCCTCAGACCCAAAGTAAAATA 

AAAAAAAAGATATGTAACATTAGGCATTGATGGAAAAGGACTAGATCCTA 

GTATAAGCATCCTAATAAAAGGAGAGGTTCAAAGACGCTCTCCAGAACCA 

GTAATTCAGACTTTATATGATAAACTAAATGTGCCAGTACC 

>Sequence 1148 

CCCTTAGCGGCCGCCCGGGCAGGTACTATTGAACCAACAGGAT ATCTTT T 

TTATTATTTGCATGAGTTAATCCTACAAACAAAATTAAATACCTCri I TA 

TAAAACATCTTTTCCAGTGTTCTAATTGATGGAGATGCGGATCACTCATC 

TATAAAAAATGACTTACAGCTTCAGCTTAATCAGTTGCTATAATGTGAAA 

ACAGGAATGTGTATTTTTTTCAACTAGGTAAAAGGTGCATAT AATTTG AA 

TTGTTAAATGTTTTATTAATGAACAAAGTAAACCnTTTAGTAATTTTTA^ 

ATTACTGGTCTTAGGTGTTTGAAACAAGGTAAAAGTATACATTCCAGTTT 

TGCCCAAAAGTCACTTAAAATATCTACAAATTATTTAATCTGTGTGTGGT 

aacaccattattgctcx:aattt^ 

aaaagaggaaaaacagcaaagtggctaactttgcagtggaaagaaaaagt 

gtccn'fcatgggttacactttcatatttttatgca 

cgttatggggaacttgggttttattcctactcatgcatgatgtggttcag 

aacttacttgctgacatttcagagaacttcttacattacctgt^ 

ctgaggtgcaacttggacatattacaatttactcattatttgccatgggg 

GCTAAGTTACTATACTGGTCTTGAAATAAAAGTCCCATTTG AAA TACT AA 

GTTAGACTCATAGGAAGGGGGGGAAGGCCTTAATATAT 

>Sequence 1149 
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GGTACCATATTGTTCTTGTTACAGTTGTTACTGTCTCAGATATAATTTTG 

CAATGGCGGTTTCGCAACTAGCACTGTCCTGACCCTATGTATCATAACTA 

ATCTAGGTAAACAATTAAAATAGGTAAATGTAATGTGATAAATACTTGGG 

GACAAACTGGTCATAATTTAGAATCTCAAGCTATATTAAATAATAGATAT 

TTCATTATTTGGGTATTTTCCAATAAAAATGTATTGGAG GAAAA CCTTTC 

CCAAAAAAAAGTGTAACCTTTTTAAAAAGGTGGAATAATTTTTG TCTAA T 

TCAAAGCTTATTTAAAGGTTATGTGTAAAACAAGGGTAAAGAACCTTTAA 

ATAAGAAAGATGTAAATAAAGTTACCAAAAAT AAAG TGAGGG 1 1 1 1 1GGG 

TTTTTTTTTGGTAAGAAGGCTTAAAGAAAAATATTTTATATGAGAAAGAA 

TCTTGTATATAAATTTAGACCTAGAATTAAATGGCTGTTTAAGTAAGAGG 

GATGTTCAGGACAAACCCCGAAAATCCAACATTGTAATGAATGGTCTGTG 

TTAGTCCAATCAACGGATTTTTGAAAACATGAAACATACATTATTAAAAG 

TTCCTGGCCGGGCGGCCCTTTAAGGGGGAATTCACACACTGGGGGCCGTA 

TTTGTGGAACGGGCCTGTTACAACTTGGCGGAATTAGGGCAAACAGTTTC 

GTGTGAAGAGTTATCGGTAAAATATCCACAGATGGACCCGCCCCCTATGC 

GCCCCT 

>Sequence 1 1 50 

ACTTTTTTTTTTTATTTTT 

AGCTGGGCACAG TGGCTC ATGCCTGAATC CCAGC ACTTTGGGAGGCCAAC 

TCAGGAGGAttGCTTTAGGCGAGGAGTTGAAGACCAGCCTGGGCAACAAA 

AAACAAAAAAATTACCCGGGCATGGTGATGTGTGCCTGTAGTCCCAGCTA 

CTTGACAGGCTGAGATGGGAGGATCCCTTGAGCCCTGGAGTTCAAGGTTG 

CAGTGAGCCATGATCTCCCCATTGCACTCCAGCCTGGATGCCAGAGCAAG 

ACACAGTATCAAAGAAAAAGAAAAAACACAAAAGAGGTGGAAGGGCTCAA 

CAAGTGCTTTCCACATTCGCATTCCCTTAAAATCGGGA ATGCTC TAAAGC 

TAGAGGACTTTTAAAAAACAGAAAATACTACTTAAGTATTTTTCTTGTGC 

CCATGTGAAGTCTGGCAAAAGACAGAACTTTAAATAATTAAAGAGGGCTA 

ATCACGAAAGACCCCTAAGTTTGCAGGAAAAGATGAAAGGGGTCTTTCTA 

CCAATCCTTAAAACCTTGAGGACTGACTTTACAGAACACAATGGAAACAA 

CTAAGGGCTTACAACTCCTCTGAAAAAGTTTGAAATAATATTCAATTAAA 

AATTTTTTTTTATTGAAGGCAAAAATTTAAATCGGGTTTTTAATGGAATA 

ACCCCAACACCCCTGGTATTG 

>Sequence 1151 

GGGACTTTTTTTTn TTTTTn TTTTGGG1 TTTTI 1 1 1 1 11 1 1 1 1 1 11GA 

GACGGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCTCA 

GCTGACTGCAACCTCCGCCTCCTGGGTTCGAGATTCTCCTGCCTCAGCCT 

CCCAAGTAGCTGGG ACTACAGGCACCCACC ACC ACACCTGGCTA A I ill I 

TTGTATTTTTAGTAAAGACGGGGTTTCACTATGTTGGCCAGGCTGGTCTC 

GAACTCCTGACCTCGTGATCCACCCACCTTGGCCTCCCAATCTTATTTGC 

TTTACAAGTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCCTCCCT 

CCCAGC ATTTGCC AAGG ACTGTC ATTGCCTTTAGTTA I I M i l CTGTTTT 

GG 111 TTTTTTGGCGTTT1 TGTTTT 1'ITI 1 GAG ACAGCGTCTTAATCTTT 

CGCCAAGGCCTGAGTGCATTGGCACAATCAAAAGCTTGTTGCAGCCTTTG 

AACTTCTGGGCTTAAGCCAATTCTCTTACCCTCACAACTATGGATACCGG 

CTCATTCCACCACGCTTGGGCTTTTAATTAATTTTTGTGTAACC AAAT^ 

ACCTCAGGCTCTTGAATACTTGGTTTAAAAATCCCCGAGGGACTTTT^ 

TCCTTTTATACCAATGGAACACTTAAGTCATCTTTCGATGGTAAAGGGAA 

AAAAAAAAAATT 

> Sequence 1152 ' 

ACAAGCAAGACnTTCCrrTAATATTGATAAAGAATTGAGTATCATGTATG 

CATTCCCTTTTATGATATACAATTAATTGTAAGTTATTTCCCCTTGTATG 

CAACCATCCACAr il 1 T C I 1 C TGACCTTTTCCTCAAGTCTTACAACTACT 

TTTAATGACTGCATTTTGGAGGTGGTCCCAGGAGAACAGATGTTGCCTTA 

TAATGGTGTTTTTCCATTTTTATCTITGATTGGGCAAGGGGGTTGGAA 

ATTATTTAGTCATTATATGGATTCCTCTAAAAATTGTTCAATAGAATATA 

TATTCATTTATTCACTTACTTATTGTTTATTTATTGCCTAGAGTATACCC 
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AACACTGAGGATACAATAATGATCA AGACAG GTCTAATTTCTGTCCCATA 
GAGCCTTAATTTGAATTAGAAAGAATTTTTTTATTAAGCCGTGGAAAAAA 
AGAATCATAATATAAGTTCCTTTGCCCTGACCACGCTAAGG 
>Scquence 1153 

GGTACTACATAGAAAGGGCTTGGAAGTCTGATTCAGGAAAGGAAATCAGG 

AAAGAACAAAGGAAATGAAGGAAGAATAAAAAGAAGAGAAGTCATTGAAA 

AAGTATGAAAAAATATGAAACAGATAACAAGAAAGTAGAGGAGATTCCAA 

AAAATACAACCCAGGTTTTCTGCCCTCATTCTATAGAG 

>Sequence 1154 

GGTACTGCAACTATCACTTGTCATTTGTCTAGGAAGGTAAAATACAGGAA 

GTTCCCAACTTAAAAATGGGCITGACGTAGCAGTTCATTTGTAAGTCACT 

TGCTTGGAATTTAGAATGCTTCTTCCCTCTGCAGAGACAGCTTCCATATG 

GTGATTAGTATCCAGTCAGCCCACAGAAGTTATTCAGTCTGTTGCTATAG 

ATGAAATTATCCTTATTTTTACTTCCCCTTCGAATAGACCACCTACTGTT 

TCTTCTGAGTGTGGTCTTTTTCTTTTCTCCTATTCCCTCCTCAATCCTCT 

rTTTTTTTT TTT mTl TTCTGGTTTTCTTC ATTATTCTCTA ATTTCTTC 

TTGTCTCATAATACTTCAGTTCTATTGTGGTAGCTAGATTTAGGGACTAG 

TTTGAAATGCTACTTTGCTGATGGAAAACACATTTTGCAGCCCTTAACAA 

GAAGCAAAGGGTAGATAGGGTTTAGGTAATACTTAGTAAGGGGGTTAGTA 

TGTGCCATGGTCCCTGCCCGGGCGGCCCGTTATTGGCCAATTTCAACAAC 

ACTGGCGGGCGGTTACTAATGGAATTCGAAGCTTGTTAACCAACCTTGGC 

GATAAAAATGGCAAAAACTGTATCCTTGGTGGAAATTTTTTATCCGTTAC 

AATTTCAAAACACATTACAACCCGAAACAATAAATGATAAGCCCCGGGTT 

CCCTATGAGGGGGCCAAACTACCATTAAT 

>Sequence 1 155 

GGTACCTGCAGGAACAATATTCCTGTAGCCATGGAAGAGGGCCAAGGCTC 

AGTCACTCCTTGGATGGCCTCCTAAATCTCCCCGTGCAACAGGTCCAGGA 

GAGGCCCATGGAGCAGTCTCTTCCATGGAGTAAGAAGGAAGGGAGCATGT 

ACTTGCGCTTACTTTGTAGCCTTCATCAGGGTTTGCTGAAGATGGCGGTA 

TATAGGCTGAGCAAGAGGTGGTGAGGTTGATCGGNGTTTATCGATTACAG 

AACAGGCTCCTCTAGAGGGATATGAAGCCCCGCGT 

>Sequence 1 156 

ACGCGGGCATTTTTGTATTGCTATTAAGAAATACCTGAGACTGAGTAATT 

TACAAAGAGTAGAGATTTAAATGGTTCAAGGTTCTGCGGGCTTTACAGGA 

AGCATGGTGCCAGCATCTGCTCAGTTTCTGGAGAGGCCTCAGGAAGCTCT 

TAATCATGGCAGAAGATGAAGGGGGAGCAAATTAATCACATGGTGAGAGC 

AGGAACAAGAGAGAGAAAGGAGATGTACATATACATTATGTAATTAAAAA 

GCGTGCATGTGTATGTATTAAAAATAATGGTATATAAACAAATACAATAT 

ATACAATAAAACACCTAAACGCAGAGGCTGCTGTTATCCACAATAGTAAT 

ACCAATAGTATTAATGATGTGTATGTAGACACAGACAAAAGCAGCGGACG 

TATTAATAGGCAGACACACAAAAGCAAAGCAAAAAGCACGCCAGTAATGG 

TGTGGATGCAGTATCAAGATTTGTCATATAGACATAAATCCAGTAGACAC 

TGGAATAGTTTTTGGTATTTTAACTTGAGACAA AAAA TG GTCAC GTTGGC 

ATTCACTATTATATGTAAGTGTAACAATTGCCCTTTTATGTTTTACATTA 

TGTCCTGTCCAATGGCATGTTAACCACACTGCGATATACAATTTACAATG 

CTTTTTAAAA' MTMTl C I 1 AAACATTTTAAAAGTATTAACCTCACCCTT 

TTTAAAGGTACCTTGGCCG 

>Sequence 1157 

^TACAGGCTCCTGCCTTTAAGAGCACTGTTTTGCITITC 

CATGGACTTTTAAAGGGGGACTTGGCATGAATGCATTCAGAGGAGGGAGT 

GAGCAGTTGGGGGTCTGCGTGACTCGCTTTCGTGCTTAATCTA CTGGT GG 

TCGAGCTGGCTGCATCACAAGCAGAGCTAGGTTGTATAGTGGC CTTTG TC 

TCAAGACACTCTCCAGGTGGGAGAGCCTTCCATCAGGGACATACTTTAGG 

TTGCAAATTGACTGTTGTCTCTTGAGGCAATCTCCTTGTGGGAGAGAGTT 

TCTGCCCTGGAGCTTCAAAGTAAGCACGTAGTTAGATAAGCTTCCAGTGT 

AGTG AGTGTCTGGTG AAG GG AAGGTAAA GGTTATG ATTGCATTTCTG AAG 
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AGCTAGGTAGGAAATGGGAACTAAAAAAAAAAAAGAAAAAAAGTTCCTGC 

CCGGGCGGTCGCTTCAAAGGG 

>Sequcnce 1158 

ACCGTAAAAAGAGCCGCGTTTGCTGGCCGTTTATCTAATAAGGTTCCGCA 

CCCACCTGAGCAAGCGTATACAAAGAATCGGACCCCACAGTGCCAAAGGG 

GGCGGATACTCCGCCCGTGGCTATAATGGAATCCACCGCGGTTCGCACCT 

GAAGATTTCCTACGNGGCCTCTCCCCTTGACCCG 

>Sequence 1 159 

ACACCAGCCTGGCGACAAGAGCGAAACTCCATCACACACACAAAAAATTA 
ATTAAAAATAAATAAACATTGGTCAAAAATCATAAAGCTGTATCAACTGT 
AT ATA A ATAATTCA ATTA A A ATATC ATG C ATA A A ATCTGGGTG 
>Sequence 1 160 

GGTACTGGGATTACAGATATGAACTACCGTGCTCCCTGATACCCTAAATA 

TTTATCAAAATTTTTCACTGCTATTTTCCTCATGGATTAAAAGGGCTATT 

TATTATTTTTTATAACTACAGCTGACCCTTGAACAACATAGGGGTTAAAG 

GTGCAGATCCCCCGTGCAGTAAAAAAAAAAAAATCATAAAAAACTTTAGA 

TTCCCAGAAAACTTGACTATTAATAGCCTACTGTTGACCGGAAGCCTTAC 

AAACAGTTAATACACATTTTGTATGTTGCATGTATTATATAATGTACCTG 

GGGGGGGGGGCGGTGAAAGGG 

>Sequence 1 161 

GGTACTATAAAGCTTTTGTTCACACACACTCTGAAGAATCCTGTAAGCCC 
CTGAATTAAGCAGAAAGTCTTCATGGCTTTTCTGGCTTCGGCTGCTCAGG 
GTTCATCTGAAGATTCGAATGAAAAGAAATGCATG 
>Sequence 1 162 

GGTACCAACCCTATTTTACAGATGGGAAAACTGAGGCTCAGAGAGGTTAA 

ATCACTTACACAAAGCCACACAATTTTGAGTGGCAAGCTGGAATGTGAAT 

CCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCAT 

GTGGGCAAAGGATGGCCCAGGAGAAAGGCAGGCCCAGATTCCAAATCTGG 

CTTGACCGTCTAAGAGGCTGAGTCTTAACCTCTCTGAGCCTT TGCT GTTT 

CATCTGTAAAGTGGTCCTCCTGACAGCTGGCTCCTAGGGTTGTTTTGAGG 

ATAAAGTGAAGTAATGGAGGGCCCTTGGGATATGGTACCTGCCCGGGCGG 

CCGCTCAAAGGG 

>Scqucnce 1163 

GGTACCITTTTCACCCTCTGAAATTACTAAGCAGGCTGTGGGGTGGTGCT 

CTGAAACTAGGTAGAAGTCCTCACCCCCCAACAAACCTTTACCAGTGGTT 

TTAGCATGCAGAAGATTCTGGCCTGAACCAGTTACTACTACAGAGGCTGC 

AAAATGATGATT1TTTCATTCATTCITTTGTAAATACCCGGTATTTTTC 

CAGGATGAATGT 

>Sequence 1164 

NACTTT N I I 1 1 1111111 1 1 1 1111 1 1 1 C TTCTTAGCAGGGTCTCACTCT 
GTCACCTAGGCTGGAGTGCAGGCAACAGGCCAAGACCCTG 

> Sequence 1165 

CCCirAGCGGCCGCCCGGGCAGGTACAAACTTTCTTCAGTTCTAATTTCT 

AAGATGTTTCACTCTTTAAGTAGAAATGAAAGTCATCTGACTGAAAATTA 

TAGCAGTATCTAATTGTTTTTCATAACTAGCCAAATTCAGAAATGTCCTG 

GATATATTTCTGGACAATGTAGATGCTGATATCCTTG GATTT AGGTTATA 

CrGACTTTTATCTTTACCAAACCATATTAACATTrGCATTTTATAATTGG 

AATGAGAAATTTAGAGTAAGAGATCTGGATCATGCAGGCAGGCAAGCATC 

AACCAACAATACTTTTATGTACC 

> Sequence 1 166 

GGTACGCGGGCAGTGGTTTTGCTCTATACCACTGAAAAGCACTATAACAT 

AATTGTTGTCCATGATACTGAAGCTTTCCCCTCACTTGTAGGTTGATTAC 

ATTCAGAGCTCTATCAATAAGAGGAATACATATTACAGTGAATTCGACAA 

CCGCACAAGTTGGCAGTAGGTATCCCCAACCTAATTTA TCTTGGT AAATT 

CACCCTGTITCCTAGTGCTGCTGGATAAAAGAGTGTTTACTTTTTATTGC 

TCTTAGACAGAGTAGTCTAGATAAGTTTTCAATTTATCAACATAGCCTAG 
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ACTTCTGTAAGTGGAATGATCATTAGTAACTCATCTTTTTGTTGATATAA 

TTGGAAACAGAAACGAGGCTTATTGCTATTGCAGAAATCCCAAACTGGCA 

AAGGCCAAGTTATATGGTATTCCATAATATAACCAGCTTTTGAAACTTAT 

GTGCTTGGATTAGTGCCTTCTGGTTACCAGTATTGACTCTGTTACTTGGA 

CCTTTCGGTCTTAACAGAAAATTGGAATATGTAATCCTCTTAAAATTGGT 

CGAACCTAGTGAATGGAAGTAAATCCAGGAATTCTACAGATAATTGGTCC 

TTGCCGGGCGGGCGTTTAAAAGGGCGTATTCCAGAACATTGCGGACGTTA 

CTAATGGATTCCACCCCGGGACCCAGGCTGGCGTAATATTGGGTGTACTC 

CCTCCCCCCCCCCTATTGTTTTGGAATGAAATTCCCCCACCCCCCCCCCC 

CCGAGGAG 

>Sequence 1 167 

GGTACTTTTCTGTCTTCTAATTTTTAAAATTATTA ATGTCT TCTAl l Tt I 

CTAAGGCTGATTTTTTCTAATGTCTGATTTTTCCTTTTTTTCACATCTTG 

ACATAAGTAGAGTTCATTTATTTTCATTTATTCTTGTATAATAAAATTAC 

TTAAGGTTAGGAATAATTAAGTTTTGCTCCCATGTTTTTATGTGTAACAA 

TCTCAATGTTGTATGTCATCTACTTCAAAATTTCAAGCTTCCCCTTTAAA 

ATACTGTTTAAAAAACTTTATGAAACCAGTATTTCTCTCAACCTTTGTGT 

AATACCTGGTTTTACTTTAATGTGGTCAAATAATTTAACCTGTACTGCAT 

CG^AGTGCC TTCGGACTGTCTA TTTGACCTGCAGTCCAACCTAT^ 

TTCTCCTTTTGTCTCTAGTTCATTCTCTAACCACCAACCATGAATTTCAG 

GGAACTCTTTTCTCATTCTCTTTGTTTTGTGGCCACTTTCACAATGTAGA 

AGGAAAAAACCAAATGACCCCACTGTGATGTGAATGGCACCCAAATCAGA 

TAAGTTTCCCTGTAGGTTAACCTGCAGCCCTGCGTTGCCACTTGGATTAA 

CTCTGAATTATTTATTCCAAAAGTGCCAAAAATTTGAAATCTTGCTAGTG 

AAAAACTTGCTCTACTTTTTTGAAATGATCAAAAACCCCTAATATTTCAT 

ACTTTATACTTCTGTAAAAATAGATTTTCCATTCACAAACTGTCAGAAAC 

TTAAAAATACCTGTCCGG 

>Sequence 1 168 

ACGCAGGGATATACAAAGGTGAAAAGAAACCTGAAATATTTGTTGATGGC 

TGGAATATTTATTTTTTTGATCAAATAGAGAACTGCCTACCTATTGGTCA 

GAATGTGGAAAAAATACAGAATCTGTTGGGCAGTTATGGTTGGGCCTTCT 

TCGTTTCTACACAGAGGAATTTGATTTTAAAGAACATGTTATTAGCATCA 

GGAGAAAAAGTCTGCTTACAACTTTTAAGAAACAGTGGACCTCAGAATAC 

ATTGTTATTGAAGATCCCTTTGATTTGAATCATAATCTCGGAGCTGGATT 

ATCAAGGAAAATGACAAATTTTATAATGAAGGCTTTTATCAATGGTAGAA 

GAGTATTTGGTATTCCTGTCAAGGGAATTCCAAAGGACTACCCCTAAAAA 

TGGAATACTTTTTTGATCCACAAGTGTTAACTGAAGGAGAGCTTGCCCCC 

AATGATAGATGTTGTCCAAATTTGGGGAAAAATCGGACACTTCATGAAAG 

ACTTGTCTATGAAGAGAAAAAGTAGAACGCGGGGAAAACAAGAAGACGCC 

CTTGAACAAAGAATACCTGGGACAAGGGAAAAAGAAGCCAGGAGGCCAAG 

AAATTCCCAACAGGTCCTTTGGCCGGGACACGCTTAGGGCGAATCCACCC 

AAT 

> Sequence 1169 

GGTACACCTGGTTTCACAGAAAACAAAGCAACTCTTAAACACCAGCTGGC 

AAAATGATAGGGCTTTTCCITrGAATACTCA CCAC ^ 

AATGACTAATCCATCTGATTAAACATAGACCTTTTAGAAATCAATAACCT 

TATTTACACAGATGACAACTGCTACTGTTCCAAGGCrCCTAATCATGGTT 

CAGTTCTCAGGGCCntiAAGTCTTTTTCCATTCCAT^ 

>Sequence 1170 _ 

GGTACCGCAGCTAGGAATAATGGAATAGGACCGCGGTTCTATTTTGTTGG 

TTTTCGGAACTGAGGCCATGATTAAGAGGACGGCCGGGGGTGGCTATTGT 

GGGAAGTCATAACCCACAGATAGATCAACCTAAGAATCCTCGCCCTTCTC 

CACTCTCCACCATGCAGGACAAACATCTTCTCAAGCAGTCAACGTAGAAT 

GCTTGGGAAATAGTCATAATTACCCACATATAGTAATTAATAGATGGTAA 

TTAATTGATCCTTGATGTGATGTTCTTTTGCATATTTCCrTCATTCT 

GATGTTCCCTGGCCGGGAGCGTTGGCTTTCGCCTGTAATCCCAACACTTT 
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GGGAGGCCAGGACAGATCGCTTGAGGTCAGGAGTTCGAGACCAGCCCAGC 

CAACATGGCGAAACCATGTCTCTACTAAAAATACAAAAATTATGGTGACG 

CCTGCCTGTAATCCCAGCTACTCGGGAGGCTGAAGCAGGAGGATCGCTTG 

AACCCATGAAGTGGAGACTGCAGTGAGCCGATATCGCACCACAACGCTTC 

AGCCTGGTCGACAGAGTGAGACTTCATTTCAAGAAAAAAATAAAATTAAG 

TTGTTCTCTTAAGAAAAAAAAAAAAAAGTCCTTGGCCGGCGGCCGTTCAA 

AAG 

>Sequence 1171 

ACAGGAGGAATGTTTGGTTGGGAGAATCACAGCTTTACAAGGGTGTTTAT 

ATTTGATTTGTGTTTATATTTGAGGCAGGTATTGTAATATAAAGGAATCC 

ATTACCATGTCCTATAAATGACCTCTAGCCATTTTATGATTATGTTCTCT 

GTAAAACTCITCAAGACTTCAATGAGAAGTTTGTTTAfAAGAATTATCTT 

CTCATACCTTTCCTTGTGAAGAGCGTATTCTGTTTTTCTATCAGTTCGAC 

ATGAAGTCCACATCACATGCTGTTCTTTTCTAGTTACATGATGTGCCTT 

>Sequence 1172 

GGTACCAACCCTATTTTACAGATGGGAAAACTGAGGCTCAGAGAGGTTAA 

ATCACTTACACAAAGCCACACAATTTTGAGTGGCAGAGCTGGAATGTGAA 

TCCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCA 

TGTGGGCAAAGGATGGCCCACGAGAAAGGCAGGCCCAGATTCCAAATCTG 

GGTTG AGGGTGTAAG AGGGTG AG ACTTA AGGTGTGTG AGGGTTAG CTGTT 

TCATCTAGAAAGAGGACCTCCTGACAGCTGCCTACTATGGTTGTTATGAG 

GATAT 

>Sequence 1173 

ACGAAGACAGCATCCTTCAATCCCGCCAGCTCATGTGCATCTGAGGGTGG 
GGCTCTGTCTTCATGCTAGAAACCAAACTCCTCTCACAGCTTCCTGCTAA 
ATCACCACGGCTAACGGATAAGCAGAGACGGACTACCCGCGTACC 
>Sequencc 1174 

GGTACAGATTGCATAATAATTTTTAGATAAATGTCAGGAACAGAATCACA 

TTCTTAAAAGGCGAATTTCTATAAACGTGTGTATATGTTGAACAGATGAG 

CAGCTCTGCAAAGATGTGTATAACTGCATTTGAAAAAGACAGTGAAAATT 

TTGGGTTACTGTAGATGTCCCACAGTCTGGCTTGGAATTTAGTTCTGTGA 

CTAAAGGAGGCTTACAGTTGCTCCAATTTTGGTTCTGTGGGGTACCTGCC 

CGGGCAGCCGCTCAAGGG 

>Sequcnce 1175 

GGTACATGGTCACAACAGATGAGCAACTGATATCACTCACACATGCTATT 

AAGAACTGTCCTGTGATAAATAACAGACAAGAAATTCAGGCATCAGAAAG 

CGGAGCCACAGGTAGAAGAGTTATGGACAGTCCAGAGCGTCCAGTTGTAA 

ATGCCAATGTCTCAGTGCCATTGATGTTCAGAGAGGAAGTGGCTGAATTC 

CCACAGGAAGAGTTGCCCGTTAAACTGTCTCAGGTGCCAGACCCTCCAGA 

TAACATGAATCTGGCCAAGAATTTTCCAGCACATATTTTTGAGCCAGCTG 

TGTTGTTAACACCACC 

> Sequence 1176 

ACCGCGGCCGTTAAACATGTGTCACTGGGCAGGCGGTGCCTCTAATACTG 

GTGATGCTAGAGGTGATGTTTTTCKjTAAACAGGCGGGGTAAGATTTGCCG 

AGTTCCCCGCGTACCAATGACTGGTTCCATGATCCCCTAAGAGAACACAA 

CTTAGGAATGTGGATTCTAATGATAGClTTATACrcCTTAGGCAAATTTA 

CITCTGAGCCTTATGTGCCTTCAGTGGTGCAAGCAAATTTCCTTTACACT 

TTAGAGAGGTTGATTAACGAGTACC 

>Sequence 1177 

GGTACACTGAAGAATTAAGCTGTAATGAGGCAACACGCCTGCAACTTATT 

CTTTAATAGTTCAGAAATATTAACAATTGGGTAATTTGGGTGAAAGGTAT 

AAGGAGCTATAAATGTTATTTCTGCAACTTTTATGTAAATTTCAAGTTAT 

TTAAAATGAAAAGTTAAAAAGTTTAAAACATAACAGAATAGAACATAACC 

TATTAAATAAATCTGAGTCCAGGCATGACACAGTGGTTCATGCCTGTAAT 

TCCAGGGAGGGACTGGGAGGCCGAAGTGGGCAAATCACTTGAGGTCAGGA 

G 
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> Sequence 1 178 

ACTAAATTGTTTTAG A AGCAAACTACAGG A CTTAA AA A A AGGTG A I 11 1 1 

TTTTTTGGCTGCAAGTAGGCACTTATTGTAATTTTTATTCATGCTATGAA 

CTCATGATTTTCCCmATTCTCCTTTGATCCTACTTAAAT 

GAGTATTGAATAATATAGAACCAAGATAAGAACCCTAAGAGACTTTAGAT 

GTTTATTTGTTCATTAGCACTCTGAGTACC 

>Sequence 1 179 

GGTACTTTN I TTTTITTTrn TTTTTTTT1 I 1TCTTTTTTTT1 T I 11 ITT 

ri ri rrrrrrrri^'rriM-i riTriM'rrrriATTAAAAAAAAACTGCCTCC 

TTTAATGGCAGGAATACAATTCCTTGGTTAAGAGACCCCCGGAAAAAGGC 
AGGTGACTTTTTTGGAAAACAAATTTGG6A GTTTA AA AAGGGTGTAAA AT 
ATTCTTGCGGCGATTTTTTGTAAAAATACAGT TTTATG TT ^ 
GCGACACCCAATCITTAAACTCTTGAAACAGGTTTTTCCCC I I 1 I I I i 1 1 
ACAAACCCTGGTTAAAAAACCAATTTTTTTTT 

>Sequence 1 180 

GGTACTTTTTTTTTTTTTTTT1 I m i I I I I I TCTTTTTTT1 111 1 FTT T 

iiiiiiiii rn rrn 1 1 1 n nrn rnrn ic ccccagg ggattttat 

TCCCTTTTAAAAAAAGGTTTTTAACAGAGGGl^'ril TTAAAAATTTGG AC 
GGGGGGGGAACTGGACAGGATAAGGGGGAAGAAI'I^ 

ccaaaaaatggttttgggggcctgaaatttaaaaaaaaattttcaaccgg 

gattttggcacgggggggggggaaaaaaaaggttaaaaaaaaaaaccctt 

aaagggaccggcttaaaaagggg 

>Sequence 1181 

acttaggctttcataaaaatacagcagggcaagaggaccaagatggaggc 
agtgatcagggaatctcaatgagggtgagactgcgacaaagacttgaaaa 
aggtggagaagcaagccttgtgggtatttagggtagcagtagtccaggca 
aggggaacaactagtgcaaaggctctaggaggcaatgtgtttgaagtgtt 

TTAAGAACAGTAAGGAGGCTAGTATGGTTAGAACAGAATGAGCAAAGGGG 
CAAAGTGGTAGAAGGTGGGATCAAAGAGGTAATGAGGCCATTGTGGAGGC 
CCATATGGACTATTGGN 
>Sequence 1182 

GGTTCTAATGAAAGCCAGATAAAGGGATGGACGATCACAAGGTGAAGTCC 

CACAGTAGGCTATCTGCAAGCTGAGGAGCAGGAACCGCCAGTCAAACTCA 

AAAGGATAAAAGGGNGGGAAGCCGACAGGGCAGCCTTCAGTCTGTGGCTG 

AAGGCCCTAGAGCCCCTGGCGAACCACTGGTGTAAATCCAAGAGTCCAAA 

AGCTGAAGAACTTGGAGTCCAATGTTTGAGGGCAGGAAGCACCCAGCACG 

GGAGAAAGATGGCCGGAAGACTCAGCCAGTCTAGCATTTCCACATTCCCC 

CGCGTACCTGCCCGGGCGGC 

> Sequence 1 183 

AC 1"I " I " I CTTTTTGTGTATTACITTTC ACTTAGC ATAATGTCCTCC AGCTT 

CATCCATAGCAGCTTCATCCATAACTTCTGGGTGTAGCCATGGCAAGGGT 

AAACTGATATGGCACACTGGTGGGCATGTCTTCTGGAGAGGTGCTTCCAA 

CTCTTCCCTGTTTTAGCTAGTCCTCAATTTGTCTGATGTCTGAACCCCAC 

TGCCAGAGTTGAGTCnTGCCTGCTGAGTCATGTCCAGACTCCTACCTCAG 

AAGTATGAAGCATAACTGGTGTTACAAACACCATCTTCAGAACAGTGATT 

AACCTTACGCT 

>Sequence 1184 

ACGCGGGGGAAGCTCATTCTATACCCGAAGAGCAGTCTCAGAAAGCAAGA 

TTACITITGTGriirriAAAAAATGATTCTTTAATC 

TTCTGATTGGAAGTAGTGGATTCCTAAATGATTCCAAAGTCATCTGTAAT 

TCTTCTG'ri^l'lGTTTTGTTCTGTCTTTTCTTCATTTTGGCTTTGGG TG^ 

GGGGAGGGGCAGGTGACACANAGGAlTrri'rrnrn 1 1 1 1 1 1AATTTTT 

GGAATCTTTTCCAATAACCAGCTAAAGATTTGCACTGAAATACAACTTGT 

ATGCCTTTTGCATT 

>Sequence 1185 

ACTCCTGTATTTGTTCTTATGAAATGACTATCTGCCTTCTCGTATCTAGT 
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AAGATTGGCTGGCTCAACTTTCTTCTGTCAAATTATATGGTTATTTTTTA 

TATTACCACATCAGCATTATATTAAAAGTGTTTTTAATAGTTGAATGTAT 

TTTGCCAACTACTAGTATAGACTCAAATTTGCTATTTAATTTTTAAAATA 

CAATTTATTTTGTAAATCCTTTAAAAAATATTTGGTTAGTTTTGGATTAG 

AAATGATTTATGTTAGCCATGTGTTGAAGATGAAATTGGCATCAGTGTAG 

ACGGTGCTGATTG 

>Sequence 1 1 86 

ACATATCCCTATCTACTATGTAAAGACAAAAAGGCAAATGAAATGATGTA 

ATACAATGAACTCCTCAGAAAATAAGCTCTGTAAAATCTCAGACTGCCTG 

7TTATCATATGCTAGAGTAAACTTACATTCCTTTCTTGTTAGAGAAAAAT 

GATGGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGC 

CAACTACAAGAGAAATACAGTTGGCCCTTGAACAACACAGATTTGAACTA 

CATGAGTCCGTGTACC 

>Sequence 1 187 

ACTCTCAAATAACCTGTGAGTTGGGAAATTCCTCTCCTCTTGAGGTCCCA 

AGATGGCGTGGGGTTCCTGGGCCTGTCGGAAAGTGGCATTCTTTACTAAC 

CACAGGTCAGGAACCCTGCACAGGAACTGTGTAGACAAGGTATGAGGCCA 

GTTTTCCCAAGGAACTTTTATTGGCTCCATAAGTCAAGTTTGAGTCCTTA 

AAGGAAAGCACACCATTCGCATGAAAGTCCTGGTAAAAGAAGTAGTTTGT 

CTAATTGTGTCCTGTTGCAAAAGAAAACAGATTCTTATTGCACTTGTGCA 

AATG 

>Sequence 1 188 

ACATATCTTACTTGATTATTTTATTTTCTATCCCACCAATCCACACCTTC 

ACTGGAAAGTAAGTTCCATAGAGGCGGAGACTTTTGTCTATTTTGTTCAA 

TGAACATCCCAAGCACCTAGAACAGTTTCTGACACATAAGAAGTATTCAA 

TTATGTGCTGGCTGAATGTATGAATTAATAAGTTGAGATTCGATCACTAG 

TTGAAGTATAAATATATATTTTTGCAAGAATAAATGCTACAGTAACTGAT 

TATGACAGCTAATTCTGTGTACC 

>Sequence 1189 

GGTACAATGGCATAGTTGAGTAGTCACCACAGGACCTAGCTGAAATCCTA 

AAATATTTATTATCCCTTTATAGGAAAAGTTTGTTAATTCCTACAATAGA 

CAACGAACTATCAGAATCTATCATACACAGCAATGGTGAACACCTATTCC 

AGTTGGGGTGTGTGTGTGTTTGTGTGTGTGTGTATGTGGTGGGTTATAGT 

GTNNANTGTNTTTNTTACTGTGACCATGTNNAAAAAATTAAAAACAATAA 

ATTAATGACTGTTTAAGTGCTTAAAACCATGCCTGGAACATAGCAAGGTC 

TGAATAAATGTTAGCT 

>Sequence 1190 

GGTACACCTGGTTTCACAGAAAACAAAGCAACTCTTAAACACCAGCTGGC 

AAAATGATAGGGCTTTTCCTTTGAATTAGTCACCACAGGTGNGAAAGACA 

GAATGACTAATCCATCTGATTAAAGATAGACCTTGGAGAAATCAATGACC 

TTATTTACACAGATGACGACTGGTACTGGTCCAAGGCTACTAACGATGGA 

TACGTGAGCAAGGCCTGAAGACTTATGACAGAGGGAGGAGGAGGGATGCC 

TAGCCGGGCGTNCGGTGGGAAGGGCAAGAGGTAAGAGACCCGCGAGTGCG 

GGGGAGATGGG 

> Sequence 1191 

GGTACTTCTACCATCTTTTGTCTACTTTCGTGACTTAAACTGCCATCTGT 

GATACATGAGGACTTACCTAAAATGTCTGAGAACTGACTTACGCTTGATT 

ACCAATGTTTTGGAGTTTATAAAGCTCAATTCTAACAGAACATGATGATG 

TATAAAAATAATCTTAAAAAATAAAATATGATGGTATAGTAATAAAGTAA 

AAATAAATATGGT 

>Sequence 1192 

ACAAAACAAATCTGAAATATCTTATTAAACAAGAAAGTAAAAATGTTATC 

AAAAACTACTGTCGTCTCATCAAAAAGATTCAGAAGCCAATTTAAAGAGT 

CTCACACTGGACACAAAAATAATTTGAGCTTCAAAATAAACTGCAAGGGA 

TTAAAACACATAAATTGTGTTAAAATCCACAAGTTCATAATGATACTAAA 

AAAAAAAAATCTTGTTGGTTTCCTCTAGAGGCTACTAGAAAATCAGCTCA 
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TTATTTCTGATATTGGTTTAAATAGAAGAAAGAAAACCAAGCATC 
>Sequence 1 193 

ACTTT1 1 11 1 1 1 1 1 1 1 1 1 rTTTTTTTTl I Hi I CATTC AAGAA AGATAAT 

TTTACACTTATTCTTTG AAAG AG A AATTCTATGG AA TI 1 1 CTTC rTCTAA 

TTTAATTCCAAAATACATTCTCTCAACCCTATGCCCTCATACTAGTAACT 

TGATGGTTAGCGGGTAAGTAGGTAGTAGTAAAAGAACAGAAGGGGAAATT 

GGGGGAGCAGAAAAGGGAGAAAAAGAAGAAAAGGGAACCTTCTAGTTTCC 

TAATAAAAAAGCTAGAGAATTCCATTCCTGAAAATTAAAGATATT 

>Sequence 1 194 

GGTACATATACATTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAA 

ATAATGGTATATAAACAAATACAATATGTACAATAAAACACCTAAACGCA 

GAGGCTGCTGTTATCCACAATAGTAATACCAATAGAATAAATGATGAGTA 

TGTATACACAGACAAAAGCACAGGACGTATTAATAGGCGGACCCACAAAA 

GCACAGCATAAGCCAACTAGTGTAGCGCACCGGTAGTGTTGGTGGTGCGG 

GATCTAAGATGTGAACGATGAAAATAAAGACAGCGCATCCCGGACGACCA 

CC 

>Sequence 1 195 

GGTACATAGTGTCGCGAACTCAAATCGGCATTTAGATAGATCCAGGTGGT 
TTAAACGGCACGTTTTTTGCTTATAAAAAAAGTGCAAAAAAGATG TGGTT 

TACAAGTTAAAGCTACCra 

AAAGCCTTTTGGACAGAACCAATTTTTGGTTTAAAACTTTGIM^riTCTTT 
AAAAGCTTACAGGGGTTTGGCTTAATCTTCCTTCCCTTTTTCAAAAAACG 
GGGGCCCGAGGGTTGGCCCCTTGGGGGAAGGGTAAAGGGTA 
>Sequence 1 196 

GGTACTAAAGGGAAGTTGCTAGGAAATAGAGCATGTAATCTTATTGTTAA 

TTATGGAAACCATGGCAACACAGTAAATATTATGTCTCTTAATTTGTCTT 

TCAGTGATTTTTTGGCATGAGTGTTATGGAAGAGTA AACAAAATT AAACA 

CAGTGAACTCTGAGTCATTTGCTACCCGAGTTAGTCATTTTCTTTTGAAG 

GTTGTCCANACAAACACrrn ri rrrrrri ATTTTCTCCCCCTGTTGTGT 

CGGGGCGGCAGAAAAAAAAAAAATAAAATGAAAGATAGGGATTTATAGTT 

GTATTT 

>Sequence 1 197 

ACAGGAAGTGTCNCGGAGGAATATATAGAAAACTGCT AGGCTT AATTCTC 
AGAGGGAAGATTGGGTGTTTGGAGTGGGAAGCAAACATTTTTTACTGTAT 
ACACTTGTACC 
>Sequence 1198 

GGTACATGGCCCGCTCCCCCGTCCATTCCAGTTTCC TGCC CTCTACTGGC 
CATGACGGTCATCACAGTGCCCTCCTCATTCCTAACTTTTAAATACACTT 
GAGACCGCCTGATTAATCTTGCACTANGAAAAACAGAACAATACAAACAA 
GTAACAAAAACAAGACACTCACATACAATGNTTTTAATGCTTGAAAAGT 

> Sequence 1 199 

GGTACC AC ATTCCTGCTC AG AAACTGCTC ACTTCCTTAAATTGTC 11111 

TCCCCCAGCGTGAAATGTATCCATTTATAACTGCCTATTGCCTGTTCTAT 

TAGCATCCAAAAATGTGGAAGGCCTCCCAACCACCATNTCTGCTGTGTNC 

TTAGGATGTGCAGNAAAAAATATAGACCTAACAGGTTATGTTATAGAATG 

GCTTTATTTACITTGGTGACTGTTTATGAGTTTTAAATA 

ATTTTCTCGAAAAAAAAAAAAAAGAAGAAGAAAGTACCTGCTCGGGCCGG 

CCGCTCGAAAG 

>Scqucnce 1200 _ 

GGTACTTACAAAAAAGCAAGAGAGAACAGTGGTTAAGGACGCTGACIU1G 

GAGCCAGATTGTTTGGGTTCAAATCCTTGCTCTGTCTCTTACTGTGACGA 

TTTTAGGCAAATAACCTAACCTCGCTGTGCCTCAGTTTCATCATCTATAA 

AATGGAATTTATAATAGAACCTACATCATGAGTTGGTGTGAAGATTAAAT 

ATATTTATATCCCGGCTGGGTGCGGTGGCTCAACCCTGTAATCCCAGCAC 

TCTAGAAGGCCAAGACAGACAGATCACCTGAGGTCAGGAGTTCAAGACCA 

GG 
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>Sequence 1201 

ACGGAAGAGTAAGTGGGGAGGGATGGGAATGGTTCCTTGAGACAATCTTT 

TACTACAGTAGATGCTTCATGGATGGGAGAGTAGGGACTGGTGACTTATT 

TATAGCCTTCTCTTTTAAAAAAGGACCCATTTCTCTCTTGAATGGTGTGG 

TGAAAATTAAGAAAAAAAAAAAAAGAAAAAAAGAAAAAAAAAGTACC 

>Sequence 1202 

GGTGC TTTITITTTTT1 1 1 1 TTTTTTTTTC CTTTTTTTI 1 1 1 11 1 1 1TTT 
TTTTTTT1 rTTT T TTTTT TTTTTTTTTTTTl I AATTCAAAAAACA Tl I I I 
TAAAC'I'ITTTl'TTGCCAAAAACTTTTCTTTGGAAATGCAAAAAATAAAAA 
GGTTCCTTTTTCTGCCCTTAAGGAGCTAAAATTTTAAAAAAAACTTTTAA 
AAAATAAAAAAATACAATCCCTGCCCGGGCGGCCCTTAAAAAGGGCA 

>Sequence 1203 

ACTAGTCCATTCTCACACTGCTATGAAGAAATACCTGAGACTGAGTAATT 
TATAAGGGGAAGAGGTGTAATTGACTCACAGTTCTGCAGGGCTGGGGAGC 
CCTCAGGAAACTTATAATCATGGCAGAAGGTGAAGCAAGCATGTCCTTCG 
CATGGCAATGGCAGGGAGAAGTACC 

>Sequence 1204 

GGTACTTTTTTCCTACAAATGAGTAATTGAAGAATTTTGTTTAGCCAGAC 

CATTTAATTCTCATCAATTGCATAA^ 
TTCTATATTAAGTAACATTTTATTCAGATC 

GTGAGATTTACTAAGAATTTTTCCTGGTATGTATGGTTTTGGTGTATTGG 

AATGTACCTGCCCGGGCGGCCGCTCAAGGG 

>Sequence 1205 

GGTACCAGAAGCJAATCCCCACCGGGGTTGGTTTAAATAGGGACTAACTA 

CTTTGGAGGACATGGAAGATACCTCAAGTTTAAATGCTTATAAACCAAGG 

CTCAGCAATATTCTAGTTAATACTCTAGAGGAATGCTTGCACAGTGCCCA 

AGAAGGTATTAAAAGAATGTTTATTCAGGTGTTATTTGTCATAGTGAAAT 

ACTGGAAGCACTGTAACGGTCCATTACAGAAGAACGGATAAAAACTATTG 

TGACTAATTTATATAACAGTATAGCATACGGCAGAGAAAT 

>Sequence 1206 

CCCTTAGCGGCCGCCCGGGCAGGTACAAACAATTTTTTTTAACTAGCAGG 

GCATGGTGGTTTGTGCCTTTAGCCCTAGCTACTTGGGAGTCTGAGGCAGG 

AGCACTGCTTGAGCCCAGGAGTTTGAGAATACAGTAAACTGTATCACACC 

ACTACACTCCAGCCTGGGTGAGAGAACAAAACCCTGTCTGAGAAAAAAAA 

AATTAAACTGAGATGCATTTCCCCCCTTTTACACTAAGAAACAGACCCTT 

CTTTGTTTCTCACTGGCCGCCAAAGGGAATGCTGTATGAGCATTTCAGGT 

GCAGATGCAGCTGCGATATCAGAAGACCCCG 

>Sequence 1207 

ACCTTGATCTCTAGCAACGAGGGAAAATAAGAAAGATCAAGATTATTGTG 

TCTAAAGAAAACTGGGAATATATATACTTGACCCGCTTCACTTGCTTACA 

TTGTCTGTCTGATTCnTCCAGGCATTAATTAGAATTTGCAACTCCTAGCT 

GGGCACAGTGGCTCATGCCTGTAATTCCAGCACTTTGGGAGGCCGAGGCT 

GGTAGATTACTTGAGGTCAGGAGTTCAAGACAAGCCTGGCCAACATGGCA 

AAACCGCATCTCTACTAAAGGTACC 

> Sequence 1208 

GGTACCCATATTGCTAATGCTAGGATCAAGATACCACATAGCCAGAACAA 

GAAGTTGAAGGTAAACATAGAATATTTTATACAGGCACTCACACCTGCCA 

TTTCGGAAAAGGATTAGGAATCC^GATGCCGTGAATTTAACTATTCGTTA 

CAGGCTTGTCCTGCAATATGCTCTGGAGCAACTTGCCTGCA GA 

GTATCCACGGACATTTAAATATCCK:^^ 

TCCTTTGCTTGTCATCCCCGCGT 

> Sequence 1209 

ACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCCGGGATGAAGGCCGTGTT 
GGGGCTAAACCACACTCTGGAATTCTGTCAGCAAATTCCTCGCTGTGTGA 
ACTTGAGCAAGCCATTCACCnTTCTTAAGCCATTTTCrTGATA 
GAGCCTCACCAAGTATTCAACGAGAACATGTAAGTGAAATGCTTCACAAA 
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ATGCCTGGTAAATAATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGC 

AGTCTCTGCCCTTTAATGTACC 

>Sequence 1210 

GGTACATTGTGAGAACTCTGGAATTATTATTTTTATTTGATTATTACTAT 

ATTTTATCTGACTAGAAGCCATTTATTACCAAACCAATTTATTTCTTAGA 

GTTGAAAACCGTCTGTGAGAAGCTTCTCTGGCCTGGATGGAGATCCAGCG 

CTTTTTTTTTTT1 1 G AGGCAGAGTCTTGTTCTGTCGCCAGGCAGG AGTGC 

AGTGGCACGATCTCTGGTTACTGCAACCTCCACCTCCTGGGTTCAAGCAA 

TTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGTC 

> Sequence 121 1 

GGTACTCCTGCCAAGAGGGCGACAAGTTCAAGCTGAGTAAGGGGGAAATG 

AAGGAACTTCCGCACAAGGGGCTGCCCAGCTTTGTGGGGCATTCCAGAGA 

ACCATGTGCTGTGAGGGCCTTCCGAGTCCATCTGTTTAATCCTGTCATTG 

GAGACTTGAGAAACCAGAGCCCAGAAGGGAAAAGTGATTGTCCCAAGATC 

ACACAGCACTGGAGAAAGTGGATGAGGAGGGGCTGAAGAAGCTGATGGGC 

AGCCTGGATGAGAACAGTGACCAGCAGGTGGACTTCC 

>Sequence 1212 

acatacagtttacattgtggtaacaaagtaggacatgctatga aggcc ct 
ttg aattc gc ttgacaag aatg acaga gatctac tagac c caal l i i iaa 
ataatattgctggtttttgctcaacatgaatt/Uaatatggtggctaatg 
tgcagattttacatttggagaactttaattttcagtattaattagaattt 
gtttaatattacaaatgcatttaatgacacttaaaattgtacc 

>Sequence 1213 

GGTACCAATAAGCATACCTAGAGTTGAGATTTTGGTTTCTAAATGCCATT 

CTCCAATTAAAAAGGAATCAAAGCACCTCAGATAAATGTTTAATTCCAGG 

GCTGGGGCAGGGAAAGTGAAAGAGAATCACAGAACATCCTGTAATGACAG 

AAAAAAGTCACAATAAATGGTGGGATTATGTCAAAAGGACATGGGATTCA 

ACTTGAAAGATCTTCCAATAGCCAAATCTGAGAAAAGTTAAGCAACAAAA 

AAAATAACAAAATCTTATAATCTATAGAAAAAATATGAATGTATA 

>Sequence 1214 

cccTTAGCGGCcGCCCGGGCAGGTACiTrrrrri'i"n"rrri'i nrnTTT 

TAGAAATTGGCGGCAGTTTATTAGTCACAACTGCTCACAGGGAGGGAGGT 

CACCACATGCCATGCGGGGTCACAGGAGAGTTGCATTTGGGAATAGAGTG 

AACCAGTAGGGGCTGTGGAAGGCAGGCTTTGCAGTAACAA GAGGA AGAGG 

CGATTCCTGGCTCCTCCAGATGTGACAGGCTTGTTTGAATAATTTTCCAG 

GCTGGAGGGAAGTGAGCCACGTTGAGACCCAAGGAGGGTACCTCGGCCGC 

GACCACGCTAG 

>Sequence 12 1 5 

ACAATTAATTGTGTTCTTGTGACCTGATGATTTTTTGAAAATTTGCTTTT 

CTCTTTAAGAAATTTAAGTTTTCAAGGGCCGTATTAGTTATCTAAATATT 

TTGGGCTAATGTTGACTTATAAATAAATAAAAATTTAG AAATATA TTCAT 

G ATG AC AATTTTGTTACTTACACTGCCTATTCTTTATTTC I ill i lAGTT 

CAAAGGTGAAATTTTGACCTTTGTATTAACAAAGCCTCAAGAAAAGAGAA 

ATTCTGCCTTTTAAACATTGGTTTTCCTTGCATT 

> Sequence 1216 

GGTACATGGAGGAAGTGGAGGTAAATCGAAACCGAGCTGGATTACITCCG 
■GTCTGAACTCAGATCACGTAGGACTTTGATCGTTGAACAAACGAGCCTTT 
AATAGGCGGCTGCACCATCACGGATGTCCTGATCCGACATCCTGGCCTGT 
AACCCTATTGGGGATCTGGACTCTAGAATAGGATTGCGCTGATATCCCTA 
GGGTTACnTGTGCCGACGGGCAAGTTATTGGATCAGATTGXGTXTAGTAC 
TTGCGCTCTGACTGGTGGAGTCTTACCATGT 
>Sequence 1217 

GGTACCACTGTGCTCTAGCCTTGGTGACAGAGCGAGACTGTCTTAAAAAA 
AAAAAAAAAATAAAuAAAGAATTTATTAAAAATTTAAAuAAAAATGAAAAAA 
AGCTGCATGCTTGGTTTTTGTTTTTAGTTATTCTACATT 
TACCAAATATTGGGGAAAATACAACTTACAGACCAATCTCAGGAGTTAAA 
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TGTTACTACGAAGGCAAATGAACTATGTGTAATGAACCTGGTAGGCATTA 

TTTATTGAATTATCATCATTCCATATGTCCAGCACATTTTTAATAGGAAA 

GT 

>Scquence 1218 

GGACAATGTTAAATATCTGACTTTTCTATGATTTGGCnTTTCTGCTTGAG 

TAACTATTTAAATATCTGCGTGATCITCTTTAATTTGGGCTACTTCT 

ACAAAACAGAGGTATTTACAACAAACCACTTGCCACAGGGCCTTTGAACC 

GTTTACCTAAGTCAAGTGTAATGAAAAACATAACCAAATGCACCATGGGG 

TTTATTGTTAGATAATAAAAGGCTTAAAAAGCCCCTAGACCCTAAAAATG 

CCTGGGATGGATGATTGATGCTCATATGCTACTTGAGCATGTA 

>Sequence 1219 

GGTACCT i ri rrri l riM 'I M rrrrCGTCAAAGTCACTATTTGGGCCCTAA 

CATAATCCTGCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAACATAA 

CTCTCTCTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCATCTAG 

ATAAATATCTATCAAAATTAACTTTAAGAGAAATACTCTCTTTCCTTAAA 

AGCCCTTATTTTTTAAGACACTAGAAAATAAGTTAC TATA AAAAGTGGTG 

GTCTGGGGGCTAAAAACAAAACAAAAAAAATCCTCTTTTCTACA l I TTTT 

AGTTTTC 

>Sequencel220 

GGTACAGAATTATCAACTGATTTGGTCAGTTGCTTCCAATGCTGGTTGAT 

TTCCCTCATTGTGTAAACATTGACAGGTATGTGACAAATGGGAAAAAAAA 

TCCAAATAATAAAGTGACATATTGGTGTTCATAAAAAAAAAAAAAAAAAG 

AAAAAAGAAGTCCTTTTTT1 1 rTNTTTTTI Mil GTTACTTAATAA AA A A 

ACTGAGTTTTATTTCACATGTATTTTGTTGGNTCCCCACCTTTTCCATGT 

TTGACCACCGCTACTACTTAGTCCTATCATAACATTCCATACATACTTAA 

AACC 

>Sequence 1221 

GGTACCTGAGCCAGGCCAATCAAAGTGTTTCTCAGGAATTAGGAATTTCA 
CACATAAAACCTGGAGAGATAGCACATGCTCTTTCTTTCTTCTTGGACTG 
TGAGCTGTACCTGCCCGGGCGGCCGCTAAGGG 
>Sequence 1222 

ACTTTTTTTnTTTTTl 1 1 nil 1 1 1 1 1 rATTTTTTTI 1 nTTTTI 1 1 11 

TTTTTAACAAACCCTGTTCTTGGGTGGGTGTGGGTATAATACTAAGTTGA 

GATGATATCATTTACCK5GGGAAGGCCCTTTGTGAAGTAGCK:CTTATTTCT 

CTTGTCCTTTCGTACTGGGCTGGAATACCTAAAACTAC GTGTAA AATGTA 

AGTAGTGACCAATAGAAAATAAGGTTACCTTAACrrCCTTTTTTCCTGGG 

GGTTCTAGGACAAAAGTATAGGCATTGCCAAGGTCAAAGAATCAA 

>Sequence 1223 

ACACTGAACAATTTGTTAAGATAGATCTCACCTTGTGTT CTTA GTGAAAA 

AAAAAAAGAAAGAAAATAGAACAGAAAAGCAATTGGATTTTAATTCTGGA 

AACTCCTTTCTCTTCCTTACATCCAGGAAATTTGCTGTTTATTTTGAAAA 

GCAAATTTAAACCTATTTAAGGGAGAGAGAGCTCTTGTAAAAATTCATTT 

ATTAGTTCTGGACCAATGTTATTTATAAGCTATTATT TCAAATG ATAAAA 

AATAAATGCATAATACATTTG ATGATAG AACA'l TTTTCTTTTTA 

>Sequence 1224 

GGTACTTCTCAAGACCTCACTTTTATCTGTGAAATGTGGGGAAGGTTTAT 

AAGTAAATGAATGAGGGGTGA GGTTGT ACCATAATGCGCCTT GAAG TAAT 

ATTTGTGGATAGCrAAAAGCAATTTTTGG 

TTATTTTGGTATTG ATCATTCGTTGTTGGTGTATTG AAAT !*.GTCATAAAA 

TAAGATCTGTATGAATTGTATTATCITCTGTATGTTAAGTATTAGTGTAA 

ATATTGTATTATGGATATATGATGCAGATTCAGATTCATATATAGACAGT 

ACCTGCCCGGGCGGCCGCTCTGAAGGGTCGATTTTCAAAAAACTGTCTGC 

CGTTTCTACTTGGATCCGAGACTCGAACTAAATCCTGGCGTTGTCATGGA 

CATAGC 1 A 11 1 1 CCCGTGTGAAAGTGTTAATCCGATGACAATTCCACACT 

AACATTCTAACCCGTAAGCATATTTTTTAACAGCCTTGTTATACTTGAGG 

TTGTGCACCACACTCACATAAATTTCTTTAGAGCTTGGGGCCCGGGTGTC 
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CAAGGGTTAAATATATAACTCTTTCCGTCTTTTAATGGAACATTGCTACG 

TTTCGCGTAGAAGGTTTTTTATCTGTGTTAACGCGTTTATTTCTTATTAC 

AAGGGCGGTGATACGGGGTATTCCCACAATATATGATTGTTTCCACCCTG 

TATAGTAACTCTCTTTAAATTGGTTTCTGCTGATGTTTCCTAAAA ATCTA 

AAGGAGACGCCCTGTTGTGAGTTATTTTATTATGTATCCATCCCCCITTT 

CTGTGTCAAATAAAAGCCGTTCATAT 

>Sequencc 1225 

GGTACATCATTTGATGTATGTTTTTGTTTTTTTAACATAAAAG GATT ATA 

TCCTTTTCCGCCAGCTGTTTTCACTCAATACATTGTGAAAATATTTTCAC 

ATATGTTGCATGGGTTTCTATAACATTTGAAATGACTGCCAAATATTTCA 

CTGTATGATCATCATTTAATATTATTATCAATTTTGTATATTTAAGTTAG 

AACTTTTCCATTACCATAAACATCATTATGAATGAGCTTTCTTGAACTGT 

ATTTTAATATACTTCCTTAGGATAAATGCTTAAAGTAATAA 

>Sequence 1226 

ACATATACACTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAAATA 

ATGGTATATAAACAAATACAATATATACAATAAAACACCTAAACGCAGAG 

GCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTCTATGT 

AGACACAAACAAAAGCAGCGGACGTATTAATATGCAAACACACAAAAGCA 

CACAAAAGCA'AAGCAAAAAGCACGCCAGTAATGTTGTGGATG CAGTT TCA 

AGATTTGACTTATAGAGATAAATCCAGTAGACACTGAAATAGATTTTGG 

>Sequence 1227 

ACCCGATATGTATGTTGAATTAAGAGGATTTTTAAAAATGACCCTTAAGT 

CTTTGACATAACAGCCCCTGTCACTTCTTGTCACAGTTTGTATGTGTTGT 

TAATGGAATGTCTATTTCTTTAAAGAGCAGAGAACTACAGTTACAGGGGA 

TACAGTGTGAGGGGTGACACATTGCTGGATTCTGAGCTCAGGCAAATCTG 

TCTGTGTCTATATTAATAGAGGTCTATCTTTTCTTAATACTGAATGCAAT 

GGACCATTCCAACCTAAGTTATCCTTGATATGCTGGGATTACAATAA 

>Sequence 1228 

GGTAC 1TI TTTTI 1 1 " I " IT ! 11 TTTI TTTTI Til AGAGACAGAGTCTCCCT 

GTGTTGCCCAGGCTGGTCTCAAACTCCTACGCTTGAGCAATCTTCCCCCT 

TGGCCTCCCAAAGTGCTGGGATTACAAGCATGAGTCACCATGCCCAGCCA 

ATAATGATTTCTTGATTGAAGGAATGAATGAATTAAAAGGTTCATCTTTG 

GACACAAAGGCAGACAAAAGTTTGACAAAAGGCATTTTTGAAACTAGGAC 

CTTTATTATAATATTAGTCTAAACAGGGGGACCCATGAATAAGCATGG 

>Sequence 1229 

CACAGAAAAAAAATCTACACCAGGTAACACTGGAGGATGCAGGGCTACAT 

TTGCCACTGAAGAAACATTGTTCTCTTGCATCTGAATTCCAGTGCTTTCC 

AAATAGATGCGTAGATGATGAAAAATGGAGCAGCTTCTTTTATTTCTTCT 

TCTTTCCTCCTTGAATTCTAGTACTTTGTGAACTGTTGAGGTGTCCCTTC 

CTAAGTCACAATTCACACTGATGCATACACTATAGTGAAACACTGGCTTT 

AAGAAAACTGATTAACAGAAAACCGGCAATTGTTATTTATTTTAAAT 

>Sequence 1230 

cccittgack:ggccgcccgggcaggtacaggttctaaaacgaaagtattt 

gggtagtccacttagtgatattatgtggatgtgtagacaataatattagt 

tcctagattaaaagctatatgtatagaagaacaaagattagctgcaaaaa 

ggagattgtttgaaagcgaaaacagtgggtatggcaatactgaagtggaa 

acttcacagatggtacaggtggaagggcgccatgagactgaaacaccatg 

TAGTCAGTATAGAGGTGGAAGTGGAGGGGGGTATAGTGAGTTACAAA 

> Sequence 1231 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAAT 
GGGCAACITCTAAATATTGATACAACCATTAATAATAATGCTGATAGGGT 
CAAAAGACAATTGTTGAAGCACTGAATTCAGTAACCTGGGTCATGGTCCA 
ATTTTGCTCACTACTTCATATCTTTTATC 

TTCCCTAAATTCCACATCAGTTTGTAAAGTCAATGGATTAAATTATTCAA 
ATGTAGCTATTTAACGGTCAGTAACAATGCCTAGAAACCTATTTATTCAT 
CTGTAATATTAAAAAGCTGAATTTGATGATCTTGAAAAATCCTTTCCAGA 
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TTTACAACTTTTATTCTAACAGTAAAAGAAATACAGAAAAAGTGTCAACA 

AACTTGGATGGGAAGCTAATAATTGTAAGTCACACCGAGAGATTAAGCTA 

ACAAATTTCAATAACAGCAGTCATATGGGGAAATCCCCAGAACTATTTAG 

AAACCAATCirTTGAATGCTAAGAACTACNAGTAGAGCCCATTTACTTAG 

AATTTTTTTCATAGAAAAATTAGGGCCTTCAAA 

ATTGGAATGGATAAAAGATGCTTGGAAACTAAATTTTGGTTTGGCGAAAA 
AATCTGAAAAAAACTGCCCTGATAAGGATAATGGGAAAAAATGGCAATCC 
TTTAAAGGCTTAGAACCAAACTGGGCTTTGGACCTAAAGTTT 
>Sequence 1232 

CITACGTGGTCGCGGCCCGAGTTCATTTAAAAGGGGGATGTTATACTTTA 
AAAAGGTTTAAGAAATAAATTTAAAAAGCCTTGGGAATGGTTTACGGGAA 
GGGTCCGCTTACTGGGCTTTTGGCCAGGGACTTAATTTTAAAACTAAAA 
>Sequence 1233 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAAT 

GGGCAACTTCTAAATATTGATGCAACCATTAATAATAATGCTTATAGGGT 

AAAAGAAAATTTTTGAAGCACTGAATTCAGTAACCCTGGGTCATGGGCCA 

ATTTTGCTCACTACTTCATATGTTTTATGTAGATTATTCCTATAAACATG 

TTCCCTAAATTCCACATTCATTTGTAAAGACAATGGATTAAATTATTCAA 

ATGTGGCTATTTAACGGCC ACTA A C AATGCCTAG A A ACCTATT 

>Sequence 1234 

GGTACAGTTTTTGCGGATTGCTGAGAGTGCCCCATGAGGGGGGAGAAAAA 

TAAATTTCTATTTTTATTTNGGATCTAGGCTAATTCTATTCTTCACTTGC 

CCAATTAGTATTTCCCATTGGCACCGGGTTAATCCACA ATAA ATGGTCTT 

TTATTATGGTTCCTGCAATCAATTGAAACCCTTTGGGGTTTTGTTCCCCC 

AAACATTTTATTTGTTAAATCCATAAAAACCATTTT CTGG TTAAAAAAAT 

AAAGTCTTTTTCCTTTGGTAATAAAAAGCACAATCCTTTTGTAGGCAACC 

ATGGAGANTTCAATAAACCTTTTCTTCCCAGGGAGACAAAAAGAAAGTAC 

CCCTATGTAAAGGATGGGGATATTTTGGCCTTTTGGGTCCGAAAAAAGGG 

TTTACCCCTTGCCCCTGGGGGCCGGGCCACTGCTTTCCGGAAAAAG TGTG 

CCGAAAATTTTTCCCCAAGCCAACCAACTTTGTGGCCGGGTCCCGGTTTT 

AACTTTAAG 

>Sequence 1235 

CCCTTCGGCCGCCCGGGCAGGTACTCTGTAAGTCTGGAAGAACAGGTCAC 

ATTTATTCAGACTTCTCCCCCACAATTTTTAATCAAGCACCTCCCAGTAA 

CAAGTTATTTAATTAGATCGATTTTAAGTTGACAACAGATGTATCAGATG 

AGGAAAAAATTGAGCATGTGTGGTGTGATTATATA ATAGAA TTGGTTTCT 

ATAAACCATTTATAGTATTCAACTTTTATAGTATTACTTTTTCAGATGTA 

TGGATATATAGACTATTATTTACTAACTGAGGCTCTGCGAAGTGTAGTGT 

ATT 

> Sequence 1236 

GGTACTCGGATCTATGATAGAGTAGAATAAAACCTCTTTCGTCTACAAGC 
ACAACTTATTCAAAATTGTGTGGCAACTCACACTAGCGATCATACCTGCT 
TATATTCTCCTAGTTAGTCCCTGGGGGATTATACCrTTTAATTCTTT 
>Sequence 1237 

GGTACITCTGACTAAACTGGAATTATGAGTGAGGAAGAGAGATTACTAAA 

TAAATGACTGGGGCAAGCAAAATTGATGAGGAAATTACAuAACTGTTTGAC 

AAACTTTTAAGAGCTACrTTGAAATAACAGAAGT^ 

CACAATAATGGCGTAGAAAAGTATGGTTTTAAACTGGGACCCTTATTTAT 

GCACTTITrAAAAAATTAATTTCTCAGTATACTO 

TTTGTTAAAAAAAAATTTCATAGATATTACCAAGAATATGGAAATTAAAT 
AAAAAAATTGTATACTTCCCCTTTCTCAATTATTAGATATTTATATGAAT 
TATTATTTAATTATATACTAATATATTTITATCTCTTGTCCCCCAGA 
CTGGGTCCG TTTTTI T AAAAATGGTGGCAAG 
>Sequence 1238 

ACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTATACAAACCCGAAACTGT 
CTACACCCAGACTTTATTCTTCTACAACCAAATTCCTCAAACACACAATC 
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TGAACAGTAGCAGTGAAAGGGAGTTTAAGGTGGGGGTGAAGGAGAAAGGA 

GTAATATGGTTTTTTAGTAATATAGTAATTTACATTTTCAAAAATCTTCA 

GTGTTTCACTATCTTAAATGAATATTTATTCTGGTGGGCCTCCCATTTCT 

CTTCTCCTGTTAAAAAAATGACTGTTATTAACTCCAATCTCATGTGGATT 

TGGGTTTACTCACCCTCAGATTGGGTAGAACATCTGTCTTCAAAGAAAAA 

CGAGTGACATTCTTTGCAAATTCCCCTAAAGACCCCGTAGGACAAGTATA 

TGAAACATTTAATAAAATCACTTCAGGCCCAACTGCTACTTTGCACTGGG 

AATTAATTGTCATACTATTATGGCCCAAGTTGGGCTGACACTTGATTTCT 

CTCTGGAAATGGGACTAAAATTAACCTAAACCAGGAA AAACAAAG GACAT 

TTGTTTTACCTAC A A CC AG ATGGCCTTA ACTATTC A A A A mm i I I CCA 

CTAAAAAATTGCCACAAAACCACTTATTTCTTTAAACAAAAACTTTCCTT 

TTAAAGTCTTAAACTATTTTTTAAATTCCTTTAAGGGCAGATGGTTGTTT 

TAGAAAAAAAATTAGAATTGCACT 

>Sequence 1239 

CCCTTTGGCCGCCCGGGCAGGTACGCGGGGCGGTATGTGGGGCCAGAGCA 

TCCGGAGGAACACAACCTCTGTGGTCCTGTAGGAGCCACTATGAGGAGGG 

CCCTGGGAAGAATTTGCCATTTTCAGTGGAAAACCAGTGGTCGTTACTAG 

CTAAGATGTGTTTGTACC 

>Sequence 1240 

GGTACGCGGGCTACCAAACCTGCATTAAA^ATTTCGGTTGGGGCGACCTC 

GGAGCAGAACCCAACCTCCGAGCAGTACCATGCTATATTGGTCACTGTAG 

CTCTGTAACATAGTTTGAAGTTGGGTAATGTGATTCCTCTAGCTTTGTTA 

GCTCTGTTGTTTTCACTTAGTATTACTTTAACTATTAGGGCTCTTTTTTG 

GTTCCATATAAATTGTAAAATAAATTTTTCCAGTTCTGTGAAGAATCTCA 

TCGGTAGTTTGATAGGAATAACATTGAATCTGT 

>Sequence 1241 

CCCTTTGAGCGGCCGCCCGGGCAGGTGGATCACTTGAGGAGTTACAGACC 

AGACTGGTCAACATGGCGAAGCCCCATCTCTACTAAAAATACAAAAATTA 

GCTGGGCGTGGTGGGCGTGTGCCCCCTAATAATCCCAAGTTACTTTGGGA 

AAACTTGAGGCCAGGAAAAATTCGGCTTGAAACCCCGCGTAGGGTGGGAG 

GTTTGCAAGTTGAGTTCAAAGAATTGGCACCAAGTGGCACCTCTCAAGCC 

TGGGGCCAAAGAAGTGAAGACCTTCCAATCTTCCATATAAATATAATATA 

AAATAATAAAAATAAGAGGTAACCTTCGGGCCCGGCGTACCCACCGCCTT 

AAAGAGGGCCGAAATTTCTCAGGCAACAACCTTGGCCGGGGCCCGTTTAA 

CTTAGGTTGGGAATTCCCGAAGACCTTCGGGTTAACCCAAAAGCCTTTGG 

GCGGTTAAATTCAATTGGG 

>Sequence 1242 

CCCTTTGAGCGGCCGCCCGGGCAGGTGGATCACTTGAGGAGTTACAGACC 

AGACTGGTCAACATGGCGAAGCCCCATCTGTACTAAAAATACAAAAATTA 

GCTGGGCGTGGTGGCGTGTGCCCGTAGTAGTCCCAGCTACTTGGGAGACT 

GAAGCAGGAGAATCGCTTGAACCCGCGAGGTGGAGGTTGCAGTGAGTCAA 

GATTGCACCAGTGCACTCCAGCCTGGGCAAGAGTGAGACTCCATCTCAAA 

AAAAAAAAAAAAAAAAAAAGGT 

>Sequence 1243 

GGTACAGAATTCAGTTTCTGGGGAAAGTGAAGCATGAAGGGAATCATAGG 

AAAAATTTGATTTTTGTGTATGGTGTAAGAAAAGAGTCCGATTTCAATCT 

TTTTGCACATGG ATTATCCAGCI T M ' 11 CCAACACCCATGTTATTGG AAA 

GAGAACTTACCTTTlTrCCCrrTTTGTGGGATT 

GTTTGGAAAGGTGCCCTTTTCCTTTTTGCCTTTCAACAC^ 

TCACAATAACAAAGGTTGACCCCTTGAGTTTCATGTTCCAATCCTTTCTC 

TTGAATTCCAAAAACCTGTTCTCAGTTCGTTCrTAAAATTTC 

GTGGAACCGTTTTGGGTTCAACCITGACTTGCCrTGAAAA CTCCCA AGAA 

GGAAAAGCCTGGTTTTGGTGGCCTTGGTGGCCCCAGACCCCl 1 1 1 CCCCT 

TCCCTTTTTTGTTCCC 

>Sequcnce 1244 

GGTACAAATAAAGTCTTCCAAGGGTTCAGAATAGAAAATGATCTCTTCCA 
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GCTTGGGGACATTTGGGAAATTGGGATTCCTTTGGGGAAATGTACGTAAT 

CAGTATATTCTGGGAAAACATAGTAGAGAATGAATAAATAAATTGCATCG 

AATTGGGAATATGTTGTCCATTCTCCCTGTAACTAATGCTATCAAGATAA 

AGTAGAAATACCACATTTCAGAAACAGCTGGAGTAGACAGGTCTTCATAG 

GCTAGCTTGGAAACCTAATAGCTATTAATA ATGAA ATTGTAATTATACTC 

TGGATTCTAAACAATGAACACACAGTGATCTTTTTGACTTGCTGCTTGTT 

TATAAGTTGGGGATGGTCTGAATTCATTGTTGA 

>Sequence 1245 

GGTACAGATGTGACCTTTCTTATAGTCAGTCAATGCTGGGAAGTAACAGG 

CAGATGTGACTTCACTTGAGCAATTGGAGAAAGCA AAAAA GTTTGCCTTA 

GTCGTACCTTAGGTTTTAGATGGACAGTACTTTGCATTTTTGCTTCCCCA 

AATTCTAGGTAGTTGTTTCTTTGGTTGAAGAGGATGGTAACCGGTACATC 

CTTTCTGGGTGACCTAGGGCAAACTTAGAATGTATAGGTAATTCCTTTGT 

AGGATAGCCTGGATTGGTTCAAGGGAGATGGGATCACCAGGGGTTCCACA 

GGTGAAAACTTCCAACTTTTTAAATTATACTTGGATGTTCTTGGTGGGAT 

GGTTTGAAAAGGTGCCAATTTTGGAGATCTTTTTCAAATTGAACCATTGT 

TAAGAGGGGGGGACAAAAATGTTTCTTCTTTGGCCTTCCCAACCCATTCA 

ATG 

>Sequcnce 1246 

GGTAC TI TITHI Tl l i l t I 1 I I r TGTCT A ATTACTACCTTTTATTCTA A 

TGTGAACCATGGGCCCTGAAAGACTGATAACAAGCTTTGGCATGAAGCAG 

AGGGGGAACTTAGGGGTTCGGCAGAAAAAGGATTTAATGGGGTGGGAAAA 

ACATTTGGGCTTCTTTCCTTTGGGGGAGATGAATGCCTGGAGGAAAATGG 

GGAAGTAGAAGTTGGTCTTCAAACCCTGCCAAGGTAAAAATTAGGCCTAA 

GAAAAAAGGCTCAAAGGGGCCAAATAGGCTTGGGATAGGGGGTAGAAGGG 

ACCAGGTTCTAGCATTGGTTTCAGACCCCTGGGGGTTTCTTGGGATTGTA 

ATGGGGTTTATTTCCCCCTTTATTCCCCTTGGTGGCGCATTTCCCCAATT 

TTTCGGTATCAATTGAACCCCCTTAAGTATCTTATGGGGAGACC 

>Sequence 1247 

CCCTTGGCCGCCCGGGCAGGTACITI II 1 1 1 1 11 11 1111 1 111 I iiiii 

TTTAGTGAAAAAACTGTAATTCTTTATTTGAAACAATGCATTTCAAAAGA 

AATAAAAACCACTCAGACTTCTTAGAACATTATAAAGTCAAAAAAACGTT 

GTCAAAAATTTTGGCAATTAGTAGAATAAGTATAAAAGGGGTTAATCAGA 

TACCAGCCAGAATTAAGGGGTATAACCTCCAGTTCTTCAGACAGAAAAAG 

AGGGACATAAATTTTITCATTTTTTAAAAAACnTCTTT 

CTTAAATTTTTGGACACCTATTCAAAGATAAAATAATTTTTTATTTTCTC 

CAATGGTGGAATTATTGGACCAAAATTAAATTCCCAAAGGCTTTGGCTTG 

TATCCCAAACTAGACCCTGGCAAATGGGGGGCAAGGGTTCAACCCCCCAC 

CAGTCAACAAAGT 

>Sequence 1248 

ACTATCCCTATGAGGCATAATTATAACAAGCTCCATCTGCCTACGACAAA 

CAGACCTAAAATCGCTCATTGCATACTCTTCAATCAGCCACATAGGCCCC 

TCGTAGTAACAGTCCATTTCTCAATCCAAACCCCCCTGAAGCTTCAACCC 

GGCGCAGTTCATATCTTCATAAATCCGCCCACGGGGCCnTTAACAATCCT 

TCATTACTTAATTCTGCCCTTAGCAAAACTTCAAACCnTACGAAAC CGCA 

CTTCACCAGGTTCGGCAATCAATAAATTCCTTCTTCTCAAAGGGAACTTT 

TAAAAA CCTTCTAACTCCCC AACTAAAT AAGCC1' 11 T 11 ' 1 G AATGG AACT 

TTCTTAGCCAAAGCCCCTCGACTAAAACCCTCGGCCCT^ 

A 

>Scquence 1249 

GGTACTATATGTTGCTCTCTCAGTGGCAACAATGAAGTTTTTGCAATTCT 

AGAACTTGGATTTTTTTTTTAACAAAAGTCCCAAAACACCAAAAATGTAA 

ACAAGATAAGAGATTAATATTGTAGTGGTGTAATTTAATTAAAGTTATAT 

TTTGGGTrAATTTTAACAACTGAAGTCTTATTGTTGAAACTTA 11111 ^ 

CAAAACTGTGCAGTTAAATTTGTATACGTATTCACATACTGAAAGATGAA 

CCGTTAAAATAGCACTTAATTTTGTGTTTCTTCAATATGTCTTGATAATA 
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ACTTTGGTGCAATTTAATATTACCCATGTTAAGGTTGA 
>Sequence 1250 

TGTACTTAGGTGCCTACAACATAAACAGAACCTGGTAAATTAAGTATTGA 

AAAAATGCTATGGGGCAGAAGAAGAAATGCTTACGCTTCTGTGAAGAAGA 

GAACACAGCTATGTTACACGAGGTGAATAAGAACACAGCTGCAGCTGAAT 

AGAAGAAAAGGTATACGAATTGCTAAGGTGTGAACATTCCTATGACTGTT 

TCAGCCACTAGCAAATGTCAAACAGTCTACTCTATAATAACGCCATAGTG 

ACATGACTTAAAGGTGGATCCTTCATGTGCTTTAAATCGTTAGCGCCCCT 

CTCGCGGAATTCAGAGAAGGAAGCTTGCCAGGGATTTCATATTCCTGGCT 

AAACTTCTCATCTTATAGGAGTGAGGCCCGATAATCTTA TATAA ACGAGA 

TATCAAGTCAAACACTCCCTTTCCCGTTATTATTGAGAAGTTTTAATATA 

CACATGTCGCAATTATCTTGGGCAAATTCGTATTAACGCTTGCCTTTCTG 

TCAATTAAGAGAAATATGGAGTGTCTCCATTGGTAAATGGAAGATAAGCT 

CTATTATCAGCTTTCAATTGGCTGGAAAACATTTCAACGGTAGTATCTGG 

TACCCTGGCCCGGGGCGGTCTGAGAGGCTGGATATCCTGCCCCATCTGGG 

CGGGTCCGGTACCTATGTGGAATCTCTGGCTATGGTCGCAAATGCTTGGG 

ATGTCATTAAATGGGCCCAAATCTTGGTTTCCTTGTGTAAATACGCGTGA 

TATCTCGTATAACTAGTCGCCCCGCCAAATTTGCGAACTCCTGCAGCCAT 

m a r a r-r-oT a Tonr-CT a cr^.r.Tr.orT ata xtg a to a a nrTncCTTCC. A TT A 

I AUAUVJU I A » ^/V^VJV a n\jv»v«vi • www • wi~W « w. » »w - - - 

ATATGCGCTGCGGCTGACTTGGCTCGCTTTTCAGTTCGAAACTCTGGATT 
GCCCGTATTCATTAAAGAATCGGGCATACGCGCGGTGGAGGGCTGTTCGG 
GATTG 
>Sequence 1251 

ACGCGGGCAACAGTTAAATCAACAAAACTGCTCGCCAGAACACTACGAGC 
CACAGCTTAAAACTCAAAGGACCTGGCGGTGCTTCATATCCCTCTAGAGG 
AGCCTGTTCTGTAATCAATAAACCCCGATCAACCTCACCACCTCTTGCTC 
AGCCTATATACCGCCATCTTCAGCAAACCCTGATGAAGGCTACAAAGTAA 

GCGCAAGTACC 

>Sequence 1252 ' 

ACCTATTATTATTTCAAATTTAAAAACITCTTCTTTTTTAAGAGATAGGG 
TATCACTATGTTGCCCAGGCTGATCTTGAACTCTTGGCCTCAGATGATCC 
TCCTGGGTTCAAGTGATTCTTCTGCCTCAGCCTCCCTCTTATTTGCTTTA 
CAAGTCCTGCTrCAGGGTTACCITCCCTGACCA CTGCTG CC TCCCT CCCA 
GCATTTGCCAG<jGACTGTCATTGCCrTAGTTTATTTTTTCT 
TTTTTTTGTCGTTTTTGI 111 I 1 1 1 1 G AG AC AGCGTCTTAGTCTGTCGCC 
AAGGCTGGAGTGCAGTGGCGCAATCAAAGCTTGCTGCAGC 
>Sequence 1253 

GGTAc rrn i ri 1 1 1 1 1 rn i i i ri rn i rn i t actttagtagagatgg 

GGTTTTACCATGTTGGCCAGGCTGGTCTTGAAACTCCrGACCTCAGGTGA 
TCCACACGCTTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACC 
ACGCCCAGCCTAAATATI TC IT 1' ATAGCAATGC AAGG ATGGCCTAACACA 
CTGCCTAAATCAAAATTGCTATTCACTTCAAGC GTAT TCATTACCTGACT 
AG CTTTI 1 1 GGGTGCATTTGAACATAATGTAAATTTTATGGCTG ATCAAA 
TGTCATTACTATGAAGATACTCCCTATGAGCTCACAGAGTCAGGACAT 
>Sequence 1254 

ACAGTCTITTATCTTGGGATAAAATGGCTAGATGAGTATGGACAGGGAGG 

CAGGGCAGATACAGTCCnTG<nTCTCGTTTTAGAGTTCTTCT 

ATCAACTIXnCCAAACACCCACCl^ 

ATCTATTGCTCACnTTTCCTC^ 

gaagaaatgttattgagactatacctaaaggaagaacattctcctctgtt 
ck:acactattatccaattggatagacccacatctaaatgtctgcaattac 

AGTAATGTCAGCTGG<KIATG<jTG<Kn , CATGCCrGTAATCCCAGG 
GGA 

>Scqucncc 1255 • 

GGTAC I1 1 1 1 11 iTl 1 1 11 ITlTriri 11 I CTTTTTAATrri 1 1 II 1 Ml 
TTTAGAATAACAAAAAATTTTTTACT 
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CCAGACAAGCCATACAAAAGGGGCACAAGCTTTTTTGGAGGGGGGAATCT 

ACACTTGACAGCAATGTTATTAGGGAGGGCTGGGATGTTTGGTTAATGTT 

CCCATTTAGGGTCCAACAATAAAGCCTGTTCATTTACAGTGTCCA AATG A 

AGTTTGACTTGGCTTGAGCATTTTCTGAAGACCTGGGTTGGGTGGTTTTA 

ACCCATGCAATTTGGATCCCCAAAAAAGGGGGAAAGGGGCCCCCCTGGTT 

CCTGGCG 

>Sequence 1256 

GCTACTGGil I rTTTTTTTTTTTTTTTTTTTTl 1 AGGTTTCC I 1 1 1 I A AT 

GAGCTCACCCTTTAACACAAAAAAAGCAGGGTTGATGTATTTTAAAAAAG 

GAAGTGGAAATAAAAAAATCTCAAAGCTATTTGAGTTCTCGTCTGTCCCT 

AGCAGTCTTTCTTCAGCTCACTTGGCrCTCTAGATCCACTGTGGTTGGCA 

GTATGACCAGAATCATGGAATTTGCTAGAACTGTGGAAGCTTTTACTCCT 

GCAGTAAGCACAGATCGCACTGCCTCAATAACTTGGTATTG AGCAC GTAT 

TTTGCAAAAGCTACTTTTCCTAGTTTTTAGTATTACTTTCATGTTTTAAA 

AATG 

>Sequence 1257 

GGTAC TTTTTTTTT TI I I I TI TI'1'1 1 1 I I I I T I GGGTTTCAA ACCTCAGT 
TTGAAAATGAGAGGAAAACAAAATAAAATGATTTACATAATCAAAGGATT 

AACTGATACAGACITTTATTC^ 

GAAATCAGATCTTGAACGAATTTATAATGATTCTTCCAGGAAGCACCGCG 

GCAGCCACATAAGGCGCTGTTCACACCTGGCTGTGTCTGCCAAGTTAGTC 

CTCAAAGAGAAAACAAGGAGGAAAAAGACAAAAAAAAAAACAAACCACCA 

AACCCAGTGTGCTTAAAACACAGATCACCATCAGAGGTTTATTTCACAGC 

AAGG 

>Sequence 1258 

GGTACCTTGCTGGTTAATATAACTAAGATTTTGCCTTTATTGGGTTAGGT 
AT CM T TT TTTATTTTAGCACCTGATAGCTGTCTTCTACTG AGTAA AGA A 
TTATAACTTTTAGATGTCACAGAAAATTAGAGTATTTATTGTCAAAAAAA 
AAAAAAAAAAAAAGTT 
>Sequence 1259 

ACTTCAACAATTCCAAAAGTTTTTGACTGAAATAAGCAAACTCACTAATG 

ATTATGAACTGAACATAACCAACAGGCTGTTTGGAGAAAAAACATACCTC 

TTCCnTCAAGTAAGTTTGCCATGCCTACCATATCTGTGAGTGGTATTCTG 

GAATGGCCAAATGGCCCTGGTAGGACTATGGGTCCTGAAGTCGTGCTGCC 

TGGCTCTGGCCACATCCCTGTGGTGCITTTCCATCCTGATCTACAG ATAT 

TCAGAACTGCAGGGAGTTCCTTTTAGTCCTGGCAATCTGAACCTGATTTT 

TGCCTCATCCCCAGAATAGCTGCATAAAAATGTGCAGCAGGAG 

>Sequence 1260 

ACTGGTGGGATTGTTAGACCATCCCAAAAAGGAAGTGCACCTTGGAGTCT 

GTGGAGCTCTCAAGAATATCTCTTTTGGACGTGACCAGGATAACAAGATT 

GCCGTAAAAAACTGTGATGGTGTGCCTGCCCTTGTGCGATTGCTTCGAAA 

GGCTCGTGATATGGACCTTACTGAAGTTATTACCGGTGAGTTCTAGGCCT 

AAGGAAAATTGCTAAGTCAGTGTTACTCTCTAGTGATGTTGAGAACTAGA 

GGGATTTCCAGACCTTTTACTrTTGATGAAAGGTTGTGAACTGGTGGCTG 

TGGGTCAAATCCATCTCACAGATTTGTTTGGATCACACAGCA 

>Scquence 1261 

ggta ci mi 1 1 in 1 1 1 rnrii 1 1 11 1 ICi 1 1 TG CCTCCTCTGACTAT 

ATTTTCAAATAGTCTGTCTTCAAGGTCAGTAATTCnT^ 

CAACTCTGCTATTAAAGGACTCTGATCCATPCTTC 

TTTTTCAGCTCCAGAATTTCTGCTTC^ 

AAATGTATCTGGTAAAATTCTGAAtTCCTTCTCm 

CTCTGAGTTTCCTCACTATTTTGAATTCTGTCTGAAAGGTCACAATCTTG 

TTTCTTAAGGATTGGGCCCTGGTAACTTATTTAAATCATTTGGTGAGGTA 

ATG 

>Sequence 1262 

GGTACACTCCATCAAGCCTGGTTCCTAGGATGCTGGACTTCTAGCTTAGT 
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GAGAATGCAGTATACTTTTTGAAAACTTCGTGCAG GAAT CCCTCAAATGC 

TGTAACTAGGAATGGGTCAGTGAAGTTCA AACG ACTTTTCCTTGAGGGAG 

TATTTTAATCGGACAAGGGAACTCrrri' I CI 1 I I GGGCAATGGCCAACAG 

GACTGAGAAGCCAGAGAGCTTGCACCTGAGCCATCTCAGCCGTGAGAGTA 

ACAGTCCTAGGAAAATAGATGGGGGCTGGGGGTAAGGAAATGTGCTGAAG 

ACAGAGCTATTCTGGA 

>Sequence 1263 

GGTACTCTTTTTTTTTTTTTTTT^ 

ACAGGGTCTCACTGTATTGCGCCAGGCTGGTCTTGAACTCATGGGCTCAA 

GTGATCCTCCTGCCTTGGGCTCATGAAGTGCTGGGATTACAGGTGTGAGT 

CACCATGACTGACCTATATTTAATTTTTTAAAGATTAGACTGGTGTTAGC 

TGTAAATAGTTTGAAATACCTCTCTGATAGGTGCTAGCTTATCGTTACTC 

TTAGTGCTTCTTGCATTTGCATAGTCAAAACTTGATACTTTTTGTGAACT 

TTGAAAGCATGC 

>Sequence 1264 

ACTTTGTGTTTA A GAGA A ATTCCTA A ACTGG ATATATGTGGC AGGCTG A A 

AGCACTGTGAGTTGAAGTCAAGGGGAGAGGTCCAGGCGCAGTGGCTCATG 

CCTGTAATCCCAGCGCTTTGGGAGGCCCAGGCGGGAGGGTTGCTTGAGGC 

CAXtAJV-GIXrGAGACCAACTTGGGCAACATAGCAAGA 

AAGATCTAAAATTAAATATTAATATAAAATAAGGTTCCTTGGCCGGGACC 

ACGCTAAGGGCG 

>Sequence 1265 

ACCTTATTGTTAAAGTGAGTCAGATAAATCTTCAATTCCT GGCTA TTTGG 

GCAATTGAATCATCATGGACTGTATAATGCAATCAGATTATTTTGTTTCT 

AGACATCCTTGAATTACACCAAAGAACATGAAATTTAGTTGTGGTTAAAT 

TATTTATTTATTTCATGCATTCATTTTATTTCCCTTAAGGTCTGGATGAG 

ACTTCTTTGGGGAGCCTCTAAAAAAATTTTTCACTGGGGGCCACGTGGGT 

CATTAGAAGCCAGAGCTCTCCTCCAGGCTCCTTCCCAGTGCCTAAAGGGG 

CTATAGGAAACATAGATCCAGCCAGGGGCTT 

>Sequence 1266 

CCCTTAGCGGCCGCCCGGGCAGGTACTCAACACTGATTTGAGAAGAAAAG 

TGTGATTTGCTTACCTGTGATTTTGAGACCTATATAGTGAAGGTTTGTTG 

CCACTTTTTAGTITCCTCAAACATGCAGAAGTAATGACKjTTTGACAGAGA 

CATGAGACTATAAGATGTCTGTCATTGCTGCCAACCATGGAAAAGATGTT 

AAGATGTCCAGCTGCCCATAAAATCATATTTTCAAAGTGTGAGACACGAA 

GAATATCTTTCTCTTATTTGGAAATATGCTGAAGATAGGAATAAAGAAAA 

GGATTACAGTAAAATGGAGACGAGAGATACAGTAAAGCAGAAATGTATAT 

GCC 

> Sequence 1267 

GGTAcriTnTrnn 

cacttatgggccactck:caactcaggtgccttggcttcttgactcatttc 

ttacaaaggttactttgtttgaaaagatggtatgttaaggttagataatt 

tggaaaatatttccttgtctaggtaatacccacagttt atctt tacccag 

atcctataaaattaaaaatggcaacgtttgtacagcccttttcagaaaaa 

tcttatggacc1 tttc1 rggaatttttaataaaa aatggc aa i'l l l 1 1 1 i 

tttcaattattgaaaaagaaaaccaauaaagccattttttggtaaaaaaaa 

taggaccatatttggttctttaacaaccaaaaaatggggttgttggaaac 

ccctatttgggccitttattattttat^ 

>Sequence 1268 

ACGCGGGGGGCTTTGCAGATGTGATTAAGCAAAGGACCCCAGATGGGGAG 

ATTATTTTGAATTACCTAGGTGGACTCCACGTCATCACAAGGGTCAGAAT 

CCAAAGAGATGTGAGAATGAAAAGCACAAGTGAGAGCAGTGGGATAGCCA 

AATTTTAAGAGGGTTGTGAGCCAGAGAATATAGGCCGCCTCTAGAAGCTG 

CAGAAGGCCGGGGTGGACAGAGTCTCCCTGCGAACCTCCAGAAGCAGCAC 

AACCCTGCCCACTCACGGTAGACTCTCGATCTCCGGGCTGTAGAATAATA 

CATCTGTGCTATTTTAAGCCACTGTTTGTGATTGTCTGTTACAGAAGTTA 



Page 230 
(of 261 pages in Table 2) 



WO 01/42467 PCTAJS00/33312 

452 

Table 2 



TAGAA 
>Sequence 1269 

GGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTTTAAGATATAGAT 
TTAAAAAGCATTGTAAATTGTATACTGCAATGTCGTCTAACATGGCATTT 
GGAACAAGGACATAATGTTTAAACATTAAAAGTTGCAAA TTGTTAA CACT 
TAACCATATGG ATTAGTGTAATGGCATACGTTG ACCC AAA I ill J 1 1 GTC 
TTAAAGTTTAAAAATTACCATAAAAACTTATTTAACAGCTGTACTTAACT 
GGGAATTTAATGGTCCTAATTATAGACAAAAATA CTTTGGAA TA TCTTG G 
CATTTTCCACAAACAATTTAACTTGGGCAGTTGCCl'irrrri TAGCTTTT 
GGCTTTTTGGAGGTGGCCTTTTTGGATGTTGGTAATGGGCCTAATTTAAA 
TA A ACGTTCCCG ACTAG A I T I "J 11 "1 GTCTTGTGGTTCTAAC ATA 
>Sequence 1270 

GGTACTGCAAGCAACAGTTACTGCGACGTGAGCAGCAACGAAGTATCCTC 

TCCTGAAATTATTAGGCAGCACTTGGGTCAACCACTCCGCCGTGACCCAT 

ACCAAAGCCGTCGCCTTGGGCACCGAATAAACACAGACGACTATCCAGCG 

ACCAAGATCAGAGCCAGACACCGGAAACCCCTGCCACACCACTAAGTTTG 

TTGCACAGGAGACTTCAGTGGAACAGGGCCTCCAATTCCCTCAACTGCAT 

TTTAAACCAGCTCACACCAAAGGGACGGGATTTAACCGGTAATTAGGTAA 

V^/V/A^ 1 rtV^rt/l^^A t 1 MVJ I l ACC A 1 ViVVyV,VxVJVJu\Jv>\Jv» 1 WVMV A A At .WWW WW 

CGATATTTCCAGCACCACTTGGTCGGGCCGGTTACTAA 
>Sequence 1271 

GGTACAATTTTTAGTCAAGGGATTGTTTGATACTCTTTAAGTTCACTGCC 

AGGCCTACCACTTATCTCTGTCGCAGGAGGAGAGTTCCTGTAATGAGAGG 

TTTTTAAGACGTCCTTTGTTCTGGGATGAATCATAGGGAATGACTGCCTT 

GGAGCTCAGGATATTAAACTGAGTGGTGTCAAATATTCCCAGGATCAAAT 

CGACAATGCCATTGTGTTCCTTGCCCGGGCTGGCCGCTCCGAAAGGGCCG 

AATTTCCAGCACACTTGGCGGCCCGTTACCTAGTGGATTC CCAAG CTTCT 

GGTTCCAAATCTTTGGCGTTAATTCCATGGTCAATAGCCTGTTTTCCTTG 

TGTGGAAAATTGTTTATCCCGCTCACC 

>Sequence 1272 

GGTACTCAATGTCACATTAACATAGGAAAGGTTA TATATA CACTATACAC 

TTCAGCCTTGAAATGTGGACCCAAAAAACATTCTATTTTTCAGTAATCCA 

TTGAATTCGGTGAGGGTCCCACACCCTCAAATCCTAATTTATCACAGCAC 

AAGCCCTTCCTTGGCTGCCAAGCGCTGGCGGAGAACTTTGTCTTGCTGCA 

GCTCTTCATGAATTGGATGCCAGAGTTTCGTGATGATCCTTTCAATGTTA 

ATAGCATAGACTTGCATGTGTAGCKjATGACTTCCCTTTGCACCTGCTAAG 

GTTGATAAGAATCGGACCTGCACTTGGCGGCCGCTCTAAAGGGCTAATTC 

TAGAACACTGGCTGTT 

>Sequence 1273 

Acrnrn 1 1 1 1 rArmTn rrci 1 1 1 ici 1 1 1 1 rA nrnn 1 1 a 1 1 1 

' 141 ' 1 ' rri ' l 'AA rrri ' l ' ri ' l ' l ' A AAACAAACCCCCTAAATCAAAAAACCCCCC 

AAAAAAAAAAAAATAACCCTTTCCCAAAAACCCCCCCTTCCCAAAAACCC 

CCGGGAAAAAAAACCCCCAAAGCCAAAACCCAAAACCC CCGATTCCCCC T 

TTGCCCCCCCCCCCAAAACCCCCCCCGCAAAA ACAAA AC1 Tl 1 1 111111 

TCTAAAACCCCCGGCCCAAAAAAAAACCCCCCCTTTTAAAAACAAAAAAT 

TTACCCAAAACCCCCATAACCCCTTCCTCAAATCCCCAACAATTCAAAAA 

ACCCAAAC 

> Sequence 1274 

GGTACTACAAACAACAGAAATTTATTGTCT CTCAp TTCTGGAGGCTAGAA 

GTCCAGAATAAGGTATTAGTAGGTTTGGTTCrTTCTGAGGGCTGTGAAGC 

AGAATCTGTTCCATCCCTCTCTTCITGTCTTCATCTGTTCTATGTCT^ 

TTTGTTCAAATTTCCCCTTTATATAAGGATAGCAATCATATTGGATTAGG 

CCCAGTCCTAATGACCAGATCTTAACATTTGCAAAGGCCCTA TTTCTCA C 

TAAGGTCGTATTTACAGGTATAAAGGGTGTAG ACTTTAACATCl 1 1 1 lGG 

GGAAGACACAGTTCAATCCGTAACAGATGGTTAGTCCTTTCCTCTCCTAA 

AT 
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>Sequence 1275 

CCCCrAACCGTGGTCCCCGGCCGAGGTCCATTTAAAAGGGGTTGCTTAAT 

CCTTTAAAAAGGTTTTAAATATTTGATTTAAAAAGCCCTTGGAAAATTGG 

TTTCCTGGAATGGGCCTTTTACAAGGGCATTTGACCAGGGACATTAATGG 

TAAAAACAATATAAAGTTGGCAAATTTGTTTTACACTTTAACATTATTTA 

TAAGTGAAATGGGTCAAACGTTGACCCAAATTTTTTGTTTTTTAAAGGTT 

TAAAA AATATCCC AAA AAAAC 1 1 1 1111 1 ACCCGGG GGTCAT AAACCTTGG 

GAATTTTTATTGTCCTTATATATGGACAAAAAAATCTTTTTG GTTACAC T 

GGTATTTTCCACCCAAATAATTTTTCTTTT TGCGGTG GGCCACTTTTTTG 

TGTTTTTTAG AATTTTATGA AGGATGTCTCI TTTTTTI AGTGAGTG ACCAT 

ATTTCClU'rrrri AAAAAAAAACCCTTTCCTCTTATTTTGATTTATAATA 

TCTACTTGTTTGTTCATTATATATAACAAACC 

>Sequence 1276 

ACTATAAAAGGTTGAGTAAAAACAGGAAAGCGTGCTATAAGTTCAAATCT 

GTTGTATTACCCTAAATTAGATTAAACCAACCTGAATTATAGTAGATTTC 

TCAATAGATGAGGAACTGAAAAATACTATGTAAAATATCTTCCAAAATGC 

TTTTTATACTTTTTTTATTTGTAATTTGGTCTATCTAAAATGTTCGTTAG 

CTTAACTTAATGGGCGTTATTGGATTCATATGACTA ACGTTTC CTCAGTA 

TTGTAATGCTTGAAATATTTGAAAGAAAAAATGTTGTTTTTTAGTTGAAA 

CTGGTATATATAATTCAGTGCTTGGCAGG lTAG rA l A l I I I TATGcATTT 

TT 

>Sequence 1277 

GGTACCAACACAATTGTTAATTTCCTCACAGGCTCAAGGCATTCTGGGAA 

GCTATACAGGGGACAGGAAGCATTTTGGGGAGCCTAAGGGGAGCCAGTTT 

GGAAGAGACAGCATTCTCCTGGCTAGGACAGGTGGTGGCGGTGGCCGGGT 

TTAAGGTTCTCCAAGGGACCCTTTGCAGATGCCGGGGCCCTGTTTATTCT 

GAGCACGTGAAGATGAGTCACATAGCTTGGTGGGAATGGCACGTGTGGAG 

CAAAGCCCTACACACACAATGGTGGTGTTTAACCAGCTTTATAGCGACTG 

TGTTTGAGGGGGACTGGTACATGTCACTAGGGGAACATGGTATAGGTGCA 

CCTGCTT 

>Scquence 1278 

GGTACTAAAACTAAAACTGAGCAGTTTAAAACATTCATTTAAAGGGATAT 

CTAATGTGTTTATTATTAACATAAATAATGTTTTATGAAAAA TGTAA CCT 

TAGTTTTCCAAAACAAAAATGTTTAGGGCAAGAGTAACATTATTTTACAT 

TATTGCATCTCAGTGAAAAATAAATGGCAACAAAATTCTTATATCTGCTT 

CTGCAGTTAATCTGTTCATTTTGTTTTGGTTGAAGTATATGAAGGAAATC 

TGTCCTCACACAGTTGTGTAGTGGAAAAAGGGGGACTA1TGTAACAGGCT 

GTGCACATAATTGTGGATGATTTTCTTTGATACAACAACAAAACTTGGGG 

GATG 

>Scqucnce 1279 

acaatgtgatttatcaattaattaaatttgaattccatggaatgaaatat 

aagtcaacaagtatgacagtttcgctttgtttattatggaagaatcatta 

ataatttgataattaaatggtcctgaatggttagccatgttctccgcatt 

taaataaatagtataaacataaatgaaaatattaaagtaatttcaacgtg 

atagagaccgcttatttttagttcagg™^ 

taagattccagatccgaaagatgtcatgtgaatattgctctgaaaaacca 

aaattaaagctttcttaaagatgctgtgtagggctgagaggrrim'l 

tgtacctcg 

>Sequence 1280 . 

GGTACITiTlTITlTITlTlTITl 1 1 1 1 1 IGG^GGCAATTTAATAAGAT 

TTGAGCATAGATATTAAACTTAGCATGGACAGAGAAACTTATTTCTTGGG 

GGACTGGCATAGTGAAAGAACAGAATCAGTATGACCTGAGAGAGCAGAAA 

AACTTrACAACAGCTAATACTACTTGCTACATTGCTGTT 

TGAGGGAGGAGGTACTAGAGCCTGCCTGAGATCCTTTTGA GGTC AGTTTT 

GAATTTAAGCCriTlUnJU44'114U1444ATTAATTTGAA ATTTTAA ^ 

TTATATTTTTGGGTGTTCTAATTATCACnTAuAAATTTCTAATTTTT^ 
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TTTTACTTTATACTTTTT 
>Sequence 1281 

ACCTCTGACTTTCTAACAAATTACCATAAAGGAAGAATATTTTTCGTCTA 

CTATTGTTAGAACACCTTAGAACCATCAAAAATATAATTACA TGGC TAAT 

AGAAAAAAAAGAGCAGTTTTAAAATATGTTTTATGTAACCTATTTTCATT 

GTTTI 1 CATTTTGTTGTTGCCGAATAGTAGTTGTTCTAAGTAAATACAGG 

TCTCAATTTCACTATGAATAAAAAAAAAAAAAAGGAAAAAAAAAAAAAGT 

ACC 

>Sequence 1282 

GGTACTCTTTCnTATTTTCTTAATCAATACAGCTAAAGGTTTGTCAATAT 

TGTTGATCTTTTTAAAGAACTAAAATTTTGTTTTGTTGATTTCCTTTA^ 

TTTTTTTTCTGTTTTATTTATCACCACTCTTATTTTTAGTATTTCCTTCC 

TTCTGGTAGCTTTGGGTTTAGTTTGTTCTTAAGTTCCTTAGGTGTAAAGT 

TACGCTGTTGAAATGAGATCTTCTTATTTAATGTATGCATTTATAGCTCT 

AAATTTTCTCTTAGCACTGTTTTCACTGCATGCTCTAAGTTTTGATAT 

>Sequence 1283 

GGTACTTTTTTTTTTTTTTTTTI 1 ITTTT I TCTTTTTAATTAAAAACCGG 

GACTTGGTGGGTTGCCCAAGCTGGGCTTGAACTTCTGGGCTTAAACAATC 

ATACTGGTTTGGCGACCCAAAGCACTGGGATTAeGGGGGTGAAGGAGGAG 

ACCCAGCTTTTAAAACCACAGTATTTTTAGGGCAATATTAC ACACCTGGC 

CCAAGGACTTACAGGGGGGGGAAAAGCTTGGACTTTTGGCTTTTTTTTTT 

TTTGGACCCAAGCACCCTGGAACTTCCATTTCCTTCCTTCAATTACGTTT 

AAAATC 

>Sequence 1284 

GGTACTCACAAATAACAAGACAAATTTGACCTGTTCAATAAATAGAAATG 

AAGTGGCTAAAAATGTTTAAATGGAAGTGGAAAACAGTCGTCTTCTTTGT 

ACTTGGTCTCTACCTCAGATAATTCTTCTTTGAGCTTTTGAGTAGCTTCT 

CCTTTTTCACTTAGTTCTACATGTATTCTATGCAGTGAGGTTTCAGATGC 

AGACAATCTTGACTGAAGCTGTTGACAATCTAGGTCTTTTTGATGAAGGG 

TTGCCTGAATATTCTTTTTACTCACAGATTCTTCATTATGTTTCTCCT 

>Sequence 1285 

CCCTTAGCITGGTCGCGGCCGAGGTACTTTTTAATCTTATTATTAAACTA 

ACCCCTGTGGTGGTGTGGCTACATTCTTTGAGTTTAGAAAACGAGATAAA 

GAATTGCTCATATCTTCCCAAATTGTGTAGTATAAAAAGAATGCTGTCCT 

ggttg' rnrn gtag a atatgg a agtccctgc agtaagtaggc aacatgc 

TACCCTTCTATTCAACACAGCACTAGAACAAGGCAAGTGGGACCTTTGTC 

GACACATGATTCGATTTCTTAAAGTCATTGGCTCTGGAGAATCTGAGACA 

CCTGCATCCACACCCACAGGTCAGGTTAGCTGCAAAAGTTACACATCTTC 

TCTAGGCCATACACCCACGTAGCATCTTTCTCTAATGGT 

>Sequencc 1286 

ACACAGGATGTGATCAACAAAGTTCTATTTTACAGGAGTATGATCCTGTC 
GATACCTTGCCGTAGGTTATGTAACATGATTGGAGCGCAACCAGCTGTTC 
TCTTGCACAGATCGAGAGTGAGGGGTATTTTGTGACATTACACAGCATCA 
GGAGCCTGGTGCCTCATCAGGTGTAAGTTCTTATAACCACTCTTGGCAAA 
TTTATTAAAGACAGGAACACAGTCAATCTGTAACTCATAGTAGCTCTACG 
TTTACTTGAATTCCACAATCCCrAACCCATCTGTCCCTGGCAGAAAGAAG 
GAAAGATGACATGCATGGACAGTGAACAGAAAGGGATGAAAGCCAGGATT 
CCTGGGATGAACAGACAGTGGCAATTAGGATGTGAAGACAGGTCACAACC 
- TATTACTATGTCTAAAAACGACCAGAOCAGAGAGCCAGAAAGAATAAGCC 
TGAAGTCACCTCCACTCAAAAGCAGCCAAACTCCCTCAAAGGAGTAACTT 
TTAAAACCTGGATCTAAACCTGAAGGGGGTAAAAAGT GTCTG TTTCTGAG 
TTTTCT I TCCTTAAGCTCATGAAGCAGATG AACCTACATTTTTAT TGCCA 
TTTCATATCAAATGTGGGTGGTATAACCTTAGGATTTCAACAGACTTTTG 
AAGTGTGGACTAAATATTGTCCTTCGCCGCGACACGCTAAGGCGAATTCA 
ACAACTTGGCGCGGTACTGTGGACCGAGCTCGTACCA 
>Sequence 1287 
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GGTACATTCCAGTTCTTTATCTGAATACAAGCGTTTTGCTTTTATTTCCA 

GTTTCTTGGACCAGAACAATAAAATACATAAGACATCGTTTCTATATGGT 

CATATACTATATAGAATAAAGAATTGTTATGTAAATTATTAAAT GAGTA T 

ACAGACCnTTACATAAAAACTAAGGTAClll'IlJ'lJ'llJ'lUlll^GTTTT 

rTTTTTTI 1 1 1 1 1 1 1 1 1 1 1 nTTTTTn 1 NTTTTGTTGTTTTGATTTTGT 

GATTTTGTTTTTTGTGTTGATTGTGGAGTAGGAGAAATAGTGAAATTTGA 

AGGTAGAGG 

>Sequence J 288 

GGTACCTTGTGCAGACCGCCTACCTCATCCTGTGACTTAGAATGCCTAAC 

CTCCTGGGAATACAGACCAGTAGGTCTCAGCCTTATTTTACCCAGCCCTT 

GCTACATTCAAGAAGGAATCACTCTGGTTCTAATGCCTCCGACAGAATGG 

TCAGATTCTCAGACTCTAAAGCAAAGAAGACTATGTTCAGTGACAGCAAG 

ACTGTTGAAGAAAAATAAACTCGAATGGCCTTGAGGAGCTATTATCAATA 

AAAACAGTATAACTTATAATTATCTGTTGTGTTACAATGAAGTATATCAT 

CACTGCT 

>Sequence 1289 

ACTAAGGTTGTTAGCCCTCTGCTGGAAGAGAGTGTATTAGTCCATTTTCA 

CACTGCTGATAAAGACATACCCGAGACTGGGTAATTGAGAAAAAGAGGTT 

TAATGGACTCATAGTTCCATGTGGCTGGGGAGGCCTCACAATCATGGTG G 

AAGGTGAAAGGCACATCTTACATGTTGGCAGGCAAGAGAGAAATGAGAGC 

CAAGCAAAAGGGGAAACCCCTTATGAAATCATCAGATCTCGTTAGACTTA 

TCCACTACCACAAGAACAGTGTGGGGGAAAGCACCTCCATGATTCAN 

>Sequence 1290 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATAGGCTCTGCCTATCTCTGTG 

GCATGGATCCTACATCCACAACTACACATTATTTATTTATTTATTTTTTG 

CAAATCCCAATTCCCCAGAAATGGTCCTCACCTCATTGACATATGCAGGA 

AGAGCCAAGGGGGAAACAGCAACTTGGAAATGACTATGACAGACTAACAC 

AAAGGACAAGAAATGGCTCTCATGGGATGTAGGTGGAAGGAGAGGCCTCT 

GGCATTGGCAGCTCCCTACCAGAGGTGTCCTGCCCTCTGTTCTCTTGGGG 

TAAGGGAGCCACTGGGCAGGAGTAGGCAG 

>Sequence 1291 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATAAGCTCTGCCTATCTCTGCG 

GCATGGATCCTACATCCACAACTACACATTATTTATTTATTTATTTTTTG 

CAAATCCCAATTCCCCAAATATGGTCCTCACCTCACTGACATATGCAGGA 

AGAGCCAAGGGGGAAACAGCAACTTGGAAATGACTATGACAGACTAACAC 

AAAAGACAAGAAATGGCTCTCATGGAATGTAGGTGGAAGGAGAGGCCCTT 

GGCATTGGCAGCTCCCTACCAGAGGTGTCCTGCCCTCTGATCTCTTGGGG 

TAAGGGAGCCACTGGTCAAGAATAGGCAGC 

>Sequence 1292 

GGTACATTTTTTTTCCTCTTTTTTTn I I 1 1111 1 1 1 AATTCTGAGATTT 

CCCCAAGCTGTGGATTCTTCCTACTCCTTAAGAAAuAAAACTTTG GGTT TA 

TTTAGCATCTACACTTTTGTCAGTTGTGTCGCTGTTTTCCACCCATTTTA 

TTATACTCTTAAAAGATGTAATTGTTGTCATTTTGAACAGTTAAACATCT 

TTGGGTATAAAAAGAACCCCAATGGTTATGTTATGCTTTGTAAATTTTGT 

TTTTTTGGTTTTACCTAAATAAACITTCAGCTAATCATATAAGGAAAGAG 

ACTGTCTTTTTT 

>Sequence 1293 

GGTACTACCTGTTTAAGGACATACCAGAAAAAAAGTATTGATTTTTATCC 

TATGCTAAACAGTGCTGTGATAA.CnTrrGTATCACTTCGAGAATGCTC^ 

G A4ATTATGCAACACTACTAG ATAACCCCTGG ATCAAAG AGG AAATCAAA 

AGGGAAATTTC ACACTGTATTGTAAAG AG AGGAG ACTnTATGCCAAAAT 

ACAGTAAGTCTITrAGTCAGATAAAATTAATAATCTTAAATTCCATTCAT 

GTTAAAGAAGAAAGACAATTAAGAAATCTGACACTAATCAGAAGAAATTA 

GAAAACGAATAAGTAAAAGAATCTGAAAAGGAGAAATAAAAA 

>Sequence 1294 

GGTACAGTGGGAGAGTGAGGTGGGAGAAGAAGAGTGTCTGGTTTTGTGTG 
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CTTCACTGTCnTCTTGGCATGAGCTATGTTTTAATTTGGAAAGAGTAGGG 
CCGCTTCAGAGCCTCCTACAAAAGTGCTAGGGCCAAAGACTTTCTTAGCT 
TGAACATTTGTATCTGACTAAAATTGACTTGGGCAGCGCTTTCTGGAAAA 
TGACTTTGTTTTTGGC C 1 1 III CTGGTGGGTGGCCCTTATG AGTCGTTCT 
TCGGI 1 nTTCn 1 CAACA ATTTGCCCCCCTTGAAAAATG A ATCCACCAT 
GGTGTGCA ACCTGTC 1 1 ITnTnTGGACTAGGCCCCAATATCACCTGAT 
C AATGGTAA 11 1 ' 1' 11 1 CCTCTTCTTTGGGGGGCCTTCTTTCAATG A A A AC 
CCAAATTCCTTTGGCCACCTCCAACAATTTTCTTTGGGCCCGGCCCTTTT 
CCTTGG 
>Sequence 1295 

ACGCGGGCTCTCTCCATGGGTCTGTGTTCCAGAAAGCTATGACTCTTTAA 

TGCATCTCTTAGTTTTTTCCTTATTTCCTTTATTCTTAGTATCACAGTCC 

ATGATATCCACTGTCCTTGGGGCGCCCAATTCATTGTGCAAAAGCATTTA 

AATCAAAATACCCTATTTGTTATTTTTTTAAAAAGTAAAGTGGGGATGAC 

AAGTCAAGTGGAAATTTATCCCAAAAGAGTGGGGATTACTGTGACTATCT 

G AGG AGTTATACTTG A'l 111111 GTCTG ATTTTA ATGG ACTGTAGG ATCT 

> Sequence 1296 

ACAATGCACATGCCGAAAGACCTTAATTTTGGATGTGATGAAATGTTTTC 

T ATGCCTGGAATAAATGCCn T TCTTTGGGATGTAACTTGCTTAAATA GTA 

fTTGCTCCTCATCTCTGTGAGTTACTTTAATTTTGTT^ 

CTATGATATTCTGGCTTTACTAGTGGTGACTCATCTATCTGGGTAAGAAT 

AGACTACATACTCATTTTGGATGTATTTTGATTTTAAGTTTGTAAACTGG 

TCCACTATTTTAAAATATTGTAGAGTGCTGATTACTTCCATTTGGGCCAG 

TGTAGCACCCTGTGTTTATCAGGTAGGTAGATTGGATANTTGGAATTGGA 

ATATTAAAATCTATAATAAACCAATGGTTTTACAAATGCCTTTATAAATC 

TAACATTGCGCTTCATCTAGATAGAAACTTTCTGAAAGTGCTCCTGTCTC 

TACTTGGTGTATAAAAGGGATGACATTTCTTACAGACCAANTATATTGTT 

CGTTACTAGGATATTATCTGTGATCATCGTCCTCGTTCGTCAACAAGGAA 

AAGAATTCCATTGTTTAATGAAGAACTATGTGGATTAGAAGAGNATAAAG 

ACAACCGTCACAGGGGTCGCATTAGTAAATTGAAATGAGACATGGAGCAT 

ATTTAAAATGTCAGAAGATGTGTGAAATGTAAATCCATGACTACTCGGTG 

GTCGACTTCCGTCGTTGTAATATCCCACATACTGTAGTGGACAAGTTTAT 

CATAGCAGAACAGTGACGGAAATAGTCTTCGAGTCTCAGTGAGTAGCTAA 

ATATCGCACCCTTGTCATCGAACATGGAGAACTCATGATCAACTAGGATG 

AAATATTATCGTTGGTCATTGAAGGGACACTACATATTGAGATGCATGAT 

ACG 

>Sequence 1297 

GGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTTTAAGATATAGAT 

TTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATTGG 

ACAGGACATAATGTAAAACATAAAAGTGCATTTGTTACACTTACATATTG 

ATAGTGAATGGCTACCTGACCAATTTTTGTCTCAAGTTAATTTCCTAAAA 

CTATTTCAGTGTCTACTGGATTTATGCCATATTACACATTTTGATATTAT 

ATACCTAAATATTACTGG C ATATTITTTGCTTTTTTTTTGTTGGCTTC AT 

ATAGTTTACATTT 

> Sequence 1298 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGCTTCCTACTTCCACCAACCCC 

TCTTGCAGAGACTGCTCCATTCCAGTAAAAGGTGAAGGTTCAACTGGAGA 

CCTCCAAAGTTGGCTGGGCCTACGGTTTGGGGTAGGCAATTGCTGGATGA 

GCACAGAGAGGGAAAGATTTCATGCCATGGTGATAATAAAAAGGCCCACC 

TGGGGTATGATATTGGGGACTAACGCTTGTTATTCCCAACGCTTTGGGAG 

GGCCAAGGTGGGCGGATCACGAGGTTTAGTTTTTCTAAACCAGTTTAGGT 

CAACAATTGTGTAACCCTGTATATTTCTTATGTTGCTAAAAAAAAAATAA 

T 

>Sequence 1299 

GGTACTAAACGTGATGAAAAATATGCCAGACCTGGCCGGGCCTGGTGGCT 
CAACGCCTGTAATCCCTGCACTTTGGGAGGCCGAGGCAGGTGGATCACGA 
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GATCAGGAGATTGAGACCATCCCGGCTAACACAGTGAAACCCTGTCTCTA 
CTAAAAATACAGAAGAAAAAAGAAAAAAAAAAAAAAAAGGTTCTTTGTTT 
ACTGCAGTGTCGTCTACATGGCATTGGACAGGACATAATGTAAAACATAA 
AAATGCAATTGTTACACTTACATATGATAGTGAATGGCAACGTGACCAAT 
i l l JG 

>Sequence 1300 

ACATACAAAAAAATCATTAACTCATATATTTCAAGAGTAGGAAATGGGAA 

CTGGTGTTAAAACTCTTATAACATATGTCACTGTCTTAAGGGACAGTGTT 

TAAAAACGCATACCTGGCCGGGCGCGGTGGCTCATGCCTGTAATCCCATC 

ACTTTTGGGAGTGCCGAGGCTCGGCTGATCACAAGGGTCAGGAGAATCGA 

GACCATCTCTGGTTTACACAGATGAAACCTGAGTCTCTACTAGAAATTAC 

AGAAAATAATAAAAAATAAAATGTCTA TTGGA CTGAAAACAACACTAAGG 

TGCGATTTCCAGTTCACTGGGCGGTACTTTTTT 

>Sequence 1301 

ACATTTAAAAGGTGATGCTAATACTTTAAAATGTTTAAGATATAGATTTA 

AAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATTGGACA 

GGACATAATGTAAAACATAAAAGTGCAATTGTTTACACTTACATATGATT 

GTGAATGGCAACGTGACCCATTTTTGTCTGAAGTTAAAATACCAAAAACT 

ATTTCAGTGGTCFCTGGATTTATGTCTA-TATT GAAA ATGTTG^ 

ATTCCAAACTTTTCTTGGCATAGCATATTTGATTTTGTTT^ 

TTGAGAATATGGACTATT 

>Sequence 1302 

CCCTTGAGCGGCCGCCCGGGCAGGTAGGGCGCGCAGCAGCACTCGCCAAA 

GTCGTCGGAGATGCGGCAGGCAAGGCACAGAGGAGCAAAAGTGCCGCACA 

GACAGACAGGCATGTCGTTGCAGCAGTCCGTGAGACCTGTGTGCCAGTCA 

CTGAGCTGGGTCTGGTAGCAGCTGGTGGTGGCGCACTGGGGCTGACTGGT 

CACAGGGTAGGACATAGCTTTGCCTTTCACGTTGTCGTGCATCTCAAACT 

GCATCTTGCTGGCCCTGAGGAGGTGGCGTTGGGGACGGCAGAAGTGGCTG 

TGGCAACAGTGGCAGAGTCTGTCCAAGGGACGCTGGATACTGCAGGATCG 

CGATGGCAGTGA - 

>Sequence 1303 

GGTACTCAAAAAACAAAACAATGGAGTATGTCCTGTTGGTAGAAAAATTT 

GAGCAACAAAATAAATAAAGTAGTATAGGATTATGACCCCAAGTATAAAA 

TAACCATCTATGAGTCCATACATATATAAATAAATGATTGAATAAATATA 

TAAACGGAGAAGAAAAAAAGACTATCCATAGCAGAAGAATTCCAAATAAT 

TTTATAGACAGCTCCCCTTTAAGAAAACAGACCTACTGAGTGTGGTCTAC 

AATTAATGCTCGCGT 

>Sequence 1304 

GTGCGAAATCGTAATGCGTTAACATCTGGGGCGCCTAATGCGTAGACGTA 

CCITCATGAGTTACGCCTGGCGTGGCCTTACGAGTTACCTAATTCAAATT 

TATTTGCGCTCGCCTTCATTTGATCAATTTTCCATACGCGAAACCTGTAG 

CGCCATCTTTATTTAAGAAATCTTCCAATCCCCCGGGAAAAGCCGTTAGC 

TTATTTGGGCATTTATCCCGATACCTCGGTTATCTTTACTCCCTAACACT 

CTGCCTTTCCGGTTTCGTCAAGCAGTATTAGTTTACTTCAGAGCGCGTAT 

TTCGGTTTACCXn'CGAAATCAGGGAATTCCACCGCAAAAAACTTTTATCC 

AATAGGCCTCCAAAGGCCCTAAAACCCTAAAAGGCCTGTTTATATGTCTC 

TTTC 

>Sequence 1305 

ACACTGAAAACTGGACATTATAACATTAATTTTATTA 

GAGCTACATGATGTTGTGCACTGAAATTACCCAAATGTTCTCGCCTTCTC 

TTTCCTGGATGAGCTTCAGAAGGAGTTCATTACTACTTATAACATGATGA 

AGACAAATACTGCTGTCAGACCATACTGTTTCATTGAATTTGATAACTTC 

ATTCAGAGGACCAAGCAGCGATATAATAATCCCAGGTCTCTTTCAACAAA 

GATAAATCITTCTGACATGCAGACGGAAATCAAGCTGAGGCCTCCTTATC 

AAATTTCCATGTGCGAACTGGGGTCAGCCAATGGAGTCACATCAGCATTT 

TCTGTTGACTGTAAAGGTGCTGGTAAGATTTCTTCTGCTCACCAGCGACT 
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GGAACCAGCAACTCTGTCAGGGATTGTAGGATTTATCCTTAGTCI 1 1 TAT 

GTGGAGCTCTGAATTTAATTCGAGGCTTTCATGCTATAGAAAGGCTCCTG 

CAAAATGATGGGGAAGATTTTAAATACATCAT TGGCA 1 1 TTTCTTGGAAC 

CACAGCCTGCCTTTACCAAGTAAGTTTTCTTTCCTTTTAAGAAACACTTA 

CCATTATTGTTTACTTTAAGGATCAAGTCTAACAATTGGGCATTTTAAAT 

AAATTTTAAAACTCCAAAAAAAAAAAAAAAAGGGACCTGGGCGGAACCCG 

CTTAAGGGAATTC 

>Sequence 1306 

GGTACACCAGTGGAGGACACGAATTCTATACCTGTAGGACAGTGCATGGA 

GAAAAACCTAATGCCGGCTGTCCCTCAAAAGCCTGGGGCCAGTGCCTGGG 

CTGTCACCTCATCCATGCTATCAGTCTACTTTCCCTCTTAGCCACAGAAA 

GCCCTGAAGAAAGTGGCATAAAAATGACCTGGCTGGGCACAGTGGCTCAT 

GCCCATTATCCCGGCACTTTGGGAGGCCGAGGTGGGCAGATCACCTGAGG 

TCAGGAGTTCAAGACCAGTCTGGCCAACATGATGAAACCCGGTCTCTACT 

AAAAATACAAAAATTAGCCGGGCATGATGGTGGGCGCCTGTAACCCCAGC 

TACTCANGAAAGTGAGGCANGAAAATCTCTTGAACCCAGGAGACGGAAGT 

TGCAGTGAGCTGAGATCGCATCATTGGACTCCAGCCTCAGCGAGAACAGC 

GTTGAATTTCCCTTTGTTTGAACTGGCTTTTC ATGGT CCTTAACCATTCT 

CTCTTCAA ATGGTTCT ATGG ATATTT1TTTTCCTTTTG AGGTTGG ACCTT 

TrAATCTACTTGGTTTTCCCTG 

CGCCCGGTTTAAAGGGCGAAATTCCAACACACTGGGCGGCCGGTTCTAAG 
GGATCCCACCTTGGTTCCCAACTTGGCGGTATAAAGGGCATACCGTGTCC 
TGGGTGAAAATGTTTCCCCTCACCATTACCG 
>Sequence 1307 

GGTACCCTTGTTACAAATATACCATCATCATCAGGTCTGAATGGG TTTCC 

TCTACCCCCGACACCACCTGATATGCTAAATCCAAGTTCTGGATCCTTTT 

CAACCCTCACTCGAATCTCTTGTTTTGCCAGTTCATGGCCTTGTCTAGGA 

GAACAATGGGGCTGTGTATATGGAGACTGGTGGGCCACTTTCAGCATCAA 

GTAATCAATTAGTTGTTCTCTAGAGGGATGCCTTGCCACAGATGCCTGAG 

GGGGGTGATGTATTTGACTATAATTTGCCTGAGGCCTGAGAGGCTGGCCC 

ATCTGTCCATTACTCAAAGGCATCTAAGAAAAACATGAAGTATCTTAAAA 

TGACCAATAATAATGTCTTATTTCAAATATTTGGATTTCTTCTTGGAGCA 

TTACAAAAGCACTAGAGTTTTCACATTCTAATTAAGTCAAACAATACCAT 

GCCACTTACTATTTTTCTATAATTTTAAAACTTAAAAGAAATAAGCTATT 

AATGTCTTAATTCrAAGTTTCCTGAGTGCTTGTTGTTACACTCACTTTTT 

TAAGCTTTTCAATGGAAGTACCTGCCCGGGCCGGCCGTTCAAAAGGGCG 

>Sequence 1308 

TTTATTCGCCCTTATCGTGGTCGCGGCCG AGGTACTTTGGGG 1 TTTTTTT 

TTTTTTTTTTGGGTCACAGGAGTCCTGACTGGGAAAACCCTGAGCTACAA 

AAGCAAGATTTTACTGAAATTAATTATTTCACAGACAGACTGGAGATCAC 

AGGTCACTGAAAAGTCATTTCACTGAACAGAGCTAAGGATCTAGGATAAA 

TTGTAATAAC AGCAAAGTG AAA1T nTI T AAAGAAGAGC AAAACTCAAAG 

TCAAAACATCACATACTCTTATGCCITTGGAAAAGAAATAATAAAAATAG 

AAATTTGCCTCCATCAAAATTATAATACTATTTCTGAATTCAGGGAAAAG 

ACAGTGTTATTAAAGGAATTAATTAAATATATCAAATTTCTACTCTATTA 

TAAACATACCAAGAAAATGAAACAAAAAATTAATTAAACAAATTATTTGG 

GCTCACCGAAAAAGAAAATCCCTTCAGGTGTC ACACAC ACACGC ACCCA C 

ACCACGGCAAACAAAAAACTTACCCATTTTATCTTTTTC 

GGGTGGTTTTGG<KnTGGTrrAACTACATAAACCGGGAGGGAATGCCAAT 

TTACAGGGGGGATCAAAAATTGGCCCCCACCATGCGG GTGGG G TGGCCC C 

rri ' 1 ' i ri ' l l CCAAGGGATAAAGATTACAGGTGGTGGACCi ri'IGGl 1 1 1 1 

ATTATAGAAAAGAGGGCCCTTTTGGGCCATTGGGGAAGGGCAAAAAAAAT 

TGGGGGGGTGGGCTGCTTT 

>Sequence 1309 

A Cri ' lTI 1 1 ill 1 1 1 1 1 1 1 1 1 1 1 1 1 IC TTTC n 1 1 1111 1 11111 1 1111 
TTTTTTTTTTTTTTTTTTTTTA AAA 
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ACCCAAGGGGTTAAGTCTTATTAATTCAACCCCCTTTTAAAAAACTGGAT 

TTAAAAAGGTTATTAAAAAAAAAATTGGACCCCGTTTTGAAAAAA AAAAA 

AAAAAAACCGGTTGGGAAATTGCITATTGAA ACGAA CCTGGG CAATTT TT 

TA ATAA AACCCTGGCC AAAGGGG AG AAGG AATTTTTAATTTAA I lilt C A 

AAAAACCCAAGACCTTGGGCGGGAACAACCTTAGGGGGAAATTCAACAAA 

ATGGGGGGCGGTAATTAGGGAATCCAACTTGGGACCAAAGTTGGGGGAAA 

TAAGGGAAAAAGGGGTTCCTGGGGGAAAATGTTATTCGCTTAAAAATTCA 

CAAAAAAAAAGAGCCGGAAACAAAAAAGGGTAAACCCGGGGGGGCCAATG 

GGGGAGCCTACCTCCATTTATTTGGGTGGGCTCTATGGCCCCTTTTCAAG 

GGGGAAAAACTTGTGGGGCCACTTGTTTTATA AAAT CGGCCAACCCCCGG 

GAAAAAGGGGTnTGC l'l Tl I GGGCCTTTTTCCTTTTCTTGATAAAAAAT 

TGTTGGCCTGGAAGTTGGGTTGGGGGAAAGGTTTAATTTTACTAAAGGGG 

GAAACCGGTTTTCCAAAAATTGGGGAAAACCCGGAAAAAATTGTTAAA 

>Sequence 1310 

CCCTTTCCAGCGGCCNCCCCGGCAGGTACATACCCTTGTAGGATAATTCA 

TCTCTAATTGAGAGGGGAGCTGACCTTCTGCTTCCTTTTAATCCCAGATA 

CCGATTGCCTAAGGGATCGTTTGACTCAGACTAGTGAGAGGTGTGCAGAT 

GACATCCTTACACTCTGGTATCATGCTATATGGTTGTTGCATCCAGTTGT 

ATAGG G ATGG GTG AG G AT ATGGATAA ATTAGGG TGAGTG TATG A C AAGT A 

TCTATATAATGGTTTAATTATACTTGGACGTCGACCCTGCATATACACTA 

TATATTTCTTGGAGCTATCTTAACTGCGAAGAAATTGTAAAATTTGAGAC 

GTCTCTCATGAAACATATTGAGATATGTCGATAATGGAACATGTATTGTT 

TCCTCGTTGTTGGTATAAAATATGCACACTGAGCTCAAGCGCATGTAACA 

CTAAATATGCAATTGGTAAGTTATGAATCTCTGTTGTCCATATATAATAT 

ATACATGAGTGGAGTGTACAAGTGGGTTCTCTCTCTGTGTGACACCTAGC 

ACACTTATATGCACGTGGATATATATACGTACATATATATGTCAACAGAT 

GCGCATATAAGACATATATACCTAGGTGATANGTCTATGCATAGAGTTTG 

AGAGAGTCACAGTACATCACTTGTGACATATGCAGTACGAGTGTATACAC 

ATATATATGGTTGCACATGATGAGATCTAAGACTATATGGTACTTTACAT 

ATGTACGTGCGCGATAAGTCGACACTCATGNTGGTGATTATGTAGTGTGT 

TATATGTCTACTTACACATATGTGACTAGATGTATACACTGACTGTAAGC 

TCCTCAATACATGTGAGTAGTGTACACTCTATCGTGTGCGTAGTACACTA 

CGCTCCTATATGTGGTCTGTTATGTATCTTCTGTCATACATATAGGTCGC 

GGTGCGCGTTATATCTTACGTGTGTGATATACCGNAGCACTCGTGAGATA 

CGCAATGGCATTGGTGTCGTGACATATCATTTGTGACTTATGTAAAGNTA 

GATATTACGTGTGGTGTGATAAAACANTCGATATGTCTCAATGTGTCTAG 

TCACTATTGATACGACACACGACATGTCTGGTGCGCGATGATAAATGACA 

TATTATGTTCTATATAANACATCTCGTAGCACTACGTCATGATTGACATG 

CGAGT 

> Sequence 1311 

ACAAACTAAAATTATGGGAGAAGAAACTATGAGTGAAACGATGAGAAAAA 

CCTAATGCATGATGTAGAACTGAGTGGTGTTAATAGCAGAGCACTGGAGG 

GAAGGGCCACAAAACTCTTCACCCCAAGGTCTAGAATCATTCTAGAATCA 

TCCTACAAGCCTAGTTTTCATGAGATTCAGCCCTATTTTATTTCTTGCTC 

TTGGAATTATATGAAATTACGAATTTCTGTGTGTTGTCAGGTGTAATAGA 

ATACCCTGGAATTTTATTTACITTTAATTITGTTTATT^ 

TGTGCCATCTTCTCATGAAAAAGAGGCAGTATGTTAAAAGTTTGAGTTCA 

GATTTTCTGATGTAGATAAATAAGCTAAAGAAGGCAGGGTGAAGTGTGAT 

ATATGAGAATTTCCAGAGCAGGGTATTXXjTAACTTGTAAGTATITAGTCC 

AAGTTCCCTCTCCCAACACATTTTACACTAGAATAAGATTGAAAGGCCAG 

ATGTGGTGGCTCACGCCTGAAATCACTTTGGGAGGCCAAGGCAAGTGGAT 

GGCTTGAGCCCAGGAGTTCAAGACCAGCCTGGGCTACATGGCGGAACCNC 

ATCTCTACAAAAAAATACAATAAAAGGTAACTGGGCATGGTGGTGTGTGC 

CTGTATTCCCAACTACTTGGGAGGCTAAAGTGGGAGGATCACTTGGACCA 

AGCCAGGTCAGGCTGCATGGAACCATGCTTGTACCTCGGCCGGACACGCT 

AAGGCGAA 
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>Sequcnce 1312 

ACAGTAAGCCAAGATTGTGCCACTGCACTCCAGCCTGGTGACAGAGCGAG 

ACTCTGTCTAAAAAAAATAAATAAATAATAGAGGTGAATGTCTGCATTAG 

GATCAAGACAAGAAGAAGACAGACAATCACTTTGGAATTCTGAGACTACC 

TCCAAGAATCATCCACGGAAGGATGTCAGCCATTTAACCAGGGCTACGGA 

TCAAAAAGGAAAAAATACAGTCAGTGGACAAGTAGAAGAGTCTCCTGAAA 

AATATCCGTATTTGAAAAGGCAGCAGGAGTTGATAGAAAACATAACTAAA 

AAAGTAGAAGACACTGTTAAATTTGAATCTGGATCCTATAT 

>Sequcnce 1313 

GGTACTTITTTTTTTTrn 1111111 ITGGTNATTTTTTTTTTT Tn IT T 

rrn Ti mrm TrrrmTm rrriAAAAAAAAAGGGCAATTTTAAA 

AAAAAAATGTAAATTTGCCCGGGTAACCCCCAAGGGAAAGTCCCTGACCC 

CCCCCAAAAAACCAAGGCTTTCCCTTTCCCCAAATTTACCCGTTTTCCAA 

AAACCAAAGTTTTAAAACCTTTGAATTTTAAACCCCCCTTCTAACCGGAA 

AAATTTTTTCAAATCCCCTTACCCCAATTTAATATAACCCAAAATTATTT 

TTTCTAAAATAAAAATTACCCCCCCCAATTTAAGTTTTTTTAGCCCAAAA 

TTGAACCAAATTAACCCCCGGGTTCTAAAACCCCAATATCCTGTTTTTGT 

ACCCATCCAATCAAGGTCCCTGCCCGGGCGGCCCTTCTAAAGGGCCAATT 

GGGGGCGCCTGGCCGCCCITCCITGTGGATCCCACCITTGGCCCAACCrr 

GGCATAAACAAGGCCATAACCTTTTCCTTGGGAAAATTTTTATCCCCCCA 

CATTTCCCCCCACTTACTGCCCCGAACCATAAAATGTAAACCCCGGGGGC 

CCCCAATAAGGGGCCCCCCCCCCATTTATTGGCGTGGCCCCTCCTCCCCC 

TTTTCCACAGGGGAAACCTTTCGTCCCCACTTTTATTAATAATACCCCCC 

CACACCCCGGAAAGAGCCGGTTACGGTTATTGGCCCCCTTTTCCGTCTTC 

CTCCTACAAGACT 

> Sequence 1314 

CCCTTGAGCGGCCGCCCGGGCAGGTACCTTCTTAGAAACCTAGACTCCAC 

AGAACACTGTTTGACAACCACTGCAGTAGAACATAATATATCAAGATTCT 

ATGAGTGGGTTrCTTTCTTCATTTTTACATGTT GTAG AATAACATGCATA 

ATCAAAGCTAATAATACTGTGTTTTCTTTACTCTTTTATTTGCCTCTAAA 

GACATCCACACATAGTGGTGAACTGATTTTTAATGCGTTTTAAATAACAA 

GCATTGAAAAATATTAATAATTGTAGTTACTAAAAGTATTTCTCTTTGCG 

ATTCTCTTATCTGTGTTTCCAGACCGGTTGGAGGGTGACAGATCAGAATG 

CTCTGGTCAAGAGAATGAATATGAGGATGAGGAATAATAAACT CTCTTT G 

GCAAGCACTTA AATGTTCTGAAATTTGTATAAG ACA TTTATT ATA Fl" 1 ' IT 

TTCTTTACAGAGCTTTAGTGCAATTTTAAGGTTATGGTTTTTC 

TCCC1111 liriGGGATAACCrAACATTGGTTTGGAATG ATTG TGTGCAT 

GAATTTGGGAGATTGTATTAAACAAAACTATCAGAATGTTT TAAG ACTTT 

TTGCCGTGTATGAAGAGTGCTAGAAAATGCAAAGTGCCATATTTTCCCTA 

ACCTTCAAATGTGGAACCTTGATTCAATGGTGAAAATAATTTCATCATAG 

TGAAATGTTGGTTCAAAATAATTCTACACTTGCATTTGGAATGTTGTTGC 

TTTTATATAAAGAGACTGGTTGT 

> Sequence 1315 

CCCTTTGCGGGCGCCCGGGCAGGTACATTTGGTGGAGTTTGAGACCAGCC 

TGGGCAACACAGTGAGACCXnXjTXJTCTAAAAGCATTAAAGCATTAATCCT 

CGCATTTCGATAGGGGTATGTAGCnTTAAGTAAGCAATGTTAGAATGAG 

TTGTAGAGTTTTATTTTTGTGAATATAGTGAGTGACAGATGGCAATTACA 

TGAGGATATTTGAACGAAGGTACC 

>Sequence 1316 

GGTACCAAAGACACTTATTATTCTAACATGCATCAAGTAAAGTAAAACAA 

GGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGTAAG 

GTAGTGGACAGC 

> Sequence 1317 

ACTTNNATGTCn'rn Til TT1 TTT1 TITnTTTI 1 TGTTTTTT n 1111 
rri ' l ' I'lA CCCTGAGTCAGAAAA' rirrri ' l AATAGTTACAAAA'ITrri'l'I'l' 
ITI1 1 I 1 1 1 1 1 1 I ACAGAATCAGTTTAAAATAGCGGGGGATTTCTCCATA 
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ATTATCAAAATTTTTTTTTCTTGGGGTTTTGGCTAAGGGGGGCTGAAATC 
AACAAAAGGCCTTGGACTGTTGGCTCAAAAATTATTCTAAAAAGCCCCCC 
CTGTTGATATTTGGCATGCTTAGCCCTTATGAAATGACCCCTTCCTTAAA 
AAAAAAAAAAAAAAGTTCCTTGGGCGGGACCACCCTTGGGGCGAAT 

>Sequence 1318 

CCCTTAGCGGCCGCCCGGGCAGGTACTACTTTTG I " 1 1 ITTTTnTTTTTG 

GATCAATAAGTTTATTTATGTTGCATCACACAATAGTTACACAAGCATTA 

AAAACACATGCACACGTGTTTATTATACCATACATACAAACACACATACA 

ACTTAATATTTACAAGCACATACAAGCACATACAAACATA TAAACA ACAA 

ACAACACTAATTTAACATACATACAATACTTACAGCTTA CGTTT T TTGCG 

TTTAGCAGTTGTAGAGGTAGATGAGGCGGTGGGTGTAGCTTTTCGTTTTC 

CTAATGTAAATTTTGGTTTGGCCATTAATCCTGCTTG TAGT AAAAATTTG 

CGTCCTAAAGGAAACTGATCTAGGTCTGCAGAAAACTTTTCCTTTAAATA 

TACTGCCCAAAAAGAGTATTTTTTAAGGGGATCTTCTTTAGGTGCTGGAA 

GTGTATTGTTTTGACAAGACATTGCCTGGGATGTTACAAAACCTTAAGTA 

TCTTTTAAGGGGCCTCCTGGGGGAGGTTGTAAACCAAAAT TTCAG ACTTC 

CAAAATAGTGGAATGCATAAAATGTTTTTTATTTTAT AACGTT TTCAGTT 

AATGTTATTTTCAAAATTGTAAAAAAAACTGTAAAAATTTTTCATTCTAT 

GGTGGAGGTACTTGGGCCGCAACCCTCTTAAGGCTAATTTAGCAAACTTG 

AGGCCTTTCTAAATTGTTCGAATTAGGTCTCTAATCTTGTTATAAATTAT 

ATATATCTGAATG . . 

>Sequence 1319 

GGTACATGAAAACATCAGTGTGACAGTTAATATTAAATGTCAACTTGATT 

GGATTGAAGGCTGTAAAGTCTTGTTTCTGGGTGTGTCAGTGAGGGCGTTG 

CTAGAGAAGACTAACATTTGAGTCAGTGGACTGGGAGAGGAAGACCCACC 

CTCAATATGGGTGGGCACCATCCACTCAGCTGCCAGCGAGGCTGGAACAA 

AACAGGAGGAAAAAGGTGGGATAGGTGACTTGCTGAGTCTTCCAGCTTTC 

ATCTTTCTCCCCTGCTGGATGCCTCCTGCCCTTGACATCAGACGCCAGGT 

TCTTTGGCCTTTGGACTCTCAGACTTACACCAGCGGTTTGCCGAGGGCTC 

TTGGGCCTTTGGCCACAGACTGAATGCTCTACAGTGTTGGCTTCCCTACT 

TTTGAGGCCTTTGGACrCGGACTGGGCCACTACTAGCTTCCTTCCTCCTC 

AGCTTGCACGTGGCCTATAATGGGCCTTCACCTTGTGAACATGTGAGCCA 

ATTCTACTTAACAAACGCCCCTTTATACATACATATATCCTATTA GTTC T 

GTCCCTCTGGAGAACCCTATACACTCGATAAAATGTCAATAAAATTTTAA 

ATAT 

>Sequence 1320 

GGTACTTTTTTTTTTTTTI 11111 1 1 1 MT1 CT1TH T1 1 li 1 11 1 ITT T 

rn rrrri rriTn rrrrrrrrrrrrrrii rrri i tttaatititi i 1 ia 

ATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA^ 

AATAAAAAATACACCCATACCCAATTATTTCAACTAAACCAAAAAAATAT 

TTTNAAAAAAAAAAAAAAAAAATAAAACTTAAAAATAAAAAAAAAAAAAA 

AAAAAAAAAAAAACTAATTTAAAAATAAAAAAAuAAACATTTAATCCTTTA 

TAAAAATAAAAAAAATTAAAAAAuAATAAuAAAAAAAAAAAACAAAAATAAC 

ATTTTCAAAATCTTCATATCCATATAACCCTAACCAAAATAAAAAAAAAA 

AATTAAAATTAC AAAAAT ATTNC 11 CI ' 1 1 1 1 AA AAAAA AAAC AAACCCC A 

AAAAAATCAAAAAAATATACAAAAAAAAATAATTTTTAAACAAAAATCAC 

AATCCAAAAAATAAAAAAAAAAACAAAAATAAAATAAAAAATAAAATCAA 

TACTCATAAAT 

>$r*K\?nce 1 32 1 

GGTA cn 1 1111111111111H1HH111 rcTTcrrn 1 1 1 1 1 1 ittt 
m i 1 1 n i n iiiiiiniii nun i n mini rm 1 1 1 1 1 1 1 1 

1 1 1 1 1 1 1 rTTTTTTTTTTTTn 1 1 nTTTTTI 11 11 1 1 AAAAAAAA ATCC 
CCCAATTTAAAAAACCCCCCCCCAATTTTAAAAACAAAAAAAATTTTTTA 
AAAATTCCGAGAGGGGAAAAAAAAAAAAAAATTTTCTAAAAAAAAAAAAA 
ACCCCGGGGG l l ri^'llW'lAAAAAAAAAAAATTTTTTAAAuAAAAAAAAAA 
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AAAAAATAATTTTTTGAAAAAAAA AAAmAAAAAAATTTCA AAAAATGGAGA 
GGTTTCTTTAAAAAAAAAAAAACTAT1 1 i 1 1 1 1 1 mil lAAAAAAAAAA 
AAAAAAAAAAACCCCCCTCATTTTTTTAAGAAAAATTGGGGGGGAAAAAA 
AACCCCGAAAAAAACAAAAATCTTTATTTAAAAACATC AAAAAA CCCGGG 
G AGGTTA AAG A A A ATATTTTATAAA AAG ACCC AAAAAA ri TTTI AAAAA A 
AGAAAACCACAAAAATTTATATAAAAAAATATAAAAAGGATCTTCTN 

>Sequence 1322 

GGTACAGAGCTTCTTCCTATTAAGTGCCTAAACTATAGGCAAACTTTGGT 

GTTCCCACTAAAACACAAGAGCCTCACACAATTAGGAAAAAAAAATCAAA 

AGAAACAAGGAAACTGAGAATGGAAGTTAGTGTAAATCTCTGCATTTGGG 

GAGTTGTCATTAACTCCAGAGCCCAGCATAGTTTCCATGGAGCCCTGAAG 

GGAGGGGACCTCCTGCCACAAAGAGTTTCGTTCCAGACGAGTCGTAGCAG 

TGGGTGTAAACAGCATTGGGGAAGAAGTCAATGTCTGAAAAGTAATTCCT 

CCAGGTTTCATCATGATTCTACGGGAAGAGAAAGAGACTACAATTAGCAC 

CTCTAGCCATGGGGCAGGAAAAGGGGGAGGAAGGGACAGGAATGCTTTCT 

GGTCTCCTTA AGGG A AC AGGGTTCTACAGGT 

>Sequence 1323 

AC TTTTTT1 rTTTTTTTTTTTT TTT TTl 1 C1T1 1 1 I 1 1 11 H 1 111 1 11 T 

m r n i n 1 1 1 1 n 1 1 1 1 1 hti 1 1 1 1 1 1 m m 1 1 1 1 irrn 1 1 1 1 1 

TITM I ri i l l AAAAAATAAAAAAAACCAAAAfAAAGGGGGGGGAAAAAA 

ATTTTTAAAAAAACTTTCCCAATTGGGGTTTTTTAAGGGAAAAAAAAAAA 

AAAAAAAAGGGAAATTCCCCTAAAAAATTTTTAC CCCCCCCCC TTCCAAA 

AAA AAAAA AAirirn llAAAAAAAAAGGGAAACniTI 11 TTAAAAAAA 

AAAAAAAAAAAAATTTTTTGGTTATTTTTGGGAAAGGGGGGGGAA AAAAA 

AATTTGGGGGGTTGAAAATTTAAATGGGGTTTTA AGGGGAGGG TTTACCT 

TGGGGGGGGGGGGGGGAAAAACCCCCAAAAAAATTTTTTTTTTAAAAAAA 

AAAGCCCAATTTGGGCCTTTGGGCTAAAAGGGGCCCACCCTCTCCTTAAA 

AAAAAAATTTCTTCTTAAAAAAAAAATTCTTCAAAAAAAAACGTTTC TAA 

AAAAGAAGGTTGTTGGATAAAAAAATAAGCGCCAAACCCTCAAAAATTTT 

GGGGGGAAACTN 

>Sequence 1324 

GGTACTTGGTTTAGTTATGGCTGTTTTTTGCCTCTAACACTTTT ATTTTA 

AAAAGAAAATTAAAATAGGTTATTGGGATCAAAGATATAGGCTTTTTGTT 

ACTTTGAATGATTTTTGTAATTCAGAATATGCACTTGTTATTTCAGTTCT 

TATTTTrATAATTATTGGTAGAGTTCATCTAATTACCCTATAAATCCCTG 

GAGAAAGGTGGCCCCCATATACTTTATTTCTTGGTTATATGTATAAAAAT 

CAGTAGGCAATGTAAAAATGTTTTTGTGTGAATTTATGTGAGTTATAATT 

CTAATTCTATGTCAATATTCACCTCAGATTACCACATGAAAGCTCAGTCA 

CCAACTATGCCTCATACTGAAATACCCACTGATTAAATCAGTTGACAACC 

AGCTCCTATCGTACCTGCCCGGGCGGCCGCTAAGGG 

>Sequence 1325 

GGTACTTATTTTATnT IT IT I GTTTTG AGGCAAAAGGTAACGTGAAAAA 

GCAGGCATGGCATATAAGCAAGCTTTTTTTAAGGCTGAGTGACTTATGTG 

GCTGATAGAGGAAGGATAGGAGGAAAGGAAATATAGTGAAAAGGAACAGA 

GAGGAATAATAAAGCTGGCAAGTCACAGACAACATAATTAGACTATCAAA 

AGAAAATTTGGAAGAAAGGCATGGACAGGAATAAAGACCTCCTTCTAAAG 

CAAGGTAGGGAGAGCAACTCGATGTAGATTGAAGAGAAAAAGGAAAGAAA 

AATGAATGTTCATATTTGATGGCCTATGATTATCTGGGTCATGTAAAAGG 

CAAAGTAACATGTTCAAGTGATGAAAXTGGGTAACTTTAGGATAATGATG 

ACAGTTCATACAACCAATTCTGAGAATAGAAGAGAACACTGACTATATGA 

ATAGAAGGATTTTAGAGACTTTACGACTCAGCCGAGTITAAATTAAATAT 

TGGTAGGC ATTCAGTC AATAAGGGTATACATl T I "1 "ITCCGACAGCTTTAG 

CCCTTTATGAAAATAGAGCCTAAGAAAAAACCCCAAACGTATGGGTAACT 

ACCTGTGAATCTGGTTAGAACTGTTAGAAGGAACTTCCTGCAAAAGTTGG 

TAGTAAAATGCAAATTTAATCAGGTAAATGTCCAACATTGAATGGATATT 

GCTTAAACCACACCGTAAATTTTTGAAAATGTAAACTTATTTAGAAAATA 
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ATTTAATTTTTAAGGGATT 
>Sequence 1326 

ACGCGGGATATTTATTTACAAAACACTTCATTATTTATAAAGAATTTACT 
AACAGTTTATCTTATTTATACCCATACAT^ 

TACATAGAAAACAGCATTCTTTTTGCCAAATATGACCAAATTACTTTTAT 

TTATAATTTTTGATTTATGTTTCAGCTAGATCTAAAAAGCATCTGAAGGA 

ATTTACAATGAAAGATACCTATGCAATAACATTTAGGATAATCTTTGACA 

TTTTGGAAAAATAAGAATTGAGGAAAAAAGTGTATCTTTCAAGTAGATGC 

AAAGCATTATAATGACTGACACTTGTATCTAACTCCAGTCTTACAGATAA 

CTAAGGCAAAAAGCTAAATAAACAATATGTAACCTCTAACATTTGGTAAA 

AGGAAGTATACTGGTCTGTTAGCAGAGACAAACTTTTTTTAGAATTGAAG 

TCTGAAACAAACAAAAGCAATTCAATGTCAATAGACATTAAGCAACATAA 

TAGACAAACATCTCCTAAGGGAACATTTGTTACAGCTGCTCCTTTCCTGA 

ACTGTGCTTTGGAAGATAAGCTCTGTCCTGAATCCAAACCAAGCT 

>Sequence 1327 

TATACGGCGAATTGCAGCTCCACCGCTGCGGCAGCCGACGTACATGCCGT 

GGAAGAGACTCAAGTAGGAGCGCCTGCCCGAGCTGATACTAGATGTGAAC 

CTTTCACCATGAAAATGTTAAAAGATATAAAGGAAGGAGTTAAACAATAT 

GGATCC AACT CCCCT TATATAAAAA CAT TATTACAT TCC ATTGCTCATGG 

AAATAGACTTACTCCTTATGACTGGGAAATTTTGGCCAAATCTTCCCTTT 

CATCCTCTCAGTATCTACAGTTTAAAACCTGGTGGATTGATGGAGTACCT 

GCCCG 

>Sequence 1328 

CCGGGCAGGTACCGGAATCTGCAGATCGCCAAGATTTTCTATAATGATGC 

CCTCCTCACGTTTGTCTGGAAACTGGTTGTGAACTTCCGAAGAGGCTTCC 

GGAAGGAAGACATAAATNNNCCNANACGAGGGGGGACATAGGAGCTCCAC 

GACWJTNTCTTCTATTACTCGGCANCCCCCTGCAAGCCTCTCTTCA TCTG 

GGGCCATTCTTCAGCAATNAAGAAGGGCAAACTCTCCAAAGTTCATTTTG 

GGTAGCCAGAACCAGGGGGCTGCCACTTCTGGCAAGCCCCTGGGGAGCCC 

AGGCAAGGCCTTCATGGAAGAACCTCTTGGCCAAAGGTTGAAGAAACGAA 

CAATCATATGCCTGNCATGGGGAGGTCCCGAGGAAGCCCTGGCTGAATGA 

GGTACCCTCGGGCCCGCTTCTAAGAAACTAAGTGGGAATTCCCTCCGGGG 

CTGGCAGTGAAATTTTCGATTATCAAAGCCTTAATTCG AAATA CCCGTCC 

AACCCTTCGGAGGGGGGGGGCCCCGGGTAACCCAAGCTTTTTGGTTTCCC 

TTTTAGTTGAAGGGTGTAAATTGGCCGCGCCTTTGGCGGTAATTCATGGG 

TCAATAGGCTGGTTTCCCTGTAGTGGAAAATTGTTTATTCCGGCTCAACA 

ATTTCCCACACAACCATTACAAGCCTGGGGAGCCATAAAAGTGGTAAAAG 

CCCTGGGGGTGGCCTAAATGAGTTGAGCCTAACTTAACATTTAATTGGCG 

TTGGCGCTCACCTGCCCCGCTTTCCCAGGTCGGA 

>Sequence 1329 

ACAGAAGGTTTGGGATTCAGCATCACTTCCAGAGATGTAACAATAGGTGG 

CTCAGCTCCAATCTATGTGAAAAACATTCTCCCCCGGGGGGCGGCCATTC 

AGGATGGCCGACTTAAGGCAGGAGACAGACTTATAGAGGTAAATGGAGTA 

GATTTAGTGGGCAAATCCCAAGAGGAAGTTGTTTCGCTGTTGAGAAGCAC 

CAAGATGGAAGGAACTGTGAGCCTTCTGGTCTTTCGCCAGGAAGACGCCT 

TCCACCCAAGGGAACTGAAAGCAGAAGATGAGGATATTGTTCTTACACCT 

GATGGCACCAGGGAATTTCTGACATTTGAAGTCCCACTTAATGATTCAAG 

ATCTGCAGGCCITGGTCTCAGTGTC AAAGGTAACCGGTCAAAAG AG AACC 

ACGCAGATTTGGGAATCTTTGTCAAGTCCATTATTAATGGAGGGGCAGCA 

TCTAAAGATGGAAGGCTTTCGGTGAATGATCAACTGATAGCAATTAATGG 

AGAATCCCTGTTGGGCAAGACAAACCAAGATGCCCTGGAAAACCCTAAGA 

GGTCTATGTCTACTTGAGGCCATAAACGAAGAATGATCCCGCCTTCC 

>Sequencc 1330 

ACCGTGTTTTGATAGTTGACTAACACTGACCTGTAATGGTCCTACACCCT 
CTCCACTTACTTACACTATCTTAGGTAAATAAGACTTTTATTCCTAAGTG 
TGAATTTTCACAGGAGGAGAAATCTGGCAGATAGATCCTCACCATCATCT 
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GAACACTCGAACTGGACTTCCTTTTCTGAATTGACCAGTCAAAGAGAAAG 

GAAAAGAAAAAAAATATGACCGG 

>Sequencc 1331 

GGTACTGTTTGCATTAATAAATTAAAGCTCCATAGGGTCrrCTCGTCTTG 

CTGTGTCATGCCCGCCTCTTCACGGGCAGGTCAATTTACTGGTTAAAAGT 

AAGAGACAGCTGAACCCCCCGCGTACCACTGTAATCATTATTCCCAATGT 

TATGATTACATTGACAGATAACTCCAGTTTTGCTAACCTGAACTGATGTT 

ATGGCC ATAATATGTTGTTG ATTC ATGG C A A ATGGTG ATGTGTG A G TTAT 

GATCCTGTTTTTCTCACAATGGTGGTGGAGGCCGGGAGCTTATATGTTTA 

TTTATGTATGAATGACGATAGTAAGAGATGGCATATAATCACCAGACTGA 

TCATATTGGATTCTTTGGGGAACGGAGCCGGAAGGGAGTAAACAGAGAAG 

CTTGACTCTTTATATATCTGTAATCTGCGGCTTTTTACAATGAGCATGGT 

ATTTTAATATTTTTAAATATCTGATTAAGAAACTTATGAAAGAGCCGTNT 

TTTGAGGTTTAGTGCTAAAATAACACTTAAATGTTATTCTTAAACAATGC 

AACTAGTCTGGGTGAAAGAGACCATAAGGCGCTTTAAAACCATCCATTGG 

ACTCAGGGAAAACCATGCTCCCAGGGGGGAATGAAATCTAGTGGTCCTTT 

AGTAAGTCTTTAAAAGACCCTTCAAAAAATTTTTTGTGTTCACTTTATAG 

TAACCCACACCCTCTTCCCAAGATTGCCTAAAGGGGTGGGGATGGTCGGG 

-CITFATAATATTTCGGGAATGGAATTTGTGGATAACGTTTGGAACGGGAT 

AATCTTTGGG 

>Sequence 1332 

ACTGGATTTTTGCAAGCCCTCTATTTAAAATTCCCCAGAAATTAAATAAG 

GAGGCTTTGGAGGGAGGAATGCCCTAGACAAATTGTGGAGTGG GTTTG TT 

TTGTTTATGGAGATGGTCTTTAAAGTCTAAATTGTCCCCGTTTTATTTTT 

GCCCAATTGAAGAGGGGCTGAACTCAGCTGGGAGGGAGGGGATGGTTGTC 

AGCCTACAGCTTTTAGTTGAAACCAAGTCCATTCTGGGGCCAAGAAGCTT 

CCATTTTTAGCAAAGAGAGAAAGGCGAAAAATATACAAACCTCGTACCTC 

GGCGCGCGACCACGCTAAGGGG 

>Sequence 1333 

ACTTAATTCATTCTACTTTGTGTTAACTATCTTTTTATGTGTAGGTCTCA 

TCACCCCAACCAGACTATAAATTCCTTTGTCATTATTTAAATCCATGCAT 

GGAACTCCCATAGACATCAACCAATCACCAATAGACAAGCCTTAGAACAT 

GTATTACAGGAAAAATAGAGTAACACATACAACTAATACAGAGGAAGAAC 

AATTGACATTAAAGTAGAAAAAAAAATTAACACTCTTGGAGTCTATAGAA 

AAATGTAAAGAGAAAGAGAATTGAAGATAATACGTCAACTTAGAAATATT 

TAGTTTGCCTGCTTCAACATCAATAATAAAGCATAC TAGGAA AAGTGGTC 

CTITTAAAGCGATTGTTACAACTCTCTGAGGTGCTGGTTTTTGATAAATT 

TTCTTGGCCTGAGACTGAAACTTTTATTCAGCGATTGGCTGGGTAAGAGA 

ATCAATTAAGAGATTAATGCATCGCGCCATAAACAGAAGACTGCCGTGGT 

GAGAGGTAACTTTGTGACATTGTGCTAGGTTTTCATATGGGGTGTGTTAA 

GGGCTGCAAATAAATGTTTAGCATTGTAG 

>Sequence 1334 

GGTACAAAGTTCAACAAAGTTTGTTCTTGATTAAAAAAAAAAAGAATGAA 

TATCTAATGTATAAACAACTCCAACTTAGATTTCCAAAATCTTGCATTCA 

TTC AC ATTTGTGC 11 C 1 1 rCTAC ACAGCTGTC ATTTAC ATTCCTAGGCTT 

GTATTTCACTATGTAAAATGGGAATTTAATCTTTATAAATGAGGCATTTA 

TGTAAAAAAAAAAAAAAAAAGT 

>Scqiiencc 1335 ... 

ACAATAAACCAGCC AAAGAAAATAACC AGTTAGC ACTTAAATAAG AATCT 
ACCATGTAAAAAACACAGTATGGGACACTACAAGGTAGTATTTATATATT 
TTTTAAATGACTGAGCTACAGTACC 
> Sequence 1336 

CCCTTAGCGGCCGCCCGGGCAGGTACATCTATCTGACCCCAGAGTTACCC 
TTTTCTATCATGCCCCCGTAGGATATTGCCTGGGGACACCTGACAACAGA 
AAGTCTAAGGTTTTCATCTAGGATTGGGAGTTACCCCAACACCAGCAGGA 
TGCAGGAAAAAGTAACTGACCGGATGGTTGCCTCAATCTGTTGATTCTTC 
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AGTGAGTTAGCTCAGATTTTGTCCAGGAACAGCTTTCAGAGCCAAAGATT 

ACGTATTGAACTCTACCAAGGCATCTGGTGACTAGAAAACTCCTGGAAGG 

TGGTCATAGCAGAAATTGTTGGGAAAGTTCTCAGCATATTAAAAGAGAAA 

TTTTTATTTCCTTCATGATCCACTCCTACAGGGAAAAATAAATGGCAAAT 

GAACCCATGTATGTCAGACTCTGTAATAAACATCAGTGAGATCACAGTGT 

CAAGAAATTTCAGCCTGAATTAAAGATACCCTTGCTCTCTTAAGAAAGAA 

ATAGAGTTAGAAATTGTCCCTTGGCCCGACCACCCTAAGGG 

>Sequence 1337 

GGTACI I rri i l 1111 11 1'l i i ri rriTIGCAAACCTTATAAATAAAAAG 
TGGTATGCCAGTAAAGTTTCAATTTACATTTCTCTTCTGAATGAAACTGA 
GCATTTTCCATTTTCCTCCTAGATTCTTAGGAAGCCTTTGTATCTGCGAT 
ATAAGTTACTTTCTCCTTCTTTGTCATGTTC 

TTTAAAACCTGCAGTAAATTTTAAATCTTTTCATTCAGTGCITCTGGTTT 

TCAAATCACATACAGAAAGAATCTCCCGAGTCAGAGGGTGTGACCACAGT 

CTGTTCTGGTGCTTCTATGGCTTCATCTTTCACATTTGAATCTCTGACGT 

AGTTGGAATTTATTCTGGGCTATAAGGACCCGACTTTATTTTAAGAACAA 

AATTTTTTTAACAAATGTTAAACTTAACTTCCTAAAGGCAGATTATTACT 

GGGACCATGTGTGACraGCATGTCTATGTTTGCTTAGGAACATTCTTCCA 

GAAGAATTXGCAAXGCTGAAAGGATGAIGACTC 

TCTTGAAACATTATTGTAATATAGN 

>Sequence 1338 

GGTACTTTTGGTAAAAGATTTTAAGAAGGCATGGGAATATGAATTTCTCA 

CCTAAGTTTAGAGGGTTAAAGGATTGTGTTAAGTGAGGAAGGAAAAAATC 

TAAAGGTTTAAACAAGTTGTGAAAGGTTTATAAAAAATTAATGTGTGCAA 

ACATATCGGCTAAAGTTAAAGAGGTATTATTCTGTTTTTCCATAAATTGA 

ACATTGGAATAAAAGTGCAACAGAGTTTTCCTAAATCATTGTTCTGCTCT 

TTAACAAAAAAAATATTGTAAAGGGTTATAAAAGGTTTATAAGAATCTTA 

CCTTATGGACAAACTAACTAAAACTGAATGGATTTGTAAAATGCTATTAA 

ACTAAATTAAGGCTGGACGTGGTGGCTCACACCTGAATTTCAGCACTTTG 

GGAAGCCGAGGCAGGCCGATCACTCTGATGTTACGAGTTTGAGACTAGCC 

TGCCCCTATGGTGAAACACTGTTCCTCTAACAATATGCGAGCGTGTTGCG 

GTCGCATGATGTCCAGCTGCTTGTTAGGATGCGCTAGAGAATTGCCCTAA 

CTGTTATGCTTTGATCGTGTCTTCTN 

>Scquence 1339 

ACTAAAAATTTCCACTATCAGAAGATCCTGATTAAAATAAAGAAATACAT 

AAAACTCAAACAGTAAGTCAATGTGATTATTTGTTTCATTTCAGAAGATC 

TATGGGTCCCACTGCCCGCCACACGTGTCTCCTGGTTCTCAACGAAGTGT 

GACCAGCTCTTCTGAAGAGGTAGGGTGAATGGCGACTGTGTTGTCAAAGT 

CTGCCTTCGTTGCTCCCATCTTCAGTGCAGCAGCAGAGCCCTGCAGCATT 

TCATCACACCCAAGTC(XTGCATATGGATCCCAACCAC(n TGTCT TACrT 

GGTGGCACAGACCATTGTGATCACACCATTGTGGGTTTGCTTTTGGTACC 

TCGGGCGGGAGCACGCTAAAGGC 

> Sequence 1340 

GGTACrrriAACTATTTGlllCriCrACGATAA TTGGT TTGTTGTC 
TATCTACCTAGAGTAAATTTTGGCAATTTGCATTTTTCTCAAAATAG 
TTGAATTTATTGTGTAAAATTGCTCAAAAT AGTCA ATTTAAACAAATTTC 
CTGTTTTACTATTTCCCCCTTGTC ATTTAAA I" 1 11" rGTATTTGTGCTTCC 
TCCCGCGT 

> Sequence 1341 

ACTTTGACTATTITITAGCAACAAATTACTm 

ATTTAACACTTCCAATTTTGGAACTATTGGATAAATAATGATGGGATTTA 

AATAAAGCAATCCGATTCTACTATTACAGCATAGGGTCTCITGTAGTCCT 

CTTAGTAAAAACTATTGTGACACTTCX^l'lUl 1 1 CTCCAAATATTC GGCCT 

GGAAAGACCTAAATACAATGCAGGGATTGAATCAAATTCACACATTTTTT 

TTCCTACGGAAACAACAACCnTTCITGCTTATATTTAACAAAAACTAGTA 

TAGATT 
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>Scquence 1342 

CGTACTATAGGGAGTCGACCACGCGTCCGGTGGTACGTGGTGCGGGATCG 

AGATTGCGGGCTATGGCGCCGAAGGTTTTTCGTCAGTACTGGGATATCCC 

CGATGGCACCGATTGCCACCGCAAAGCCTACAGCACCACCAGTATTGCCA 

GCGTCGCTGGCCTGACCGTCGCTGCCTACAGAGTCACACTCAATCCTCCG 

GGCACCTTCCTTGAAGGAGTGGCTAACGTTGGACAATACACGTTCACTGC 

AGCTGCTGTCGGGGCCGTGTTTGGCCTCACCACCTGCATCAGCGCCCATG 

TCCGCGAGAAGCCCGACGACCCCCTGAACTACTTCCTTCGTGGCCTGCGC 

CGAAGCCTGACTCTGGGAGCACGCACGCACAACTACGGGATTGGCGCCGA 

CGCCTGCGTGTACTTTGGCATAGCGGCCTTCCTGGTCAAGAATGGCCGGC 

TGGAGGGCTGGGAGGTGTTTGCAAAACCCAATGTGTGAGCCCTGTGCCTG 

CCGGGGACCTCAGCCTGCAAAATGCGTCCAGAAATAAAAACTGGGTCTGG 

GTGCGAAAAAAAAAAAAAAAAAAGGGCCGG 

>Sequence 1343 

CGTCTTATGGAGTCGACCCACGCGTCCGAATGCAGTGAAAGTGACACTGC 
CTGACCTTCAAGACTAGATCATCAAAGGTGCTACAGCTTCTGCTTTGGCT 
TACCCTCTCTGTCGTGGGACACTCACCCTTGGACCCAATCTCCACACTGT 
GAGMCTTCTATGCTACCTGGAGAGGCC^ 

AGGCCTAGTTAAAGTTTCAGCCAGCGTCAACCACCCAACATGTGGGTGAG 

TGAACCCTCAAATGATTGCAGCTCCCAGCCTTTGAGTCTTCCAGTTGCGG 

TCCCAGTCATTGAAACAGAGTCAAGCTGCCCCC GCTG TGATTTATCTGAA 

TTTCTGACCCACTGGGAGCATAATAAATGATTGTTTTATGTTNAAAAAAA 

AAAAAAATAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGG 

>Sequence 1344 

TGTACTATAGGGAGTCGACCCACGCGTCCGTCCAGAATTTCTAGAGTGGG 

TGGGCATGATTCCAGTCAATGGGGGACCGCCCGTGTCTAAGCATGTGCAA 

AGGAGAGGAGGGAGATGAGGTCATTGTTTGTCATTGAGTCTTCTCTCAGA 

ATCAGCGAGCCCAGCTGTAGGGTGGGGGGCAGGCTCCCCATGGCAGGGTC 

CTTGGGGTACCCCTTTTCCTCTCAGCCCCTCCCTGTGTGCGGCCTCTCCA 

CCTCTCACCCACICTCTCCTAATCCCCTACTTAAGTAGGGCTTGCCCCAC 

TTCAGAGGTTTTGGGGTTCAGGGTGCTGAGTCTTCCCTTTGCTGT GCCCA 

G GTC ATCCCAAACCCTTCTGTTATTTATTAGGGCTGTGGG AAGGG 1111 l 

CCTTCTTTTTCTTGGAACACTGCCCCTGTTCITCACACTGC 

CTTAAACTCATACAGATTGTCCATCATGGGGGGCATGGGTGGAGCAAAAG 

GGCITCCTTAACCCCGGCAGGCCAAGGCAATTGGTAAAGGAAGCACTTGC 

CCCCCTTTCTGGCCCCTTCTTAATCTTTAATAAAAAACCCGGCTTCTTAT 

TTTTTAAAAAAAAACCTTTTTGTTACAAAAAAAAAAAAA 

CGCCCCCTTTGACTTATCTTAGAGAAAAAAACATTTCCAACCTTCCCCTT 

GAACCnTGAACCATAAAAGAAATCCATTTTTGGTTGTAACCTGTTATTTG 

CACTTAATAAGGGTTCCAAAATAACAATATCCTTCCCAATTTTCCATATA 

AGCCATTTTTTTACTGGCTCT 

>Scqucnce 1345 

acgccitgagagcctaggacacggcccgatattactgtgcgtttcacaat 

cgggcccixtactggggccagggack:ccaggtcaccgtctcctcagcctt 

caccaagggcccatcggtcirccccctggcaccctcctccaagagcacct 

ctgggggcacagcggccctgggctgcctggtcaaggactacitccccgaa 

ccggtgacggtgtcgtggaactcaggcgccctgaccagcggcgtgcacac 

cttccxggctgttctacaggccttaggacitrac^ 

tg accgggcccctccac aacittgggcaccccaacctaca iii 1 

gaattaccaggccatcaaccccaaaggggcaagaaagttgtgcccaaatt 

tttgaccaagatgatacatgcccaccggccccgacccctaacctctgggg 

gggcccgcagtctttccttttccccaaa 

>Scquence 1346 

GGTACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGGAGTCAAAGATAG 

TTCCAAAACTTTTGAACAGAACACTGGATGAATACTGTTTACTGAGATGG 

GGAACACTTAGAGAAAAATGCATTTGGAAAGCAGAAATACGATCAAGACT 
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TCCATTTTTGATACATTAAGCTTGGTATGTTTAATTCATAGCTATATAGA 

GGTATTAAATTGGCAGGACAAAATCATAGCTAGAGATAAAAATTTAGAGT 

TCACCAGTGTAAAGATGATATTTGATGGCACAGGATGGACTTTCTTCTGG 

GATTTGAGTATACATAGAGGAAAGATGTGAGGATTGAGCACCAGGGGACT 

TCAACATTGACAGGCTCAACAGAGGAGAATTCCCAAGAGGATGAGGTTCC 

ACCTTTAGGACCGCCAAAGAAGACTTCCCAGACAAGTACCTGCCCGGGCG 

GCCGCTAAAGGG 

>Sequence 1347 

GGTACrTTTAACTATTTGTTTCTTCTACGAT AATTGG TTTGTTGTG ACTT 

TATCTACCTAGAGTAATTTTGGCAATTTGCATTTTTCTCAAAATAGTTTT 

TGAATTTATTGTGTAAAATTGCTCAAAATAGTCAATTTAAACAAATTTCC 

TGTTTTACTATTTCCCCCTTGTCATTTAAATTTTTGTATTTGTG 

CCCGCGT 

>Sequence 1348 

GGTACAAATTACTCTGTAATATTGCTTTCTATTAAAAG GGTGT GGTTTTT 

TTTTrrGTTGTTTTl Tl I I I I Tl 1 AGCTAGTCCAGTGGTCTTTTTGATGT 

TGGTTCAGCTTAGTGGTTCTCAACCCTGGAACAACCCGTAGACCCACCTG 

GGGAGCTCTTAAAATTATCAGTGCCTACCCCACCTTCCAAGATTCTGATT 

TAAATCCTGTAGTGTTTTTAAGGCACCCCAGGTGATTGTAATGTACCTGC 

CCGGGCGGCCGCTAAAGGG 

>Sequencc 1349 

CCCTTAGCGGCCGCCCGGGC AGGTAC 1T1I T I ' 11 ' I'l T I" H ' I'l I TTTTT GG 
G TTT1 Tl 1 1 T TT I TTTm TTTT1 Tl III Tl Tl ill I 'l TTTl 1 I T1TTTT 
TTTTTTTTTTTTTTTTTI I I I AAAA AAAGGGGTAA CATTA A 1 1111 1 l i i 
TCCCCCCCAATGGGCACGGGGTTTAATTCCCAAATTTTTA ATTTTTGGGA 
A A AAAAAA A AAATACC ATTTTTA A A A ACCCC AGGGGGGG r r r r 1 r 1 1 1 TA 
AAAAAACTTGTTAAACCTATTTTTTTGGGGGGGGTTAAAA 1 fTTTTTTTl 
TTGG GCC AA AAAAA ATCCCCCCC riTHTI CCCTTTTT AA AAAACGG AAG 
TGGGGCCTGCTTTTTAATTCACCCTTTTAAAAAAAATTCTGGAGGGTTTC 
CCAATTTTTTTTAAGGAAATTTCCCGTGGAAATTTTTTAAAAAAGGGAA^ 
AAAAA AAAGGTTTTATTTTTTTGTAGGGCCCCCACCCA GTTGGTGG G AAA 
AGCCCTTTCCCCAATTTTTTCCCCCTGCGGGGC AA A A GG I" I T TTTI AAAA 
AAAAAAA IMU rril'I AAAATCTTTTAAAAATTGGTGGTTTTGAAATTTAA 
CAAACCGTTTGTTAGCCCCCTTGTAAATTGTTTCCAAACCCAAAAAAAGG 
TTTCTCCCCCGTATTTCTTTGGCGGGAACCACTTAAGGGGTATATTCCCC 
AATCTGGGGGGGTTTTATATAAAATTCAATTGTTAACACAATTTGGGAAA 
ATAGGAAATAATTG 
>Sequence 1350 

GGTACTTCGTCTTCTAATTTCAAAAATATAACTTAAAAATGTAAATATTC 

TATATGAATTTAAATATAATTCTGTAAATGTGTGTAGGTCTCACTGTAAC 

AACTATTTGTTACTATAATAAAACTATAATATTGATGTCAGGAATCAGGA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCAA 

GGG 

> Sequence 1351 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATG 

GGGGTCAGTAGGAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGCA 

CAGCTTGCTTTAAACATGAGATCCAGCTCAGTGATCATGCGGGGGAAAAG 

GCCCGGCATTGCTGGAACTCCTAATATTTAAAAAGATGATGGAAACTTGA 

AATTTTATATTTAATXTrTCTCATTTTTAAGTG 

CTTTGAAGCCTCTCTGCTGGTC AAACAAGATGTATCTCTAGGCTCG 
AGTCCACAGCTGGCCAGTTTGAAAACTGAATCCTGCTAGCCITAATT^ 

a r n t i " n aaa ttt aa tttgctttg a ttcctgc a ctcctg ctc aaaaaaa 

TCTTCAATGGCTCCCCACTGTCTGCAAGGTAAAATCCAAACTTTGTCACC 
AGTCCTTCAAGCAACCCATGACTATATCCNGACCCCAAACCATATTTCTA 
CCTTAATATCAGTCTCCATCTTTCCACCGCACCAGAATGATAGTTGAAAT 
GTACCTNGGNCGCGACCACCTTAAGGC 
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>Sequence 1352 

GGTACTTTTTTI 11111 rTTTTTTTl 11111111 1 ACAGTTATACTGTGG 

AAAGTTATTCAAATTTCAAATTTATTTACAGTGTTTGAAAAGCACACAAC 

AGAAGATCTTCATTTATGCAACAAGTCAATCATTTGCAGTATGTATGGAA 

AATAAAAATCTAAGGTAAGTCAAACATACAAACTCTACCTCTTGCTTTCT 

CCATTAGAATATACACATTGGAAATCTAAGTTCCAAACAGT TCCTCT CTA 

CTGAAGATAGTGAAATTTAGTGCAAGCCCCCTAATTACCAATTTTTTGGA 

TGCTTACA 
>Sequence 1353 

ACATTGGTTTGATCTGGAAAGGCAGGACAACCCAAAGCGGGCTGGGGACA 

GTTCCAAGTTATAGGAGGTTTTCCAATTGGCAGTTCGTTGAAAGAGTTTA 

TCTTAAGACCTGGAATCAATACAAGGGAGTGTGTCTGGGTTAAAATAAAG 

GGGTTGTGGAGATCAAGGTTCTTATTAGGCAGATGAAGCCTCCAGGTAGC 

AGGCTTCAGAGAGAATAGATTGTAAATGTTTCTTATCAGACTTAAAAAGG 

TCCCAGACTCCTAGTTAATTTTCTAGTGGATCAGGAAAAAGACCTGGACA 

GGGAAGAGGG 

>Sequence 1354 

GGTAC ITMTl 11111111111 rGGTTTTTTTTTTTTnTI JIIIII11 I 

TTTTTTTTTTTTTTTTTTT^ 

nil 11 1 1 rTTTTTTTl 11 1 AATTTA AA A AAAA A A AAA AAAGGAAT TTTT 
TTTTGAAAAATACAAAGAATTAATAAAAAArn TTI 1 I T FAAAAAATTTT 
TTAGGAAAGGGGGGAAAAAAAAAAAATTAAAAAAAAAA I I I I 1 1 11 1 H i 
TTTTAAAAAAATTTTTATTTGGGGGGGGGGTATAAAAAGAAAAATTTTAA 

GAAAATGGGG 
>Sequence 1355 

GGTACAGAACCTGCCTGAGTATGACCTCTCCACCTTATAGTTTATGAATG 

TCTTGTTTGTG A A AGTG ACTATA ACCC A A AC rnTTTTI 11 TAAAGAGGA 

TTTGGAAGTTGTATGGATTTTTTGTTATCTTCACTTTA CTGC ATAGGAAA 

CAATCTACCTCATCATTTAAAATGACATGGGTGTCGGTTTTGTAGATCTT 

TGGTITTTTTGTCAGGTTrAATTTCAGTTAACAAAATGTAAAACATGACA 

TTCCCTGCAGATATTGTTGTATACCAGTATGGTTTCrrCTCTITCTTTAA 

ATGTTTTTGGCCATCAAGTAGN 

>Sequencc 1356 

CACTTTTTTTTTTTI 1 1 11111 11 1 1 I GAGT TTTTT1T1 11 1 1 11 TTTTT 
TTTTTTTTTTTTTI 1 11 1 11 1 1 1 1 U 1 1 r rTTTTTTTTTTTTACCCCAAA 
AAAAAAAT1 TTTTTI ACCC AAAATTTCCCCTTATCCCCCTTTCCCCCTTT 
TTAAAAACCCCCCAGG 1 TTTTl 1 1 1 TAACCCCCCTTCCCCCGTTAAGCCC 
CCTAAAACCCnTTCCCCTGGCCCCCCTTTTTTTAAAAAAAGCCCCCCCCC 
CCCCCCCAAAAAAAAAATTTirTTTTTTTCCCAAAAGGCCCTT 

> Sequence 1357 

ACAACACTTTAAAAAGTGAATTTTAAGCTATGTGAATATCTCAATAAAAA 

CATTTTTTAAATAAAAACAATTCCCAAAGGCCTGGAAATTCAGGAACATA 

ATTCAAAATAATTTATGGATCAAAAAATAAATCATATAAAGATCTGAGAA 

CTACAATGTAAAAATATAGAAAAAAGTCATAACAATATTAGAAAAAAATT 

TGAGCTGGATAACAAAAATAGTACC 

> Sequence 1358 

GGTACTTACATGGAAATAAGTGTTAAGAAAAGGA 
>Sequence 1359 

GGTACAAAGAAAAAGCTAAGGAACGGTATGTATATTAATCCCTTTATTAA 

AAATGTAAAAAGCCAAAAGCAAGATAGACGCAGATATGTGCCAAAATATG 

TA TTTTTT1 1 1 C CTGGAAC AAATC ACAAGAAATGTAATAACAGTTACAGT 

GAGAGGAGCCTTTGACATCTCnTTCTAAACTATTTGATATCATTTGTATA 

CTAACGATGT 

>Sequence 1360 

GGTACGCGGGATAGGCCITCnTGTTATTATTTCAAAGAAAGAGACTTGAC 
GTTTTATGAGTGGGGTGGATTGTAGGTTGAGCAGAACTAATGGGAGAGGT 
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GCTGGCTAG AG AAAGTTAA A AATTTCTGTTAGCTTTGCATTG AGCl nil 

AATATCATTTGTTCATTTCACCAGTTCAGAGGATTGGGGGTGATGGGCAC 

AACAGAAATGATGGAATATAGGCCAAATGTTACAAATAGATAAAATTACC 

TGACCAGTGAAGTGTGTTCCTCAGTCGCCATGGAGCTCAGATTGGACTCC 

CAAAAAAAAAAAAAAAAAAAGTGN 

>Scquencc 1361 

GGTACTATAGCTTCAGTGTGGTTTAGTAAACTTAGCCTAGGAGGCCAAGA 

TGTCTCCCTAAAACTTAGTCTCTGTCCTATTTACTTTGTTTATAAGACTG 

TGACCTAACTTCCCATGGCCAATTCAATCGACTAGGTTATCTTTACTCCA 

ATGGACCCAGGCCTTTTCCCAGTCAATCCATGTCCAACCCTTCATCTCCA 

GCGTGATCACTCAACTCTTCAACTTGCCTGCTTGCTGCAGGTTTAAACCA 

CACCACCATNCTGTGCTTTCCCCCTAATCGCCCATGATGCCCCCCAGTAA 

AAATAAACTAAACCCACTTGAAGTGCC 

>Sequence 1362 

CGTACATGAAAATGGCTGTTTTTCCCCACATTAGTCA GCTCTG GATTTTG 
CATGTGTGGGGCTTTTTTTTT I I T I 1 G ATAGTTATTTGTTTTTTATTTTA 
AAAATTTATTTTGCCAACCCAGTAGAGAACAGCTGAGCATCTTCTCATGT 

ATT TATTGGCC ATTTGCATTTCT 

CCATTTGCCGTCTGCTGTGAAATGTCTTACATTATTTGCCCA TTTT^ 
GTGATAAAACACTGAAGCACATTTTTAAAGACTTCTGATGATTTTTATTG 
TCAGAT 
>Sequence 1363 

GGTACATTTAAAAGGTGATGCTAATACTCTAAAATGTATAAGATATAGAT 

GTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATTGG 

ACAGGACATAATGTACAACATAAAAGTGCAACTTGTCACACTTTACATAT 

CGATGAGTGAATCGGCAACTACGACCAATTTTTGTCTCAAGTCAAAATAC 

CAAGCACTATTGCACAGTCTACTGGATTTATGTATATATGACATATCTGG 

ATACTGCATGCACCACATTATTGGCGGCCTTTTAGCTAAGCTGTAGAGTG 

CTATTGTGCGACCGCTTAGTGATACTATTCCTGGT 

>Sequence 1364 

GGTACTCAAACTCTTTCAGCCTACTACTGCACACCTAGGCTATGTGGTAT 

AGCTACCTTGTATATGTGGTCTGTCACTGACTAAAACTTTGCTACACAGC 

GTATGACCCTACTATTCAGCCTTGAGAAGATGGAAATGCTGTCATTTGCA 

ACAATATGGATGAACCTGGAGGACATTAAATTAAGTGAAATACGCCAGGC 

ACAGAACGACAAGTAACACATAATCTCACTTATATGTAGAATCTAACAAA 

GCTGAACTCATAGATGCAGACTTAGATGATCCTTACCATGGGCTGTGAGG 

AGGATTATGAGGGAGGCAGAG 

>Sequence 1365 

CGTAC 1THT1 11111111 1 11 1 1 1 1 1 1 1 ACTTTATTTTACTTTAAGTTC 

CAGGATACATGTGCAGAGTATGCAGGTTTGTTACAGGTATACATGTGCCA 

TGGTGGTTTGCTGCACCCATCAACCCATCACCTAGGTTTTAAGC CCCACA 

TGCATTAGGTATTTGTTCTAATGCTCTCCCTCCCCTTAACAGCAGTTTTT 

CTATAGGTCAAAACAAATTTGGGAACCAGAATTGTCTACTGTCTTTATAT 

AAATG ATC ATTACGATTTGGG AGG AGG'l TUTI ' l"l GGTCAC ATTTG ATAT 

GATTAGTCACTAAAGCATGATCT 

>Sequence 1366 

ACCACAACGTTTCTACTCTATTGTGTAAGCTTTAAATACAAAAATACCAC 

AACCACTOCCGGACTOCTOCATTATTTCAGTAA TACTG GCTGCC CT 

TTTCAGGATACATCATGCAAATAAGTTCTTTTATTTTTC^ 

TTCCTAAAGTATCTTTAA'14U44Uri^'l'I'GGTTATACAGCTTATAGAATA 

AACAAGTCACAAGAATCTTCATTTGTTTCTAAAGTATATAATTCTACAAA 

AGTTGTTTTACTCAATGTGAATTAAAATTTGCAAGTCTAAAAAAATAAAA 

AAATTTTAAAAAGTA AAAAAAA 

>Sequence 1367 

ACAATATATTATGAAGCATGACCACTTTATTTTGAAACTTAGCAATTGTA 
TTGCrGGGGTTTATTGTATCTGTAGCATGTCACTGATTATTTCAGTTAGT 



Page 248 

(of 261 pages in Table 2) 



WO 01/42467 



470 

Table 2 



PCT7US00/33312 



TTTATAATGATTTTTAAAAAACATATCTATTTGGAATAAGATACAGCAAC 

AATCATTGCTATTGACTTGTTCAACCCCTTAGTTACACTGTATGATCAAC 

ATATAACAAGATACAGTGGAATGGCCCATACAGTATATTACTGTTGTGTG 

ATGATTGGCTTTGGAAGCAGTTTGATTTTGAAATGCTTTGATATTCTAAT 

TGACATGGAACAAG 

>Sequence 1368 

CCCTTAGCGGCCGCCCGGGCAGGTACATATGATGGGGCCAATGCACAATA 
CM ri ATCACAATCAACITTTTCTTTGTATCCCTATTTCAATGAGCAGTC 
AGTCTCAAGAGGTTACTGCATTTCAGTTCTAACTAGACATTTGTACTTGT 
GATCACACTACGGGAATCTCTGTGGTATATACCTGGGGCCATTCTAGGCT 
CTTTCAAGTGACTTTTGGAAATCAACCTTTTTTATTTGGGGGG GAGGA TG 
GGAAAAAGAGCTGAGAGTTTATGCTGAAATGGATNTATAGAATTTTTGGA 
AATCTATTTTTAGTGTTTGTTCGTTTTTTTAACTGGTCATTCCTT 
>Sequence 1369 

GGTACAGCTTTCTCTGCCTCACGTTTCAAGCTTAATGCATCATCTTAATT 

CATCTTTCGACATCTATTTCTACTACATGCTGCTCTCTTTCTCTATCTTA 

CATCTCCCAGAATGTTTTATTTCAACAAATTGCTAATCTGTGCCAGGCAT 

TGTTATTAGCAAAATGATAAGCCCTGCATGTAGCAAAGTTCCTGCCTTCA 

CTGCATATGCATTAACAGCTCTGATTAGTCCACTTAAAAACCATTGTTCC 

CG7CATGCAGAACTCCAITGCCAAGCCCCACAACACCCAGCCAGTAGGTT 

AGCAAGCTCCCTGAAGCAAGGTAAACATGTTG 

>Sequence 1370 

GGTACiTiTiTiTrnnTnT^^ 

TTTTTTTTTTTTTTI 1 1 1 I 1 1 I I I rA ATTTTATATA TTTTTTTT TT] 1 1 1 

TTTTACCCCGGAAAAAAAAAAAGGCCCAAAAAAAAGGGGCT TTTATGGC A 

CAATAAAAAAACCAAAGGGGGGTCTAAAGGGTAATCGGGCATTTTTTTTG 

GGGGGCCGGGAAACTTTAAAATCTATTTAAAAGCCGGGAAAAAAGTTCTT 

TTTTAGAAAAAAAAACCCCCTCAAAAATTCCCCGGATCCCGGTTAAAAAA 

GGGGGGGGATGGAAA 

>Sequence 1371 

ACTGTCGTTTCCTTCCTACCTCGTCCTCACCCCACCCCGAGTGAAACTTT 

TCGAGTGTGAACCITACTTTTTTCCCGTTCrCCTCAAGGCAGTTTG 

ACACAGGTTTGGAAGGAATAGTTAACTCTCCAGTATTATTGGAACATCTG 

GACACCACCAACAAAAAATCTTAGAAAAGGGTCATTTAAGGCCTATAAAA 

AGTGCCACCTTTCCCAGAATTAATTCAGAGAGAAAAATCTTATCTGCCTC 

CTGGCAGCTACAGCGCAGAAAGTACC 

> Sequence 1372 

GGTA CTTTTTTn 11111 1111111 rGG TTTTTTTl 1 11 1 1111111111 

rn rni 1 1 h ata mi in rm 1 1 1 1 1 1 n i aaaaa accca tgtaccc 

GGGCACAGAAGGTCCAGCATCCTTTGAAACATGAGTTTTTACCAACAAAA 

GCAAACCTTTACCCCAACACCTCATXTITTAACAGCAGGAAGGGAAACAAC 

CCAAC(XCCCTTCACCTAAGAAAATATTTTTTCCCAAAACCAAGGACCCA 

TGCCCCTCAAGGGTTCCACAACCTTGAAACACAAAGATTCCACAACCCGT 

GCTTTCCTTTGCCCTGGCCGACGTTATAAAAG 

>Sequence 1373 

GGTACAGCTATTCTCAATGGATAATTCTATAAAATATTTAAAGAAGAATC 

AACACCAGTTCTCCACACTCTCCTCTAGAAGAAGAGGAGGATGGAATACC 

TTCCCCCTTAATTTATGAGGCCAATATTACCCTGATGCCAAATCCAGACA 

AAGATATTGTCCCCX^AAAATAAAACTAACGATCATAGATAAATAOCrCTT 

ATAAATTTAGATGCANAATCITAAGCANAATATATTAGC^ 

AACAATGAATAAAACATATTATACACCAAGTGGGATTTATTCTAGCTATG 

CAAGACTAGCTTGACATTTGAAATTGATTA 

>Sequence 1374 

CCCTTTGCGGCCGCCCGGGCAGGTACTGGGAATACAGGCATGAGCCACCG 
CACCCGGCCAGAAATTATAAATCTAACCAGGATTCCC AAAC CTACAATAC 
AATGGAAATATCATATTCTCTCTTATAGGGTTTTTGGGTTTTAACCCAAT 
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CTATTTTAAAAGGGGGCAGATTCAAGCGATTATGCGTTTATATGAGTGGA 

TTCTCTGTTTGAATACTGAATCAAATGTTCACTGGGAGAACAACGCAACT 

AATTTGCAAAAGGCATACTCTATGCCTTACATTAAATGTGGATCCTCTTC 

TAAAACTAGAATAAGCATCAGTTCAGTCAC CCAAC GTGGGAAGAAAGAAT 

AGAGGTGGCAAGAAATGAAGCTCAAGTTTGTTTTGAAACAAAAGAAGAAA 

CrTATTTAAAGAATCTTCTGAGTTACTACATAACAACCATTCTTCTAATG 

GCAGTTTAGCTAGTCCGAGGGACCAAAAAAACAAAACCAAAACCAAAAAC 

CAAAACGGATGGTCTTTTTGGGCCCTATTATTGGGGCTTAATCCTAAACT 

GGAAATTCTATCCTTTAAGAAAATGAATTTGGGTAATTATTTTC CCAATG 

GTTTTGGTTTTTTAAAGAAAGGTTAAAATAAACCAATTTAGCCGTTTTTT 

TCTAGGGAAAATAAATTCCTTTAACCTCACCCCTTTGGAAT TATGA TTTG 

GTCAAAAATCACAACCCGGATTrTTCCTTATTTTTTAGAAACTTTTCCCC 

CATTTT 

>Sequence 1375 

ACGCGGGGGATATGATTGGCCGGCGAATCGTGGTTCTCTTTTCCTCCTTG 

GCTGTCTGAAGATAGATCGCCATCATGAACGACACCGTAACTATCCGCAC 

TAGAAAGTTCATGACCAACCGACTACTTCAGAGGAAACAAATGGTCATTG 

AATGACCTTCACCCCGCGAAGGCTACAGTGCCTAACACAGAAATACGGAA 

AAAACTAGeCATAATGTACTTITGTCCGTTAeCACGCTGAGGGCCGA ill 

TTTGCCCACTAACCGGTCGTTACTAGTGGAGACTAGCGACGATTCCAAGT 

TGTCATATTACTCGATATATCTTA 

>Sequence 1376 

ACTTTC 1 rn TTTCTTTTTCTTTTGTTAri 11 1 1 1 1 1 1 1 1 1 iGAGACAGG 

GTCTCACTCTGTCACCCAGGCTGGAGACAGAGCAAGATCCCGTCAATTAA 

AACAACAAATAAATAAACAAAAATGCCCAACAAGGAAGAGAACGGGAAGT 

CATAGGCAATCTCATTCATGAACATAGATTAAAAACACCTGAAGTATATA 

CATACCCACACCCCCGACATGAATACATATGAGATGTGTAAATGTGAATA 

CTTACATGTATGTATATGAAAGCAAACCAAATCAAACAATGTTAAATAAA 

AATAACACATCATGACTGACTGGCATTTGTCCCAAGAATGCAAAGCTACT 

TGAGAAAATCTATTAATTCATCAATTTAATACTTTAAAAGAGGGGAAAAA 

GTTTATGAACATCTCAACAGATGTAGTAAAAGTATCTGAT AAATGCT CTT 

AGGGTGGATAAAAACTTCCTAAGTTATAACAGAAGGGAAGTTTTTTAAGT 

TTACAGGGTTGTTTACCAAAACACCTTCAGCAAACATTACACTTACTGAT 

GAAACCCTGAAAGCCTTCTTGAAAATAGAAACAGGGGAGGGAGCCCACTT 

TTACCACTTCATTAGGATTACACAACAAATTCTTCCAAGCCTTG GAGGA C 

AGG AAAAG AACTTAAG ACCTTAAATGG AAAG AAACCAAACTAC 1 11 1 1 AT 

ATTGTGAATGGAGTAAACAAG 

> Sequence 1377 

GGTACCATATAAAAACATTCCAGTGTCAACAGCACTTTAAATTTTCACAG 

TAATATATGAAAGAACAGACTTTACACTTCTTTTGCACAGAATTA TCTTT 

GCTATGTTTTAAAATACTTAAGAAATAGAAACAAATTTAAGAGAGTTTTC 

ACCTTTAAAATTTATTACATAAGCTATACACACAAAATGAAATCCTAGTT 

ATAAAAGATGCATCTAGAAGAATAATTTATAATAAACCAACAAAAATGAG 

AATGTGTATCTCCAGGAATATAAATATATTTAAATGTTCTCAGTGACTGG 

CATTGCTTTATGCATTACATAAGATAGTATGT 

>Sequence 1378 

GGTACACAGGGGCirGACTTITrcAACITCGTTTCCTTT 
AAAGAACCACITGTGGTTCTAAAAGGTGTGAAGGTGATTTAAGGGCCCAG 
^ GTCAGCCACTGTTTGTTTACAAAATCAGGTAACTAACTGCATACACTI^ 
TCIXrnTCCATGACATCAAGACTTTGCTAAAGACATGX^ 
CAGAAGCTACTGCGATGCCCCGGGAGTTAGCCCCCTGGTAATAGCTGTAA 
ACTTCCAATTTCTAGCCATACGCTCAGCTCATCCATGCCTCAGAAGTGCA 
TCTGGAGAGAACAGGTTTCTAAGCATAAAAGATGAAAGAGCAGTTGGACT 
TTTTAAAAATTCAGCAAAGTGGTTCCCTCTCTTAGGGACAGTCAAAACCA 
AGTCACTTAGGTAGTACCTGCCCGGGCGGCCGCTAAGGG 
>Sequence 1379 
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ACGCGGGGTGAATGGAATGCCTTGCAATATGAATGTTAATATAATGTGTA 
AAGGGAGATTAAAAAGTTGAATGATATCCTAAAAAAAAAAAAAAAAAAAA 
AAGTACC 
>Sequence 1380 

ACAGTAATTTTGGAAACCTCTTTGATGTCTGGCTTATAGAAGACACCTGN 

GTTCTTATATCTGCTTCTGAATCGATCTATCGTAATGTCGTATTTTGGCT 

GAAGTATGTGAAGACAATACTACCTTACAAAGATATGTATNTTCAAAAGG 

AAATACATATCATAAAGTTTGACAAAGCCAGTGAGTGATACTAAAGTTGT 

CACGATGGATGGTGTCTATCTGGAGAGCTGGCAGGGAACAGCCAAGCCCC 

TTGAGCGCTCCTTGCAGAGCAAGAACTATGATTGATGTGTTCTTACTCAC 

TTGTAAATTGCGTGATTGTGGCTCTATTTCAATAACTTTTCAGAAGACTT 

GAGATATTCTTCTTTGATACTACATCAGAACTTTGGCAAGTACTTCAAGT 

AGTAAATTTCGGAATATTTCTTTTAAATAATGTGG 

>Sequence 1381 

ACA AGCCATTG A ATA AGCCTCTTCC nTTTTTl GCTC A A ACATTCC ACAT 

CCTTGTGGATTCCCCTGCATTGTTTGT7TTATATAACATTTGATATTTGT 

TGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCT 

CCAGTATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACTA 

TCTAAATTTeTATTGAAGeTTiTTGGATTATGAGTATGCTC 

GATTGGCTGGTGCATGTTTAGACTTAAATGTCATATCCTTCATGTCTCAA 

AGCCAAAATAGTAACATCTCATCTCAGAACAGAGCTGTGACCACATGCCA 

ATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAGTCTCCTT 

AAATGTTTCACAAAATGTCAACAAGCTTGTTTTGTTATTGATATTTCCGA 

GATTGGGCACATTTAAGACAGTAAACGGGAAAGGTGGTGAAGATGCTATA 

AGAAGATGCCTGTATCTTGAGAATTGAAAAATGAAAATCTGACATGGTTT 

GAAAAATCATGAACGGTATATATAAAGGGAGCATGTGTAGGAGCCATTTA 

AATTCATAACAGTATGTGCCCCTTAAGCGTTTTAATCTTATGAAGGGCTA 

AAGAGATACATTTTCGGAATTTGACAAAAGGGATTTGAAATTAGGTCCTG 

TGGAATATTAATGG 

>Sequence 1382 

ACCAAAATTCATTCAAGAAGAAATAGATACCAGCCTGAGCAACATGGCAA 

AATCCCATCTCTACAAAACATAAAAAAAAAAAAATTAGTCGGGCATGGTG 

GTGCACACCTGTAATCCCAGCTTGTCAGGAGGCTGAAGTGGGAGGATCAC 

CTGAGCCCAGGGAGGTCAAGGATGCAGTGAGCCATGGTCTCACCACTGCA 

CTCTAGCCTGGGTGACAGAATGAGACCCCGTCTCAAAAAAAAAGACGAAG 

TCGATAATCTGAATAGCCCTATATCTATAGAAACTTAATAGTGCTGGGAG 

ATATAGGTATTATTATCCTCATTTTACAGATGGGAAAATTGAGGCTCAAA 

GAAGAAAAGTCTATTGCTCAAGGTCATGTGGCTAGAATATGGCAGAACCA 

TG ATTC AGATCC AGGTCTTCTGAATCTTATTCCAGGGTTC I'll "I ' I AGC AT 

ACCATGTTGCCTCTAAAGAATGCAGCTTCTTAATTACTAGAAAATTGTGC 

CTGGCCAATTTAAATGTGAAATTTAACCCATTrTTTGTAAGCACTATGGT 

GGGG I 1 1 1 AG AAGC ATAATTTAATGGCTTTGG AATAC AGGTGTTTGGTTT 

GGGAAAGG AAAAAAAATC 1 11111 1 CCAACTTGGACTTCGACCAAACTGG 

GAAAAAAAAAACTTAAAATGTTGGTGGTTTGTACCCCGGGCCAGAAACCA 

CCATATGGGGGGACTTCTCTATTTGG 

> Sequence 1383 

GGTACTTTGTGTTGTTGGTATCCAAAATTAGGACTCTGAGATTCTTGTGT 

ATTCAGAGAATTTTTAGTAGGAAACAGGACAAATTTGCATATGAAATGA^ 

AATAGTTATTACATGACAAAATATGTAGATCXfiA]^CTAGAAACTGAAT 

TAGTCCAAAACAAGTAAGAGTGGGAAuAAGCAGTAAAAAGTTCTTCTTGAA 

TATTGCTGTTGTCATCCAAAGTATTCTTATTTCT^ 

CCATTACTCnTTGTGATATTCTCAAAAGAAAGTTTA 

TTCTGAAATACTGAATCTTAATTCAATATTTCAATAGAGTATTATTGATT 

TGCTTCCTTATCAGTAGATTTTTAAATTATTTATTTCTAGGCTATAGATC 

TTCCTAAAATATAATCCAAAGTAGTTTAAAAAGCAGATATTTAAACCAAA 

GTATAAAGATC1 11 rri'CTGGAGCATGCTATATTTAACAGl'1'I i riCCTA 
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AATTGGGTTTTGTTTTTGGAAACATGAAATATTTGGTTCTTAAAGCAAAC 

TTTAATTCTATTAGAGGGTTTTCTCGCTCAAAAAAACATCTAAAAAATTT 

AAGTTAAATTGGGAAGAAACACTGGGTGAAAAAAAAAAAAAAAAAAAAAG 

TTCCTCTCCCGGGCGGGCTCTCTAAAGGGGGAATTTCAACCAATGTGGGG 

GCGTTCTAGATGAGCCCGGTCTCG 

>Sequence 1384 

CCCTTGAGCGGCCGCCCGGGCAGGTACCTCACTCATCTCATCCTTGGCTC 

AGCCCTGCTGGTTAGTATTTAGTATTTATTTTAGTA AGATAT TTGTGTCT 

GTATGATGGTCAGAGTTGAACTGATCTGGCTTGTCATTTTTCAGTAATAA 

AAAAAGTTACTGAATTTAATTGTTGAATATGATGCATATCTCATTCATTA 

CGATTTATCAGAAACCAAAGATTTAAATTGCCTAGATTTGTGGTTCTTTC 

TCTTCCTAAGTTCCCAGCGACTGCTTTCAAATACTATTTTCTAAATTTCA 

CCAAAGGAGCAACGAGGATAAAACAACACTCCATAAAGGCCTCTTGGGAT 

GTCAGAAATCTAAAATCTAAAAGAAAACAGACACAGAGCAAGACAATAAC 

ATCACAAGCTAAAAGCCAGAGAAATTTAAAATTACCAACATCCTTGTTGG 

AGTAAGACAGTAAATATCAGCCTTGCAGCAAGACAGCTCTGAGCAGCTGT 

GGGCAAAGAGGTAAACCAGTGGGGGTGCAAGGAGACTGTCTGCAGCTTGG 

GGCAG AAATGGTGGGA TCCAACTTGTjjAAATjGCTTCATGTTTT^ 

CAAAAGTCAGGTAGCAACAAACTTATTGTATGTCAAATCAATAAATGTTA 

CTTTCAAAAAAAAAAAAAAAAAAAAAAGTTCTAAGACCTTAGCTTCATTC 

AAGACTCAAAGTGTGTAGGAAAAAAGCTTATTACCC 

>Sequence 1385 

CCCTTCGAGCGGCCGCCCGGGCAGGNACTTTA TTTITTTTTTTTn 1 1 1 1 

TTATTTTA ! TTTTTI TI I 11 A 1 1 1 1 1 1 11 I l l l'l ATTITTTAAAAAAATr 

TTTTAATTTATTATTGAAATTTGGAAAAAAATTAAAAAAAAATGGGGGGG 

GGGGCAAAAAAAAAAAAAAAATGGTGGGGGGGCCCCAAAAAAAGAAAAAA 

AAAAAAATATAAATGGGGGGCCCCCCCCAACAAAAAGAAAACTGGGGGGA 

TAAAAAACAGAAAAGGGGAAAAAAAAAAGATTTTTTTTTCCCACGGGGGA 

AAAAAAAj\AAAACCCTTTTGGGCCCAGAGAGAATTAAAAAAGAGACACCA 

TATGTGGTTGGCAAGATTATAATACAAAAAAACAAAGAAAAGATTTGGTG 

ATCATGAAACCAAAAATATTTGAGAAAAAAAAAAGATTATGTGGCGCCCA 

CAAATTTGAAAAAAAAAATAGAGAAAAAAAAAGACCCCCCAGGAGTGGAG 

AATCATTTTGAAGAGAAAGAAATACACCCGTAGGCGGGAGAACCCGTTAA 

AAGAGGAGAACACCACCCGCACGACGAGGACGTGGATAATAAAGAGAAGA 

CAAAAACTGATCAAAAGGTGGAAGAAAAAATATGAGGAGAACAACATGTT 

CCCCCAAAAAAAAAAGATCCTCGCCCAAAAAAATATCACAAACAGAGGAC 

GCCCAAAAAAAAATAAGGACAACCCGTGGGGGGGTTCAAAAAAGAGAACA 

TCACCAAATATTGGGGCCCGCCACCCCGACCTATTAA 

>Sequence 1386 

CCCTTGAGCGGCCGCCCGGGCAGGTACGAAAGCAGTCATAGACAGTATGT 

AAACAAATGAGTGCAGCTGTGTTCCAATAAACCTTTATTTACAAAAACCG 

GCAATGAGATGGATTTGGCCTATGGGCCATCATTTGCAAACTCCTGATTT 

AGAACAACCCTGCCATGAGTTCTTCCACAGGCTTGAAAACAGGAAGCAAA 

ATACAAAAAGTACCTGGGCCGCGACCACGCTAAGGG 

>Scquencc 1387 

GGAACTTTTTTTTTAATTTTTTTTTTTTAA^ 

TATTATTTITTTTTAATAAATAAATATATTAAAAATTAAATATATAATAA 

AATAAATTTATTAAAAAAAATTTTATAAAAAAAAAATGGNANAAAAAAAA 

AATTATATAGGGAAAAAAAAAAAAAGGfiCCGAGAAAAAAAATTATATAGA 

AAAAAAAAAATTATAAGAAAGAAAAAAAAAAGGGGGGGAGGAGGAAGAAA 

AAAAAAAAAAGTCAACAAAAAAAAAAAAGAGACGCAAAAAAAAAAAAAAT 

TTTTTTTAAAAAAAAAGGG GG AAAAG AAAATTGG AACTAAAAAAAAAAAA 

AAAGGGGGGGGTATAAAAAAAAAAAAAAAAAAATGTGTTAAAAA 

AAAAACACACCCGAAAAAAAAAAAAATGAGCGiril 1 11 II 1 1 1GGGGGA 

AAAAAAGAGGAGAAAAAAAAATTGTGAAGAAAAGAAAAATAAATAGATAA 

ACTGTGAAAAAAAAAGGAGGTGGAAAGAGAAAAAAAAAAAAAAAGAGTCT 
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CCGCGGGAGAGGAGGGGGAAAAAAATATTTTGAAAAAGAAAATGATGAAA 

AAAAAGAAGGGCCCCGTATATTTTGGTGAAAGAAAAAAAAAAAAGAGAGG 

AAAAAAGAGATTTTTGTAATAAAAAGGGGGAGAAAAACAAAAAAGGAGGG 

GGGGGGTAAAATATATAAGAAAAAAGAAGAGTGTGTATAAAGGAGGAAAG 

GGTTTTAAAAAAGGGAGAAGGTGAGGG 

>Sequence 1388 

GGTACTTTNI'I'll TTTTT1 TTTTT1 T1GGTAGTAAAAATATCCCAATCTC 

TTAAATGTATAGGTGAAAAATACTTAGTTTCGAAATGATTCCTTAAAAAG 

CAACAATAAAAATACTCTTCTTCACTTGAAAGAAAAA ACCC AAAAGGCAG 

TGTTCATACAAAGTCATGAAGAGAATTTAAATTAAGGTTTTGGTTCCACT 

TTGTCTCAACTTTAACTTTTAACAGTTCTTTATAGGCTTTTGAAACCTAC 

TTTGGAGAAGGAAAAAAAGTAGGAATAACTGTTCTTCAAAAATTTTACAA 

AAACAGTTTGACTCAGCTTCAGTTGTTAAA 

>Sequence 1389 

CCCTTAGCGTGGTGCGGCCG AGGTACTTTTTTC I " fTTTTTTl G AG ACGG A 

GC ATCGCTCTTTCTCCCAGGCTGG A GTGC A ATGGTGCTATCTTGGCTC AC 

TGCAACCTCCACCTCCCGGGTTCAAGCTATTCTCATGTCTCAGCCTTCCA 

AGTAGCTGGGACTACAGGTGCCTGCCACCATGCTCAGCTAATNTTTGTAT 

TTTTAGTA.G AG ATGGGGTTTGAGGATGTTG GTG A G GTTGGGGTCG AACTC 

CTGATCTCAGGTGATCCACCTGCCTCGGCTTCTC AAAATGCT GGGATTCC 

AGGCCTG A ACCCACCTGCCTGGCCGCATGTTGCATrrr I TT TGG GTGTAA 

TACCG ACCGTATA ATTGCC AG GTATGCTTTTGTG G ACAA ACTTC I I I 1 1 t 

GGGGGAAAAAAGGTTTCCTTCAATCTTTTTCACTTTTGGTCCAGTTCCGG 

GTTATCCCTG rTTTTTTTI ' [ CCACTTTTCCTTCCTTGGTACATGGGGAGT 

TTTTCTTGAGGGCTTTAAAGCCAAGTCTTGGAAAAATCCCGGGTAGGGGA 

ACATCAAATCCCCTTTTGGGGTCTTTTTTATACCCAAA CCTTTA CCCCCT 

AACACCTTCCGGGGTTTG AAAATGG A AA AGATAGGGG'l ' I Tl 1 CCCTA A A A 

AGTTGGCCTTTCTGGTGGGGGGATGAACCGGGTTTAAAACACTTTTTTTG 

TGGGCCCCCGCCCCTAATTGGCAGGAATAAAAACAATTAGAGCGGCCCCG 

GGGGTTTATAACCACCAACACCT 

>Sequence 1390 

CCCTTCGAGCGGCCGTCCGGGCAGGTACTCTCAAAAGCTAGGGCTGATGA 

CTGAGCAACTACAGAGCCTGACTCTCTTTCTACAGACAAAACTAAAGGAG 

AAGACTGAACAAGAGACCCTTCTGCTGAGTACCCTTGCCAAGATGTCTGC 

ATATGCTTTGCCGACrTGTCTACTGAGTTAGACAAACITGAGATTGTTTC 

CCTTTXnTAACACAGATTTGAAATGTAGGAGACAAATCCTAGCGGATAAA 

ATGACATATCTTTAATATGAGTACTGTGGCAGTCTCACATGGAGGTCACG 

AGTAACAGACTCAATGCCTAAATAGCTGTTTACCACTGCTTTTCTGAGCA 

ATATTTAACTTATACAGACTATAAAGGAGCAGGCCAAATGGTGAGGTTTT 

TAAAGGATGTCAAACACTGTTTTAACAATACGAAGCCCCATAGTTTAAAA 

GGATATTCATTCCTATTCTCAAACAATATGGAGAATTATCCATCTGAGAA 

TCTATTGGGTGTACAGACCCTTAGTAAAGGAGGG GTCCTT AAAAAATTTG 

TATGGAAAACCCAGTTGCCCITAATTTCCTAACCATTTTTATGGGATGTA 

TCCAGATCGAGGGGCACCTTATGGGGGCCGCATTCCAAAAATAAGGGTAA 

CAGGGAACCCCCAAATTTGAAAATAGGAAAAACTTGTGGCCGAAGAAAGT 

TTTAATTTTTGCCCCCTCTAATTTCGCAAGGTGAGTTTCGTCCCTTTGTC 

TTAAAAAAAT 

>Sequcnccl391 , . ........ 

CK5TACTTT(kjfTCT 

GATATCATTCATAATTCATAGGTTTTKXCri ri l'l rCTTTTTTTAAOACA 

AAGTTTTACCTTCTGTCACATTGAAAAATCnX^CTATATTCTTGAAGATTC 

TGAGCAATACATTCACGACCCAGGTTTGGGATTTGCATACTATTGGAGAA 

ACTGTTTCCTGAAGATAAACACTTCAAGAATTTGAGAAAATTAAAACTAA 

AAACCCGAAACATGAACACAAAGGCACAAAAACATTGCCCTAAC ATTGCA 

AAAAATTACCTTAAAATCCTGGATTTGCTTGGAAGAAGAAAATAGTTTTT 

TTTTGTTTTGTTTGCAAAAACTTTGAAGGAATGGCATGAACCTTTAAAAG 
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GGGG AAC ACCCTTCC A A ATGG AG AT I ' 1 till 1 ACCT TTAG AAGG A TTGAG 

CTTAA AAAAAAATCTGGGTTT AAAATTA AAG AATTA M i l 1 1 1 1 1ACAGT 

GGGCAAAAAAATTAAAAAAGAACTTAACGCTTTTCCTTCCCGAGAA CCCC 

CTTTTTTGGAAAAGGGGAAAAGGTTTTAAATAATTCAAAA GAAAAA TTTT 

TTCCACTTTTGGTTAGACC AAAGGGGGTGG ACTAAAAATG 1 1 1 1 1 1ACCC 

TTCAAAAAAAATTTGGGAATTCAAAGGGGCTA AAAGAAACC TTTTGGTTC 

TTTGGGGGGCTTGCAATCAGGGAAAAAAACTTATTTTTTTTTGTGCCAAA 

AAAGAAAAATTG 

>Sequence 1392 

TGGCGGAATTTAAAAAATCCCCCTCTAATCAGAGGGTGGAAACCCCTACG 

GTTTTAAAGTTTT 

>Sequence 1393 

GGTACAACTGCCCTACATTACTGCCTAAAGGCAATTTCCAGACTACACAG 

ACAGAGAGGAAATGCACATAGAGCCCAACTGTCTCTGAAAAGAGACAAGA 

GAAATCTAATTTCTAGGGGGTAGCTAGAATTTTCAGAGCAATGTCCTGGA 

GAAGAAGTTGTGCACAAGAAGATATTCAAAAATCATCATGAGGGACCCCT 

TGAATGTTTGGGAGAATACAAATCTGCTTATGTATAGGGTGAAAGACCAC 

AGAGCTGATCAAAGTGC^ACTATCA^ATCA^A^ 

GTCAAGTGTAAGCTGAATAATTCCCAAAGCTCACATGAAGTTGCAA AT^ 

AGTTCCCACCCAACAGAATGAAAAGATCTTATTGAACGTGGAGGAATTTT 

AACGGACCCTTAAAAGGATTTTTACTGGGGAACTACACTGGGTCTAAACA 

CAAAGGTTCTTTAAACCAACCCTTAACATGGCTTAAAAATAAGCCCGAAA 

AAGATAAGCTTGTCCTACAGGAAACTTAATGGCCCAACTAAAAAAAAGAA 

ATTCAAAAGGGTTTAAAGGAAGGCATAAAAGCCAAACGCCCAACAATTAG 

AAATTTGGAAGGTTATACTTAAATTAAAAAAATACTGTTCCTCCCGGGCG 

CCGTTCAAAGGGGGAATTCAAACACTTTGGGCGGTATAGGGGTACCCAGC 

TAGAACCCATATGTATAG 

>Sequence 1394 

GGTACTTTTTTI 111111 Til 11111 11CAGTATGGGGTCTGTGTTGCCC 

AGGCTGGAGTGCAGTGACTATTCATAGGGGCAAGCATTATGCACAACAGC 

CTCAAACTCCTGGGCTCAAGTGATCCTCCTGCCTGAGCCTCCCG AGTAG C 

TGGGACTATAGGAGTGCACCACCACGCCAAGCTGGCATTCTCTGTTTTCT 

TATTTCCTG ATTCTACTTTTAGCTTTCTT AATATGCTGATATGTTTTGTT 

TGGTATATCATATATTAAAAAACAGTTCATCTCATCCCCATCATCTATCT 

CTAAGAAGCACCCCAACCATTTACACATTAGGTAAACAATGGCAGGCATA 

AGGGAGTGAACATTCCATAGCCTCCTTTTGATAAGCCACATCCTTACCTG 

CTTTTACTGTCAAAAAGTAAATCTACATTGGGTTTCTGCTCCTAATAATC 

AAACTTAACl'l 1111 TIG AAGG AATTGGTGATCCAATAAATGC CTTCA TT 

TTTTTGAAATCTTGAATGAATGACCGGATTGAATCAATTAAGGTTTTACT 

TATTAGGTTAAATACTTTTTTAAAATCTTTCTTGAGAATTCAAAAACCCC 

TTGGGTTTTAATCTAAGAAACCATAATTTTTTCCAAAAATTAAGAAAT^ 

11 TTC1 ll CAATTGCCAAGAATTTTCGCriTAAGGCCTGCCCTTTGGGGGA 

CACATTAAATTGGGG 

>Sequence 1395 

ggtacck:gggggcggaactggggttgcggcgtctaagtgtttccggtgga 

ttcccagggactgtcggaggtgttggactctgacctgcctacgctggtct 

gggnaagatgttctaccatatcctccctagagcacgtaaatccttgctgc 

ACCTCGCGCTACTGTCTGCCCCAACTTGCTCAACACXKjTGAAGCAGATGC 

tcttcaccgaggtggaggggaccigcacagggaagtatgg<mtgtaatt 
gctgtcaccaccattgacaatattggtgctggtgtgatccagccaggccg 
aggctttgttctttatccagttaagtactat gtgact gatgaaactactt 
gttgaggctgctggagcaggggcaactaacttt tttgcca tcaaattaa^ 

AGTG ACACATTATAATCCTTAAAG AATTCA Tl"rcrrri I I CCTGGTCTTT 
CTCTTTGATCATGGGATGGAAACTTAGGCTGTTTAAATGGAGTTTCTCTA 
CTAAAAGTGAAAACGCCTTTTATACCTCCnTTAAAAAATAGGATTTGTTA 
AATCCATGGTTTGTTTGGAAAAAAAATTTTAAAATTTTGGCTGGACAGTT 
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CCTTTGGGAAACTTTTTTACTTATG^ 

(nTTTTGAAAATTTTTTAGGCCCCCTTATTTATAAGGGTTCCCAACCGGG 
G ATATTATTT I 1 ATATTTTTTA 

>Sequence 1396 

CCCTTAGCGTGGTCGCGGCCGCGGTACI I'l l IGTTTTAI I M 1 1 A I I I I I 

TTGAGAGGTATGATTCTTTCTAGAGATTTTTTCTCATGGCT 

CANGAATGGGTGATTGGAGATTATTAGATTCTAGGTTAACTTCTACCACT 

TTACCCTAATACATAAAACTTTTTCCTAAATAAATGATGGAAGGAATAAT 

ACTTGGTTACCTGGCATTATTTTTCAGTAAG AAAAA AGCTTTACTAACCA 

CTACATTTATGGAAAATTGTAGGGGTAAGTATTTTATAGGTCATAAAAAA 

CACCATAATATAACGAATCTCATTTTCTTTAAATGTGAATTAAATCCTAA 

CAGTCATCTTTATAAAATGACCATAGGCTAAAATCTTACGTGTAAGT 

>Sequence 1397 

CACATGTGTCGCCTTAAATCATCCAACCTTTCAGTCACTACTATGTGTAA 

GGCAGTCTGCTAGGTTCCAGGAATGTGGGGCTAAGTGAATAAGATGCAGC 

TCCTTACTTTAAGTCTGGCAAGGAAGATGCATTTTTTACGTATCTTCCAC 

AGTGCATTGTGAAACATGCCATAAGGAAGGGATAAACACTGATGACAAAG 

TAATTGCCAACTNTTACTAATTTTGTCAAATTTCAGAGAGGTACC 

>Sequence 1398 

ACAAGTTGTAACCCCTGATTCTGTGAATG i G ACC 1 1 rClGGAAGTAcGG l 

CACTGCAGATGTAATAAGTTGAGGATCTCAAGATGAGATCATCCTGGATG 

CAGGATGGGACCTAACGATAATGGCTGGCGTCTTTATAAGAGAAAGGAGA 

ATGAGATTTGAGACGCAGACATGCAGAGAGGAAAGCGACATGGAGACGGA 

AGCAAAGCCTAGAGTGGTTAACCTACAAACCAACGGTTGCCAGCTGTCAC 

CAGAAGCTGGAAGAGAGGCATATAAGATTCNTCCTTAGAGTCTCTGGAAG 

AAACCAACCCTGCTGGTGTCTTGATTGCAAGCTTCTGGCTATTAAGAAGT 

AGACTTCTTGCCTTTTAGAACAGATATCTGTTACACACAAATGGGTAGTA 

ATTTTTTAATGTCANGCCTTAAGAAAACTGATATATTAATGTAAGTTTCC 

CTGTGGGGCTCTACGGGCCAAATTCTTTTGGTTCAAGAGGCTTGGTAGAA 

TGGTTACAGGTACCCTTTGGCCGGTAACCACGCCTATGGGGCGAATTCCA 

ACAACAATGGCCGGCCCGTTCCTAATGGGATTCGCGACCTCGTTACAAAC 

CCTTGGCGGAAACCTGGGGCAAAACCTGGTTTCCTGGGTGAAAATTGTTA 

TCCCGCTCCCAAATCCCAAACAATATAACGGCCCCGAAGGCTGTAGCTGT 

AAAAGCCGGGGCGGCCCAAATAAATTGCGCAACCACATAAAAGCGGTTGG 

CC 

>Sequence 1399 

GGATAAATAACTTGTTACCCTGGGACTTTAAGGGTCGGGCACCGGGAATA 
GGCCACCTTAAGGGGGGTTATCCGTGGGTTCCCACACCTCGGGGATAACC 
CCAGAAAATACATTTTTGCCAAAGGCCGCAAAGGCCCTGAACCTTTAAAA 

GGCCT 

> Sequence 1400 

GGTAcnrn iiiuiAiiiiiiiii i cmrcnTi i rn 1 1 a n n 1 1 1 
mini in liuiiiii rrn 1 1 1 1 1 1 run nm run mm 

TTTTTTTTTTTTTTTTTl nTTTTTTI 1111 rAAAAAAATTTAAAAAAAA 

AATTTTTTTAAAAAAAAATTAAAAAAGAATAAAAAAAAGGGAAAAAAAAA 

AAATTGGGGGGAAAAAATTCCAAAAAAAAAAAGGT AATAAA ATTAAAGGG 

AAACA Tl ' l 1 1 1 1 1 AAAAAACAAAAACAAAAAATTCATTTTTTGGCGGGCT 

TTAACAAAAAGTTTTGAAAATCCAAATT TAAA AAAAATTTAAAAAAAAAA 

AGGTTTTTTGAAAAAAAATTGGCAAAAATTTTAAAAAAAGCC^ 

AATTTACCCTAATTTTAAiL^ACCTTTGGAAAA 

AAAATTCCAAAAAAAAAAAAAACC CCTTTGG AAACAAAAAGGAAAAAAAA 
AATTGGTTATTTTTTAAAAAAAA riri" K 1111 GCAC ATTTC AAAAAAAAA 
AAAGAAATCCAAAAAATATTTCTTATAAGAAAGGAACCCCCCCGGCCCCC 
CCTAAAAAAAGAAAAAAAAAC 

> Sequence 1401 

GGTACTCAATCAGATGTTAAATTCTTCAATGTAAATGCTCTGTCATGCCA 
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TCCTACCTCCTGTCTCCCCCACCCCCTCACACACACCTAAAAGCACTC 
> Sequence 1402 

ACITTTAAAATATATATTTTCTAATTTTGAAACATTCAAGCTGCGCATAA 

TGGTTCACACCTGTAATCTTGGCTACTTGAGAGGCTGAGGCAGGAGGATG 

GCTTGAGGCCAGGAGTTCAAGACCAGCATGTGCAATACAGTGGGACACCT 

TCTGTATTTAAAAAAAAAAAAAAAAACAAAAAGGAAGGAAATGTTCAAAT 

ACACAGAAAAGTTGAAAGAATATTATAAAGTGAATATCTGCATACTTTTC 

CCCTAGGTTACCTGTCACCTTGACATGCCTTCTGAATTGTACC 

>Sequence 1403 

GGTAcnTi'rrj'rrii^ii'ri'iTri'i'ri'i'i'rrrri'iri'rri'i'rrrrri 1 1 

Tl T 1 " 1 AG AAGGGTGGTATTATAAC ATTTATTAA AATAATGCTGGGGGTTA 

ATAGAAACCGCCAAGAACCAAAGAATTAAAATGCAAGCTATTTAAAATCC 

CAACTAAAACCCAAAAGGGTCTAATGTTTTCATTCATTAACTAACTAAAA 

CCCCAAAAAAGACACTACACCCAATGTTATAAAGTTCCTGCCCGGGCAGG 

CCGCTCGAAAGGGCT 

>Sequence 1404 

ACTTTAATTTTTTCTATTTATGAATTGCTTATTTGCTTTGCTCATTTCTC 
TAGTAAGCTGCTTTTGTTAATTTGTGAGTAATTTATTCTAGGTATCAGGC 
CTCTGGCATGTTTCAAATTTCCTAG TGTC I TTGTCAAAGAGAAATT TTTA 
ACTTCAACATAAGTAATTTGTCATCITrG^ 

AAGGACATAATATCTATTACTTTAAAAGTATTGAAAGCTGTATGTATATT 

CTTCAACTAGCCACCTTATTTCTGTTCTAGAGTTTGAATTTCTTAACTCC 

AAAAACACACAATAATTTTTAAAGTCTTGATCAAACTCTGTTATCTTCTG 

CATAGTCTATTTTTCAGCATTCCATTAAATGAATTGAGAAAAAGGAGGTA 

CC 

>Sequence 1405 

ACCTGGCTACAGTAAATGCTCAAGGCCCTTTGTTATTATTTCAGATGGTC 
A AGAATAAATG I ' I I I I CAAGG ATCTTCTTTTTGTAGAC AACTGTGTAGTC 
ACAGTTTAGAGTCGTAAATTATCTGCCTGGCAAGATACTTT 
>Sequence 1406 

GGTACATACAATAGAGTATTATTCAGCCTTAAAAAGGATGAAAAAATCCT 

GACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAATG 

AGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATC 

CAGAGTAGACAAATTCATAAAAACAGAAAGTAGAATAGAGGTTTCCAGGG 

ACTGGGAGTTACTrGATATAGAGTTTCAATTTTGCAAGATAAAAGAGTTC 

TGGATATTGGTTGCACAGCAATATGAATATACTTAACACTACTGAACTGC 

ACACTTAAAGATGGTTAAGATGGTAAATTTTGTTAGGTGTTTCTTACCAC 

AATTTAAAAAAAAATTTTAATTAAAGGAATTAATAAATTTACAAAATACT 

ATTCATCATTGTGTTTCCAGTTTAATATTCAACACAGCAGTATTTCAGGT 

ATAGTAATTAACTTACTTTCATTTGAAAAGATGTCTATAGCITAATAAAT 

ATCAAACTCTTATTCATACITTTGTTGATAATCTAGGAGAAACCAAGCAC 

CCAAATGGAAATGGGGTTCTCACTACTTCACCTGCCCACCTTCAAATAGA 

AGCCGGATTTCACACTACCTATAG 

>Sequence 1407 

GGTACTAGAAGACCTTCCTCGCCACTCTCTCCACATGAGAGAGTCAGCTG 

CCCTTTCTCCTXjTGCCTCTGCAGGAAGAACTCTC^ 

AGCTCCTCATTGAGGGATAGTTTTCTTTGATAAGAAACCTGGAGTCCATT 

TACTCTGACCTCTCTTTAAATCTATATCCAGAGCCACTAGCCCAGGAAAA 

ACTTGGGTGACCCGTAATTTCTCTTCTXXnW 

CCCCACCXX:AACTCC<XrrAAATTTTACAGGCITATC 

GCTCAGCCAATGAGCAGAAAACCTGGAAAGAATTTCTGGAC^ 

ccagtttgtctggttgactaacctgctgagagctaaaattggcacccatt 

gc(xcgtgccttcaggcagtctcctggggcagagtatgccaccatcx^gaa 

tatcaggcactgagtgggatgtgggtgatgctcacatgactggctagagc 

tttgggggtggggagggggggtaactactatttatttgck:catgatctct 

ttacgccttcttttatttttaattaaaaaaatggatccaattaataattc 
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AGCN 

>Sequencc 1408 

GGTACCCTTTATAGGAACCCrrCAAATTAAAAAAAAATGTCTTTTAATGGA 

TGAGAGGGAACCACTATAACATGAGTCCAAGCCCAGAAGAC TTCTGTC TA 

TACAATA 11 1 1 1 1 1 1 1 AATTTTGGAGATAAAAGCTTTAAG AA ACl 1 1 1 lG 

AGTTAATTATACTCATAAAATGAGTTTCTTTAATAAATTAAATTTTATTG 

TGTAAAATGTATTATTACATAAAATGTGTTTTTGAATCAATGCAGTTTGG 

GGATGAATATAATTAAAATATGTTTAATAACTTAGAATTCAACTAATAAA 

AATTTAGCCACACTTACAAGGGGGAGGAAGTCCCTAGTTTAAAATGTATA 

ACTGAGTGGTAGATCAGT 

>Sequence 1409 

GGTACTATGTGTGTATTGTTACTATTACAGTTAATCCTTTCTTTGTGTGA 

GCTTGTTAATGCAGTGAGGATTGTAGCACTGTCCACTGAGTCTCTGTGCA 

ACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGA 

CGCTGGATAGTCGTCTGAGTATCTTCAGTGCCCAAGGCGACGG CTTT GGT 

TTGGGTCACAGGATGGTGTGGTTGGCCAAGTGCTGCCTAATAGTTTTAGG 

AGAGGATACTTATTTGCTGCTGCATGATCAACACTGGTAGATTATGGTTT 

CTGAGAACAGATGGGGCACACAATTAGTAGAGCGCCCATTAACAGGTATA 

TACAAGTACCTAGCACGGGCGGCCTGCTCGTTGGGCGAATTTCAAAT 

>Sequence 1410 

GGTACGAGCCTATAATCTCACCTACTCGGGAGGCTGAGGCAGGAGAATTG 

CTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCGGGATCATGCCACTGCA 

CTCCAGCCTGGGCAACAGAGCGAGACTCCATCTTAAAAAAAAAAAAAAAA 

AAAAAAAAAGAGAGAGAGAGAAGGAGGGGAGAAAGTGAAGTCATAAGTGT 

AGACCACTCCTTCTGAGGGAGAATCCACCCCACCTTCCTCCTAGCTTCTG 

GTGGTTGCTGGCAATCTTTGGCGTTCCCTAGCTTGCAGATGCAGCACTCC 

AATCCCTGCTTTCATCTTCTTAGGGTGGTCTCCCTATGT 

>Sequence 1411 ' 

GGTAC l ' l 11 1 1 1 11 1 1 1 1 1 1 11 1 1 1 1 1 1 rGTTTTTl 1 11111 1 1 1 1 1 1 1 1 

114^n " irri AAGGGAGTAAGTTTnTAATCCACTTAAAAATACAAGAGCA 

CAAATCCACATTTATTTATTGATTTTTCGTTAGTTTAAATCCTTGAGGGG 

TAC TTTTTTTTTTTTI 1 1 1 1 1 1 HTI GGGGGAAGATAGAAAATGTGGGGC 

TGATAATTGGCACATCAGTGTTTTAATCCGCCCCC TGCT TCTGCGGAGAA 

AAATGTTTTGATGTTAATACTACCAACATTAGTTCTTTTAGGGGGTGAAA 

GATTGCCCCAATGGGGGGGGAGGAGATCAATTTTTTGGGGGGGATTTTTG 

AGGGGGGGGGTGATCAGCAACAACTCTTTAATAATTGG CGGCTTTT ATGA 

CGCCTACTGGGGGTGATAATTTTCTACTTTTTCTACGAGGTTTTTTTACT 

AGCGAAAAAAGAGTTGCTCTrTTTTGGACCAACAAATTAATC AACGA GGT 

GTTTAAGGAGGTTTTGGCGGCATATTAGAAGGTCGAATATTATTTTTGGT 

GAACACCCirTATCACCATGCTGGGTGTGTTTGTCCCCCCnTATTGCTGG 

CGGGCGGT 

>Sequence 1412 

ATTCGCCCTTTTCGAGCGGGCCGCCCGGNGCAGGTNACGCCGGGGGGTGG 

AAAGAAAGTTGCnTTTGAAATCCAGCCTTTCTTTGGGGGTGCAG GAACCT 

ACCGCTGGGACCATCCTGCnTTTTTCCTTAGGGAAAAAAATACCCCl'l'rr 

GGGTAGGAAGGCCCCCAGAAGAAAAGGAAAAA TTTAAATC AAAGCCCCCC 

AAG AAAAATTCCCCCCACAAAAGTC AATTGGCCCT 1 TTTTl GGGG AAAAA 

GCCCCCCCCAAAGGCCCAAGT 

>Sequence 1413 

ACTTTTTTT1 1 1 1 1 1 1 1 1 rTTTTTTTGTTTl 11 1 1 1 1 1 11 1 1 1 1 1 1 1 I TT 

rnTnriTii ' ii^i ' ii ' m uTmTniu'ri'i'ri'i'irri'i'ri'i 1 1 1 1 1 1 

111 1 1 1 GGGGGGGCTCCCAAAAAATTTTTTTGGGG AAACT 
TTAAAAAAAATACCG ATTTTTAAACTC AGG AA AAGTTAAAAA A 11 1 1 1 1 A 
AGGCCCCTGAAATGAACCAAAAAAAAA rri'l ' 11 1 111 11111 1 ACCACCA 
AAACCCACAAAATTTTCTTTTTATAAAAAAAuAAAAAAAACAAACACTAGT 
ATGAACCAACCTAGAGGGAAATTCCACCCCAGTGGGGGGGGTAAATAAGT 
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AATCCCCTCCACAGACACACATTGGACAAAAATAGAAAAAAAACTGTTTC 

TGAGAAAAAAAATAATTGCCCGAAAAACTCAAACAAAAAAAAAACCCGAA 

ATAATAAATTGGACACCCCGGGGCTCACAAAAAATGACACAACACTCATT 

ATTGCGGTAGCCCAACCCGACCTTTTTAAAAAGAGAAACA CTAT TCTGCC 

CCTTTATTTAATATAATGCACAAACCCCCGAGAAAGAGGGTTTTCAATTT 

GGCCCCCTTCN 

>Sequence 1414 

GGTACGCGGGTCAATTA 

>Sequence 1415 

CCCTTCGAGCGGCCGCCCGGGCAGGCACAACCTTTCAGGATGCAGTTCTT 

TC ATG ACCATAGTGTI TTTTTI CCTATTACTCTTTCACTTACTCACAGG A 

TTCAACCCATCTGACTCATCTGTTCCTCCTCCCAGACTCTTCTTGATCTT 

TATTTTTTTAATTTACCAGAGAAGAGCAAGCACGT GAGCA GTGAATAACT 

TGCAAGGATGCAGACTTTTTTATTTTGCGATGCTACTTTTATAAAAACAA 

ACCGTAACATAAATAACTCTTTAATGAAAACTCAGAAAAATATTAAATCT 

ATTCTTAAAAGGGTTTAGAAAGAAAGAAAAGACAGCTGTTAGGTTATTTG 

ATTTTCAAGTTTATCAAATAAAATTCAAATAGAATTGGCAAATCTTTAAT 

GGCATATGAATACTTCTATCACTTAGTAATTAATTTGAACAGAGATGTTA 

TTAGGGTCCTTAGTATCACTCCATC^ 

AGAACATACAGAAATTTAACAAAGATATATGACTTACTCATATGTTTTAT 
AAAAAGTATCACCTAGCAGGTGTCTTCCATTTAATCTAACANAGGTTTAT 
GTAGCANAAGATACATGAATGAAGCCCTAATCACAGAATCTN 
>Sequence 1416 

GGTACACGTGTTTTCCTGAGTTCTGGGCACAGCTTTAGCAAATTAATCAA 

ACCTAAGAAGGGGGTCATGGGAACACTGACTTGAAGCTGGTTGGCCAGAA 

GTTCTGGATGAGGCCTGGCCTTACAACTAGTGTCTGAAGTGGGGGCAGTC 

TTGTGAGACTGAGCCCTCTCTCAGCCTGTGGGATCTAATGCTATCTCCAG 

GTAGATAGCATGAGAATTGAATTGGATTAGAAGGTGCTCAGCTGGTGGTA 

TCTTCTGCAGAACTGATTGCTTCTTGTTGGTGGGGAGAAATCCCCACACA 

TTTGGTCACAGAAGTCTACTGTGTTGATGATTGTGGTGTAAGAGCAGAGG 

AAAAGCAATTTGATTTTTCTCCACAAGGGGAAGAAAATGTTTCATGATTC 

AACTAATGATTTACCTTTCATTGTAAGGTTATCATGCTCAAGTATTAATG 

TAGGAAGGCTNTTTTGATGCAAAGTGTGTGTGTGTGTGTGTGTGTATATA 

TGTGTGTGTTTGGAGAGGGCTAACTTAAAAAGGGGAATGTATAAGGAAGA 

AGAAATGGTGTTCTAAACTTAANACCCATNTCATCTGCTAAATCGTCCTA 

GTGAATTN 

>Scquence 1417 

GGTACAGATCACACCTTTAAGATGGTCCTCCAAACAAAAGATT CTACA AC 

TITAGTTATTTAGAATTAGCTTTGAGACTTTGGGCAGGTCACAA ITT 1 1 C 

TCTATCTCCTATCCTGTAACTTCAGAACCAGACACACTACTAACATCATA 

ACATCCAAACTTGGTTTTTG'rrri" I'l' 1 Tl AAC AG ATAAAAAATGTG ACTG 

GGCACAGTGGCTCATGCCTGTAATATCAGCATTTTGGGAGGCCAAGGTGG 

GAAGATCGCTTGAGGCCAGGAGTTTGAGAGGGGCCTGGGCAACATAATAT 

GATCTCATCTCTACAAAAAAAAAAAAAAGGAAAAAAGGCAACATTAGTGG 

GGTGTGGTATTGAGCACTGTAGTCCAAGCTACTCGGGAGACCGAGGCAGG 

AGGATTGCTTGAGCCCAGGAGTTCAAGACCAGCCTGGGGGAAAGTTTCTA 

GTGGGCTGCAAAACAGCATCTAGGCATTGTCCTCTTCAATGT 

>Sequence 1418 

GGTACTAATTTACACCAACAGGTGAAGTTTCCTAGAAGAGTCGTCAACTG 

GTAACATGGGATTAGCTGCTAGAGGGACTGAGGACTCTAAAGAGAACATA 

AGCAGCAAATTGCAAGAGCATCTGTAACTGCTGGGCTAAGGCAGGGGACC 

CAGGAGGGAGCAAATCCAGGAATGGGGTGGCTCCCCAGGGCCGAGATCCA 

GACCrCATTAAACAGGATTTGGTCACGGGCCACTGGATAGTGGGGAAGCC 

TGTGGGGTTGTCCATGTGGTGGCTGGCAAGCAGGGGCCTGCTTTCTGGGG 

GTGCTGGTGGAAATCACTAGACAGTTACCCTGTGGGTGCCTGCAACACTT 

TCTGGGCGTTATAAGGAAGATGGCCTCTAGTGTGCTAGTGGAACTCTCTG 
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GAAGCTACCTGGAGGGTGATGCCAAGAGAATTTGCTGGGAAGCCATGCTC 
TGGGGAACTGGTGGAACTCCCTAGGAAAC TGCCTGTG GGT ATGGTG CCAC 
TGAAATTCACTGCGAAACCTCCTTCTGCAAi ri"IUl 1 TCI ICCl 1 1 1 iCC 
TTTCCCTTTTTTTTTTTTTTGG CTTGC AAA AAAA 

>Sequence 1419 

GGTACACATAAGTTCATTCTTGGCTTTTTAAATTTTATGGAAAGA CTAAA 

TACATTTGTGTCTATTAATCAAAATATGAATTTAGAAGGAAATAATTTTG 

TGTAAAAAATTGTATGTGGTAAAATTTTACCTAATTTAAAATTGTTGTTC 

CATAATTTTTTTAAAAAGAAAAATTACAGAAATAAGACTTGGGGGGTGGG 

GGTTGAAAAGTGGTGAAAGAACTAAACAAGTAGAAGAGGATTTCTAAAGC 

ACTGGTCTCATGAAAAAAGTTTCATGTGTGACTGGGTCCACTGAGATTGA 

AAAGAAATTGTTTATACGATATTCTAAAAATTAAATGTTGCTGTCAGGGA 

TGACATGATACAGGACCAGAGTCTGTGTAAA CAACA AAGTTTTCTTAAAG 

TATTGATACACGCTTTTAAAAATTGCAAGAGGTTTTAAGTTTAATTCAAA 

AATCTGTTTAACAGCCATTTTGT 

>Sequence 1420 

GGTACACCTCAGAGAGGACTTGTATCTAGACCAAGAGGACTATGCCTGTG 

GGCCAAATCTAGCCCAAGGTCTTGTTTTTGTAAAGTCCCTGTGAGCTAAG 

AATAGTTTTCATACTTTTTAAAGAGAGAGAGAGA 

GTGTGTATAATGTGACAGAGACTTTATATGGCCCTCA 

>Sequence 1421 

GGTACGACGTAACTCCAGACATAGGCTTTAGACGTTCTCATGCCACCCTA 

TCTTCAAAACCACAGAGAGTTCATGAGCCAGTCTTGCCCATCTCCAATCA 

GGGAACTTCTAAAATAAAAATCTTAGCAATCTCCTTGGCCCAAAACTTCA 

CCCCATCTTGGAAGGGAGGGGAGAGAGAATGTTCTGATCTATATCTGATG 

AGGGCGTGTGGTTGGGACCTGAGCATCCTCCTGGTTGGGCTAGTGATGGG 

GAGAGAGGGCTGTTACTCACGACTCCCTCCAACAGAATACCAGAAACAGG 

CAGGCAGCTCAGGTGTATGTAAGGATGTGAGGCCAAGAAACCAGCCCTCA 

CCAAGTTACCCCTGTAAATCCTTGTCTCCCCATGCACCTCTACTTTGAGT 

CAGAAATGGATTCATTGCAGGCTCAGTTGTTTGTATTATGTGAATGAACT 

GAACGTAACCAAGCACCAAGAGAGCCCTAAAGACACAGTAGACCTCCTGT 

AGAAGGGCTCTGATGGACCTTCAAACATTGCTCCTCCAACTNTATGGTGC 

ACACAAATCACCTGTGCATGTAAAAATGA 

>Sequence 1422 

ACCAAATTCTCTTATCAGTCAGGGTTCAACCAGAGACACAGAACCAGTAG 

GAGACACAAACCCACGCAGGCACAAGAAAGGAGAACAAACCAACACGAAA 

CCCAGGGATGAGTAATCGGAGGGGAGCAGCAAGCACAGGGAAAAGATGAC 

TGGGAGTCAAGAAACTTGGGGTTCAGTCCCAGCTCTGCCCTGTCATTTTC 

CCTCACCTGTAAAACTGG ATC AG AAATCTTACAAAAACAAAAAAC AAAAA 

ACCTCTTCAGTATTTCCCTCAAACAGGATCCTCCTCACATCTGTATTTAT 

ATTTAAAAAATAAAAACAGAAAAGAAAAAGAACCAGCATGACATCATTAG 

GTGTGTGTACC 

^Sequence 1423 

ACATCATAGGACTAGTCACTTGTGCTTTCATGGATACTGCCTGGGTGGGG 

GTTCACAACACTTATAAGTTAGAGAGTTTG AGAG CCAGTGGAAAGTAAGT 

GGAAGTTGTTCTGAAATAAGCCCCTGGCAATTTTCTGCAATGAAAAGGAG 

CAGAGGTCATTTTCTTATAATGCTCAGCCTCAGAGATAGAACACTGCCCG 

CGTACrCTGGTTCGGGTTCAAGTGAGAGGCTTTTCATGAAAATCTTAGGA 

TTGAAGAGCTCTAAGTTCAGGATATCTCAATGTTCA 

AAGAAGCCAAACCAAAACCATTTAATGTGAACACAAACCTCl 1 1 TCI i 1 1 

AGTAAGTTNTACTTTTAATACAGAGTGAAAGAAAATAAAAATTTAATAGG 

CTAAAACAAGTCAAACACCCATTCTACACTTGATAAAACCTTCACAAAAG 

TCAACTGAAGTAATCCGGAGCTGAAACTGAATTGGGCCGATTTTCAAATG 

AATCACAAAAGTCATGTAACACAAACAAAAGTCGATT ATATTTACAC ACT 

CACAAGCCCTCTAAAAATGTGCCCCAAGAAGCATTTACCT TTGTT TTGGC 

CATTCTGAAGATTTCACATTTTATTTTTAGATAGCTTAACATTTTAT^ 
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GGGGTTCTCTACATGCGGTATGGTTTGTCCTTGGCCCGAACACCCTAGGC 
GAT 

>Sequence 1424 

ACTAN1 1111 II 1AAAAAAATTTTTTGGAAAAAATTT 
TACTTACTTTTITATTTTTTATTATATTAAATATA^ 

AAACATGCTTTAAAAAAAAATTATTTTAAAAAATCCGGGAAAAGGTTTAA 

AAAAAAAA AACCTA A A AATCATTTA A AAAATTITAAAACAAAATTGTTAA 

AAAAAAAAAATTTAAAAAAAAAATTGGG TGTTC AAATTAAATTATTAAAA 

CAAAAAAAAACTCTATCCAAAAATTTAAATTTTAAAAAAAAATTTAAAAA 

AAAAGCTCCTTAAAAAAGGGGCTTAAAAAAAACAATGTGAAAAAAAAAAT 

CCATTTTATACAAAATAAGTTTTTGTTAAAAACATAACTTGAACTAAAAA 

AAAACCCTGGAATATTTAAAATAAAAAAATTAAAAGTTCTCAAATAAATC 

CAAAAAAAAAAAAAAAAAAAAATGTACAAAAAAAAAGTTCCTTTGTCCAA 

ACACAAACTAAAGGCAAAAATTCAAAAAAATATCGGCAGTAACTAAAGAA 

GACCAAAGTCTGAAAAAAAAATCGGAAAAAAAAAAAAAAAAAATCATTCC 

TTTGAAAAAAAAAATAATCTCCCCAAAAAATCAACAAAAAAAACTACGCG 

AAAAAAAAAATTGAAAAAAACCAGAGCGCTAACATGACAAAACTCAACAA 

ACAATAATGTTCCCTAACCAAAA 

>Sequence 1425 

GGTACTACCATCTTAACAATATTAAGTCTTCTGATCCATGGCCACCAAAT 
GTCTTTCCACTTATTTGGGTCTTCm 

AGTTTCCAGAGTAAAAGTTTTATGCTTTGTGGCTA AAGTTATTCC TATCA 

AATTGTTTTC ATGCTATTGTA AATGGG ATTGCTTTC 1 1 11 1 CTTTTCTTT 

TTTTTTTTTCGAGAGAGGGTCTTGCTCTGTCGTCCAAGCTAGAGGGCAGA 

AGTGCAATCTTGGCTCACTGCAACCTACACCTCCTGGGCTCAAGCGGTCC 

TCCTGCCTCAGCCTCCCTAGCAGTTGGGACTACAGGCACATGTCACCCAA 

AAAAAAATAATTNTTGTATTTTTTGTAGAGACAGGGTTTCACCATGTCGG 

CTAGGAAGGTCTTGATCTCTTGACCTCGTGATCT GCCCA GCTCGGCCTTC 

CAAAGTGTTAGGATTACAGGCGTGAGCAGTTTTCTTTTGGTATTGCTTTA 

GAAATGGAATTTCCCTCTGCTGCCCAAGCGGGAATGC AAGG TGTGAACTT 

AACTCACTGAACCTTCACCCTCTGGGTTCAAGTGAATCTTTTGGCTTAGA 

CCTCCCAATACCTGGGATTACAGGTATGCGCCACCTTGCACAGCTAATTT 

TTGATTTTTAAGAAAAAAAGAAGGTTCACCTTATTGGCCAGCCTGGTTTC 

TGATTTCCAACCTTC 

>Sequence 1426 

GGTACGCGCTTCAGGGCCCTGTTCAACTAAGCACTCTACTCTCAG TTTA C 

TGCTAAATCCACCTCGACCCTTAAGTTTCATAAGGGCTATCGTAGTTTTC 

TGGGGTAGAAAATGTAGCCCATTTCTTGCCACCTCATGGGCTACACCTTG 

ACCCCCGCGT 

> Sequence 1427 

ACATATTGCTTAGAGCAGTGCTTTCAGATATGAATCATTTCTAGAATGGA 

TTATAGAAGGATGGGAGCTTTAGTATTTAGTAGTTTCCTTTCTTCTCCCT 

AAGTTTACAATCCATTTTAAAAAATGAATGAATTAAGTATCTCCGAAACA 

AACTGGCAATTGCTCTGAAGACAAGTTTAGCAATTTCCGTGAAATAATTC 

TCTCK3CTTCGGCCAAGGCCACTGATTGATTTCTAAGC 

CCGTCAGGATCAGGAATGATGGCAGAGTGGCCCTGTTGGCTTTGTAGCTA 

AATTGTGCTCAGCCAGAGAAGAACCACGACCAACAGAGCCCTAAACTGAA 

GTCCXX^TTXJTCTCTACTCTA 

>Sequence 1428 

ACAGTCTTATTTTCAGCCTAAAGAAATGGACACrTCTCAGCA 

CGTGATTGGTTGTGGACAATCCTTTTCCTAACCA GGAT CCATAATATCAC 

AGACAAGGTAATATAGCACTGTGAAGGATGTGTCTTTCTTCAAATGGAGC 

CATGAGAGATGGTGGTTTTTTAAGTTGATTTGATGTTGGATGTAGTAAGT 

CCTGTGGGAGAGAATTTTTTTAAATAAAAAATACTGTTTAAAAGTGTCTC 

TTCTAACTTGATCTCTACCTTTTCCCCnCTCCACTTCTAA 

CCAGCTACACTTTCCCAGTTTGAAATAATGAACAAATCCTTTTGCTGACA 
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GACCAAACCTTAGTTCCTGTGGGCAAATGAGGGGTTTTTTCCCCCCAACA 

ATGAACAATTTTTTTGAAAAAGTCTCTCAAAGATGTTCTTATTGGAATAA 

CCCTTCTTAAACCCAAACAGCCTAAATGATTGGATAAATGTTCCACAAGA 

TCAAAGAGCCACCCAGGAATTTTACAGCTGGACTTCATTACTTGATTACT 

TTGCAAAAATAGAAGCCAAAGCTTGACTTAACTGGTAATAGACTTAAAAT 

TTGAGTTTGCTCrTGGTGGGGTGCITATCC^ 

GTTGG AGTAATTTTATGTGGCCTGGGTTGGATGGCI' I "I'M I I 1CTCACTA 
TCCCAATAATTTTAG 



Page 261 
( f26l pages in Table 2) 



WO 01/42467 PCTYUS00/33312 

483 

Table 3 



>1.1 

GCGGCCGAGGTAC I I I I I I I 1 1 I 1 1 1 1 I I I I I I I GGACATACTGAGAGAA 
TTTGGAATTATATGTTATGGTAGAATAAAGATCGAGGTCCAI I 1 1 ICTAT 
ACATGAAAATTTAAATATTTAGTTTGGGATTTGAGACTTCTATTAGGCCT 
CTGTATTTCTTTCTAG I I I I I I CCCTACCATTCTTTAATCGGAGTATCCA 
AGCCCAATCACCCTGTATCCTATGTCCTAAAGCATCTTGAATTGGTTGTT 
CATG II I I I I CTTCATGTGGAGTGTCTTTTGCCACCCTCTTAGCCTATCT 
GATCCCACTTAGCCTCTGAGGTTCTGTTAAGTTCTCACCTTCTTTATGAA 
TTTTCCCCAGCCATAATGATC I I I I I AACCTCTTTGAGCTTTTACTATTT 
ATACTCTTTACCTAACCAACTAAATGGI I I I I 
>2.1 

GGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATC 

CGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGA 

AACTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAG 

AGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTG 

CTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCA 

GAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAAT 

TTGGAATCTAACTCAGCGGAATTGTATCCGT 



AAGACTGTTATGTTGTGAAATTTAGGCTGTGTTTTAATAATACTGATGAT 

GATAGGATGAAATAGTAATTTATTGATTACTATATCTACTATATGTCCGT 

AAGATAGCAGGGTCTTTATACTCGGAATCTCATTTGATCCTCATAGTTTT 

TATTGGTTATTATTATCCTCATTTTACAGATACAGAAACTGAGGCTTCAG 

AGAGGCTGTGTAATCAAGAGTTTGTATGCCTTTCATCTGAGGAGGTTGAG 

GACAATCCCAAGTTAGAAAAATAAATGTCTTTAGCATTATTTTTCCTTAA 

TGTTTAGAATATTAATAAGTTACTCAGATAATCTATTGGAATTTCTTCAT 

GGCAGGGGGAA 

>4.1 

GAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTCGTAGCTAC 

ATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATGCATTTT 

TCTTGTACT 

>4.2 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 

AATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGAAAC 

CAGA 

>5.1 

GGCGGCCGCCCGGGCAGGTACCATGGAAACCCACTCTTTCATTGAAAGGA 

AATTAGGTTGAACCTCCAGGAGCCCGTCAGAGTCTGAGGAGAGGCTGGCT 

TGATGTCTAGATACGACGACAGCAAGGCTGCTTAGAGCTAACAGCGCATT 

GCCTTTCACTACCGGACTCTCCTTTGCAGCTGCCTTGGTGATCTCATCAG 

TCAGCATGTCTCTAACCCAGAGCCAGGCTGTGC 1 1 I 1 1 1 IGT 

>6.1 

ACCTATGACCATCTTACATTATTTTTATGGGTGGGGGGCATTGGCTGTGG 

AATGTGGGCAGTAACTTGCACAGTCAGTAACCGTGTGAGTAACGGGTTGT 

TGGCATCCCCATTCTGGCACTCCTCCTCTAGGTCTCACCTACACGCTGGT 

TTGTGGGCX3GAGGGGCAGGTTGGTGCGTGGGGTGTCCGGGCACTGGCTGT 

GCATGCCTTCTTCCTCTTCTGTCTCTTGGCCACCTTTTCXJAAAAAGTCAC 

CAGTGACCAATTCTCCCAGTG 1 1 I CI I I GGGACTCAATGCCTTGGGCTTG 

GCATTGGGTAAAGCCGACTGGCCAGTTTCATTCTGACCAGCTCTATAGTA 

GTCCGGTGTGGACCTCTGCCCTCCCTGCTCTGCGGAAGCTTCCTCAGCCT 

TTGCTTCTCACTATTTACTATTTGCGGGGCCTGGGGGTAC 

>7.1 ' 

CGCGGTGGCGGCCAGGtACGGATCAATTCCGCrGAGTTAGATTCCAAATT 
CTAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCfCTGG 
ATGCTTTGCCAAGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAA 
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GGAATGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTT 

ATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCT 

TGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGAT 

TCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

>8.1 

GCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGT 

CCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTG 

CTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCT 

ACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGG 

TCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTA 

CTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAACT 

CAGCGGAATTGTATCCGT 

>9.1 

GGCGGCCGAGGTACCACATGCACTGATAGCTCTCTTTGTATGAACAGAGC 

TGTGGCAGGCCCTATGCCAGGGAGAAAGTAAGATTGGAAAAGAGCTTACC 

AAGGAGGTGGCATTTGCACTGTGCTTAAGGGGCAAGAAAAACGTCTTCCA 

ATCAGGAGCCACAAATGCTTGGCTGAAGTGCTACTGCTCTTTCATCCTGG 

AGCTGGAACAGACGTCACCAGTC 

>f0.1 

TGGCGGCCGAACATCCATGTTTTAACTAGCACAGACAAAACCTATGTGTT 

ACTATCAAAATAAAATTTAGAAAAACAATTTTCTTATAAAATTTTCTGTT 

TGTATTTGGACTACATAAACTGGCTTTAAAATTGAGAAATATGCCCTAAA 

ACCATAAGGAAAAAGCCAACAGAAAGAACAAAAAGATCACAGCAATTAGG 

CCGTTCTATTCAATTTTGCCATGAGCTAAAAATCACATTCTTCACAAAGT 

AMTTACGCCCTGTTTTTTATTCTTAAGCACTAGGGTTAGGATTGTGATC 

TGAGCTTTACTAAATCGGAAAAGAAAATCTCAATTATAGAACATTTAGTT 

TATTTATACCTTAATGCCCGGAGAGGTAATATTTTACTTTAAAATGCATA 

ACCCATGTGACATGCTAGGTCTTCCAAAAC 

>11.1 

GCTGGCCTGGTTCTCCAGGGAGCTGAGATCACTGAAGCTGTGGTCGCTGC 
CGTGATGTGGAGGAGGCAGAGCTCAGATAGAAAAGGAGGGAGTGACACTC 
AAGGTGCAAGCAGTGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAG 
>12.1 

TTTCTCTTTTGCATCATCAGTCTCTTTCTCATCACTGAAACCTACAAATA 

TTTTAAAATCTTTCCATTAAAAAAATTTTGCTGATCATTCAACCTCTTCA 

AATTATTAAGAGATACTTACTTTGTATGAAAAATTTTGTCGAGATGTATA 

ATCCA I Mill \ CTGGGAAG AG AGTCAGTT 

>13.1 

ATTGCGTCCGAGGTACCAGGTGTCATTCCTGCAGCAGGATTTAACAGATG 

CAGATCTGGCCCCAGTGTGAGCATCTGTGTTAATGGTATCAGACTTAAAG 

AAGGAAAGACCTGATTTGACTGCTGTTGGTTTGGTAGTGTTCCCTGATCC 

GGAGCCAGTTTTGTGGGAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAA 

TGACCGAGTTGATCCTAGAAGACAAAACAGTAGAATCGT 

>14.1 

CGCGGTGGCGGCCGAGGTACGGTATTCTCTTAAACAAGAGCAAGCCCATG 

ATGATGCCATTTGGTCAGTTGCTTGGGGGACAAACAAGAAGGAAAACTCT 

GAGACAGTGGTCACAGGCTCCCTAGATGACCTGGTGAAGGTCTGGAAATG 

GCGTGATGAGAGGCTGGACCTGCAGTGGAGTCTGGAGGGACATCAGCTGG 

GAGTGGTGTCTGTGGACATCAGCCACACCCTGCCCATTGCTGCATCCAGC 

TCTCTTGATGCTCATATTCGTCTTTGGGACTTGGAAAATGGCAAACAGAT 

AAAGTCCATAGATGCAGGACCTGTGGATGCCTGGACTTTGGCCTTTTCTC 

CTGATTCCCAGTATCTGGCCACAGGAACTCATGTCGGGAAAGTGAACATT 

TTTGGGGTGGAAAGTGGGAAAAAGGAATATTCTTTGGGCACGGGAGGAAA 

ATTCATrCTTAGTATTGCATATAGTCCTGATGGGAAATACCT 

>15.1 

GGTACTGCTCCCTGCACGATCCAGTCAGCCCCTGCCCGGCTGGTTATGTA 
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ACAAACAAGTCTGTGTCTGTGTGGAGTGTTGCAGGACGAGTGGAAATGAC 

TGTTTCCAAGTTCATGGCAATTCAGAAGGCCCTTCAGCCAGACTGGTTCC 

AGTGCCTCTCCGATGGAGAAGTATCTTGTAAGGAAGCAACTTCCATAAAA 

AGGGTCAGAAAGTCTGTTGACCGATCACTTCTTTTCTTGGATAACTGTCT 

GCGGCTGCAGGAAGAGTCAGAGGTTCTTCAGAAGAGTGTGATCATTGGAG 

TGATTGAAGGTGGAGATGTGATGGAAGAGAGGCTGAGGTCAGCACGAGAG 

ACAGCCAAGCGGCCTGTGGGTGGCTTCCTTCTGGATGGTTTTCAAGGAAA 

TCCAACAACCCTGGAGGCTAGACTACGCTTGCTGTCATCAGTCACTGCAG 

AGCTGCCGGAGGACAAGCCA 

>16.1 

CGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGAGGTAATTTTAATGCCAT 

TTTCATGGGACACTTGGGAGCTAGATTAGAAGAAGCCAAGACTAGAATCG 

GGGAGATGAGTTGCAGAGGGAAGTGGTGAAGGTCTGAAGGAAGGTAGGAA 

AAGGTCGGACACATTCCAGACATATTTAGGGGTGGAGGTGGTTGGATATG 

GGGAGTTTAAAGGGGAAGGAATGTGGGGTGATCTGGGTGGTGAG 

>17.1 

TGGCCGGCCGCCCGGGCAGGTGACTTTAGTCCTCACTCTGTGGGCAGGGG 

CATTACAGCATAGGGGTCCCTTTTGTCAGGGATTTATGATGGCATCACAC 

GCAGGATTCA 

>18.1 

CGCGGTGGCGGCCGAGGTACGATTCTACTGTTTTGTCTTCTAGGATCAAC 

TCGGTCATTACCACAGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAAC 

TGGCTCCGGATCAGGGAACACTACCAAACCAACAGCAGTCAAATCAGGTC 

TTTCCTTCTTTAAGTCTGATACCATTAACACAGATGCTCACACTGGGGCC 

AGATCTGCATCTGTTAAATCCTGCTGCAGGAATGACACCTGGT 

>19.1 . 

CCCCCGGGAGAGGAATTGGGAAGAGCAAATTGCTGCTGAAAATTTCTACA 

TTGATCCAGACAAACAAGTTAGAGCAGGCTGAAAAAGAACCCTTGGTGTT 

TTTACTGTGTTCAACCAGATCAACTGGAAAAGTATAGATACCTTAATTAG 

CACTGTGCTCTGTGGGATTCTGGTCAGCCTGGCCCAGTGGI I I 1 1 I ICCC 

CTGAACACGCCTGAAAGGGGAGCTCATAATGACTGCTGTGCAGGTGGGCG 

GGGAGGGGGCTTCCTATTTGATTTAGTGGCTGATCAATGCCAGTTACCAA 

TTATTGGTAGCCCCATTTATACATGGTGGAAAAAAAGT 

>20.1 

GCCGAGGCACCACAATTTTTTTAAGTTCTAAGGTAGCTTTCTCAAAGAAA 

ACCATTTCAGGGTGTCCATTAAAAGAGCATCTGCGAATTGTTTTTGCAGG 

GACTCCTAATCAGTCAGGAGAAGTAGAATGTAAGCAAAGTCACAAACCTC 

CCGTAAGAATTTGGTTCACCAGGACACAGCTCCTCTCTTATGAAGGGATG 

AGAAGCAGACCCCAAACCCAGTGCCACAGTCTCCCTGGAAACAGCAGCAG 

GCTTGGGGAATGCTTCCAAAAGGCTATGCCATTCAAGGTCTCAGGTTTTT 

TGGTT 

>21.1 

TGGCGGCCGAGGTACGATTCTACTGTTTTGTCTTCTAGGATCAACTCGGT 

CATTACCACAGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAACTGGCT 

CCGGATCAGGGAACACTACCAAACCAACAGCAGTCAAATCAGGTCTTTCC 

TTCTTTAAGTCTGATACCATTAACACAGATGCTCACACTGGGGCCAGATC 

TGCATCTGTTAAATCCTGCTGCAGGAATGACGCCTGGT 

>22.1 

CGCGGTGGCGGCCGAGGTACAGAGTAGAGAGAGTTCTGCAGGGATGAAGT 

GGGAGACGTTGATAGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAG 

GACTTTGGATTTTACACCAAGTGCAACAGGTAACTGCTGGAGGGAATTCA 

GCAAGAGAGTGACAGGAGCTGATTGACAATTTGAACGCCCACTCTGGCTG 

CCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAGGAAGAGAGCAG 

TTTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGGCCA 

GGGTG **■ - 

>23.1 
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GCGGTGGCGGCCGAGGTACACAGTAGAGAGAGTTCTGCAGGGATGAAGTG 

GGAGACGTTGATAGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGG 

ACTTTGGATTTTACACCAAGTGCAACAGGTAACTGCTGGAGGGAATTCAG 

CAAGAGAGTGACAGGAGCTGATTGACAATTTGAACGCCCACTCTGGCTGC 

CATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAGGAAGAGAGCAGT 

TTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGGCCCA 

GGT 

>24.1 

CGCGGGGCGGCCGAGGTACAAAAAAAGCACAGCCTGGCTCTGGGTTAGAG 

ACATGCTGACTGATGAGATCACCAAGGCAGCTGCAAAGGAGAGTCCGGTA 

GTGAAAGGCAATGCGCTGTTAGCTCTAAGCAGCCTTGCTGTCGTCGTATC 

TAGACATGAAGCCAGCCTCTCCTCAGACTCTGACGGGCTCCTGGAGGTTC 

AACCTAATTTCCTTTCAATGAAAGAGTGGGTTTCCATGGT 

>25.1 

GGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAG 

AGTTTTGTAAACTGAACTTTGTTTTCAGTTCCGGCTCCAGCCATCCTGGG 

GTAGCTTGCCAATAGATGAATCCCACTCGTTTGACCCATGACGCTCCTTC 

TTTTCATTTCTCCCTCTTTCC CCAC AGCAGTGCATGTCC ACCAT ACCACC 

TGAGAGTCTGTGGAATCTWTTTTCTGTTATACTTCTTTCCTTACACTCA 

TTTTCCTGTCTTTATTATG ATAGTCTAAC I I I I IC 

>26.1 

GGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAA 

CCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGC 

TTTGCCAAGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAAGGAA 

TGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTTATAT 

ATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCTTGGA 

ACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGATTCCG 

GCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

>27.1 

CGGCGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATT 

CTAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTGTCTGG 

ATGCTTTGCCAAGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAA 

GGMTGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTT 

ATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCT 

TGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGAT 

TCCGGCTCAGCATCTTCACCTTTATCTCGGTTGCTCTTC 

>28.1 

GCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGT 

AGCTACATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATG 

CA 

>232 

.CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 
AATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGAAAC 
CAGA 
>29.1 

CGCGGTGGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAA 
TATTAGTAGCTACATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTA 
GAACATGCA 1 1 1 1 1 CTTCTACT 
>292 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 

AATTATAAACAGTCTCTGCCTTTAAGGAGCT 

>30.1 

GCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGT 

AGCTACATCGTTGTTATGAGGATCAATATCTGTAAAGCTC7TAGAACATG 

CA 

>30.2 
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CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 

AATTATAAACAGTCTCTGCCTTTAAGGAGCTTAT 

>31.1 

CGCGGTGGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAA 

TATTAGTAGCTACATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTA 

GAACATGCATTTTTCTTCTACT 

>31.2 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 

AATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGA 

>32.1 

GGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATGG 

CAGTTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGA 

GCACCCTGGGCCTTTCTTCCTCTGTCAAAGGCCTTAAGACAGGTTTACCC 

TGTAGCCAGGTCTGGAAGACAGAGCTGGGTTAAAGCTGGGTGGGAGAAGT 

GAAAAAGGTCAGGTTTACATTCCTACGCGGAAAAGGATGTAACACGGGGC 

CACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGGCTGCCAA 

ACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACT 

CAAGT.GGGAAGGGGAGTGGGGTGTAAAATAGTTTAAGAGAGTGTGTGAGG 

AAGTCAGCGTAATTGATGTGTAGAAAGGTAACAGTCAACAGTTCTCCTAA 

CAAGACAGCTTCAAAGCAGCAGCTATAGTGGAGCATTCCTGAGGCCTGCT 

GCAGATCAAAGCATGAATGTGCAGACTGGTCCTCTTGCCCAGCGTTTCTT 

TCAAATCTTTGCACATGTTATATTTTAGAGGCAAGTTCAGTTCTAGAGGA 

GCT 

>33.1 

CGCGGTGGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGA 

CAATGGCAGTTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGC 

CTGTGAGCACCCTGGGCCTTTCTTCCTCTGTCAAAGGCCTTAAGACAGGT 

TTACCCTGTAGCCAGGCTCTGGAAGACAGAGCTGGGTTAAAGCTGGGTGG 

GAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAAAAGGATGTAAC 

ACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGG 

CTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAA 

GCAAACTCAAGTGGGAAGGGGAGTGGGCTGTAAAATAGTTTAAGAGAC 

>34.1 

TTAAAGTCTTCTAGCCTGTATCCCCACTCCTTTTTGCCACTTGCAAATTC 

GGTAGCCCAGTTACCCAGAGGGAGGCATAGGAGGGAAAACGAAGACTGAA 

AAGGGCTMTATGAGTTTTGTCTCTTACAATTTATCTGCATCTTATCCTT 

CCCCCACCCCCCATCATTAAATCATTAAACATTCTATCCAAATAGGATGC 

CCTTCTGTGGAACTGCATATTTGGAAACCATACTGCCTGTTTAACTTATG . 

CACTCCACTGGGAACTTACAGTATCTGTTTCCCACAATACTTGCAGTCAT 

ATCAGTTACAACCGCTGGGTGTGTATTGGTTCAAAAGGACCTACCTACAA 

GGTTATATCAATCCA7TGTCCAATTTGAGAGATTTTTTCTGAATCCAGTT 

AAAATAATTTTTGGCTACACCTGGGGACACTTCCCAGGACAACAATGACT 

TGTAGTCTAGTGCCCAAGAAAGCCAAAAAGGCCCGGCAACCTTGGTTGCC 

ACCAGATCCCCAACAGACAGATTCTAAGGGAGAAGAGAGTTTATCAACTA 

ACACTCACA 

>35.1 

CGCGGTGGCGGCCAGGTACGGATCAATTCCGCTGAGTTAGATTCCAAATT 

CTAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGG 

ATGCTTTGCCAAGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAA 

GG^TGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTT 

ATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCT 

TGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGAT 

TCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

>36.1,. . .. 

GGTACATttGTGTTTTATTGTGAAGGGTCCTCMCTGTGTGGCTGATTCA 
GGCTGTCCCCACTGCAATGTATGGAGAGGAGAGAAAGGGATGAAAGTGAA 
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GGCAGGGGGGGGGATGTTTGTTTCACGGGGTGAACTTCTGCCTGAGCAAG 
TTGATGTTGGCTTCCGAGGTATTTGGACACTTTCTTTCAATACA I I I H A 
TTTAGCACTTATTCTGTGTCTGCTGCCCTGGGA 
>37.1 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGCAACATGGCGGCCTTAGCAA 

GCTATAGCTGCGAGATTTGAATTACTCCACTCGTAGCTATTGCATTCCTG 

ACGATGGCCTCTGTGGCTTCGTGCGATTCGCGTCCGAGCTCAGACGAGCT 

CCCTGGAGACCCCTCTTCACAAGAAGAAGATGAGGACTATGATTTTGAAG 

ATCGGGTCAGCGACTCGGGTTCATATTCCTCAGCGAGTAGCGATTATGAT 

GATCTTGAGCCTGAATGGCTGGACAGTGTGCAGAAAAATGGAGAGCTGTT 

TTATTTGGAATTGAGTGAGGATGAAGAAGAAAGCCTCCTTCCTGAGACAC 

CAACTGTGAACCATGTCAGGTTCAGTGAAAATGAGATTATCATTGAAGAT 

GACT 

>38.1 

CCGAGGTACTTAAGTTTTTCTTCAGTTACAGCTACCATGTGAAAATAATT 

CTCTGCTTATCAAGTTTACAACTTTAGAATTTCCTGTTTTAAAGTTTTCT 

CATTTACTTATCACACAGTCATCTTCTTTTTGCCAAACGCTATAGTAGCA 

CAT TAAAAGGAGACTGA TG TGAAA TCAACTCTGTGCAAAAAGTATTGGGT 

GCTrTGGTAGAAGTCTATACAGAAGACACTGGAGACACAAAAATGAATTT 

TGTCCAGGTGAGTTGA 

>39.1 

GGTGGCGGCCGCCCGGGCTGGTACGCGGGAAAGCAAAACGACAAGCACGC 

CCTGAGCAGAGCCCCGGGAATTCAACCTTTAAGTGGATAACTTGGCTTCT 

GGTTTGCCAAGGAACCAGGGCATCAAACAGATGAAACAGCCTATTGTCCA 

TTTCAACAGGATTTTTCAGGAGTGGGGATGATCTTTCAAATTATCCACAA 

CTTAATTATTTAATATTTTGATAGTCAATTACCTAAGACACGGCATCGTC 

ACTGACCAATCAGAAGAGATGCCAGTAGTTGGGC 

>40.1 

CTCCCCGCGGTGGCGGCCGAGGTACAGTTTAGAAAACTGTGGGGCTGAGT 

CCTCGGGGCCGTGGGGCGCAGCGTGGCTGATCACCATCATAACGGGCCTA 

TGGGGATACATTCTCTTAGACATTTTGAAGTAATTAATGCTCTCGTTAGT 

G ATTAAGTCTGTG AAGTAGTCCTTTGCATAATCAAATCCATGCTTTTCTT 

TGATGCCATTGCGACAAACAGTGTAATTATAGAAGCGAGAATTCTTGATT 

AATCCAAG CCATT CTCGCCACCCAGGGGGGATGTAGCTGCCATTATATTC 

ATTGAGGTATTTTCCAAAAAAGGCTGTTCTGTAGCCAGTGTTGTTAAGAT 

ATACAGCAAAAGTCCGAGGCTCATGCATGGCCTGCCACGAGGGGGAAGAG 

CAGTTCTCGTTGTTGGTGTAGACATTGTGATTGTGCACATACTTCCCGGT 

GAGCATGGAGGACCGTGACGGGCAGCACATGGGTTGTAGTCACAAAGGCA 

TTGATGAAAGTGGCCCCCCCATGTTCCATAAT 

>41.1 

GGGGGAAAAAACTCCACTCAAGACTACACCCAGAAAAGCTATCTTTCAGA 

AATGGAGATAAAAACATCTTTCCCAGACAAAGAAAAACTAAGAGAATTTA 

CTACCACTCACCAGCCTTACCAAAAAATGCCCAAGGGAGTCCTACATCTA 

AAGCAAAACGACAATCATCACGAAAACATGCAAAAGCATAAAACTAACTT 

GT 

>42.1 

TGGAGCTCCACCGCGGTGGCTGGTCGGAAGAGCAACCGAGATGAAGGTGA 

AGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGAC 

TTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTAT 

TTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAAT 

TGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTG 

TGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGT 

>43.1 

ATfGGAGCTCCCCGCGGTGGCGGCCCGGVGAGbAACCGAGAfGAAGGTGA 
AGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGAC 
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TTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTAT 

TTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAAT 

TGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTG 

TGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGT 

>44.1 

AGGTTTTTACCTGATGATTGTGTAGGTTTCTCCTAGCTCCAAAGTATCCG 

GCTCCTACGACTCTAAATATAACCTTCAAGGAAAGTGGAGCTGGTTTACT 

CTTTTCTGA 

>46.1 

TGTCAGTGCTATTTATAGTAATAC AAAAA TTTAATGTAATTTTTGTCAAA 
ATCTCAATGGTATATTTTTGCAGATTTTTCAAATTATATATATATGATTT 
ATAAATTATTGTTATAGATTCCTGGAAAGTTAATCCATCTCACCATTA 

>47.1 

CTAACCTCACATTTAATTGCGTTTGCGCTCACTGCCCCGCTTTTCCAGTC 

GGGGAAACCTTGTTCGTGCCAGC 

>47.2 

GCCGCCGG^GGGAGG AGGGCCGGGT TTTTGQCGQTATTGGGGGCGCCTTC 

TTTCCCGCTTTCCTTTCGCCTCACTTGAACTTCGCCT 

>48.1 

GTGGCGGCCGCCCGGCCAGGTACAAGGACATGCTGGATGCCAAGCAGTTC 

CCCCCTACCGTCTCACTGCCCCTCAAGACTTCAAGGCCACTCTCCCCATA 

AACATCAGACTACAGATTTAGGTGGAAGAGCAGCCATGTTTGAAGGGCAC 

ATGTGATGAGTGGGGGGCAGCAAGATGGCATTTCTGCATCTCCCAGAAGG 

GATGAGTCTTTGTCCCGATGCAAGCCCCCTATTCGTTGGGCTCCCAGCAG 

TGCTTACCTTCTACAGCGTTCACTCATTTTGTTCTTTCCCCCCAACTTTT 

1 1 1 1 I 1 1 

>49.1 

GCGGCCGAGGTACAACTAATGGAGCTCAGAAGCTGTCAAGGATATAAGCA 

GTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAA 

GCTATGACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCA 

GCCCCGTCTCACTGCAGACATCAACTGGCAAGGCCTAGAGGAGCTACACA 

GTGTGAATGAAAACATCTATGAGTACCTGCCCGGGC 

>50.1 

GCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCC 

GGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAA 

ACTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGA 

GCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGC 

TTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAG 

AGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATT 

TGGAATCTAACTCAGCGGAATTGTATCCGT 

>51.1 

GCGGCCGAGGTACCTCAGCATATATTGGAAGTGTTTTAGAGTTGGTGAGT 

TCCCCGTGCCTTCCAGAACTGAACGCTAGGAGGAGCAGCCAGTGAGGACA 

GACGTCTATGCAGAAACATGGGGAACCTCTGGAAATGACACACTCTCCGG 

GCACAGGGGGCCATTCGTCCATCTTGAGGTGGACTAATCATGGAGATTCT 

CGCAGGGCCGGCTGCTATCTCAGATTTTCTAATCGGAGAAGGAGAGAGAT 

CAACTTCCATCGACTCCAGTCTGTCGGGGGC TGATG AGTGAGGTGGCAGC 

AGGCATCCGCGTGGATTTGTTGAAACTGGACTTTTTATTGTGCTGAAAGC 

TGCTTGTTGTGATGATCTCATACTTTGTAGTTGTTCTATCTGCAGCACTG 

ACTTCCT AAG G G ATTCTTCC AACCTAG AAA 

>52.1 

CGCGGTGGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 GGCATTCTG 
AAAATTCATGAGGCTGTGTTTTAGGTGAGGCTATTTCTTCATTCACTGAA 
CGGGGCACCCAACAGGCTCTTAATATGMGACTTGGGCCCtTCCTGAGTT 
CTAGAAAAGCATTTTTACTAGTTCTTCAGTAATTTCCCCTCCCCTTCATT 
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CTCTGTTCTCTTTTCCTCGGACTCCAATTGGATCTTGGGCCTCTAAGTAT 

AGGCAAGATCATGTTTCTAAAAAGGTTCTTAGAGGGAGGGAGTTCCTGGG 

AGTGTTATGTGGGGTGGTGCAGAAGGTGCTAACAGGTGGGTTTCTCTTTA 

GGATGAGCAGGTGGGATGCCAACTGTCAGGCTGGGACCTTTCCCTCCAGT 

GCTAAAATGAAAGTTTTATTCTGGTCCTTTGACATCCACACCAGAAGTCT 

TGACTTTC 

>53.1 ■ 

GAGCGACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTAT 

GTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAGGAAACTATGATCC 

TGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATG 

CTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGAT 

GGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGC 

TACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAA 

CTCAGCGGAAATGTATCCGT 

>54.1 

GCGGCCGAGGTACACTGGGAAAATGAAGAACTTAACTACATAAAAATAGA 

GGGACAGTCAAAACTTCACAGGGGGGAAATCAAGTTAAATTCAGAGCTGG 

ATTTAGATGATGCCATTCTAGAGAAGTTTGCTTTCTCCAATGCTCTATGC 

&TTT6TGTAAAAeTGGeMTrrGGGAAGCATCACTGGA"I'A7«TTTATTGA 

ATCTATTCAGTCAATTCCTGAGGCTTTAAAAGCTGGGAAGAAAGTGAAAC 

TATCTCATGAAGAAGTTATGCAGAAAATCGGTGAACTCTTTGCTCTAAGG 

CACCGTATAAACTTGAGTTCAGACTTCCTGATTACTCCTGATTTCTACTG 

GGACAGAGAAAACCTGGAAGGACTTTACGATAAAACGTGTCAATTCCTTA 

GCATTGGCCGAAGAGTTAAGGTCATGAATGAAAAACTTAAGCACTGCATG 

GAACTAACAGATCTAATGCGGAATCACCTGAATGAGAAGAGGGCA 

>56.1 

CGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCG 

GACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAA 

CTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAG 

CTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCT 

TCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGA 

GAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTT 

GGAATCTAACTCAGCGGAATTGTATCGGT 

>58.1 

CTCCACCGGGAGGCGGCCGCCCGGGCAGGTACGCGGGCTATTGTGATTCC 

CAGTGACCCATAGAACAGGATTTCACTAGTGCTATGACATGTGACTGGGC 

TTGGGAAGTTCGGGTGTCAGGTCCAAAAATCCTAAGGTGGGATCTTCGCT 

TTGTGAAGCAAATTAATTACACAACCAAATATTGCCACATTCTTGAGGTC 

TATTGACACAATGGGAACTTCAACCCCTACTTAGCTTAGCAI I I 1 1 1 1 1 1 

TCAAAGAGTGAAAAGTGGTCCACGTAGAGCACAATATAATTTAAGTAAAG 

G AAG ATTAAAACAT ATTTTT ATCC ATTTCTTATG GTG GG AAATT AAC ATG 

TTTTAGATTTGAGGTCCCCCTCTCAGGAAACCCTTTCAACTTCGTATTAT 

TCACTCCTGAGTAGTATGGGGTAGAAAATGAGTGGAAATCAGTTTGGCCA 

CTATTTCCGAGTCT7TTGCACTGCAATACTTTCATCAATATTTACAATAT 

TTCAGTCCTGTTTACAGATGGGGATCACATCAGGCTC 

>59.1 

GGCGGCCGAGGGACGCGGGAAAGATCAGTTGTTTTACCTTGGCATTCAAA 

GACTTTTCTTTGACTCCCATGGTTCTCAAAGCGTGATCCTGGTCCACCAC 

CATCAGCATGGGGGGGAACGTGTTAGCACTGCAAATTCTCATTCCTCCCT 

AATTTTCTGAATCAGAAATTACGGAGGT 

>59.2 

TAATTTATGCTTTGAGAACCGCTGATCTAGTTTGTCCCTCTCATTTTGCA 

GGCAAAGAATTGAATTCTAGAGAGGTTAATTGA 

>59.3 . 

CCCAGGATTCATAGTTTTCTTTCTAATACTCCATATTTGACTTGACTTTt 
TTACAAGTTGTAATTACAAATAAGTCTAAGATGGGAAAGTTGTGGAAAAC 
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TTTATAGAGAACATGAGATTTGACTGAACAGTAAACATTAAGTAGAGAGG 

AAAGAAAGGGGTGTTCTAAGC 

>60.1 

GCCGGATCCGGACAATATGTCCGCGAAACCAAGTTGGACTTACAGAGAGT 

TCCAAGAAACTATGGGGGTGCTTTACATCCTTTTGAGGTCCCACGAGAAT 

ATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCA 

TTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAA 

GCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGG 

TTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGT 

>61.1 

CGCGGTGGCGGCCGAGGTACACGTTACTGTTCCGTCGTATTTTGTAGTCT 
CTGTTCTGCCCTTTGGAACATCTCTTCGGTGTTCCTGTGGGATCTCTCTA 
CTGCATTCTACTTTATGTAATAATCTGTTCAATAAATAA 1 1 1 1 IAAAAGG 

agacaacaacgccgcaggtgatctggaggctcctggaggacctcagcgac 

tcaggtccagtccaaggagggccgcagatcaggctgaaggatggatccac 

atgtttagaggagatcgagaaatgcagaagagagatgcagcagagaaatg 

ccacagaaaggggagctggagagaatcaaagcatgagaggaattcaacct 

gctgtcactggaaggggtccagatggaacgcttgagaa gaaacg tgtgta 

gcatctaggagtaaagactcgccctggctgacagctagtaaggaaatggg 

aacctcagtgctgcagcctcaaagaattgactttaacccacagcctgtgt 

gcacttagaagcggatgcattcac 

>62.1 

GGCGGCCGCCCGGCAGGACAATGATGGCTGTCAACTTCGTTTGTTTAAAA 
AAAGACAATTTG AGCAGG ACG ACCCTCTCCAATCT G GGTAGC ATGGTTAG 
CCTGTGCAGTAACAACGTAGGCTCGGAGGATGGGT 
>63.1 

TGAGTGAGCCTAACTCACATTTAATTTGCGTTTGGCGCCTCACTGCCCGC 

TTTTCCAGTTC 

>63.2 

AGGAGGGCGGGTTTTGCCGTATTTGGGGCGGCTCTTTCCCGCCTTCCTTC 

GGCCTTCAACTTGACTTCGGCTTGC 

>65.1 

I I I 1 1 I 1 1 I I I 1 1 I I 1 1 I GGAGGAGATGGACAGTGTCAGTCTCCTGATAA 

GGGGGTGATGGGTAGGTAATTTAAAAGCTTCTATTATAAAATCTAGTCTC 

TCTGACACTGCCCTGTCCACTGCAGTCACATCTCCCAATACTGAAGGATC 

CTGAGAATACGAGCGGGCATGACACTTACTCACGTCATTCACCAT 

>66.1 

GCGGTGGCGGCTGCCCGGGCAGGACCGCGGAAATCCCCTAACTTCCTTGC 

TATCTTCCCATCCCATATTTAGGTTAGATAGAGAAGTGTGTATGTGTGTG 

TGTGTGTGTGTTGCTCGCACAGTGATGAACTGTAAACATAAATGAAGATA 

TGGAAAAATACATCAATTAGGACAACATGACAATTTCATTAGACTCCTAT 

CAAAGAGTATCAGTTCACAGTTTTTATAGATACTAGTATAAAATTCAGAT 

CTTGACTGTTTTCTGGGGATAAAGCAAGGCTTTACAATTTAGCAGTCTGT 

AGCTAGCTTGAAACAGTAAAACAACAACAGCAGAGCCTTAAGTGTATTTT 

TGTGACCTAAAACATGAACTCAGGGTTTCCAAATTCCTAACAATGAATAG 

T 

>67.1 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATT 

ACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTTCCAGACCTGTGGC 

TCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTACTCA 

GTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 

>68.1 . 

TCCCCGCGGTGGCGGCTCGGGTACTTGACAGGATAAGAAATTACTGTGTC 
AAATTACCCACAAGTTCTATGCCCATGTTCCAGACCTGTGGCTCTTAGTA 
tCAGGCTTGTGATAGAGAAAAGGCTGCTATGMTTCTACTCAGTGTGCTT 
AGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
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>69.1 

TTGGAGCTCCACGCGGTGGCGGCCGGGTCCCATTTCATCTTGCACCCGCA 

TACCAGGGATTGTTGCGAAGAATCAGTTGTGTTATATTGTCCAAATCATC 

AAAGATACCCTGAGGTAAATTACTTAGGTTATTATTGGACATATCCAGTC 

GATAGAGCTGCCTTAGATAAGAAAAAGCATTTGGGGGCACCCGATTGATG 

TGGTTATCTTGAAGATAAAGCTTCCTCAGGTTTGTGCCTGGAAGGTTTAC 

TGGTGCAGCAGTCAGGGAATTCCGCACCAGGGACAGCTCTGTCAAATTAA 

CTAGGTTGAAGAAAACTTTGTCACCTAAACCATGATTGTTCAACAGGTTT 

CCATCTAGAACCAGGCGTTTTAGACTAGTGAGACCTTGAAGAGATGGTGA 

TGAAATAGTGGATATGCGATTATCATCCAAGCGTAGTTCTTCTATAGTCC 

TGGGCAAACCCCAGGGAATTGTGCTAAGGTGATTACGGGACAGGAAAAGC 

AGTCGGAGATAGTTGCTGTCTCGGAATGCTCCCTCTTCTATGC TAACTG C 

AGAGACAGAGTTGTCATCTAAATGTAATTCT TCCAG ATAGGGAATTTTTG 

AAAGTGAATCATAAGTGATAGTCCTTATGTTATTTTC 

>70.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGAATAAAAGGCTTTGG 
TTTCTCTGATGTCTTCCAATCAATCACACAGAGCTTGCCCTGATACTCAG 
CCACACAGTCCAGCAGACCTATATAGTTTAAGGTT TCATG TTGAACAGCA 
CTTTCMGAGCTCGCACTCCACTGACATCm 

TTCAATGTAACCAGACTTGAGGAGATTTTCATCTCTCTCTTTTAAGGTTT 

CCTGGGGTGAAAGTATGCTTTCCAAGGCTTCGTGGAACCGTTTCCCTTGT 

AAAAAGACGTTTGAAGTGTATTCTTTAAAGCCATCTTCTCCCAGTTCCAG 

AATCATCCGCTGTTTCCACCTCTCCAACAAGAAAACCTGTTGTTTTGTCA 

TGGTCTGCTGAAGGACTCGGGTCACACTTGGTATCACATTCCTTTGCAAG 

GGGATTTTCAAAGGAACTGAAGGATCACTTGCATTTGGTTTATCAC 

>71.1 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATT 

ACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTTCCAGACCTGTGGC 

TCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTACTCA 

GTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 

>72.1 

ACATATATCATTTATTCAAGAGGCAGATTTTAAACGTTTTTGTAAAAAGC 

TAAATAACACCCAGAGTGACTCAAAAAATTTCTCAACTTTGCC 

>73.1 

CTGCCTTTAAAAGCTCATAACAGTAGAGATCAGTTGTCTCTGGTTGCAAA 

TCTAACATATATTCATGCAA 

>74.1 

ACCTTGTGAGAAGAGGAAGAAGGTGATAAGAACTAAGATCAGAGCATAGT 

AGAGAAAGTAGCCCTGTAAACAGAGGAGAAGCAGAAAGAGAGAAGGGAGG 

ACAGAGCTTTTATTTTGCTCCAGGTTAAAAAGAAAAAAAAAGCACATTAC 

AACTCTATGTCAGTGTCTGTCCCAGGTCX)TAGAACTGGAATAGACCAACC 

AAGCCC AACCCTTCTTAAAAGTAAG ACT AG GTG CTTCCTG ATTATATATT 

CAACTGCCTGGAAGCATGCAAGTAAAATTTCCTTGATGGCATTTCTAAAG 

TTCAAACATATTCTTCCTAAAAATGCATTTACAAAAAATATTAAGATTGT 

G l I II 1 1 I GGTTTGGACTTTAAAAAAAATTGTTTTCAAAACCATAATTGG 

GGCCTACCCCAAAATGGAT 

>75.1 

TGGCGGCCGAGGTGCGCGGGGAGGCGTTGTGGGAGGAGGTGCGGGGAGAG 

AGGAAGGGGCCTGTGCACTGAGCAGGCATCAAACATTAGTGGATGGCCTT 

GCGTCTCAATCTGCAGTAAAGAGGAAACTAATCTGAAA GGGAA CGATAGG 

ACTGTGTGTC 1 1 1 1 IAI 1 1 1 1 1 AAAATACGGAGTGTGCAATTTTACTGAA 

TCTTGAATCATGGCCAAAAGAATGAGCTGTCGGTGCTGCAGTCGTGACCC 

AGGCTGA 

>76.1 , - 

GGTCTTGGCTGCCTGTGGGCTTCCCCAGGTGGCCTGGAGGTGGGCAAAGG 
GAAGTAACAGACACACGATGTTGTCAAGGATGGTTTTGGGACTAGAGGCT 
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TATTGGGGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGTTTGC 

CTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTCTTATGAAAATATA 

GACATTCTCACATAAGCCCAGTTCATCACCATTTCCTCCTTTACCTTTTA 

GTGCAGTTTTCTTTTTCACATTAGGCTGGTTGGTTCAAACTTTTGGG 

>77.1 

CAGGACGCGGGGAGACAGCAGAAGGATCACTGGGCTGGAAGCTCTAACAG 

GCATTGCCAGCCTAGCTACCTGCAGTTTGAGGCAAGGGCAGGGTCACTTA 

CCCTGCTGTCTGAATGTCTCCTGGGACAACAGGAGGCTGCACTCACTGGC 

TGAGTTCAGACAGAAGAGGGATCATCGGACTGGAAGCTCTGGCAGGTATG 

GCTAGCCTGGTTACCCGTAGTGAGAATGGAGAGGGCCACCTGCCCAGCTA 

CACAAATGTTTCCCAGGACAACAGGAGGCTGTGTCCACTGACAGTTCAGA 

CCGAAGTGGAACCACTGGACCGGAAGCTCTAGCAAGTGTTGCCCACCT 

>78.1 

TCCCTTTAAGTGAGGGGTTAATTGCGCCGCTTGGGCCGTAATCATGGTCA 

TTAGCCTGG 

>79.1 

GGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAGA 

GGCAGTTCCAGATTTCAACTGGTTCATAGATGGGCGGGA GAA T GAAAACA 

GATGGTGCAGCCACAGTTCGTTTGATCTCCACCTTGGTCCCTCCGCCGAA 

AGTGACCGATGTCCTTCCATATTGTTT 

>79.2 

GTCTGCGATGTCAGTGGCCCTGTTGGATGTATCAGAGATGAGGAGCCTGG 

GAACCTGGCCAGGTTTCTGCTGGTACCTGCCCGGGCG 

>80.1 

TGGCGGCGATTACTGTGCGAGAGGTAAAGGATATATGTGGCTACGATTAC 

GGCCTCTCT 

>81.1 

GGTGGCGGCCGAGGTACAGCCAACCCCCTAGGTGTGGACCAGCTGAGGCA 

GGTGGGCAGATATGCAGAGGGACTTGGGGCTTTGCCAAAGGGTAAGCACA 

AAGAAGGAGTCACGGGTTCTGTTCGAGGCACTGTTGGGATTAGGAGCCCG 

AGGGACCTACTTTGCAGGAACCTAGCATAACTTTGTGTGACGAGACTGCA 

CAAGACAAAGCTCAGGCAAGTGGCTGAGTAGTTGGCCAGCCCAGCAGGGT 

CCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAAATGGAGAGCAGCAA 

TTGGAGCTTCAGGACCGGCTTGCACTGTGGCTCCAGGTTATACCACCACT 

GCCCAAAGCAAAAGCTAGAGAAGCAAGTGGAGAAATGCTGGAGAAAGCTG 

CACCCTACAGGCAACCAGCACTTTAAAAACCACTCCAGGCAAAGTAATGG 

AAGGAAAAAAG 

>82.1 

TGGCGGCCGAGGTACGCGGGGGAGTCAGTCTCAGTCAGGACACAGCATGG 
G 

>83.1 

GTGGCGGCCGAGGTTCCTTGTTGCAGCTCTTTA 1 1 1 CI I AGTCCCACTCC 

CCCGAGGTAA CACAT TTCTGC 1 1 1 1 1 1 AGCTGTTTCCTCT AGTGTAGGTT 

CACCTTTCTAATTTTTGATTCAATCACTTAACCACCGTTACATACTACAA 

AATATCACTATATTATG ACCATGATTATATTTCTTTT C 1 1 1 I I CCCTTCA 

TCAAG GAAG TTCATCAAAGAATTTCATCAAAGTTCAATGATGACCTCTTT 

TTAAAATTTTCTTAGTATTCTATGTAACTATTACCGATCTTTTCCCCACA 

CA 

>85.1 

CGCGGTGGCGGCGGGTACTTATATTACATTATGCTAAAATGCAAACATCT 

TATGCTAAATGTTATATTTGGGAACAAATTGTGTAAATATACTGATGACG 

TCAATGGATCATTACAATTAATGTAGGTGCCGTGGGCAGGAAAGCTAACT 

TTAGCTGAAAGCATCTGAAACGTGCTTATTTTTAATGGGCCCTCAAAGGA 

AAGGGATGAGGCCAGCCATAAAGAAAGGCTtGGCCAAATATAGTTCTTGT 

TTGfCAAGAACAACAAATCCCATTTCACAACAGAACTAACCTGGCATGCC 

ATTCTATCCTTAGGTTCTGGCGTGCAGTGAGCGAGGCAAGGATGGCATTC 
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AAGATTTCATTCCTTTGTTCCAC 
>86.1 

CGCGGTGGCGGCCGAGGTACATCCCTGTTTATCCCATTCCATCCACCGAG 

GCCCAACAGCATGGATGATCTGTTTGCAGGGAAGCCTCCCTGCTCCCGTG 

ACAGCTATCTCACCAGCTGACACTTTACCATATCTGGCAACAAACTGTTT 

GCTCTCTTCTTGGATTTCAAATCCACCAGCTTTTACCAGGGCCAGGGCCA 

GGCCTCCCCCATGCAGAAGATCTTCATTGGCTGCATTCACCACAGCATCA 

ACAGCATGTGTGGTGAGGTCATCTTTCCACACTGATAACTCTATCCTAGG 

AGTCAGCATTTTTCTGAACACTTGCAGAGATTTGCTGTTGCCTTCCTGAA 

CTGGAGAGACCAGGGTAGAGATACAGCCAAACTTATTCTGGAGGACTTCA 

CACAGCTGACGCTCATTATTGTTTAAAATTTTGAAGTCATTGTGGTTAAT 

GGGAAATTTGCCAACTATAGTTTTCTCCAAG 

>87.1 

CGCGGTGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACA 

GCAAAAAGTGAAGAATTCTTACAAACTAGAGGAGACAAAGATTGGAG 

>87.2 

AGTTGGAAGACCGAGCCCTGTACCCAACGTGGAAGAAACCTCCCATTCCT 

CTACTTAAAAATA 

>88.1 

AAAACCGTAAAAAAGGCCGCCGTTGCTTGGCGTTTTTTCCATTAGGGCTC 

CGCCCCCCTTGACCGAGCCATCACCAAAAAAATTCGACGCTCAAGGTCAA 

GAAGGGTTGGGCGGAAAACCCCCGACCAGGGAAC 

>88.2 

AGAATACCCAAGGGCCG I I I I I CCCCCCCTGGGAAAGGCTTCCCCTCCGT 

GGCGCCTCTTCCTTGTTTTCCCCGAACCCC 

>89.1 

ACCGCTCAGCCTGCTTGGTTGCATCCTCCGCATGGCGAGTCAGCTCTGAG 

ATCTGAAGGTCAGCATGCTTACGCTCGGCCTCACATGTGTCAAAGTGATT 

CTGGATCTCCTTAAGTCGATCCAACATCTGCAGTTGCTGI I I I ICCCCAT 

TCTCCAGTTCACGTGTTAAATTCTCTACTTGTGATGCCAAATGTGCTTTC 

TTCTTGTCTTTTCTTTCCATGCACCGTTTCACTTCCTCTAACTCAAATGC 

CATTGCGCTGAAGTTCAGCTGCACTCTCAAAACTGAGATTTGCT 

>90.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGAC 

AAACAGGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATT 

GGTTCAGCCACCCGTATCTGTAATCTCTCCATTCTGCCCTCTTGATTTTA 

ATGCAGCTATAAAGGAGAGTATTTTAAAAGTGCCTCCCAGTAGGAAGAAC 

AGTCACAAGGCACTGTTATATCAATTCAGTGTGACACAAGCCCTGATTAT 

TTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGCTGA 

CATTTCCAGCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTA 

CAGCCATTGATCAGAATGTAAGCAGGCATCCTTGAGCTTCTTCTAGGAAC 

ATATACAGATGTGCACAAAATTTTCATTTATTCA 

>91.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGAC 

AAACAGGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATT 

GGTTCAGCCACCCGTATCTGTAATCTCTCCATTCTGCCCTCTTGATTTTA 

ATGCAGCTATAAAGGAGAGTATTTTAAAAGTGCCTCCCAGTAGGAAGAAC 

AGTCACAAGGCACTGTTATATCAATTCAGTGTGACACAAGCCCTGATTAT 

TTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGCTGA 

CATTTCCAGCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTA 

CAGCCATTGATCAGAATGTAAGCAGGCATCCTTGAGCTTCTTCTAGGAAC 

AAATACAGATGT 

>94.1 . . 

ACACAGCTCCATGAGGTCACCAAGCATCCCATCACCCATACCGGCAGTTG 
CATGGCAATGGCTGCCAGGCAATGGCACAtCAAAATCCGGGCAGCGTCTT 
GAGCACTGTGCAATTGAGTCAACAAGGTCTCAACTACTGACTGGCTAAGA 
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TGGGGCCTGCCCTTGGCCAACTTCACCATACAGTTTAGAGCAATCTTTAA 

AGTGGCCTGAGCACCTGGACTATCATCTTGACTACAAAGT 

>95.1 

ACCTGTATGATAACATTGCAGTCAAACATATCTTGTGACAGGACAGTTTT 

TTGTGGGGAGGAGAATTAGACCAAGTTCGGAGATATATTTTAGGAACTAA 

AAGGAACGTAAGATCTGGGGTAGGGGGATGAGCAGCTCCACACCCTGCTC 

CTGTGTGAGCTGTGCGCTCCCGACTGGGAAATGTCTAACTCCATCGAAAA 

CATGAGATGAGG GGCA GGGAAGGGGCTACTTCCAAGCCTTTCATTATAAT 

ACTGTGTGTAACCT7TTGCATATTTTCAGAAAAGAAACCAGTAAGGTGGG 

TTCAGTTGTGGGCTCATCCTGACTTAGAAAATTTTAAATAATTTAGCCCA 

TTGAAATGTTGATAATATAAGGCATGCATGAATAATAATTTTTGCTTCTT 

>96.1 

AAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGCTGCGACAAACACC 

CCACAAAATGGCGGCAGCGCCGTCGCCCTAGAATCCCCCGAGTCGCCTCT 

CCCCGCGT 

>97.1 

TGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTT 
CAGAGGGGCGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAA 

caaguagggaaagagaatgcagagaagaggctggtgatagAcaagtt^ 

tgttcacaacttgaattgcagaggtcaagagtttaaagagtttgggatgg 

aaagaaatcgagaattggg 

>98.1 

AGCTCCCCGCGGTGGCGGCCGAGGTACCAGCAGAGATGGCTTCAAGATGA 

TTTAGGACTTGGGTCAGTAGCACTTACTGATGTAGTGGTTTGATACACAC 

TGAT TACC TTCTTCCI I I 1 1 1 ATTCTCTGGCATTTCTCCTATATAACTAG 

CCACTTTTAAACAATATTTGTCGGCTCTTTTCTTCTGCTTGTCTGTAAAT 

ATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTCTTCTTACTCCTGG 

CCTTTCCTTGGGAGAGTTCATAATTCACCTACTCCATCTAGATATTTGTG 

ATGTCCAAACACATCTCCACGTTAGGCTTCTATTTGTAGCATCAGACCCA 

CACTTTCAACTGTCCACTAGATAGCCTCACTTGGATGCTCTGCAGGCCTA 

AATAACCTTTGCGGACAGATTAACAGGGAAAAAATATTAATAGGAAAAAA 

TATTAGATTTTTATCTGATGTTAATATTTCTATGTGGCATGGAGGACTTC 

ACAGA 

>99.1 

GGMGAGGGCCGGTTTTGCGGTAATTGGGGCGCCTCTTTCCGCTTTCCTT 

CGCTTCACTGGACTCCGCCTTGCGGCTTCGGGT 

>100.1 

TATGCATATCATCCAGGCAGCATAATGTTATATTTCAAAGACAGATTTAT 

CCATTGAA7TATTGTTTTTAAAAGTTGGGATTCTCTACATAGAACATATT 

TTCTGAAATTTCAAGAATATTTTCAGGTAAATTAAGAATTAATTTCTTCT 

AAGACTATCCAATGTGTCTCAATCTATTCCATAATATAATCAATGATAAA 

GATTCACATGTATCACCAAATTCGAGGCAGCTTAGTTGAAAAAATTTGAA 

ACAGCTTACTGAATTCCATTTGCTGATTCTGGGGGGGCTTCCCCAATGGC 

ATGTGTGCTCCTTTGGATGCCTGCAGGGGTGGTCACTGCAAAGTCGTCAT 

CTGTGCCACTGGGAGTTGGGAGGCGGCCTGCTGGGGTTCCCTGGGTGGCA 

GGATTTACACCTGCTCCTCCTGCTGGAAGGCTTCCATCCTGGACA 

>101.1 

GCGGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTCTTTAAACTC 

TTGACCTCTGCAATTCATGTTGTGAACATGAAACTTGTCTATCACCAGCC 

TCTTCTCTGCATTCTCTTTCCCTCCTTGTTATGCTAAAACTTGTGATGGC 

CTCTGAAGATACTGCTCTTCACCCCTCTGAAGGGGGTCTCCTCAGGGGAA 

GGT 

>102.1 

ACQ ATAATAATG C AATTAACAAAATCCAGGATTTAAG GATTTCTAT AAG A 

TTAAAAA7UAAATGAGGTGGTGTCGAGTGGGGAGAGAAAAAAGCAGGAAA 

CAAAACTGGTGAGAGGAAATGACCCCCTGATGAAAGATCTTAAACACCAG 
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GCTGAAGATTTTAGATTTCTACCTATTAGAAATGAATATTCACTGAGGTT 

TGATGAAGAGTCACTGAAGTGTCACAAAGAAAACAAGATTTGAGAAAGAT 

TCTTGAGAACTCGTGCATAGGAATGAACTGCAATAAGGGCAGATTAGAGA 

AGAACTAGGCCATGAGGGCCTAGTATCCAGAATGAGGCAGAGGGAGGGAC 

GCTGGATGTGAGCA 

>103.1 

GAGCTCCCCGCGGTGGCGGCCGAGGTACTCCTTTCTTGTTTAAAGCCTCA 

CCACTGACCAGGAAGTCTTGATAGAGCCATCTAGTAATTCTTAAGTCCTA 

CCTCATCCAACCTTGTTTTGACTCCTGCAGTGAGCACAGCTTGCCCTCAC 

CCTCCCCTCTCTATGCCCTCACCTTTGCAGGAGACTCTCAATTTCTCAGT 

CCACATCAGCTCTCAGACCACCAAAGCAAGGGTTATTTTT 

>104.1 

AGCTCCCCGGGTGGCGGCCGGGACACGTAACAGGGTGGTTGCATGCATTC 

CTCAAGTCTGTATGACTCTACCAAGATACTGTGAAGTTGTCCTTCTGATT 

GCACATGGGGAGAAAATGCTGAAACTAGTGGCCACAGATGTCTTTAATTC 

CAAAA 

>105.1 

ACTTTCTAGGTA TATCATGTGCC CTAATGTGCTCCTAATATCATAAAXGT 

TTACTTTCCGAAAAGTATTTCTGAAAGGGAGCATATTTTGGAAAGTGCAT 

AGGCTTGTAATCATACTTGTTTTCAAGTTTCAACTTTGCTATTCAACTAG 

AATAATCTTGTGCAAAACCTGAGCTGATTTTCTCATCTATAAAATGGAAA 

CAATACTTTGTGTGATAATGGGTGCAAAACACAAGGTATACTGGTTTCTT 

TG CTCTGG ATTCMGTTTTCTTCTTAGTTTC AAAATTTTAAAG G G AAACC 

AAAAATGTTTCATG 

>106.1 

GTCCGGTAGTGGGCAGCGATCAGGGCTGGGGCTCTTTCCTGAGTTGTGTC 

AGGTGAGAGATTGTGAGAACTTGGCTTGCAGGGTTTGGGCATCAGCTGCC 

CATTGAGGGGCCGTTCATTGTCTCAAAGTGAATGTGGGGTGGTTTGATCT 

GCATGTGTCATTTGTAK^AGACAAGTTAATTATTCTGCTTTTGTTGTAG 

TACCTTGGTTGTGAAGCAGAAGCTACCAGGCGTCTATGTGCAGCCATCTT 

ATCGCTCTGCATTAAGTAAGATGAGGATTCACTCTTAATTTATGGGCACA 

ATTTAGTTTCTTCCACACAAATTTAGGCCTTAACTCTTTT A 1 1 I I I ICCT 

ACAGTGGGGGTTTGGAGTAATATTCATACGGCATGGACTTTACCAAGATG 

GGGTATTTAAGTTTACAGTT 

>107.1 

ATAATTGCAGAGAAAGCTTGCCAACGGTGATAAGTAGGTTTGTCTAGCAG 

CACTGATGCGTCGTGGAAGTTGATGGTCATGAACATACAGTGTGATAACC 

TATCTGCCCT CrrGA CCTTTTCTAGTAGTGCTATGTCATTTTGGTACTAA 

GGTAGGTGAATTTTCCAAGTGTTCTTGGAAATAAGGAAACATCAAGAATA 

ATGTAAAAGCCTCATATACAATAATGAATAATAAAGAATAATGTGAAGGC 

TTCATTCAAGGTTGGGGTTTGCCAGATACATTGCAACAAAATGACAGAGC 

AGCCAAGGTATTTAGGATAGTGGCCAAAGGATTGTAATGATGGCTTATGG 

AAGTGTCAGCTGGATAAAGAGTGAAAATGAATAAAAACTAATG 

>108.1 

ATGGATTCTACATCAGGTGTCTGTGCCTCGCTGCTGAAGGATAACCCAGA 

GTGCAAGGTCATCTTTGTTGCTGAACAGGGCTGGACCTGTCX3CACTTAAG 

CAGA CTTAAA GGATTCTATTCTTCATTCAGGTCCCCCAGAGAAATTGGCT 

CCTTATTTTTCTTTACCTATTCCTAGACTTCC 1 1 I I GTCTAGAGCCAGTT 

TTGCAAAGGGCACTTTTATCCATCTCAGTTATTCCCAGAGGTGACAGAAT 

GAGTAAACCATATGGGGCAAATAGCATATATGAGCTAAACCAGTTAACTG 

TTAACCAAGGCACATGGTCAATGCCTTAGT AI I 1 1 1 I I 1 1 1 1 1 

>io9.t : ■ 

CCACGCGTCCGAGACACTTCTCTGACTAACCATAGACTATGTGGAAAATG 
GTAGCTGGATTGCCTTTGGGTGGAGTCCTTGCCCTGTGGCATAGGAAACA 
MGGAAAGGAGAGAGATGCCCTTTGAGATtAATGAAAATGCTCTCAGCCA 
AATAAAATCTAAAAATAGCCTCCTTGTGATACGAACGCGTGGCCCCTAAG 
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GGTCCTAAAGAGAGAGCTAGGG6AGGTTC AGCT GGCCACAGAGATGCTAA 

AGGTCAG GAGCA GACTTTTAGGGTTTGCTGTTTTATAGGTTTAAAGACCA 

GGTCTGTGTTTTGATAACTGAACTTGCTAATAGCTGGCCACTTGAGTTGC 

TTCTTCCAGCTCTTTGTTTGTTTTAAATAAAGAGATTCAGCCAGTAATAA 

TGGGAAGAGCTGCAAATGACTTCCCCAGTTGGGAGTGCCTGCTTG I I 11 I 

CCTTCTGCCTGGGCATGCTGATGTGC 

>110.1 

GTGCTGCCTGCACTGTGACTAAGACTTTCTGGACTATCATCATGTTTAGG 

AGTTGATGAGATTATAGTTTCATGTAAGTGTATCATTAGATGACAACTCT 

ACATCTTTAGGCATGGAAACAAACATTTTTCCTGGAAGAAAAAAAAGTGA 

ACATCCAACCTCCATTTAAACAAATTTGATTGTTTCTTTGCTATTAAGAA 

ACTCGGTGCTCT TTCTCC CACTCTATTATATTGTCAAAATACATCTGGAG 

ACACTATATAAACTTTTTCTCCTTTAAATTACCTGGTTTATATATTATCT 

CCTGTAGCCTGCATATAGATAAAGGTTAAACATAGAGGATTTAGGTTGTT 

GGTAATTTAATAAATA 

>111.1 

GTCGCGGGATTGGACCGACGCAGCCATGGTAGGTCCAGATCCCGTAGAAG 

GGAGCGGGGTCCCATAGGTTACGGCCGATTCCTGGAGCTTCTGGACTGAG 

GGCCGCGGTAAGCAGTGGTCTGGGCTCCCGC 

>112.1 

GTGGCCGAGCGGTTTGCATCGCCAGCTCGCGCAAGGCCATGAGGTTGGTC 

TGGGTGAAGAACGCATCGATGGCGGCACGGGCCTQTTCCGGCACGTAGAC 

CTTGCCGTCACGCAGACGCTCCAGCAATTCGCGCGATGGCAGGTCGATCA 

GCAGCAGCTCATCGGCTTCCTGCAAGACCCAGTCAGGCAAGGTCTCGCGC 

ACTTGCACGCCGGTGATGCCGCGCACCTGGTCGTTGAGGCTTTCCAGATG 

CTGGACGTTGACTGTG GTGAA TACGTTGATGCCGGCAGAGAGCAATTCCT 

GAATGTCTTGCCAGCGCTTTTCGTGGCGGCTGCCGGGGGCGTTGCTGTGG 

GCCAGTTCGTCCACCAGCACCAGGTTGGGCTTGGCGGCGAGCAGGCC 

>113.1 

GGGCGCGGCCAGCCGACTGGACCCCTTAGCCTCGAGGCCTTTGCTGAAGC 

TCATGTGAGGGGGCGACTGCCCCTGACAGGTGTTGGATTCCAGCTGCTGT 

GGCCCTGAAGGTGGGTGGTGGGAAGAACGGGAGAATGAAGCCAGCCTTGG 

GAGAGGTAGGACGCCAGCCCGGCCCAGCTGCTTCCAGCATCTGGATCCAG 

CCTCACCTGAAGCCAGCCACCTTCTGGACTGCAAAGTCATTGTCAACACC 

GAAACACAGGGTTTCTGACCATTGCAACCCAGGGTCCCGGCGTGTCGTGG 

CTGCAGACCCTGCAGACCCCTATGAAGATGGTCCTGCCTGCCTTGCATCG 

GGCCTCTAGCTAGGGACTGTGGTTGCA 

>114.1 

AGCTCACCGCGGTGGCGGCCGAGGTACGCGGGAAGCAACTGTCAGCTAGT 

GAGATTACTGTGTATGGCCAATCCAGATAAATAAGACGATCAAGTCTTTA 

TGAAAAG GAAAGA AAAATTTGGAATGCACATCTCTGTCCAGCTCAATTCC 

TCACTCCTTT7TTMGATGGAGAGCTGTTAGGTTTGTCTACACAGTAGGA 

AACACCTGATTAAATAACAGCATGGAGCCAATCTTGACAAAGAAATTGGC 

TGCATCC 

>115.1 

GCCCCCAGGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCT 

AGGACAGATGCCACGGCTTTGACCCAGGCTGGGGGTGCACGGATCTCACT 

GGGGTTAGTTGGTCGGAGGGGGAAGCCCCATGGGTCCACCAGGATGAGGT 

GTTTAACTCTATCAGGGT 

>116.1 

CCGCGGTGGCGGCCGGTAGCGCCGGTAGGCGGTGTGGACCAGGGGCTCX3T 

CGGTGGCGGCCAGCGAATTGGTGACGACGCTGATCTTCACGTTGCX3CCCG 

CGGATCTCGCGCATCACCTCCAGCXCCGTGGCACCCGGAATCAGGTAGGG 

CGAGACGATGGTCACTT(X3GMCGCX3(X3CGGCGCATCTGCTCGACXJACGT 

TGTAGCGCACGCTGTCGACATCCAGCAGCGGCACGCCGCCGTACGACGCG 

GTCTTGCCGATCACGCGGTCAGGCGAATCGGCATACGCCTCGGCGGTGGT 
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CCAGATCAGGCCGAGCTTGCCGGCGTTTGAGGTCTTCGACCATCGGGCTG 

TAGCCGAG 

>117.1 

TGAGCTCACCGCGGTGGCGGCCGAGGTACTCTAATGGAGCCACTCAGGAC 

TGTCTTAAAAAGACAAAAATACCTCCTACAGTTGTTATCATCAACGTCAG 

TTGCTGGCTTTTCCTAAATTTGTCTTCTACCTCAGATCTAAACCATTTGA 

TAACATTAGGGCAATATCATGGCAATCGTGGCCCAGTAAAACCATAGCAA 

ATGTTTTCTCCCTAGGACACTATCTGTTTTCACAGGAAAATTTTTCTCAT 

AGAAAAACTGTAGGAAAAGCCATGGATGAGCTGAGAAGACCAAACCTATC 

TCTTGGAAAACAACAGTAGGGAGCGTGGATTAGAATGTCTTGGGTGCGTG 

AAACAGGCAGACAATCCTGAAACATCTTTTCTGGGGACGTAAGGCATGAA 

AAATTTCTATACACTTAGGAGGGCTTCTAGGAAACAGGAAACGACA 

>118.1 

GTGGCGGCCGAGGTACGCGGGGAACCGAGGCAGCAGCGGACGTGAGCGAT 

AATGGCGGATATGGAGGATCTCTTCGGGAGCGACGCCGACAGCGAAGCTG 

AGCGTAAAGATTCTGATTCTGGATCTGACTCAGATTCTGATCAAGAGAAT 

GCTGCCTCTGGCAGTAATGCCTCTGGAAGTGAAAGTGATCAGGATGAAAG 

AGGTGATTCAGGACAACCAAGTAATAAGGAACTGTTTGGAGATGACAGTG 

AGGACGAGGGAGCT7CACATCATAGTGGTAGTGATAATCACTCTGAAAGA 

TCAGACAATAGATCAGAAGCTTCTGAGCGTTCTGACCATGAGGACAATGA 

CCCCTCAAGATGTTAGATCAGCACAGTGGGATCAGAAGCCCCTAATGATG 

ATGAAGA 

>119.1 

CGCGGTGGCGGCCGAGGTACCTGAACACCAGGCTCTTTACGGTCCCTGGC 

CAGTGAAAGGGTCTAATATAAAACACACCGAGGCTGAAATAGCCGCTGCT 

TGTGAGACCTTCCTCAAGCTCAATGACTACCTGCAGATAGAAACCATCCA 

GGCTTTGGAAGAACTTGCTGCAAAGAGAAGGCTAATGAGGTGCTGTGCGA 

TTGTGTATGTCTGCAGATTTCCCCAGGGTTGGGATGGGTTCATCCTACAA 

CGGACAAGATGAAGTGGACATTAAGAGCAGAGCAGCATACAACGTAACTT 

TGCTGAATTTCATGGATCCTCAGAAAATGCCATACCTGAAAGAGGAACCT 

TATTTTGGCATGGGGAAAATGGCAGTGAGCTGGCATCATGATGAAAATCT 

GGTGGACAGGTCAGCGGTGGCAGTGT 

>120.1 

CGCGGTGGCGGCCGAGGTACCGAGCTACCAGGCTGTGGAATGAGACCGGG 

AGCTTTTTCGTGCTAAGATGCCGTTACGGAAACATCGCTGTCGTTTCAAG 

AGCTATGGGCATTGTTTCACA 

>121.1 

CCGCGGTGGCGGCCGAGGTACAAGTTTATGTTTTCCTTGGTGTAAGGCTT 

TAACAGTTCCCACCTTTCAGCTGCCTGGGCATTGATTGCTCACCTACCAC 

TATGACTAGATATGATTCCATGTGCTTTTGACTAGATTCTTTGTCTCTTG 

TGTATGGAAAGTGAGACTTTAAGTAATAGTTACTGCTGAGAGAAATAGAA 

GACGTGACAACGTTTGCTTTCCCATTCAGTAGTCAGCGGTTGAATGGAAT 

TATCTTCG 1 1 I 1 1 G G ACTGACAG ATTTGTTTTACAATTCAGCTATTCCCA 

AGCCTTACTATTCAAAGCAGAACCCTTCTGTCTTCTTTCTGTAGTTGCTC 

TCTCTCCCTATATTCTGTTGTA 1 1 I 1 1 I I CAAATAACTTATTACTATCTC 

AAGTAAAATTGTTTTATGTTTTG 1 1 1 1 1 ATCTACCCTCTTAATC AGGG CA 

GGGATATGTCTGTTGTATATTTTACTTTTCCCAAATCATAAAGTTTTTGG 

GAATCTGCTG 

>122.1 

ACCGCGGTGGCGGCCGAGGTACACACTGGATCTCCTTACTCATTTTTAAC 

CCTGACTGGGACACCAGAGACATGCTGCATCTTGTATTAGGTGTTTCATC 

TTGCAGAATGGCTGTGCTCCTGAAATATTTCCTGTGAAGAAAATTGTTAC 

AATCCCATTACATCACTGGUI I 1 1 ATTATTAAATTGAATGTTGGCTGGAA 

ACAATTTTAACCCCAAATTGTGACAAACAAAACTATAtGGAAAAGGTC 

>123.1 

CGGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGT 
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AACCTGCTATGGC 
>123.2 

AGACTCCAAACAGTAAGGTCAGAATTTATCAAGACATTACATAGGAGTAA 

GGGCACAGCCAGGGGTGGTGGGG 

>123.3 

GGAAGGACATTTTCCAGCACTAATTAACAGGTTTTATGATTCACTAGGTT 

GGCCCAACTACTGTTCTCACCTAATTCCCAGGCCAGCGTGTCAGGAGGCC 

AAATGACAC 

>124.1 

CTCCACCGCGGTGGCGGCCGAGAAATGTCGCCAAACTGCCGTCTTCCCTC 

CTCGGCCGCTGCGACAAACACCCCACAAAATGGCGGCAGCGCCGTCGCCC 

TAGAATCCCCCGAGTCGCCTCTCCCCGCGT 

>125.1 

ACAGACTTTCATTCAACAAATATTTATGCATCAGCTACATGCCAGGATCT 

GTAATAGATTCTGGGTGTGCAGTAGTGATTACTGCAGAATGCAGACATGG 

TCCCTGCATTCTTGAGAGGGAGACAGCAACCAAATAAACAATTACAAAAA 

AGTATGTAACTAATTAACAAGTGGGAGAAGGGAGTGGGATTACACAGCAG 

AAGTGGAA GGAAGG G CCCA CT TAGAGTGGTCAAAGGCTTCTTGAAGG TAA 

CATGTAAGCTGAGACCTGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGA 

ACAGAGAATAAACATCCCAGAAATAGAAAATAACACACAAAAACCTAAAG 

TCATTAAAGAACATGATCATCTTTCAAGAACTAACCCTTGAGATCAGAGT 

AGTTTGATTATAGAGGAAAGGGGTGAGTGCAATGAAACGTTAAAAATAGC 

CAGATCACGTAGAGCTCTCTA 

>126.1 

AGCTCCCCGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGC 

CGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGT 

TCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAAT 

ATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCA 

TTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCA 

>127.1 

GGTACTGAAAGTGAGGTGAAAAAACAAGAAAGCTGAGAGAAATCAACATG 

TTCCCAAGTGCTGTATGTGAACAATAAATCTGAGACATACCTCTAAGGCT 

TTTCCAGAGACAAGAAAGCTCTCAACCTGTAAAGAATTCCTGGGACATGA 

CTGAGAGCAATGAGAACTCCAGGCAGAAGGTTAGCAGATATAGTGTAGAG 

CATACACAGATATACTATAGTTCATAACACTGGTGGCTTAGCTGTAAATC 

ACAAAATAGCACTGGAATTATACTAGTGATCATAGCACATAGTCCAAGAA 

GAAAAAATTTTGATCTTGTTCTTAAACTTTGTGGAGCCAGTGGTGAAATG 

AGTCACACAAAGATGCAACAATG 

>127.2 

ATGAACCCAGCCCTCTTTAGACTAACATATTCTTGCCCATCACCACCAAT 

ATTACAATAAAAATCAAGACACATGAAGGAGCATACCT 

>128.1 

TTGGAGCTCCCCGCGGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTT 

GAAACGACAGCGATGTTTCCGTAACGGCATCTTAGCACGAAAAAGCTCCA 

CGGTCTCATTCCACAGCGTGGTAGCTCGGT 

>129.1 

GTGGCGGCCGCCCGGCAGGTACAGTCAAGGCCGAAAACCACTGAGCTTTT 

CCCTCTGCCTGGCACATATCCACTGCCCTGCCTTCCTTCAGCTGATGAAC 

TCTTCATATGCCTCCTTTTGGGTGTCAGTGGAAATGTCACTTCTTTCTAG 

AAGCTTCTCTGGCTCTCCCAGCCTGGCCCAGGGCTCCAGCTATGAGCTTC 

CATAACACCCCTAGTTTTCCTCACATTGCCCTCATAGTATATGGAATTTG 

TTCATTCAATTGCCTGGCTTCCAACAGATGCCAGCTCCAAGAAGGCAGGA 

GCTGCTTCTGGGTATTGCTTGCCATCAAGGCCCTCACACCCAACCTAATG 

CCTGGGCCAGAGTAGGTGC 

>131.1 

TGAGCTCACCGCGGTGGCGGCCGCCCGGCAGGTACCTATCTGCAGAACGG 
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TCATTAGCAGTTTTTCCAAACAAGCGACTTTTAGCAAATTAACCGTTAAT 

TTTAATGAGATTCAAAAGTTAATAGCCATTCTTAACGTTTTATAATTAGA 

AGCTGTTATATAATTAGAGCTGGACACCCACATGGAGAAACTAATTTGAC 

TGTGCTGCATTTGACTTCACTTTGGTAACAGGAAGCACTTTTTAGTCTGT 

AGACCCTTGGGAGTTGTAGGGAGTTAAAGCTGATCATTATATACTATTAT 

ATACTTAGGGATACAACCCAAGGGCMCCCCTGGCCTTTATGAAAACCTG 

GAGTGAGTTATTATTTCCTGGTAATACAATTCTCTGCCAGCCAGTTGCTG 

CATCAAAACAGTTCTGATACACACACCTAAAGTCACCACTTCCTCATTCT 

GGTCCCCAATAACCCTATAAGCCTCTCTCCTTGTAGGTGACCTCTGCCCT 

GTGAAGGGTTGGCTCACCCCAAGA 

>132.1 

GTGGCGGCCGAAACCGTGGTGGCCGTGATCGTGCCGTTGGCGGACGGAAC 

CTTGAAGATGTTCTGGGCGGCCAGCACAATCGCCGCCTTGCCGACGATGA 

CATTGTTGGCCTTCAGCCCGTCAATATCGCCCTTGATGTCGATGTTCTGG 

CTCTCCTCATCATGGCTCAGCGCAATGGCGGCGTTCGCCTTGCCGGTCGC 

CTCCACGAGGAACAGGGCTGCGGCCGTCGACACATCGCTGGACGCGAGGG 

TCAGGTTGCCCTGAAGCAGCCCCTTCTTGTCCTGGGTGACATCACCGCGC 

AGCCGCGTGCCGCCGGCAATGAACTGGATATTGCTCAGGCGTTTTTCGTC 

GTTGTGGAGGGGAAGTTeeGTGGCAAGATCGGCCCGCACGCCGTCGAGGA 

ACGCCAGACCGGATACCTTGCCGTCCGCGCGTCCTTGACAGAAGTCCGTT 

GAAGGAGAACGCGCCTTCCTGAGCTTGCCCCGGAAAGTTTGCCATCC 

>133.1 

GTGGCGGCCGAGGTACGATAATTCATGCCAATTTCTTTGGGAATACTTGT 

TTCTGATATAATAGGTTACAAAGCAAAATTGAGATGATTTTTAAAATGCC 

ATGCAGTTATTTTTTCTGAATAACATAAATTTTAAACAGAGACCTGAAAA 

AAACCCCAAAAGTATTAACCTTTAAATACATAAACTCAATAGAAATAATT 

TAACTGCC TTCTC TTCACAAGAGGCAATCAGAAGGCAGGACTATAGTTTT 

CTGTGTTTCTTTTCCACAGGAGAGATAATTACATTTCTAGAGACCCATAG 

AAACAATTCCATAGnTTAATTTCATCTCTCTATCTCT 

>134.1 " 

GGATGCAGCCAATTTCTTTGTCAAGATTGGCTCCATGCTGTTATTTAATC 

AGGTGTTTCCTACTGTGTAGACAAACCTAACAGCTCTCCATCTTAAAAAA 

G GAGT GAGGAATTGAGCTGGACAGAGATGTGCATTCCAAATTTTTCTTTC 

CCTTTCATAAAGACTTGATCGTCTTATTTATCTGGATTGGCCATACACAG 

TAATCTCACTAGCTGACAGTTGCTTCCCGCGT 

>135.1 

AGCTCCCCGCGGTGGCGGCCGAGGTACCTCTCCTGCAGGGCCCTCCATTC 

AGGGTCTTCCTGGAAAACCCCCTGGAGGAAGCGCTCCTGTTGCAGTCGGA 

GTGAACACCCGTCTTGTTTAACCACCAGCAGGGGGATTCCTTTCTGGAGA 

GTCCATGTAGTCATCATCTCTTTGACCTCTGCATTTTCCCCCAGAAAGGC 

GAGCATGTTACTTGTCATCTTGGGATCCGAATGACAAACTCCACCAGATG 

TAAAATCACTTTCTAAACAACTATTTGACAGACTGCTCCACAAGTCATCA 

TTCTTAGCATTTCTATAGCTGAACTTCTTTAAGT 

>136.1 

CGCGGTGGCGGCCGAGGTACTTAAAAGTATATCAGGGCAGTTTCATGCCA 

GGGAGCCAGGGAAGGCACCCAAGGAAGTGATGGAAGAGTAGAAGTTCACC 

AGGTGCAGCTCAGGAAAGGGCTCAGCAAATTTCTCTGTAACAGGATGCAG 

ACCCCGCGT 

>137.1 

GCGGCCGAGGTACTAAATTTAGCAACTTTATTCATGAGGAACACCAGTCC 

AATGGTGGTGCTCTTGTCCTTC ATGCT TACATGGATGAACTCTCATTTTT 

GTCTCCAATGGAGATGGAGAGATTTTCTGAGGAGTTTCTTGCTTTGACAT 

TCAGTGAAAATGAGAAAAATGCTGCTTACTATGCTTTAGCAATAGTGCAT 

GGAGCGGCTGCTTATCTCCCAGACTTCTTGGACTACTTTGCTTTTAATTT 

CCCCAACACTCCAGT 

>138.1 
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CAGTTTGCATACATGCTAAACAGAGAAATGTCCTCAAAATTCAGTTACTA 

AAAATTACTGATATCTCCATGATTAGAACCACACTGTGGTTGTGTGTGTA 

GTCAAAGGAGGAGAATTTTTAATGCTATATAAGCATAACTGATAACTGCT 

ATTACAAATAAATATTCCACAAATTTGGAAAGTTATTAGAGGAAGAATTT 

I 1 1 I ICCTTGTAATTTCCAGGTGTTTATATTAGTTGGGCCATAGTGAAAA 

TTACATGGAGGAAAGAAAATAGGAAAATAAGTCACAGAAAAAGAAAATCA 

AAACAAA 

>139.1 

TTGGAGCTCCC.CGCGGTGGCGGCCGAGCCCAATTCTTGATTTCTTTCCAT 

CCCAAACTCTTTAAACTCTTGACCTCTGCAATTCAAGTTGTGAACATGAA 

ACTTGTCTATCACCAGCCTCTTCTCTGCATTCTCTTTCCCTCCTTGCTAT 

GCTAAAACTTGGATGGCCTCTGAAGATACTGCTCTTCACCCCTCTGAAGG 

GGGCTCCTCAAGGGAAGGT 

>140.1 

TCACCGCGGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTTGAAACGA 

CAGCGATGTTTCCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTC 

ATTCCACAGCCTGGTAGCTCGGT 

>141.1 

TGGGGGGCGAGCCCAATTCTTGATTTC 1 1 I UUAl CCCAAACTCTTTAAAC 

TCTTGACCTCTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAG 

CCCCTTCTCTGCATTCTCTTTCCCCCCTTGTTATGCTAAAACTTGGATGG 

CCTCTGAAGATACTGCTCTTCACCCCTCTGAAGGGGGCTCCTCAGGGGAA 

GGT 

>144.1 

CTCCCCGCGGTGGCGGGCGTTGCCCTTACATCTCTCATTTGGAAGTGACA 

GGTATTAAATAACGGCATATGAAAGCTTAAAAGTCATCAAATACAATCAC 

TGGGTACTTTCGATTACCCAAACCAGGCACTTTCCTAAACTCCCCACTTC 

TTTACTTCTGCGGTCTCCTTTCTTTTATTCCCCCGCGT 

>145.1 

ACCGAGCTACCAGGCTGTGGAATGAGACCGTGGAGCI I I I I CGTGCTAAG 

ATGCCGTTACGGAAACATCGCTGTCGTTTCAAGAGCTATGAGCATTGTTT 

CACA 

>146.1 

CCCGCGGTGGCGGCCGTTCTGCTTAGCCAGTTTATTCTTTA 1 1 1 I I I I AC 

TGGAGTCATTGCCAGTGATGGAAACGGTGTTTGCTTCTCTTTCAGTCAAG 

ATCTGCACAAAGTATAGCATTAGGTGGTATTTATTGTTTATATTATGAGT 

TCTACATTCATCTTTCCAGCACTCTGAAGTTATCAGCAAGTTCTCAGTCA 

GTTCAAGGCATTGGATTCTGCTTGATTT C 1 . 1 I 1 1 AATTCATTG 1 1 1 I I GA 

CCCCTTTGAGAGTTTTAATAGAGAGGAGTCTGGAAGGCAGAGATCTCCAC 

CACCTAACCGTGAGAAATTTGGAACTAAGGACTTGCACTGGTCCCCAAGT 

TAACAGTGGATATACTTCCTGCA 

>147.1 

ACCCAAGGTGGGCATTTTTTTAAAAAACCCATGGAAATAAATGCTACTTC 

TTGTTAGTGTTGTTTGAAAATAAACAAAGAAAATGCAAACAAAACAAAAA 

CCATGGTCCATTCAAGCTCAAGAGTATTTAACCAATGCTCTGTTGCCTCT 

TAAAGGATTGGTAGCTATTTCCCCATCTACAAATACATGACAATTAACTA 

AGCCCAATTCTTTAAAACTATCTGGAATTAGGTCAAAATTATCTAATTTT 

TTTCTGATTTAATTATGGATTACGTAATCCAATAGTTGGCAACATTATAA 

AACCCTAACTTTACCTCATTGTTTGGCTATACCAGGTCTCATGACTCTGG 

ACATAACCACCA 

>148.1 

GTGGCGGCCGAGGTACCTATGTGCGCGGTGGTAGAAAAGCACCTGGGTCG 

GGTGCAGACTGCGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGC 

TGGACTTATCCTACCTTMGTTGAAGCAGACCAGCAATtGTTGTGACCTA 

CAATCTCCACACCCATCTrTACTCTGAGCCAAGGAAGTGTCTGTTCTtGT 

GCTGAGTTTCAGGGGCCTTCAGCTTGCGGGAAATCCCGAAGATGGCCAAA 
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GACAACTGAACTGTTCGTTGCTTCCAGGGCCTGCTGATTCTTGGAAATGT 
GATTATTGGTTGATGCGGCATTGCCCTGACTGCCGAGTGCA 
>149.1 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCT 

TCAGAGGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATA 

ACAAGGAGGGAAAGAGAATGCAGAGAAGAGGCTGGTGATAGACAAGTTTC 

ATGTTCACAACTTGAATTGCAGAGGTCAAGAGTTTAAAGAGTTTGGGATG 

GAAAGAAATCAAGAATTGGG 

>150.1 

GGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTTGAAACGACAGCGAT 
GTTTCCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCAC 
AGCCTGGTAGCTGGGT " ' 

>151.1 

CCCCTCTGAGCCATGGAAGATACTGGAGTTAACAAAAATTTTATAAACTA 

AAGAAAGCAACTTTATAATCTAAAAGAAAGCAACTTTCCCTCCTGTCTTT 

TGAATTCTTATTCCTGAAAGAATGGATAATGAATCAGGAGATGAGCAAAA 

ACGTATCTTTTACAAAGCTCTAGTCTTCCAAAAGCCTCTAAACTCAAACG 

AAACC I I I I I AAAGTAGTTTTGTAAAAGCTCAAGGTA TGCCATTTCCAGA 

A7VGTTGCAGATGAGCACCATTGGCATTACCCAAATTCTGTCACACATTGA 

GCAATGAAATTCAGGAATTGGACAATGACCTCTTGGCATATGAAAGAATT 

AAAAGAGGGC 

>152.1 

GCGGCGGGTCCACCTAAAAAGTCACTGCAGCAGAGAAGAAAACATTGGAC 

AAAGAAGAAAGGCGACAGAAGGCTAGAGAGAGGCAGCAGAAATTGCTTGC 

GGAGTTTGCTTCACGACAGAAAGGCTTTATGGAAACTGCAATGGATGTTG 

ATTCTCCTGAGAATGATATTCCTATGGAGATCACCACGGCAGAACCACAG 

GTTTCCGAGGCAGTATATGACTGTGTTATTTGTGGACAGAGTGGCCCCTC 

CTCTGAAGATCGACCTACTGGATTAGTTGT 

>153.1 

GGTGGCGGCCGAGGTACACCTGCAACTGTGCGAATGGTCCTGTTGCCTCC 

TGCATTTTGGCCTCTGTTCTATAAAGGAAGAGTAAAGATG GAGC TCCTCC 

TGCCTCCATCACGAAAGCACATATCATCTGTCCCTTTGGATTTTACTTCC 

AGGACGCGTGTCGTCCCCAGCGTGTGTTGCCTTATGGTGCCGGCAGAGCC 

TCAGCTATCTGCCTGGGAAGTCGGATGTCCTTGGAGAGAATTTGGAATGC 

AGATAATTTTTCTTAmctTGAGAGCTTACTTTAATCAGCATGACACTA 

CCTAAACACTGAAGATGGCCTTATATTAGTAAGATTTGCACAAAATTAAG 

TATACCTATGCAAACTATTACTTTGG 1 1 I 1 1 AGGAGTTTGGTCAGATGAA 

GAAGTAATGGGATCACATATATATGTAAG 

>154.1 

TCCACCGCGGTGGCGTCCGGCCCCCGCCTTTTCTGCGGCTTTCAGCGCGC 

GTTTCAGGTCGTCAATGAGGTCGTCGGCATCTTCGAGACCGATGGACAGG 

CGGATCGTGCCCTGGCTGATGCCTGCGCCCGCCAGCGCTTCGTCGCTCAT 

GCGGAAATGCGTGGTGCTGGCCGGGTGGATCACCAGGCTGCGGCAATCGC 

CCACGTTGGCCAGGTGGCTGAAGACCTTGAGGGTTTCAATGAACTTGTTG 

CCCTGCTCGCGGTTGCCCTTGAGGTCAAAGCT 

>155.1 

GTGGCGGCCGCCCGGCAGGTTTAAAAAGAACATGTATAAACGCTTAGCAA 

ACCCTTTTTAATGTTCTGAAGTCAGTCTTTGTAAGTGAAATCGCTGGAGA 

CTAGAAAGTATGAAATGGCAGTCTACCTGGGCAACCTACAAAAAATTTAG 

CTTGAAAAGACTTCAGTCTCCGCTCCCCTGTTGATCTCATGGAGTGGGGA 

ATGGGAATTGAACCAGAACTGGAAAATTATTTAGGAAAGTTTGTTAACTA 

CTCTTTGTTGATCTCATGGAGTGGGGAATGGGAATTGAACCAGAACTGGA 

AAATTATTTGGGAAAGTTTATTAACTACTCTTTCTGCTGAGTAAATTTAA . . 

ATGTGTTCTGGACATTGTTGAGGTCTAGAA7TGTCTATACAATGCCCTGT 

ACC 

>156.1 
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ACCGGGCTG6CGGTCGCCCGCTCTGGTGCTTGCATCTTGGCTTCCTATAG 

CTTTC I 1 1 I I I ACAGAGGCCATGAAATGCAATCCAGCTGAAGTATTATCA 

TCTTGTAGCATTTCAAAAGGAACGTCGAAGTCATCCAAAGGATGGGAACC 

ACAATGTTCTTGTTGTTCCTTGGGTTTCTTAATGATTTCTGAATCATCAT 

TATTAATTATGGAATTCTCTGGTCGAAAAGTCACATTTGGTTTTCTCCTC 

AGTTTCTCACATC I I I I I I CTTGCAGCTCTTTCTCAGCTCTTCTTCCTTG 

CC I 1 1 I I I I ACTGTCCTTTCCTTGTCTTACTTCAGGT ,.. -4 

>157.1 * : : *~ •■" 

CGGGGGCGGCCGAGAAATGTCGCCAACTGCCGTCTTCCCTCCTCGGCCGC 

TGCGACAAACACCCCACAAAATGGCGGCAGCGCCGTCGCCCTAGAATCCC 

CCGAGTCGCCTCTCCCCGCGT 

>158.1 

TGGCGGCCGACTCGCTGACCAGACCAGGCCCCCAGGGCCCAGCTACTCGA 

AGAACAGCCAATGGATTGGAACGTCCTAGGACAGATGCCACGGCTTTGAC 

CCAGGCTGGGGGTGCACGGATCTCACTGGGGCTAGTTGGTCGGATGGGAA 

AGCCCCATGGGTCCACCAGGATGAGGTGTTTAACTCTATCAGGGT 

>159.1 

ACACAGGACCAATGCTGCCCATCCACATGGAATTTA CAAACA TTCTACAG 

CGCATVAAGGCTCCAGACTTTGATGTCAGTGGATGAtTCTGTGGAGAGGCT 

GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTT 

ACACCGCCGACCATGGTTACCATATTGGGCAGTTTG GACTG GTCAAGGGG . 

AAATCCATGCCATATGACTTTGATATTCGTGTGCCI 1 1 1 1 I I ATTCGTGG 

TCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTG 

ACTTGGCCCCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGAT 

GTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAA 

CAGGTTTCGAACAAACAAGAAGGCCAAAATTTGGCGTGATACATTCCTA 

>160.1 

ACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAG 

CGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCT 

GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTT 

ACACCGCCGACCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGG 

AAATCCATGCCATATGACTTTGATATTCGTGTGCC I I 1 1 1 I I A TTCGTGG 

TCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTG 

ACTTGGCCCCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGAT 

GTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAA 

CAGGTTTCGAACAAACAAGAAGGCCAAAATTTGGCGTGATACATTCCTAG 

TGGAAAGAGGCAAATTTCTACGT 

=►161.1 

GGCCGAGGTACCATCCTATTAATACTAACTTCTGCTTCTACATACTGTAG 

ACCTTTCTGGATGATAGAAATCAATGCAGCGGGTGGGACGAGGGCACCAT 

TTATATTGGACTGACTGATATGGCTTTCTATACCAAAGGTAAATGCTGAA 

TGAGAAAATCCTGACTCTTGCAAGTATCTATATACCAAGAAGTTGACCTC 

ATCACTGCTTATACTCATCTTTATTCCCACTTAAACCATGAGGTCACACC 

ACAGGATATAACCCATTGGCAGTGCATTGATGTGGGGATGTGCAACTGAA 

TATCCGGGCACCGCCAATCACAAGTTGCTGTTGTTGATGCTGGAAACGGT 

GGCCTTCAACGCCGCTTCCCCCTTCCGGGAATCCCCGCG 

>162.1 

GGCGGCCGAGGTACCTGGCCTGCTGGCATAGTTCTTTGACCCGTTCATAT 
TTGGGCAAGTGATTTGACTGTTGGATATTCTTGCTGGATTCCTCCTTCTT 
ACGTAGAAATTTGCCTCTTTCCACTAGGAATGTATCACGCCAAATTTTGG 
CCTTCTTGTTTGTTCGAAACCTGTTACCTGGCTTTTCTGGGTCCAGAAGT 
TTGAGGACAGACTTGCCGTCCACATCAGGAGGTGTGTCGAGCCCAGCAAT 
ATCCAGGATCGTGGGGGCCAAGTCAATGTTGAGAACGATCTGTGGGACTA 
TTGATCCTGGTTCTACAQTTGGACCACGAATAAAAAAAGGCACACGAAtA 
tCAMGfCATATGGCATGGATTTCCCCTTGACCAGfCCAAACTGCCCAAT 
ATGGTAACCATGGTCGGCGGTGTAAATGATGT 
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>163.1 

TGTACATTGTCTTAAAATCTGTGGCTTGCCTGTTCAATTCATTAG TGGT G 

TTTTGTTAAGCAG I 1 1 I I AATTTTGATG AAGTGTAACTTATTCA 1 1 I I I I 

ATTATGGTTATTGCTTTATGTTTCAGGTCCCAAATTTTGCCTTCTCACAA 

ATCACAAACATTATCCTATGTTTTCCTTCAAAAATTATATG 

>163.2 

TACTAAAGMATTTGAGGGATTTGCTATAATGTTAGGGATTTTTCTAGAT 
>164.1 

TATTTAATTTCTTAGTGTCTCAATTTCCTCCTCTATAAAACAGAGATAAT 

AGTATTTAGCCCAGAGGGTTGTGGTGAAGTGT 

>165.1 

TAGTAATCAACCTGTTAATCCAAGGTCTTTAGAAAAACTTGAAATTATTC 

CTGCAAGCCAATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAG 

AAGGGTGAGAAGAGATGTCTGAATCCAGAATCGAAGGCCGTCAAGAATTT 

ACTGAAAGCAGTTAGCAAGGAAAGGTCTAAAAGATCTCCTTAAAACCAGA 

GGGGAGCAAAATCGATGCAGTGCTTCCAAGGATGGACCACACAGAGGCTG 

CCTCTCCCATCACTTCCCTACATGGAGTATATGTCAAGCCATAATTGTTC 

TTAGTTTGCAGTTACCCCTAAAGGTGACCAATGAT 

>166.1 

TGATGAGCTCTCTAATCAGCAGGACCAAGGTGTGAAGTGGGAATGAACAT 
GGATCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGTTCGTCTCT 
CATGTCAGCCTAGGGCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACC 
T 

>167.1 

AGCGCAAGTAGGTCTACAAGACGCTACTTCCCCTATCATAGAAGAGCTTA 

TCACCTTTCATGATCACGCCCT 

>167.2 

CCCCTACCGCCAATCCC I I I I I ACAATAAAACAGGACCGAAGGGTCCAAA 
C 

>167.3 

ACCTTGAAACCCCTAACCGAAGTTACCCTTCGGGCCCGCTTCTTAAGAAA 

CTAAGG 

>168.1 

CCGCACGCTGGCATTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTT 

TCCTAGGACAGTTCGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATC 

ATCGCGGTCGAAATAGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCTGCA 

GGTACCTCGGCCGCTCTAGAAC 

>169.1 

GGCCGCCCGGGCAGGTACTTCCACTATTATTGAATGTATTCTGTATTATA 

ATTGTATATTTGATTGCCTATCTCCCCTCAACTGCATTATACATTTTCAT 

GGGTGAGCCAGTGT C I I 1 1 I CACTCTATTTCAGTGCCCTGCACATTTTCT 

GGCACATAGTAAGCAT 

>169.2 

AAAATACTAAAATCCGAAATGCTCATAAAATTCAAAGCTTTTTTGAGGAC 

CTGACCTCGTGCCTCAAAGGAAATGCTCATT 

>170.1 

TGGCGGCCGAGGTACTTAGCTGTGTTTTTATTCAAAGTCTACATTTTATG 

TAGTGGTTAATGTTTGCTGTTCATTAGGATGGTTTCACAGTTACCATACA 

AATGTAGAAGCAACAGGTCCAAAAAGTAGGGCATGA7TTTCTCCATGTAA 

TCCAGGGAGAAAACAAGCCATGACCATTGTTGGTTGGGAGACTGAAGGTG 

ATTGAAGGTTCACCATCATCCTCACCAACTTTTGGGCCATAATTCACCCA 

ACCGTTTGGTGGAGCCTGAAAAAAATCTGGGCAGAATGTAGGACTTCTTT 

ATTTTGTTTAAAGGGGTAACACAGAGTGCCCTTATGAAGGAGTTGGAGAT 

CCTGCAAGGAAGAGAAGGAGTGAAGGAGAGATCAAGAGAGAGAAACAATG 

AGGAACATTTCATTTGACXJCAACATCCTTTAGGAGCATAAATGTTGACAC 

TAAGTTATCCCTTTTGTGCTAAAATGGACAGTATTGGCAAAATGATACCA 
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CAACTTCTTATTCTCTGGCTCTATATTGCTTTGGAAACACTTAAACATCA 
>171.1 

GGCGGCCGCCCGGAGCGGCGCGGAGCATGATGGAAGTCGTAGTAGGAAAT 

GGCGTCGTGGCATTGAGGGGCATCCCTCCTAGAACCTCCAGGAAAAGCTC 

GCGGAAGACGAGGTTCTGCGGAGAGAGAGGCTCCAAGCAGTCTGGGAAGT 

GTAGTCCAGTTGGCTTAGCAGTAGTTTCGTTGGGGGGGAGCCGAGGTTCC 

GGCAAGGGGCTAGGCCGGCTTGAAAAGAGATTATGACTGTACCTCGGCCG 

TCGAGCGGCCGCCCGGGCAGGTACAACTTTTATACAACTCAGGAGATTAA 

AAAAAAATCTCCACAAGAAGAAGCAACTCAGCAGGCCCTGGCATTAAAAC 

ATTTCCCAGAATAAACAGATATGCATTGCATTAAAGGTAATTTTCAAATA 

TTTAAGTTACACCAAGATTTCCCTCCAATATGTGCCTTTCTCAAACCAAT 

GCAACTAATTCATTGCTAATACTGGGGCATGAATTTTTGGCAAATGTTTA 

TGGTTTTACTTTCTTCATTAATCAAAAAATTTTTTAAAGTGCTACCAAGC 

AGCAAAACATGTCGCATCAGTTCTCTGCTCATGGCAGAAGTGCCCACTGT 

GAAA 

>172.1 

GCGGCCGGGTACAGATTTAAGGTTGATGGACTCAGGGTAAGGATAGCTAC 

AGC TGTGTGGGGC TGAAGGTCTGJGjjCACTGAGCTACXGGGGAAGGAGGG 

CTCfGTTTTCATTGTGACACACTGAGTTAATAAAGCACTTACTGAGGGAG 

CCAGAGCCCAAACTCTAAATGTGCTGTAGAAAAAGGGCCAAGTCATTGAC 

TGCACCACTCCTTCAGCCAGAGGTAGAAAGGATTTACTCTTCAGCCATCT 

GGTAGAGCCCCAAGAACAAGTTACATGTGGACAAAGGGAGGGAGAGGTAT 

CATGGTGATTAATAAATTCAAACAAAGCTGAATGATAAGACCCCAGGATG 

GAATACAGTCTGAGAAAGGCCTGGGCAAAGGGAGGCAGAGGGACTGAAGG 

AAGCAGGTCAAGGAAGATACAC 

>173.1 

TGGCGGCCGAGTACGCGGGATAGGTGGAAAAAAACACTGCCATTCACAAG 

TCAAGGAACCCAGGGCCAGCTGGAAGTGTGGAGCACACATGCTGTGGAGC 

ACACATGCTGTGGAGATTGCAGTGTGTCTGAGGTTTGTGTAGTAGTGGAA 

GATTTTAGGTATGTAGAGCAAGTTGAAATGGATTGAGACTGCATGGGGGC 

ATAAATGAGAAATTGGCTGTAGCATCTAGTCTACTTGAAGGAAGTGGAGA 

CATAAGGAGAGACAAAAACAGGTTTGTGCCATAAAGTATTTTTTCAAAGA 

CACCAAGATGTGGGTAAATGAAAATTATTAGTTCAC 

>174.1 

GGTGGCCGAGCGGCCGCCCGGGCAGGTACCACTAGGGTGTTGTTAAAGGA 

CTTGATAACCAGCTTGAAGAGGTTCCTACTGACCAGAAATGGAATGAAAT 

TTAAGCATCAATAAGGGTAATAACTGCAAGAGACTGACATCCACTATGGT 

TTAAATCCATGAGGTCACAATGATACTTAATTTTTCATTATTCTGAAAAC 

CAGTAAATAAAGGCTAAGATTCAACAAGCATTTATCCAGCCTTTCCTCAA 

TGAAATATATCTTAAGAGAACCGAA 

>175.1 

AGGTACCAAAACCTGGGGATTAAGCTAAGAAGTCTGGTGGAGAGACTCTG 

TGGACGTAAAGAAGGGAATGAACACAGAGAAACTTTCAGCCAGATTCCTG 

AGTGTCACCTGAACAAGAAAAGTCAAACTGGAGTGAAACCATGCAAATGC 

AGCGTGTGTGGGAAAGTCTTCCTCCGTCATTCATTCCTGGACAGGGACAT 

GAGAGCTCATGCTGGACACAAACGATCTGAGTGTGGTGGGGAATGGAGAG 

AGACGCCCCGGAAACAGAAACAACATGGGAAAGCCTTCATTTCCCCCAGT- 

AGTGGTGCACGGCGCACAGTAACACCAACTCGAAAGAGACCTTATGAATG 

CAA 

>176.1 

ACGCGGGGTGCTGTGAAGAGCTTTGCATTGTGGGAAGTCTTTCCTTTCTC 
GTTCCCCGGCCATCTTAGCGGCTGCTGCTGGTTGGGGGCCGTCCCGCTCC 
TAAGGCAGGAAGATGGCGGCCGCACAGAAGACGAAAAAGTCGCTGGAGTC 
GATCAACTCTAGGCTCCAACTCGTTATGAAAAGTGGGAAGTG 

>177.1 

TCCCCGCGGTGGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 I I I I 1 1 1 1 I ATGAATTA 



Page 23 of 111 



WO 01/42467 



506 

Table 3 



PCT/US00/33312 



TTTATTTTCTTTCTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGC 

AGGATGTGGTTCTGCATCTCCCCACAGACGGGGTGGTTCTAGA 

>178.1 

TGGCGGCCGCCCGGGCAGGTACCAAACCATTTTCACTAGTTCAGGATAGG 

AATATTCATCAGATTGTCTCTGTAAAAGTGAATCACAAAAATTCCACCTG 

TGTAGG TGTG GGACTGGACAGCTGAGTGACAGGGCCCTGGGAAGAACAGA 

AACCACTTTTCCTCTTTCCTCTGAAATATCAGAAGTTAAAAATCTACTCT 

GAGTTATATGTGCATCAATTTTAGACATATTGCTGATTTTATTATGAAAA 

TGAAGTGCTAAAGACAAAGGATATTTCCATTCCTCTGGACAGGCAGCCAC 

AGACCAGCACTGCTTGACCCATGTGTATACACATGTGTGCTTTGT 

>179.1 

CGAGGTACTCACAGTCACGCAAATTCACTGTCTGCGTGCACGGCTCTCCA 

TTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAAT 

TAAGACCTTCTGAGGATGAGCGATAGATAAACACACCTCCTCTGAACCAT 

CCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGC 

TCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATAAGAACAAGGACAC 

ACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTTT 

TTCCACTATTCACACTCTCTGGCGTAACCTTCTT.CAATATAACCCCAAAT 

GTCACCCAATCTAlTTCTTCCAGCTTCtCTCTGGCCATCTTTTCCTTGAT 

CTGAGACAGTCTGATCAGTTT 

>180.1 

GCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGA 

GAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAA 

GGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAAC 

TGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCTTATTTGGA 

GAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGAT 

CCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTGTT 

TATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGAC 

CTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGAC 

TGTGAATTTGCGTGACTGTGAGT 

>181.1 

GGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTC 

ATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCA 

GAGCGCTTTGTGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCA 

GGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATTC 

ACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATC 

TATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTC 

TGATCAGTTT 

>182.1 

GCGGCCGAGGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCCT 
TTCTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGAT 
' ATGGAATTAAGATCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAA 
CGCAGGAAAAAAAACAAAAACTGGCTGGCGATCTGGAGTAAAGGATCCTC 
ACATCCACGTGAACCAGGAAACTCTGTGCCCAAATCGACGAAAAAAAAAC 
ACTGGGAGAGCCGAACTAAAAGTCTTTT AGCACGGGT 
>183.1 

GTGGCGGCCGAGGTACGCGGGGAGCGGAAAGGGAGACTGTGGGGAACTAG 

GAGCAACAGCAGGCATGGACCAAAGCAGTGAAGGATGTATGAAAAAGATT 

AGCAGTGTGAATCTTGACAAACTTATAAATGACTTCTCACAGATAGAAAA 

GAAAATGGTAGAAACCAATGGAAAGAACAATATACTGGATATTCAGTTGG 

AAAAAAGTAATTGCCTATTAAAAGTAATGCAAGCAAAGGAGGTCTCCATT 

AAAGAAGAATGTGCTACTCTTCATAATATAATAAAAGGGCTACAACAGAC 

CATTGAATATCAACAGAATTTGAAAGGTGAAAATGAACAACTAAAAAtAA 

GTGCTGATCTTATAAAAGAGAAGTTAAAGTCTCATGAACAGGAATATAAG 

MTMTAlTGCCAAACTTGTAAGfGAAATGAAAATCAAAGAGGAGGGATA 

TAAGAAAGAAATAAGCAAACTTTATCAGGACATGCAGAGAAAAGTTGAAT 
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>184.1 

GGCGGCCGAGGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCC 

TTTCTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGA 

TATGGAATTAAGATCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCA 

ACGCAGGAAAAAAAACAAAAACTGGCTGGCGATCTGGAGTAAAGGATCCT 

CACATCCACGTGAACCAGGAAACTCTGTGCCCAAATCGACGAAAAAAAAA 

CACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGT 

>185.1 

GTACGCGGGGGTGTCCGGCGATGGGCACGGGCATTTCTTCGTTTATAGCT 

GTCTGTTTGCATTCTGATTGGGAACACTGGGATCATTTTCATCATGCCGA 

CAGTGGTGGTAATGGATGTATCCCTTTCCATGACCCGACCTGTGTCTATT 

GAGGGGTCCGAGGAATACCAGCGAAGCACTAAGTAATATGGATGATTATG 

ACAAAACCTGCTTGGAGTCTGCATTAGTTGGTGTTTGCAATATCGTTCAG 

CAAGAATGGGGTGGTGCAATTCCTTGCCAGGTTGTCCTGGTGACAGACGG 

CTGTCTTGGCATTGGTAGAGGGTCACTGGAACA 

>186.1 

C GCGGT GGCGGCCGAGGTACTCACAGXCACGCAAATTCACAGT.CXGCGTQ 

CACGGCTCTCCATTCfTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGC 

TTCACCCATAATTAAGACCTTCTGAGGATGATCGATAGATAAACACACCT 

CCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCTACG 

ACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATAA 

GAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATA 

TGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAAT 

ATAACCCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCAT 

CTTTTCCTTGATCTGAGACAGTCTGATCAGTTT 

>187.1 

GGCGGCCGCCCGGGCAGGTACCAGAGATTCCAGAGAGTGGTCTTTGGAAT 

TTCCCAACTCCTTTGCTTCAGTGCCCTGATCTCTGAACTAACAAACCAGA 

AAGAAGTGGCAGCATGGACTTATCATTACAGCACAAAAGCATACTCATGG 

AATATTTCCCGTAAATACTGCCAAATCGCTACACAGACTTAGTGGCCATC 

CAGAATAAAAATGAAATTGATTACCTCAATAAGGTCCTACCCTACTACAG 

CTCCTACTACTGGATTGGGATCCGAAAGAACAATAAGACATGGACATGGG 

TGGGAACCAAAAAGGCTCTCACCAACGAGGCTGAGAACTGGGCTGATAAT 

GAACCTAACAACAAAAGGAACAACGAGGACTGCGTGGAGATATACATCAA 

GAGTCCGTCAGCCCCTGGCAAGTGGAATGATGAGCACTGCTTGAAGAAAA 

AGCACGCATTGTGTTACAC 

>188.1 

AC 1 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 GTAACTACAGGTGTCAGATGCATGACA 
AAAGCAGAAGTGCCCTTTCAGCTCTTCTCTGTGCCATTCCTTGTCAATTT 
CATGCTGCCTACAGCAACAGCATAATACTGCAAACAGCCATGATGTGA 
>188.2 

TCTCTGTGATTGACAGAGAGGGACACGTCGTAGTCAAGAGGTGTGCTCCT 
CAGAAGAATATCAGAACTCAACTCGCTGTGCCTCCAAGGGGCTCAATCCC 
TTGATTTGAGGGGAGGGATG 
>188 3 

AGCGGATGGGAAGTGATACTAGGTATGTAAAGGATGGTCAGTTACCTCTA 

AATGTAAGTTAGACCAGGACAGCCAG 

>189.1 

GAAGGAAAGCAGCTGCAAACTTCCCATCTGCAGTGTTTGTTTGTCTCGGC 
TCCGGCCATCACTGCCACGATTACCCCTGGATGAATTCCTCAGTGGAAAT 
ATCAACAAGACTCAGCCCACCTGCAGCCAGGTGATTAAAAAGCTTTATTG 
CTCACACAAAGCCTGTTTGGTGGTCTCTTCACATGGACGCGCGGGACATT 
. TGGTGCCCTGACTTGGATCAGGGGACCTCCCTTGGGAGATCAATCCCCTG 
TCCTCCTGCTCTTTGCTCCGTGAGAAAGATCCACCTACGACCTCTGGTCC 
TCAGACCAACCAGCCCAAGGAACATCTCACCAATTTTTAATCAAGAATAT 
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TCTGTGAAAAAGACTAAGATATCAGAGAAATTATTAGTGCACATTATTAG 

AAGAGAGCTTCAGATGAAAATAAAGATCAAGAAAAGACTCTTGCTTTGAG 

AAGACACAAAGAAATCACATCATCTTATTGGGATTACTGGC 

>190.1 

CATCGCCGTCCCATTGCTCACAGGGACTGGGAAGGCGATGCCTGGCGGGA 

GCTGCTGGTGGAGAGACTCGGGATGACTCCTGCTCAGATTCAGGCCTTGC 

TCAGGAAAGGGGAAAAGTTTGGTCGAGGAGTGATAGCGGGACTCGTTGAC 

ATTGGGGAAACTTTGCAATGCCCCGAAGACTTAACTCCCGATGAGGTTGT 

GGAACTAGAAAATCAAGCTGTACCCTGATGCTACAGACGAGGACATCACC 

TCACACATGGAAAGCGAGGAGTTGAATGGTGCATACAAGGCCATCCCCGT 

TGCCCAGGACCTGAACGCGCCTTCTGATTGGGACAGCCGTGGGAAGGACA 

GTTATGAAACGAGTCAGCTGGATGACCAGAGTGCTGAAACCCACAGCCAC 

AAGCAGTCCAGATTATATAAGCGGAAAGCCAATGATGAGAGCAATGAGCA 

TTCCGATGTGATTGATAGTCAGGAACTT 

>191.1 

GTACTCCCTGGAAAGTCCAGCTGAGAAAGCGATCCTGCCCTCTGCTCCTC 

CCAGGGTTACCCTCCTGTAAGTCTTCTGCTTAGTGTTCAGAATTGGGGGA 

TGCTGGGACTGGGCAAGGACTTGTAGGCAACACCCCATAGCCJGCTCAJG 

CCTGTTGGGTTGCCTATGGATCATrCCCTGCTGGGCTCACTCACCGGCTT 

CGTATAAGGTC C I I I I I GAGGTTTATTATTTCCTTGTCCATATACTTGAT 

GCTCTTCATTGGCTTGTCTGGGACCTGCCTTAGGTTCTCCGAGGCATAAA 

AGGGCCGGACAGCCCCCGAGTTGGGGGAACTCTGAAGCTTCTTGGTGGCT 

GGAACCTTGGTCATCTTAAAAATCCTTCAGGTTTTAGCCTGTGCCCCCAA 

GACAAGGATTTTTCCAGAATCTTCTACTTCAGTAGTTACTGGTATGAGAA 

GTTTCGGCAACTTCTCCCTGATCCCCAAGTCCCAATTACA 

>192.1 

TGGCGGCCGCCCGGGCAGGTAC I I I I I 1 1 1 1 1 1 1 1 1 1 I I I 1 1 I I I I I I IC 

TGGCTTGAAATACAGCTGAAATAACTGAATTTTCTACTTGAAAGGTGTGT 

GCCTCTCCACTGAGGGGCCAAGGCCCTGGAAATGTAAAGGGCCAATCTTT 

GTTACAGAGGGGTTCATTGCAGTGAAGGGCGGGTTCTGCAAAGACAAACA 

GGTCTCACAGATAGTTGCCCCCGCGT 

>193.1 

TTTTCTCTTCCTTCGCTAACGCCTCCCGGCTCTCGTCAGCCTCCCGCCGG 

C - 

>194.1 

CGGCCGCAGCGGCAGCTACAACAACCGCGTCGCTCTCCGCTCAATTTCCA 

AGAGCCAGCTTTGAAGCCAAGTGCCCCCGCGTACCT 

>195.1 

CCGCGGTGGCGGCCGGTGTGCTGTGCTCAGCTGCC7TCCAAAGGAGGAAC 

AGATCGGCAAGTGCTCGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAA 

TAAAAACCCTGAAACATGACGAGAGTGTTGTAAAGTGTGGAAATGCCTTC 

TTAAAGTTTATAAAAGTAAAATCAAATACA 1 1 1 1 1 1 1 1 ICAAAAAAAAAA 

AAAAAAAAAAAAAGT 

>196.1 

GGCGGCCGAGGTACTTTGAGCTCATAAGCTGGTATAAAATATCAAACATT -: 

TTG ACTGTTT AAAC AACTC AAG ATATGTTTTG C AAAATTACAAAAC ATT A 

TACAGGTGACTTAATTAATATCTACTCCAATTATACACAACACATCATGC 

TGAAGA1TTAGATTTATTTGAAAACACTTAGTCTAATTTATATTAGTGCA 

GAAAAATCACATTCAATAAACCACAATTGTAGAAGAGACAGATAAGTGTG 

TTTGTCACATTITCACACAAATATAATTTGATATTTAATTAAGGGATGAT 

GAATCACAATCACCATGGTCGCCGCCTGAGCGCCAACCCCTACCCCGTCG 

CCTCACTCGGATCCCCCCGCGT 

>197.1 

GCAGGGCGGTATGCCGCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGT 

GGAGCGCCTCACTAACTCCATGATGATGCA 

>198.1 
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CTTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGAC 

CAAGGTGTGAATGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAA 

GAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAACA 

GTTTGTGAGGACTTATCTGTTGT 

>199.1 

GTACTTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAG 

GACCAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAG 

AAGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAA 

CAGTTTGTGAGGACTTATCTGTTGT 

>200.1 

AAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGT 

TATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCA 

GCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTG 

TTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGAC 

TGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAG 

AGGAGCGTGACTGTGAGT 

>201.1 

GTTCAAGCTCAACAAGTCAGAACTAAAGGAGCTGCTGACCCGGGAGCTGC 

CCAGCTTCTTGGGGAAAAGGACAGATGAAGCtGCTTTCCA 

>201.2 

CTGATGAGCAACTTGGACAGCAACAGGGACAACGAAGGTGGACTTTCCAA 

GAAGTACCTGCCCGGGCGGCCCGCTCTAGAACTAGT 

>202.1 

TTGGGGCACAGAGAGGGTTTCAGAGGATCCTTGTGAAACACTAGTTAAAA 

GATGACGAGTGGGGAGAAGTGCGAGGAAAGAAGGAAATTAGTCTGACTGG 

CTTTCTGTCCTGCACCATTGATTCAATGGAGACTGGCGGGAGGAAATGGA 

AGACTAGGGTTGGAGATGGGATGGGTGGGGCAAGGGATGGAAAGGAAAAG 

GCAGACAACTAATGCGTTCCATTTATAACAAGTAATATATATCAAAGACT 

TAAAGGAGATTAAAGACCAATCAGAATAATTTGGCAACTTTAATTGTTAG 

GAAGATCAAAGTTCCCTCCAAACCTAATTTGATGTTTTATTACTAAAAGC 

AAAGACCAGTATGGT 

>203.1 

TCCTTTCTCGTTCCCCGGCCATCTTAGCGGCTGCTGTTGGTTGGGGGCCG 

TCCCGCTCCTAAGGCAGGAAGATGGTGGCCGCAAAGAAGACGAAAAAGTC 

GCTGGAGTCGATCAACTCTAGGCTCCAACTCGTTATGAAAAGTGGGAAGT 

ACCT 

>204.1 

CGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGAT 

GGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATAT 

TGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCATA 

TGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCTT 

ATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGACTGTCG 

TAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAG 

GTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGC 

TCTTGACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGCA 

CGCAGACTGTGAATTTGCGTGACTGTGAGT 

>205.1 

CCGGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGAT 

GGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATAT 

TGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCATA 

TGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCTT 

ATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGACTGTCG 

TAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAG 

GTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGC 

TCTTGACCTGGGAACCTGfAAAGCCAAGAAGAAGAATGGAGAGCCGTGCA 

CGCAGACTGTGAATTTGCGTGACTGTGAGT 
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>206.1 

CGCGGTGGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTG 

GGCTTCATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGT 

CTTCCAGAGCGCTTTGTGAACTTCTCCAAATAAGAACAAGGACACACATT 

GTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCA 

CTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCGAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAG 

ACAGTCTGATCAGTTT 

>207.1 

CGCGGTGGCGGCCGCCCGGCAGGTACATGGTTCTTCCTAGAAAGTGGTTC 

TTCCTTAATGTGTTTC I I I I I ACCCCTTTTCTTCTTCTTCTTCACAGATG 

TTTCTTCTTCTTCTGCCAC I I I I I CTTCTTCCTCTTCTTCAACTGAATAG 

GGTAAGTGTAAAGGCACAACAAATTAACACTGTATCAGATCTCATTCCTT 

CCAAAAACGTTTGAGTCCTAG I I I I I I I CTGTCATTCTCATCAACTACCC 

MTGTTTGTTTTGTTTATTTTATAATTGGGAAGGTTCTCCAAGGCCTACC 

ACTAACTTTAACGAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGA 

TCATGAAGTCATGTATAAAAATCAGGATTAAAACAAAGGTCATCTGATCT 

CCAATCAT TATTGGGAAGAAAGTCAATTATA TTAGAAATGGTTAAGAGCT 

TGCACTCfGAAGTCAGACGGCCTGGGTTTAATCTACCTGCTGCAACCCTG 

AAAAATTGTATTTACCCTTGGTGAAGCTCCCTA 

>208.1 

ACATGGTTCTTCCTAGAAAGTGGTTCTTCCTTAATGTGTTTCI I I I IACC 

CCTTTTCTTCTTCTTCTTCACAGATGTTTCTTCTTCGTCTGCCAC I 1 1 I I 

CTTCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAACAAAT 

TAACACTGTATCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAGTTT 

TTTTCTGTCATTCTCATCAACTACCCAATGTTTGTTTTGTTTATTTTATA 

ATTGGGAAGGTTCTCCAAGGCCTACCACTAACTTTAACGAATGATATAGA 

TAGAGCTCAGAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCA 

GGATTAAAACAAAGGTCATGTGATCTCCAATCATTATTGGGAAGAAAGTC 

AATTATATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTG 

GGTTTAATCTACCTGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGA 

AGCTTCCTATCTATAAAACTTAAGAATGTCTTATCTTACTGGACTGTTAC 

TGATTTAAAAAGAT 

>209.1 

CGCGGCGGCGGACGAGGTACACGACATAGGCACATGTGCAAACACAAAGA 

AGGTGGGCTGCTGCTTCTTTCTATCTGCCCCTAGACCAGGCTCC7TTGCT 

TCACGTAAGATGGAGACTGTCCCATTCCTCTGAAGTTGCTGGAAGGACAT 

TTCCCAGGAAGAAACAATTCCTCACTGCCTATAAACTGTAGTCACATGTG 

GGATAGTCAATAGAACATGAGAATCAGAACAATCTGGGCAAATGGGTATG 

GCAAGAATGGGAACACCACAACAGGACAGATGCCAACTCTCATTCATGCC 

AGGCCTTTTGGCATATGGGTGCCTTCTGTGTCTTCTTTCCA 

>210.1 

GGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTC 

ATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCA 

GAGCGCGGTGTGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCA 

GGTCACGMGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATTC 

ACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATC 

TATTTCTTCCAGCTTCTCTCTGGCCATCTTTTTCTTGATCTGAGACAGTC 

TGATCAGTTT 

>211.1 

CTCACCGCGGTGGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCAT 

CCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGC 

TCCGTCTTCCAGAGCGCGGTGTGAACTTCTCCAAATAAGAACAAGGACAC 

ACATTGTGTCAGGTCACGAAGATGATTCAGTTTCCATATGCTGAAGGTTT 

TTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAAT 

GTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCCCATCTTT 
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>212.1 

TGGATGACATTGGCGGTGGTCCTTGATACCAGATAAGCCCTCAGTGTGAA 

GCAGCTCTTATTTTTCCTTGTCTTGAGATTGCTCTGGAATGGAAA TTAGG 

CTTTTTTGAAGGTGTGACCC I I I I I GTTCATTTCTTCAGCAGTTACTTTT 

TAATTTTTAAATGTTTGACACACAGTCTCTGATAAATGATCATTCACCAA 

TCACCGATTACTCTCCTTGCTCTGTTAAGTGTGACACTGTCCCTTTGAGA 

ATCTGGCGACAGCTATGTATCCCATAACCACACACCCCAAAAAAAAAA 

>213.1 

GGCGGCCGTTTGAGAAGCCAGCGCTCACCCACCCGGGGTCTCTGTGCATT 

GACCTTTGGGTGCTGACTTGGAGAAAAGCACAAACACGACCAGTCCCCCC 

GCGTACCTCGG 

>214.1 

TTTTAACACAATATACCTAACATATTTTTATTTCAATATCTAACCAGTAT 

AAAAATTTACTTGTTTTGCCCTCTAGAGATAGTAAGCTCCTTAAGTAAAC 

AGAAGTAATACCTGATTAATTAGAATTCCCAACCCTCATCAAGTGTGTGC 

TTATATAGAAGAAACCCAGTAAATGTTTGTTGATTGAAAGATA TTAA TAC 

TCTTGCTTGGATGAGAGTGAGGAAAAAGGTATTAGTATTGGCTTTTCAC 

>215.1 

GCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTAAGAATTGCCGTTGACT 

CTTTCTTTGGCTTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACT 

CTTTGTCTTTGTCATGGAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGC 

CGGACTTGAGCAGGTCACTGGGTCCTTTACACTTGTGAATTCGAAGCTTG 

CCAGATGTATCCTCAATGCATTGCCACTTCTGCCCCGGTTGTTCACAGGC 

TGTCTGGTACGAGATCTCCGACCAGTCTGGGGGCGCTGGCGGCCTGCGCA 

GCCACCTCAAGATCACAGATTCTGCTGGCCATATTCTCTACTCCAAAGAG 

GATGCAACCAAGGGGAAATTTGCCTTTACCACTGAAGATTATGACATGTT 

TGAAGTGTGTTTTGAGAGCAAGGGAACAGGGCGGATACCTGACCAACTCG 

TGATCCTAGACATGAAGCATGGAGTGGAGGCGAAAAATTACGAAGAGATT 

GCAAAAGTTGAGAAGCTCAAACCATTAGAGGTAGAGCTGCGACGCCTAGA 

AGACCTTTCAGAATCTATTGTTAATGATCTTGCCTACATGAAGAAGAGAG 

AAGAGGAGAT 

>216.1 

CCACCGGGTGGCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTAAGAATT 

GCCGTTGACTCTTTCTTTGGCTTCTGCTGGCACGGTAACCAGACTCCCTA 

CAACTGCACTCTTTGTCTTTGTCATGGAAGCCGCGAGCGTAGAGGTTCCG 

CGTGCTCTGCCGGACTGTGAGCAGGTCACTGGGTCCTTTACACTTGTGAA 

TTCGAAGCTTGCCAGATGTATCCTCAATGCATTGCCACTTCTGCCCCGGT 

TGTTCACAGGCTGTCTGGTACGAGATCTCCGACCAGTCTGGGGGCGCTGG 

CGGCCTGCGCAGCCACCTCAAGATCACAGATTCTGCTGGCCATATTCTCT 

ACTCCAAAGAGGATGCAACCAAGGGGAAATTTGCCTTTACCACTGAAGAT 

TATGACATGTTTGAAGTGTGTT7TGAGAGCAAGGGAACAGGGCGGATACC 

TGACCACTCGTGATCCTAGACATGAACATGGAGTGGAGGCGAAAAATTAC 

GA 

>217.1 

GCGGCCGAGGTACTATCAAACAACA TGATA CAATTTAAATGTGTCATAGC 

AACTACTAGTGGTCACCTGAAATCCATTTTCCCCTCCTTCACAGTAAGAG 

TTTTAGCTGAATGAGTGGCCACTCATAGAGAGATTGCATTTCTGGCTTCC 

CTTGCAGCCATAGGTAGCCATGGGACAAAGTTCTAACCCAGGGGGGGTCC 

AATCTTTTGGCTTCCCTGGGACACACTGGAAGAAGAAGAATTGTCTTGGG 

CCACACATAAAATACACTGGCATCAAGGATAGCTGATGAGCAAAAAAAAA 

AAAAAAAAAAAAAGT 

>218.1 

CGCGGTGGCGGCCGAGGTACCATCCTGTTCCACAGAGCCATTGCCTATTC 
CTAAATTGAATCCGACTGGGCGTGCCCCTCCTCGGAACACAACAGTAGAC 
CTTAATAGTGGAAACATCGATGTGCCTGCCAACATGACAAGCTGGGCCAG 
CTTTCATAATGGTGTGGCTGCTGGCCTGAAGATAGCTCCTGCCTCCCAGA 
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TCGACTCAGCTTGGATTGTTTACAATAAGCCCAAGCATGCTGAGTTGGCC 

AATGAGTATGCTGGCTTTCTCATGGCTCTGGGTTTGAATGGGCACCTTAC 

CAAGCTGGCGACTCTCAATATCCATGACTACTTGACCAAGGGCCATGAAA 

TGACAAGCATTGGACTGCTACTTGGTGTTTCTGCTGCAAAACTAGGCACC 

ATGGATATGTCTATTACTCGGCTTCTTAGCATTCACATTCCTGCTCTCTT 

ACCCCCAACGTCCACAGAGCTGGATGTTCCTCACAATGTCCAAGTGGCTG 

CAGTGGTTGGCATTGGCCTTGCATATCAAGGGACAGCTCACAGACATACT 

>219.1 

AACGCGCGACTCCACCGCCATCTTCCTCCTACGGCCTGCGAGACGCTCCC 

CCGCGTACCTCGGCCGCTCTAGAACTAAGTGGGATCCCCCGGGCT 

>220.1 

GCGGTGGCGGCCGAGGTACCATGATATCATGTATCCTGCTTGGACATTTT 

GGGAAGGGGGACCTGCTGTTTGGCCAATTTATCCTACAGGTCTTGGACGG 

TGGGACCTCTTCAGAGAAGATCTGGTAAGGTCAGCAGCACAGTGGCCATG 

GAAAAAGAAAAACTCTACAGCATATTTCCGAGGATCAAGGACAAGTCCAG 

AACGAGATCCTCTCATTCTTCTGTCTCGGAAAAACCCAAAACTTGTTGAT 

GCAGAATACACCAAAAACCAGGCCTGGAAATCTATGAAAGATACCTTAGG 

MAGCCAGC TGCT AAGGATG^TCC^TCTTG TGGAT CACTGCAAATACAAGT 

ATCTGTTTAATTTTCGAGG CGf A GCTGCAAGTTTCCGGTTTAAACACCTC 

TTCCTGTGTGGCTCACTTGTTTTCCATGTTGGTGATGAGTGGCTAGAATT 

CTTCTATCCACAGCTGAAGCCATGGGTTCACTATATCCCAATCAAAACAG 

ATCTCTCCAATGTCCAAGAGCTGTTACAATTTGTAAAAGCAAATGATGAT 

GT 

>221.1 

CCGGGCAGGTACAGCAACAAGAATCAGATGCTCTTTAGAGATCCTCCATT 

TCATTACTCTAACATTCTTCAATGTGGTTCCAGCCACGCATAGTCATATA 

GATACTACATATTCAAAGATAACTTACTGAAGCTTGTTCACAGAACCAAG 

CTTTCTCCTGATAGCTCTTCTTCCCCTACCCCGCACTTTTGGAAGTATTA 

CCCCAAATGCTCTTCAGGATTTAAATAACAATTTTTAAAAAGACACTTAA 

GACCACAAAATGGAATTTGCTGGCATGACGCGAACAATACGGTTACTCCA 

GATG CTGTATTCAAACTGTATGGGTCCGTTGAAAAAATAGATATAACCAT 

TTTTCTCATAGACAGCATCTACTTTATCACCAATTCCTGGGAAGTCTTCT 

TCTATTAGTCTCGGATAGTCTTTATCCATAATATGGCTAGTATCATCATA 

TCTCCAGACCTGGTTTCCTGAGAACAGGAGAGTCTTGGCTGTATCCTCAA 

AGT GAACAGC TGCACTTATCTTCTTAACTTCTTTTGGAAGACCCAGTTCA 

GATATTTTTTTGGGATAACCTTCCAAAATGTCATAACCAT 

>222.1 

ACGCGGGGAGTGTAACTATGGCCGGCCTGCGGAACGAAAGTGAACAGGAG 

CCGCTCTTAGGCGACACACCTGGAAGCAGAGAATGGGACATTTTAGAGAC 

TGAAGAGCATTATAAGAGCCGATGGAGATCTATTAGGATTTTATATCTTA 

CTATGTTTCTCAGCAGTGTAGGGTTTTCTGTAGTGATGATGTCCATATGG 

CCATATCTCCAAAAGATTGATCCGACAGCTGATACAAGTTTTTTGGGCTG 

GGTTATTGCTTCATATAGTCTTGGCCAAATGGTAGCTTCACCTATATTTG 

GTTTATGGTCTAATTATAGACCAAGAAAAGAGCCTCTTATTGTCTCCATC 

TTGATTTCCGTGGCAGCCAACTGCCTCTATGCATATCTTCACATCCCAGC 

TTCTCATAATAAATACTACATGCTGGTTGCTCGTGGATTGTTGGGAATTG 

gagcagi mr c 

>223.1 

gcggccggagtgatgccatctgcagttttgtgatctgcaatgattcttcc 

CTTCGAGGTCAGCCCAiTAT CTTTA ATCCTGACTTTTTTGTGGAGAAACT 

ccgacatgagaaacctgagattttcactgagttggtggtcagcaatatca 

caaggctcatcgatttacgtggaactgagttggctcagctgatgggggaa 

gtggaccttaagttgcctggcggggctggcccagcatcaggattcttccg 

gtctctcatgtctctcaagcgaaaggaaaaaggagtgatatttgggtccc 

cactgacggaggaaggcattgcccagatat accaactgattgagtatcta 

cacaaaaacttgcgagtagagggtttgtttagagt 
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>224.1 

GGCCGCCCGGGCAGGTACTCCCTGTAAAGGGGAATTTCCATGCCGTCTAC 

AGGGATGACCTGAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATATCAG 

GAAAAAGGGTGCAGACGTCTGGTTCAAAGAGTTGGATATCAACACTGATG 

GTGCAGTTAACTTCCAGGAGTTCCTCATTCTGGTGATAAAGATGGGCGTG 

GCAGCCCACAAAAAAAGCCATGAAGAAAGCCACAAAGAGTAG CTGA GTTA 

CTGGGCCCAGAGGCTGGGCCCCTGGACATGTACAGACTCTCATTTTATGA 

TGTATCCTACTGCATCAGGACATTTGTGTCAATGTCAGGTGACGAGGGGA 

AATGAAAGTGATGAGACGATGAGAGGAGTGAAATACCAAGGACGCCATAC 

TAGGAAACCCAGGTCTATTTGTTATCAGAGTAAGGATCAAGCCAGATAGC 

CTGTTATGTAATTTCTCCGATAAAAGATTTT GAAAG CAGGTGCTGTGGGC 

ATCTGTATGGGGAATCGCACTCATAGAATTATTTTCATTTGTAAATATTT 

GGTATCAGGCCAAGCAAGGGAAAGAAGCTTTACTGTATTACCATCTTT 

>225.1 

CGCTCCCCGCGGTGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGT 

CTGCGTGCACGGCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGT 

CAAGAGCTTCACCCATAATTAAGACCTTCTGAGGATGATCGATAGATAAA 

CACACCTCCTCTGAACCAXC.CJXGGGC.TTCATGGGGTXGGCATT.GAGGAT 

CCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTC 

CAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGT 

TTCCATATGCTGAAGG I I I I I CCACTATTCACACTCTGTGGCGTAACCTT 

CTTCAATATAACCCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTC 

TGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAGTTT 

>226.1 

ACGCGGGATGGATAGCCGCTTGCAGGAGATCCGGGAGCGGCAGAAGTTAC 

GGCGACAGCTCCTCGCGCAGCAGTTGGGAGCTGAAAGTGCCGACAGCATT 

GGTGCCGTGTTAAATAGCAAAGATGAGCAGAGAGAAATTGCTGAAACAAG 

AGAAACTTGCAGGGCTTCCTATGATACCTCTGCTCCAAATGCAAAACGTA 

AGTATCTGGATGAAGGAGAGACAGATGAGGACAAAATGGAAGAATATAAG 

GATGAACTAGAAATGCAACAGGATGAAGCTTATCATCAATTCATTGTATA 

AAAATAAAGAGATTTTCCTGAGAGAACTGATTTCAAATGCTTCTGATGCT 

TTAGATAAGATAAGGCTAATATCACTGACTGATGAAAATG 

>227.1 

ACGCAAAGTGATTCAGAGAACGCTGGGGCTCACAGGCGCTGTAGCAAACG 

TGCAACTCTTGAGGAACACTTAAGACGCCACCATTCAGAACACAAAAAGC 

TACAGAAGGTCCAGGCTACTGAAAAGCATCAAGACCAAGCTGTTACTAGC 

TCTGCGCATCACAGAGGGGGGCATGGTGTTCCACATGGGAAATTGTTAAA 

ACAGAAATCAGAGGAGCCATCGGTGTCAATACCCTTCCTACAAACTGGAT 

TATTAAGAAGTTCAGGGAGTCTTGGGCACAGACCAAGCCAGGAGATGGAT 

AAAATGTT AAAAAATCAAG CAACTTCTG CTACTTCTG AAAAG G AT AATG A 

TGATGACCAAAGTGACAAGGGT 

>228.1 

AGACTTGGCTGTTGGGAGGGGCGTGTCTTACACCTTAGGAAGAATCCTTA 

GCTGTACTTTCCTGTCTCTCCTGGAGCTCCCTCCTACCCCCTAGCTGAGT 

AGGCCAGGTTTTGGTGCAAAATCTCCCACATTGGCAAAGTTCCTGCATAT 

GCTGCGCAGTATGTGCCTTGAATAAAAATCCTGAAGATTAGATGGTTCAG 

GCTGCATCATCCCAAAGCAAAGAGCACCTCTTTGAAGCTCACCTGCCCGG 

GCGGCCGAGGTAC I 1 1 1 I 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 I CAGTATGTAGCTTTAA 

AACAGTTACATATAACATGGAACAGTATGACATGAAAAGAGAGAGGTTTA 

TAGAGGGAG 

>229.1 

GGCGGCCGAGGTACTACAGGATGATGGCTTTCTCTTCCTCTGGGTCACAG 

GCAGGGCCATGGAGTTGGGGAGAGAAtGTCTAAACCTCTGGGGGTATGAA 

CGGGTAGATGAAATTATTTGGGTGAAGACAAATCAACTGCAACGCATCAT 

TCGGACAGGCCGTACCTGCCCGGGCGGTCGAGCGGCCGCCCGGGCAGGTA 

CTT 
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>229.2 

TGTTACATTGG TCAG TTTTTACTTGTAAAAAGTATTATAGAAGAGTTTTA 
TTGGAATGTTATTTTATTAAGCCATTTTCATGGGTTA I I I 1 1 I I I I AAAG 
TTTAAGAAGTTTTTACAACAGGCTGGGGGGGGGGGGTTACACC 
>230.1 

GGCGGCCGCCGGGCAGGTACGCGGGGGAGTCAGACCCAGTCAGGACACAG 

CATGG 

>231.1 

TCCCCGCGGTGGCGGCCGAGGTACGACGTTTCCATCAGCTTGTCTGTTTC 

ATTCCCTGATGTTACGAGCAATATGACCATCTTCTGTATTCTGGAAACTG 

ACAAGACGCGGCTTTTATCTTCACCTTTCTCTATAGAGCTTGAGGACCCT 

CAGCCTCCCCCAGACCACATTCCTTGGATTACAGCTGT 

>232.1 

AAAAAGATATTTTAATATATTCAGATCCACAAATATGAAATAAAACTAAG 

TAGAGCTGGTATTCATTTACACATAATTATCTTATACCGTTTGGAATAAG 

AATTTGGGGCACGTTAGCAAACCAAAAGGCTCAAAAAGACGTCGAGATAT 

TTAGTTCTTGTCTCCCTCTACAAATGTGAAGCACTCTTTTATCCGGCATT 

CCTAGGGGAGTT^TATTTTCAAA^ 

MTCTCAAAAAAAACATtTACTAAAAACCAGAGGAAAAAAATCTTATAAC 
TTTGGGAG 

>233.1 

GCGGCCGCCCGGGCAGGACGCGGGGGCCAGTTCTCTTCGGGGACTAACTG 

CAACGGAGAGACTCAAGATGATTCCCTTTTTACCCATGTTTTCTCTACTA 

TTGCTGCTTATTGTTAACCCTATAAACGCCAACAATCATTATGACAAGAT 

CTTGGCTCATAGTCGTATCAGGGGTCGGGACCAAGGCCCAAATGTCTGTG 

CCCTTCAACAGATTTTGGGCACCAAAAAGAAATACTTCAGCACTTGTAAG 

AACTGGTATAAAAAGTCCATCTGTGGACAGAAAACGACTGTGTTATATGA 

ATGT TGCCCTGGTTATATGAGAATGGAAGGAATGAAAGGCTGCCCAGCAG 

TTTTGCCCATTGACCATGTTTATGGCACTCTGGGCATCGGGGGAGCCACC 

ACAACGCAACGCTATTCTGACGCCTCAAAACTGAGGGAGGAGATCGAGGG 

AAAGG 

>234.1 

GGAGGCGGCCGCCCGGGCAGGTACAGTATAGGTTGGTTTTGCCTGTTTTG 

ACGC 

>234.2 

CACACATTTTACATATATATATGAAACTGTATAATGTGTTCGCTTCAGTG 

TCTGGCTGCTTTTACTCAACATTGTGAAATTAATTCCTGTTATCGTATAT 

GGGATTAAAATTTGTTTGCCTAG 1 1 1 1 I GCCTTCTCATTG CTTCTG AATT 

GG GGCA GCTTTGCCCCTCAAGGGAAATTTAGCAATGTCTGGAGACATTTT 

TTATTTTCATAATTTGGAGGGACATGGGGGAGGTGTGCTACAGAACTTAG 

TAGGTAGAGGACAGGGTTAGTGCTGAACGTTCCACAGT 

>235.1 

CCTCCCAATTATCCCCAATTGAGAGATGAAAATTCTGACAAGCTCTCAAA 

CGTTAACTGACTTGCCCATAAATGACAGTTCCAAAGTTATAAGGCTAGAA 

CTTGAATCCAGGTCTGTTAGAAATCTAGGTTTGAGAATCCATATTCTTTC 

CACTTCCCGCGT 

>236.1 

CGGCCGCCCGGGCAGGTACCTACGCCACAGACAGCCAGAGGGAAAGCGAC 

CCAGACAGCAGCCCCTCCTCGACAGGCCCACCCTGCAGCTCAGGCACCAA 

GAAAACAGCCGATACTGGCAGCCATTGCAGCTCCAAACTGCAGAGGCAAG 

GCCAATTTTAACTTTTCAATTTACAGTCGATTTTGAAGAGCTTCTACATA 

TCGGTTATGTAAATTCATATATGTATTTTTGGAATCAGTTCTTATAAACA 

GCTCGATTCAGTTTTAGCTAAATTTATAGTCTAGGTAGTATGTTACATTT 

GMCTTrrGTCTTAAGAAAAGTTGACTGTTCAGATATTTTTCTACTGTAA 

AGAAATATACTTTTCTATTAAAGATCTGT 

>237.1 
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GCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATC 

TTTAATCCTGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGAT 

TTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTG 

GAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGC 

GGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCG 

AAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTG 

CCCAGATATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAG 

GGTTTGTTTAGAGT 

>238.1 

CACCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGTGCAAAATCAGAGAG 

GGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCAA 

TACGGGAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATGGGCC 

TGGAAGGCAAGAGCCCAGAAATTCCCAATTGAGAATTGTGTTAGTGGGTA 

AAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCATCCTTGGCCGGAAA 

GTGTTTCATTCTGGCACTGCAGCAAAATCCATTACCAAGAAGTGTGAGAA 

ACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACACACCAG 

GCATTTTCGACACAGAGGTGCCCAATGCTGAAACGTCCAAGGAGA 

>239.1 

CGCGGTGGCGGCCGAGGTACCAGTTAAGTGAACAGCTCGTCTAGGTCTGC 

TTTTGTAACACCCAAATACAATTAGCACTTCTCTGCTGGTATTCCCTGGG 

CCGTCTTAATTATCTAGAGGCCAGGAGGCAAAGCCTAGCACGTAACAAAG 

TATGTGCTTTGTAACTGCTGATTAATTCAGTTTCTTAACTAGGCAGAGCA 

GGTCATCAGTGTATCTAATTCACACTATTAATACACTGTCTTGCTGAAGA 

GTCTGACCTGCCCAGAACCCCGTTATGGCTAGCCCAGGGAAGCAGTAAAC 

TGCAAAGCAGAGAAAAGGGGCAGCTAAGATGAGGCTAGTGCTGGCTGAGT 

CCCAGTTAGGTCTGTTACTGTTCTGTTCCAACTATAAATCCAGGATGACT 

GTTACTCAGATTCAGTGCTATGTAGAAAATAGAATGCACAGCCAAAAACA 

TAATTTGGGGATGACTGGCAGCACC I 1 1 1 I I ICCCTTTCTT 

>240.1 

GGGGGCGGCCGAGGTAC I I I I I I I I I 1 1 1 1 1 1 1 I I GGTATGACTATGAAG 

GCTAGTGGTCTTTTTATTAGCTATCMGTTCATTTAACAGACAAAAAATT 

CAGTTCAATGGGGGCATTA AAATA GGAAGAATTAACAATAGTTCATTAAT 

CAATCTTTCAGCTGTTCCTATTTTATCACAATAACTTTTCCTATAATTGA 

GAGATCCATGAGGAAGTCTTGAAAAGAACGTATGTTTCTTTCAATTCCAT 

AAMCATTCAGCCAAAATAATAAAAGAGGCGCTATTACTTTGTTTTGGGT 

GAATGATATGCAGGCTAGGCTTTGCTGTAGT 

>241.1 

GGCGGCCGGTGTGCTGTGCTCAGCTGCCTTCCAAGGAGGAACAGATCGGC 
AAGTGCTCGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAATAAAAACC 
CTGAAACATGACGAGAGTGTTGTA AAGTGT GGAAATGCCTTCTTAAAGTT 
TATAAAAGTAAAATCAAATTACA 1 1 1 1 1 1 1 1 CCAAAAAAAAAAAAAAAAA 
GT 

>242.1 

ACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAG 

ATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTG 

AATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCT 

GACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCT 

GGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATG 

AAGCCCAAGGATGGTTCAGAGGAGCGTGACTGTGAGT 

>243.1 

CCTTGGGCAGATGCTGTATTATGGGGATAAGCCACACA CI I I I I GAACTG 

GCCCGGTCAGGGGGGACATAACCATTTCCTGTGCCACCGCATCAATCCCC 

ACCTATTCTGAGTGTAGGCTCCTCCCCTGCTTGAGTAATGGCCACAGATC 

TTGGCTCGGCACTCCTAAGCTGCATGTTGAATTCCTGGGACAACAAGACT 

GGCTTGTGGTTCCATTCTCCAGATCCttGGGTTGGCTTCTGGGTGCACTA 

GGAGATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAAGTC 
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TGACTCTAAAGAAGATGAAAATCTAGTAATTAATGAAGTAATAAATTCTC 

CCAAAGGGAAAAAACGCAAGGTAGAACATCAGACAGCTTGTGCTTGTAGT 

TCTCAATGCACGCAAGGATCTG 

>244.1 

GTACCACCACAGTTGCTATCTCTTGAACATCTTTCATTAAAACATCACCG 

TCTAGTTTGAGAATACTTTTAAGCCTGCTGGCCTCCTTTGGGGCATTCTT 

TTTTCTCTTTTCAGCACGCATCTTTCTTTTCCACTTACTCCGTAAGCTTT 

TAGCCATGTTTTACCTTGAGGGCCGAAGTTAACTTCAGCGGGAGTGAACG 

ACAGGGGTGGGCTCCACTTTATCCAGTGCACTCGGAAGCCGGAGGGCCCC 

CACCAAAAAGAGCAAGGGGAACCCTCGCCCTCAACAAGGCCTGCATCTCC 

GGACTGGAGCTCAAGTATAG 

>245.1 

ACAATTGCTTGAGTGAGTTCATGGTCCGTAGGAGGATGACCACTAGCCCA 

CCACCTTCCACTGTTTCTACAGTCCTGGCCAGCAAGTTTGGAGTTAAGGC 

TTCAAAATCCTGCAGCACACACATGCCGAAGGTATTGCCCAGGATCTTGT 

GGGTCTCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCT ATGAA GAGT 

TCAAAGGGGTCGTCCTGCTTTATGTTCAGTGTTCCATTCTTTATTTTCTT 

CTGCAGCTGTCGCATTCTTTTCTTTCG 

>246.1 

CGGGTGGCGGTCGTGGGGATCAGCGTAGGTGAGCTGTGGCCTTTTGCGAG 

GTGCTGCAGCCATAGCTACGTGCGTTCGCTACGAGGATTGAGCGTCTCCA 

CCCATCTTCTGCGCGGGACCATCTACATAATGAATCCCAGTATGAAGCAG 

CAACAAGAAGAAATCAAAGAGAATATAAAGAATAGTTCTGTCCCAAGAAG 

AACTCTGAAGATGATTCAGCCTTCTGCATCTGGATCTCTTGTTGGAAGAG 

AAAATGAGCTGTCCGCAGGCTTGTCCAAAAGGAAACATCGGAATGACCAC 

TTAACATCTACAACTTCCAGCCCTGGGGTTATTGTCCCAAAAAAAAAAAA 

AAAAAAAAAAGT 

>247.1 

CTTGCTTGACTAGATGAGCTGCTATAGTAGCCAATCCTGTTAGACTTGGA 

CCATTGTTTGTCTGAAGAACGGGGATCTGTCGCTCGCCCTGAGCACTGTA 

TTTATTCCCCTTACTCAGTCCCAGGGACTTCTCCAGTAGCGACAACTCTG 

CGGCCGCCGCCATCTTC 

>248.1 

AGAGACGAGGAATTTAATTAGGGTTGTAACAAATGGTTAATTATAGTAAG 

AAAAACCAAATTGAATAATTTTCTAACTCACTTGGCAGGGGGGGTCTCGC 

AGCCATAATGAACATCACATAATGAAGTTACTCCTTTCCAGATCTATAAA 

CAGGCTCATGTAACTAACTGATACTCAGTAAAAGGGTCCATAATCCAAAT 

TTATATMCAMTGGGGCTTGCTATAAMTCTCTTACATTTTAATACTTA 

CTCTTAATAAATCATCTATTCTTCCCTCCTTCTTCTCTAAGGCAGAATTC 

TTACTGTTTTCTAGGGCAGATA 1 1 1 1 1 1 CTATTGTGAGGTCGGACTGGGT 

CTGTCTGGGCTGGATGGAGATCTG 1 1 1 1 1 GGGAGCTGCAGGAATGCTCTG 

TGTTGCCAGATCCCGTAAATGAGGGACTGT 

>249.1 

ACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAG 

ATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACGGAGTGTG 

AATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCT 

GACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCT 

GGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATG 

AAGCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCA 

GAAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCA 

AGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGT 

GAGT. . 

>250.1 . 

GGCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTC 

CCTTCGAGGTCAGCCCATTATCTTTMTCCGGACTTTTTTGTGGAGAAAC 

TCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCAATATC 
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ACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGA 

AGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCC 

GGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCC 

CCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCT 

ACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGT 

>251.1 

TGGCGGCCGAGGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCAT 
TTACTGGGCGTCTACCCGGGAATCCGGGGTCCCTGACCGATTCAGTGGCA 
GCAGGG 

>252.1 

GGCCGAGGTACATTTTACTACGCACCCTTACGCATTCTTTTTCTCACCTC 
TGTGTGTGTGTGTGCGTGCACATGCACACACACAAATGGGTGAAACAATT 

ctcaccataccaagagccaccgcgccctgccgagaatttgcatttctaac 

aagttcccaggtgatgctgacactgctggctcatggaaccactgctgtag 

tattttccaaattatcctgattctaagaaccacct atga cctgtgctgtt 

ttttctgtggttactggctcatgtcacataaat tcttt taggattcaaac 

atgtttgtgatattactcagtatttacatcttgcttttactgcagcatga 

tggaaaaat taaccacaggtatatc ataacaa aaagaa catgagttacca 

TtItcacaaagttcagatatatttaaattagcctatttaatct 

>253.1 

GCGGCCGCCCGGGCAGGTAC I I 1 1 1 I I I I I I I I 1 1 I I I I CTACCGGTAGC 

CTATTTCAGATTTATTAAAAAACACATAGGTAACGAGTCAGAGCTTTGGC 

TAGGAATGAGTTGGAAAAGAACTGAAGGCATAATTC CACAG GACATTCAC 

AGTTGTGTGCTAGAGACAGAGAGGAGCAGGAAAGTGTTTTAGAAGCATTT 

GCGGCGGACAATGGAAGGCCCGGCTTCATCGAATTCCTGTTTGCTGATCC 

ACATCTGCTGGAAGGTGGACAGAGAGGCCAGGATGGAGCCACCGATCCAG 

ACAGAGTATTTGCGCTCCGGAGGGGCAATGATCTTGATCTTCATGGTGCT 

GGGTGCTAGGGCCGGGATCTCCTTCTGCATTCGGGCGGCAATGCCAGGGT 

>254.1 

AGCTCACCGCGGTGGCGGACGAGGTACTCATGGTTGCTGTAAATCTGGCC 

GCCGTTCTGCAGGGTTATGCTTAGCCAGGCTCCTATGAGATCTGGCTATT 

CTGTCTTGTGGATGGTCAGTCCCCGCGTACCTGCCCGGG 

>255.1 

AGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGTGCAAAATCAG 

AGGGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGC 

CCAATACGGCAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATG 

GGCCTGGAAGGCAAGAGCCCAGAAATTGCCAATTGAGAATTGTGTTAGTG 

GGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCATCCTTGGCCG 

GAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACCAAGAAGTGTG 

AGAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACACA 

CCAGGCATTTTCGACACAAGAGGTGCCCAATGCTGAAACGTCCAAGGAGA 

TTATTCGC 

>256.1 

GAGAGAAATCAACTATTCAGGACCGGCCCCCACCTTTCCTCAGGAGTCAT 

TTCTGTTCCGCACAGGCCTGCTGAACTGGGTGCTTTATATAG 

>257.1 

CGCGGTGGCGGCCGAGGTACTCTGACTTGCAGGGCCACAAGACCGGCCTT 

GCGAGCGTCGTTGGCTGATGGGAGTAGAAGCCACAGAGAGTCTTCCTCTT 

GGAGGTACAGTCAATTCTGAGGTTTGGGCGTCATAGACTAAACCCAGAAA 

ACAGAACATTGGGAAGTCTTCGGAATATTCTCTATCTTCTTCACCAACGA 

GTAAGACGTTTTGGAATAATGGGAC 

>258.1 

ACGTGACCGACGCCAACATTGCGGCGCCCAGTTGCGTCCACCTGCTTGTC 
CGCAGAGGTTCTCATAGAATTTTCTCTTCACCACTCA ATCATAT CTACTT 
ACACAAGCAGTCMGCAGTCAACAMGAAGAAATTTCTTTTTTCGGAGAC 
AAAGAGATATTTCACACAGTATAGTTTTGCCGGCTGCAGTTTCTTCAGCT 
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CATCCGGTTCCTAAGCACATAAAGAAGCCAGACTATGTGACGACAGGCAT 

TGTACCTGCCCGGGCGGCCGGCTCTAGAACTAGTGGATCCC 

>259.1 

GGTGGCGGCCGGCGGGAGGCTGACGAGAGCCCGGGAGGCGTTAGCGAAGG 

AAGAGAAAAACCGAAGACGAAGCCACTACAGCCCCGCGTACCT 

>260.1 

TGTAAAGCCTGGGTGTGCCCTAATGAGGTGAGCCTAACTTCACATTTAAT 

TGCGTTGCGCTCACTTG 

>260.2 

GGGCGGCTTCTTTCCGCCTTTTCCTTCGGCTTCAACTTGAACTCCGCTTG 

CGCTTCGGGGT 

>261.1 

AGTCATAAAGTGTAAAAGCCCTGGGGTGCCTTAATGTAGTGAGCTAACCT 

CACATTAATTGCGTTG 

>262.1 

ATTTATTTATTATGTTGTAGCCGGGGCGGCCGAGGTACCCGATAGAACAT 
GGCATCATCACCAACTGGGACGACATGGAAAAGATCTGGCACCACTCTTT 
CTACAATGAGCTTCGTGTTGCCCCTGAAGAGCATCCCACCCTGCT CACGG 
MGGCKCCCCTGXXCOCCa^ 

TTTGAGACTTTCAATGTCCCAGCCATGTATGTGGCTATCCAGGCGGTGCT 

GTCTCTCTATGCCTCTGGACGCACAACTGGCATCGTGCTGGACTCTGGAG 

ATGGTGTCACCCACAATGTCCCCATCTATTAGGGCTATGCCTTGCCCCAT 

GCCATCATGCGTCTGGATCTGGCTGGCCGAGATCTCACTGACTACCTCAT 

GAAGATCCTGACTGAGCGTGGCTATTCCTTCGTTACTACTGCTGAGCGTG 

AGATTGGTCGGGACATCAAGGAAAAACTGTGTTATGTAACTCTGGACTTT 

GAAAATGAGATG 

V263J 

ACI I I 1 1 1 1 1 1 1 1 I I 1 1 I I I I I I IGCAGCCGI I I I I CTTACTAGAAGCTA 

GGCGGAAAGAGGTGTTACTCAGATTTCTTGAACTTGAGACGTCAAAGGTG 

AGACGCCAGCCAAGGAGAAGGGATGGTCAGGG 

>264.1 

GGCCTTTAAAGCCTTCGCTTTGGCTTCAGCTTTAGGAGGGGCAGGAGCTT 
CC 

>265.1 

CAACCGGGACCCCAGCTTTTCAGAACTGCAGGGTAACAGCCATCATGAGT 

GAGGTCACCAAGAATTCCCTGGAGAAAATCCTTCCACAGCTGAAATGCCA 

TTTCACCTGGAACTTATTCAAGGAAGACTG 

>266.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTCTAGGTATTGCTGGG 

CAAGATCCTTGTTGGAGTCCTCCTCTTTTGCTGCCCCACTCAGAGGATAG 

GCAGAGCAGACTGGCAGACACAACAGCACAAGGAATGCAAGATGCATCAT 

TCTCACTGaXnTACCTTCTTTGTCTACTGGGCTTCTCCCCGCGTACCTG 

CCCGGGCGG 

>266.2 

GAGCCGCCGGGCAGGTACTACCTTCACCAA C 1 1 1 1 1 C ATTTGGGCATCAC 

AAAGACGAGTCTTCTGATGTTCTATAAGCAATATGTTTATATGAAAGTCA 

GAAGTTTAGCGAAAATTCGGCCTAAACAGTAATAAATGAAAATGGAATGG 

AAATCAAAGTTC 

>267.1 

ACTTTACCTCATTTCCTACCAATCATTTTAAGAGAATTTGGTTGTATTTC 

AAAGAACAAAACAACACAATTTCTGTCCTGCTGTTTATTTTAGCGTGGTC 

GCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAAC 

CTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCt 

TT GCCA AGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAAGGAAT 

GGTTTTGCAAATACTCGTTCCAGTTtGGTAGCATTTAAAGCTCTtATATA 

TTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCTTGGAA 
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CTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGATTCCGG 

CTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

>268.1 

ACATTTATATGAAAGTCCTCACTTTCAGAAGCAGAAAAGGAGTAACTAGA 

TGGGCATTTTCTATACCAGCTAAGGCTTTAAACATAACAACGTCTACTGA 

ACTATTTTCTACTTACTTTGACTGAATAAGCCAGTGAGATCGTGACTGCA 

AGTGGAAGACCTTCTGGCACTGCGACCACTAAAACTGTAACTCCAATAAT 

GAAGAACTTCACAAAGTATTGTATATAAATTGGTGTGCACTCAGCAAGCC 

ATGGTCTTTTCTGAACCCAGAAGGTGTCAATGACAAAATATAATACTAGA 

ATGATAACTGTGATGGCAGGCATCAACAGACCTTTCAGAATAGAAATGAA 

AGAAAAATGTGATTATTAAATTTCCAGACACTAACCCTTGACAGATATAA 

ATTAAACACTGTAAAGAGTTATAACTTGCTTGATAGTATTGAATTTCTCT 

GAGAAATTACTTCTTTCTTGCACCTTATAACTTGACATTGTCAGATTTAA 

I I I I I I 

>269.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACGCGGGATAGTGGAGGCACT 

GAAAGACCAGCAGAGGCATAAGGTTCGGGAAGAGGTTGTTACCGTGGGCA 

ACTCTGTCAACGAAGGCTTGAACCAACCTCGAGCGGCCGCCCGGG CAGG T 

ACAGATGCACAGGAGGCCATAGGGTTTAGGCAAAGGGGAGCACAAAAGTT 

GAAGATGAGGCGCTGCCACCAATGCTGGGACTTCAGGCCAGGGGCAGGAG 

CTGAGGAAGCCACAAGGGAGGACATTTTCTGCAGTTGCTGAACCAGTAGC 

AACCAGGTCCTGAGAAAGCCCTCTCTTGTGGAAGAATAACAGCCAGGAGG 

AAAAGCTTTTCATTCTGCAAAGCTGGGGCAGAAAGTTCTTCTTTGAATCC 

CGCGTACC 

>272.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGTCCCACAGTTAGCTGCAGCAAAA 
CGCAGGCTGCCTCAGGGAAAGGAGCCTGGGTTGATTAACTTGTGTGTCAA 
TGTCCCACCCGTCCCAGGTAACATTTTGCCCCCTGAGGTCCGGGGTAATT 
TAATGGCTGCTGGACAAAACCTCCAAAGTTCTTGAAAGATCAGAAATGAT 
-AGCTACCTGGAGTCCAGCTGTACGGCACTTGGCGTAAAGCCGGTTCCCTC 
AAGAGTAACTACAATCTTCCCATGCACAAGATGATTAATACAGATCTTAG 
CAGAATCTTGAAAAGCCCAGGAGATCCAAAGAGCCCTTCGAGCACCACGC 
AAGAAGATCCATCGCAGAGTCCTAAAGAAGAACCCACTGAAAAACTTGAG 
AATCATGTTGAAGCTAAACCCATATTGCAAAGACCATGCGCCGGAACACC 
ATTCTTCGCCAGGCCAGGAATCACAAGCTCCGGGTGGATAAGGCAGCTGC 
TGCA 
>272.2 

CGGCACTACAAGCCCAATCAATGAGAAGGCCGGGGGTTGCAGGCAAGAAG 

CCCTGTGGTAGGTAA 

>274.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCGCGTCGATGCTATGCGCT 

CAGTTCTAGTCAGAATAATCTTGCTCATCCTCCAGCTCCCCCTGTTCCAC 

CAAGGCAGAATTCAAGCCCTCATCTGCCAAAACTACCACCAAAGACTTAC 

AAACGGGAGCTTTCGCACCCCCCATTGTACGCGGGGGAGGAGCCTGAGGA 

AGAGGGCGGCGACGGTGGTGGTGACTGAGCGGAGCCCGGTGACAGGATGT 

TGGTGTTGGTATTAGGAGATCTGCACATCCCACACCGGTGCAACAGTTTG 

CCAGCTAAATTCA 

>274.2 

AAAACTCCTGGTGCCAGGAAAAATTCAGCACATTCTCTGCACAGGAAACC 

TTTGCACCAAAGAGAGTTATGACTATCTCAAGACT 

>276.1 

CGCGGTGGCGGCCGAGGTACGTTCTATTCCTGCTCGTATTAGGTCCTTCT 

CACCGCACCGGCCCTCGGTCGATTACGCCTCTCCAGTTCTGCTGGGGACG 

TTCTAGCCTCGCCCCACGCGCGTCGATCTTTATGTTATACCGTCACTCCC 

AGTGCCCTAATGGAACTATCCCTCCACTCACtCCCCCTGGTTCTACCCCG 

GCTCCAAGAGCCTCTCCCGG 
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>277.1 

GGAGCGGGCCCTACCGTGTGCGCAGAAAGTGGAGGCGCTTGCCTTCAGCT 

TGTGGGAAATCCCGAAGATGGCCAAAGACAACTGAGCTGTTCGGTGCTTC 

CAGGGCCTGCTGA I I I I IGGAAATGTGATTATTGGTTGTTGCGGCATTGC 

CCTACTGCGGAGGTGCATTCTTCTTTGTATCTTGACCAACACAGGCCTCT 

ACCCACTTGCTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTG 

GATCGGCAT 

>278.1 

TTGGAGCTCCCCGCGGTGGCGTTCGCCCGGGCAGCTACTTTCATCCATAA 

AGGCCTGCAGCTGTTTCATTGATCCTTGCAGTTCATCCATCACCAACTCC 

ATACAGTCAAAGACTTTGCTCTGGTTCTGTAATATT7TCTGGTAGTCAGG 

TTTTGTATTAAGAACTTCATTCTGAGAAGACCCAAGATATGTCATAGGTT 

CCACTTTGACCTCAGTAATTTTGGCCTCAGTTGATCCTCTGGACAATATC 

TCTTTAGCCTCCTGCTGGTAGTGAGGCAAGAGCTGATCCCAAGTCTGACG 

TTCTAAAGAAAACTTTGTTATGTATTCCTTCATCTCAGCCACA GATGC TT 

CCAAAGAAAAATCTGATGCTTTTCCATTTGAATCTTCAAAACATTTTTGT 

AGAGTTCCATCAGTTTCCAGTCCGTCTGCA 

> 278.2 

AATGTTTCAATTCTTCAGAAAGAGAAGATGCTTTGGCTCTAAAACTTTCA 

AGACTGAAGCCCTTAGTGTCCCTTAGGAAAGGTTCAAGTTTCTGAATAGA 

GAAC 

>279.1 

GCGGTGGCCTCCGAGGTACTACTCTGCACTGTTCTTTCTTTCTAATAAAA 

CTTTCCCTGTCGAACCTATACTAGTCTTCTGTAAATTCTTCTTACTACCC 

TATGACCCGTGAGCCAACCACTTTCCGATGCCAGGGTTCTGACACCTCAC 

CTGGCATAATATAAAGTG I I I 1 1 1 1 1 1 I I ATACCCTTCCACTTGGAAAGA 

CTACAGAGGAATCTTGCTCTGCATAGTTCAAACTAAA AAGAG AAGAGTTA 

ATTACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAAGCAAGG 

GAAATCATTTMGAAGTGTCTGGTATTTTTCAAATTTCTGTCAGTTGTTA 

CATTTGTCATAAGTAAATGTTTAGGAATAAAGGATGGAGACATGCTTATT 

TTATTTAACTCCCCCAAAATT 

>279.2 

AAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGA 

>280.1 

CGCGGTGGCGGCCGGAGTGATGCCATCTGCAGTTTTGTG ATCTG CAATGA 

TTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGAC I I 1 1 I IGTGG 

AGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGC 

AATATCACAAGGCTCATCGATtTACCTGGAACTGAGTTGGCTCAGCTGAT 

GGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGAT 

TCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATAC7T 

GGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGA 

GTATCTACACAAAAACTTGCGAGTAGAGGGnTGnTAGAGT 

>281.1 

CGCGGGGGGAGACATGTGGAGTCCCAGCAGAGGCCAACCTGTGTCTCTTC 

ATCTCCCTGGGAAGGGTGCCCCCGAAGTGAAAGAGATGGCCTGGTGGAAA 

GCC 

>281.2 

AGATGGGCCAGGAGTCCAGTTTCTGGAAGGCCAAGAATCGAAGTAGCAAG 

CTGCAGCCGTTTTCCAGACAAGCATGATGTGGGGATGCAGAAGAATTCAG 

GACTGGAGGGGCAAACTCCGATGTGACTGAGGCCCCACTGCCAAATGGCG 

GCATGCTCAGATAGCACCCAAGAATTTGGGGAAAAAACTGGTGCTCACAG 

CT 

>282.1 

GGGCCCCAGGGGAAAAAACCTTTTGGGCCCCA 1 1 1 1 1 I I I CCAATTTTCC 

AATTGGGCCTTGGGCCA 

>283.1 
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GTACAGCATTGGAAATGGATCTGTCTTTGGTAAAGATCAGCCTATAATTC 

TTGTGCTGTTGGATATCACCCCCATGATGGGTGTCCTGGACGGTGTCCTA 

ATGGAACTGCAAGACTGTGTCCTTCCCCTCCTGAAAGAATGCATTCGCAC 

CAAATAAAGAAGACGTTGCCCTTCAAAAGACCTGGATGTGGCCATTCTTG 

TGGGCTTCCATGCCAAGAAGGGAAGGCATGGAGAGAAAAGATTTACTGAA 

AGCAAATGTGAAAATCTTCAAAATCCCAGGGTGCATGCCTTAGATAAATA 

CGCCAAGAAGTCAGTTAAGGTTATTGTTGTGGGTTAATCCAGCCCATACC 

AACTGCCTGACTGCTTCCAAGTCAGCTTCATCCATCCCCAAGGAGAACTT 

TAGTTGCTTGACTTCGTTGGATCAC 

>284.1 

TGGCGGCCGCCCGGGCAGGTACGCGGGGGCTCTAAGCTGCAGCAAGAGAA 

ACTGTGTGTGAGGGGAAGAGGCCTGTTTCGCTGTCGGGTCTCTAGTTCTT 

GCACGCTCTTTAAGAGTCTGCACTGGAGGAACTCCTGCCATTACCAGCCT 

CCTTTCTTGCCAAAGGGAGGGGGAAACATACATTTATTCATGCCAGTCTG 

TTGCATGCAGGCTTTATGGCTTCCTACCTTGCAACAAAATAATTGCACCA 

ACTCCTTAGTGCCGATTCCGCCCCCAGAGAGACCTGGAGCCACAGAGCTT 

TTTTGCTTTGCATTGTAGGAGAGGGACTAAGTGCTAGAGACTATGTCCGC 

TTTCCTGAGCTACCGAGAGCGCCCGTGAACTGGAATCAACTGCTTC 

>285 i 

TGGCGGCCGAGGTACTAGGTCCCAAATGTTTCAACCGATTTTACCCTATG 

TTTTCAAGGGTATTATAGAAGGGGAGAGGTATCCTGTAGTGATGTCCACG 

TATCTTGGAGTTATGGGTCGAGTTCTACTACAAAACACTAGI 1 1 1 I I ICT 

TCACTTACTAAATGAGATGGCCCATAAATTTAATCAGGAGATGGACCAGC 

TTTTGGGAAATATGATTGAAATGTGGGTTGATCGAATGGACAACATTACC ' 

CAGCCTGAAAGAAGAAAACTTTCAGCTTTGGCTTTGCTCTCTCTTCTGCC 

ATCTGATAATAGTGTTATCCAAGATAAATTCTGTGGGATTATAAACATTT 

TAAGTAGAAGGCCTGCATGATGTCATGACGGAAAGATCCTGAAACAGGAA 

CTTATAAAGACTGTATGTTGATGGCTCATCTTGAGGAACCAAAAGTAACA 

GAAGATGAAGAACCACCCACAG AAC 

>286.1 

GTGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGACG 

ACATGGAAAAGATCTGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCC 

CCTGAAGAGCATCCCACCCTGCTCACGGAGGCACCCCTGAAC 

>287.1 

CCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGA 

TGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATA 

TTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCAT 

ATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCT 

TATTTGGAGAAGTTCACATAGCGCTCTGGAAGACGGATCACGGGACTGTC 

GTATGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGA 

GGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAG 

CTCTTGACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGC 

ACGCAGACTGTGAATTTGCGTGACTGTGAGT 

>288.1 

GCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGTGGAGCGCCTCACTAA 

CTCCATGATGATGCA 

>289.1 

TGGACAGACTGGCTCAGTGAAGACATTTACTTTGATGGGACCAGATAGAA 

TCCGATMiTmCTCATAACCTGAGAGGAGTTATCCCACGAAGTTTTGA 

ATTTTTGTTTTCCTTAATTGATCGTGAAAAAGAAAAGGCTGGAGCTGGAA 

AGAGTTTCCTTTGTAAGTGTTCCTTTATTGAAATCTATAACGAGCAGATA 

TATGATCTACTGGACTCTGCATCGGCTGGACTGTACTTGGCCC 

>290.1 

TGGCGGCCGCCCGGGCAGGTACGTCGGGGCTCCGTAGGAAGCCTCATCTC 

CCTAACtAGCTGCTTACACAAAG 

>291.1 
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CTCCGGGTGGCGGCCGCCCGGGCAGGTAC 1 1 I 1 1 I I I I I I 1 1 I I I I n IG 

GGGGAGTTAAATAAAATAAGCATGTCTCCATCCTTTATTCCTAAACATTT 

ACTTATGACAAATGTAACAACTGACAGAAATTTGAAAAAT ACCAG ACACT 

TCTTAAATGATTTCCCTTGGGTCAAAATTTACCCCTTCTTGTTTTCTCTT 

GCTTTTCAGGTAATTAACTCTTCTCTTTTTAGTTTGAACTATGCAGTGCA 

AGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAAAAACACTTT 

ATATTATGCCAGGTGAGGTGTCAGAAC CCTG GCATCGGAAAGTGGTTGGC 

TCACGGGTCATAGGGTAGTAAGAAGAATTTTACAGAAGACAGTCTAGGTT 

CGAAAAAGAAAGTTTTATTTGAAAGAAAGAA 

>292.1 

GGCCTTTTGGTGACTTGGTGCTCCTTGGAGTCACTGGAGTTCTACTTTGA 

ATCCCACTCTGACATCAATCGACTGCCTTAATTCCTGGTCCAGCTGCCCG 

ACCCTGACTCTCTCCCGCTCTTTTCCTCAGGTCGAAGGTTTCCTTTAAGA 

TCACGCTGACGTCGGACCCACGGCTGCCGT 

>293.1 

TGGCGGCCGCCCGGGCAGGACGCGGGGACATTCGAGTGGGGATTAAGAGA 

AGGAAGGCTGCCTTGCTGGAGCTGTGTGGTCTTCTCCAAGTGA GAGTC GC 

AGGC AATAGAACTACT TTGCT TTTGGAGGAAAAGGAG GAATTCA I I I M A 

GCAAACACAAGAAAAGCAG I I I I 1 1 J I CAGGTGCTGACGGCCACCCACCA 

TCATCTAAAGAAGATAAACTTGGCAAATGACATGCACGTTCTTCAAGGCA 

GAATAATTGCAGAAAATCTTGAAAGGACCCTATCTGCAGATGTTCTGAAT 

ACCTCTGAGAATAGAGATTGATTATT CAAC CAGG ATACC TAATTCAAGAA 

CTCCAGAAATCAGGAGACGGAGACATTTTGTC AGTTT TGCAACATTGGAC 

CAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTGGGC 

ACAGAATTGCTGGGAAGCCTCT 

>294.1 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAA 

GAG7TTTGTAAACTGAACTTTGTTTTCAGTTCCGGCTCCAGCCATCCTCG 

GGTAGCTTGCCAATAGATGAATCCCACTCGTTTGACCCATGACGCTCCTT 

CTTTGCATTTCTACCTCTTTCCCCACAGCAGTGCATGTCCACCATACCAC 

CTGAGAGTCTGTGGAATCTMTTTTCTGT TATAC TTCTTTCCTTACACTC 

ATTTTCCTGTCTTTATTATGATAGTCTAAC I I I I I CTCCTCAAAGGTATA 

GCTGCCTTGCTTTCATGAAAACACACTTTCCTAT TGTG ATTTATCAGAGG 

CCTTTCCATATCTCAGCCACTATGCTATGACAGATTTTATAATTAATAAG 

TGCATTTCAAAGTGAAAACGTTACAAACATGCTTA 

>295.1 

GTGGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAA 

TCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAA 

GAAACTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATA 

AGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCT 

TGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATC 

CAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGTAGAGGTTAG 

AATTTGGAATCTAACTCAGCGGAATTGTATCCGACT 

>296.1 

GCGGCCGCCCGGGCAGGTACGCGGGGCTCCCTTGTGAGTAGACTATGCAA 

AGAAAAAGTGGGCCACCATATCTGGAAACTACAGTCTATGCTTTGAAGCG 

CAAAAGGGAATAAACATTTAAAGACTCCCCCGGGGACCTGGAGGATGGAC 

TTTTCCATGGTGGCCGGAGCAGCAGCTTACAATGAATAATCAGAGACTGG 

TGCTCTTGGAGAAAACTATAGTTGGCAAATTCCCATTAACCACAATGACT 

TCAAAATTTTAAAAAATAATGAGCGTCAGCTGTGTGAAGTCCTCCAGAAT 

AAGTTTGGCTGTATCTCTACCATGGTCTCTCCAGTTCAGGAAGGCAACAG 

CAAATCTCTGCCAGTGTTAACAAAAATGCTGACTCCT 

>297.1 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGGAGGGCTCCGAAGTCTGGTT 

TTGGGCGGGAATTGAAACCGCCGCTGAAGCCAACAAGAATTTGAGAACTG 

TAAATACCAAGCCTTGAAAGGGACCATGGTGCGGCCTGTGAGACATAAGA 
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AGCCAGTCCATTACTCACAGTTTGACCACTCTGACAGTGATGATGATTTT 

GTTTCTGCAACTG 

>298.1 

TGGCGGCCGAGGTACTCCCCAGCAAATATTCTTTGTTGGCTTGCTTGACT 

AGATGAGCTGCTATAGTAGTCAATCCTGTTAGACTTGGACCATTGTTTGT 

CTGAAGAACTGGAATCTGTCGCTCGCCCTGAGCACTGTATTTATTCCCCT 

TACTCAGTCCCAGGGACTTCTCCAATAGCGACAACTCTGCGGCCGCCGCC 

ATCTTC 

>299.1 

TGGCGGCCGAGGTACTTCTGTCTTCCAGTTTTCCACTTCAAA CTTCT ATC 

TTCTCCMATTGTTTCATCCTACCACTCCCAATTAATCTTTCCATTTTCG 

TCTGCGTTTAGTAAATGCGTTAACTAG GCTTTAAATG ACG CAATTCTCCC 

TGCGTCATGGATTTAAGGTCTTTTAATCACCTTCGGTTTAATCTCTTTTT 

AAAAGATCGTCTTCAAATTATTTTAATCACCTACAACTTTTAAACTAAAC 

TTTAAGCTGTTTAAGTCACCTTCATTTTAATCTAAAAGCATTGCCCTTCT 

ATTGGTATTAATTCGGGGCTCTGTAGTCCTTTCTCTCAATTTTCTTTTAA 

ATACAl I I I I IACTCCATGAAGAAGCTTCATCTCAACCTCCGTCATGTTT 

TAGAA ACCT TTTATCTTTTCCTTCCTCATGCTACTCI I I < I AATCTTCAT 

ATTTTCTCTTAAAATCffAAG 

>300.1 

GGCGGCAGGTACTTAAGGTTGACTGGTAATCAGGGTAACTTCTGATACTT 
ATCACAC AAG ATGGTGCCTC AGCATTTAAATAAATGG AGGTAG GGG AGGG 
CGTGGTGGTAACATACTnTAAACCAGCGATTGCACAGCAAACCACAATG 
CAAGTATrTCTGACTCCCAAGATTGCCGTTTCCTAAAGAGCAATTCTTCT 
GCAGGCAACAGCAAACCTACCTTTCCTTGCTAACTGCTTTCAGT AAATTC 
TTGATGGCCTTCGATTCTGGATTCAGACATCTCTTCTCACCCTTCI I I I I 
CATTGTAGCAATGATCTCAACACGTGGACAAAATTGGCTTGCAGGAATAA 
T 

>301.1 

CGCGGTGGCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGA 

TTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGACI I I I I IGTGG 

AGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGC 

AATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGAT 

GGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGAT 

TCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTT 

GGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGA 

GTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCTCGGC 

CGCTCTAGAACTAGGTGGATCCCCCGGGCTTCAGGAAT 

>304.1 

TTGGAGCTCCACGCGGTGGCGGCCGTCGCCCGAGC7TTCTCTTGTCCATC 
"TTCTCCCGCTGCTGAAATTTCAGTTGCGGGCGCTGTCACCTCAGGACCCC 
TCCCCCCGCGTACGCTGGATAGCCTCCAGGCCAGAAAGAGAGAGTAGCGC 
GAGCACAGCTAAGGCCACGGAGCGAGACATCTCGGCCCGAATGCTGTCAG 
CTTCAGGAATCCCCGCGT 
>305.1 

ACTCAGGTTTTATCTCTGCACTCCAAGTAGGATGAAAAGTAAAGAGCAAA 

GGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGCTT 

TATCAAGCAGAATTCCACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTC 

ATGGCCACCCTTAGCAGGAGTTGGGGAGGTATTTTTAACAAGGCACATTA 

TCATCTCCCCCACCCAAAGTGGAGCTATTGCTAATGAAAAAGATACAATG 

AGATGTTTATGAMTTATCTGTAGCTATTMTGTCAGGTTTTTGAAATTT 

ACTGACCTGGAAGAATAGTCATAATGCAATGTCAAGTGAGAAGCAGGACA 

AAGAACATTTGCAATACAGTTGTATTTATAAAATTTTGTTTACACACAA 

>306.1 

TTGGAGCTCCCCGCGGTGGCGGCTCGAGTACGCGGGGAGGCAGCGGAAAG 
CTCAGCCCATGTGAGGTGCCTCCTGCCAATCACAGACTACCCTTCCCTGG 
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TCCTGGAGGTTCAAAGAATTGCAGGAGGGTAGAAAAGCACCTGGGTCGGG 

TGCAGACTGCGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTT 

GCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACTGT 

TCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATTGGTTGTT 

GCGGCATTGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCAACAC 

AGCCTCTACCCACTGGCTTGAAGCCACCGACACGATGACATCTATGGGGC 

TGCCTGGATCGCATATTTGTGGGCATCTG 

>307.1 

ATCACCATTATTCCCCTTTAGTCACCTCAGAGGCTTGTTAATGCTTTCTT 

TGTAATTAGGCTATATCTGGTATCTGTATAATATCTTCAGTTCTTCTTTA 

CCAGGGGTCTTACTCTGTTCTGAAACATGGCACCTCAGGCGGCTCCGGCA 

GCGCTGGACACAGGAAACTCCTGGGTCCCCGACTCCGGCTCTCCTCTACC 

CCCTCTTCGGTTAACTCCGCTTGTTTCTCTACAAAATGGCGCCGGAGGTC 

CCCCGCGT 

>309.1 

TTTACAACCACAGCTAATGCAATTTTTTCCATTGTTCCCA I I I I I I I CCA 

AACCTATTGGG 

>309.2 

GCAAAGCCCATTTTT7TCCATGCATCTAAATGATAGATACAGGCTATGAA 

ATTCTTTATTCTATTTGTAGCAGCTTATGCAGGTGCAGCCAAACACAAAG 

CTTCAGGACAAATTGTACCTGCCCGGGCGGCCGCTCT 

>312.1 

CGCGGT GGCG CTGCCGCGCCAGACTCTTGGAGAAAGTATAGCAGCAAACA 

ATGCCTATTTTCACAG GAAA CAGAACACATACCCAGAAAAATGCCCTGGC 

AATCATCAAATCACAGTTTTCCAACATCAATAAAGTGTTTAACTCCTCAT 

TTGAAAGATGGTGTTCCTGGATTGAATATTGAAGAATTAATAGAGAAACT 

TCAGTCTGGAATGGAGGTTATGGATCAGATTTGTGATGTGAGAATATCTG 

ACATAATGGATGTATATGAAATGAAACTATCCACATTAGCTTCCAAAGAA 

AGCAGGCTACAAGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGC 

TGATAGACTGATTGCTCAGCATCGCTGTCAAAGAACTCAAG 

>313.1 

TGGAGCTCCCCGCGGTGGCGGCTTCCCGGGCAGGCACCTTAGCATTAGAT 

TGAGTTATGTTGCTAGGAGATGTTTATTCATCAGCTGATCATTAAGCATA 

TGGGGCTTACTTGGCCCCCCTATCAATTTGCGTCAAAATAAATTAATTGT 

AGACXJTGTCTTGTTTTATGAAAAAGCAATGTGATAGTCTTTAAATTTATC 

TTTCTAAACAAGACACAAGTTTACACATTACCCAGCAGAGTAACCCCTCT 

TGGTATTGTTTACCTAAAAGGAAGAAGTGTAGGAAAAACTGATATAAGTA 

GAGAGTTTATTTGGGCCAAGCATGAGGGTTACAACCCAACTGTATGGAGA 

CAAGTTGTCCTGAACAATACACATTC 

>314.1 

CGGTCGAGGTACGCGGGGGGTCCTGGAGGTTCAAAGAATTGCAGGAGGGT 

TTAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACCGTGTGC 

GCAGAAAGAGGAGGCGCTCAGGAATGCATGAATTGATTAATTAAATGTCG 

AGAGCTGTAGATGGCTTTTCTCAAGGTGCTTCAAGTGCAGAAGCCCAAGT 

GATTGACCCACACACTTACCTTTGTGTTCCTTCCAGAAAATCCTCAGGGA 

GTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACT 

GTTCGTTGCTTCCAGGGCCTGCTGA I 1 1 1 1 GGAAATGTGATTA TTGGTTG 

TTGCGGCATTGCCCTGACTGCGGAGTGCATC 

>315.1 

GCGGTGGCGGCCTCCCGGGCAGGACCCTTAGCATTAGATTGAGTTATGTT 

GCTAGGAGATGTTTATTGAGTCAGCTGAAACTTAAGCATATGGGGCTTAC 

TTGGCCCCCCTATCAATTTGCGTCAAAATAAATTAATTGTAGACCTGTCT 

TGTTTTATGAAAAAGCAATGTGATAGTCTTTAAATTTATCTTTCTAAACA 

AGACACAAGTTTACACATTACCCTTTTAGTAACCCCTCTTGGTATTGTTT 

ACCTAAAAGGAAGAAGTGTAGGAAAAACTGATATAAGTAGAGAGTTTATT 

TGGGCCAAGCATGAGGGTTACAACCCAACTGTATGGAGACAAGTTGTCCT 
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GAACAATACACATTCTTATTAGCAACAGTTATAAGTAGGTTTTCAAAGAA 

AAAGAAGAGGCAGTTCCTAAG 

>316.1 

ACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGGAGCTCGGCGA 

GCGAGAGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCCCGCGTAAGCA 

GTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTAGGCGGGTGCA 

CCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAGGATGATGTCT 

TCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTCAGACCTTGTG 

AAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGTGCAGA 

TACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGCCTTCTGATG 

>317.1 

CCCGGGCAGGTACTCTGCAGAAAGTATAGCAGCAAACAATGCCTATAGAC 

AACAGGAAACAGAACATATACCCAGAAAAATGCCCTGGCAATCATCAAAT 

CACAGTTTTCCAACATCAATAAAGTGTTTAACTCCTCATTTGAAAGATGG 

TGTTCCTGGATTGAATATTGAAGAATTAATAGAGAAACTTCAGTCTGGAA 

TGGTTTTTAAGGATCAGATTTGTGATGTGAGAATATCTGACATAATGGAT 

GTATATGAAATGAAACTATCCACATTAGCTTCCAAAGAAAGCAGGCTACA 

AGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGCTGATAGACTGA 

TTGGTCAGeATGGCTGTGAAAGAACTCAAGCTGAAACAGA 

>318.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTATTGATGTTGAAGAT 

GAGAAATCTCCTCAGACTGAAAGTTGCACTGACAGTGGAGCAGAAAATGA 

AGGTAGTTGTCACAGTGATCAGATGAGCAACGATTTCTCCAATGATGATG 

GTGTTGATGAAGGAATCTGTCTTGAAACCAATAGTGGAACTGAAAAGATC 

TCAAAATCTGGACTTGAAAAGAATTCCTTGATCTATGAACTTTTCTCTGT 

TATGGTTCATTCTGGGAGCGCTGCTGGTGGTCATTATTATGCATGTATAA 

AGTCATTCAGTGATGAGCAGTGGTACGGGTGGGAATAGCACTACACTGTT 

CATCTAGCCTTGTAGAATAAGTCCCAGTGAACTGATATTCTGCAGAATCT 

TCACTGTTATATA 

>319.1 

AC I I 1 1 1 1 1 I 1 1 II 1 1 I 1 1 1 1 I I I I CAATGTTCAGTTTCCTTTAATGACC 

CCCATCTCCCTGAAGGGCAGGTGCAGGCAGCTAGGTGATGGCAAGAGATG 

TTCACTTGAAGATCTTGCCCTGATTGAAGGCTTTGCCCACATGCTGGAAG 

GCCCCCTCCCAGGAAAAGTACCAGACATCAGCTGCCTCTTCTTCATTTTG 

AGCCAAAGAAAGGGCACGTTCAAATGAGGTCAGAGTCATATCATACTGCT 

GGGCATAGAAGCAACACAGCCCCAGATTGTTAAAAAGCTGGCCGTTATAA 

ATGCCCATCTGCAGCAGCCGCCTGTAAAACCGGAGAGCTATTTCTGGCTG 

ATCAGAATAGAAGTGGTTGCTTCCAATGCATGCG 

>323.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTT CAAT ACTTAAAAATAG 
TCTTCCACAAAAATACTTTATTTCTG ATCTATACAAATTTTCAGAAGGTT 
ATTTTCTI I A TCATTGCTAAACTGATGACTTACCATGGGATGGGGTCCAG 
TCCCATGACCTTGGGGTAC1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 GGAAAGCT 
CTGCCATAAACTTCTAGCGTGTGCCAATGGTCACCTGCCACACTCGCACC 
AGGTTGTCCGTGTAGCCAGCAAACAGAGTCTGGCCATCAGCAGACCAGGC 
CAGGGAGGTGCACTGGGGTGGTTCTGCCTTGCTGCTGGT 
>324.1 

ACI 1 1 1 1 1 1 I I 1 1 I 1 1 1 1 1 1 1 1 1 1 I AGGGGGAGTTAAATAAAATAAGCAT 

GTCTCCATCCTTTATTCCTAAACA7TTACTTATGACAAATGTAACAACTG 

ACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTC 

AAAATTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTC 

TCI I M I AGTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAA 

GGGGAAGGGTTTAAAAAAAA 

>325.1 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTACCATCAAGTTAAAAGCAGAAG 
ATGCTTCTGGTAGAGAGCATTTAATCACTCTCAAGTTGAAGGCAAAGTAT 
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CCTGCAGAATCACCAGATTATTTTGTGGATT7TCCTGTTCCATTTTGTGC 
CTCCTGGACACCTCAGGTAAATTCTCCTCAGAGCTCCTTAATAAGCATTT 
ATAGTCAGTTTTTGGCAGCAATAGAATCACTAAAGGCATTCTGGGATGTT 
ATGGATGAAATCGATGAGAAGACCTGGGTACTTGCCCG 

>326.1 

TGAGCTCCCGTGGTGGCGGCCGCCCGGGCAGGACI I I 1 1 I I I I I I I I 1 1 1 

I I I I I I I AGGGGGAGTTAAATAAAATAAGCATGTCTCCATCCTTTATTCC 

TAAACATTTACTTATGACAAATGTAACAACTGACAGAAATTTGAAAAATA 

CCAGACACTTCTTAAATGATTTCCCTTGGTTCA AAATT TACCCCTTCTTG 

TTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTC I I I I I AGTTTGAACTA 

TGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAA • 

MACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCTGGCA*C"GGAAA 

GTGGTTGGCTCACGGGTCATTAGGGTAGTAAGAAGAA 

>327.1 

GTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGAATTTCT 
TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCG 
TACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCGTC 
TACCCGGGAATCC 

>328.1 

CCGCGTCCGCCTCTAGTGTCACAGACACTCCTGGGTTTGGAATTTTGTTG 

TTCTCTGTCTCTTTGATTTCCTGGAAGACGACACCATGACAATTTCAAAG 

AAAATAGAACAAAATGAAGGAAAAAGAGGCTCTGTCTTAGCACATTCCTG 

TGACCAGCCTGCTGTCTGTGGCGTGCCCTCCTGGCCCGGCCTTGGCACAT 

GTTCGTTTTTGTGGTTGTTGCCTGGACAGGCAACTCTGCAGGGCTGCTTC 

TCTACGCATCCCTTTGCCTGCCTGCCTGTGCCAGGGGTTGTCAAGGGCTT 

TTGGGTCAGAGTGGGCACCCCTTTCTCCAAGGCTCCCTGCAACAGCTGGC 

CTGTCCCTGGTGGGGCTGACAGCTTTCTTCTTACCCTGCCAGGCTGGCCA 

AGCCCCAGAGGTGACCTATGAGGCAGAAGAGGGCTTCTT 

>329.1 

TACTTTACAGGATGGCATTTAATACAGATATTTCGTATTTCCCCCACTGC 

I 1 1 I I A TTTGTACAGCATCATTAAACACTAAGCTC AGTT AAGGAGCCATC 

AGCAACACTGAAGAGATCAGTAGTAAGAATTCCATTTTCCCTCA TCAGT G 

AAGACACCACAAATTGAAACTCAGAACTATATTTCT AAGCC TGCATTTTC 

ACTGATGCATMTTTTCTTATTAATATTAAGAGACAGTTTTT CTATG GGA 

TCTCCAAAACTGCATGACATCACTAGTCTTACTTTTGCTTAATTT TATG A 

GAAGGTATTCTTCA I 1 1 1 I AATTGCTTTTGGGATTACTCCACATGTTTTG 

TTTAATTTCTTGACTAATCAGATTTTTAATAGAGTGAAGTTAAATTGTGG 

GTCATAAAAAGCATTGGATTGACATATGGTTTGCCAGCCTAAGGGTTTAC 

AGGCATTGTCCAAACA I I 1 1 1 I GAGAACTATATTTATAAG 

>330.1 

CCGCGGTGGCGGCCGAGGTACGCGGGGATAGTTCACTCACTTTCAAAGCC 

AGCTGAAGGAAAGAGGAAGTGCTAGAGAGAGCCCCCTTCAGTGTGCTTCT 

GACTTTTACGGACTTGGCTTGTTA GAAGGC TGAAAGATCGAGCGGCCGCC 

CGGGCAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IGGGI I rCl 1 1 GCTCCTTTC 

TTATGATCAGCC AC A 1 1 1 CI I CGACCTCCTTCTCCTTCATCCTCAGAATC 

TGAGAATTCTTCATCACAAGCTATCCGCTTGTCTGATGCTCGAATAGAAA 

TTCTCTTGTCTGGATCTTCTCXJATCTTCATCTCCACTGTCTTCATGAACA 

GCATCTTCTGGAATAGCCTGCATCTGGACACCAGGTGCATGAGGTAACAT 

GCGCAAATTTTCAMCAMCGCTGTTTTATCTTTTCCATATATTTGGAGT 

GTTCTGGTTTGTCATGTTTG 

>331.1 

TGAGCTCACCGGGTGGCGGCCGGGTACTAGCAGTTGCCATGAAGGAGGCT 

TTGTTCGATTGTATAACACAGAATCACAAAGTTTCAGAAAGAAGTGCTTC 

AAAGAATGGATGGCTCACTGGAATGCCGTCTTTGACCTGGCCTGGGTTCC 

TGGTGAACTTAAACTTGTTACAGCAGCAGGTGATCAAACAGCCAAATTTT 

GGGACGTAAAAGCTGGTGAGCTGATTGGAACATGCAAAGGTCATCAATGC 
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AGCCTCAAGTCAGTTGCCTTTTCTAAGTTTGAGAAAGCTGTATTCTGT 
>332.1 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTGACTTGGCAATGTAATG 
ACACACACGTTAGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGG 
TTCCAGCACCAAATCCAGAGTCACTCGGGGAAGGAGGTATGGTGGCAACA 
CTTTATGCTTAATATTCAATTCTGCTCCAGTAGAACATGGTACCT 

>333.1 

GTGGCGGCCGCTCGGGCAGGTACGCGGGGACTCTGAACGTGCTAAAATGG 

GMGGAGGCGGTGTTTTGCTGATCTGTTAAATTCTTAGTGAAGTTTCCTT 

GATTTCCAGTGGCTGCTGTTGTTTGAGTTTGGTTTGGAGCAAAACTGAGG 

TAGTCCTAACA7TTCTGGGACTGAATCCAGGC 

>334.1 

CCCCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGTCCTGAGCGATGGAGC 

CCGGGGGTGCCTGGTTATTGTCCGCTTTCTCTCTCAGATGC7TGGCTTGT 

TTTTCAAGAGAACCTTTTTCGATATTCATTGCTCCATCGATTGGATCCAG 

TCCTTGTTCAGAAAA7TGTTTCAAGGCACTTAAGGCTGCCTGAAAGCCTT 

GAATCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGTACCTCGGCCGCT_ 

CTAGAACTAG 

>335.-1 

ACTTGACTGCTAACAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCA 

GCTTCACATCTGGGAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTG 

GTGCCAGAGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAAC 

CTCCCCAACCTTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCC 

TTTCCCTGCTTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTG 

CTCTCCCTAGAAAGCTTCATTATGTGAGTGATACATCTTTTCATATCTTC 

TTGGTGGTGTGTGTGTGGTATCATCAGCCTCAACATCTGAAGCAAATGTT 

GGGGGGGGGT 

>336.1 

ACTCATGAAGGAGATGGCCCCTTTGGGAGCAACCAGAGAATCACTGAGAT 

CCCAATGGAAACAGGAGGTTCAGCCAGAGGAACCGACTTTTAAGGGATCA 

CAGAGCTCACACCAAAGACCAGGGGAACAGTCAGAAGCCTGGCTTGCTCC 

TCAGGCTCCCAGGAACCTGCCTCAAAACACAGGTCTCCACGACCAGGAGA 

CAGGTGCTGTGGTCTGGACAGCTGGGCCCCAGGGACCAGCCATGCGTGAC 

AAGAGAGCTGTATCCCTCTGTCAGCAAGAATGGATGTGCCCAGGCCCTGC 

ACAAAGGGCCCTCTACAGGGGTGCCACCCAGAGGAAGGACAGTCACGTCT 

CGCTGGCAACAAGGTGTGCCCTGGGGCTATGAAGAGACCAAGACGCTCCT 

GGCTA 

>337.1 

GGTGGCGGCCGAGGTACGCGGGATAATCAAGGTGTCACATCCCGGTGGCT 

GGACATGCCCTCTTGGGCTTGGCAGATGCCAGTGGATCCATACAACTACT 

CCGCCTGGTGGAATCTGAGAAGAGCCACGTGCTGGAGCCATTGTCCAGCC 

TTGCCCTGGAGGAGCAGTGTCTGGCTTTGTCCCTAGATTGGTCCACTGGG 

AAAACTGGAAGGGCCGGGGACCAGCCCTTGAAGATCATTAGCAGTGACTC 

CACAGGGCAGCTCCACCTCCTGATGGTGAATGAGACGAGGCCCAGGCTGC 

AGAAAGTGGCCTCATGGCAGGCACATCAATTCGAGGCCTGGATTGCCGCT 

TTCAATTACTGGCATCCAGAAATTGTGTATTCAGGGGGCGACGATGGCCT 

TCTGAGGGGCTGGGACACCAGGGTACC 

>338.1 

GGGGAGGCCAAAAAAAAAGGGGGGGGAAAAAAGCCCCGGGGGGGGGGGGG 
GC 

>339.1 

1 1 1 1 1 1 1 1 1 1 1 1 1 AATGCTGAAGATTTAGATTTATTTGAAAAGACTT AGT 

CTAATTTATATTAGTGCAGAAAAATCACATTCAATAAACCACAATTGTAG 

AAGAGACAGATMGTGTGTTTGTCACATTTTCACACAAATATAATTTGAT 

ATTTAATTAAGGGATGATGAAT 

>340.1 
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GGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTTGCCTTCAGCT 

TGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACTGTTCGTTGCTTC 

CAGGGCCTGCTGATTTTTGGAAATGTGATTATTGGTTGTTGCGGCATTGC 

CTGATGGGAGTGTATC 

>341.1 

AATACTGCCAGTTTTCCAAGAAATTTTGTAAAGTTGAACATGGCCATCTA 

CTCTTGCCTTAAAACTTTTCTCACCACACCCACCTTCCCACATGCATGAT 

ATCCAAGGTCGACAGACCTGGATTAGAATCACTCTAAGCTTTATGCAGTG 

CGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACAGTAAGT 

GTATTTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTTATAGTAT 

ACCAACTTAGTATATTTTTCAAGGAGAGCTAAACCACCTTTTGTAATGTT 

CGGTTTCTCACTGTTATCTTCCTTTCCTATAATTAATTTATTTTAATCTA 

CAAATTGACATAGGGCTAAAAGCTTCAATATTTTACAAAATATTAATTAA 

TGTMTTGTTCCCAATTATTAGAAACTTTTTTCCATTTTTCAAAATGTTT 

GCCAACTTCACACAAGTGTGTAAAAATAGGGCTCTGGATTTTCAAAAGCA 

CATACATGAATAATTTATTAGCTATTCCAGGCAAGCTAAGTA 

>342.1 

GTGGCGGCCGAGGTACAGGTTTAGTCTGAATGCACTGTCATGAAATTTAA 

ACTTfCATTATAATACTGTTTTAAGAACTTACAGCATC TGCTTTACA AAt 

GGTGTTAGCTACATGTCGACACAGCATCTTTAGCCAGTTTTCTTTTGGAA 

GTTCATCTGATGTCATCTGGAAACTGAGTAGCACATTTGCCTGCTCTGTT 

GGTGGCCTCACAAGCAAGGCAAAAGCATTATGGCAATCTAGGGTTCCAGA 

ATAACCATAAACATTAAGTGTCACTCCTTGGAAAATGACAGATGTATGCA 

AGTTTAGTTCCCTCAGAGCAATGAAATTCCAATGAAATGAACTATCACTT 

CTCCACTTTCCTTGTCCTATTTTTAATAAGACAAAGAACATCACCATATT 

AAGTTGAAGT 

>343.1 

ACATCAGAGATGCTCACACATTCTTTGAGTAGTTTAAAAACTCATTTTAA 

CCAC I I 1 1 IA TTCTTTGTATTCAAACCAATCACTGGCAATAGCTCTAAGT 

AGGTCATCAACTCTCCTCCATGTCTTCTTTCTAATTCTGCCACAGACTCA 

CTTCTTCCGTAAATTAATGGAAGGAAATGAGTGTCTGAGTTCTTAGAATC 

TCAAAAGGCATGAGGATAAAGCTTTCCTGGAGATAATATAAGTGGTGGCA 

GGAAGATTTGGGAGCCAGATGATACTCTTTTCCTCTTAGAGAAACTCTGT 

GGAAGCTCTGCCTATACTGTGGGAAATAAATTCTAGACGCTGGCTTCTTT 

CTGTAGTAAACATGTGGGCCCTTTAAAATGTTGAACCAAAATGTGCTTCA 

AATATAGTTTAGTTATAAAACATTTATGGGGGAGTATGTATGTGCCAACT 

ACAGAGGCTTCAGAGATGAAGAAACAGTTCTTACCCTAGTGTTGCTTAGA 

ATCTAGTAGTAGTAAGTAATAATTACTAACATATGCATTTACTATATAGG 

CAATACTAGGGTAAATATTTTACATAGATTACCTTATTTAGTAGCTCTTA 

GCTGCTAAAAAAAAAAAA 

>344.1 

A CI 1 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 I 1 1 1 I GTGGGAGTTAAATAAAATAAGCATG 

TCTCCATTCTTTATTCCTAAACATTTACTTATGACAAATGTAACAACTGA 

CAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCA 

AAATTTACCCCTTCTTGTTTTCTCTTGC I 1 1 I CAGGTAATTAACTCTTCT 

CTTTTTAGTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAG 

TGGAAGGGTATAAAAAAAAAACACTTTATATTATGCCAGGTGAGGTGTCA 

GAACCCTGGCATCGGAAAGTGGTTGGCTCACGGGTCATAGGGTAGTAAGA 

AGAATTTACAGAAGACAGTATAGGTTCGAAAA 

>345.1 

ACACTGCGGCGGGGGCAGAAAAGCTGCAAGGAACAGAACCAGCAATGCAG 

AAGCTCCTCGAAGGGCCACCATCATCCTGCAAAACACCAAGCAGGGCAGT 

CTCTTATGCTGTGGCTCTTCTCAAGGATGTCTCAAGGGCTCCGG TGGTG C 

TCTCCTGCTCTATCCGCTGCTGTGGCAAATCCTCTAAAAACAGCGTTTTG 

CACAGCAGAGAGCAAAGTCCGCTTGTTATTCCACCCGATACGTGAGCTCA 

GTTTGCCAGCTAGTGATCAAGTCCAGCTGTTGGCAAGTTGGTCCCTGAGG 
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CCTTGTAGACTGACCTGTGGCAGAGAGCTCCCTGGGTCCAGCATCTGTTG 

CCCTCACCCTTGACACATGCGGACCCTCCCCAGG 

>346.1 

TTGGAGCTCCACGCGGTGGCGGCCGGGGT ACAAG AGATAGAAAGACCAGT 

CCTTGCTGAAAGACAAGTCTGAATGCTCCACTTTTTCAATTCTCTCTCCA 

TTCTTCAGTAAGTCAACTTCAATGTCGGATGGATGAAACCCAGACACATA 

GCAATTCAGGAAATTTGACTTTCCATTCTCTGCTGGATGACGTGAGTAAA 

CCTGAATCTTTGGAGTACCCATTCCCTTGATGTCTACAATA TCAC CTTTC 

TTATAGATTCGCATATATGTGGCCAAAGGAACAACTCCATGTTTTCTAAA 

AGGCCTAGAGAACATATATCGGGTGCCTCTCCTCTTTCCCTTTGTGTTCG 

TCATTTTGGCGAATTACTGGAAGATG 

>347.1 

ATCCCTTAATTTCTTTGCTGGAGCATTTTAAAGCAAATATCAGACATACC 

CTTTCACGCCTCACACTTCAACATGCGGCTTGTTGAAATTCGTGCTCCAC 

TCCAGCAACTGCTTTCAATCGGAGTTCCATCCTCCGCCGCAGTATGCCCT 

AACGCAGCGTTATC 

>348.1 

ACTTGACTGCTACAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCAG 

CTTCACATCTGGGAA^ACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGG 

TGCCAGAGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAACC 

TCCCCAACCTTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCT 

TTCCCTGCTTTCTCAAACCATGTTTGGACCTGCTTG GAAG CTCCCTCTGC 

TCTCCCTAGAAAGCTTCATTATGTGAGTGATACATCTTTTCATATCTTCT 

TGGTGTGTGTGTGTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGG 

GTGGGGGGT 

>349.1 

CGCGGTGGCGGCCGGAAGGAGGAGAGGTGCTGTGCTGTGTATGA AGAG GC 

AGTGAAGACTCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTT 

GCTTGGAAAGATTTACTAAGAAGTCAAATAGTGGGTTCCTTAGAGGGAAG 

AGGTTGGAAAAAACCATGACTGTATTCAGGAAGGCACATGAACTGAAGCT 

TCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGTTGCTGTGTTATA 

ACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGAACTGAATTGTTT 

AGAGACTCTGGGACAATGTGGCAGCTGAAGCTGCAGGTGCTGATCGAGTC 

AAAGAGCCCTGACATAGCCATGCTTTTTGAAGAAGCCTTTGTGCACCTGA 

AACCCCAGGTTTGTCTGCCATTGTGGATTTCCTGGGCAGAGTGGAGT 

>350.1 

GTGGCGGCCGCCCGGGCAGGTACCCGTGCTAAAGACTTTTAGTTCGGCTC 

TCCCAGTG I » 1 1 1 I I I I CGTCGATTTGGGCACAGAGTT TCCTGGTTCACG 

TGGATGTG AGGATCCTTTACTCCAGATCGCCAGCCAGTTTTTGTTTTTTT 

TCCTGCGTTGCTGAGAGTCTGGGTTTATTCATCACACCAGGTGGATCTTA 

ATTCCATATCCCTGAGGCCACTGCAATGAGGCAGAGGAGTGTGCTCCCTC 

ATGAGAAAGGACTGGAGACCGCCCCCAGAAGAGAACGTATCCATGT 

>351.1 

CGCGGTGGCGGCCGCCCGTGCTGGTCCTTATTATTGCCCGTTGTTTCTGG 

ATGTGAATGGATTACAATGTATTTTTTTAGGGAAATCCTATTATTATCAA 

TGTGACTCCACGGGGGAGTCCATGGTGATGATGATGAGGAGGAGGATGAT 

GATGATGAGACACCTCTAAACTTGGAACAAGTTTAAGACTTTATGAGAGA 

AGAAAAAAAATCACCAACAAGAATTGTTTGAGGAAAAATCATA ACTATC C 

TGTGTTCAI 1 1 I I I I I I I I ATAAACAATAAG AAAAAGTTGTT GG AT TTTT 

TTTTAATG ATTT C I I I I I IGGGGGAGGGAATTTTGTTGCAGTTTTATGGT 

GGAAAATGCAAAAACCAGAGCCAGGTGCATAATCTTGTAATCTGTGGATA 

TCCCTGGAGCAGGACTGATGT 

>352.1 

TGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCG 
GGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCA 
GAGTCCAGGGAAGCAGTGGTAACAACGCAGAGTACCCGGGGAAAAAAGGC 
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AAATAGAATGAGAACCATATTATGT 
>353.1 

C GCGG TGGCGGCCGAGGTACACCCAGCTTTGTCTCCTGGCCCCAAATCTC 

CTTTTCCTTACTTTGGGCATTAACTGCTGTTGAGGTCTCACAGCCTGATG 

GTCATTATCCCTGAATGGCATAAATCAACAGGCTGTATGAGCATTGTGTG 

AGATTCTACATGAGGGAGAGCATTTCAAACCCATGACAGATGAGAGAAGT 

TAGTACACTCTCACTGAACTGGGGATGTTTGACTTAAAATGATGGACAAT 

AAGATAGTGAGCAGTAAGTGTGCTCTAGGCTAGGCTACGAGAGGCCATGA 

GCTCCTCATCTCTTCTCTGTTCTGAGCTCTCTGATCCACCGCACTTGGGG 

CAGGGGGTGCATTCTCTGTGCCTCTCCTGAGTCTACTTTCTGCATCATTG 

GTTCTCCCAGCTCACTTCCATAATGTCCTCCTAGGCTGCATTGGAATTGT 

GTGTTGTCTAGACCCATGGCCAACACTGTCATTGCCTGTGAGGGAG 

>354.1 

ACI I I I I I I I 1 1 I I 1 1 I I I I I I 1 1 GCCTTTAGAAGGTTAAAATGCCAATA 

TA AAGCT AAAACAGTAATCATCAGAGACAGCTCTAATAAGGCTTTGCTAC 

TGTTTTTACTATA TAAATCT TTACGTGTTAATGGAAAGAAAATTAATTCA 

TTCTGTTACTCCATTTTTTTCTCTCCATATTGTATGCCTGAAGTGAGCTG 

ATGAGGGGCAGAAAGATCATACAGTTAGGAATGAAGACATCAGAATGTTC 

GAGT-AAAGAGATATTTAAGTAGATACTATTATACTACTAAGAATAGCAAG 

AATGTCTCTCAATTCTGGGAATTTCTCCTAGCTCACACAAATGAAACGCA 

CATCTCCATGAATGCTTTCTAATAAATGCTTCCAGGATAGTATCATAAAC 

AAAGTCAAAATTAAGAAAAATCACCTCCATGGCATCCTGGTCATTCTCCA 

TCAGCTCACCTTTCTTCTTATCAGAATCCACAACTGCTTT 

>355.1 

TGAGCTCACCGGGGGCGGCCGAACCGCCATCTTCCAGAATTCGCCAAAAT 

GACGA ACACAAAGGGAAGGAGGAGAGGCACCCGATATATGTTCTCTAGGC 

CTTTTAGAAAACATGGAGTTGGTCCTTTGGCCACATATATGCGAATCTAT 

AAGAAAGGTGATAATGTAGACATCAAGGGAATGGGTACTCCAAAGATTCA 

GGTTTACTCACGCCATCCAGCAGAGAATGGAAAGTCAAATTTCCTGAATT 

GCTATGTGTCTGGGTTTCATCCATCCGACATTGAAGTTGACTTACTGAAG 

AATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTGTCTTTCAGCAA 

GGACTGGTCTTTCTATCTCTTGT 

>356.1 

CGCGGTGGCGGCCGAGGTACCTGACTGTGGCTCAGATCTGCGTCGCAGCA 

GCGAGAGAAGAAATCACTCCATATCCGATGAGAGGAAGGGTGGCACAGAG 

ATGGTGTCTACAATTAGAGACATTTCTGACTCCACCTTAGCCTAAGCAAA 

CTTTAT G TACTGA GTAACATTTGAAGGTTGTCTTTTAATGGTGGGGGGTG 

TiTrrTCCTTTTTAAACTACAGTGCTTGCACAAGAGAGGGAGGGACTCAG 

AAAAGGTTAGGGCAGGTGAGGGAGACAGTAGATGGCCTGGGATGACTTGA 

GTCCATCATACTATTGCTTGGCAGGTGTCCTCCCCCATGTTTGATTCAAA 

TTCCATGAGTGACCTACCTTTCCCCAGGAATGGGACTGAGAGGGTAGTCT 

TCCAG CAACT TAGTCTGCACAGGGCTCCCCGTTCAGGCTGCCTTTGGTGG 

TTGTGCTTTTGTAAGTTTCTTTCTCTGCACTTCGACTTACCTTTGAATCA 

GAAAGCAAGCCCAGCAGGTGAATG 

>357.1 

ACCATCTGACTTGGCAATGTAAGACACACACGTTAGTGTGGGGCACAAAC 

GTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCCAGAGTCACTCG 

GGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCTC 

CA GTAGA ACATGGTACCACCATTCTTCCAAGTTCAAAAATTATCTTTGAT 

TCATTTTGTTCCCCATTCCTCTAATATGTCACCAATTCTGCTGATACATT 

CTTTGTAATCTCTCCATCTATTTTAATCTGTTATTCACCTGAGCTACACA 

AACATTCATCTGCACAAGGAGTATTCCACGTGCTGAAAAGACAGAGGATT 

AAGCCCTCCTTGTGGAGGCATTCACAGTCTGGTTTTAATACACAAACCAA 

CAATTATAATACACAGGGATAAAAAAAGTAGAGGCACTTATTGCATACCT 

GT 

>3S8.1 
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ACTTTTCTAGCAGTCTGTGGCCACTCCATACTCAGCTGAAAACACTGTTT 

CAGCCCCCTCTCTGGTGACCTCAGCCTTCTCCAGGTGTATCTCTTGATGA 

TCTTGGAGACCAGCAGCCACAGCTGCTGCTACTCCTGCAGGAGACTGTCA 

GGCTGTGGTGGGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTG 

TTCTCTGTCCCTCTGCTCCTCCATCTTAGCTTCTGGAGGAGTTAAGGCAC 

CAAGGGCA 

>359.1 

GTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCGATC 

CCCTCTTCTCATCACTGCTGCTCCAACTGGATTTATTACTCCGGGAATGG 

TAGAGAATAAAGATTTGTAGGAAAGGTGCTGAACTGCCAAGGAAGGCATT 

TCTTGTGCCGTGTCTGGAACCGTGTATCCTTACTACATCACTGAACGACA 

CCAAGCACCCCATGCACTTCTGGGTCCAACCTTGGCCCCTGAAGAAAGAC 

ACTG ■* 

>360.1 

TGCAAAACTAAACACGCCCGAGG AAATT TGGCCAGTTATCCAATTGATGA 

ACTAGTAGATAGAGCCAAACAATCTTTTCAAGAGGGTGTTTGTGAGATAT 

GGTTGACCAGTGAAGACACGGGGGCTTATGGCAGAGATATTGGCACCAAT - 

CTGCCCACACTCCTGTGGAAACTGGTTGAAG CGATT CCTGAGGGAGCAAT 

GGTGAGGGTTGGGATGAGAAATGGGGGGTATATTTTA GAGC ATCTGGAGG 

AAATGGCAGAAATCCTTAATCACCCCAGAGTCTACGCTTTTCTGCACATA 

CCAGTCCAGTCTGCCTCCGACAGCGT 

>361.1 

TGAGCTCACCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGA 

CATTTGMTTTCTTTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAG 

CCATTCTCCCGCGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCA 

TTTACTGGGCGTCTACCCGGGAATCC 

>362.1 

TGAGCTCACCGCGGTGGCGGCCGAGGTACGTATGCACAGCCTCACACTCT 

ATAAATGTATGTGTCCTGAATTTCAGAGCTTAATAATGAATTATGGAACT 

TGATAATGATTGGATCAGGCAGACAACACCTGATCAGTCCTAATATCAGA 

AAAGAGACAAGTAGACATTATGTGCTTCCTGAGGTGAGGCAGTAGTAAGG 

AAACAACATCACACATGTAGCAGTCTTGGGAAAAAAAATGTAACCTGTAT 

CTCGTAATGAGGAAACAATCAGTAAAAAAGTCTAGATTGTGGGACATTCC 

ACAAACTTGCCTGAACTCTTTMTAATGTCAGTGTCATGAAAGACACACC 

ACACACACACACTGCACATCATACACAAACACCACCCCACCACCCACCAC 

TCAGACACACACAAAAGGGCAACTCTAATCAATTAAAGGAAACAAAAGAG 

AATGACAACTACATATAACGTATAATTCTTGATTGGATCCTGGATTTAAA 

AATAAACAGCTATAAAGGATAT 

>363.1 

CTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATT 

TGAATTTC1TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCAT 

TCTCCCGCGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTA 

CTGGGCGTCTACCCGGGAATCC 

>364.1 

CGGGTGGCGGCCGGGTCAACGCAGAGTCCCGGGAAGCAGTGGTAACAACG 

CAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGG 

TAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGGCTTTCAG 

CACAGCCCAGGGTGCCCGGGACTGAAAACTCCTTCACCAGCCCCCTCCAC 

AGGATATAGAAGACTTAGATCACTACGAGATGAAAGCAGAGCCCATTAGT 

GGGAAAAAGTTGGAGGATGAAGGAATTGAAAAAAAAAAAAAAAAAAAAGG 

TT 

>365.1 

ACCAAGCACTGGGTAAGGCACTTTTGTGGAGCATTAGACAGTAACCCTCA 
AGGAGCTAGAGAACCGGATGGGAGAC ATGAGC GGTAATTAA CTCA CTTGT 
TCCCCAG AGTTTCTATTTGTTTTGTTTTC 1 1 1 1 1 CTGTG ACTTATTTTCC 
TATTTTCTTTCCTCCATGTAATTTTCACTATGGCCCAACTAATATAAACA 
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CCTGGAAATTACAAGGAAAAAAAATTCTTCCTCTAATAACTTTCCAAATT 

TGTGGAATATTTATTTGTAATAGCAGTTATCAGTTATGCTTATATAGCAT 

TAAAAATTCTCCTCCTTTGACTACACACACAA CCAC AGTGTGGTTCTAAT 

CATGG AGATATCAGTA A I I 1 1 I AGTAACTG AATTTTGAGGACATTTCTCT 

GTTTAGCATGTATGCAAACTGATATGTAATCCGGGGTTCCAAAG 

>366.1 

TGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGCATCCTTCAACCCAATC 
AAGCTGACACTCAGTATTAACCATCACAAGGCGTGAGGACAGATAGCTGC 
ATCCGCAAAATAGAGAACCAAGAAATAGTCCCACACCAAAGTCAGGATCA 
AATGATTCCTGGACAAGCCAC 

>366.2 

TGAACCCCCCTCCGTCACCACACACAAACGTTAATTTGAGATGGATTGCA 

AACATAAAAGCTAAAACCATTAACACTTCTTGAAGGTAACATAGAATATT 

TTGTAATGTTATGATAGGCAAAAGTCTCTT 

>367.1 

ACCGCGGTGGCGGCCGAGGTACATTGAGATTCAAGAGAAAAGTCACAGCA 

GGTCTGAGCTCCTCCAGCAGGCCTTATGTAATGCTAAGATTTTTGGGGAA 

GATGAAGTTGAACTGATGAACTGGCTGAATGAAGTGCATGACAACTGAGC 

AAGGTGTGAGTeGAGGATTACAGCACTGAGGGGCTATGGAAGCAGCAGTC 

TGAACTTCGGGTTCTGCAAGAGGACATCTTACTCAGGAAACAAAATGTAG 

ATCAGGCTTTACTAAATGGTTTAGAACTACTTAAACAAACCACAGGTGAT 

G AAGTTTT AAT AATTC AAG AT AAATTG G AAG CC ATT AAAG C AAG GTACTG 

CCAGATACGAATTGAGCATACCACAAAAAAGTTCTCATTTTGTGTCCTCC 

CATGCCATTCTCCTCACTAACCAAAGGCTAGGAATTATCT 

>368.1 

CAATGTGCCAGGCACCTTACAAGACACAAATATGCTCTTATAGGCTGGGG 

AAATAAGAAAATATGAATGAAGCAACCCAGGTCTTGAGCCAAAGAATTAC 

CTGGGGTCCGTTGAGTTCAAATCTGAAAATTTCTGTCTTTCAAGGTCAGC 

ATCGCCCACAAAC 

>369.1 

ACGCGGGGGTTTCCGGTTTGGGTGTGGCCGCATGGCGTGCTGGGGTGCAG 

GTGGCCGAAGGGGGCGTTACTGTTGCGACTGGCATCCGCATCCGGCAGAT 

GTAGATGGAACCAAAGCCAGAAGTTACGCGTCACCCTTGCTCTACAGCCA 

AACATGCAGGACTCTAGTAACCCGCGAAATGATGGGATAGCGTTGCAAAT 

CCTTAAAAGAGTCTTAACGGAGAAGGAAAAATGTTACATTGTCAAAGTCC 

CAAAGCCTTTCAGCCTGAAGCCAGGAACAATTGTTCAAAGTTTCTTTGGA 

ACATCAAGGAAGGAAATCCAGATTTTACTTTAAGTGCAATGGGGAGTCAT 

TAAGGATTTTGTGTAGATACAGCAAAAAGACAACAATCTTCAAGCCACAA 

TGGCCCTCACCAGAACCCAGCCATGTGGTCAGCCTGATCTCGGACTTCAC 

AGCCAGCAGAACTGTGAGAATTAAATC 

>370.1 

GTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGAATTTCT 

TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCG 

TACCAGCAGAAACCAGGACAGCCTCCTAAGCTGCTCATTTACTGGGCATC 

TACCCGGGAATCC 

>371.1 

ACGATTATTTTAAACAAGCCTACGTCCCTGACTAACCGAGTGGAAGGTGT 

GAGTGGCACTACAAATTCACAAAAGAACTGTAGCCTCAGATAATCAAAGG 

AGAGAAGGTCAGATGCAATCACTGATGCATGCTAGTAATTCTCAAACCTT 

CGTTTTCAGAAACGAlTGGATTTTCAGATAGATTTGCAGTAAGAGAATAA 

CAAGTCTTTAI I I 1 1 1 1 CATCCCAACTTCTTTCTTGCACA I I 1 1 ICTTCT 

AGCTATATTTAATATCTGTTCTCCCCACACACTTGCTAATCTACATTTCA 

CMTCTTTTTCCACTTCACTTTGTCTGCA 

>371.2 

AGAAATCTACCTGGACAGAATAGCATC 1 1 I I I I I 1 1 CCCCCTG ACCCTTG 
GCATTTCCTCTTCCTCCAACTTCTGCCTGATCCTAGGATGGAC 
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>372.1 

ACGCGGGGATGTCTCTTGTCAGCTGTCTTTCAGAAGACCTGGTGGGGCAA 

GTCCGTGGGCATCATGTTGACCGAGCTGGAGAAAGCCTTGAACTCTATCA 

TCGACGTCTACCACAAGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAA 

GACAAGTCTGAATGCTCCAC I I I I I CAATTCTCTCTCCATTCTTCAGTAA 

GTCAACTTCAATGTCGGATGGATGAAACCCAGACACATAGCAATTCAGGA 

AATTTGACTTTCCATTCTCTGCTGGATGACGTGAGTAAACCTGAATCTTT 

GGAGT 

>373.1 

ACGCGGGGAGAAGGAATGGAAAGCCTGGAGAAAGAGGATGAAATGACGGA 

TGAAGCAGTTGGAGACTCTGCTGAGAAGCCTCCTTCTACTTTTGCCTCAC 

CTGAGACTGCTCCAGAAGTGGAGACCAGCAGAACTCCACCAGCCTGTGAA 

ACCACGAACCCTTCAATCAAGAAAAGACCTTTGATCAGGAGAAGACTTCT 

CGTCTCATTTCTGGGGACACATTCAGGATTTCTCCAAAGCAGGTGAAGGT 

>374.1 

GGGTGGCGGCCGAGGTACGCGCCAGTCACTAGCAGGTCCTTGTGAATCTC 

CTCACGGAGGCACTTGCGAGAGTTAATGGGCAGATGGAAGGAGATGGCAA 

GGACCAATCTGGGGCCGAGCAGGAACAAAAGCAGCAACGCTAACGGAAAA 

GGG6GGCGCGGGGCTGGTGGGCCAGACAAACCAGACATGGTGCTCCCCGC 

GTACTCCTTATACTTATTAAACACAAAATTAATTGTAAAATAGCCTCAGG 

CAGGTCCTTCAGGAGGTATCCAGAAGAAGGCATTGTGATCATAGGAGCTG 

ATGGCTCCGCCTGGGTTACTGCCCCTGTAGACTTCCAGTGGGACAGGATA 

TGGAGGTGGAAGACAGTGACATGGATGATCCGGACC 

>375.1 

CGGGTGGCGGCCGAGGTACCTCAGCTGTTGATCTGTGGAGCCTAGGAATC 

ATTTTACTGGAAATGTTCTCAGGAATGAAACTGAAACATACAGTCAGATC 

TCAGGAATGGAAGGCAAACAGTTCTGCTATTATTGATCACATATTTGCCA 

GTAAAGCAGTGGTGAATGCCGCAATTCCAGCCTATCACCTAAGAGACCTT 

ATCAAAAGCATGCTTCATGATGATCCAAGCAGAAGAATTCCTGCTGAAAT 

GGCATTGTGCAGCCCATTCTTTAGCATTCCTTTTGCCCCTCATATTGAAG 

ATCTGGTCATGCTTCCCACTCCAGTGCTAAGACTGCTGAATGTGCTGGAT 

GATGATTATCTTGAGAATGAAGAGGAATATGAAGATTGTTGTAGAAGATG 

TAAAAGAGGGAGTGTCAAAAATATGGACCAGGGGTATCTCTACTTGGTCC 

AAAGGAAAATCCTGGCAGAG 

>376.1 

CAGGTCACAGGTCTCGAAAAAGCGGGTGGTGCAATGCTCCATGGGGATGA 

GGGGAGCACGCAGTGGAG CCAGCTC GGTGTGGGAGAGGTACCTCTAAGGT 

GTTCTTCCTACCTAGCCTAG I 1 1 1 I I I CTACCAACCTAGTTCACCTAGTT 

TCCTGCCTAACCTCGTTAGATATCACTCTTCGCTGCTTCAAGAATACTAA 

AGCAACACTCCTGATATTAACCTACTACTCAGTTTTGTGTGGCAAAACAG 

AGATCACATCCCATTTGTCTTTGTGTCTCTGGCTGTTAGCACAAAGTTTA 

GCACTTAATTCATGCTCTACAATGTTAGTTGAATAGGTGAGTGACAGAAT 

TTGTTATTCTTAAACCATTACTGTTTGTTAGTGAG 

>377.1 

TGAGCTCACCGCGGTGGCGGCCGGACGGAGGAGAGGTGCTGTGCTGTGTA 

TGAA GAGGC AGTGAAGACTCTGCCAACAGAGGCCATGTGGAAGTGTTACA 

TCACCTTTTGCTTGGAAAGATTTACTAAGAAGTCAAATAGTGGGTTCCTT 

AGAGGGAAGAGGTTGGAAAGAACCATGACTGTATTCAGGAAGGCACATGA 

ACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGTTGC 

TGTGTTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGC 

>378.1 

CGCCCGGGCAGGTACCAGGTGGTGAAACCAACTGCTGAACGCACAGCCTA 

CCTCCTGTATTACCGCCGAGTGGACCTGCTGTAAACCCTGTGTGCGCTGT 

GTGTGCGCCCAGTGCCCGCTTTGTAGGACACCACCTTACACTCACTTCCC 

GCCTCTCTTTAGTGGCTCTTTAGAGAGAAACTCTTTCTCCCTTTGCAAAA 

ATGGGGCTTAGAATTGAAACAGGAGTATCGCCTTTGTGGGTTTCGATGCA 
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ACAAACACGAGCTTTCTTGTTGACTTCTAACTTTTCAAATCAAAATCATT 

TGGTTGAAACAGACTGTTGCTTGA7TTTAGAAAATACACAAAAACCCATA 

TTTCTGAAATAATGCTGATTCCTGAGATAAGAAAGTGGATTTGATCCCCA 

GTCTCATTGCTTAGTAGAATAAATCCTGCACCAGCAAC AACAC TTGTAAA 

TTTGTGAAAATG AATTTTAA I 1 1 1 1 CCTTTAAAAAAGAAATTTTT 

>379.1 

AGCCAGCCAATAAAATATAAACTCCATTTGTCTTAGTTATATAGAACTGT 

GTTTCCAGCTTAGAAAAAGTCAAACCAATGACTTGTAGAACAATCTACTC 

TCATTTTTTATTCAGCCTCTAGAACATGGAAGCTTTAAAAGTGAATTGGC 

TAAATAGGCAAGACCTTCTGAAAGTTAACATCTTAATGATTAAAAACAGT 

AAGTACGCACAACCGAAGCGTAGAGTCACACTTGCAACAAAAGGTTACAA 

TATTGTAATGGGCTCTGTCCGGTTCTGCTTGTCCAGCTGGACCATCTATT 

TCATCCTCCTCCTCTGAGCTGTCATTTAATTGCTCATAACAGTAGAGATC 

AGTTGTCTCTGGTTGCAAATCTAACATATATTTATGCAATGTAGGGTGTT 

CTCCATGCATGATTACAGCTGGGTTTCTCTACGTGTTCTTGATGATCTGC 

AACAAGACATACCTCGACCGGGCCACCGGCCCCTTATATTATGGAATCTT 

TGCTTTTTGGCCAGAGGTCTTTGCTTTT 

>380.1 

GAGGT-AGGTTAGGTGATTTTeCGTTAAGGGGGTTGTGACGTGGTTGAAAT 

TGCAACGCTCAAACTTCCAACACTTGGTATACACTTGTAACCC AGCT TTG 

TTAATGAGACACGCATCAAAATCAGATGAACAATTGACGGCTGTTTTGCA 

GTCAGCAGTTGGGTTAGGACAGTTGTAGCACTGCAGGCTATGTCCTGAAT 

G 

>381.1 

CTCACCGCGGTGGCGGCCGAGGTACACCATGTGAAGACTGGACTTAAACA 

GCTACACCACCAGATGCCGAGAGAGAGGCTGGAACATAGCCTTCCCTTTG 

GAGGTAGCCTGGCCCGGTGGGCACTGTGATCTCAGACTTCCAGCCTTCAG 

AACTGTGAGACAATATTTTATTGTTTAAGCCACTTATTTTTTGGT 

>382.1 

ACTACATGAGTAATTGCATAAATGGACGATGTCTTTCCTCTACTTTTAAT 

TTCCAATGACT 

>383.1 

CACGGCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGC 

TTCACCCATAATTAAGAGCTTCTGAGGATGATCGATAAATAAACACACCT 

CCTCTTAACCATCCTTGGGCT 

>384.1 

GACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCTG 

AGTTCATCAAGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAACA 

ATCCTGAAGGCCTGGG A I I 1 1 1 I GTCTGAAAATCAACTGCAGACTGTAAA 

TTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACTTGATCCATCTGTGTG 

AGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAGACATCATTTAT 

ATGCAATTTCATCAGCACCAGAAAGTTTGGGATGTTTTTCAGATGAGTAA 

AGGACCAGGTGAAGATGTTGACCTTTTTGATATGAAACAATTTAAAAATT 

CGTTCAAGAAAATTCTTCAGAGAGCATTAAAAAATGTGACAGTCAGCTTC 

AGAGAAACTGAGGAGAATGC 

>385.1 

GAGGTACTCCGTCTCAGAGGAGGGATGCAAATCTTCGTGAAGACACTCAC 

TGGCAAGACCATCACCCTTGAGGTCGAGCCCAGTGACACTATCGAGAACG 

TCAAAGCAAAGATCCAAGACAAGGAAGGCATTCCTCCTGACCAGCAGAGG 

TTGATCTTTGCCGGAAAGCAGCTGGAAGATGGGCGCACCCTGTCTGACTA 

CAACATCCAGAAAGAGTCTACCCTGCACCTGGTGCTCCGTCTCAGAGGTG 

GGATGCAGATCTTTGTGAAGACCCTGACTGGTAAGA 

>386.1 

TCGCCCGGGCAGGTACTCCCTGATAAAGGGGAATTTCCATGCCGTCTACA 
GGGATGACCTGAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATATCAGG 
AAAAAGGGTGCAGACGTCTGGTTCAAAGAGTTGGATATCAACACTGATGG 
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TGCAGTTAACTTCAGGAGTCCTCATTCTGGTGATAAAGATGGGCCGTGGC 

AGCCCACAAAAAAAGCCATGAAGAAAGCCACA^^AGTAGCTGAGTTACT 

GGGCCCAGAGGCTGGGCCCCTGGACATGtAeTCTCAGAATGTTTGTCATA 

TGCTTCTTGCMTGCATATrrTTTAATCTCAAACGTTTCAATAAAACCAT 

TTTTCAGATATAAAGAGAATTACTTCAAATT 

>386 2 

GAGTAATTCAGAAAAAACTCAAGAATTTAAGTTAAAAAGTGGTTTGGACT 
TGGGAACAGGACTTTTATACCTCTTTTACTGTAACAAGTACCTCGGCCCG 
CTCTAGAACTAGTG 
>389 1 

GATGCTGTTCCCCATTTCTCCACTAAAACGCCTGCTTTTCTTAACTCCAC 

ACCGAACCAACCTGAAATATTTTGGCCCAGAATGCCAACAAGAATTGAAG 

AAAAGATGCTTTACAAAAATAACAATATAAAAGCAAATTATATTATCCCT 

TTTATCTCCATTCTTACATTAAAAAAAAAAAAA 

>391.1 

CCGAGGTACGCGGGATGGGATTTCTGACCATTTGCCCTGCCTCTTGCAAA 

ATAGGTCTAATGGCAGGATGGTGTCATAATTAAGGCTACCAAGACTGCCC 

ATTGTTCCAGGCTGGGCAGTTCATAATGGGGGCAGACAATAGTGCAAAAA 

AATT7TAGATTTTATGTTTAGAGTGTGAGGGTGAAATTGATTTGCATGGT 

TGAGGATGTAGCCAAGTGTGGAATCAGGTGGAATAGGTGGAGAGTTGCCC 

ATAGTGGTTTGGAAAAGAGAAGAGGACTTTGAAAAGTGGAGGGCTCATTA 

GGTGACCCAAATTTTACCTGGGGCATCCCCCCTTTAGGGCCCCAACTTAG 

TCTGTCAGACATCTCTGACCTTAGATGGGTGCTGGCACCACTTTGGAATG 

GTTCCCTCCATCACTGAGGACCTGACTTAAAGTTTTTCTAT CTCAC TTAA 

AACAACCCTTTAACGCTCTCAACTTAGGCAATAATAAATTCCTTTTCATG 

AATTCCCTTCACCACCATGCACCACACAGACCACATGCCCG 

>392.1 

AGCGCGGGGAGAGGCCGGTTTGCAGTATTGGGCGCTCTTCCGCTTTCCTC 

GCTCACTTGACTCGCTGCGCTCGGGTCGTTCGGCCTGCCGGCCGAG 

>392.2 

ATTCAGCTTCACTCAAAAGGGCGGTAATTACCGGTTTATTCCACCAGGAA 

TCAAGG 

>392.3 

AACCCGTTAAAAAAGGCC^GCGTTGCTTGGCGGTTTTTTCCATAAGGGCT 
CC 

>393.1 

ACAGGACACAGGCACTCCTTTGTCTGGTAGAGAGGAGGAGGGGAAATGGA 

GCTATTCCAGGATACAAGGGATGGCACTGAGGGATGCATAAGTCCCCTGC 

CTCCCTTGTCTCAACATGTTCTCCTCTGCCAGCCCAGTCAGCTTGGGGAG 

CTAGGTATCAGAAACCTGAAGGATCCAGCCCGCTTTGTCCTACTAGTGTC 

TATAAGTCTCTGTCCTGAGATCCTGGGGCTCCTCCTATTTCTAGAAGGGA 

TGAGGTGCCATCAAAAATAACTTGGCTGGTGTAACAGTTTAGAGAAGGAA 

GTCACACCTGTAGCCTGGCTGGCAGGCAGGTGGACATGAGGCTGAGAAGG 

GAAGCCAGATGTCAGAACATACTAGGCTAGCATGCCTGCT 

>394.1 

TGGCGGCCGAGGTACCAGGCTGG CGAC AGGTGCTACCAGGAGTGGGCTGA 

GGGGAGAAAAACTATCTCCCACTCTTTTGGCCCAGGCAATGTCAACGACT 

TCCACATTCCCTGGCCCACTGGCTGAGCAACCCCAGGTTCGGCTCTGTAT 

AAGGACCCTCCCCTCCCAACCCCAACCCAGAGTGCAGTGCAAATCAACCA 

ACAATTTACTGGTGGAATGGCAATCAAAGGAAACAGTT AAACAC CAAACA 

ATTTCTTAMGCCAAAAAATATTTTTCATG GAGTT GAACATTTTTCGAGT 

GTGTrTTTTTCAAGTGTAAAAGCAGTGACATTTTGTTCAAACAGAAGCAG 

CATCTAGGAATTCTGGCACTTGGGTTCTAGGGGGTTACAGGTATGCATCA 

TGGATTCTTCTCCCTCGTATTTAAAAAGA 

>395.1 

ATCTTAATTTATTTAAAGCCATAGATTCAGTTTAGCTTTAACCTAGACAG 
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AAAGTGAAAAGCATTTTACAAGTAGAAGAGGCAATGAGAAATAAGGCAAC 

AGATAATACG TCAAA GCTGGAACAAGGGCAGAATCAGAACGTGTCTGGCT 

ATCAGCTTTGTTTTTGACTACTAAGGCCAACCTTTTTATTCCTCTGGATG 

GTCTGCAGACCAAGTTCAGAATTTAGGCAAAAGGATTTCCAAATGGATCC 

CTATACATTTTCAGAAGATTCAGGTTGAGGAAGAAGCCACAGAGGGCTTG 

TGATGAACCCAAAGGAATCTTTAAAGAAA 

>396.1 

TGGCGGCCGAGTACCGCGGGAGCTTCTCCTTGCCAGTTTTTCCCAGCAGG 

ACCCTCTTCTTGTTTTGAAAGATGGTCGGCTGCTTTTGGTAGGCACGCTC 

AGTCTGAATGTCCGCCATCTTCC 

>397.1 

ACCCTCTTCTTGTTTTGAAAGATGGTCGGCTGCTTTTGGTAGGCACGCTC 

AGTCTGAATGTCCGCCATGTGTCC 

>398.1 

CTCACCGGGCGGCGGCCGAGGTACAAAATTTAGAGGTTTCCCCTTTATCA 

ACAAGAGACCCAGGTGCCAGCATGTTACTACCAGATCCAGTTCTTCTTAG 

GACAGTGTGGCTCAAAGGGATGAGACCTTCCAGACACTGGTATCTGAGCA 

TCTGGGCCTGCCCCTGAGTTGTCAAGAAATTTCTTATCTCTGAAGGAGTC 

CAGACAGGAATGCT7CCACTGCTGGGTGGGTGCTCGCCCCTCTl*GCTCCT 

TAAGCGCCCGGCTCACCCCCTTGCTAGCACAGGGTGTCTTACACAGTTTA 

TGGGACTTTTCTGTGAACTACCTGAGGGCAAGAACCATGTCCCACTCCCT 

GCTTGCTCCTCAAATATTTTATAGGAAAGCAGTCCACAGTCTCACACAGA 

GGAAACATGAAGTTTAAGTTCTAGCCCTATG 

>399.1 

GCCGAGTACTCGGGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAG 

ATTTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAAT 

TATAATTCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCC 

CACAGCGTCTCATGTCTGCCAGCAATAGCAATGAGTTACTTCTTAATCTT 

AATAATGGTCAACTTTTGCCACTACAACTTCAGGGCCCACTTAATTCATG 

GATTCCACCTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTCAAATTC 

CAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCTGGACTG 

CTCCCAAATCAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAAGGAG 

C 

>400.1 

GTACAGACAGTGCTTGATGTTCATAAAAAATACAATGCCCTGGTAATGTC 

TGCATTCAACAATGACGCTGGCTTTGTGGCTGCTCTTGATAAGGCTTGTG 

GTCGCTTCATAAACAACAACGCGGTTACCAAGATGGCCCAATCATCCAGT 

AAATCCCCTGAGTTGCTGGCTCGATACTGTGACTCCTTGTTGAAGAAAAG 

TTCCAAGAACCCAGAGGAGGCAGAACTAGAAGACACACTCAATCAAGTGA 

TGGTTGTCTTCAAGTACCTGCCCGGGCGGTCGAGCGGCCGCCCGGGCAGG 

TACGCGGGGGCTAACCAGGCCAGTGACAGAAATGGATTCGAAATACCAGT 

GTGTGAAGCTGAATGATGGTCACTTCATGCCTGTCCTGGGATTTGGCACC 

TATGCGCCTGCAGAGGTTCCTAAAAGTAAAGCTCTAGAGGCCGTCAAATT 

GGCAATAG 

>401.1 

GCGGCCGGTTGACCTTGTATGTCACGAGCAATTAGGAGAGTCAGAGGATG 

AAATAGATGAACCCGACCATGCAGTTAATCACCAACATCAACTACTAGCC 

AGACGGGATGAACCACAGCGTCACACAATACAGTGTTCCTGTTGTAAGTG 

TAACAACACACTGCAGCTGGTAGTAGAAGCCTCACGGGATACTCTGCGAC 

AACTACAGCAGCTGTTTATGGACTCACTAGGATTTGTGTGTCCGTGGTGT 

GCAACTGCAAACCAGTAACCTGCTATGGC 

>401.2 • 

TATTGGAAAACCTTACTTTTTTCAATGAGCATTTTTGCATCAAGGGGTAA 

CAGGGACATTAGGC 1 1 1 1 III 

>402.i 

ACACATATCCTCTGTGGGAAAAACTGCTCTCAGAGTGTGCACTCTCCCCA 
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CAAGCCAGCGCTCAAACTGGAAAAAGTATCTCAATGTCCTGAATGTGGGA 

AAACCTTTAGCCGAAGTTCTTATCTTGTTCGGCATCAAAGAATCCACACA 

GGCGAGAAGCCTCACAAGTGCAGTGAGTGCGGGAAGGGCTTTAGTGAGCG 

CTCCAACCTCACTGCCCACCTACGAACTCACACAGGGGAGAGGCCCTATC 

AGTGTGGGCAATGTGGGAAAAGCTTCAACCAGAGTTCCAGCCTCATTGTC 

CACCAGAGGACCCATACCGGGGAAAAGCCTTACCAGTGCATTGTCTGTGG 

AAAGAGATTCAACAACAGTTCCCAGTTCAGTGCTCACCGGCG 

>403.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACCAAATTAAGTATTAAAATG 

AGGATTGAACTGGGGCAAACAGGTTATTGTGAAAACAGTCAATATGTAAG 

CTCCTTCAAGGGAAATCAACTACTGTTCCTCAAGATTAGAAGATGTCCAC 

ACTCTTTGCATTACCTCCCTAAAGGAGGAAACACCCATTA ATTTT CCCTT 

ATGGAATCAATATGGAGTGGAAATATGAAATGAGGAGATGTTTTAGAAAG 

CAGGACATATCTACCTACCATTACTGGAATTAAAATGTATCCTCTGGGCC 

CACTCCATTGATTCCGATCTGAGGTGAGGAGGACTAAAAGCAGCAGCAGG 

TTACAGAAAGACTGAATAAGATGAAAGTATGCTACGTATGTCTAGCTGGG 

GAAGGGGGGATCTGGAAAAAA 

>404.1 

CCGCCCGGGCAGGTACGGACGCCCAGGGATCCGCGCCGAAGCTAGCACGC 

AGCCTACCCAACAGTCTACACAGCCGACCAAAGCCCCCGCGTACCCAGAG 

GAGTCGCTGGTGAGTGGGAGCTCAACCCTGTTCAGTGCTCTGCTCATCAA 

GTGTCTGGAGAAGGAGGTTGCGGCATTGTGCAGATACACACCCCGCAGGA 

ACATCCCTCCTTATTTTGTGGCTTTGGTGCCACAGGAAGAAGAGTTGGAT 

GACCAGAAA 

>405.1 

GCGGTGGCGGCCGAGGTACGCGGGGGGCGGCGGCGGAGAGAGCTGGCTCA 

GGGCGTCCGCTAGGCTCGGACGACCTGCTGAGCCTCCCAAACCGCTTCCA 

TAAGGCTTTGCCTTTCCAACTTCAGCTACAGTGTTAGCTAAGTTTGGAAA 

GAAGGAAAAAAGAAAATCCCTGGGCCCCTTTTCTTT TGTTC TTTGCCAAA 

GTCGTCGTTGTAGTC I I I I I GCCCAAGGCTGTTGTG I I I I I AGAGGTGCT 

ATCTCCAGTTCCTTGCACTCCTGTTAACAAGCACCTCAGCGAGAGCAGCA 

GCAGCGATAGCAGCCGCAGAAGAGCCAGCGGGGTCGCCTAGTGTCATGAC 

CAGGGCGGGAGATCACAACCGCCAGAGAGGATGCTGTGGATCCTTGGCCG 

ACTACCTGACCTCTGCAAAATTCCTTCTCTACCTTGGTCATTCTCTCTCT 

ACTTGGGGAGATCGGATGTGGCACTTTGCGGTGTCT 

>406.1 

CGCGGTGGCGGCCGAGGTACAGTTCACAGTGCTTGATGATAATAAATGGT 

TATTTTACTGGTTCATGTATTTACTATATCATAC 1 1 1 1 1 1 1 CATTAGAGT 

GTGCTCCTTCTACTTATGTAAAAAAAAAGTTACCTCAGGGAGGTCCTTCC 

TGAGGTCTTCCAGCACACGGCATTGTTATCATAGAAAATGACAGCTCCAT 

GTGTGTTACTGGCCATTACCACCTTCCAGTGGGAAGGATGTGGAGGTGGA 

AAGCATACTGATGATTTTGTCCCCGTGGAGGCCTAAGCTAATGTGTGTGT 

TTGTGTCTTAGC 

>407.1 

GCGGCCGGTGTGCTCATCGTAGCCTCGGGTCGGGGGATGCGTCTCCGCTT 

TAGCGCCAAGATAGAACTTCCTCAGACCACCGCCGCCGCCCCCGCGT 

>408.1 

GTACCTCCACTGGCTGAAGTCTCTACATAGCTCTCAGGAACCTTCGGAAA 
GGCATCCAACTCTTTTACCAAACTTAAAGTTTTTTrCCGATTCAGTCGCC 
TCATCTTCAGGAAAACCTTCCTCTTCCTTCATATAGTCATGCTTGTGTTA 
TGGTCCCAGCCTACCGCCATGTTTTACAGAAGCCCGGGTCGCCGGGGCTC 
CCGCGfACCTGCCCGGGGGGCCGCTCGAGGCAGGTACTGAATGACACATT 
ACCTCCACACTCTCCCGGACTAGGTGGTCAACAGGGCCACAGGGTTGCTT . 
TCTGTCTTTGGTGGGGCAGGGGAGJTGACAGGGATGAGGGTCCAAGGAAT 
TAGCATGAATGACAAGAtAACAAGGGAAAGAGTTAACCCf GTCACATAGT 
AGGTTAACI I I I 1 1 CAGGGTTT 
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>409. 1 

I 1 1 I I I ATTTTGC I I I I I I I I CGCGGGAGTTAAATAAAATAAGCATGTCT 

TCATCCTTTATTCCTAAACATTTACTTATGACAAATGTAACGACTGACAG 

AAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAAA 

TTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTCTT 

TTTAGTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGG 

ACGGGTATTAAAAAAAAACACTTTATATTATGCCAGGTGAGGTGTCAGAA 

CCCTGGCTTCGGAAAGTGGTTGGCTCACCCCGCG 

>410.1 

G GGC AGGTACTGTG C AGTAGTAACCAT AATTCTAAATG AG G ATT ATG GAT 
TTTTCTGGAAGATTC I I I I I I CCTGTGGAACATGATGAGAAATGTTTAGG 
AGAGGGGACATAGCCATTTTTGTATGAAGACCAATTC 
>410.2 

CACACTCACACACGCATGCACACATGCACGCACAACTTCACTCTATATTT 

ATTCT 

>411.1 

CCTTGAGCAGATGCTGTATTATGGGGATAAGCCACACACTTTCTGAACTG 

GCCCGGTCAGGGGGGACATAACCATTTCCTGTGCCACCCCATCA GTAC CC 

ACCTATTGTGAGCGAAGGCTCCTCCCCTGCTrGAGTAATGGCCACAGATC 

TTGGCTCGGCACTCCTAAGCTGCATGATGAATTCCTGGGACAACAAGACT 

GGCTCGTGGTTCCATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCACTA 

GGAGATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAAGTC 

TGACTCTAAAGAAGATGAAAATCTAGTAATTAATGAAGTCATAAATTCTC 

CCAAAGGGAAAAAACGCAAGGTAGAACATCAGACAGCTTGTGCTTGTAGT 

TCCTAACCACGCAAGGATCTGAAAAGTGTCCTCAGAAGACTACTAGAAGA 

GACGAAACGAAACCTGTGCCTCGAGCG 

>412.1 

GCCGGCAGGTACTAGAGTTTTCAAGTATGTTCTAAGCACAGAAGTTTCTA 

AATGGGGCCAAAATTCAGACTTGAGTATGTTCTTTG 

>412.2 

GTGAATTTTGGCACAAAGGAGTGACAAACTTATAGTTAAAAGCTGAATAA 
CTTCAGTGTGGTATAAAACGTGG I I I \ I AGGCTATGTTTGTGATTGCTGA 
AAAGAATTCTAGTTTACCTCAAAATCCTTCTCTTTCCCCAAATTAAGTGC 
CTGGCCAGCTGTCATAAATTACATATTCCTTTTGG 1 1 1 1 I I I AA 
>413.1 

GGTACCTAGTCTATATGAGTTTGATGCTTACAGTCAAGGCTATTAGCAAA 

TATTCAGGAAAAGTAAAGCCTAAAGAAGAAAAGAGGGAATGAATAGTTTG 

TCTAGAGATAATAAAAGGAAGGTGAATTTTTAAAAAGACAAAAATAAGGC 

TAGAAAAGACTGAGTGGAGAAAGCCTACAGAATTTCAGAAAGCTAAAGAA 

ATTGGAAATTAGATTGAATATAGATAGAAATGGGAGGACAATGCAGCCAA 

TGAAAGACTGTGGGGACTAATAAAGGGAGAGCCCTGTGGTTTGGAAAGTG 

TCCCTTAATCAGCCTGCAGTGCTGCAAAACAGAAACCCAGAGAGGGTGCT 

TGAGAATATACAAGAACCCTTGCGGTGGTGACTGAACAAAACGCAGCCAG 

GGATTTCATCAGAAGCATAATCCATTCATGGCACCAGTCTGGCAGTGCTG 

GGGAGCTGGTAAGATACACAC 

>414.1 

GGCGGCAGGTACGCGGGATCCAAGATGAAGTGCAGAGAAAATAAAGAATC 

CAAAGTCATAGTCATGAGGACAGAAT 

>415.1 

AAAACCAAGACGAAGCCACTACAGCCCCCGCGTACCTGCCCGGGCGGCCA 

AAGGCCAACAAGGCAGTGGG 

>416.1 

TCACCGCGGTGGCGGCCGAGGTACGCGGGGCTGCGGAGGACCGTGGGCAG 
CCAGGGTCGGTGAAGGATCCCAAAATGGCTGGGCGAAAACTTGCTCTAAA 
"AACCAtTGACTGGGTAGCTTrTGCAGAGATCATACC(XJAGAACCAAAAGG' 
CCATTGCTAGTTCCCTGAAATCCTGGAATGAGACCCTCACCTCCAGGTTG 
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GCTGCTTTACCTGAGAATCCACCAGCTATCGACTGGGCTTACTACAAGGC 

CAATGTGGCCAAGGCTGGCTTGGTGGATGACTTTGAGAAGAAGTTTAATG 

CGCTGAAGGTTCCCGTGCCAGAGGATAAATATACTGCCCAGGTGGATGCC 

GAAGAAAAAGAAGATGTGAAATCTTGTGCTGAGTGGGTGTCTCTCTCAAA 

GGCCAGGATTGTAGAATATGAGAAAGAGATGGAGAAGATGAAGAACTTAA 

TTCCATTTGATCAGATGA 

>418.1 

TGGCGGCCGAGGTACGCGGGATTTTGAATGAATTCTCAACAAAATGTGCT 

AGCCACTGGGGACGCAAAACAAGTAAGATCCCTGTTGCAAGAAATTCATT 

TTATAGTGAGGGAGGTTGGCATGGAGACTAAAATTCTCAGGAAAATGAGA 

TCCGTGTTAGATAGAATCCTGATGTGAAATGGGAGGACTCAGGAAGGAGG 

ATCGTCTTTACCTGAGGATTTCTAGCCAGAGGTCCCAGATGCCTGGGCTG 

AGAACCCAGCGATAAGGGGGCGTTCCCAAAGCAGACACAGGGATAAGAAC 

AGAGGAGGCAGCAGCATTGCACAGCCCCAGGCACAGTGGCAGTTAGGATG 

GCTGGAGAGTAGGATAGTTCTATGGGTTGCCCAAAAAATGTGATGTGCTT 

CATGTTTTCTCTGACTCATGGATCTGGTAGAGACCATAGACATGATATAG 

ACTAACTTGCCCATTTTTCACAAGAGGAAACCATGCTTATGACTTACCTT 

AAAGTTTTTTGTTCTGTTTTGAAAGAAACCATGTGCTTCATGAAACCTAC 

AGTTGA 

>419.1 

CGCGGTGGCGGCCGAGGTACAGTATATTGACCTTAAAAATCAGTAAAGCA 

GTCATGGAAATAACAGGTCGTGTATTATTCATGGGCACAAACTGACTCAT 

GGCTGGGGAAGAAGCAGCCACCTTAGACCAGATGGACAAGCCAGATACTG 

CAGAGAAGTTTCTGGGCTTTT 

>419.2 

GGGAGACTCTAGATTCAATTCTGTAAAGTTATGATGCAGTTTTCTCCTTC 

CTCTCCTCTCACCTCCTCTGAGCACAGCTTTCAACAAAAACTTTGCATAC 

CCCGCGTACCTGCCCGGGCGGCCGCTCGAGGTACTTCTCTGAGCATTGGC 

CTCTGGCTGGGATTATGCTTCAACAGTCTTGAAATGAGGTCCCTGGCTCC 

CTCTGTTACAAAGTCAGGGAATGTGAATTCAACCCGTGATATTCTTTTGT 

AGGTCTCTTGGTATGTGTTTGCCTCAAAAGGAGGCTTCCCAACTAAAAAT 

TCATAGCAAAGAACTCCAAGGCTCCAGAGATCCACCTTCTCATCATGCAT 

GCGACCTTCAATCATTTCAGGGGGCA 

>420.1 

CGAGGTACGCGGTGGTCGGCGCCATTTTGTCTCGGCAGCGGTGGCCGTAG 

CTCCATCGCATTTTATGTTTCTGGCGAGAAGGGAACGGAGTTTTCATCAG 

GTAGATTGGTTTTTGT 

>421.1 

GCCGCCTGCCCTGAAAGACCTCCTGCTGGAAGACCTCCAGGATGGAGAAG 

TGAGGCTGGGTGGCTCCCTGCGAGGGGCATTCAGCAACAATGAGAGAATT 

AAAAACTTCTTCAGAGTCAGTTTCAAAAATGGATCCCAAAGTCAGACCGA 

CTCGCTACAAGCCAATGACACTTTCAACAAACAGCAGTGGCTTAACTGTA 

TTCGTCAAGCCAAAGAAACAGTTTTGTGTGCTGCCGGGCAAGCTGGGGTG 

CTTGACTCCGAGGGATCGTTCCTAAATCCCACCACCGGGAGCAGAGAGCT 

ACAGGGAGAAACAAAACTTGAGCAGATGGACCAATCGGACAGTGAGTCAG 

ACTGTAGTATGGACACGAGTGAGGTCAGCCTCGACTGTGAGCGCATGGAA 

CAGACAGACTCTTTCTGTGGAAACAGCAGGCACGGTGAAAGTAACGTCTG 

ACAGAAGCATGTGCACTTCGGGAAGCAGGCCTGCATCTTACCTGTACC 

>422.1 

ACGCGGGAACTGGGGAATTCTGGCCCTACGTGCATTCACAGGCAATGATG 

GGTTTGTGTGTATGGTGTCATGAGATCCTCTACCTCATAACAAAAGGACA 

GTGGGTAGACTAAGGCAGTAGCTCAAAGGGCTTTGCAAAATTTAATATAT 

TAAAACAAGAGGCATCTGCTAGAAAACATTCTATTGTATACATACTGAAA 

ACCCTATMGGTCCTGGATMTTTTTGTTTGATtATTCATTGAAGAAACA 

Tl^ATTlTCCMTtGTGTGAAGTTTTTGACTGlTMTA 

AACCATCAAAAAAAAAAAAAAAAAAAAAAGT 
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>423.1 

ATTAGACAGGGGGAAGTMAATTATCTTTTTGCAGATGATATGACTTATA 

TGTA 

>424.1 

TGGCGGCCGAGGTACTGCCGTAGCCGCTCCTCCCGCAGCTGTGCCGCCTC 

CTTGTCCTCCTCCTCATTGTCACTGCCAAACAGGTCAATGTCATCATCCT 

CGTCATCCTCTGCTGGTGTGGCTGGCTTCCAAGCTGGTGCCCGTGGGCTA 

CGGTATCCGGAAGCTACAGATTCAGTGTGTGGTGGAGGACGACAAGGTGG 

GGACAGACTTGCTGGAGGAGGAGATCACCAAGTTTGAGGAGCACGTGCAG 

AGTGTCGATATCGCAGCTTTCAACAAGATCTGAAGCCTGAGTGTGGGT 

>425.1 

GGTGGCGGCCGAGGTACTAAGTGGTTTAAGGATGGAAAAGAGCTAACAAG 

TGACAACAAATACAAAATAAGCTTCTTCAACAAAGTATCCGGCCTTAAGA 

TCATCAATGTAGCGCCGAGTGACAGTGGGGTATACAGTTTTGAGGTGCAG 

AACCCTGTTGGCAAAGACAGCTGCACAGCTTCATTGCAGGTTTCAGGTTG 

GTTGATTTCTTGGGCTTTTCCTTCATCATTATAATAATGTAGTTCCTGAT 

TTTCATAAATGTATATGGGTTGTTACATCTTCTATAGGATAACATGAGTC 

CGACATCTTCTGAATCAGCMATTCAGAGGCAATACCATCTCAAGAAGCC 

ACCATTGAGACCACAGCCATJACaCTuA I UCA I GGTCATCAAGAACTGCCA 

GAGGAGCCATCAAGGCGTCTATTCTCTTAAAATGAGAGGCAGGACTGGCT 

AGGGTGATGCCTAAAGATGATTCCCAGGCTTGACATGCTGGTATTCTTAC 

ATATC 

>426.1 

TGGCCGGCCGCCCGGGCAGGTACTGAATGTGGGAAAGCCTTTTGCCAGAA 

ACCACACCTGACCAACCATCAGCGAACACATACAGGAGAAAAACCCTATG 

AATGTAAGCAATGTGGAAAAACATTCTGTGTGAAGTCAAACCTCACTGAA 

CATCAGAGAACACACACAGGGGAGAAGCCCTATGAATGTAATGCATGTGG 

GAAATCCTTCTGCCACAGATCAGCCCTCACTGTGCATCAGAGAAGACACA 

CAGGGGAGAAACCTTTTGGATGTAATGAATGTGGGAAAACCTTCCGTCAG 

AAGTCGGCCCTAATTGTTCACCAGAGAACTCATATAAGACAGAAACCCTA 

TGGATGTAATCAATGTGGAAAATCATTCTGTGTGAAGTCAAAACTCATTG 

CACATCATAGAACACACACAGGGGAGAAACCCTATGAATGTAATGGTTGT 

GGAAAATCATTCTATGTTAAGTCAAAACTAACT 

>427.1 

TGGCGGCCGAGGTACCTTACTTAGCAGAGCACTTTGCAAACATATTACTT 

ATTAGCAGAGCTCTTTGTAGACCTTCCACATCTGGCTGTCAGATCTTAAG 

GTTGTGAATTTAGGCTCCAGTTATATTCACTGGAGAGCATAATCCCACAC 

GGGTTATTTATAAATACAGAGCCTCTGATTGGACGGTCTCCTGCCAAGAA 

CTAGTAATACCCTTGTTTTAAAATCTTCACAAGGTAAAACTTAAAAAGCC 

MCCAAACAAATTGCTCTCCATTCTACTTTTAATTGGGCCAAACAGCATA 

TGCTACAGTAGTAACATGTTTTTCGGAGAGTGTAAAAAACTCTGTTTACA 

TTTGCCTCCTCCGTGGGTTGATCGAAAATGTATAAAACTGACTGCTTCTC 

GCCAGCCTCAGACAAGAAGAGTGAGCTGCTGGTACCTGCCCGGGC 

>428.1 

GGCCAAATGCAGAAACGTCCCACATGCCCACCAGGAGCAAGCTTCAAAAT 

GTTCAGCTTGCGGGGCA 

>429.1 

TGGCGGCCGAGGTA C 1 1 I M I I I I I I I I I I I I I I I I GTGATCTCAACTGC 

TTTTAGCAAGTTGTGMTATACTTGGGCTTTCTGTCTTTCCCCAAAAGCA 

ATTTGGGATTATTTTCCTCC 1 1 I I I I I I CTGCATTTCATCATAAATACTG 

TCATATTCATACACAGTAGCATCTTCTGCAAGGGCCTTCTGGATTTCCAG 

TTTGGTCTGTTTCATGGCCTGCTTCTrTAGCAGCTTCCCTCTGMGGCTTT 

CACTCACAGAGGTCTCATCATCATCATCAGAATCATTCCCAAACACTGAT 

GGTTTTTGCAAAACAGGGTGCMCTGCTGTGTTTTCTTTGG.CAAAATAAG 

CCCATACT ... 

>430.1 
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GGCGGCCGAGGTACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACT 

AATTACTTGAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTA 

TGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCT 

TGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGAC 

CCAG ATG AAG ACCC AAG GCATAAG GTTGGG AAAAC ACCTC ATTTG ACCTT 

GCCAGCTGACCTTCAAACCCTGCATTTGAACCGACCAACATTAAGTCCAG 

AGAGTAAACTTGAATGGAATAACGACATTCCAGAAGTTAATCATTTGAAT 

TCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAA 

TCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTCG 

GGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCC 

CAGTATGGTGGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCC 

TGTGCATTCCGATGGAATTTCAGTTCATCAGATGT 

>431.1 

GCGGCGAGACCAAACAACAGCCCTCCAACAATGATGACCAGTGGAAAAAC 

AATGGAGTCACCAAAACCTGGGACAGGCTCATGCTCCAGGACAATTGCTG 

TGGCGTAAATGGTCCATCAGACTGGCAAAAATACACATCTGCCTTCCGGA 

CTGAGAATAATGATGCTGACTATCCCTGGCCTCGTCAATGCTGTGTTATG 

AACAATCTTCGAGCGGCCGCCCGGGCAGGACGCGGGAGTTCAAGAAGCTG 

GTGGTCAAGGAGGAGGAGGTGG'AGGTGGCA'GTGGAG'GAATTGCAGAAGCT 

GGAAGTGGTCATATGAACTACATTCAAGTAACACCTCAGGAAAAAAAAGC 

TATAGAAAGGTTAAAGGCATTAGGATTTCCTGAAGGACTTGTGATACAAG 

CGTATTTTGCTTGTGAGAAGAATGAGAATTTGGCTGCCAATTTTCTTCTA 

CAGCAGAACTTTGATGAAGATTGAAAGGGACI I I I 1 1 ATATCTCACACTT 

CACACCAGTGCATTACACTAACTTGTTCACTGGATTGTCTGGGATGACTT 

GGGCTCATATCCACAATACTTG 

>432.1 

GGCGGCCGAGGTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCT 

TCCCGGGACTCTGCGTTGTTACCACTGCTTACTGCGTTCCCAGCATTTCT 

TTTCTCTTCTCGTTTCCTGTAGATTCCGGCTAATGGTTTCCCCTGGCATT 

TGACTTCGTGATGTGTAACTGATTCTCTTCCTGAAGGGGGAAACGCATTC 

CAGAGCATTTGTTCGGGCTCATGTAGGAATAGATCTTTGACTGCCCGGTA 

AATCCCGCGT 

>433.1 

GCGGCCGCCCGGGCAGGTACAAATCTACCTCCCCACCAAATGTCCTTAGA 

GGGCCAAAGATGGC 

>433.2 

GCAGTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAAACTGCTGACT 
CCCTTTATCTTTTCCATAGCACCCCAAGCCTAAAACCAGACTGGCACAAA 

T ' 

>434.1 

GCGGTGGCGGCCGAGGTACTTTTCTAAAAGCTCATCCACTCTATCATTTA 

GATATCCAATTTTCAGAATGTGCTCAACATTGGCCACTCCATCTGCCATT 

CTTAAGTCTCCTTGGGAGTCTCCCAGAAGAATTATGTTACTATTGTCTTT 

TAGTTGATTGAAATATTCTGTATTCCTCAAGGCACCATCATGTTTGTTAA 

ATACATGAATTAGTTCTCCTTTAAATCCTTTGAGCACCCCCTATGAAAAA 

TATAAATCTTTTGAACAGGCTTTAAAAATTCTATTTGTTGGATTTTCATA 

TTTTGGAGCTCTTAATTGATGTCACTATTATTTCATCATATTTGTAAATA 

CATCTTTGATACTAGAGATCTCAAAGCACTTAAGTCCATCACATTCACCA 

TAGCTAAGAAGGGCTC^GAGAAGTAMTGATTTTTTAGATACTATTTTAA 

ATGGTAAAACAAAAG CCGGGCGC AGGGGCTCACA 

>435.1 

ACGGGGGGGTTGCTCAAACCGAGTTCTGGAGAACGCCATCAGCTCGCTGC 
TTAAAATTAAACCACAGGTTCCATTATGGGTCGACTTGATGGGAAAGTCA 
TCATCCTGA 
>436.1 ' 

GGCGGCCGAGGTACGCGGGGGAACACCACCCAGTGTGGAGCAGCCCAGCC 
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AAGCACTGTCAGGAATCCTGGGGAGGCAGCTACCAACTGACTGCAGATCT 
GGAATAATAAGTGAGGGGTAGATCTGCCCATAGAGCTCACTTTAGACCGG 
CCTATACTCCTACAAAGAATTGTGGTAGGATC 
>437.1 

GGCCGAGGTACCTTTTTAGAAGAGAAAAGAATCTTGAATTGTATATATTT 

ATTTTGCTTTACAGAAAAAAATGGTTTCGTAAATAATTTGCCTATTTTGG 

TTAACATAGCACATGGAGATAATCATCTGAAAGTTATAGGGCACTGCCAC 

TGCTGAATCAAGAGCATGCCCAATATTTGAGGTGGCTCTGATTTCCTGGC 

AGCTGAACTCGGGTAGTCCAGTGGCCTAGCTGGTCCTGCCCG 

>438.1 

AGGAGGAATTAGTGGATCCCCTAACAACAGTGAGAGAGCAATGCGAGCAG 

TTGGAGAAATGTGTAAAGGCCCGGGAGCGGCTAGAGCTCTGTGATGAGCG 

TGTATCCTCTCGATCACATACAGAAGAGGATTGCACGGAGGAGCTCTTTG 

ACTTCTTGCATGCGAGGGACCATTGCGTGGCCCACAAACTCTTTAACAAC 

TTGAAATAAATGTGTGGACTTAATTCACCCCAGTCTTCATCATTTGGGCA 

TCAGAATATTTCCTTATGGTTT 

>439.1 

GTGGCGGCCGAGGTACTCTGTGATTTCACCTAGATTTGGAGAAGGTGAGG 
GAGGAAAGGCTGTCCTCn-rGATCCCATACCATGCAGGGGCAAATGGCTG 
>440.1 

GGCGGCCGAGGTACGCGGGATGTCTAAATATCTTGTAAAAAGTGTTAAAA 

TAAACAAACCCAGTCAATTAAAAATTTTGACTGTTATTGAGAAAACTCC 

>441.1 

GCGGCCGAGGTACATTGTAGCTTTGAACTCAGTGT7TAAAAATTCAATCT 

GGTTACACACTCTATCTTCTAGATCCCTTGAGACACTGTCTTCCTTGAAT 

AAGGGCCAGGTGAAATGGCATTTCAGCTGTGGAAGGATTTTCTCCAGGGA 

ATTCTTGGTGACCTCACTCATGACTGCCCTCTGTGTCTCTGCTGTTCCGA 

AAAGCTGGTGACCAGGCTGATTTGTTCTTCAGAAGTCTTCCTGTCTGCCC 

CCGCGTACTGTTCCTGCAGGTTAAGGCAGGACTGGAACTCCTCCACAGCT 

TGCACATAGTTTTCAGATTCAACACTAACTTCTCCGAGTTTAAGATGTGC 

CTGGGCAGCATAAAGCTGTGCTTCTTTTG I I I CI I GCCTTTTAAAAATGA 

TCTTTGCTAAATCCAGCATATCCCAGGCAAGCTCTAGGTTCCCAATCTCC 

TCCTCCTCATTTTCTTGAAGAGACTTGTnTCAAGGACTGAATCATTTGG 

CATTTCTTCAGTCTTATCATTTTCTTTATCATCCTCTTCCGAGCCTTCAG 

TTTCTTCACCCTCTTTCATCTGGTCTTCTCTCTCTTGGGGCTCTTCATTA 

GCAGCTA 

>442.1 

GGCGGCCGCCCGGGCACGTACTTTTGCTGCTGAGGAATGGAATCAAAAGA 

ACGTAGTCTCCTGGTAACCACCTCAGATCTCTATTATTAGGCTAGATGTG 

GGGCGGGTGACTCCCCCAGCTTCTTGCTCTCGACCCTGCACTGTAAGTTG 

CCCTTCTATTAGCAGCCAAGGAAAAGGGAAACATGAGCTTATCCAGAACG 

GTGGCAGAGTCTCCTTGGCAATCAACCAACGTTGCTATGAAATATGCCTC 

ACACTGTATAGCTCATTATAGGACGTCAGGTTTGTTGAAAAAAGTGGGCA 

AGACATGATTAATGAATCAGAATCCTGTTTCATTGGTGACTTGGATAAAG 

ACTTTTTAATTTTAAAAAAAAATATTCATGGAATAGGGT 

>443.1 

CCCGCGGTGGCGGCCGAGGTACATGAGAGACACTTTAAGCAGGCTCACAG 

GAATAGAGTGAGTGCGGACTCAGATTGTTTAAGCTATCTCTGAACCCATT 

(XTACTGCGTTTAACTATTTTATTGGTTTCTAACTACTACCACAGACACG 

GATACCTCACAGGTTCCATTATTACTCACAGCGTTGTGGTCCGGGTTCAT 

CGCCATCCTGCTCCACGCTGTCATAATCCTCACGCATCCGCGCTCGGGAC 

CCCTCTTCTATAAGGGACATACACGAGATCACCGAAAAGTCCTCGTTTCT 

CCCATTGTTCCTATGAGGTGGGTGGGGACTCCAAAACCCGTAGCTCCTGC 

CCTACTAGGCCACTCTACCCCATT 

>444.1 

CCACCGCGGTGGCGGCCGAGGTACCCAGCCCCACCCAGGCAAACAGCTCC 



Page 60 of 111 



WO 01/42467 



543 

Table 3 



GACATGTTTCGTAAGTGAGACAAGCCAGTGCA 
>444.2 

GTTATGGCTAAGCACATAGAAGGCCAAAAAAGGAGTTTTTCAAACCCAGC 

AAATCAAGTGCTTGGATTCTGAACTGCCAAAAGAAAACTGCACTTCCCCT 

CTTAAGTAAAACGAAATGAGTTTCTTAGGTAAATGTATTCATCAGCCCAG 

ATAAAAAAAAAACCAGTTATGTGAGCGTTAGTCACTGCTCATTTCCAGGA 

AGATCAAACAAAATACCAGCCCAGCCAGACTCACATGTGTGTATATATAT 

ATAAAGCAAAGAGCCCCGCCCACAAGCCAGCA 

>445.1 

ACTTTACTAAAATGACTGCATTCTTTGGATTCCTTCAGTCTATGGTTCAA 

GTCACTAAAGATTCATTTTTGTTGAGTCCTTATGAGAAACAGCAGTATGA 

ATCTTGACGGTTTCTGCCCGTCCTAATGGCAGAGCTCTCTGACTTGGGTG 

TATGCTACCAGGCTGGGTTCAAGTGAGAAGTTCTGGTCAGTCTTCTGTGG 

GTTGMGGTTCAATATCAATTCTGTTTCAAAGCCTTTGTGATGCTATTTG 

AATCTTTGCTCGGTATATGCCACCCAGTGGTCAGTCTGGGACCTAGGTGG 

TGAGCTATCCCATAGTTCATTCTCAACGTCTTTACTGCACTGTTTAGGGT 

CAGATACACATATATATACAACTTTGGGTGAGCTCAGGAGTTTATAAGCT 

TTATGGGCTTGGTGTTTTGATTTATAAACAGGAGTTTATAGAACTTTAT 

>446.1 

GCGGCCGAGGTACGCGGGGAGACACAACTTCCTGGGCTTAGATATTTCAG 
A 

>446.2 

TTAGTTTGTTTTCATGCTGCTGATAAAGACATACCTGAAACTGGGAACAG 
AAAGAGGTCTAATTGGACTTACAGTTCCACATGACTGGGGAGGCCTCAAA 
ATCACGGTGAGAGGTGAAAGGCACTTTTTACATTGGCAACAAGAGAAAAA 
TGAG 

>447.1 

CGGCCGAGGTACGTTTTGTGACAGGCAATAAAATTTTAAGAATTCTTAAG 

TCTAAGGGACTTGCTCCTGATCTTCCTGAAGATCTCTACCATTTAATTAA 

GAAAGCAGTG 

>447.2 

CGAAAGCATCTTGAGAGGAACAGAAAGGATAAGGATGCTAAATTCCGTCT 

GATTCTAATAG 

> 447.3 

GTTTTGGGCTTCCGATATTAATAAGACCAAGCTGAGTCCTCCCTCCCAAT 
TGGAAATATGAATCATCTACAGCCTTCTGCCCTGGTCGCATAAAATTATG 
TCTGGTGTTCTCAAGGCAATTAATAATGATTGTTTTAACACCAACAA 
>448.1 

GGCGGTGGCGGCCGAGGTAC I I I I I I I I I 1 1 I > I I I I I I GTTAGTGTTTT 

CTGATGTCTTTTCTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACAT 

TCTCACGTTTCTA 

>448.2 

AGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATTTTT 

GTGAATTGCGGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTA 

CGATCCAACGCATGCCTGGAGTGGAGGACTAGATCATCAATTGAAAATGC 

ATGATTTGAACACTGATCAAGAAAATCTTGTTGGGACCCATGATGCCCCT 

ATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGGAAG 

TTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATGCTG 

GGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGG 

>449.1 

CGGCCGGGTACAAAAAGCAGGGGCCCAGCCCCAGCTGTTGGCTACATGAG 

TATTTAGAGGAAGTAAGGTAGCAGGCAGTCCAGCCCTGATGTGGAGACAC 

ATGGG ATTTTGGAAATCAGCTTCTGGAGGAATGCATGTCACAGGCGGGAC 

TTTTTCAGAGAGTGGTGCAGCGCCAGACATnTGCACATAAGGCACCAAA 

CAGCCCAGiSACfGCCGAGACTCTGGCCGCCCG 

CCTGCCCGGGCGGCCGTCGATCTCCTTGTGTTCAAGCAACTTCTTGCGGT 
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AGTCCTGAAGCGCCTTATCTCTAGGGTCCGPCATGATGAGAACCCCGCGT 
>450.1 

GGCGGCCGAGGTACTCCCTACGGCACTAGTCTACAGGGGGAAGGACGCTC 

TGTGCTGGCAGCGGTGGCTCACATGGCCTGTCTGCACTGTAACCACAGGC 

TGGGATGTAGCCAGGACTTGGTCTCCTTCCCGCG TCAAG AGATAGAAAGA 

CCAGTCCTTGTGAAAGACAAGTCTGAATGCTCCACTTTTTCAATTCTCTC 

TCCATTCTTCAGTAAGTCAACTTCAATGTCGGATGGATGAAACCCAGACA 

CATAGCAATTCAGGAAATTTGACTTTCCATTCTCTGCTGGATGACGTGAG 

TAAACCTGAATCTTTGGAGT 

>451.1 

GAGCGGCCGCCCGGCAGGACAAATGAGTTTAGAAATGTTGTATAAGGCTG 

ATCTGGACCCAAACTAAAACAA 

>451.2 

GGTTTTTTTGTAGAAACCATGGTAAAAAGGGAAAAGA AACCT TTGACTGG 

CGGGGGCAGGGGGAATACAAAAAAAAAATCCCTTGA I I I I I AAAATATAC 

TTGAATATCAAACTCAGAAAGAGTTATTTTT GTGA AAGAGGCAAAATTGG 

TCTTGAGCTGCTTCAGTCTATGTCTGAAGGTTTTACTGAAATTATGGTCC 

AGTTTTAGGAGAAAAATTCACAGAAAAGTCAGATTGTAGATTTTGAGAAG 

GAAAGTGTGAGGTGGTGATTTTGTGGAAGGTGATGGTTATGAAGeTGAAT 

GAGGGCCTGAATTGCTTCTTCCACAGATCCCAATTGAATGAGCGCCATTT 

TGCGATCTTTCTGAAAGAATTTAAAAGCCTTCACTGAACATCCAGCTTCT 

ATGAAAAGGTTCTTCAGATCATCCACTGTAACAGAAGGGGGAATGTTGGA 

AAGA 

>452.1 

GCGGCGGCTAATGTTAGAAGTTAA GTTGGAA CCTATAT TGTAG AGGAACA 

AAAGCCAATCAGTGTCCTTTTTGTCTTTTTrrACATAAACTTTTACTACA 

AAAATTAATATATGGATTTTGAATTTCCAGTCAAACCAAATTGTAAAACT 

GTTTCATTTGGTTCTATATTATGTATACATAATTTATC TATTA TATATTT 

ACATTAAAATATATGCATATATAATGGATTTAATTTCCTTTTGGCACCCC 

CATATCTAGAAGTCTCTTCATAAATTAATAAATAATCTAGGGCCAGCATT 

ATGTTTGCTAGACCTGGATTTGGCTCAATACTTAAAGTTAAAAGTTTCTG 

TCTTTTTTCTTGGACTTGAAACTGCCTAG AGCG TCAGTCTCTCTGTTATT 

TTTTTCTATTTT C I I 1 I 1 CCCCCATCAGTCTTTTAGCCACTTGAAGCCAA 

AATTCTTAGTTTCTGTCCTAGTCGATAAGAGTAAAAGGGGAAGGAGGAAA 

A 

>453.1 

TGCGGCCCTTATCCCGGGTAACCTATACGTCTTTGAGGTCCCAACCCCGG 
>454.1 

CGCGGGGACCTTTCACGGGCGGGGGGAGCTGAGGCTCCTGCCGACATCTC 

TGATCCTTGCACCCTGGCAGGAAGCTGGTCGCGGGCACTATAACGGGAGG 

CCTCCACATATTCCAGAAAAGAAACCACTCTGCAGTGCCAGACTGGAAGA 

AGTAACGGTCACTCTGAAAACAGGGGGGGAGAGCTGCCTCCCTTTGAACC 

TCTCCCAGGACCAACTCTAACCCAGGGAGGGGAACTTGGTCGGTGCAAGC 

GGTGGCTTGGAGACAGAATCATCTAATGGAAAAGATACACTAGAAGGCGC 

TGGGGATACATCAGAGGAGAGGGATACTCACGCGGGCTCCGTGGATGAAG 

AGAATGGCCGACAGTTGGGCGAGGTAGAGCTGCAATGTGGG 

>455.1 

ACGCGGGGAGGATCTCTGTCTTTTGTTCCCTCACCTGTCTGCCTGTCTCC 
TCTCCTTTCCTGCCTGGGGGGACTGTCCAGAAGACATCATCGTCCAGTTC 
CTCTGCATTTGAACAGCTGATCCCCCACCCCTCAATACCGT TTAG AGCAG 
AAGCCAGCAATAACTAAACGGTCAGGGACAGATAGAAACTATTTTCGGCT 
TCATGGGCCACACAGCCTCATTGTAGCTTCTCAAATCTGCTGTTGTAGCA 
AGAAAGAAGCCATATACQCtGTGTAAACAAATGAATATGGCTGTGTGCCA 
ATAAAACTATTCACAMCATAMGAGTGGGCTGGATATGACTCAGATACT 
" GTTGtTTGACAACCCCtGAtCTAG AGTAAAAATTCCAAAC • 
>456.1 
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GCGGCCGAGGTACAACATGACATTTTTAACCAATCCAATCTAAAAATGTG 

CCAGAATCCACCTGTGGCCCGAATCGTGTTTGGTTCCTCTTTCTACTCCA 

CTGCAGATGACCAAACCTGTCCCGCTGCCACTTTCCTCACTGATATTGGG 

AGGAGGGCAAGGCCCAGCCGAAGTTCCACTAAAAATGCCCCAGGAGAATA 

GGCACCGGCTGGCTTGCCAAAGGGTTTGGGTTTTATTGCTTTCTG I I I I I 

TCTTTTCCCGACAGCACAAAGAAGTAAGGGCAGTTATTGGACAGGTGTTA 

TTTAAACATTCTATTGTAAATGAATGTGTTGTTTGGTTCTACTGCATTGT 

GGAGCATGCGGGGGAAGAGAACTGACCCAGGTAATGAA 

>458.1 

ACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAG 

GATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGAGCAAAATAA 

AACAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTG 

CTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTCAGATGAAGAC 

CCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCT 

TCAAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTG 

AATGGAATAACGACATTCCAGAAGTTAATCATTTGAATTCTGAACACTGG 

AGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAATCATCTGGAAAC 

CGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTCGGGCCCAGCCCCA 

AGCTGCAGGCCATTCACAGCACCCGA 

>459.1 

TGGCGGCCGCCCGGGCAGGTACGCGGGTAGTGAGCTGGTTAGTGAAGGCT 

TTGTAGCTGAGCAGTTTCTAAATAACACAGCCACTCAACTGACATACCAT 

GGATTATGTGAACT AACTT CAACGGTTCAGGAAGGAGAACTTTGTGTGTT 

CTTTCGGAATAATCATTTTAGCACCATGACCAAATACAAGGGTCAACTGT 

ATTTGTTGGTAACGGACCAGGGGTTTCTTACTGAAGAGAAAGTTGTTTGG 

GAAAGCCTACACAACGTAGATGGTGATGGAAATTTCTGTGACTCAGAATT 

TCATCTTCGACCTCCTTCAGATCCTGAAACTGTATACAAAGGACAACAAG 

ATCAGATAGATCAGGATTATCTTATGGCATTATCTCTACAACAAGAACAG 

CAGAGCCAAGAGATCAATTGGGAACAAATCCCGGAAGGAATCAGTGATTT 

GGAACTAGCAAAGAAACTCCAAGAGGAAGAGGACAGACCGGCTTCTAATA 

CTATCAGG 

>460.1 

TGGCGGCCGAGGTACGAATGTGCAAAATTAAAGCATGGTAAACTGATATT 

TACATAAATATCAAACCAACAATTAGTTTATACATTGTCAATGACCTTCT 

AAGATATGTCATGAGTGGATCCAAGAATATCTTTCCCCCAATGGAGAAGG 

TATTCAGAGGCTAAATTCCGACACTTTAAAATGACACACATCATAGGCTT 

TACCTGTTTGACCACTGCCTCAAATGTGTGAGATGTGATTTTATGATCCC 

GCGT 

>460.2 

TAGACTTCAGGGAAACAACACGTCCTGAAAGAAACATGATTCCCCTCAAG 

CCACAAAGGATTTTCTCATCAAGTGTTTTCACCTCTGCATTAGATTTGGA 

CACAAGAAGAGGAG AGCATT TACTCAGGTAAAAATAGTTCTCTTAGTCTC 

TTCCTCTAGTTACTAATTTTTAATTTAAAAATACAATTAACTGATCTAGC 

TGATAAAAGTCACAGACAGAAATAAGCTAAGTTCTCTCTTCCTTTAGGGA 

ACGCTGGTGGCAATTCACCATATAAACTGGATGGAAGAATTCTCCCA 

>461.1 

CTGGAGTTCTAGCAAGTCGGCCAGGATGTCTAAGGCTGAGTTTGAGAAAG 

CTGCAGAGGAGGTTAGGCACCTTAAGACCAAGCCATCGGATGAGGAGATG 

CTGTTCATCTATGGCCACTACAAACAAGCAACTGTGGGCGACATAAAAAC 

AGGAACGGCCCGGGATGTTGGACTTCACGGGCAAGGCCAAGTTGGATGCC 

TGGAATGAGCTGAAAGGGACTTCCAAGGAAAGATGCCATGAAAGCTTACA 

TCAACAAAGTAGAAGAGCTAAAGAAAAAATACGGGATATGAGAGAGTGGA 

TTTG GTTACTGTGCCATGTGTTTATCCTAAACTQAGACAATGCCTTGTTT 

TTTTCTAATACCGGGGATGGTGGGAATTCGGGAAAATAACCAGTTAAACC 

AGCTACTCAAGGCTGCTTACCATACGGGTCTAACAGATTAGGGGCTAAAA 

ACGATTACTGACTT 
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>462.1 

ACCGCGGTGGCGGCCGAGGTACGCGGGATATTGTTCCTGATTTGCCTGAT 

GTGTGGACGGATCACCAAGCGAGTGACACGAGAGCTCAAGGACAGGCTAC 

AATACAGGTCAGAGACAATGGCTTATAAAGGTTTAGTGTGGTCTCAGGAT 

GTGACAGGCAGTCCAGCCTGACCTTTCTGCACACTCCAGACAAACTTCCC 

AGACAAGCTCCTTTGTGCCTCTACGTGGAGAGGGCGTGGAAAGTTATCAC 

ATTAAAAGATGGAGGATTTAAAAAATAAAAAAAAAAAAAAAAAAAAAAAG 

T 

>463.1 

CCGACCCTGCCGCTTACCCGGATACCTGTCCGCCTATTCTCCCTTCGGGA 

AAGCCGTGGGCGCTTTCTTCATAAGCCTCACCGCTGTAGG 

>463.2 

AGGACACCGACTTATCCGGCCACCTGGGCAGGCAGCCAACTGGGGTAAAC 

AAGGGATTAAGCAG 

>464.1 

I I I I I I I I I I I I I AAACCGCTGCCACCACCATGAAAGAGGGGCCACCACA 

TTTTTATTGCATACTCAGGGGAATAACTTATTATACAATGAACACTCCTC 

CATTAGGAGACCATGCCCACTTACAGAATGCAGCCGTAAATGCGGTAAAT 

GTATTTAGAGAGGTTGGGGTGCAAGATGAGAGAAGTATCACCCCCAGGAA 

TTTGAAGTGAGAATGATCTACAAATTCTCCTGACAAGGAGCAACCGGGCT 

TGTGCTAGTGAGGGCTGAAAAAATTCCTGGCAAAACGTAGGGGGAGATTA 

AATCTCGGAATTGACAGCAAGTTTGGGGA 

>465.1 

GCGGCCGAACGCAGAGAAGGTAGAAGATAGCACCATGCCGATTCGTCGAA 

CTGTGAATTCTACCCGGGAAACTCCTCCCAAAAGCAAGCTTGCTGAAGGG 

GAGGAAGAAAAGCCAGAACCAGACATAAGTTCAGAGGAATCTGTCTCCAC 

TGTAGAAGAACAAGAGAATGAAACTCCACCTGCTACTTCGAGTGAGGCAG 

AGCAGCCAAAGGGGGAACCTGAGAATGAAGAGAAGGAAGAAAATAAGTCT 

TCTGAGGAAACCAAAAAGGATGAGAAAGATCAGTCTAAAGGATAAAAATT 

ATGATAAATAAAGT 

>466.1 

GGCGGCCGAGGTACGCGGGGAGGTCGGTGCGCGCTTCTCCCGAGGTGGAA 

CGGGCGGCAGTCAAGCGCCGGCGTTCTCTGCCGTCACCCTTTCCTTGC 

>467.1 

TTGTTTTCCTGAACACTCAGCTGGACTGCATTTCCCAGCTTCCCTTGCAG 

TTAAGTCACAAGTAGCGCTGTGACTGGGTTCTGCCCGGTAGAAGGTAAGC 

AGAAGTGATGTGTATCACT 

>468.1 

TGGAGCTCCACCGCGGTGGCGGTCGGTGTGCTGTGCTCATCTGTCTTCCA 

AAGGAGGAACAGATCGGCAAGTGCATCTGACGCGTGGCCGACAAATGCTG 

TCGAAGAAAGAAATAAAAACCCTGAAACATGAGCGAGAGTGATCGAAACG 

TGTGGAAATGCCTTCTTAAAGTTTATAAAAGTAAAATCAAATTACATTTT 

TTTTTCAAAAAAAATAATTTAAAACTAAATGTACCTTAAA 

>469.1 

TGGAGCTCCACGCGGTGGCGGTCGGAAGGAGAATGGTATCACTCAGGCTC 

TCAGAGTGACACTGAAGCAAGACACTCATGGGGTAGGACATGACCCTGCC 

AAGGAGTTCACAAACCACTGGTGGAATGAGCTCTTCAACAAGACTGCGGC 

CAACTTGGTAGTGGAAACTGGGCAGGATGGAGTACCTTCAGGATTGGCCT 

GTTATCTTCTTT AG AACT AAGTTCATCTT AAAAATTT AAG AAG GTG G AC A 

TTTCAACACCATCAAGTGCATTTAGGTGACATGTTTAAGTTAACTTGACT 

TCCTTGAATGACCTAGTTAGTAAACTAGTCACTAGTAATTCGGTCACCAA 

GCAAATCAAGCCTGCAAGAAAGGAAGCCAATATTCAAAATGCCATGTTAC 

CATCTAAACCC 

>470.1 

TTGGAGCTCCCCGCGGTGGCGGdCGAGGf ACTGAtrrtATTGTCTACCTC 
TCTGGACTTGCTCCCAGCATCCGGACCAAAACCATCAGTGCCACAGCCAC 
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GACAGAAGCCGAACCGGAAGTTGACAACCTTCTGGTTTCAGATGCCACCC 
CAGACGGTTTCCGTCTGTCCTGGACAGCTGATGAAGGGGTCTTCGACAAT 
TTTGTTCTCAAAATCAGAGATACCAAAAAGCAGTCTGAGCCACTGGAAAT 
AACCCTACTTGCCCCCGAACGT 

>471.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I II I I I I I I I I I I I I I I I I 

TGGGAAGACACAAAGATTCAGACCACAGCCTACAGGGAGAGAGGATTTCT 

GAGGATGGTGGTGCACTGTGAGTCCACGCAGGCCTCCTGGGCATAGGATG 

GAGCAATTCTATCTCACCTCAGGCCTAGCACAAAGGGCTTCAGTAAACCA 

CTGGAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCAGAGGACAAGA 

GGCTGGCCAACTGCAGGATTAGCCTATGCTCCCGTGCTGGATATAGGCTA 

CACGCAAGAGAAAGCTTGGGTGGGATCTCCTGATCCCGCGT 

>472.1 

CGGGCAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATTCGTCCTTT 

GTGTGCGCTGATAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTC 

TGTGCAACAACTTATCGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGAT 

CTTGGTCGCTGGATAGTCGTCTGTG I II I I I CGGTGCCCAAGGCGACGGC 

TTTGGTATGGGTTCGTGGCGGGGTGGTTGGCCAAGTGCTGTCTAATAATT 

TGAGGAGAGGAT-AGTTTGTTG6TGGTGGAGGATCAGCGATGGTAGATTAT 

GGTTTTTGAGAACCAGATGGGGCACACAATTTCTAGTGTGCCCATTTAAC 

AG 

>473.1 

ACCGCGGTGGCGGACGAGGTACAAAATAAT TATAATGTATT AACTCATAC 

TGCCTGTCTTTTATAGGGGAAAAAAATAACCTTTTTTATTTTAAAGTTAT 

AAGGTGGGTTACCTTTTAGTTGCTTGGATGACAGGGAATTAGCCTACCCC 

ATTTTGGTCTGGAACAGAAGACTTTCAAATTTAATATGGCCCAAGTGTCT 

TCCTACTTAAGTGCAAGATC 

>473.2 

TTCTCATTTTGAAAAGACATGCTTTTTCTTAAAGCAACAAAGGTGGTAGA 

GGAAATTTCTTAAACTTTCTCAACGAG 

>474.1 

GGCGGCCGCCCGGGCAGGTACGCGGGGGAGCTGAGCCGGTGGGTGAGCGG 

CGGCCACGGCATCCTGTGCTGTGGGGGCTACGAGGAAAGATCTAATTATC 

ATGGACCTGCGACAGTTTCTTATGTGCCTGTCCCTGTGCACAGCCTTTGC 

CTTGAGCAAACCCACAGAAAAGAAGGACCGTGTA CTTCTAA AATTGCACT 

TTATGTTTTGTAGGCTTGGAGCTTCTTGATTATGGGTTTTTTCG TTACA A 

MTTCAACAACAGAATCAATACTTTGCATAAACATTATGGATGCTTTTTC 

TGTTTGT 

>475.1 

CGCGGTGGCGACAGGGTTACATTGGTAAGGGTGACAGTTAGA AGGGG AAG 
TCCTTTTAGTGAAATAGATGAGAGGTTTTAGATCTGCACAAACCTTTTTC 
ATGGAAGTCCAACTTTGCTCCTGGGTAGTTTAAAGGACGTAGTCCCATGT 
>476.1 

GGCTACACGCTAGGAACCTTGCAGCTTACAGTGACAGAGCTCCCATTCAC 

GAGGCCACCACTCATCTCGATTTCTGGATCTCTAGGGAATGAGTAGAGCT 

CCACCTGGATTCCCTTTTCCAGTTTCTTATGTCCACAAGTCACTGTGCAC 

AGATAAGAGTGTTCGTTCTCAAAACTCACAGGGCTCAGGGTCAGCGTGGA 

ATTGGTCCCCTTCACTCCTCACCTTCCCGCTCAGAGGGCTGTCTATCTGG 

GTTCTCCAGGAGAAAGATGGGGATTCACAGCCCATGACACCTACATGTCA 

ACATGACTGAGTCTCCAATCTGAGCAGCAATCCGGGGTCCAGGGGAGATC 

TCAACAGTAAATGGTTTCTC 

>477.1 ■ . • . • , ________ 

CGGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 II 1 1 M 1 1 1 1 1 I II II 1 1 1 1 1 G . 
GCAAAAATATTTATTAAAATGATTTTTTTMGTTTGAACTTTATTGG 
GAGTCCCTCTAATTCACACTTTCATCCTAGATAMT 
TATGGAATATAAAGCATTGATTTTTTAAAAACCACATAGTAGCACAGTGA 
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AAGAAATGCAATTCTCCAGGGTCTTAGAGAATTCAAAGGGGCATCTTAGG 

TGGTCTAAGAAACCAATTACAGTCTCATGGTTTTCCTTTTGGTTCAAGAT 

TAGAAGAGTCAGGTTACCACTACCTGTTTTTAGAGGTAGAATATGAACTT 

TCTACTAGTCCACAGTTTACTGGTCAGGTGGCCCCAAC 

>478.1 

CGCGGTGGCGGCCGAGGTACCTGCATCAGGGATAAGAACCCATTCCCCTC 
CCTTGTTCCGGTGTGCTCTCGCCATTGCACCATCCATGAGACGCACTCTT 
GTATAGAAGTAAAATTGCCTTGCTGAGAAAAAAAAAAAAAAAAAAAAAAA 
GT 

>479.1 

CGCGGTGGCGGCCGAGGTACGCGGGGGGTGTGGCCTGCATCTCAGCTGGC 
CGCCATCAGTGTAAATAGAGCTTAAAGTCATGGTTTGGCTGCATAAAAAT 
TTTCTAACTTGGGTTGAATATTTGTAGCGAAGTATCTGTTTTCATTTT 
>480.1 

ACAGATGCAAACGGAGGTGTAGACTGTGCAGCTGCCAAAGTGGTGACAAG 

CAATCCAGAGGACCATGAAAGGATCTTAATGCAAGTCATGAACTTGAATG 

TGCCGATGAGGCCTGGCATTCTTGTCCAGAGACAGAGTAAGGAAGTGTTG 

GCCACACCCTTAGAAAACAGAAGGGACATGGAGGCAGAAAAAAAAAAAAA 

AAAAAAAAAAACGT 

>481.1 

AATAACCCAAATTTGTTGATGTTTTGTGGCCAAGGTGAGGGCTGCAAGTG 

TTTTCTAAGGGTTGAAACATCAGAATAAAGGTATGGTGGCAAGTCCTCCT 

TCTGCTAGGCTGGCTGGCAAGGCCCTATGTCTTGACCTAGGTGGTAGTTA 

CAAGGGTATTTATTTGCCTTATAATAATTCACTAAACTATGTATTTGAGT 

AGATTTTTATGTGTGTGCTTTAATTTACAAAAAAAAAAAAAAAAAAAAAA 

GGTG 

>482.1 

CTGAGAGATCCCCTCATAATTTCCCCAAAGCGTAACCATGTGTGAATAAA 

TTTTGAGCTAGTAGGGTTGCAGCCACGAGTAAGTCTTCCCTTGTTATTGT 

GTAGCCAGAATGCCGCAAAACTTCCATGCCTAAGCGAACTGTTGAGAGTA 

CGTTTCGATTTCTGACTGTGTTAGCCTGGAAGTGCTTGTCCCAACCTTGT 

TTCTGAGCATGAACGCCCGCAAGCCAACATGTTAGTTGAAGCATCAGGGC 

GATTAGCAGCATGATATCAAAACGCTCTGAGCTGCTCGTTCGGCTATGGC 

GTAGGCCTAGTCCGTAGGCAGGACTTTTCAAGTCTCGGAAGGTTTCTTCA 

ATCTGCATTCGCTTCGAATAGATATTAACAAGTTGTTTGGGT 

>483.1 

TGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAA 

AAGTGAAGAATTCTTACAAACTAGAGGAGACAAAGATTGGAG 

>484.1 

GATGTGAACAATGTGTCATTGCTCTCAAGAGAAGGATGTGGATGGCCTGG 

ACCGCACAGCTGGTGCAATTCGAGGCCGGGCAGCCCGGGTCATTCACGTA 

GTCACCTCAGAGATGGACATCGAGCGGCCGCCCGGGCAGGTACACAAGCT 

TTATTGGGCAACAGCAACGAGCCACGCTGGCAAACAATGAAAGTAGAGTC 

GCTCAGAAACACGAAAGATCATATGTGTGTCATCACAGCATCGAGAATTT 

AAATCATCTGGAAGTTCCTGCTAAATTAAAGCATACTGTGCCAGAGCTCC 

CCTCTAATCAAAAAACGCTGTCCTGGTGAAAATTTGCAATGAGGATTACA 

GAGAGAGAGATCAACCAGTGAGGAAATCACAGACTCTTACATGAGTTTAC 

AGTTAACCCCACTGCACAAAATAATAAATTAGCCATAATTTGGTTTTTTT 

TG 

>485.1 

CGTGAGGTATTGTTTGGATTGTTACMTGAACTTGCATTTCTTTTGTAAT 

GAAGAAAATAATACAGAGGAAATAACAACAACTAAACCTTTGGCCTGGAT 

TAT CATCGG CTGGAAATTCATGTTGGATGCAAGTTTTTATTGATAACAAG 

TTATTTTTTGGTTTATATGCAAAAAATGTTCATTGAATGCCTCCTATTTG 

GCTGGCACTGCCTAGGCACTtTCACAGGTATTTCATCCTAATCCTCACAA 

CAGCCCTATGAGGTAATCATTGGTCCCAGTTTACAGAAGCCTTGGGTGGG 
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AGATTATTGCTTGATATACTTCTATTTGCCACACATTTTTGTTGGCAAGA 

CGTTCGTATCGGCTGGTGATTCACTGGTCAAGAGCTCTCATTGGCCAGGA 

GTTCCTATTTGTTGCTGTAAGATTCAAATAATCAAAATACTAGAATTTTT 

CCCCCACAAGAATGATGG 

>486.1 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGTGTGGATTGAACAGAAAATTG 

GAAATCATAGTCAAAGGGCTTCCCTTGGTTCGCCACTCATTTATTTGTAA 

CTTGACTGGGGTGTTTTCTGCTTAAAAATTTCAATTCTCGTGGTAACAAC 

GCAGAGTAGAAGGAGAGGGTGACTTTACCGAACTGACAGCCATTGGGGAG 

GCAGATGCGGGTGTGGAGGTGTGGGCTGAAGGTAGTGACTGTTTGATTTT 

AAAAAGTGTGACTGTCAGTTGTATCTGTTGCTTTTCTCAATGATTCAGGG 

ATACAAATGGGCTTCTCTCATTCATTAAAAGAAAACGCGACATCTTTCTA 

AGATTCTCTGTGGGAAAATGACTGTCAATAAAATGCGGGTTTCTGGGCCA 

AAAATTATAAATTTATGGAATATATAATACTAATAGAATAATGTT 

>487.1 

GGTACTTGTTATTTGTTTCTATTATTACTGTTTGACTTCTCCCCAGGGTT 

CAGTCCTCAAGGGGCCATCCTGTCCCACCATGCAGTGCCCCTAGCTTAGA 

GGCTCCCTCAATTCCCCCTGGCCACCACCCCCCACTCTGTGCCTGACCTT 

GAGGAGTCTTGTGTGCAITGCTGTGAATTAGCTCACTTGGTGATATGTCC 

TATATTGGCTAAATTGAAACCTGGAATTGTGGGGCAATCTATTAATAGCT 

GCCTTAAAGTCAGTAACTTACCCTTAGGGAGGCTGGGGGAAAAGGTTAGA 

TTTTGTATTCAGGGG I I I I I IGTGT 

>488.1 

GTTTTTTTTTG TTTTTTTTTG GTG CTTT ATTTTC AATATTTGTCTT ATT A 

ATA I I I I I CTTATTTTATAATGCAATTACAACGGTTTAGGAGACAAAACA 

ATATAAACAAACGAATGTTAAATAG 1 1 I I I I I I AAAAAATAGCTTGTTGC 

TTGCAAGAAAGTCCATATAATCTTATTCCCCCCCAAATATAATTTTATAC 

TTTGCACTAAACCAAAATAGCTTATGGAAAATTAGTATTAAATAGCTAAA 

CACAGAAAACCTACAGCTATAAATAACATAAAATACAGTTTAACTTTAAT 

GTGATGCTTAAACAAAGCAAAC 

>489.1 

GGTGGCGGCCGACCGAAACCTGGTGAAGCCCTTTGGGCGATTGGTGATCA 

CCCCTAGATCCGTGAAAGCTGGCTGCCCCCCCATCCGGGCAAGCAGGGCC 

AAGGTGGCATCTTCACATTCCTGGAACCCACCCAGTAACAGCAGCAGGTA 

TTTCTTCTGGTAAATGAGAGCCTTTCGAAAACTTTCTGCCCTCAAGTATT 

TACCATAAATTCTCTTTAAAGTGACATGTTCAGAATCAGGGCTCAGAGTT 

TGAAGTAAAGAGTCATTTCTTAGTTCAGCTTTCAATTTGTATAACTTTAG 

CCTCTGCCCTTTTCAAAGATTTTTGGAGAGTCMTTTTTCTTTTGTTCAT 

ACTTCTTTTTC 

>490.1 

AGTTTTCATCC^AATCCACTGGGGAATGGGACGATTTTGCnTTTGTTTCT 

TGGCCAGGAATCGCTTAATCQTGAAAGTCTTGTGAGAAGACATGGCGAGC 

AGCGGAGTCAAGAACACACCACGATGGCGGAGAAAGGAAGAGGAGGCCCC 

GCGTCCTGCCCG 

>492.1 

CGCGGTGGCGGCCGAGGTACATGAGAGATAATGTTATGACAAGAATAGTT 

TCTGCAACATTAAGTATGGG 

>492.2 

TGGCTTGAATGAAATTACAAAGAGGAGGTGCATTAAAAAATACCAGCAGT 

AAAATCTCTTGAAGAATTAAAATGACAGGCTAAAAATAAATATAA 

>493.1 

ACGCGGGGGTGGCGGCGTTGGGTTGAGCGGGCI I 1 1 I GGAAGTTTGTGGG 
GGAGTTCTGTGATATGAGCAACAATGGACCAGAAGATTTTATCTCTAGCA 
GCAGAAAAAACAGCAGACAAACTGCAAQAATTTCTTGGGCAGGGCCTGGG 
GAATG CI MM l AfCTCATATtAGTGCCtGtGATGGCAfCTiTCATCTAA 
CACGTGCTTTTGAAGATGATGATATCACGCACGTTGAAGGAAGTGTAGAT 
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CCTATTCGAGATATAGAAATAATACATGAAGAGCTTCAGCTTAAAGATGA 

GGAAATGATTGGGCCCATTATAGATAAACTAGAAAAGGTGCCTGTGAGAG 

GAGGAGATAAAAAACTAAAACCTGAATATGATATAATGTGCAAAGTAAAA 

TCCTGGGTTATTAGATCAAAAGAAACCTGTTCGCTTCTATCATGATTGGA 

AT 

>494.1 

CGGTGGCGGCCGAGGTACTCATGGTTGCTGTAAATTAGGCAGCCGTTCTG 

CAGGGTTTTGCTTAGCCAGGCTCCTCTGAGATCTGGCTATTCTGTCTTGT 

GGATTTTCAGTCCCCGCGTACCTGCCCGGGCGGTTCGAGCGGTCGTCCGG 

TCAGGTACATATACATTATGTAATTAAAAAGCGTGCATGTTTATGTATTA 

AAAATAATTGGATTTAAACAAATATTATATATACATTATAACACCTAAAC 

GCATAGGCTGTTGTTATTCACAATAGTTATACCAATATTATTAATGA 

>495.1 

GATCTCAAGATCTGGACTTCTGTTGAAAAATTTTCCACGTGAGGTTTACT 

TATGTCTGTAAAGATGGGAAAAAAATACAAGAACATTGTTCTACTAAAAG 

GATTAGAGGTCATCAATGATTATCATTTTAGAATGGTTAAGTCCTTACTG 

AGCAACGATTTAAAACTTAATTTAAAAATGAGAGAAGAGTATGACAAAAT 

TCAGATTGCTGACTTGATGGAAGAAAAGTC 

>496.1 

CGGGCAGGTACCGTGAAAAGGCACTTCTCCTTGAGAAGCCTGACAGTGTC 

GTTAATGTCCTGCTGGCGCATGGTGAAAATTTCAGGGCAACAGTAAAGCA 

CCCTCTTTAATTTCCCTTCTCCAAGCCCAAGCTTTTGCAGGTAACTGGAG 

CGCTTCCTCATTTGCATAATAGGCAGTTTCAATAACTGGGGACTTT 

>497.1 

GAGCTCACCGGGTGGCGGCCGAGGTACTGGGAGCCTCATAAGGCTGGCTG 

TTGAGGTGTATTGACTGTGAAAGCCCGCATGTGAACTCACAAAA 

>498.1 

ACAGGGCCTTCCACTTCAGCTGACTGAATTTAGGCAGTTCTGGCCACTTC 

AGTTTCCGCACCCAGGCCTCCTGACCCATGGTATCTACGATGAGATCCAG 

CTGTCCATTATACACCGTCACGTTGATCCCT 

>499.1 

GGGGGCGGCCGAGGTACCTCAATTGATGATTTCTGGTATGACCTAGCAAA 

TACACTGCTTTCACTGAAATTTCAGTCTTGCAATCTGCTTTGGGTTCCCC 

AATCTAAGACAGAAACATACTCATTTTCCCATCACTGGACTTCCAGGTTG 

TTTTCAATTTTTAACTGTTACAAACAAGGTGGCAACATTTATCTACAAAC 

CTCTGGATATACACGTAGGAAGCTTTTGGTATTTCCACTAGTGAAACTGC 

TCAGTTGAAGGGTATGTGGATCTTCATCTTTAATAAATATTACCAACATG 

TGAAAAGCCCGACAATGTCAAGGACTGGCAAGAGTGCCACATGTGATGGG 

TGTGGAATGGCAGCTCACTGTAGCAGGTGCTGGGGACTCAATTGGGGTCT 

TGGAGAAGCACTTAGTTATAGCAAGAATGTCTCATAA 

>500.1 

GGGGGTGCCCTAMTGAGTGAGCCTAACCTCACATTTAATTTGCCGTTTG 

CGCCTCAACTTGCGCCCGCTTTTCCAG 

>501.1 

TGTTAAAGCCTGGGGGTGCCTAATGAGTGGAGCTTAAACTTCACAATTAA 

ATTGCCG 

>503.1 

GCGGTGGCGGCCGAGGTAC 1 1 1 1 I I I II 1 1 I I I I 1 1 1 I I I I ATGAATTAT 

TTATTTTCTTTCTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCA 

GGATGTGG 

>504.1 

TGCCTMTGAGGTGAGCTAACTCACATTAATTTGCGTTGGTGCTCACTGC 

CCCGCTTTCCAGTCGGGAAAAC . 

>506.1 

ACTCGTCTTGGTGAGAGCGTGAGCtGCtGAGAtTTGGGAGTCTGCGCTAG 
GCCCGCTTGGAGTTCTGAGCCGATGGAAGAGTTCACTCATGTTTGCACCC 
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GCGGTGATGCGTGCTTTTCGCAAGAACAAGACTCTTGGCTATGGAGTCCC 

CATGTTGATGGATCCTGAGCTTGAAAAAAACTGAAAGAGAATAAAATATC 

TTTAGAGTCGGAATATGAGAAAATCAAAGACTCCAAGTTTGATGACTGGA 

AGAATATTCGAGGACCCAGGCCTTGGGAAGATCCTGACCTTCTTCAAGGA 

AGAA A TCCAGAAAGCCTT AAGACTAAGACAACTTGACTCTGCTGATTCTT 

TTTTCCI I I I I I I I II I I I IAAATAAAAATATTATTAACTGGACCTCCTA 

ATATATACTTCTATCAAGTGGAAAGGAAATTCCCGGCCCATGGAAACTTG 

GATATGGGTAATTTG 

>507.1 

GGTGGCGGCCGCCCGGGCAGGTACGCGGAAATCCCCTAACTTCCTTGCTA 

TCTTCCCATCCCATATTTAGGTTAGATATGAGAAGTTGTGTAT 

>509.1 

CGGCCGAGGTACACTCCCACGACCACGGCATGGTCTCTTTCATATGGCTC 
AA 

>510.1 

AGGCGGGGTGCGGGAGGCGGAAAAAAAGAAATATACCCTGGCAGCGCTGC 

CGGCCGGAAAGCGGAGAGGGACGCTAAGATCAGCAAATTCGCCAGTTTGG 

ATCCTTGTCCTTTTCCGCCCTTTTCCCCCCATTAAATCCAGAACCCGTCA 

GATGATAATTA 

>514.1 

ACCTCCGAAATCTTACCTTCAGTCTTCTCTGCCACCCAGTCATTTATATG 

CTTCCTGCACTCTTCAGTGTCTTCAGCAAAGGACAACTCCTCCAGCTCTG 

CCT GATA GAACTTCTGACAGTATTCTTTAAAGTCTGGAAGGAAATCACAC 

GTCTTTTCTCCAAAGAGTCTGTTGGCAGTTCTAAGCAAGTACGCGGGGTA 

AGCAGGAAGTGAAACCACAGAGCTTCAAAAAAAGAGCGGGACAGGGACAA 

GCGTATCTAAGAGGCTGAACATGAATCCACAGATCAGAAATCCGATGGAG 

CGGATGTATCGAGACACATTCTACGACAACTTTGAAAACGAACCCATCCT 

CTATGGTCGGAGCTACACTTGGCTGTGCTATGAAGTGAAAATAAAGAGGG 

GCCGCTCAAATCTCCTTTGGGACACAGGGGTCTTTCGAGGCCAGGTGTAT 

TTC 

>515.1 

TGGAGCTCCCCGCGGTGGCGGTCGAGGTACGCGGGGACGGCGGAGCTGGC 

TCTCACGTGGAGGCGGGTTAATTTCGCCCACCGGAATGATCACCAAGACA 

CACAAAGTAGACCTTGGGCTCCCAGAGAAGAAAAAGAAGAAGAAAGTGGT 

CAAAGAACCAGAGACTCGATACTCAGTTTTAAACAATGATGATTACTTTG 

CTGATGTTTCTCCTTTAAGAGCTACATCCCCCTCTAAGAGTGTGGCCCAT 

GGGCAGGCACCTGAGATGCCTCTAGTGAAGAAAAAAAAAAAAAAAAAAAA 

AGTACCTGCCCGGGCGGCCGCTCGACGTGGTCGCGGCCGAGGTACAACTG 

CAGTAAGAGGGACGGTTAATTCACAGCTTCCAGCTCTTGGCGCCAGAGTC 

CGATGCACTCCTGCAGATAACGGTCATTTCCATTCCGGGAGAACCTCTTC 

GAAAAACAACCCGGATGAGACTATCTGGCAAATTGCAGCCCTTGGCGGGC 

TTTTCAAATAG 

>516.1 

TTCCAGCATGTTGCATCTCTGCATTTATCCTATATCATTAAAAGAACATA 

AGTTATCATGGTGTTGGGTAAATTAGC 

>517.1 

ACGCGGGTGTTGATCCAGTTCTTGCTTTTCAACGAGAAGGATTTGGACGT 

CAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAGATGCCAGTCAATT 

GGATTTCGTTAAAACACGAAAATCAAAAAGCATGGATTTAGTAGCTGACG 

AGACTAAACTCAATACAGTGGATGACTAGAAAGCAGGTTCTCCCAGCAGA 

GATGTGGGTCCTTCCCTGGGTCTGAAGAAGTCAAGCTCATTGGAGAGTCT 

GGAGACGXaCAGTTGCX^GAGGTGACTTTGAATGGGGATATTCCTTTCCATC 

GTCCA 

>518.1 

CCCCCCAGGAGGGGGGGGGGCMGCGGAAAAAAAAAACAAGACCCAAAGA 
AAAAAACAAAGGGCACACAAAGC 
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>519.1 — 

ACCTTTGTCAGCAATTTTGACAGTCATTAATGTTTGTCATAATTTTAAAT 

AAAGTGTC 
>520.1 

ACTATGTTGAATAAATG I I I I I I I CCCTTTTAATTTTTCTGCTTCCCTAG 

TGCATAGAA 

>521.1 

CCGGGCAGGACGCGGGCGGCTCTTAGCGGTGGATCACTCGGCTCGTGCGT 

CGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACA 

TTGATCATCGACACTTCGAACGCACTTGCGGCCCCGGGTTCCTCCCGGGG 

CTACCGCCTGTCTGAGCCGTCGCTTCCAAAAAAAAAAAA 

>522.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACACCTCCCCAAGCTCTCTTC 

CTCCGGCTCTAGCTATATAAGACGTGCCTGCTTCCCCTTCGCCTTCCACC 

AAGACTGTAAGTTTCCTGAGGCCTCCCCAGCTTCCTGCATGCTTCCTGTG 

CAGCCTGCAGAACTGTAAGTCAATTAAACCTCTTTTCTTTATAAATTACC 

CAGTCTCAGGTAGTTCTTCACAGCAATGTGAGAACAGACTAACAACAATC 

AACTCATGGCTTTAACACAAAAAAAATAGGTAAGTTCAAAATTAACATAT 

TAeeACATCCA-ACTTCTTTATTCTTGAGAAAACA-AAAAAGTCC AAAA I CA 

AAGGAAAGCACCCGTTTTAAACCCTCATATCTTTCTCAGGGCTCACTGCA 

GTCTGGCCATATCTCAAGCAGGTCT 

>523.1 

ACGCGGGGGAGTGAGAGGGAACGAGAGTAAGAGAAAGAAAGAAGTGAGGG 

GATGTAAACTCGAATAAATTTCAAAGTGCCTCCGAGGGATGCAACGGGCA 

AAAACTGAACTGTTCAGGCTTCAGATTGTAACTGACGATCTGAGGAAAAA 

TGAGGTTTGTGTGATTTTGCTAAAATGCATCACCAACAGCGAATGGCTGC 

CTTAGGGACGGACAAAGAGCTGAGTGATTTACTGGATTTCAGTGCGATGT 

TTTCACCTCCTGTGAGCAGTGGGAAAAATGGACCAACTTCTTTGGCAAGT 

GGACATTTTACTGGCTCAAATGTAGAAGAGAGAAGTAGCTCAGGGTCCTG 

GGGGAATGGAGGACATCCAAGCCCGTCCA 

>524.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACGCGGGGCTCTTGAGGAGTG 

AGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCT 

GAGTTCATCAAGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAAC 

AATCCTGAAGGCCTGGGATTTTTTGTCTGAAAATCAACTGCAGACTGTAA 

ATTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACTTGATCCATCTGTGT 

GAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCT 

>526.1 

TAAAACTTAATGTCTTCC I I 1 1 1 1 1 I CTCACTGGG 1 1 I 1 1 CATAGATCGA 

GACATGTAAGCAGCATCATGGAGGTAAGTTTTTGACCTTGAGAAAATGTT 

TTTGTTTCACTGTCCTGAGGACTATTTATAGAC AGCTCTAAC ATGATAAC 

CCTCACTATGTGGAGAACATTGACAGAGTAACA I I I I 1 1 1 1 GGGGAAGAA 

GAATCCTACAGGGTCATGTTCCCTTCTCCTGTGGAGTGGGGGGGGAAGGT 

GTATGGCCCCAGGGATGGCCATATTACTGACCCTCTACAGAGAGGGCAAA 

GGAACTGCCAGTATGGTATTGCAGGATAAAGGCAGGTGGTTACCCACATT 

ACCTGCAAGGCTTTGATCTTTCTTC TGCCA TTTCCACATTGGACATCTCT 

GCTGAGGAGAGAAAATGAACCACTCTTTT 

>527.1 

ACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCA 

TTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTG 

AACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGAT 

CATTCAGlTTCCATATGCTGAAGGTTTTTCGACTATTCACACTCTGTGGC 

GTAACCTTCTTCAATATAACCCCAAATGTCACCCAATCTATTTCTTCCAG 

CTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAGTTT 

>529.1 

CTCCCCGCGGTGGTCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTAC 



Page 70 of 111 



WO 01/42467 



553 

Table 3 



ATGGCATTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACAC 
TTACATATGATAGTGAATGGCAACGTGACCAATTTTTGGTCTCAAGTTAA 
AATACCAAAAACTATTACAGTGTCTACTGGATTTATGTCTATATGACAAA 
>530.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACTTGGAAACCCATTTGGATT 

AATTAGAGGTCTGTCTGAAGGAGTTGAAGCTTTATTCTATGAACCCTTCC 

AGGGTGCTGTTCAAGGCCCTGAAGAATTTGCAGAGGGGTTAGTGATTGGA 

GTGAGAAGCCTCTTTGGACACACAGTAGGTGGTGCAGCAGGAGTTGTATC 

TCGAATCACCGGTTCTGTTGGGAAAGGTTTGGCAGCAATTACAATGGACA 

AGGAATATCAGCAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCC 

>531.1 

CTTCCCTGATAATAAATCACTGGAGAACAAAAGCGAATAACAGCAGGTCT 

CTCTT 

>532.1 

TAACACTCTTAGAAGACTGGTTTGTTCATTTGACATTGGGACGTGCACCA 

ATTTTTATTACAAAAATCAAAAAAGTAAAAATTATTACAATATTTGCAGA 

GTATAACCACTAGTTGCCTAGACAAAAGCTAATTTCTACAAAATCAAAAA 

CTTAATGCAGTTTTAT TAAGAGAG TCAAAATTCTCTCAGTTAACTGGATA 

TACATAGTGGTATAT ATCTTAAAGCAGAAAACCCCAAAAAACAAAAACAA 

GGAAAAAAGAAAATACATGTCAACAGTCAGTTAAATATTTTGACCTGACA 

GTTTCTACAAATAGTGATTTTCACTACATATAAAGGAATCTGTTACATGT 

GGTAAAACTTCCAGAAACCAAGTAGGAAGTGTGGAATAAAAACAATAAAT 

TCAAACGCAGCCCCAGGCTGGGCCTG I I I I ICATG 

>534.1 

TCTGCAGATGAAAAAGCAGCTGAAAGGAGTCGTAAGGCTGGACCAATAAC 

CCTAAAACTGAAGCCTGATTACTGGAGTGACAAACTATTGAAAGAAGCAG 

AAGCGTTTGCTTATTATCGCCGGACACACACTGCCAATGAGCGGCGGCGG 

CGTGGTGAAATGAGGGATCTCTTTGAGAAATTAAAGATCACTATTTGGAT 

TACTTCATTCTTCCAAGGTTTCCAAAAGTCTCATTCTTACTCGAGCCTTC 

AGTGAAATTCAGGGACTAACAGATCAGGCAGACAAATTGATAGGACAGAA 

AAATCTCCTGACTCGAAAACGGAATATTCTGATACGGAAAGTATCGTCTC 

TTTCAGGTAAGACAGAAGAAGTGGTCCTGAAGAAGCTAGAGTATATTTAT 

GCAAAACAGCAAGCACT 

>538.1 

CGGCGGGTTTTGGAAACACTGGACTGGATGGCACATGATCCAGAACTCCG 
CTC CGTT TGGCT TCCCAA GGATCCCACCAACTCATTCTAATCAGCGATCA 
CTG 1 1 II AATTTC I 1 1 1 1 I 
>538.2 

CACAGATCAGGCCTACCTCATTGGCATATTAAGAAAGTTGTCTCAAGTAT 

ATTTAGTGTTTATCATTTTACTATAGTTCTTCAAATGACTGACATTCATC 

TTTTCCCTACCTCTAAATTCCTTTC 1 1 I I I CACATTATCTTTCTTG ATTG 

CTTTTTAATAGAAAAACA 

>538.3 

ACAAAGACATGGATTTACTGTGCATATTAGCAGATCCATACTGGAAAATG 

CATGGAGGTTTCATATACACCACTTAC 

>539.1 

AGAAAATCTGAGACACGTGAGGCCAGACAAAGCAAGGCCGGGGCTGATGG 
CCTGGCTGCCTGGTGGTTGATGGTTTTGCTCCCCCTACCI 1 1 I II I I IGA 
GTTTATTCTG ATTG A 1 1 1 1 1 1 1 1 CTTGGTTTCTGGATAAACCACCCTCTG 
GGGACAGGATAATAAAACATGTAATATTTTTAAGAAGGAAAAAAAAAAAA 
AAAAAAAAAGGGCCCCGGGCCCTCTAAAAATAGAGGGTCCCC 
>540.i • 

ACTTTATTTGCTAAAAAAATGCTAATGATATCCAAACCATCAGCTACTTG 
TAATCI 1 1 1 IGCTGGTGGAGGGTTTTGTCTCAATTTTGGTGGCTGCTGAC 
TGAtCAGCGTGGTGGTtGCtGMGGTTGGAGTGGTTGtGG 
>541.1 



Page 71 of 111 



WO 01/42467 



554 

Table 3 



PCT/US00/33312 



CACCGCGGCGGCGGCCTGATGTAC I I I I I I 1 1 I I I I I I I I I I IGTTAAAA 

GACACAAGTAGTGATATATCAACATCTGTTTAACTCGTGACCGTTTCTTT 

TTTTCAACTTCTTTTTTCTTTTCAGTGCTTTCTTCTTCCATTACCTTTTC 

CTGATTTCCACTTTCAGTTTCCATTCGTTCGCTATCTTCTGGTAGCCACA 

GCTCAGCTCCAATCTGCGAAATACGGCACTCTCTTTATTGACTACTGCTT 

CTCTCGGCCCCCGCGCTGGCC 

>542.1 

GCGGCCGCCCGGGCGGTACAAAATGTTAAGACGTTGTTTGTATTTGTAAG 

GCTGGTGTATTCAGAGAGCATATCTCTTATTCCTCACTTTCCACCCCCGT 

ATTTTGTAATGACCATGATCAATG I I I I I AC I 1 1 I I GTATAATGGGGTGG 

GGTGGAGTGGGGGCTATTGACAGTCACCCTGAGGTCTTTAGAGGACCAGC 

TATTGTATCACCTTGGATACTTGAAGTTTAATGCTCAGTTGGGTCGGGTG 

GCATTTGACTTGGAGGCTGGCATGTTCACCAGAGCCTGGGGCCCTGTATC 

TGGGCAGCCTTTGAGGATTACTTATGATATTGAATGACAGTCTTAAGTGG 

CAACTCACGCCCAGCTCATGCCCTTTTTTGCCTGGACATGTGCTA L 1 1 1 1 . 

AT 

>543.1 

G AC ACACC ATGCACG C AAA AC AA ATTG CAATAATGTG ATAAGTJCTTTAA 

MGAGGTAAGAGCAACGTGCTTTGGGAGCAGAGAAGAGGGAGAAAGCAGC 

ATCTTGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCAT 

TTAATCTTTACAACTCTCTTGCAAGGTTCCCTGGTTGTGAAAATACATGA 

GATGAATCATGAAGGCCACTATCATCCTCCTTCTGCTTGCACAAGTTTCC 

TGGGCTGGACCGTTTCAACAGAGAGGCTTATTTGACTTTATGCTAGAAGA 

TGAGGCTTCTGGGATAGGCCCAGAAGTTCCTGATGACCGCGACTTCGAGC 

CCTCCCTATGCCCAGTGTGCCCCTTCCGCTGTCAATGCCAT 

>544.1 

TGGCGGCCGAGGACACAATACTTACTTACAAATTTAATACTGCTTCAAGG 

T ATTTA ATCTAAAATTTTACCAACTTTGATTTGTCTGGTTAGGATATTTT 

GTTTTAGTGGATATGCTTTAATTCGGATCAATTACTGCAGTAAATCTCAT 

CCCTAAGCATGAAATGTTGTCAACAAATACCCAGTTCCATTTAGTTATCA 

ATTAGCCCAAATAAGAGATACAAAGTATAACAGTGACCAACCTTGTACCT 

GCCCGGGCGGCCGCTCGACCACTGACATAGACTGAAAGCAAGAAGAGTGC 

TGTGTTTGTTGCTATATCCCCTCCAACACCTAAGGCAATGCATTTCACAT 

CTTGCTGAGAGCAGATAACTCAATACCTGGAACTAGAAAATTAGAATCTA 

AAAGACGGAAGGCATCTAAAGAACAGTTCCCATCATGCCACAGCTGAGAA 

AT 

>545.1 

TGTTTCCTGTGTGAAATTTGTTATCCGCTTCACAAATTCCACACAACATT 
AC 

>546.1 

CCGGGCAGGTACCTGATGCAGGGAATTGAAGCCAGACCCAAAACGGGCAA 

CCCAATAGGATGGCCATCTGCCCCATTAATGCCAGCTTGTCCAAGTGTAA 

TTATTAACAGTGCCCCCTTTCACTCTCCAAAGAGTCCCTGTCCAGACAGG 

TAATTGTGAAAGTCGCCTTCAAAATGACTGGCCGGTAAGGAAAGTGGAGT 

GAGGGAAGCAGGGTAGGTGGAGGTGTGAAAGGGAGAAGGGCCTCATCTCA 

GGGTGGCTGGACCTGCACCAGCATCGGCCTGCATGAATGTGCTCCTACTC 

TTGCCCAGGCTGAGTATCAAGAGAAGCAAGAAATCTAGATAAAAATCCAA 

ATCCAGAAACATCAGCGTTTTGAGGTTAACATGTTGGCAATTATTCAGCT 

TTATGA 

>547.1 

GGGCGCCGAGTCAGGTAAGCCCTGGCTGCCTCCACCCACTCCCAGGGAGA 

CCAAAAGCCTTCATACATCTCAAGTTGGGGGACAAAAAAGGGGGAAGGGG 

GGGCACGAAGGCTCATCATTCAAAATAAAACAAAATAAA 

>548.1 

GGTACCCTTrGTAATATCCTTTAtATAMCCAGTAAATGCTGTTt 
AGTTCTGTGACCTGCTCTGGCAAATTAATCAAACCCAAGAAGGGGGTTGT 
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GGGAACCCCAATTTATAGCTATTCAGTCAGAAAAAAACAGGTTAGACAAT 

CTGGGGCTTGCGACTGGCATTGGAAGTGGGGGACAGTTGTGCGGGGCTCA 

GCCTTCAACCTGTGGGATCTGACGCTATCTCTGGGTAGATGAAGTAGAAT 

TGAACTGGGGGACACCCAGCTGGTGTCCACTGCAGAATGAATTGCTTGCT 

TGATGTCTAGGGAGGCCGCAGAATTATAGCAGGAGGTGAAAAGCACTTCT 

TATTAGCAGTGGCAAGAGAAAATGAGAAGGAGCAAAAGCTGAAACTCCTG 

ATAAACCAATCAGATCTCATGAGGCTCATTAACTATAACAAGAATAGCAT 

GGGAAAGACT 

>549.1 

TGGAAACGCTGCAACGATTGTCGAGTCGTATAGCGTCTATGTACATATAG 

CAT 

>549.2 

ATAGTCATTGGTGTAGAGATAGAAAATGCTTCGTACATGTCAATGGGAGA 

ATGGGTGGTACCACTACACCGGAACTATCCCTAAGTCCATCCGCCTGGGG 

CGAAAGGAAGGAAAAAAAGA 

>550.1 

CTGTGGAGAACCTACGCACTGCACGCCATGCCTGTTTCCTACTCAAGCCT 

CAA^ACnCTA^TTGATCJGCTT^CTTCj:TTi3ACCATCT^^ 

tAACCGAGfCCCAGCTCCCMCCTGGCATGAGCtTGGACAGGGTGGACCG 

CCACCCTGCCTGAACCATGGAGACAGCC 

>551.1 

GGCGGCCGAGGTACATTAGCAAAAACAGTGGACTTTGTGACCTTGAAAAA 

GTCATTTAACATCTCTGAACCCTACTTTCTAAGTCTCTACAAGTAATATA 

TAGTGGGTGAGGTGTTCTTTCTTTGTTCTGTTACTCGGATGTGAAACTCT 

CCTTTTGTAGATGAAACCATTGCGTAAGTAATATAAAGACTTTTCCCTGT 

AGTTATCTTACAGACTGGAGAGAGTGCTAGTGAATGCTTTTGTCTTCAAT 

GCCCATCTCTTGGAAATATTGAAGGTGGAGTAGCAACCGGGCATTATATT 

ATCTCTTGGAAAAGGACCTCAGCAATGGAGAATATCCCCATCATCACAAC 

TGTCATCACTCTGCCGCACGTGATTGTGGAGAATATCCCTCTCCATGTGA 

ATGCAGAATGAGATTCATTTACAAAACGAA 

>552.1 

TGGCCGGCCGCCCGGGCAGGTACTACAATGATTCTGAAGCACAGTGTATT 

CAGACAGATACAGTGAACCAAGTGCAATATGTAAGGATGAA AGAAG AAGA 

GATGACAAAGAAATCCAAGTAAATGCCTTGTC7TTGCAAATGTTTTTATA 

TTAAATCATAAGGGAAGGGAACTACTGCCTTAAATGTTATCAAAAGAGTT 

TTCTAACAAGGTTAATACCTTAGTTCTTAACA 1 1 1 1 I I I I CTTTATGTGT 

AGTGTTTTCATGCTACCTTGGTAGGAAACTTATTTACAAACCATATTAAA 

AGGCTAATTTAAATATAAATAATATAAAGTGCTCTGAATAAAGCAGAAAT 

ATATTACAGTTCATTCCACAGAAAGGCATTCCAAACCACCCAAATGACCA 

AGGCATATATAGTATTTGGAGGAATCAGGGGTTTGGAAGGAGTACGGAGG 

AAGAATGAAGGAAAATGCAACCAGCATGATTATA 

>553.1 

TGGCGGCCGAGGTACCCATCTCTGCCCATCACCGCTGGAATTTTGATGAC 

CTATTGGAAAAGATCTGGGACTATCTGAAACTAGTGAGAATTTACACCAA 

ACCCAAAGGCCAGTTACCAGATTACACATCCCCAGTGGTGCTTCCTTACT 

TCGAGCGGCCGCCCCGGCAGGGACTTCACACCAAACACTAGCTCAAGCAC 

TGACGTTATTCTACAGGACTATGAACCTTCATATCCACATTTACAGTCCG 

GACAGATAAAGGAAAACAACCCAAATCCAGGAGGCAATATAAAAGGAAGA 

GAACAAAACACACATTCATACACTCACACTTAAAAATAGGGGAAGACCAA 

CAGGGGAACTTTCGTTCTCTTCTGGATGTCTACTTAAAAATCCCATGTGG 

T 

9-554.1 

TGGCGGCCGAGGTACTCTTGAGATTGCTTTAMTTTTGTATTGAAACAAC 
AATACATTTTGCACTGTAGTAATGGGAGCACTAACTCTTACAACAGTTAG 
TGAATCGlTTTA^GAATCAGTTCAGTGTAGACATTtTGAAAAGATTGTT 
TCCTGTGCTCTACAATAGCTTAGTGCAATGTGCACTTCTGTTTTACTTGC 
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CATTTTCCTGCTCTGTTTTCTCTGTGACATGAAGCAACAGAAACTGAGAT 

CAAAGTTAAGATTATATCCTGTTTGTAGTATCAGATATTTTTCTGTGTAC 

ATTTACATTCAAGTTGATAACACTGGTGGTTTGATTTCAATACAAATTAT 

GCTAGAGAACTGACATTTTCAGACATGGTCATATATATGCTATTTGAATT 

CCTTTATCTTGATACAGATCTTGATTGTGAATCTCTGATGATAGATGTGC 

AGCTAATTTGTCCCGAAACTCATGAAGAT 

>555.1 

TGGCGGCCGCCCGGGCAGGTACAAGACCATGACACGCCCAAAACACTTCC 

TGCAGATGTTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAG 

GACCTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCTGACACACCTGTGCTT 

GGCCAAAAACCCCATTGGGGATACAGGGGTGAAGTTTCTGTGTGAGGGCT 

TGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTTACAGCAATGCAGC 

ATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAGCCTG 

CAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGATTGT 

GGATTCTCTGTCAGGCATTAGAGAATCCAAACTGTAACCTAAAACACCTA 

CGGTTGAAGACCTATGAAACTAATTTGGAAATC 

>556.1 

T^C^C^A^TACGC^GiLGGGJ3_GAGTGGCACTCGCAGCTGCAGCAAAT 

CTCAAAATAAAGAGGCAACGGCCTTTCTCTTCCTCTCCATCTC TCTAT AG 

CACACCTTTTATTTCTTTTCTTC I I I I I I I AAGCCTCACGAAAGATTTTA 

CTTGTAGATCAACTTTCAAAATGTAGGAAGTCAGAATGGGTGACATCATC 

AGAAAAATATGTGGAGCTGATCACAAGAAGTGAAGAACCCAGAGCACGAA 

AGCGGTTGTGACTCCTGGGCCCAGGGAGTTGACAGQGTCTGGGCTTCAGA 

GGAGCCAGCGCCTCCGAGTTGTCTTGAAGTGAGGCTCTGCTGTAGTCCTG 

TTCTTCTGGCTCTAAGATCTGAATGTTGTGACCACTAATTTGCTC TTTCC 

TGGAGGGTAACCCCAGTTTGGTCCACAAGGCTTGCTGCCCAATCTTTTGC 

AACAGTTGAACCA 

>557.1 

CTCCGGGTGGCGGCCGAGGTACTGGATGTCAGGTCTGCGAAACTTCTTAG 

ATTTTGACCTCAGTCCATAAACCACACTATCACCTCGGCCATCATATGTG 

TCTACTGTGGGGACAACTGGAGTGAAAACTTCGGTTGCTGGCAGGTCCGT 

GGGAAAATCAGTGACCAGTTCATCAGATTCATCAGAATGGTGAGACTCAT 

CAGACTGGTGAGAATCATCAGTGTCATCTACA 

>557.2 

ACGCGGGGGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTTGC 

CTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACTGTTC 

GTTGCTTCCAGGGCCTGCTGAI I I 1 1 GGAAATGTGATTATTGGGTTGGTG 

CGGGATTGCCCTGACTCCGGAGTGCATCTTCTTTGGATCTGACCAACACA 

GCCTCTACCCACTGCTTGAAGC 

>559.1 

TGGCGGCCGCCCGGGCAGGTACGCGGGGGGTGCCTGGCTCCGTTTCCTGC 

TTTTGGTTCTTACAGTAGTCGGCGTAGGCCTTAGGTGGGTTCGTGCGCCT 

TCTACCTCGCTGTTTCGGTTTTCCTGGCTCCTCGGCCCTTTTCTCCCCTG 

TTGCAGCTGGGAGCGGACGAAGCGCGAAGCTGGGATTTTTTACTGTCTCC 

TGAAGAATTTAACACAAACATGGATATCAGACCAAATCATACAATTTATA 

TCAACAATATGAATGACAAAATTAAAAAGGAAGAATTGAAGAGATCCCTA 

TATGCCCTGTTTTCTCAATTTGGTCATGTGGTGGACATTGTGGCT7TAAA 

>560.1 

CGCGGTGGCGGCCGAGGTAC 1 1 I 1 1 1 1 I I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 I GATCG 

GCAAGCGACGCTTAGACAGGCGTAGCCCCGGGAGGAACCCGGGGCCGCAA 

GTGCGTTCGAAGTGTCGATGATCAATGTGTCCTGCAATTCACATTAATTC 

TCGCAGCTAGCTTGCGTTCTTATCGACGCACGAGCCGAGTGATCCACCGC 

TAAGAGTCGCCGCGGGTC 

>561.1 . . ..... .... 

cgggtggcgggcgaggtAccatgtgggaagcgctgtgaagagttgttgcc 
tttcaagatatacccaaattcccagttccagcccgtgtcattaaaactcc 
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GCTGGCGTGAAAGATGACGTCCTTAGCCCAGCAGCTGCAACGACTCGCCC 

TCCCTCAAAGGGATGCCAGCCTTTTATTTAGAGATGAAGTTGCTTCTTTG 

TTATTTGACCCTAAGGAAGCGGCCACAATTGACAGGGACACCGTCTTCGC 

CATTGGTGAGCCATCTTTTAACTTAGAAAAGCTCTTGGAAGCGTTTGTTT 

TCTGGATGTTACTG I I I I I I I 1 1 CCCCCCTGTTTTCTCTTCTGTACCCGT 

GCTCTTCCTTAACAGTTTCTGCATGTTGATGTATA 

>563.1 

CGATAAGCTTGATATCCGAATTCCTTGCAGCCCCGGGGGGGGATTCCCAC 

TTAAGTTTTCTTAAGAAGCCGGGCCCCGCCCCCGGGGGCCAAGGGTTACC 

CCCCGGGGGGGGGCCCGGG 

>564.1 

ACCAAGTAGGATAATTACTACTGCCAACACACACATGCACGCATGCACAC 

ACACACACAGATGTATGCACGCACACACACTCTCACTCCTAGACTGCTAA 

AAGCAAAAAAAAAAAAAAAAAAAAAAAAAAGTCCC 

>565.1 

GCCAGACGCTCCTTATGAAAGTACCAAGAAGTGGGAAGCGGGGTGAGCTG 

CTGAAGATTTTTGGTATCGACAGGGATGCCATTGCACAAGCTGTGAGGGG 

CCTCATCACCAAQGCCTAGGGCGGGTAT.GAAGTGTGGGGCGGGGGTGTAT 

ACATTCCTGAGATTCTGGGAAAGGGGCTCAAAG 

>566.1 

TACGCGGGGGGGGACTGGAGGACCTGTCTGGTTATTATACAGACGCATAA 

CTGGAGGTGGGATCCACACAGCTCAGAACAGCTGGATCTTGCTCAGTCTC 

TGCCAGGGGAAGATTCCTTGGAGGAGGCCCTGCAGCGACATGGAGGGAGC 

TGCTTTGCTGAGAGTCTCTGTCCTCTGCATCTGGATGAGTGCACTTTTCC 

TTTGTGTGGGAGTGAGGGCAGAGGAAGCTGGAGCGAGGGTGCAACAAAAC 

GTTCCAAGTGGGACAGATACTGGAGATCCTCAAAGTAAGCCCCTCGGTGA 

CTGGGCTGCTGGCACCATGGACCCAGAGAGCAGTATCTTTATTGAGGATG 

CCATTAAGTATTTCAAGGAAAAAGTGAGCACACAGAATCTGCTACTCCTG 

CTGACTG 

>568.1 

CTTGGCGGGCGCTTTAACCCGAGGACCCCTCCCCCCGCGTACGCTGGATA 

GCCTTTTTTCCAGAAAGAGAGAGTAGCGCGAGCACAGCTAAGGCCACGGA 

GCGAGACATCTCGGCCCGAATGCTGTCAGCTTCAGGAATCCCCGCGTACC 

TGCCCTTTTC 1 1 I I I I 

>569.1 

GGGAAAAATTTCTTTTTTTAGATGTCCACAAAAAAGGACATGTAAAGGGG 

AAGGTCAAGTTGTTGAGACAGCTACTTTATTCTTGGGATGACTG 

>569.2 

GGAGGTGGTGGAGATGAGCCTTGTTTGCCAGATTTCCGTTCGTAGTTCAC 

GAGTCGTTGACCCACAAGGT 

>571.1 

CTGTAAGAGGGACCTCTCATGGTTACAGGCTTTGACAACCCAGAATCAAA 

CTGGAGAACATTCCGAAGCCGTTCTTATAAGTGTCTCCATCTCTACCTGG 

GCTGAAATGGAATGTGCAAATGTAGCCCAGCCTGGTCCTTGGGTGTTGCC 

AGTTGATTGATGACTGGGAGCCAAAGTGGCATTTTCTTTGACCTAAACGG 

GCGATGATGAAATAAATCGAGCGGCCGCCCGGGCAGGTACATCTGTGAAT 

GTGAATGCCAAAGCGAAGGCATCCCTGAAAGTCCCAAGTGTCATGAAGGA 

AATGGGACATTTGAGTGTGGCGCGTGCAGGTGCAATGAAGGGCGTGTTGG 

TAGACATTGTGAATGCAGCACAGATGAAGTTAACAG 

>572.1 

GCCTCTACTTCCTCTGATAAAAATGTTGGGAAAACACCTGAATTAAAGGA 
AGACTCATGCAACTTGTTTTCTGGCAATGAAAGCAGCAAATTAGAAAATG 
AGTCCAAACTATTGTCATTAAACACTGATAAAACTTTATG 
>573.1 

AAAGGAAAACACAAAAGCGCAAGCCGG ACACACACACAGG ACAGCGAAGG 
GCAAC 
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>576.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTAGGAGCCTCTCT 

CCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCA 

TGAAGAGCCTGATCCTTCTTGCCATCC 

>577.1 

ACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGGAGCTCGGCGA 

GCGAGAGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCCCGCGTAAGCA 

GTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTAGGCGGGTGCA 

CCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAGGATGATGTCT 

TCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTCAGACCTTGTG 

AAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGTGCAGA 

TACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGT 

CATATCATTTCACTGTCTAGGCTACAAC 

>578.1 

TTGGAGCTCCACGCGGTGGCCCGCCCGGGCAGGTACCTCACAACGAGTTC 

AGTCAGTAGCAGAAGGATCTTCTCTCTTGTTCCTGATGATTTCAAGGTCC 

TCACAGTCCTGATAATCTGGTTCTTCCCGAAACTCCCAAATATCTATGGA 

GAGCTGT TCTAGCTTT TGCACAGGGAA CCAGTGGACAGAC^GTAXCATTAA 

ACATGTCCATGTATTGCGAAGTCTGAGGAAACTCAAGCTCCTCCAGTCCT 

TTTAAAATCTTTGCAATGTAGGGATAATTTTTCTGCAGAATCCTTGCCAA 

CAACCTCTCCTCAAGTCCTTTGAAACTGTTCCCAATGATGACCATCTTAG 

AAAGGGCATCTACTGACCAGTTACTCCATAAAAGATTGTTGTACCTCGGC 

CGCTCTAG 

>579.1 

GGTGGCGGCCGAGGTACTTTGGACAGTGAGGGTTCGATTCATTTTAGGGG 

TAGGGTTGGGGGTGGGAGTGGGAGTGTGGGTTG GCAGGAGGA AGAATGAG 

TCTACTTTGGAGACAATTAAGTCATGGTAC I I I I 1 1 I I I I I I 1 1 I I I I I I 

1 1 I 1 1 I IGGCTACATAGACATCTTTCTCAT GTATTG TTACTAGAACAACT 

TGTATAGGGTTTTATGGTTTGGGGAAAACATTTTTAAAAAATGG ACTTA T 

CTCTATTATACAGAGTTATAATATAAAAATGATTTAAAGGCTATATTTTT 

CAGCATGTAGGTAGCTACACTGTAATCCTGTTGAAGAAACTTTCCTATTT 

AAGCTTATAGGATGAAAATATATAATTAAAGTCTTCTGATCATAGCTT 

>580.1 

ACCATCCAAATGCTTCCCTGGTCTTGATGATCTCTTCCAGAGTCGATCTG 

AGTGGCCTTTTCTGCACCCTCCCCTTCTTTCTCTTTGAATGGAATTAAAC 

CCAATTTGGAAACAACATTGACCCAGTCAAAAGCTTCTAATGGTTTCTTT 

TTCTTCCTCCAGTTTTAGTTTGCTTTTATTAAAAAAAGAAAATAGTGCAT 

GGCCATAGCTCCTTCAGTTCTCTTATTGCAGACTAACCATCAGGATGGTA 

TCAAAGCACAAATACTTTGGAGGGGAATGCGTTGAACTGGGGCAAGT 

>581.1 

AGGGCCGGTTTTGCCGTTATTGGGGGCGCCTCTTTTCGCTTTTCTCGCTT 

CACTTGACTTCGCTGGCGC 

>582.1 

TTTTAGAGATGAGCTCACCGCGGTGGCGGCCGAGGTACCAAA7TGTAAAA 

TACTCGAAGGCCTTCAGGAACCTGTGACTGATTTACATAAATACCAGAAC 

CTATTTTGGATGAGGTAAAAGACATGTGCTCATCTCCAATTACAGTTTCA 

AGCTGCTGTCGGCCAACCCTATCAGCGGGGAGGCCACAAAGCATAAGAAT 

TCTTTTGGGATTACACTGACATC AATA ATTTTTATCACTATCTTCCATTA 

CACTATTGTGCACATTAAGCCAATTTTCTGATCATCACA 

>583.1 

CAGACAAGCTTTCA I 1 1 1 1 1 1 1 1 CAAATCCGACATCTACTCCAACTACAT 

GATACACTAAAGTGCTTGCTGTGTGGGCTTCCAGGGGAGATGAAATGGTA 

AGTCGGGCTGCAGCATCTCTGTTCAAMTATACACX3AATTTCTGTTTCTC 

AATGGCACTAATCATAACGGCTCGCCCTTTGGGATCCACAGCTAAGAACT 

GGCCAGGAACGA 

>584.1 
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GAGCTACCCGCGGTGGCGGCTGAGGGACATTACGTATTGGTTATACAACA 

TTTGTTTAATAAATGCAACTAACAAAGCTACACAAGACTTAGATATTGAA 

GCAGAAAAGGTGGTTTTACAGTCCCTGCATTAACCTCTAATTCTTACTAC 

CCTGGCCAAGAAAGCATTTTCACCTCCTGCGCTTTCCTTCCTGTGTGCTT 

GTGGTTGGTTCTTTCTTCTCAGGCTTTCTTATTCTGATGCTGAGATAGTT 

CTGTTCACTTAGCAACTTGGGACAGTGACACAGGGTTTGTTCTGTACAAG 

CAGGTTATCCAAGAGGCATCCATACCCTGGGTTTTCCTCCAACCATAAGG 

AAAATTGATGCAGCTGTTTCTGACAAGGAAAAGAAGAAAACATACTTCTT 

TGCAGCGGACAAATACTG 

>585.1 

TAGTACCTGGGCCACCAAACACAGCTGGACTCAATATATGGGGAAGGTAA 

GTGTCCTCAGTTTTTGGAGAGAGATTACCCTCTTCCAAAAGAGTGCTTGA 

TTCTGGTAGTCCAAGCTGTCTCCGTCTGGTGGCACCCCAATTTCCCCTGC 

CTAGACCCACCTCCTTTCCTCAGCCCCCTTCGCCTGCCGCTGAAAAGTGA 

GAGCGGGCTCTTGCGTCCCCCGCGT 

>587.1 

TTGGAGCTCCCCGCGGTGGCGCGTTCGGGTACAGCTTTAAAGCATCATAA 

TGACTMTTATAGGTGAATMTTTTACAGACAGTCTATATXCTAGGAGGC 

AGCTGTAGGCGTTTTAATTGGAAAfAAGCATfcfGAGATAATGATAATAG 

CAGTGTAGAAAAATGAAGCTAAAAAAATTCAAAGTGTTGAGAATCCTCCT 

GTCCTTCTGGGATTTTTATTTTAATCATCTCCTCCACAGAGAACAAGCAG 

>587.2 

I I 1 1 I I I I I I I 1 1 II I I I I GGGGTTTATTTTATGCACAAAGAGCCATCGT 

GGTTTTTTATTAGGTAGATGCCCTGGATAATCCTTTCAAGGAAGATCACT 

TAGTCCAACTTAATGAAACCAATATCCTTCGCATACT 

>588.1 

TGGACAGGGAAGAGACCAACGACTGGATCCTTCCCTCAGACTATGATCAT 
"GCAGAGGCAGAAGCCAGGCACCTGGTCTATGAATCAGACCAAATCAAGGT 
TTTTTTGCTGTCCAAGGAGGAGATCGCTGACAAGTATGACTTATTTGTTG 
GCAGCCAGGCCGCAGATTTTGGGGAGGCCTTAGT 
>589.1 

CCAGGGTCTCTGGTCTACCGATGTCAAAGCAAATCAGCACAGCATCCGAA 

TCAGGGTAAGAGAGGGGGCGGACATTGTCATAGTAAGGAGAATCCGAATT 

TTTCCACAGGCTCAACTCTATTCTTTGTGTGTCGATTTCAAAACTGGCCG 

TGTAATTCTCAAACACTGTAGGAACGTAATTCTCGGGGAAGCAGTCCTTG 

GCGAAGACATGGAGCAGCGCAGTTTTTCCACACTGACTGTCTCCCACCAC 

AACTATCTTGCAT 

>591.1 

TTGGAGCTCCACGCGGTGGCGGTCGCCCGGCAGGTACTCAGGTTTTATCT 

CTGCACTCCAAGTAGGATGAATAGATAAGAGCAAAGGCTCATGTTTGCCA 

AGTCTGTCCTTTTGTAACAAAAAACCCAGCAGCTTTATCAAGCAGAATTC 

CACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTCATGGCCACCCTTAGC 

AGGAGTTGGGGAGGT A I I I I I AACAAGGCACATTATCATCTCCCCCACCC 

AAAGTGGAGCTATTGCTAATGAAAAAGATACAATGAGATGTTTATGAAAT 

TATCTGTAGCTATTAATGTCAGG I I 1 1 1 GAAATTTACTGACCTGGAAGAA 

TACTCATAATGCAATGTCAAGTGAGAAGCAGGACAAAGAACATTTGCAAT 

ACAG 

>592.1 

CCCGATTTAAAATTGGTGAGAAGTTCCTTCGGCTGGGCTGAGGACCCGAG 

GTCATGGGTGGATCTCATGGAGAGAGGGCGAGGACAGGGGACCGGTCTCC 

CAAAGGAGT 

>593.1 •• •- ■■ 

CCGCGGTGGCGGCCGCCCGGGCAGGTACATAACTCCCGCAGGATCTCAGG 
GtXJTGCCXSCCCCATTATGATGATGTCJGAGGTTTTCATCCTGCAGCTGGAG 
GGAGAGAAACACTGGCGCCTCTACCACCCCACTGTGCCCCTGGCACGAG A 
GTACCT 
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>594.1 

GTGCGATTCTGGATGACAAAGAAGATGCTTACTTCACAGAAATTCGAAAT 

TTCATTGGGAACAGCAACCATGGCAGCCAATCTCCCAGGAATGTGGAGGA 

GAGAATGAATGGCAGTCATTTTAAAGATGAAAAGGCTTTGTCGAGCGGCC 

GCCCGGGCAGGTACTTT 

>594.2 

I 1 1 I I I I I I I 1 1 I I I I I I I I I AAGGAGCTTTTATTGTTTTAGTAATCTTA 

ACATAACTTAAAATAAGAGAGGGGAAATGACATCTGGAGATCTAGGTATG 

TGGCCCATTGCAATTGAGCACATTTCTTGGGTCTGTTTCTCTATCTCTAA 

GGGCAGTCTCAAAACCCCAGCTCAAAATACGACACTAACATGATGAACAT 

GCATGAGCTTTGAAAAGTGCTCTGTAGTCTTATGATGAT CTAGA AGAGCA 

CTGTCCAATAGAACTTTCTGTGATGATGAAAAGATTCTACTTTTGA 

>595.1 

TCACGGGTGGCGGCCGCCCGGGCAGGACATGGCCACCAAGTAAGAATGGT 

TGGTGACAACGACAGAAGGCTAAAACAGGAAGGTAATCTTGTGCACCTGA 

CAAATAGAAAGAATAAAGGATCAAAATTGAAGGCA 

>596.1 

GGTGGCGGCCG CCCGGGCAGGTACTAT TTAAGAAAAGAACAAGGTTAACT 

AACTAAMGCAGMCTCACTTATTTTTTGCTCCCTAGCCAATTAAAAATA 

AGTTCATTAAAAGCACTTGAAATTATATATTTAACCTGAAAAAAAGTTGC 

TAAAATTCCAATATAAATGTAAATATCTTTAACTTGCTTAACCCAGCTAT 

CCCCAAAACAGTGTAGTGGGGCAAAATGTTCAAAAGAAAAATCATCCAGT 

GCACGTAGATGGGCACCAAGAAGCTAAGCTTCCCTGGCGCCTAC 

>597.1 

CACI I I I I I I I I I 1 1 I I 1 1 I 1 1 1 I II I GAGTTACTCTGATG TTTATTTTA 

ATGCATCTTAGTCCACACAGTTGGTATAAAATCAGAAAATGCAAAGCAAA 

AACAAAAGGTCTGGAGTCTTAGCATCAGAAGGGCACCATATATACATCTA 

CAGTTGGTGGCCAATACAAGTCATTGCCAGACAGTCCTTGGAGGCACAGA 

ACAGCCCAGACCCAGCCAAGCTCTAGGAACTCACGGGTCCCAGGGAGTTC 

TAAACCCTTGTTCTGATGCTCCAACCGTAAAAAAAATGTGGGAGTGATGA 

AGGCTTTATGATTTACTCATTATCCCGCGT 

>598.1 

AAAGGCGCTGGGTGTTCAAAATAGGCTCTCCTGGCCCACGGCTGACTGTC 

TTCCTTGTGTCTCTACAGTGGACGTGACTCTGGACCCAGACACGGCCTAC 

CCCAGCCTGATCCTCTCTGATAATCTGCGGCAAGTGCGGTACAGTTACCT 

CCAACAGGACCTGCCTGACAACCCCGAGAGGTTCAATCTGTTTCCCTGTG 

TCTTGGGCTCTCCATGCTTCATCGCCGGGAGACATTATTGGGAGGTAGAG 

GTGGGAGATAAAGCCAAGTGGACCATAGGTGTCTGTGAAGACTCAGTGTG 

CAGAAAAGGTGGAGTAACCTCAGCCCCCCAGAATGGATTCTGGGCAGTGT 

CTTTGTGGTATGGGAAAGAATATTGG 

>599.1 

GTCCGGTAGAAAATAGAGGTTCTGACTCCTCAGGAGCAAAAAACATAACC 

TGAAGAGGGAGGAAGTGGATTTGGGGTTCACCATTTCTTGGGGCACACTT 

GATTGAAAACTGAGACTTCTGAAGAGAAGGCCAGAAGATACAAAGACAGA 

CCATGCCAGTTGAATGCTGTCTTCCAAGAACAGAAGAAAATGATCCAGGC 

CCAGGAATCCATAACACTGGAGGATGTGGCTGTGGACTTCACTTGGGAGG 

AGTGGCAACTCCTGGGCGCTGCTCAGAAGGACCTGTACCGGGACGTGATG 

TTGGAGAACTACAGCAACCTGGTGGCAGTGGGGTATCAAGCCAGCAAACC 

GGATGCACTCTTCAAGTTGGAACAAGGGGAACAACCGTGGACAATTGAAG 

ATGGAATCCACAGTGGAGCCTGT 

>600.1 

TGGCCCAGGTGACCAATGGCCGCAGGCTCCATGGCGGCTGGCTTCTTCCA 

GCCCTTCATGTCACCGCGCTTCCCAGGGGGCCCCCGGCCCACCCTGCGGA 

TGCCGAGTCAGCCTCCCGCAGGCCTCCCTGGCTCCCAGCCCCTCCTCCCT 

GGCGCCATGGAGCCCTCCCCACGAGCCCAGGGGCATCCGAGCATGGGCGG 

CCCAATGCAGAGGGTGACGCCTCCTCGTGGCATGGCCAGCGTGGGGCCCC 
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AGAGCTATGGAGGTGGCATGCGACCCCCACCCAACTCCCTCGCCGGCCCA 

GGCCTGCCTGCCATGAACATGGGCCCAGGAGTTCGTGGCCCGTGGGCCAG 

CCCCAGTGGAAACTTCGATCCCCTACTGCTTCTCATCCCCCGGCAGCTAC 

ACCGGACCCCCAGGAGGGAGGTGGGCCCCCTGGAACACCCATCATGCCTA 

GCCCTGGAGATTC 

>601.1 

AATCTGAAAGTCAGAGGTGATTATTGATAGT ACTTTT GTATTTTGATATG 

GACAGTTTATTCATTTGCATACAGTTATTGACTTTTTCCCAGCTGATTAA 

AAGATAGTCAAGAAATTCTGCAATATAGCTGCCAAAATAGACAGCTACAT 

TTTTATGATATTGTCATCTTTTCTG 

>601.2 

I II I I I I I I C I I I I I I I I CTTTAGCTATTTTACTTAAGCATAATAGCCAC 
AATAGGACATATAAAAGATTATAAATACAGAGCTTTATT ATCT TGACGTC 
TTGGGTCTTTTAAGTATATACTTTTCTGAAAGGTATCCATTTTGT 
>602.1 

CATCTGCGTGGGCGGCCAAGATCGGAGCAGCGACGCTGCGGGCTACCCCC 

ATGCCACCCATGACCTGTAGGGACCACCTCTAGATGCCTACTCGACTCAA 

GGACAACACACCATGTCTCCGCTCGATCTGGCCAAGCTGAACCAGGTGGC 

AAGAGAAGAGTGTCACTTTGCCATGACGCACGGCGGGACCGG ATTCG CCG 

GAATTGACTCCAGCTCTCCAGAGGTGAAAGGCTATTGGGCAAGTTTTGGA 

TGCATCTACTCAAACCACCCATGAACTCACCATTTCCAAAAAACTTAATT 

GGCTGCATAAATCGGGCGCCAAG 

>603.1 

CGTCGGGGAAAAATTACCTGTCTTGACTGCCATGTGTTCAT CATCT TAAG 

TATTGTAAGCTGCTATGTATGGATTTAAACCGTAATCA TATCT TTTTCCT 

ATCTATCTGAGGCACTGGTGGAATAAAAAACCTGTATATTTTACTTTGTT 

GCAGATAGTCTTGCCGCATCTTGGCAAGTTGCAGAGATGGTGGAGCTAGA 

AAAAAAAAAAAAAAAAGCCCTTTTCAGTTTGTGCACTGTGTATGGTCCGT 

GTAGATTGATGCAGAATTTTCTGAAATGAAATGTTTGTTTAGACCGAGAA 

TCATACCGGGTAAAGCAGGAAATGACAAAGCTTGCTTTTTCTGGTATGTT 

TCTAGGATGTATTGTGACTTTTAACTGTTATATTA 

>603.2 

ATTGCCAATATTAAGTAAATATAGGATTATAATATTGTATAGGGGTTTTC 

ACAAAGCTTTAGACCCTTTTA 

>604.1 

GCGTCCGAGACAATACAAAGTTACATTTTTGGACCATATTAAAACTGCAA 

GAAGACAGGGGTCTTACTGAAGATCTTTTAGA AAACTTA AATCCTGTCAC 

AGGATATTTAGACATGTGTAGAATGTAGCTCAATTTTTTAAAAAGTAACT 

GACCTAGAGGGTGAAAGTTGAAACTGACACATTTTCAAATTAAGATTATG 

CTTTATTTTGTAACAGAAAACAATGTTTAAACACAAGCAGATCTGTTGTA 

TGTAATAAGTAACACAGAGTTTTTTAAAACAAATTTAATTATTTAGCTTT 

ATTGAAGTTTTG I 1 1 I 1 1 I CCTTCCGAACCTGGAGTTATCATAATTATAA 

AACAGCAGTTTTCACACCAGAATTAGCAGTGCCCT 

>605.1 

AGCTCCCCGCGGTGGCGGCCGAGGTACCCAAATACCACTTCAGGAAATCT 

GGCCAGATCACCTGAATCCAAATGTTCTATTAATTCAATACACGTTATCA 

AGTCAAATCCAAGCAAACGAGAGTCTCTCTCCACAACGGAGCCATGATAC 

AATGTGATGGTCAAATTCAGATCCCGAGGTTTCAGAAAATCCCCCAGGAA 

AGGAGCTAACGAATCCCCTCTCCATCGTAATTTATCCTCATTAATATCTA 

CTCCAACAAGCAATTCAATGCATGGATTGACTTTTAGCAGCCTTAAGAGT 

GAAGTATCACCACATCCCAGGTCTGCAACCTTCTTAGGCTCATGTTGATC 

CACTAAATTTTTAACGAACTGGT 

>606.1 . 

GAGCTACCGCGGTGGCGGCCGGGTACTTAAAATAATTACTGGGAGTAGGT 

TATAATTGGTGGTTTAAAAATAACATTGGAAfACAGGACTTGTTGCCAAT 

TGGGTAATTTTCATTAGTTGTTTTGTTTGTTTTGATTTGAAACCTGGAAA 
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TACAGTAAAATTTGACTGTTTAAAATGTTGGCCAAAAAAAAAAAAAAAAA 

AAAAAAGGTCCGCGGGGGCGGAGGTCAGGGACAAGATGGTGCCACCGGTG 

CAGGTCTCTCCGCTCATCAAG 

>607.1 

GCCGATGAGAAGAAGAAGGGGCCCAAAGTCACCGTCAAGGTGTATTTTGA 

CCTACGAATTGGAGATGAAGATGTAGG CCGG GTGATCTTTGGTCTCTTCG 

GAAAGACTGTTCCAAAAACAGTGGATAATTTTGTGGCCTTAGCTACAGGA 

GAGAAAGGATTTGGCTACAAAAACAGCAAATTCTATCGTGTAATCAAGGA 

CTTTATGATCCAGGGCGGAGACTTCACCAGGGGAGATGGCACAGGAGGAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAGGT 

>608.1 

AGCTCACCGCGGTGGCGGCCGAGGTATGCGGGAGCTGAGAGAACAGACAC 

AGACCTGTCGGAAGGTCCTCTGCAGGTCCCCCTTCCGCTCTGCCGATCGA 

CTTCCGCCTCGGGCAGTCAACATACTGCCAAGGAAATCTGATGTGGAAAG 

GAAAATAGAAATAGTGCAGTTTGCTAGCCGGACACGCCAACTCTTCGTTC 

GATTATTAGCTTTAGTGAAATGGGCTAATAATGCTGGCAAAGTGGAAAAA 

TGTGCGATGATTTCAAGCTTTTTAGATCAGCAAGCCATCCTGTTTGTGGA 

CA CTGC TGA TCGCCTGGCC TCG TTAGC T AGAGATG CTCTGGTCCATGCAC 

GCCTGCCTAGTTTfGCCATCCCATATGCCATTGATGT 

>609.1 

GTGGCGGCCGCCCGGCAGGTACTTCCGCCTTGCCGTTAGCTTGTGGAGAA 

CGTGCTTCTTATTCCTGGCAGGCTTCAAGAACAGCTGCACATGTGCCGCT 

AACTGACCGCGTTGCCATTGGCGACCTGGACTCTGAACTCAGGTTTATTC 

TAAACCCAGTGAGAGGTGAGGGGGAGTGATGAAAGGGGATCAGCTGTATT 

TGTGTGTGTGTGTGTGTGAGCACCTGACAAATCTATGAAACCGAGTGAAA 

GGAGAAATGTTAGATTCTTTATTATTTTATTATATTTATATGGAAAGCTC 

GACTCTCCCTTTGGTAAGTCCGAAGCATGTTGTCTGTTCGTCCGTGACTG 

TCTTCCTCAGGTCTGTGGCCTGTGATTTCCAGTCACCCTTGTAGTTACTG 

ACAGGAAATTGACTGGACT 

>610.1 

I I 1 1 I I CCTATATAAAGTGATACTGAAATATGCTAATTAATATATTAATT 

TTAGTTAAATGCTGCTAATATGCATACCTCTTACTTGAAGGI 1 1 I IAATA 

TGTTTTGATAACTTTAATAACTTCAGGTGATGTCTGTATAATTTTTAAAG 

TGCAGCTCTCTCTAACAAATGTGCCCTACAACTCCTGATTAAACGGCGTC 

TTGAAGGTTCAAAAAAAAAAAAAAAAAAAAAAAGGT 

>612.1 

GTGGCGGCCGCCCGGGCAGGTACCAAAGAAGATGCAGTTCAAAATACTGC 

CAGTTTTCCAAGAAATTTTGTAAAGTTGAACATGGCCATCTACTCTTGCC 

TTAAAACTTTTCTCACCACACCCACCTTCCCACATGCATGATATCCAAGG 

TCGACAGACCTGGATTAGAATCCACTCTCAAGCTTCTCATGCAGTGCGTA 

TTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACAGTAAGTGTAT 

TTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTTATAGTATACCA 

ACTTAGTATATlTTTCAAGGAGAGCTAAACCACCTTTTGTAATGGTTTGG 

TTTCTCACTGTTATCTTCCTTTCCTATAATTAATTTATTTTAATCTACAA 

ATTGACATAGGGCTAAAAGCTTCAATATTTTACAAAATATTAATTAATGT 

AATTGTTCC C AATTATTAG AAAC 1 1 I I I ICCATTTT 

>613.1 

GGGGAAAGGAAAGCTAACTCCACGTCTGTTCCAAAGGCCTCTGCTGGTAT 

TTACTTTACGAGAGGCCCACCTTATCCAAAGAGCTATATGCCCTGGGGGG 

CCTTGATGGGCTTCACACAGTACCTGCC 

>614.1 

AAGAAACATTCTTTATAAATTTTGATCCCTCCGTTCAAGCCAATACCATA 

ATTTAATTACAGATGGATATTATATGGTAACGGGTATTTACAGAAGGAAG 

GGTGTTATTACGGAAAAAGCTMdGGCACGACGTTTATTTTTCCCCCACA 

ATCTtTCATACAGGAACTAACAAATTGAACTTGCAAAAGCACTAAAACAT 

CACATGTAAACCCAGCTAACAGAAAAATACATTCACAAGCGTTGTTGGTG 
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GTGGTGTGTATGTGTGTGCTATGGGTCAATGTGCTGAAGAAACAGAAGGG 
AGACTTTGGCACGGCTCA I I I I 1 1 I CAGTCTATAGTTACATGAAGTTTAC 
AATTAGGTT 

I I I I I I I I I I I I I I I I I AATTTTCCATGTATTGGCCTTAATCAAACTATA 

AGCTGTGGAGTGGCCAATATACTCCATTGTGATTATACACTGATTTCCAT 

CACCTGCCTTTGTACTATCAACTCTTATTAGATTAAAAGGA 

>616.1 

GAGGTACTGTGCCCTCTTTCTTCACTAGGTGACCAGAGTGGTTTTGACTC 

CTGTGGTGCTTGAAGTCATTCTCAGGGGTCTCTATGACCTTTTCCCTCCT 

GCAGTTCACTCTAGTTTCTTCTATTTCATCATCCGCACTGCTCTTAGCAT 

CGAAGTCACTGTCTGCATCTGGTTCTCTACTTTCACATCAGTTTGAAGAA 

TGCATTTC 

>617.1 

ACTAGCCTAAAAGCCCGTGACACTTGCAGCAGGTGCTTGCCACGCTTGCA 

CCCGTCCGAAAGAAAAACGCGGGCTAAAAGCGCGAGTCTGGTGACTTTGG 

CACCCAACCGTGCAA 

>617.2 

GTTCCGCGTGCCGGCCAATTCAAGCAAGGTGGCAACCGGGACTTGGGCCG 

TTCAA 

>618.1 

TCACCGCGGTGGCGGCCGAGGTACTGGGACAGTTGGGTGCGTTATGGATC 

ATAACCTGAGGAGCCGGGGGAAGCTGGCCTTGGGTGTTTTACCTCAATCA 

TATATCCACACAAGTGCTTCTGTTGACATTTCTCGAAAATGGGAGAAGAA 

GAATAAAATTGTTTATCCTCCACAACTGCCTGGAGAACCTGAGACCAGCA 

GAAATCTACCACTGTCGAAGACAAATAAAATATAGCAAAGACAAGATGTG 

GTATTTGGCAAAATTGATACGAGGAATGTCTATTGACCAGGCCTTGGCTC 

AGTTGGAATTCAATGACAAAAAAGGGGCCAAAATAATTAAAGAGGTTCTT 

TTAGAAGCACAAGATATGGCAGTGAGAGACCATAACGTGGAATTCAGGTC 

CAATTTATATATAGCTGAGTCCACCTCGGGACGAGGCCAGTGCCTGAAAC 

GCATCCGCTACCATGGCAGAGGTCGCTTTGGGATCATGGAGAAGGTTTAT 

TGCCATTATTTTGTGAAGTTGGTGGAAGGGCCCCCA 

>619.1 

ACCGCGGTGGCGGACGAGGTACCTACTATGTGTCAGCCATGGGGGATACA 

AAGATCTATAAGGCACAAGACCCTCAGTCTTGTAGTCGCCTGACAGCCAG 

CCAGCTACAACATAATGTGGAAAGGACAATGGTGGGAAATGCACTCAGGT 

CTTCCTAATGCACAGAGTATGCTCAGGCTGTGACATAGGAA 

>619.2 

GGACTTGGAGGGACCTTCAAAAAACATGTGATGGTGAGGAAATCCAGTTT 

TAAAAGTCTTGATTTAAAAAAAAGAAAACACTTTCTGTGGATAAAGATAG 

GCTGCAGGAAATGTAACCTATGAAATTTTCTCAAATTAGCTTTCAGACAC 

ACACAAAAAATTGCATTTGTTTGAGGAGCAGAATGTAACTTATATTAAAG 

AATAAACTACTATTTAGTATCTGAGTGAAGT 

>620.1 

GGGCAGGTACATTCTAATTTTTATGAGACATAGATATGTATTTATAAAAA 
GATAGATGGAAAGAGAAGAAATTAACTTAATTCTAAGAGCCAAATTTACT 
CAGAAGGTTTAGAAACACCAAAATTAACAGCCAGTTTTCTTGATTTTCTT 
CTTGAAGAAGAGATTGGTGTTGACTATGGTGAGATATACTATGGCCTTGA 

gaggcagtttcaacttgaaaagaagatgcaggttgagcaatcggagagga 

cttcaaagaagctgatgagctctcccgtggacttactttgacaatgttgg 

aagaatctggctggctagtctgaactggagtggcttgagaactctgggct 

tccttattctcamgttc7ttttgtttgcaaaccc 1 1 1 1 ii iagtaacct 

gcagaggtataaactgattgtgcacaccccctggtattcccccagccatg 

ggcatggtgccagaatataaagtatgatggaagggcttcccaggaactgg 

caccgatggtccccatggcattgagccaaagagAtgaga 

>621.1 
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CGCGGTGGCGGCCGAGGTTAACGACGCCTGCCCATGACAGAGCCTAGGAA 

ATCGCGATGACAGTTTACAGCAGGTAAAATCCGGTGGAGACCAGCAGCAT 

CCCCGAGAAGCCGTGCGATTGTTTGGGCGTATGTAACTCGCTGGTACTCT 

TGCGCCAG 

>622.1 

GAGCTCACCGCGGTGGCGGCCGAGGTACATTTATTTCAG ATAAG GACAAT 

AAGTTTACTTTGTATCTGAACTCAAAACAAAGTAGTTGTATATTTTAACA 

TTCAAAATTGGGATTTCCCAATGTGACACATCATGAATGCAAACCCCTCC 

AGCCCATCAGACGCCAGGCTGCCTACTGGTAATCTGTGTATAGTATATAA 

ACATGTAAAAATAGGTTGTATTTTACTCTATGTATGATGCTAATCAATGA 

ACACTTTATTTATTTTACAGAGAAAACTTATCTGTGAACTTTACTATATA 

TCT 

>623.1 

CGCGGGGCGGCCGCCCGGGCAGGTACAGCCATTGCTCTTTGAGTTTGTCT 

GGCTAGCAAAAAGCTGGCTGTGTTATGTA AATAA AGCCCCTATAGTAATT 

AAAATTTAAAAAAAGTTTTTTAAGCTGGCTGTTTTCCTACCACTTCAGAG 

TCCTTGACCCCGTAATTTAGGTCCCCTTCAGATTTGACAGACAGAAACAA 

ACAACAAAACAGTTAAGCAAAACTAACAATGGTCAC^A^TTATACAAT 

TTCTGAGTGCTCTAAGTGCATTGGAAGAAAGCTGAAACTCCATAAAAACA 

TCACCTGCCTTCCATCATCATGAAAGCAGGAAAACTTGCCTTCCTTGTTG 

>624.1 

GGTGGCGGCCGAGGTACGGCGG GGAG CCGC CTGG ATACCGCAGCTAGGAA 

TAATGGAATAGGACCGCGGTTCTATTTTGTTGGTTTTCGGAACTGAGGCC 

ATGATTAAGA 

>625.1 

CAGGTACAAACTGATCTTCATGAATGTGTGGTCCACTGCTTTTCTGTTTC 

TGTCACAGTAGCTATAAACAGCTGTTTAAGGATATCCTTATCTAAATTTC 

TGCCAATGAGGACCAATCGATTTGTTCTCTCAGTGTCATCCTTCCAGCTC 

ACTGAGTCTCTCACATAGAGCTCATCCCGCGT 

>626.1 

GATGAGTCCTAGGAGGCGCTGGCTCTTTGGCGGCTCGGAGGAGCGGCTGC 

TGCTGCTGCTGCTGCTGCTGGTGGCCCCTTTGCAGATGTATTGCTGTCCT 

TGAATATTAGCCCATTTGAAAACGCCTGGGAAGTTCAGCCATCAGTATGT 

CAGTA 

>627.1 

ACTTTTTCTTCAGAAAAATTCTCCTTGAGGAAAAATGTCCAAGATAAGAT 

GAATCACTTAATACCGTATCTTCTAAATTTGA AATATA ATTCTGTTTGTG 

ACCTGTTTTAMTGAACCAAACCAMTCATACTTTTTCTTTGMTTTAGC 

AACCTAGAAACACACATTTCTTTGAATTTAGGTGATACCTAAATCCTTCT 

TATGTTTCTAAATTTTGTGATTCTATAAAACACATCATCAATAAAATAGT 

GGCAAAAAAAAAAAAAAAAAA 

>628.1 

GGAAGACGGAGGCGGGTTCTACAAGAGACGTAGGCTGTCAGGGAAGTGTT 
TATTTCGCGTCCGCTTCTGTTCCTCCGCGCCCCTGTGCTGCTCCGACTCA 
CATACTCGTCCAGAACCGGCCTCAGCCTCTCCGCGCAGAAGTGCCGGAGC 
CATGGCGGTACCT 

>629.1 

CGCGGTGGCGGCCGAGGTACAGACGACGTCACCGTATATCTTCTTTTCGG 

CCAGTGGAGGATATCACCGAAGAGGACTTAGAAAATGTTGCCATAACTGT 

TCGAGATAAAATCTATGATAAAGTTCTGGGTAACACGTGCCATCAGTGTC 

GACAAAAGACCATCGACACCAAGACAGTGTGTCGAACAGTGCTGTGGTGT 

GCGAGGACAGTTCTGTGGACCATGCCTGCGGAACCGCTATGGGGAGGATG 

TCAGATCGGCATTGCTGGACCCGGATTGGGTGTGTCCCCCCTGTCGTGGG 

ATCTGCAATTGCAQCTACTGTCGGAAGC 

>630.1 

ACATAGTGTCGCGAACTCAAATCGGCATTTAGATAGATCCAGTGGTTTAA 
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ACGGCACGTTTTTGCTTATAAAAAAAGTGCAAAAAAGATGTGGTTTACAA 

GTTAAAGCTACAGAATCCCTTTTTGCTGTAATTGCACCAGTTTTAAAGCC 

TCTGGACAGAGCAGATCGTTTAAAACTTTGTTTTTCTTAAAAGCTTACAG 

TGTTTGGCTAATTCTCCTCCCCTTTTTACAAGACGGGGGCCGGAGGGTGG 

ACACTGGTGGCAGGTTAAGGGATACTGTCACTTTAAGAAGCCTGCAGATT 

GAAGTGTAAACATGGAGAAATTAGGGGCTGATTTnTAAACTGTGTGAGA 

TATTAACCAGCCGCCCTGTTATAAAATCAGGAAATCCAAACAGCGATTTA 

CACCGATTAACACCCCCTTTATATATTTTTTACAAAAATACACTGAGAAA 

ATAATCAAACGTTTTCATCTCTCTTGTC I I I I I I IGI I I I I I AAAAGTGT 

CAAAAGTCTACATTTAAATAT 

>631.1 

CATCAGCTTGCCTCAAGTCTGGAAAGAAATTGGCTTGGGCTCATCAAGTT 

GAAGGGACCACCAAAAGAGCTAAGATTGCTTGTAATACTCATGTGGCCCC 

TAGGATGCACCGACTGGTAGTGATGAGCCAGGTTTACAAGCAGACACTGG 

CTAAGAGCTCAGACACTCTGGCGGGGGCACATGTAAAGATTCATCGTTGC 

AACGAATCTTTTATATATCTGCTCTCTCCCTTACGATCTGTGACAATTGA 

GAAGTGCAGGAATAGCATCTTTGTCTTGGGCCCTGTAGGGACTACACTTC 

ACCTCCACAGTTGTGACAATGTTAAAGTCATTGCTGTTTGCCATCGTTTG 

TCCATCTCTTCTACAACAGGTTGCATCTTT 

>632.1 

CGGCCGAGGTACCACACTCAGGGCAGTTTCCAGCTCCTCTCACAAACAGT 

AAATCTACACAACTTTCACAGAGAGTGTGTCCGCACACATTCACCATCAG 

CTTCAAGGAGGGGTTCCGATATTTGGTGGTCTTACACCGAGGGCAACCCT 

GATCGTCCATGGCGGTTTCCCTCCTACAGACTCTCGCAGGCGCCTGTTTC 

AGCCAGAGCCACCTACAAGCCCCCTCCCCGCGTACCACCACACTGTCCCA 

AATTACCTCTTCATTACCCAAATCAAAGAATCTTTCTGTTTTCCCAATCC 

TCAAAAGGAATGAAGAAAAACCAAAGAGCAAACTCAAAAGATGATTTTTA 

CCATAAACCTCAAATGTGGCTTAACAAGTACCTGCCCGGGCGGC 

>633.1 

ATTGCTGTTTGTTTGTTTGCTTGAAGACCAAGACGGAGTTGGGCCTCTTG 

ATTCCCAGTGGCTGCAAGAACTGGGATTCCCTCTCCTTCTCTCTCTTCCC 

CTCTCCCCCGCGT 

>634.1 

TTGGAGCTCCACCGCGTGTGGCGGCCGCCCGGGCAGGTACTGAAAACCAC 

TTCCAGAGTCTAAAGCAGCTCAGATGTTATCTCTGGGGGAATTAGTGTTC 

CCCTCATTTAGCAACCTCCATACCACAAGGTCTCTGTCTGTAGTTACTGG 

GATTATCCAGATACACTATCAATGATACAAATTCATAGGAGTATTAATGC 

ATTTCTTTAAACACAACTTGATTAAGAAGCAAATATGTTAAGCAGTTTTC 

TTTTTCTGCTGCTAAATTACAGTTAGACACTTCAGTATCTTCTCTTTACA 

TGTGTATATAAATTAGTAAGAACCTGCATCCAAAGCAATGTAGTGTGTGT 

ATGTATCTATATATATTTATTCTAACTCAGCACTTCAGAAGCCTTTTTGA 

GTTACAACMTATTTTAGTTTGCCTCATCTGTAGAGGTAAAATTTCTATA 

TTACCAAGCTCCAGAGGAATATGATATTTTACAGGCACAATTTTCTGGCT 

GTAGTCCCTGGGGCATTTATTTGCTTGCCTCCATGGGATGCTGTTAGAAC 

AATTGTTAGCCGGCAAGAGAAGAAAGGCTACCAGGACA 

>635.1 

ccgcggtggcggccgaggtacagatgatgaagcttccagagcttatctga 

tctcttagacagaactcacataaacacacaaatacaagaggttattttca 

agacacacacttgcaagtaatctttctatagaaatggccacagcattata 

atattcaaaatatggaagattgacagtctgaggatttctaggaaaaaaaa 

atcaaaggacttgccaaaaggataactacataacagatatgacaatctac 

aggacaaaaagacaacatgtcaccaaatattgttcatacaacagcgttaa- 

tggaaaacagtaaaacaccttttagcagtgtgcatgttaagtcttttagt 

aagattatctgtaatgaggttjgaaagtaaatcactiagtagacaaagta 

aaccaccacAgaaccaggaatagcacccatcactgctgctttgtcact 

agaaagctgaaagtcaaccgaacaatgaaaaaaagtcaaagaagcatttc 
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CCTTTGAATTCAGTCCTAAAAATATGAATGCCTTATAATTAATTTCAAAA 
TAAGTATCTTACAAGTGTTTCATGAAACATTGTTTTCCTAAAAGGCAAAT 
TCAACATTATGAAAATATATATTTTGCCCGGTAGTTACTGAGAAATGTC 
>636.1 

CGGTGGCGGCCGAGGTACTAAAGGGCAAGGTTCACCACTACAAAAAGGAA 

GTTGTCTAAAAGCAAGAATTCAATTAACGCTGGGTAAGAAAAGTCAAAAC 

ACTAATGAGTTGTCCATGAAGCCAACTGCTAAGAACGCGCTCAACTATAC 

GCGACATGAAGACACTACGCACGAAGCCTTACTTGGCGAGTCTGAATTTC 

TATTAACTAAGGGCAGAGTGAGGGAGAACAAAGAGCTACTTCCGTAACAT 

TTTAGTATCCAGATAGT 

>637.1 

AGCTCACCGCGGTGGCGGCCGAGGTACAGGAAAGGGAAGCACAGTTTGGA 

ACAACAGCAGAGATATATGCCTATCGAGAAGAACAGGATTTTGGAATTGA 

GATAGTGAAAGTGAAAGCAATTGGAAGACAAAGGTTCAAAGTCCTTGAGC 

TAAGAACACAGTCAGATGGAATCCAGCAAGCTAAAGTGCAAATTCTTCCC 

GAATGTGTGTTGCCTTCAACCATGTCTGCAGTTCAATTAGAATCCCTCAA 

TAAGTGCCAGATATTTCCTTCAAAACCTGTCTCAAGAGAAGACCAATGTT 

CA TATAAA TGGTGGCAGAAATAC.CAGAAGAGAAAGTTT-CATXGTGCAAAT 

CfAACTTCAfGGCCTCGCTGGCTGTATTCCTTATATGATGCTGAGACCTT 

AATGGACAGAATCAAGAAACAGCTACGTGAATGGGATGAAAATCTAAAAG 

ATGATTCTCTTCCTTCAAATCCAATAGATTTTTCTACAGAGTAGCTGCTT 

GTCTTCTATTGATGATGTATTGAGAATT 

>638.1 

GGTGGCGGCCGCCCGGGCAGGTACGCGGGAGAAAACTAAACCTTCATTTA 

CTGTGAACATCTTCTGACTGTGGCTTCCAGATGCTAGTTTACAGAACAAC 

CACACAGCAAGACCAAGCTTATGCTGAGTTGACGGAACAATGAGTAAACA 

TAAGGATATTACTGTGACTTTGAAATTCTGAAATTGTTCTTTCTTAACTT 

TTGCATTAAAATCACATTTATTTTATAAAATAATG 

>639.1 

CGCGGTGGCGGCCGCCCCGCACAGGTCCTGGCCCTTAATCCCATCAGATT 

TGTAGATCTTAACCAGGCAGTCACCGAGGCCTCGGAAGTCCCTTTCAGCT 

CCAGCTTTACCCACATCAGCTGCTAGACGGGT 

>640.1 

CGCGGTGGCGGCCGCCCGGCAGGACGCGGGGGCTGTCTCACCGGTGAGAC 

CTGGAAGCGGGCGAGTCTCGTGCTGTGTCGGACCTGCAGTCCCTGGCCTT 

CCGCCACCATGGAGT 

>641.1 

ACGCGGGTCTTCAGAAACCAGGCTGCTTTCAGGAACATTGCTGTGGATTC 

CCAGCTTTCAGACAACACATGACTAAGACAGAATGAGACCACTCTAGTTG 

CCTCATGGGAAACTCGGGAAAAGACTGCAAAAACAACATTGTTTCTCCCT 

TTGGAATTCTGGAGTTATAAGGCAGAGGTCCCCCATCTTCCCGAACTGGC 

CTATTCCGCTAGAAGCAAGATGGCTGAACTCAATACTCATGTGAATGTCA 

AGGAAAAGATCTATGCAGTTAGATCAGTTGTTCCCAACAAAAGCAATAAT 

GAAATAGTCCTGGTGCTCCAACAGTTTGATTTTAATGTGGATAAAGCCGT 

GCAAGCCTTTGTGGATGGCAGTGCAATTCAAGTTCTAAAAGAATGGAATA 

TGAC 

>642.1 

CGGGGGCGGCCGGGACTTGGAGAATATTTCCACAATAGCCGATGACTTGT 

TCTTGTTGACAAGAGAAAGTTCTTTGGCTGTTACCCTCAATGATAGTGAG 

GTCCATTGCCGTCTATTAAATGGAGATGATTCCATCTTGTCTACAGACAC 

TGAAATACCTGGCTAAAAGCCGCCTTTCCTCTGCGCTGCTACCAGCCCTG 

TCACAGGTCCCGGCGCTCTACCTCCCCGGGT 

>643.1 

TGAGCTCCGGCGGTGGCGGGCGAGGCACGAGAAGCTCACTGGCTGTGCTA 

AACCAAATGAATGGAAAGCGCCAAAAGTGATTTTATACCAAGGGTCCATC 

CATACAAATAAACAAAATCCTATCCTCTTCTTTCTATATTGTGTTTCTTA 
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CATTTCTTATACAAATAACAGAATGCTTCATTTTATTCACTTCAATAGGA 
CAAAGTCCTTAAAGAAAGACTGAAAAGAGCTGATAATCAAAATCCCAAAT 
TTTATGCTTA I I I I IGGTTTAGGGCTATCAATTTTCTGACATATTAACAT 
AGGCAGGAAAACATTCTCAGTAAATTGAGCATTTGAGTCTACAAATGTCT 
TGAAGCACTCTGGCAAGTTACATGTATCCCATGTTGCTTTTGGTTTCCCA 
TCTCTTCTTTGCTTCAAACCCCCATGCAAGTTTCTTC I I I I I I CGGGCAG 
GCTGTGAATATTCAACCTCC I I I I I GGCTTTTACAAAGGTGTGGCAGGCA 
ACTGCTTTGGCAA I I I I I AC 
>644.1 

CGCGGTGGCGGCCGAGGTACACCCTCTGGCCTCTCCAAGCAAGCAGTGAG 

GTGTGCATTGTTAGAGGTGCACCGGGAAGGGAGCTTGGTTTCGGACCCCA 

GGACATCCTGTCCGCAAGCAGCTGCTACTTCTTGGGCTTCTCTAGAATAT 

TGAGGAATTTCCCCCGTGTCATCTCTCTGGACTCATCCAGCCCCAGCTGA 

TAGGCTAGGTTCTGTAGGCCTCGAACCTTCTCCATCAAATTAGCCGTGGT 

GAGACTCCCCAGTTCTTTCAACATGTCGATGTCATCACGTTCTATCTCAG 

CCATCCATTTGGGTGGAGAACTAGTAATAGGACTTTTGAAGGAAGCTGCA 

AATTCAGCAACACCTGGTAATTGTTCTGGCCAAAGATCTGGTGAGGCACG 

GTCA AGTT TT TCAA AACTTAGCAAAGATGCTT-GCAGAXCTGXCCCGT.CTG 

fGGGAGACGCCATCTTCCAACCCATGTCACGTCCCCGCGTACCTGCCCGG 

GCGGCCGC 

>645.1 

GAGCTCACCGGGTGGCCGGCCGCCCGGGCAGGTACTTCAGGGAGGCCTAT 

ATATTGGCACCCAAGGAATGCCAGGACTGCCACCTGCTGCTCCAGCGTTA 

GCCTCACTCGTGTGCTTACTCACTTTGACTGCC I I I I I GTCTATTTCTGG 

GAGGTTGGTAGAATGAAAGGGATGCTCCAAGGCAAGCAGATGGCCTGTCC 

ACCTCCTATATATTGACAGTGCCAATGAGTGTAGAGTCTTGCTACAAGAA 

ACAAAGTCATGAGAAATGCCAGGCTTCCTGTTACACCCAAAGACTGCTGG 

CCCTCCTACTCTATCCTTTAGACCAGAAAC I I I I I CTTCTAAGCACTTGC 

CTACCGGG AAGGTTGAG G AGTCTTGTTTTACCGT 

>646.1 

GTGGCGGCCGAGGTACCGGCCAAGCCTGGTCCCCTTCTTGTTGGGCACTG 

TGTATGGGCGGAGAAAATCCAGCTTGTTCTTGCTGATGACGCAAAGGTCA 

ATGTTGCTTCCGGAGCCCAGGTCGTTGAAGATGCCAGCTGCGATGGCTTC 

GCTCACCAGATTCTAGGCTTCCTTCTCCTCCATGTCTGGCCTAAACTTAT 

CTTCAAATACAGACCATTGCTGCCAAGGAGACCAGAACCCATGGTGACAT 

AAGGCAACTTATCAGTTTGATCCATGAGGATAGATGCTGTAGAGGTGAGG 

TCTCAGTTACATCTACTTCCCCCTAAAACTAGGGCTGCACCAATGTAACC 

TTGATACCTGAAAAGCATCTGCTTCAGCATCCGATTGGCTGTCACAACTC 

TGGGAAGACGGCCAGTGGAGAGGGAGTGGAGCTCCAGGTTGGAAGAAATG 

AGCTGGGTTGTCATGTCT 

>647.1 

TGTCAAAATATTAAAGC I 1 1 1 I I I I AAATTGGGAACACTCAGGATATTGG 

GATAATTAATTAGGCAATGATTCAAAGATGTTTGGTTTTAAAATTCAAAA 

CCCTCCAAAGG 

>648.1 

CGGGGGAAACCCCCCTTTTGGGG I I 1 1 » CCCCCACGGGGACCAAAAGGTT 

AACCCCGGGGACCCCGGGGGGGGGGGGCCCACAACCCCAAGGGTGTTAAA 

ACACGGGTTGGGGGGGGGGAAAAAAAGGGGGGCCAAAGGGGCCCCCCCCC 

CTTTTTCCCGGGGGGAGAAAAAAGGGGGCCCCCCCCCCC 

>649.1 

GGCTTTCCACCAGGCCATCTCTTTCACTTCGGGGGCACCTTTCCCAGGGA 
GATGAAGAGACACAGGTTGGCCTCTGCTGGGACTCCACATGTCTCCCCGC 
GT 

>650.1 . _.. . 

GAGCTCCCCGCGGTGGCGGCCGAGGTACTGAGTGGGGAAGAAGGTAAGAA 
ACAGTTGATTAACACCCTGTGTTCTGGCAGGTGGGATCAGCAATATGTAA 
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TCCAACTCACCTCCATGTTCAAGGATGTCCCTCTGACTGCAGAAGAGGTG 

GAATTTGTGGTGGAAAAAGCATTGAGCATGTTCTCCAAGATGAATCTTCA 

AGAAATACCACCTTTGGTCTATCAGCTTCTGGTTCTCTCCTCCAAGGGAA 

GCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTGCACTAGAT 

AAGCAGCACAATGAGGAACAGAGTGGTGACGAGCTATTGGATGTTGTCAC 

TGTGCCATCAGGTGAACTTCGTCATGTGGAAGGCACCATTATTCTACACA 

TTGTGTTTGCCATCAAATTGGACTATGAACTAGGCAGAGAACTCGTGAAA 

CACTTAAAGGTAGGACAGCAAGGAGATTCCAATAATAACTTAAGTCCCTT 

CAGCATTGCTCTTCTTCTGTCTGTAAC 

>651.1 

TGAGCTCCCCGCGGTGGCGGCCGAGGTACTGCGTTATGCAGAGGTGTCCA 

GCCCCCTTCCTCTTCCTGGAAATTAACATTGGCTCCACCTTCCAGCAATT 

GCTGGACCAGGTCAACATCTTCGTTTTGAACAGCTTTAATCAGCAAGTGA 

TTGTCTTCCACTGCAGCCCTTCTACCGCTGGAGGACGTGGGTCCCTCCTG 

G GGGTT GTT ATGAT CCCTGCTCTCCATGACGGTAAATGCCACCTGCTACC 

ACTTTTAGCCTTTTCCTTGAGAAAATGCAAATTTATCTCCTAGCACTTAA 

TCAAAGAAGCTTTGAGTGTAAATTGGGATTCTCTGGCAACAGAGCAGCAG 

TATGAAGAAGGAACAATGTTCTCAGTCTTCTGACAT TCCACC TGCTCAAC 

TCAGACGTC'lCAATTATTCCTTTGGCAGCCGCAAAGCCTGGAAGACTGCT 

TGCAGCCCGAGCAGTTTCCTCCTGCTGCCTCCGCGTACCAGTGAGGAAGG 

AAAGAGCATTCTCCTTTAGGGCAGCAATCAC 

>652.1 

ACGCGGGGAGGGCCAGGTCTCAGGGCTCCTGGAGCTGCAGGCGGCGGGAG 

GGGCTACAAATGCTTGACTCAGTGATGCAGAACCTTTCAGAGTTAGCTGG 

AAGCCACAGCCCTGCCTCTTGATGCAGCCTGGATCCAGCCGGTGTGAAGA 

GGAGACCCCTTCCCTCTTGTGGGGTTTGGATCCTGTGTTTCTAGCCTTTG 

CAAAACTCTACATCAGGGATATCCTGGACATGAAGGAGTCCCGCCAGGTG 

CCAGGTGTATTTTTGT 

>653.1 

ACCTGTGAACTGAGGAATTATAGATAAACCTTAGGTCAAATCATTTCGCA 

ATTGCATT GGTGG TATTGAAAAATGATGAGATTTCTCTGACAGAGAGCTT 

TGTCCTAGTTTTTGTTCTTCATAGGTCAAAACTGGCAATATTCTCTTGTC 

TGCAAGATAAAGTGTTTGTGCTTCTATCACCATATGCATGAACATGTAAG 

MTCAGATACAATTTCTGCTTCATCAGTTTCACATGTTCATGTTGTCACT 

GAAAAAATGCATCTACTGTTTATAGCTCCCAAGGAGACCCCAAA 

>654.1 

ACCGGGGGCGGCGAGGTACCTGTTACCACTTTAAAAGTAAGTTCTCCATC 

CCATAAAGCCATTTAAATTCATTAGAAAAATGTCCTTACCTCTTAAAATG 

TGAATTCATCTGTTAAGCTAGGGGTGACACACGTCATTGTGCTATATGTA 

T GTGAC TTCCCTCCCCCTGCCAGAATACTCCTTGGTCAATTGTAGGTATT 

CTTTTTGGTTTAATTTTTGCCAATGTAATTAAAAAATGGTATGTCATTTT 

TAAAATT TGTAT TTCTTTCATTACAAATAAGATTGTTATGTCAGTATTGT 

TATTGGCTTTTCGTATTCCTCTTAACGTGAACCGTCTGTTCATTG I I I I I 

ACCTGTTTTCGTTTTAGCAAGTAGT 

>655.1 

GTGGCGGCCGAGGTACGCGGGGGAAGTCGGCCATGGACTGGAAAGAAGTT 

CTTCGTCGGCGCCTAGCGACGCCCAACACCTGTCCAAACAAAAAAAAAAG 

TGAACAAGAATTAAAAGATGAAGAAATGGATTTATTTACAAAATATTACT 

CCGAATGGAAAGGAGGTAGAAAAAACACAAATGAATTCTATAAGACCATT 

CCCCGGTTTTATTATAGGCTGCCTGCTGAAGATGAAGTCTTACTACAGAA 

ATTAAGAGAGGAATCAAGAGCTGTCTTTCTACAAAGAAAAAGCAGAGAAC 

TGTTAGATAATGMGAATTACAGAACTTATGGTTTTTGCTGGACAAACAC 

CAGACACCACCTATGATTGGAGAGGAAGCGATGATCAATTACGAAAACTT 

TTTG . , 

>656.1 

TGGCGGCCGCCCGGGCTGGTACGCCACAAGGCATTTAATGCCCACAGTAA 
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CAGGGCTGTTTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTTGTG 

CTGAGAGGGGGAAAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGAATTT 

TTAACACTCTTATCCACAACAAACACTTTTTCGTGTCCTGCTGTGTAAAA 

GACATGAGATATATTACAGATTTTCAAACAGGTGAGCATCCTTTTACGAG 

CTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGGAGTGAGGAGATTTGGAT 

GAATGAACGCTAAGATGGCCAGACGCACCTCTTGGATCGTAACTCTGCAG 

GCTGGGATTCCAGAGCTGCAAACAACCACTGAATTCGATCTGTAAACCTG 

TTGTCATTTGACGTTTGCAGGCAGGCATCAACATTTACATTGAGATTCAA 

TAGACGCTACTACTACAAAGGAGCTTTATTGTTGCAGCTTAAAATGGTTG 

CTGCGGGAACACTGAAGGGTGAAACTGACTTTTT 

>657.1 

CTCCCCGGGTGGCGGCGGGTACATTCCAATGAAGAATTTCTTCATTCTGA 

TCTCCTAGAAGACAGCAAATACCGAAAAATCTACTCCTTTACTCTTAAG 

>658.1 

TTGTTATACACTTTCACAAAAGATTTTATCTTTGATCTCTTGGCGATCTT 

CTTCTTGCCCATGGCAGCTGTCACTTTGCGGGGGTAGCGGTCAATTCCAG 

CCACCA 

>658.2 

CTTCCCAGGTTTCATGAACTTGCCCATTTCGGCAGCAACCACCCCGGGGC 
>658.3 

CGATAACCCGTCGGACCCTCGAAGGGGGGGGGCCCCGGGTTACCCCAAGC 

I I I I I I 

>659.1 

GGTGGCGGCCGCCCGGGCTGGTGCGCCACAAGGCATTTAATGCCCACAGT 

AACAGGGCTGTTTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTTG 

TGCTGAGAGGGGGAAAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGAAT 

TTTTAACACTCTTATCCACAACAAACACTTTTTCGTGTCCTGCTGTGTAA 

AAGACATCAGATATATTACAGATTTTCAAACAGGTGAGCATCCTTTTACG 

AGCTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGGAGTGAGGAGATTTGG 

TTGAATGAACGCTAAGATGGCCAGACGCACCTGTTCGATCTCAACTCTGC 

AGCCTGGGATTCCAGAGCTGCAAACAACCACTGAATTCGATCTGTAAACC 

TGTTGTCATTTGACGTTTTCAGGCAGGCATGAACATTTACATTGTAATTC 

AATAGACGCTACTACTACAAAGGAGCTTTATTGTTCCAGCTTAATATGGT 

TGCTGCGGCAACAC 

>660.1 

GTGGCGGCCGCCCGGGCAGGTACTATGACCTGAAGAGGCAGAGGCCATCA 

CTGTTGGTCCGGTCTCCACCTGGGGAAACTGAGGTTGCACAGTGTCTCTG 

TGGTGACGAGCAGGGCTTCATCCAGTGCCTCTGTCCCCACCGAGGGGACT 

ATGGGAGACATGGAGGGTGTGTGAGCAACAGGTGAGACTGGAGCCAGCTG 

AAAACTGGGAGACCGACCCAGCCAACAAACAATGTCGGTCTCTGTCTTGG 

CACCTGCAGGAAACAAGCTCCTACTTCCAGAAAAAGTGCTCCTGGGACTC 

CAGGATACCAGGCATCTGGGTAAGCTACAATGCTTAACCACTTAACACAA 

TCAGGAAGCAACAGCCATGCATTCGGGAAAGGAACTTCAGTGTTGTGTGG 

CTCAGTCTCCAGACCTAACTTTCCTTTTGGTACCTC 

>661.1 

GCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGAGACI 1 1 1 1 ICTCACCA 

TGAATGTCACCCCAGAGGTCAAGAGTCGTGGGATGAAGTTTGCTGAGGAG 

CAGCTGCTAAAGCATGGATGGACTCAAGGCAAAGG 

>662.1 

I 1 1 1 1 AATTTATTTAGGGGGAAGGAGGGGTGTCTTTGGATATACCACAGC 

GAGGGCTTTTGGGGGGTATCCTGGGGCATGGGGGTCAGGGGTTGGGGTCT 

TGGGGAGGGTTTTAGGGGCCCGGGTC 

>663.1 

ACCGCGGTGGCGGCCGAGGTACTTGTGGAAGGTAGTGACCAGCACAGCCA 

GCGCCTGCTCCAGAGAACTGCACATCATGGATCtGTGGCAGACCAGGTGG 

CAGAGACAGACCCAGGAAGGAGAGCAAGGCCCCCGCGT 
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>664.1 

GCGGCGCCGGCAGGTACGCGGGGGCGGTATCTGTATCGGGCCTTACTGGC 

TTCAAGAGCCGAATTCCCTTCCAAGCACCCACCAGGGGGACCCCAATTAA 

GGGTTTGGGACCCACTATTTTTTAATAACGCCAGCACCTTAAAATGCCTG 

GGAAGATGGTCGTGATCCTTGGAGCCTCAAATATACTTTGGATAATGTTT 

GCAGCTTCTCAAGCTTTTAAAATCGAGACCACCCCAGAATCTAGATATCT 

TGCTCAGATTGGTGACTCCGTCTCATTGACTTGCAGCACCACAGGCTGTG 

AGTCCCCATTTTTCTCTTGGAGAACCCAGATAGATAGTC 

>665.1 

GAGCTCCCGCGGTGGCGGCCGAGGCTAACAAGGAAAGCCCCTGGAGCTCC 

TGTAATAAGAATGTGGTTGGAAGATGCAAACTGTGGATGATCATCACCTC 

CATTTTCCTAGGTGTCATTACAGTGATCATCATAGGCTTATGTCTTGCTG 

CAGTAACTTATGTTGATGAAGATGAAAATGAAATACTTGAATTATCATCA 

AACAAAACATTCTTCATCATGCTGAAGATTCCAGAGGAGTGTGTTGCTGA 

AGAGGAATTGCCTCACCTGCTCACCGAAAGGCTCACAGATGTGT 

>666.1 

GTGGCGGCCGCCCGGGCAGGTTTAATCTCAGGTCTCCCTATACACTTCTC 
AGJXXCAGCACCTAACCCXCACACAACACTC.C^ 

TCTTGTAT/^CATTTTTTGMTGTCCAATGTGCAAAGCACGATGTTGGAA 
ATTATACAGAGGTGAATAAGACAAAAACTCTTGCTCTCAAAGATGTCAGT 
CI I I I ICTTTGCAAGGATAACACA 
>667.1 

GCGGCCGAGGTACTGGAGAGTCGGCTTTGACCATGGCCTCAGCTCAGCTC 
CAGGTTTGGAGCGGAATAAAACAGGAGCTAGCAAGATGTCTCATCTGAGC 
TTCCCAGTGCCCAACTTATCTGAGGCCTGGGGCTGAAGCCAGCGCTGACG 
GA 

>668.1 ■ 

GTGGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I II I I I I I CTGGTCGA 

AAATTTTTGTTGGAATTTTAAAGAAAA 

>668 2 

GAAAGGCAAAGTAGCACTCAGATGGCC TTTTT TTGTAAAGTGAAGTCAAC 

CTAATACTCTGGTGCTTACTTTGCAAATCTTTTCCATAAGTCAAGTATTA 

GTGTTAACAATACACTTAAGAAGTAAGGATAAACCCATCAAGGTCCACAG 

CTAAATAACCAGCAGATTCCCAGAAACTTTATGTATTTGGGAAAAGTAAA 

ATATACAACAGACATATCCCTGCCCTGATTAAGAGGGTAGATAAAAACAA 

AACATAAAACAATTTTACTTGAGATAGTAATAAGTTATTTGAAAAAAATA 

CAACAGAATATAGGGAGAGAGAGCAACTACAGAAAGAAGACAGAAGGGGT 

TCTGCTTTGAATAGTAAGGCTTGGGAATAGCTGAAT 

>669.1 

GGCGGCCGAGGTACAGAGTAGGATCAATAAAATCTGTGTGTTACAGCGGC 

AGACTGAAGGACGGGTGCCTGTTTTCAGCCATGAGGTAGTCCCTGACCAT 

CTGAGAACCAAGCCTGACCCTGAAGTGGAAGAACAGGAGAAGCAACTGAC 

GACAGATGCTGCCCGCATTGGTGCAGATGCAGCCCAGGTTGGACTGAGTC 

ACTGCCTTGCTGCCCCATCCCCATCCCATCATGAGAAGCTAGGCATTACC 

ATTCCTGTCTAGTAGGGATACATAGTTGGTTGCGCCTAAGTTGCTTCTGG 

CAGAACCCAAGGAATAAATTTCTCCATATCGTTTCCTAGTTACCCTAATC 

TCTGCACAAATTTGTGTGTTACAGAAGCAGATCCAGAGCTTGAATAAAAT 

GTGTTCAAACCTTCTGGAGAAAATCAGCA 

>670.1 

TGGCGGCCGCCCGGGCAGGACATTC 1 1 1 1 1 1 1 1 1 1 1 I 1 1 AAACTTTTAGG 

GTCTTGGCCTATTGCATACTAAAGGGCAAAAGGCTTAGAGATATCAAAGG 

GGCTAATTTTTTATTGACAGACCATGGCGATGTAAAATTAGCTGACTTTG 

GTGTGGCTGCAAAAATAACAGCTACCATTGCAAAACGAAAATCTTTCATT 

GGCACCCCTTACTGGATGGCCCCAGAAGTTGCAGCAGTAGAGAAGAATGG 

TGGCTACAACCAACTCTGTGATATCTGGGCAGTAGGAATAACAGCAATTG 

AACTTGGAGAACTTCAGCCACCTATGTTTGGATCTCCACCCAATGAGGGC 
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TCTCTTCTTAATGTCAAAAAGTAATTTTCAGCCTCCAAAACTAAAGGACA 

AAACAAAATGGGTCATCAACATTCCATAATTTTTGTCAAAATAAGCACTA 

ATCAAAAAAAAAAAAAAA 

>671.1 

GAGCTACCGCGGTGGCGGCCGAGGTACGCGGGGTCTTCTCATGCTCCGTG 

ATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTC 

TCCGGGTAAATGAGTGCGA 

>672.1 

TCGAGCTCACCGCGGTGGCGGCCGAGGTACTCTTCTGCACTGTTCTTTCT 

TTCTAATAAAACTTTC I I I I I CGAACCTATACTGTCTTCTGTAAATTCTT 

CTTACTACCCTATGACCCGTGAGCCAACCACTTTCCGATGCCAGGGTTCT 

GACACCTCACCTGGCATAATATAAAGTG T II I I II I I I ATACCCTTCCAC 

TTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGA 

GAAGAGTTAATTACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTT 

GAACCAAGGGAAATCATTTAAG AAGTGTCTGGTA I I I I I CAAATTTCTGT 

CAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAATAAAGGATGGAGAC 

ATGCTTATTTTATTTAACTCCCCC 

>673.1 

GGATTGAGCTCCCCGCGGTGGCGGCCGTCCCTCTTAATCATGGCCTCAGT 
TCCGAAAACCAACAAAATACGAACCGCGGTCCTATTCCATTATTCCTAGC 
TGCGGTATCCAGGCGGCTCGGGCCTGCTTTGAACACTCTAAI Ni l I CAA 
AGTAAACGCTTCGGGCCCCGCGGGACACTCAGCTCCGCGTACCT 
>674.1 

GGGGCGGCGAGACTGAGCCACACAGTGTCCGGATGGAAGTCTGCATCTGA 
G GTTGCTCAGTGTCCCGGTCATTCATTTACACATTTTAACTTG CATTAAA 
GAGCTGTTCTTTTCTGTGGCCTAGACTCTTTTCACTGATCTCAAAAT 
>674.2 

CTAAAATTACATGG AGTTAGTGTCTATTC I I I I I CCCCTTTTGCAGCAAC 

T TACA CAGCA I 1 1 I IAACACCI I I I I I I ICTAGI I I I I I I GTTCGGTTTT 

GTTTTCCATCAGGAATTTGAGTTCTCTCTAACCCAGCTTACTGTGGGACA 

TAGGAAAACTCAGTAGAAATACCTTTGGTGATCTTGTTGAGTTTAAGTCT 

GATCTTGATCTTAAACTCAGTAAGCCACTATCTGCAATTTTGT 

>675.1 

AGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGCTGTAGTGGCTTCGTCT 

TCGGTTTTTCTCTTCCTTCGCTAACGCCTCCCGGCTCTCGTCAG 

>676.1 

AGCTCACCGCGGTGGCGGCCGCGAGAGCACAGATGACCACGCCATCGTCC 

AGTATGAGTGGGCACTGCTGCAGGGGGACCCGTCAGTGGACATGAAGGTA 

ACGCATGTTGTCACTGCTGGCAGCTAGGTCTGCTGGGGCACACCGAGCCT 

GTGAGGGAGGGAGGCCAGCATGCGGTGCT 

>677.1 

tgagctcaccgggtggcggccgcccgggcaggacgcgggaaggattctgt 
agtatgtagcgtgtTtgttaggtaaagtctctttttgctactgaaaggga 
' s aatggtctctaaacactggtcactgtagcaggtaaacactactctaacgt 
ggagamtgagcttcatgctgaggtagtggttgccttaaagctgtttttt 
atgctgtaaaaaccaaaatgggtttggt 

>678.1 

ctccccgcggtggcggccgaggtacttgtggcagacgtcgatgatcgagt 

tcaaggctgtctccagctcggccaacatgatgcccacggactcgccccac 

caggtcttgtgaaagacagctgacacgagacatccccgcgt 

>679.1 

cgggtggcggccgcccgggcaggtactggtgttgtgatcggaacgtgtcg 

atcccctcttctcatcactgctgctccaactggatttattactccgggaa 

tggtctgagggggaaaaccaatgtgtttagcgtgcctgcccacctgcgcc 

TGAGCACAACTATCCTGCAATCTGACCTGCCCCTCCTGCACAGGAAACCA 

ccttcccctcccaattgatggttcaaacactgccaccgctgactgccctg 
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CATCTGTGGGTCTGTAGAACAGAAAGGCAGAACAACTTATTTTTTAGGAT 

TTAACGACAACCGGTTGAAAAAAACGGTAGGGTGTCATGCTCACAGAGAA 

TAAAGATTTGTAGAAAAGGTGCTGAACTGCCAAGGAAGGCATTTCTTGTG 

CCGTGTCTGGAACCGTGTATCCTTACTACATCACTGAACGACACCAAGCA 

CCCCATGCACT 

>680.1 

AGCTCCCCGCGGTGGCGGCCGGGTACAAGGGGAGGTAAGATGGGAGCTCC 

ACTCCTTGGACCACCAGCTGGTTCTGGACCGTATCCCCATGAATCTGTTT 

GAACGTAAGGAGGAAGTCAAAAAAGTTCTTATTTAGGGTTTCTTTGAGAT 

GTGGGGCCACTTCCATTCCCACCCGGCACAGGTAGGCACGGGCATACACC 

GACACTAGTGGGTCTCCGATCCCTCTGATCATGCATGTCAACCGGGGCAG 

GCACTCTGAAATTCCCGTTTTGGAGAGGAATTTGTTACATTTCAGGATGG 

ATGCCTCCACGTAAAATCTTGGAATGAGTTCCCTGATGGAGGCAATCTTG 

AAAAACCAATTTAGGCATGTTTCCTTGGCCGTGTCATTTGCATTCTCTGG 

AGAAAAGTGATCTGGTAAGACGCTGCGGCTATCCACACACATGGAAAAGA 

TGCGCTCGTACCTGCCCGGGCG 

>681.1 

TGGCGGCCGAGGTACCCTAATGTAGJAGTAAATTTAAGGCCTGTCGAGGA 

AA TTTTAACACTTCC AACAGGTGAC TATATCAGG AAGGAGAAAACCAAGT 

GCTTCCTGCTTCACCTTCTGCTGCTTTTGGGACTTTTTATGAGCTAGTTA 

GCTAAGGACAAGACCCTGAACCCATTTTTTCACTGGGAGAGGAAAACCAC 

CAGGCTTCTCAGCTTTGGCTTGGCAACTCTGGAGTTCCTATGGCTTCCAT 

CAGGGCTCCAGGACCCTGATAAGTGGCCTCAGGCAGGAGGAGATCGGGAG 

CGGATGGGAGAGCTAGTCAGGAAGGTGGAATAGGGACCATCCCCAAACAC 

GTTGGCGTATGATGATTTGAGGAACTGGACGTAGTTCTGCATGCTGCGGT 

TGGAGCTTTCGGACTGCTCCAGGCGATCTTTCAGGTCTTGCAACCGGCTT 

TGGTAGCGG 

>682.1 

TTGAGCTCACCGCGGTGGCGGCCGAGGTACTCTCGTTTCAGCTGGGCTCT 

TATGGCCAACCGCTCGGCTTGCGCCCGCCGGGTTTCCGGAGATATGTTGT 

ATTCGGCTGGGTCGAGGGTCTCAGGCAGAGTGCGCAGGCTCGACGGCTTA 

TACTTTGGGAACGACATCTTGGCGAACCAGGGCACAATTGCGCCTGCGCG 

ATTCTGAGGCCCTTTGTCTCCCCGCGT 

>683.1 

GCGGTGGCGGCCGCCCGGGCCGGTACGCGGGATGGCACATGCAGCGCAAG 

TAGGGTCTACAAGGACGCTACTTCCCCTATCATAGAAGAGCTTATCACCT 

TTCATGATCAC 

>683.2 

GCCCTCATAATCATTTTCCTTATCTGCTTCCTAGTCCTGTATGCCCTTTT 

CCTAACACTCACAACAAAACTAACTAATACTAACATCTCAGACGCTCAGG 

AAATAGAAACCCGT 

>683.3 

TGGACTATCCTGGCCGGCCTTATCCTAGGCCCTAATGGGCCTCCATCCTT 
AC 

>684.1 

TGGCTCTACAATCCTCAGCATGTTAATCGAAGCCTTGTTGAGCTTCACAA 

AGGTTCCATTGAAGATTTGAC 

>684.2 

GAAGGCGAAGAAGCTGCAACACCTTTCGAACCTTTGGGCTCACTCCATTG 

ATACCTCTGATTCTGATGACAAACGCCAATTTGGGTTCTGCAGGTACGAG 

GACATTTTGCCCCGCGGCTTGTTGGGGTCTCCTTTACCCATGTTGACAGA 

TCCGCGTCCACCCGAGGGTATTGGAGGGTATTCTTGCCTGGTGCGAGCTT 

TTCCTCAGAGTCCCGCAGAGCGGCCGCTCTAGAACTAG . 

>686.1 

CTTTATTAAAAAAGGC(XTAAGGGGCCTCTTATTAAAAAAGGTATAAAAA 
CCCCATAAATTCGGGGCCCCTGGGCTGGGCAGGGTTGATATCCCTTAAAG 
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GGGAGGAAGGGGGGGGATGGGGGGTGAACCGGGGACTGGGGAAGAGGACC 

AGGGGGCACATTGTTCCTCGGGTTTGGGTTCAAAGATGGAGCGGGGGGGG 

ATATGGGGGAAAGGGGCCCACGGGTTCTCACGCAACAACGGGGGAAGGCC 

GGCGACAGTTTTTTCCCAAAATTCTGGGGGAAGGGG 

>687.1 

CGGCGGGACGCGGGGCTTTACATGGCAACAAGTATGGCGGCTGCTAGTGG 

TAGATTTGAAAGTGCGAAGAGTATCGAAGAGCGGAAAGAACAGACCCGGA 

ATGCCAGGGCCGAGGTGTTGCGCCAGGCTAAAGCCAATTTTGAAAAAGAA 

GAAAGGCGTAAAGAACTTAAGCGACTTCGGGGTGAGGATACATGGATGCT 

ACCTGATGTGAATGAGAGAATTGAACAGTTCTCACAGGAACACTTTGTGA 

AGAAAAAGAAGAAAAAAGACAAGCTTCTATTTAA 

>688.1 

CCGCGGTGGCGGCCGAGGTACACTCGCCAGCGGTTTTGCCACAAGAGTAT 

ACGGAACAAAGGAGACAGGCTCATTTATAATCTGACGCGGCCACCCTCCT 

GCTGCGTTCGGTTTCCATTGGCTGGGACGGGACCTCACCTTCTGTATTTG 

TCCCGACTGGCTAGCACTTAGAACTTTTTAAAAGAGGCAAA 

>689.1 

ACAAACTGGGCACT GGAT AGGTAGTTCCTTrGGXGGTCAAGGTGGCTCTA 

CCTGTCCTTGAGCTCTCGTGTCACTCGCTTGGTGATCCGTCCACACATCA 

GGCCAATCAGGAACAATATACAGATGCTCCCACTGATCACAGAGAGAATG 

TAGTTCTTAGATGGAGACGTCATTACTTGCATGGCAAGATCAGAGAAGCC 

ATCTGCTGGGGCCACCTAGAATGACACAAGGCAATGTGATTCTCTGAGAG 

AGCACTGGGCTGGTGGCAGTGCTAGGTCTAACTTATCCCTCTCAGTTCCT 

AGTTTAATTTATGTCTTTTCTTTTGGAGAGGGAGGGCAGGAGATAAGAAA 

AATCAACACAGAGCTACAACTCTTTTTCCTGGTCATAAAACTATACACAC 

GTCTACTGCACAAAAT 

>690.1 

CGCGGTGGCGGCCGAGTTTGATTTCTTGCAGTCCTGAGCGATGGAGCCCG 

GGGGTGCCTGGTTATTGTCCGCTTTCTCTCTCAGATGCTTGGCTTGTTTT 

TCAAGAGAACCTTTTTCGATATTCATTGCTCCATCGATTGGATCCAGTCC 

TTGTTCAGAAAATTGTTTCAAGGCACTTAAGGCTGCCTGAAAGCCTTGAA 

TCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGT 

>691.1 

GCTCACCGCGGTGGCGGCCGAGGTACTACAGGAAGAAACTAGAGGAAACG 

GGAATTTCATCCATGTCCTGTGTATCTGCTGGCAACAGGTCAGAACGGCC 

AGTATGTTATTCCCTGCAGGCTGCCTAGGGTGCTCTCCTCAAACAGATCA 

CCTGAGCCTCCTGCATCTATGAAGTTATGACACAGCAACCAGTTACTCAG 

AGTCTGATGAGAAAAACAGATTTTAGGTTTGGGAAATGGGATTACTGTAA 

TTTACACATCCAAATGCAAACTGGAGCTCTGATTGAATTCTACCCTGGGG 

AGAACTTGATGCTAACCCACAGGT 

>692.1 

ACACCAAATGGTGACATCCTTTCACCAATATAGATTACTTCATACCACAT 

TGTCAAGGAAAGGACTAGAAGAATTTTTTGATGACCCAAAAAACTGGGGG 

CAAGAAAAAGTAAAATCTGGAGCAGCATGGACCTGTCAGCAACTAAGGAA 

CAAAAGTAATGAAGATTTACACAAACTTTGGTATGTCTTACTGAAAGAAA 

GAAACATGCTTCTAACCCTAGAGCAGGAGGCCAAGCGGCAGAGATTGCCA 

ATGCCAAGTCCAGAGCGGTTAGATAAGGTAGTAGATTCCATGGATGCATT 

AGATAAAGGTTGTCCAGGAAAGAGAAGATGCCCTAAG 

>693.1 

ACCTCAGGGACATTTAAGAGTTGGAGGTGCAAATATATTCCAAAAGGGTG 
CAACAGACACAGTGTATCCCCCTGCTTCTG I 1 1 1 1 GTATATTTTTGCTAC 
TTGGI I 1 1 I CTTGATCATAGCTATTTTGTGCTTGAGCTTTATTGGCTA 
>694.1 

CCGCGGTGGCGGCCGGGTACAAAACAGGGGCTAGAGCTTCCTACTAGGTC 
TCTGTTGGGGCTCCCCTTTCCTGAACTTTGGCCAAAGACAACAGGATATT 
CTTGGGGGTTTTGTTGTTGTTTTGTTGGC A I I 1 1 I I CTGTGCCTGTTGGT 
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GATTCCAGCACAGACCAGAGTGCCGCGT 
>695.1 

CCGGGGGGGCGCCGGCGGTCTGTATAATGGAGGCTGACCAGAGCAGTTTA 

GGAGATTGTAAAGGGAGGTTTTGTGAAGTTCTAAAAGGTTCTAGTTTGAA 

GGTCGGCCTTGTAGATTAAAACGAAGGTTACCTAAATAGAATCTAAGTGG 

CATTTAAAACAGTAAAGTTGTAGAGAATAGTTTGAAAAAAAAAAAAAAAA 

AAAAAAAAAAGT 

>696.1 

GTGGCGGGCGGCCGAGGTACAGCAGGGTGCCTCAGCAAGAGAGGACTGAG 

TGGATTTTCCTTAGGGATATTTATGAACCTTAAAGCAGGAGCTTAAAGGG 

AATTTGGGCCATATTAACCACTTAGGTCATGATAAATGATTACATTTTTG 

GACATTTTGGTGTCTTAATGTCAGCAAGGGTTGCACGATAAGTTTTGACA 

TGCATGCATGGGAGACATGTAGAAATTCTAGTTACTTACAAG I I I I IGGG 

GAAGAAGCCTGGACCCAGATGCCAGCTTTAAATAACAGGGGAGTCTAATT 

ACTTCTAAATTCCTCACATAGGGAGTTTTG 

>697.1 

GGCGGCCGCCCGGCAGGACGCGGAGAGACAGCGTCAGGCGCTTGATTTCC 

CTGAGTCCCGGTGCCTCAGCTGCCCAGTGCCCACGTTCGTAAGAAGGCAA 

GAAGTTGTTGTGGTGTACAGAAGGATTTTGCAAACAATTCGGCAAGTTCC 

AAATGATTCTGATCGCAAATACCTGGAAGATTGGGCAAGAGAAGAATTCA 

GAAGAAACAAACGTGCCACCGAAGAGGATACAATCCGGATGATGATTACT 

CAAGGCAATATGCAGCTCATGGAGTTAGAAAAAACACTTGCTTTAGCAAA 

ATCTTAACTATAGCATTATTCTGAAGGATTTTCAAAGTCTCCATGTGTCT 

TTGCTGCATTTAGGATTAACAATG 

>698.1 

CGCGGTGGCGGCCGAGGTACACGGCCCGCTCGTAGGGATCGTGTTTGTTC 
CTGACGACCCTACGGTAATGCAGCCGGAGCTTGTTTTCCGTAGCTGGGGA 
CAATCTTCTGTCCTTGCTG 
>698 2 

AGGCATGGATTTTCAGGTTTATAACATGGCAGAGTGAATTCTGGCAACAC 

ACTGAGTGATGCTTGTCAATGGCCACTATCAGGAATTTAAAACAAGATTT 

GGAATTATGACATCTGGACAAACCACATATGCAAAACCTACCTTTTGGTC 

CATTCTCCAGGGCTTCTTCTGCAGCTTCTGGTTCCAGTTC I I I I I CGGAG 

CTGTCAGTGTGTGTTTT 

>699.1 

GGCGGTGGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GTTAGTGTTTT 

CTGATGTCTTTTCTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACAT 

TCTCACGTTTCTA 

>699.2 

AGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAAI II I I 

GTGAATTGCGGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTA 

CGATCCAACGCATGCCTGGAGTGGAGGACTAGATCATCAATTGAAAATGC 

ATGATTTGAACACTGATCAAGAAAATCTTGTTGGGACCCATGATGCCCCT 

ATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGGAAG 

TTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATGCTG 

GGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGG 

>700.1 

CGGCCGACTTGATGAGCGGAGAGACCTGCACCGGTGGCACCATCTTGTCC 

CTGACCTCCGCACCGGAAGCCCCCGCGTACCT 

>701.1 

ACCGCGGTGGCGGCCGAGGTACGCGGGGGAGAGAGGAAAAGAACACAGAT 

CTCGCATGGTTCAGATTTTTCTTTTTAGGTCCAGGAGTAAGATATATGAT 

ACGAAAATGAAAATTATAAT 

>70^2 

CTTCTTGGATtCCTGGGAGCCACATTGTCAGCCCCACTTAtCCCACAGCG 
TCTCATGTCTGCAGCAATAGCAATGAGTTACTTCTTAATCTTAATAATGG 
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TCAACTTTTGCCACTACAACTTCAGGGCCCACTTAATTCATGGATTCCAC 

CTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTCAAATTCCAGGACTC 

TCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCTGGACTGCTCCCAAA 

TCAAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAGGAGCCCAGGCA 

GGCCAAGGTTGATCCCTTACAGCTTCAAACACCGGCTT 

>701.3 

AAACACAACCAGGCCCCAGTCACGGGGATGCCCTATGTATTCTCCTTCAA 

AATGCCTTAAGAGCAAGGGCCAGATGGTTTCAATACCTAT 

>701.4 ' ! *•• 

CAGGTTTACATGGGCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGCAAGC 

AACAGTTACTGCGACGTGAGATCATCAAGAACACGTAGAGAAACCCAGCT 

GTAATCATGCATGGAGATACACCTACATTGCATGAATATATGTTAGATTT 

GCAACCAGAGACAACTGATCTCTACTGTTATGAGCAATTAAATGACAGCT 

CA 

>701.5 

AGGAGGAGGATGAAATAGATGGTCCAGCTGGACAAGCAGAACCGGACAGA 

GCCCATTACAATATTGTAACCTTTTGTTGCAAGTGTGACTCTACGCTTCG 

GTTGTGCGTACCT 

>702.1" 

AAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGTTCTGCAT 

CTGCCCACAGACGGGGTGG7TCTAGA 

>703.1 

GGCGGCGCCGGGCAGGTCAGACCTGAACGCCCAAACACTTCCTGCAGATG 

TTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGC 

TGCTGTCTTGG7TGTCAGCAAGAAGCTGACACACCTGTGCTTTGGCCAAG 

GAACTCTCATTTGGGGATACAGGGGTGAAGTTTCTGTGTGAGGGCTTGAG 

TTACCCTGATTGTAAACTGCAGACCTTGGTGTTACAGCAATGCAGCATAA 

CCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAGCCTGCAGC 

CTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGATTGTGGAT 

TCTCTGTCAGGCATTAGAGAATCCAAACTGTAACCTAAAACACCTACGGT 

TGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGTTGGAGGAAGTG 

AAAGAAAAG 

>704.1 

GTGGCGGTCTGCCCAGATCCATGATGTGCAGTTCTCTGGAGCAGGCGCTG 

GCTGTGCTGGTCACTACCTTCCACAAGTACACGGGTCTATTTGGCCGTGA 

CCTTGCTCTGGAGACGATGATATCCCTTCAGCGTGAGGGAATTGATGTTG 

ATGAACCCGGAGGCATCAGTTGGCTCATAATCACCCTGCACGTTCATGCT 

CACCAGCTCCTCATTGTTCAGAGACAGTGGGGACTCCCGGCCGAGGATGT 

>705.1 

CCGCGGTGGCGGCCGAGGTCCGACGCAGCAGGCTCCGAAGATCATACAGA 

CGCCATTACCACTCTTGGCTCCCAGAAACCTCTGCGCCCCGCGTACCTGC 

CCG 

>706.1 

ACGAGTAAATTTTCATTACCTTTAATTAGGCAATGTTTCTTAGATAACCA 

TAAAACTGCAAAAGCAATTTTTAAAAATGATAAATAGGACTTCATCAAAA 

AGTAAACGCTTCAAAAGATACTACTGAGAAAGTCACAGAATAGGAGAAAA 

ATCTGATG 

>707.1 

ACCCATATCCAAGGCTTATTGCAACTTTTAGTCTTGCCCCTGCTA CTTA C 

ACAGTCCAGAATCACTTGGTGAGCATTCCAGTAGGACGGTGGCATTTTAG 

GATTCAGAATATTAACCTATAAACCTGTCATTTGATTCTTGATTATTAAT 

GTCTGGATCGCCTG TGGTA GGGGTGTAATCCCAGGAAGGCATTAAATATA 

TTTGAATTAATGTATATTTTGAGAATAAAAGGCTATTTCTAGAAAATATT . . 

ACACACTTGTCTTATGTTAAATAAAAATTTGCTATTTATTGAATATCCCT 

TACCCACCCTTCTTCCCAATGAAGATCTTATGCATACCTtCACTGGAAGG 

TTTAAGATGTGACAATCTTAATAGATCTTTGTGAGACCAGCCATTTCTCT 
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GTTTATATTTTGGAACCGCCAGAGCAAGGGCCATGCCACCTTTCTCATTG 
T 

>708.1 

ACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCAA 

CAGCGGCAGTCCCCTGCCCAAGTT ATCCCACTAGCTGATTGCTATATCAT 

TGCTGGAGTGATCTATCAGGCACCAGACTTGGGATCAGTTATAAACTCTA 

GAGTGGTAAGTGTCTTCACATTCTTTAAGCACTAAAGAAAACTTTTAATT 

AGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAG 

TTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGA 

GCCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATTATATAGTAATT 

TAGGTTCTGAAAAATAGGTTCTGTCTTTGCATATGTAATATTTTGTGAGT 

ATTTACTTTGGAMGTTTGGTCGACCTAATGATAAATTTAGAGTTTATTT 

TCCTTTTACAAGCTTACTGCATTGCATGGTATTCAGTCAGCTTTTGATGA 

AGCTATGTCATACTGGTCGATATCAT 

>709.1 

ACAAGCATGGTCCATACCACTGTTTACTTTTCTAGAAAGTTGTTAGACTA 

ATTTTTCAACAAAAATTCTTTATTGTCTTGGTAACAAAAGAAGCATACTA 

AAAATTCTCAATAAGG CACAGTG TCTCT AGAAGCTTGAGCATTCA ACATA 

AACTTCTA^TTAACACGAACTTGTGCTCTTATTTCAGCCATTGCTGTGTG 

GGCTTGGAGCCAGGAGAAGATGCAGAGGAATTTTACAATGAATTACTTCC 

ATCAGCTGCAGAAAATTTTCTAGTTTTGGGGAGACAATTACAAACATGTT 

TTA 

>710.1 

ACGCGGGCTAATCCCAGTTATGAGGGCTCTGCCCATGACCTCATCACTTC 

CCAGAGGCCTTACCATCTAATACCAATACATTGGGTTTAGAATTTCAGCA 

TGAGAATTTGGGGGAGACAGTCAGACTGTAGCGATGATTCTGGAGTATTC 

ATCATTTAAGAGACACTTAAAAATGATCAGAAAGGAGAGGATGAAGGCTA 

GAACTAAGACTTTAGCGTTGAACATGGAAAGGAAGTGATGACTGCAGATA 

TCTCCAGT 

>711.1 

AC I 1 1 I I I I II 1 1 1 1 I I I 1 1 1 I I I I I I I I I GATAGCCATATACCAAATAA 

ATGTTCTGTGACTAGGGGTTATGGCACAATGGGTATTGAGACACTAAAAA 

CTCTGCTTCAGGCTTCCATCCTCTTAATTTTAGAATATCTCTGATTTCCT 

AATTTTCTGATTGACATCTTTTGGTAGATTATCGTG 1 1 1 1 I ACTTTATGT 

TATTGACTGATCCTTTAGAATGATTTTCTTTTTGTTCTGGGAAAAAAAAT 

GCATTCTAAATCAGATTCACTAATACTTTGATTCACTTCCAAGGA 

>712.1 

ACTTACAAAAATTTTTAACATTAGGAGGTAATTATAAGTAGATTCTGTGA 

TTAGGACTTCATTCATGTATCTrTTGCTACATAAACCTTTGTTAGATTAA 

ATGGAAGACACCTGCTAGGTGATACTTTTTATAAAACATATGAGTAAGTC 

ATATATCTTTGTTAAATTTCTGTATGTTC I 1 1 1 1 1 GTATAAAG ATGGAGA 

GAAAGGATGGAGTGATACTAAGGACCCTAATAACATCTCTGTTCAAATTA 

ATTACTAAGTGATAGAAGTATTCATATGCCATTAAAGATTTGCCAATTCT 

ATTTG 

>713.1 

ACTGACACAAGGACTCCAGGCCACACATATCTTCTTGAAAGCCCTTTTCC 

TGTTTGAAAAAAAGATCGTTTGTATTTGATAGAGCAAAAGAAGGCCACAA 

AATGAATTGTCTTCTTGTGGGCTGTGTTTCAGAACGGCCGGTTTGTGGGC 

GATGCTGACCTTGAAAGACAGAAATTTTCAGATTTGAAACTCAACGGACC 

CCAGGTAATTCTTTGGCTCAAGACCTGGGTTGCTTCATTCATATTTTCTT 

ATTTCCCCAGCCTATAAGAGCATATTTGTGTCTTGTAAGGTGCCTGG 

>714:1 

ACATATGCACTATTTAGAATATGACATTAATCAACCACTAGAATTAAAAT 
CAGGTTATAAATCCTCAAAATCACCAG^GTATAAAtTTAAATGAAAAACC 
CAGACCACAGAACAAAAACAGAAATACCAAAAAATAATCACAAAATATTA 
AAAACAGTATATAAACACAGTGACAGAATTAGGACTAAACATATCTGTAA 
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AACAATAAATGTAAGGGTAATCTCACCAATTATGAAAAAGACCTTCAGAT 

CATATTTTAAAACAAATTTAAAAACTCAACTGTATGTTT 

>715.1 

ATTGGTGTAAAATTTGAAAACCATGAAAAAATAAAACAATAAAGGATCTA 

GATGCTAATAATGTGGTTAGTTAACATGTTGACCATTTCAAAGCAAAATA 

AGTCTTTGATGTTTTATACTATTCATAGCAAGATATAAGTATTTAATCTG 

CAAAGACGTGGATTTGAAAATTCAGCTGCCAAATGTAAAGAACAGATTCC 

TAGATTATTATTAATAATATCTCTATAAATATTATATTTATCAATAATGG 

GT 

>716.1 

TCTAAGTGAAAACCTGG ATA I I I I I I I I CTCC AAAGTT A TTTC TTAGTTC 
TACCTATGACATGAGGGTGATCTTTATAA I I I I I I I I I GTTTTCACTG AA 
GAAATAAAACATTGCTTAAGGGAGAGTTGGGGGAGTGCATAAGGATCTGC 
AGTTGGGACTGGA I I I I I CGGGTTTGTTTTACC 
>717.1 

ACTAATCTAAATGCTAGACAGTTCAAGTGTAGCTTTGGAGACTTACAGAT 

AGCCAGCTAGAGAACTACCAATGATGATATCCATCACGAGGAGTTTGGTG 

G CCAGCCT CCAAGATGGTCCTCAATGATCTTTGCATCTXCATATTTCCAC 

CCTGTGTAGTCCCCTCTCTCAGGGGATTAGGGTTGGTCTGTATGATCACC 

ACATGGCTGCAGTAATGGTATGTCACTTCTGAACTTAGGTTATAAAAGAC 

TATGACTCTCATCTTGGGTGTCCACTCTCTGTCTCTCTGATCTTACACTC 

TAGTGGAAGCTGCCATATTGTGAACCTCATGGAAGGCCCACAGGGTGAAA 

AACTGAAGCATCTAATCAACAGTTAGCAAGAAACTGAGGCCTGCCAACAA 

CCATGTGAGTGACCCCGGAAAGAATTTTTCAGTCCCAGTC 

>718.1 

GTTTCGGGTATTTGGGGCGGGATAAACATGGCGACGTCTCTGCATGAGGG 

ACCCACGAACCAGCTGGATCTGCTCATCCGGGCCGG 

>718.2 

TCTTTTATTTTCTACTTCTCTTCAGATTTGTCTTATGCATTTTCCAACTA 
TGTATGCATCACAGCTATT C I I I 1 1 CTG AGTTATAGCTACAGTTTTCCTA 
CTGTTGTCTTCATGCCATTTCATTTCACATGGT 

>719.1 

AACCCAAAACATTAAGAAAAATATAGGAACAGTAAGTAGATTACATTTTG 

TAAACAGACAAGCTTACAAGTTTTCTCAAATATGAAAGTCATACTAAACT 

GGGAGACTGTTAACTTCTTGATGGGGTTAATCTCTAATATGAAGCCACAG 

TCATAGCTAACTACAAATTACATATACAATGCCAAAAATATTCAAAAATA 

ACAI I I I 1 1 GCACCTTAATGAT 

>720.1 

ACnTGAAGAACATGGTAAAAATATGTTCACAATAATATTTTATCTTAGAA 

ATGTATTCAGTAAAAAATCTCTTTA 

>720.2 

TTCAACTATCCTCTTGATTCAGGGGAAAAAAGGATTAGCATGGGAGATAA 

CAGAATAGGAAGTTTAGGAGATAATGAGACTTCTGTTTTAGTAAAGTAAA 

TAAGCTTTAATAG 1 1 1 1 1 I GGTCATGTATTCAGTTTACCAGCCTTGAAGA 

TATTTGTAGGAAATTTTAAAAGTTTCTCTATTTCATCCCCCATGATAAAA 

ATTATATAGAATAAAAGCTGAATTGAACTTTCTTCACAGCACACTGAAAA 

ATATCTTCTATAGCATTAATCAGATCACA 

>721.1 

CATAATTCACCCTTGAGCGGCCGCCCGGGCATGTACGCGGGGTTAACTAT 
GTTTTCTTTAACAGAAAGTTCTG I 1 1 I I GTGATCCTTTTAAAAATAAAGC 
TTCACGGAAGGATGAGAATAGTA I I 1 1 1 CAACTTTAAATTTCTCATTACC 
AGAAGACCATGTGGTAATTCTCTGTATACAGTTAGAACAGCACGGAAAGT 
TGAAGGCCTAAAAAATTAGCTGACCTTGTTAAAAATGTTGGCGTGAGCAG 
TATATTATTACCTATCI III I I I ATTGTGTGXGTGTGTGTGTGTGTTTTA 
AACTAATTGGCTGAAATATCTGCCTGTTTCCCTCTTTACATTTTTCTTGT 
TTCTTTCCTTATTTATCTTTGTCCATCTTGAGATCTACTGTAAAGTGAAT 
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Mi l I AATGAAAACAAGTCCAAGTTTTACTCTCAGTGGGTTTGGGACATC 

AGATGTAATTGAGAGGCCAACAGGGTAAGTCTTCATGTC 

>722.1 

ACATGAACCTATTAATAAACCATTCATGCTTCCCAGTTTGGCAGATGTGA 

GCAAACTATGTATAGGAATTCCAAAGGTAACTTTTTCCTTTCATTACTTT 

ACAGAAATACTGTCAAGTCCAATAGAGAGCACAGACTTGGGAGGCGGATT 

GGGTGGGTTTGAATCTCTGCTCTGCCACTTTTATTAATCATGTGAGTTGA 

GTATGTGACTTAATCTCTTTTAGCTCAATTTCCCCATCTGTAAAATAGGA 

ATAATAAAAATACTGACTTCAGAGAGGTTTGTGAGGATCAATTAGACAGT 

CATGTTAAGTCTGTAAATTGTTTCTGTAATGGGCAAGATAGCAAATATTT 

TAGATTTTGTGGACCATGCAGTCTTTATCATAACTGCTTAACTGCCATTA 

TAGTGAGAAAGCAGCCACAGACAATATGTAAATGAAAAAGTGTGTCTCTG 

TTCCAATAAAACTTTATTTTCAAAAACCAGCTGGCTTGTCACATCTGGCC 

TAT 

>723.1 

ACTTACTTTGTTGCTC I I I I I CTAAGTTTTAAAGATGGATGCCAATCTCA 

GGCTTCTTTTCGTGTGTGTATGTGCGTATGTCCATAAATTCTCTTCTAAT 

TACAGTGTAAGCCACATCCCACAAGTTTTGATAGTCACAGAACTGTATCG 

TCACACTA l nil lA^TTrCAGTAAGTTCTTCACTGATCCCTGTGTAATT 

TAGAAATGTTTCATMTTTCCCTACATTGGAGGGGMGATAGTTTTGTTT 

>724.1 

ACTCCTCAGCTTGTGCTGCCCTTCTCGAATGACTCGCGTTTCCTGCTTTC 

ATCACTACACCTCCCACCGCTCTCCATCACCTGCTCTGCTCTTATAAGGA 

TCCAGAGAAATGGAATAATCTTATTGCTGATCTATGTAAACAAGTTGAAG 

AATCGTCTGAAAGAAAATACAGTGTGTCTAAACTGGAAAAGTCCTGTAAT 

AGTTTGTTCATGAGCATTTGCACAGTGGAGTTACTGTTCATCATGGGGGT 

>725.1 

ACTAACTATTCCTAAATATTAAACACTGGTCAACTAAAATGCACAAATTC 

ATGAATTGGATTTGCACTCAAACAAAAAAAAATACCATAGGCAGTATCAT 

TTCTACCTTTGTAAGAGGCAGGAATATTCATTAGACTCTATGCTTGACTT 

TTCATATGTATTTTAACACTGTAGTAGGCTATCGGGTCTAGTTTAAGCTT 

CATTTCTAAACTACTCAACAGCTCAGAACTGACAAAGATCACAAGAAATC 

AACTATTAACCTCTTGCCTGAAGACACAAATGAAATATTCCCTATTTTAC 

AAAGCAAATTAGATTCCAAGATTTTCCAAAGCCATACTCCTGCAGTTCAC 

TTGGGTTCAAACTTAAAATCATAATAGTAATATACACATATTTACATTAT 

AACCCATTACACATTATTTTCAACTCAATGCAAGT 

>726.1 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 

AAGGTATATGTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAA 

ATGTTCTGTGCTTAATCCAATACATCATTTAAATTCTTTTCACATTTGGA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAAT 

>726.2 

GCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTTCTCCT 

GGCTGATTCTCATGCTACAGAAAG 

>727.1 

ACATTCTATTGTTATCTCTATTTTTTGGATGAAAAAACAGCAGCACAAAG 

AAGTTCAGTAACTGGCCTAAGGCCACACAGCTTGTCTTCCTGAAGACTGG 

ACCCAAACCCAGGCAGTCATAGAACATGCTGGTCGCTATTGGGCCGCTTG 

CTCTATGGGGGACGGTGCTCCAGGAACACAGCAATGCGGTTTAGGATTCC 

AGGACCTGGGGCAGCTGCTGCTTCTTTCTTAGTTCTCGACAGACCACTGA 

GTGCAGTTTTTCTAAATCTTTTCCCCACTTTGATATGTGGTCCATAAAAC 

TGCTTCCACACGTATAACCCACTGTGAAGTTTAAAATGATTTCATGTTTG 

GGCAAATTCCTACTGAATGTTAAGCTAGATAGGAAACAAGTTCTGACTAA 

CACAAATG 

>728.1 
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TAAAAGAATCTTCCAAAGGAGGACAGCAGAAATGAAAATAAAGTAAGTTC 

AAACTAGAATCCTTGACACAACTGGTTTTATTCCCAATGCCTCTTAAAAA 

GAATCGTTCCATGGGTGGCAGGAGGGGTGTTTTCATGGTGTGATGCACCG 

TGACTTGTTATTCAAGATGTAGT 

>729.1 

ACTTATCAGGATGAAATCAGAATCACAGTTGGCCTTTTGCCATAAGGGAA 

GGGTATTTGGAGAAGAGTCAACCACCACTCATGCCTCTCCCCTGCCCAGC 

AGCACCTTGGATnTCCTGGCTTTATGCCTCCTGTTTCCCCTGGCTGAGT 

AACTGCAGGCATTAGGTTCCTCTACACACGATATATTACAGGGAAATGGC 

AGCGATGGTCTGGAAGGGCAACACTGGCCTTCTTTCCTCCTGAGCACTAA 

AATCCTAAACATGCAACTTAAAAAAAAATTCTAAATGTGAACACCACCTT 

TCAATAATTTATA 

>730.1 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 

AAGGTATATGTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAA 

ATGTTCTGTGCTTAATCCAATACATCATTTAAATTCTTTTCAC ATTTG GA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAATTGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATAGAAAGTT 

CTCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAA 

TTGGGACAAGTGCCCGCG 

>731.1 

ACTTTTCTGAAGAATACATCTTCGTTCAATGTGGTCGTATTCTTAATTTT 

TTCTATAATATTGCTTGTAATCTTTAGAGTTATGGTTTCAI I I I I IGACT 

ATTAAATTTGAAATTGTTGACATCAGCAGTTGACTCTTCTGTGTAGATCA 

TAATTTTTTAATTAAGAAGACACTCTCAAGTGTTGAACTATAATTGTAGA 

GTAAATTCTAAGTGGAGGATATCGTAAATTCTTTTTTGTCTTGGTATTGA 

CATGTAAATGTTAACATATGTGAATAATTCAGTCCACGATTGTCACAGGT 

TCTATGTCTTTACCTCCTTTCAAAATACTTTCTTTAACAAATACTTTGAC 

AAATTTATTAACATTTATAAGACAAGACTTACCAAGTTGTGTTCGTTTAT 

GATTCTTTAAATGTTTTCCAATACTTAGATACATCAAAATTATAGGACTT 

CTCAATTCCATCCTATTGTTA 

>732.1 

CTCACCCTGAATTCTTTCCTGCTCAAGATCCAAGAACCCTTTTTTGAGGT 

CTGGATCGGGACCCCTTTCCTGTAACACGACTGTATCCCCTTGGCAGACA 

TATGAATCTGCACCCCCGCTTGGTCTCCAATATCCAGGGATG 

>733.1 

ACAAAACTATGTGAGAACGTATACTACTTCTCGGCCACAACTACTATTTT 

TAGATATTCATAAAATAACCTCTGATTGTGTTTTCACATTGACCCATTCA 

GTTCTGTCCAATCTTATAATTCTGATTAAATGTTCTGGGCCTCAAAACTA 

A7TTTTAAAAGGCCACTAACTCCAAATCTAGGAACAAAACACTCTGTAAG 

ACTACTGTAACTTGTATAAAATTAACTTGAAAAATTCACTCACTCCAATA 

AAACTATGATTTATGTAGCTCATAAGAGGGTGAATTTTGAATATTTACTC 

TATGAAAAAGCCTAAGCAATTCAATAAAAACTTGATAACTGCACGTTTAG 

TTTGCAGCATCTTGTACCTGCCCGGGC 

>734.1 

AGTTGTGAGGAATCTGCAGAATTCCCCTTTCGTGTGGACGCXJCTTTCAGG 

TACTTTCTCTGAATTTCATTAGCTACATTAAAAAAAGAAAAGATCAAATG 

CAATAGATAGCACTGTAATAGATTTTGCTACATTAAAAAAAATCCATTTG 

AATACACAGTGAACTAAAACACCAGAGTGGCTAAAAAGTCCCTTCATGCA 

TATTTACTTAGCAGAGAGCTCTTGAGAAAGACCCAACCAATAAACCCCAA 

CCAAAGCAAATCCAGCTACTTCTCTAGCTGAGAGGGTGGAATGACTCCAA 

AATATTGTTTCAAGCTCAAAAAGCCTAAAACAACTCCACATAAAA 

>734.2 

AACAAAAATCTATCTAATTGGACATTTACCTTTTTGGAAATAAAAGGCCC 
AGTGGGAAAAAAAAAAAAAAAAAAAAAAAGT 

>735.1 
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AC 1 1 I I I I I I I I I I I I I I I I 1 1 I I GTCACAGACACAGGCTGGGAATTTCC 

CAAATCTTACAAGTTCTCGTCCCCTTTCCCTTAACAACTCTTTCGGAGTA 

TCTCCGTCCTTTCACACTTTATTGTAAGCGAGGAGAGCAGCCAGGCTGCA 

CCTTTAACATTTCATTCACAGGATCTCAGCTCAGCCAAGTCCTCAGCCAT 

TTTGTAATGAGGATCACTTTCTTCCGGTTCCCCGTGACCTGTCCCTCGCC 

TCCTCTAAGCCTCAGCAGAAAGGCCTTCAACATCCACTTTTCCACAACAT 

TCTGTCTATGATACCTGCATTCTCTGAGATGCTAGAAGCTTTCTCTCCAG 

CTCTCCCCTTTCCTCTCTGAGCCTTCACCCGAGTCCCCATTGATGTCCGT 

ATTTTTACCAACAAGCTCTTCACCGCTATGGAGGCTTTCTCCAGCAGGTC 

CCTGAAAACGTCTGCAGCA 

>736.1 

ACTTGTCTGCTTCAATAAAATTTGTCTTTGATTTCACTGGTGGAAGGGTG 

CTT GATC CAGCTTTTGCTTCTCCATGAGGAGGACTCTGTTTTTCAGTTTC 

CGCTTTTATTTCCTCTGAGGGGAAAAAAAAGAAGCATACATTATAAAACT 

GGACAGCAGAAAGACTGAGTAATTTCTTAAGTTCTATAAACTCATTTGGA 

ACTTCTACAAAAAGTTGGAAAGAATGCAAATTTAATAAAAATTAGATGCT 

AAAATTGTTTCATCTAAATTTTTTAATTCACACAAATAACATAAAACTAT 

ATGAATAGGT 

>737.1 

I I I I I I I I I I I I I I I I I 1 1 I I GTTTTGAAAACCCTTTATTCGGTTTCTCA 

GTAACAGTGATGCATTAAGAAATTCTTGTCTGCTAAACTTCATAGCAAAC 

CGATCCCAGTCCTCACCTCATTGTGTGGTAGCCCAGCAGCAGAGAAGATA 

GGAATTTTCTGCCCCCTAGCAATACTGTTCATCCCATCGATGGCCGAAAT 

GCCAGTCTGAATCATTTCCTCTGGGTAGATTCCACATTGAGGGTTGATTG 

GCTGACCTAATGTATTTCCAAAAAGGAAAATTTCAACAAGTTGCCGCATT 

ATTCATGAATGAAATTAGATATCATATCAAATTAAAAGAAAAGAAAAAGC 

ACCAGAAGACCAGAACTACATAAAGCATCTCTTTACTACAAAAAAAATCA 

GTTAI I I I I CAAATATGAAACTTGAAATAATTGTTTCCTTTACTCTTTTG 

GAGACTCACAAAACATTGGGTAATAGAATTCAAGTT 

>738.1 

ACTATCTGCTCTGAATTAAAATTTAGAACAAAAATCACCTGCCGTGCCAC 

TA CACA TGGACAT AATC AACTGCTAAATTATGATTTGTTTTCTTCCAGTT 

ACTTTTCCAATTATTTTTACATATACAAATATTTTCTTGGTAGAAGAACA 

AAAGTGGCACTATTCATTGTGTAG 1 1 I I 1 1 1 GTAACTTATATTTTACCCT 

MGCATTTTCTCGTTGTCTTAAATTATTAATTGAAAATTATTCATGGCTA 

AATAATGCCTAGGCTGCCATGAGTCTTTTCTCCTTCTATAAACCGTGTCA 

GCATTCTTTTATATATATCTTTCAGCACATCTGCAATGATTTCTTTGGAA 

TAAATTTCTAAAGTTCGCTGGATCGAAAAGATTCAGGG A 1 1 I I I AGTGTT 

CTTTC AATTTG G C AAAGT ATTTTTCAG AAAC AAGCCCATTTC AGTTCTG A 

ATAAACAAATTC 1 1 I M I ATGTTGCATTTAAAATCTACC 

>739.1 

ACACAGTTTCCTTCTTCGAAACAATCCAGAAGTAGGCTAGCAATGGTCAC 

CCCTACATACTTCCGCACACATCTTTAAGAACAGGACACCATTACCACAC 

CCAAGAAAACCAGCATTTAATGAATTTATTCAAGAGTATCATCCAACATA 

CTCAAATATCCACAGCTGTTCCGAAAGTATCCTTCAATTCTGGATCCATT 

GATGGTTCACAGGTTGTATTTGGCTGTTACAT C 1 1 1 1 1 AGTTGTTATCCT 

TCAGAGTAAAACTGGCCTGCCCCTCTTTCTTTCTTTACAATATTGACTCC 

TTTGAGGAACCGGGGCTGGATGTGGAGCATTCTCCATTCATCTGATTGTT 

TCCATGTGACCAGATTCGGGTCACAAATTTCTGGCAAGAACCCTTCACAG 

ATGACCATGTATTGGTTATTAGGTAACAATAGATTACTCAAGTAGAGAAC 

TGGGAAATT 

>740.1 • 

ACATTGTCTGCATTTTGAGATTtTCCTATTATCTTTCTGGTGTTGATTTC 

TGTTTAATTATACtGTGATCTACAAGCA 

>741.1 

ACTTCAGGTTAGAGATGACTTCAATATATGTCGCAGACCTCCCAAGGTGA 
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GCATCACACAGCACTTATCATAATCACGAAGCAGCTCCACAGAGGCTAAG 

ATGAAAACAAAAAtCTCAGGAAATTTATGTTTATAAAAATGATACTTGCA 

AAAAAATGAATGGAACCATCTCCATTGCTTATTTAGAGTGTTGACTCACT 

GAATAAGATTTTAAATTAGTCAATAGTATTGGATGCCTCTATATCTGCAT 

ATCAATAGGCTCATAAACAAGGTTGCTCAAAGAACTGCCCATCAACCACT 

TGGTTTCATCTCTGGACACCACACTGTTATCTTCCTTTGGCCTCTGTCCA 

TAACGGGTCCAGGCTACGTGCACCAAAGGAAAAGAATTGGGT 

>742.1 

ACAGGTTTCCCTTGCCTCAACTTCTCATCCTGGGTGATGAGACTGTTACT 

TTCCTTCTTGTATAMGAGGGCAACTTTCATGTAGAAATTTTACCTCCTA 

CTTTTAAGAAAAAGGAAAATCAGAGTGCTTTAAAGGAAAATCAGAGTGCT 

TTTCTTGCATCTGCTATTTTTCAAGTGTCTTTAACTCAAAAAAATCAATA 

TGCCAAAGTGGCATGTTTGGGGGTATCTGGTTCTGAATTCCTTCAGGAAA 

GATAGAAAGCAAAAGCAAAATAATAGG 

>743.1 

ACTCCTCCTTGGCAGCATCAATCAGGCAGGGCTCAGCCCACACCCGGCTC 

CTAAAGACAAGAGAGCAGAGAAAGCAGAATGGTGTTTAGAGACCATCGCA 

GT^CCT^TCCIGA^^A^TGTAGGAAATT.GGCCTCCGCCAAGTGAA 

TGTGACAATGCAGTCAGCCACAGTGACGGAGTGCAAGATCGGATCACCAC 

ACAGATCCAAGAGACCGCTCACCACACCTGAGAAACAAGAACCCAAGACA 

GCCTCATGGAGGTGGAAGCGTGCTACGCAGTTATGGCTTCACTACTGAAT 

GCGATCTTGC 

>744.1 

ACGCGGGTG 1 1 I I I I 1 1 I GGGTAATTTTCTTGAGTTAGAAATGTAGTTAG 

AACTGTGACTAACGGCATTGCCTGGAATGTGCTACAAACACGATTAGATA 

TTCATTTATCTTCCTCGTATTAGACTGCTTGTATAGAGACTCAGTGTTTA 

GACATTCATTTCTCTTCCTTGTATAAGACTCCTTGTATA AGACT CGGTGT 

TCATTTATCTTTTTAAATTAAACCACAACAAATATATGAGTTTTTAACCA 

TTGCAATGTGCAATAAATAAATATATCTGAAGTAGCATTAGCCTTCTAGT 

TTTAAATAATAA 

>745.1 

ACC I I 1 1 I I I I 1 1 I 1 1 1 I II 1 1 1 1 CGTCAAAGTCACTATTTGGGCCCTAA 

CATAAT 

>745.2 

CCTGCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAACATAACTCTCT 

CTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCATCTAGATAAAT 

ATCTATCAAAATTAACTTTAAGAGAAATACTCTCTTTCCTTAAAAGCCCT 

T AI I I 1 1 I AAGACACTAGAAAATAAGTTACTATAAAAAG TGGTG G TCTGG 

GGGCTAAAAACAAMCAAAAAAAATCCTCTTTTCTACATTTTTTAGTTTT 

CTG 

>746.1 

A C I I I 1 1 1 1 1 1 1 1 1 1 1 > I I 1 1 1 IA GTTAAAATGCTTTACCTCAATGGTTG 
AGATATTTTG AATGGA I I I 1 1 CAAGGGGGGGAAATGCTTATTATAATAAT 
AAACCAAAATACTTAACAGAAAATTGTCAGCTA7TCTGACAAAAATAAAC 
ATTTTGAGAGACTTTATTTCTTTTGTCCGTTTCTGTGGTATCACTCATTG 
TCGTTAAGTAAGTAAAGC Mill ATATTTAGGTAAGAACTGATTTTATTT 
TTTA AATTATATTTTATATTTATTAGCACAGAAGAATAATGAGAGCCACA 
1 1 1 1 AGTTCAACTT 
>747.1 

ACTCTTTTGTTTAGGTATTTCCCTCCTGCTGTGTCCAGGATTGCTGTGTG 

GTGGTGATGAGTGCTGGGAGGTGAAAAATTAAAATAAGCCATTTACCAGT 

CAGCATCCCAATTAAATATTTGATGTAACTGTGATCTTTGAGCCAGGCTT 

ATATATTCATTTTCAAGCAGAGGAGTTCCCCATTTTAAATAGAGGCATTG 

TCTGATGTGTTTATGGTTAACTGCATCTGGCTTGGGTCTTTCTGTTTTCC 

ITrCTTTGCTGMTTAGAAGGGGTTACtcTGAAGAGTCCAGGTCTTACAG 

TGTGGTTT 



Page 99 of 111 



WO 01/42467 



582 

Table 3 



>748.1 

AC I M I I I I I I I I I I I I I I 11 1 I I I I I I I I M I I II CATTC AAGA AAGAT 

AATTTTACACTTATTCTTTGAAAGAAAAATTCTATGGAATTTTCTTCTTC 

TAATTAAATTCCAAAATACATTCTCTCAACCCTATGCCCTCATACTAGTA 

ACTTGATGGTTAGCGGGTAAGTAGGTAGTAGTAAAAGAGCAAAAGGGGAA 

ATTTGGGGAGCAAAAAAGGGAGAAAAAGAAAAAAAGGGACCCTTCTAGTT 

TCCTAATAGAAAAGCTAGAGAATTCCATTCCTGAAAATTAAAGA 

>749.1 

ACCACTCACTACA7TACAAAATAGTCTCTAACATAAAATTGCCTTAATAA 

CTATACTATTATAGAATCTGATAAACCTTACATTATTAAA TTGATT ATAA 

AATCTTCTTGGAAAAACTTTGGTATGTATCTTCAGAAGGTTTTTTAAAAA 

TAATATTTTAAGGGCCTGTAAACATTCCATTCTATTAAAGCACAGCAGAA 

TAAGTAATGGATATTCAACTGCATACAGAATATAGAATCAAAAAAACAAT 

TTATTATGTATTTGTAGAAAATCATTACCAGAGTAAGCAAAAAA 

>750.1 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTGTGT 
GTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCTATT 
CTACMTGMATTCAATCTCT^ 

fACCACATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACTATT 
ATTCACACTAGGTAGGGTCAGGTTTTTTTGTCTGAATTAAATGGCTCCTT 
TACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTAATA 
>751.1 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTGTGT 

GTGTGTGTGTGTGTGTAGACAAAATAAAAT TCAG AAAGAGAAAATCTATT 

CTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCCCAA 

TACCACATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACTATT 

ATTCACACTAGGTAGGGTCAGGTTTTTTTGTCTGAATTAAATGGCTCCTT 

TACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTAATA 

GATACCTGACCC 

>752.1 

ACI I I I I I I I I I I I 1 1 I I I I I I I I I I GGGAGCCATGGCAATCTTTTTACA 

CTTGATTTTAGCCAAAAGGCCAAGAAGCAATGAAAGCCATGATAATCTTT 

TTATGCAATGTTATCAGGTAAAAAAATGGCTAAAGTATATTAGCATTTAC 

CCGAGTGGTATTCTTTTATAGAACTCAGCTACTAAAACCAGGGAGAGTAC 

TTGGTGTATTTCTGAAACACTCTGCGAAGTTGTGGATAGCTTCTGGTGGT 

AAGGATGGTAtTGMCACGTTTA(X3TCTGTCCCCTTTCTCCTTTCTCCTG 

CTTCATACAAGG 

>753.1 

AC I I I I I M I I 1 1 1 1 1 I M I I I II I I I GGTATTATATAAAATAATAATGC 

ATCTTACAGGGGAAGTCATAAATCCAATGAAATAAAGTATTTACCTGACA 

T A I I I I I CCCATCTTCTTATTTCAACCATTTGACTGGTTGTCCAGCCCCA 

AATTGTTGG AC I lilt I AAACAATTCACACTGACTGGCAGTCTTCACCTT 

TAAATAGTTGAGTTCCATCCCTTTAAAATCATTTAAAAA CATG ATTTTTA 

AATTTATCTCCATTACCTTATTTTGTGTTTACTTTm 

TTCCT 

>754.1 

ACI I I M I 1 1 1 1 1 I II 1 1 1 I GGTGGGGAGCTGTATTTATTTCCCAGGGCT 

GTCAAAACAAATATCCATAAATTGGGTGGATTAGAACAACAAAAATTTAT 

TCTCTCTAGAGMGMCGTTTTCTTGCCATTCCCTGGCTGCTGGTCATTG 

CTGGCAGTCCTTGTCCTTCCCTGACTAGTAGCTACATCATTCTCATTTCT 

GCCTCTGTCTTCATATGGCTGiTCATTTCACTGTGTGCTTGTCTCTGGGTC 

TTCAAGTGGCCTTTTTATAAGGACACTGGTCATTGGATGTAGGGCCTACC 

CCAAT 

>755.1 

* ACATGTTGGAAGGGTTTTTAAAATGTlTTGAAACTGTGCACAGGCCAAAC 
CCAACTTTCAGGACATGGGTTTTCAACTTCTGGATGGTATGATGGGGTGA 
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TAGTAGGGTATAAAAGTATCCTGAGAAGTTGAAAGCAGTGTGTGAATGGG 

GTGTTCTTTTCTCCCCACAATCCTTTCCCATCTGCTGACAGTAGACTTAG 

CACCTCACAGATGCTTGGGCCTGGAAATGAAGCCATGAAAATGAAGCCCT 

CAGCCTTCTTGGAGATCAGAGCCATGGTCCTCACCCACAGCACATGGG 

>756.1 

ACACAAAATATTAAATAGGATATTTATTTCTAAGCCAAATTTCAGAAAAC 

AATTTACAAAC I I I I I I I AAAGTATAAACATAGTGTATGCTTACTATAAA 

AGGAAAAGTATAAAACATTACTCAAGTATATATAGAAAATGAGTGGGCTG 

CTGATCCCCCTCTATATTATCTATTGCTGTGTGACAGTATTACCACAAAT 

ACAGTAGCTGAAACAACACATTTGTT7TCTCACAGTTTCTGTGGGTGAGG 

AGTTCAAGCATAGCTTGGTCCTCTGCAAGCTTACAATCCAAGGGTTGG 

>757.1 

acttci i i i i 1 1 i i i i i i i ii i i i i aaatgagtaggaagagatggtatca 

caaacacaaagcacaggttactgtctttaaaaatttgcgttcttctattc 

tccaatggaagtgggaacaaagagaaaacccctgtgtgtcctagcacaat 

atgggcatttgtgtggatttaataaatgggcatttggattgttgggaaaa 

tgtgatcaatcagcaggctatagaaacacagtttgatacgatggtgaaaa 

cttgtctacaatgatgjtttttcag matg ttggtgxgattagaacaagt 

cagcaatgatgatgacaaVUtatttacataatgttatagatgtggcttgc 

taatggaaatacctatctgaggctgtttaggaatacacaaattgagaacc 

gtttagttcagtttgctttaaaacagtggttttctgaaccc i i i i iatgt 

tcgtgatcctatgattagtaacatcttaccattttagaatcact 

>758.1 

ACTTGTTTTAAAACAATGTTGGAAATGAGGAAAATGAGCAATATCAACAT 

TTTATCCTGAGGGACAGGGAGTAGAAAACAAGCCAGAGGCTGCTAGTTAC 

ATAGTTCAGTCTTAGGGATGAAGGGATTTATGTCTCTCCTCCCTCAGGTA 

CGCGGGGACTACACTGGTGTCTGAC 1 1 1 1 I I CCTAGAGATTTCTCCCTGA 

AAAATACAAGGGCTGTTGGTGAGAGCAGACTTGAGGTGATAATAGTTGGC 

CTCTGGTCTACAAAGATTTCATAACTCCTTGGAAAGCTTCT 

>759.1 

ACTCCGATTGCCTCTCCCATGCTTCTCTGCTTTCCAAAGAAAAAACTGAC 

CTTGTATAGATCCTGTCAGCTGATTGCAGTGCTCTTAACTTCTCCATTGT 

GAGTTGTTCAGTCTGAGGAGTTAGGTATAAACCCAGAGTGGTATTCTCTT 

TTCTGTTGTGTTTGGTTTTGCTTACATATTCAGGAGCTGCTCTTTACCCC 

CAGAACATCCGTATATATG 1 1 I I I I I CTGTTTCTAGATTTAAAAATATTC 

CAGAAGCCTGGCCTCAAGATAGATAATATTTTACTTTTA 

>760.1 

ACI 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I I I 1 1 II I I AAAAAAATATCCTTAATTAGGTA 

AAAATTCTCCTTTA 

>760.2 

TCAAGCGGGTAATTGGGTTATTTAATGGGGGG 1 1 I 1 1 1 1 1 AAAGTTTAAG 

GGA 

>761.1 

AACCGAATCAAAAGCACTGGCTTATTAGACAAGAGTTTCCCAAACTATCA 

TGCTAAAACAGTAACAGCGAGCTTCCAAATTAATGTTGCC I 1 1 1 1 1 1 1 1 1 

7TTTTCCAAACTGAAAGGAGGGTGGGGAAAACAAACGCATCATATGTAAA 

GCACTGAGTCCAGCCTG 

>762.1 

acgcgggtatggttttacgaacaaatttttaaggaaaaaaattatcatgg 

ttctaatcttacatgttaacatttccttgttatgtagggatcagacttgt 

tataacataattccactttataattcaatgaagaagaaagttttgtctga 

ttctgaggtatgtaatatttcattattattaccatattgatattctctat 

ataaaaaaatttacatattgtagttttcaggtaaaagctgttgtgaacat 

tattttttgtctagtgtagttaatttaaaaaaaaaaaacaactga 

=►763.1 

acgcctaagggagagctgggaactcatcaaagagacaaaaagatgctttt 



Page 101 of 111 



WO 01/42467 



584 

Table 3 



PCT/US00/33312 



TTGCTCTGAAGGCATCGCTGTGGTG 
>764.1 

CGCCAGTGTGATGGGATATCTGCAGAAATTCGCCCTTAGCGGGCCCGCCC 

GGGCAGGTACCGCGGGATTCATTTGAGTGGGAATCTCAAAGCAGTTGAGT 

AGGCAAAAAAAA 

>764.2 

TTCATTAAGGGATTAAAAATGTATAAGGCCAGCACCGTGTAAACCTTCGA 

CTTTCAAAGAATTTTCCTGGAAA 

>764. 3 

TTTTAACC I I I I I I I I AAATAAAGGGGGAAGGCCAAG I I I I I I I I ICAAA 

AACTTCCCCTTAAAAAAAATGG 

>765.1 

ACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGAGGATTGTTGAATCCA 

CAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTCAGA 

AAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCACAGA 

AAAATACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGCAGGAT 

ATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAGTATA 

CTCTCCGTCAGGAATTTTTGTTCCCTTGATCTTTTTGTGTTTATTGCCTT 

ATTTATTGGGGCCCT 

>766.1 

ACAGAAGCAATG I I I I I I GAAAGTTTTCTATCTGTGGTTTGTTGAATCCA 

CAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTCAGA 

AAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCACAGA 

AAAATACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGCAGGAT 

ATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAGTATA 

CTCTCCGTCAGGAATTTTGTTCCCTTGATC 

>767.1 

ACAATCAAAGGAGTCTAATGGAACCAAGTAGCAATGTTCCCGAAAACAAA 

CAAACAAAAAACCCCAAACATTTTGCTGTTTCTTTCCCCTCTGTATTTGC 

TAACTTTATCATGACTTTATTCTTAAAGCCTATCACTGGTCTGCTTTTAT 

TAATAGATTAGTGGAAATTTTCACCTGGCCTATTAGCACCTTATAAAGAA 

ATAGA7TAAGAGTAGGAAATATATAGATGAAGATGTACTGTATAGAAGTT 

GTGTAAAATCAGTATGAAAGTTCAATGTTGCTGTTCTTGCTCAGTGATTT 

TAAAG AAATTG AGTAGTTCCTATGTG A 1 1 1 I 1 1 I 1 1 I I CTTTTCTAAACT 

>768.1 

ACAT ATACATTATGTAATGAAAAAGCGTGCATGGGGATGAAAAAAAATTT 
TTTTGTTTATATGCGGATACAATATATACAATAAAACACCTAAA 
>769.1 

ACTTATTTTTTTACTAAGGTTTTGTTTTGGAGACTTGTTTGAAATAAAGT 

GATCCTCATTCAGGATTTAGAAACAAAAGTTATACTCCACATGCTAGGGA 

TTAGGAAGGCTAATGTGAACTGATCAAAAGTATGAATTATGGAATGCCTT 

TAGMTMTCAACTTTTAGGTAATTTGATACTGCTATAATTTCAAGCTTA 

GAGAAAAGTTGTAAGAATGGCATAAGGAACTCCTATATATCCTTTATCTA 

GATTCACTAAATGTTCATTTTGTGCCATTTGTGTTATTCTTTGTCTCATC 

CTAGCCCAGTCAGCCTAACACCACCAGGGATAAACCAGTAGTCTGAT 

>770.1 

ACCTCTCATTTGTCACTTTTCAACACTTCCTGGCAGGCAGGCAGCATAAC 

TGGTCCTGCTGGGGACCAACACACTCTGCAACTCTTTCTTCTGAGCCAGG 

CTCCCCTACTGTCTTTTCATTTATGTCAAGGCAGGGGAAGACCTCAAAGG 

GCTCTTGCATCCCAGTCTCACTTCCCAGAGAGGCACGAGGCCCTCCAGGA 

TGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGTCCAGAAGATCACCA 

GGAGGGCTAAATAGTAGAAAGGAGAGTCTTATTGGTGATATGTTTGCAAA 

CTGGGAAAAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAG 

AGGGCAAGGGCAGCTTGGATTTTGTGCCTTACAGGGTCGGTATTATATAA 

TAGAGTCATGCATATTCAGtAGGTTTGGGGGAAAAGCTAtATATATTtAT 

GAGGGGAGCCAACTACATGGGCAATGGATAAACATACATGTAACACATCC 
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CATGTTCAC 
>771.1 

GAAAAGGAAGGCAAACAACTTGTTGACATTTGGGAAATTGGGATATCCTT 

TGGGGAAATGTAGTAATCAGTATATTCTGGGAAAAACATTATAGAAGAAT 

GAATAAATAAAATTCCATTGAATTTGGAATATGTTGTCCATTCTTCCCTG 

TAACTAATGCTATCAAGATAAAGTTAGAAATACCACATTTCAGAAACAGC 

TGGAAGTAGACAGGGTCTTCATAGGGCTAGCTTGGGAAACCTAAATAGCT 

ATTAAATAAATGAA 

>772.1 

ACCACCAATAATGATGCCCACATTTGTATCCTAAAAAAAAGTGATTTCTT 
GTTCCTTTGCCTACAAGAACAT 

>773.1 

ACTATCATCCCCCAAGGCCTTTTACAGTCTGAAATATCAAAATTGAAAGC 

AAAAATAGGATGACCAAAGGAACTACTATTTTACCTTCTTTTC 

>774.1 

ACATATACATTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAAATA 

ATGGTATATAAACAAATACAATATATACAATAAAACACCTAAACGTCAGA 

GGGCTGCATGTTATTCCACAATAGGTAATAACCAAATAGTATTTAATGAA 

TTGTGTAATGTATGACAACAAGACAAAAAAGCA 

>775/l 

AC I I I 1 1 I I I I I I I I I I I I I I IGAGAGGGGTCATCCTCCAATCATTAACT 

ACTTCTAAT CTTCA CTGCTACACAGAAGTTTCCAATATTTTAGCAACAGA 

TGGCTTTGCTTTTACCTTATAGATGAGGCCAAAGCAGGAGGTAGGTGGAA 

GGTTCTTGTATCGGTTCGAACCCCGACAGCGCGCCAACAGACAACACGAG 

GCAGTGGGGAGCAACACGCTGTTTTAACGAGCGCCTGGGTGCAGGCGTGC 

TTGAGCTGAAAATGGCATTCAGCCCCAAGTGAGGACAGGG 

>776.1 

AGAGCTTTGTTTAGAGGCTGTTGTAGTAATCCAGGTAAAGGCTTTTAATC 

ATGTCCTGAACAATGATCAGCAATGGCAATGGAGATGACAGAACAGAATT 

TAAGAAGGAATAAAAAAGGCTTGCTGACTACTTGGATGTGGGTGATGCTA 

TCCTTTGACACAAAGGATTTAA 

>777.1 

ACTGCAAGCCAAATGCAATGAACAAACCAAGGTTATTGATAATTTTACAT 

CACAGCTCAAGGCTACTGAAGAAAAGCTCTTGGATCTTGATGCACTTCGG 

AAAGCCAGTTTCCGAAGGTAAATCGGAAATGAAAGAAACTTTAGACAGCC 

AG CTTGAG G C AGCTTG AG AAAC AG AATT AAAC A 

>778.1 

AAAAACTCCTTATTAAGGAAATTTTTTAACATACCAAAAAATAGTAAGAA 

TAGTATCATGAGTTCCTGTGTGTATTCCCGCCTAACTTCAATAATTATCA 

AT AGTC CACCATTCTTATTTTACTTATACTTCCCCTCCCCAACACCTTAC 

TCTTTTGGCGGGGGCTGAAATTATTTTAAAGTAAATCCCAAACATATCAT 

TCACCTTTAAATACTTCAATGTATATCTCTAACAGATAAAGACT 

>779.1 

ACTACGAAGCTGCAGATCATTACGCTGATATGAATGACTGCTTGAAAGAA 

CAATGACTCTGGCACAGCCACTGCTTTTCACCCAGGAAAGCAGT7TTTCA 

CAGAATGGCTTTGATTTATACTTTGCACACCATTGAGAGAATAAAAAGAA 

AATCTAAAAGTTAGTCTTAGAGCATACAAACATTCTATATACTATTTCAT 

CAACTTTATGTGATAATGATATATAATTTATATATACTGAAATTATTTTC 

AGATCCACTTACTGTGCTTAAACCGAAAGTGAATGATAAAGAGCAATGAA 

TTATCTAATGTATCTTTATAATTAAGAAATCA 

>780.1 

acag acagtgtg atggatgatgctgctggttgtaaatttcatcgtgtgtg 
tctaai 1 1 i i i i j cctgttgaatgggtaaaaacaaaacaaaacttttttt 
agmgatgaattttgctgtcatgtttttgtggaaatgagggatccgttga 
gcttcactatccaccttggaagtttgAgtttgaagccatgaaa 

>781.1 
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ACI 1 1 I I I I I I I I I I I I I I II I I I I GGCGGATGAGTCTTTTAATAGAAAA 

ACACACGTGCAACAGTATCAACACACATTTTTTGGCAATCCTGACAGCGC 

TGAACTTCAGTTCTTCACCTTGGGGGGTGGCCTGTACATATCAAAATCTA 

TCAAATTGGACCCTCAACTATGCATTTTTCTGTGTGCAAGTTATATCTCA 

ATTACAAACAAACAAAAACACAAAACCCTATGGTTAACCCAAAACCTAAA 

CTATCACCAAGAAATATCAATTGGGGTTATGGCATGACCATCCTCCCCAA 

GAAAATAAAATGCTTGACAGATTCTGAGCGGGACAAATTTCACTGATCAT 

ATCCCA 

>782.1 

ACAAATAAATGAGTTTGCAGTGAATTGGGCCTTCAAATTACCTCAAGTGA 

CAGATAGTAAGAAAAGCTTCTTGAGCAGGTGGAGGTCACTGAATCCCCTA 

CTATGCACTTATCAAGATTTTACTTACTTTAATTTACTGGAAATTGATTT 

TTTAAAAAATGACTACACTGTAACAAGGGAAGGGATCTGGGTTTTTTTGT 

TGTTTTATTCTTG I 1 1 I I I I I AAGTAGTTCAAATTCTG AAACTGTGATTT 

AAAAATTTTTTACAGTCAAGCATTCTGATTTTGAACATAACTCCCTTCCC 

TTTCTGTGTAACAAAGGTCTCTCTGTTATCTCTTAAATTTTGTTACA 

>783.1 

ACTCTTCACTGTCTTTGCCATGAAACTTTATAACATGGCTCTCCAGGTGT 

TGAATCTGGTGCeCTGTCACCCTGTGCTCAGGGAACACATGGCGGCAATC 

AGCATGTGAGGCGCAGAGGGAGGGCAAGCTCCCCTTGTGATATTTGAGGT 

ATCAGCTGACTCAAGTCTCTCTCCCTTCTCTCCTTATTCTCATGCTACCT 

CTCCCAACCATTGTCTTAACTTCCCTGGCCAGGATGCCTGCCATATTAGA 

TGGAGAGGAGGCAGTTTCTAAATGGCTTGACTTTGGTGAAGTCTCAACTC 

AAGAAGCTCTGAAATTAATCCACCCAACAGAGAACATTACCTTCCATG 

>784.1 

ACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTCGCCTGGTTCTAGGAA 

TAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCGTATTCGGTGT 

ACCCCTGGGAGGTGCCAGTCATTGAATAGATAAGGCTGTGCCTACAGGAC 

TTCTCTTTAGTCAGGGCATGCTTTATTAGTGAGGAGAAAACAATTCCTTA 

GAAGTCTTAAATATATTGT 

>785.1 

ACAAGAGGATATGTGTGCATTACATGCAACCACTACACCATTTAATATCT 

GGGGTGTGAGTATCCGTGGGTTTTGGGTATCCGTGGGGGTCCTGGAACCA 

ATTTCTCCTGGATACTGAGGGATGACTGGATTACTGTGTGTTTGTGTGCT 

TGTTTTTMGCTTCAAAAGATTATGTGATCTAGGAGTTGTTAGATTTTAT 

TATTGGTCTTAAAAGATAAGCTTAGATGTGTTAC I I I 1 1 I GGAGTTTTAG 

TTTACAGTGATTCATGAATCGGGCAGCTTCAGACCACAGGAGACATGAAG 

CAGGTAGAAGTTTAAGAAAGCTTGACAAGCAAAATATTTGATTTGGT 

>786.1 v 

ACTAAAACTAAAACTGAGCAGTTTAAAACATTCATTTAAAGGGATATCTA 

ATGTGTTTATTATTAACATAAATAATGTTTTATGAAAAATGTAACCTTAG 

TTTTCCAAAACAAAAATGTTTAGGGCAAGAGTAACATTATTTTACATTAT 

TGCATCTCAGTGAAAAATAAATGGCAACAAAATTCTTATATCTGCTTCTG 

CAGTTAATTCTGTTCATTTTGTTTTGGTTGAAATATATGAAGGAAATCTG 

TCCTCACACAGTTGTGTAGTGGAAAAAGGGGGACTATTGTAACAGGCTG 

>787.1 

ACGCGGGATTCCTGGTTAAGCAGGCATTGCTTTGCCCTGGAGCAGCTATT 
TTAAGCCATCTCAGATTCTGTCTAAAGGGG I 1 1 I 1 1 GGGAAGACGTTTTC 
TTTATCGCCCCTGAGAAGATCTACCCCAGGGAGAA 
>788.1 

ACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTCGACCGC 

GATGATGTGGCTCTGGAAGGCGGGAGCCACTTTCTTCCGTGAACTGGCCG 

AGGAGTAATCGCGAGGGCTACGAAGCGTTTTCCTGAAGATGC 

>789.1 

ACTTTAAtTTCTTTATAATTTGTTCAGCTATTTAAAAAGATAATCCACAA 
TCTCCTACCGCCATTAGAGCACAGGAAAAAAAAATTCAAAAATAAAGGAA 
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AAACATGGCTCATATATCTACAGAAGTCACAAAAATACTATAGGGCACAT 
ATACCCAGGCCTCAGCGGTGGGAAGAAAACATACAACCACCGGGCAAAAT 
GTTTGAACACTGAAGACGGGAA I I I I I I AGGGCCAT 
>789.2 

TCAAGACCATGTTGAAGGTAACTGGGAAAGTCCTGGATAGAAATAGATTA 
AA 

>790.1 

ACTCAAGTCGCCCTTATGGAGCCCTTGATTCAGGCTTCAATAGTGTGGAC 

AGTGGTGATAAGAGATGGTAGGGAATGAAGTAAGTGTTTTTTATGTTCCG 

TGTGTTATAACACCTGATTAAGAGAAAACAGAATGATGAAAATGAAAAGC 

GTCTTAACTGGATTCAGTTTCTCACTACATAAAATACAGAAAAGTCAAGG 

TGGAGGCAAGATTCCCACCCTCTCCAGCAGAATTGGCATTCTGCGTCCTT 

ACCGGCTTTCTGTCACGTGGATTTCCGCCTGTTTCCTCATTGCCTCATGG 

AAATAGTTTCATATCATAGAAAGGCAAACAGGAGCTGAGCCAGTTGAAAC 

TGAAGCCTACAATCTGAGGTGGGGGGTAATCTCG 

>791.1 

ACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAGTTTGTTGCCTTCCCT 
TTCCTCGGAAACCCCAAGTTTGGGATjGCJGC^ 

GCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACGATGT 

GGCCTTTGTCCTTAAGAATGAGGTTTGAAAGCCTCAGTTCTTCCATGTTA 

GGTGATTTCTTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAATGCTTAA 

AAAATATTAACAGCTTTATATCATCAAAGTTTTAACAGT 

>792.1 

ACI 1 1 I I 1 1 I I I I I I I I I I I I I I I I I I I 1 1 I I GAAGCTGAAGGCCACAGT 

AGCTAGCTAAAGGCCACACCACTGAACACTAAAACTTAACCTTTACTGGC 

TACTTTGTAGATAACATTCACAGCTCACCATGAATGCAGCTGCAGTCAAC 

TAACAGATATGAAGTTACCACTGTATTACATGGTTATATTAGGGACTGCT 

TCTACCTACTGGAGGCTGGGGAGGAATGTAACAGCACAAGCCATAATGAA 

GTTTATATACAGGCTTAATATAAAAGAAAACCCTAGAATGAACTCAACAC 

AATTATG 

>793.1 

ACCATGCAGGGATAGCTGAGTCTTCATCCTCCTCAGCCCCTATCTGTTCA 

GTGCACTGAACACCAGCTGCTCTCTTCCTCTCTGGCTCCCATGGCAGCCA 

TGGT CTGT TGCAGAGAGAAGAGGATTGCCTGTTCCCTCTTTAAGGGAACC 

TCCGTTTTGCTTTCTGGAACCACTCTCTTAATG 

>794.1 

ACGAACTTAAATTTATGATGAATATCTTTGATAATGAGAAATCCTGAGAG 

ATTTTACTTTCMTTTTATTTTAATTTGAAAGAGCATATGACATCTGGAA 

TAT1TTTAACATATAGCCATACTGTTTATTTAAATTTGTAATAATAGAAA 

TAGAGTAATTCTACTGTTGGATTTTAATTTTTAATCATATTAAAGTTTAA 

CTGG ATTTTATTTTAGG ACTAAAATATTTAG GACTAAATAAAATTTTATT 

AATTAATTTAGGACTTTTGGGAAAAGATATTTCAGAAGTTCAGTGCATAT 

CAAAAAAGCGAACAACAGAGGCTTCATCTTTTGAAAACTTCATTGGCTAA 

AAGTGTCTTCTGTAATACTGATAGTGAAGAAACTGTTTTTACATCCGAGA 

TGTGTTTGATGAAAGAAGATATGAAAGTGCTGCAAGACAGGCTTCTTTAG 

GACATGCTAGAAGAGGAGCTTCTTAATG 

>795.1 

ACCCTAGGTGATCTTTGGCTTCXJTCAAGTTTTTGCACCACTCAGAATCAT 

TTCATATACCACCTTTGGCAAACATGCCAGACCTGCAGTAGACTGAAGGA 

AGCTCTCCCAAGCT CTAAA TTGATTAATTTATTAGTTCCTAGAAGAAAGA 

GATTACATGTTTATCTTTTTGTTACAGAAGAAACTTTGAATAGCAGTTGA 

AAATTTGGCAGGGTGGACCACCTAACTTGACAGTGTATTATTGTGTCTGT 

TTTGAAGGAATAAAATGGAATTATTTATAAAGTTTTCATTTGTATTAGAG 

AG 

>796.1 

ACACTATCTGACCTAATCCTCAACACAAACTAAGGCAGGAGACACAGGGC 
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TGCAAGGACATTTGCTGCCATCCAATTTGTGCCAGCCTGTTTTATCAATC 

TGAACCTATATTATTTTTAAGACCTCACGGCATCACTGAAAGATGAGTAT 

TATTAGTTGGAATTTTAGGGATGAGAAAACTGACCCTCAGGGAGAATAAC 

TGACTTGCCCCGGCTCCAACAGTAAGTGGCCCTGCTGGGATTTGAACCCA 

GGTGTGTCTGACCCCGAAGCCTGATCTGACCTCTGACAGTCGTGATAAAA 

ATAA 

>797.1 

ACCGAAAAATGATTTTGTTATATATATTTACCACAATAAAAAA GTTTTA A 
ATTTATTATAGGTGACACTGTTTGCTCACTGTAGGTCAGGTATTTTTTGG 
I I I I II I I I CTCTTTATTTT A I I I I I GACCAATGGATTCACGTCACCAGG 
TGAI I I I I 
>797.2 

TTCTGCACCTCTTATGACAATAAATGTTAGAATATTTTCATCACTCAAAA 

AGAAACCAGTATCCATTAGCAAT 

>798.1 

ACAATTTTTATGTTTACAGCTGTAACCCCTGAGTTATCAAGAGATGGAAC 

ATTAGATATGATTTATTCCTATTTAAGATAAT AGGACAT TGCTTGATTAC 

ATTTTCAG AAGATATTTATCCAAAG AAA I 1 I I I 1 1 I I I I AATCTAAAG GA 

AT^GGTTTTGATTCTTATGAGA^AGAATGAGATTTCTTTAACTGGAAAAT 

TGATTTATGTCCTACAGTCCATTGTGTAGTGATGT TGGAT CAATCAGGTA 

TCGCTAGGGTGTCTGTAGAAGTATCTATATATTGCTTTTTAAGTTCTTAT 

>799.1 

ACCATGTAGCTCTACTTTTCCATATACAGAGTTGTTTCCTAGCTTTCTGC 

TAATCTAACTGGATTCCTCTTCCCCATTTCCTCATTTACTAGATTA TAAT 

GCACATCACATAATAAAAGCTTAAAAATGGGCTTTCACAGTTACTGTTTT 

CI I II I AAATAATTGTGAGAGAGCTTTTGCATCATTTATTATCTAATCAT 

GATTCAAGTGACTAGGCTGTAGCACCCAAGAACCTTGCCTTAAAACAGTT 

TATTTTACCCAATAATACTACTTTGCCTTCTTACTTAAAAATGTCCCGTG 

CTTAACCCTTTTGCTCTTTATTTTGATTTAAGCACTTGACCC 

>800.1 . 

ACTCTCTATTTTTAACAAGGCTCCCTCAAGATATTAATGTGACAAACTTA 

CATAGCCAGCTGTAAGATATCTTTCAAATGCGCAAGTAACCTAACAGATT 

TGTGCATGTCAGCCAGTAATTTCAACATACA7TATAAATATGGCCAATTT 

TCCCAAATTCTAAATGAATGGAGATAAAATGCTATATAATAAATATGTTA 

GAGCACCTTTCTTGAGAAACTTCTAAAAGGAAAAAATAAAAGACATAATT 

ATACTCACACCACCAGTAAAACCTCTGGTCACCTGTTTTGGGTTGTGGAA 

TGCCCCCAGCAGCCGAGAGACCTATATTAATATCAACAGAGAAATATCAC 

ACACAGAATTAAACCACATACAGTAAACAAGAGCGAGGAAGTCCTGATGG 

ATGGTAATGCTGCAACTTG 

>801.1 

ACTGATTATTCTCCTGCTTAGGGAGAAGCGGAAGAAGGCCCTTGGAACTG 

TGAGTTTTGCATTCCAACTTGCTAATTCAACATAGATCCTAATTCCTTAA 

ATGCTTGTAATTAGAAATTCTCGTGAACTGTATTGGTTTTTGTCAAGCAA 

TCTGTTTGGGGAACTTGAGCAACTGGGGCACTGCTGGCTAGGGTGAAGTT 

TATTTAATTTGTTTTTATGACATTCTTCATCTTGGAAATGGGGTTTTCAA 

ATATTGCTTrCCCAGGCATCATTACTTATTTGCTGGTTTTTATTTCAAGA 

TTGGGAC 

>802.1 

ACGATAGGCATGCAATTAAAGAAGACCTGCCTCAAACATTTTCTGTGTGA 

CCTGAGGCAAGTCCTTTTATAGCTATAAACTAGGGACAATATTTGCTGTC 

ATTTTTTCTACAAATGTCACAAAGAACAAATTTG AGCC TGTCGCTGTGAA 

AGAACTTAGCAAATGAAAGCATCCTAGGGAGTGTTTTAGATATCGATATT 

TTTATCCAATTAACTTTTCAAAATGAAGTTATTTGCTCACTGAAACTGAA 

GT 

>803:1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGTTCAGCTGTCTCT 
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TACTTTTAACCAGTGAAATTGACCTGCCCGTGAAGAGGCGGGCATGACAC 

AGCAAGAC 

>803.2 

AGAAGACCCTATGGAGCTTTAATTTATTAATGCAAACAGTACGCTTGGGA 

GTCCTCAGCAGGGGGATCATTCACAGTGAGGACAGACACAGGTGAACCTA 

TGGGTCGTGGAACAAAAGTTATCCTACACCTGAAAGAAGACCA 

>804.1 

ACCTTGCACAGTGCCTTTTAAATTCATTTTGCTGGACAGTTGGCAGGCTC 

TTTCACTTGAGAGGCTATATCTTAACGATTTAGAATGGAGAGTTTGGCTC 

AAGCTCCCTGTGTGTGGTCTGTGCTTTCTATACTTTTATTCTTGGTATTC 

CAGAGTCTGGAGGCTTCTCTTTTTAAAAATTGCTAGGCTCCTGCCAAATG 

TTATAATTTGGGGATGTGAGTTCACTAAGAAATCAACTGACAAGAGGCAG 

ATTAATAGGAGAAATGACATCGAAATTTATTAGCATGCAGGGGGAAAAAA 

TTGATTACCAAATATCCCAGTAGGGTAGAGATGCTTATATACCCCACCTC 

TTAAGAGAGAGGGAAGTGGATGATTTTAGGGGAATAGTAAATACTTT 

>804.2 

TATGGGAACTCACTGGGCTTGAAGAATATAACAAAAGCCTGGGACAAAGT 

CTGTTGGGCCCACAGAACAGACAGTGGTTTATGACAAAAGTC 

>805.1 

CCGGGCAGGTACTATTACTAGGTTCATTGTTTCCAGAGGGGTGAAACGGG 

GCTTTGGAGAGGTTAAATAACTTGCCCAGGGTCACACAGCTATTAAGTGG 

TAAAGCTGGGATTTACATGAGCCCAGACAAAGAACCCAAGAAGCTAAGCT 

ATTCTCTTGTAATACCTCCAACATAGGAGGCAAGAAGTGAGGTATTATAC 

AGGTTGAGGAGATAAAGGGGAGAGAGGCCTGCAGTGCTAACAGGAGGAGC 

TGGGATTCATCCTGGCTTGTTCTGATAGGTCAGTTAGTCTTAGAGATACC 

CATGAGGTCACCTACTCAAAATGGGGCTCAGAGTAGCCTTGTCCCATTCT 

TGTCCAGTGGGCGCAGCTACAGTCTTCCTGGCCTGGAGTGACTGGAGGCT 

GTCCCCACGTCCCACTTCAGTGAGGCATTCATGTGCACCCAACACACTTT 

CTAGCTTTATTTGCCTGGAGGGGAAGATTCTCCAGAACCTTGTTAAGATG 

CACAGTGTGGTCCTCGGACTGGCAGTGTGGCCTCGGCAGTCCCTGGGAGC 

TTGTTAGGAATGCAGAATCTCAAGCTCCTCCCTACTG 

>806.1 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATATATACACACATATATAGA 

TATATACACCCACATATATATTTGCTGACATTTTAATGTGAAGTTTTAGT 

CTGGGATATAAAATGGAATGTATGACATCCTCAAATGTCTGAATACTGTT 

CACTCCTATGTTTTACATTTAATTTTCCAAAGCAAAACATTTCAGTTGAG 

GATTTTATTAGAAAATAAATAATCATTTAGCCATATCTAGAAACCAGAAT 

AAACAATGCCATAAAGCCTATAGGAAAATGCAGGTCAGATTCATAAATAT 

TCATGTGTTTACTTTCAGTACAGGGAGGAATTTGAAGTAGATAGAAACCG 

ACCTGGATTACTCCGGTCTGAACTCAGATCACGTAGGGACTTTAATCGTT 

GAACAAACGAACCTTTAATAGCGGCTGCACCATCGGGATGTCCTGATCCA 

ACATCGAGGGTCGTAAACCCTATTGGT 

>807.1 

AATTCCCATGATGTCAGACCACTGGAGTTTCCAGGGGCAACACCCCATAA 

CCGTCCCGCTGCAGAAGAGCATCAGACGTTCAGTAAGAATGCAAAGGGTA 

TCTCAGTGGGAACCGCGGACCAGGAGAGCTCCCAAACCAACACATGGCTA 

GGGCTCTCTAGGCCCTTTCAGGCTAGATCTTGACGAGAGAAGAGTAAAGA 

TCTTTCTGAGGTTGGTGCAACTGAAGAAACGAAAGTTTCGGC CTCTG CTG 

TCAGATCTATGAAAGGAAAGAACTGTGAACTTGTCCCCTTTTGTTTTCTT 

TGACTTAAAACAAAAGAAAATCACTGGAACAAAGTCTTAAAGTAATAACA 

GAAATGTCAGAAAAGTTGAACATCTTATGGGCACATGCGGTGAGTTACGC 

TAACTTATAGGATCCACTGAGATTAGCCGCATAGGATTCTTCCCATGTTA 

GAGCTAAAAGGACCTACTGTCCGCCAGCTGCATTGCAGT 

>808.1 • • 

ACTATCCCCTACCTATAAGGCATTTATAATGTGCTGGGCATTGTGACACT 
TTTCATATATTATCTCATGAAATCCTCAC 
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>806.2 

AATAATTCTGAAGGGTAGCTGGTATTTTTATCTCCACTTTACAATTCTGA 

GGCTTACAGAAGTTAATTCAGTGGCCCAGGGTCACACAGTTTACAAGTGC 

CACATTGGTGAATATAAAGTAGCAACTTCTAAGTTTCACTCTCCCACTTC 

CCTAGTTATTTTCCTAAGGCATGAATGTCTGGGAAATAGCATGCATCAGA 

T 

>808.3 

TAGGGTGTGACTATTCATAGATACCTTTGAGCTAATCTTCTGGGAGCCAA 

TGTAACCGCAATGCACACTGCAAAACAATGCACGCTTTCTCTGTAAATTA 

AAAATG CCAACCG AGCTTGG G AAAAGCCC ATCTTTTG ATATG AACCAATA 

GGGCAGTTTAGTTTTAGAAATAAAGAAAGTCCACTGTTCCTGCTTTTCTT 

TTTTACAC 

>809.1 

AC I I I I I I CTTTTCI I I I I I I I I I I I I I I GG AAG AATATTG CATACCTAT 

TAGAAAAGTCTTTTAACAATTAAAATTGAAAATGACTGACAAACTTACAC 

TATTTGATTTAAATAAATAAATAAATGGTCACATGATAACAATCTCCTGA 

TTGATATGCTTTATTTAACCAGGTTCTCAAACCATTGGATGTGAAAACCA 

AATTTTACAATGCAGAGGTMGTjGTTGA^TGjnTMTGGGATTTCATATT 

AA7^CATTA7\"GATCGTATTTG"ACTAAAAATCTCTTATATACATTTCTAATA 

CTGAAGCAAATCGCCAACGTGACTGTAAATTATTTGAAA AAATCA CAAAT 

TTCAGTTAAAATTGAATAATTTTATTATAGGTCTCATAAT CTTTT TCAGC 

TTACATGGAATCAATGTGTCTTGATTTTTATTCTCGTTAATTTTATAAGG 

CCTTCATCTCCTTTCGGTAAATGAT TGCC CTCTCATTCCATTTA ATGGT G 

GTTGTTACACTAGCAATCTGTGGAATTTTACATGTGGTTCGGGATTTTAC 

AAAAATTGGA 

>810.1 

TACTCAAGAAACAGGTTCTCCAGAAACTAAGCTAAACTTGTTTGAAATGT 

AAATTCTCAGGTATTCTCAGTATAGACCTATAGATTCACTTAGCTGGTGG 

GGTCCACCCAACTTCTTTTAACAAGTCCTCCAGTGGATTCTGATGCAATG 

CTAACATTTGTGAACACTGTCAAAATCAAAATGGAGTCACTTGTGTTTAA 

AAATCCTGACAAATAAAGCCAGGGACAGCTATGAAGAGAGGGTTCTCATG 

CATCAATGCCTGATTAACA 

>810.2 

AAACCACAATCCTGCACAAAGGTCATCACAACCTTACACAAAAAATATCT 

TCACAAGGACATC 

>811.1 

ACAATCATTAAAACTATGTTGTAATACTGTTTGTCTTTG TATCC ATTCTG 

GCGTGTCTCCATACACTTCACTAATATTTGATATACCTGTTTTATACCAA 

TATAATGCTGCTGCTGTACGTAGAAGCTGTAGTCACCATATCCTCTATTT 

GTTCAATTATTTTTTCATCTTCTGGCACACTAGGATCTATAACAATGACA 

ATATCTTCAAAGCCATTATTATTCAGCTTAATGAAGGAAGTATTTGACTG 

GTGCAGCAGGCACAGAACTAAGAGGAAAACAAAACCTCTGAATAACCCCA 

TTGTTCCTCTCTAGTTATTCCTGGCTCAAATGTTGGTTTGTTCCCCGCGT 

>812.1 

ACCTAAGAGTTATTAATACTATTTCAGTAAAAAAAAAAATTTAATAAACC 

CTGTGTGATCCCATTGTAACAGAAAGGCTGATGTTTTCTGTTGTGAAATA 

CAAATGCAAGGAAAAAATCATTTCTTTGTTTCAA AGGA TGCATTTCTTCC 

ATAAAGAATAATTTGTATTTATTTTTAAGGGTTTATTTTAACTTATACAT 

CAGCCTATATAAAATACATTTCAAAATGATCTGTGCTCTTT AAATT ACCA 

AAAGCAAATGTTAA ! 1 1 I 1 1 1 1 1 CCCTCTAACAG ATAACAAGTTTTACTC 

CTATGCTGAI 1 1 1 1 CTGGTGCCACTGAAGTTATTTTGGA 

>813.1 

ACATGTGCATAAGAGGGAATGCTTCCCTACATTACTCCAGAATACAAAGC 
TTCTTTCTGCCTTTCTCATCCACATAATGGAAGACACTTCTTGGGTGAAA 
TACTCCACAGTTATTTCAGTTCTCACTGGtGAGTCtGAATATAAGCTCTA 
TGAGAGCAGGGACCTTGTCAGTCTTATTCACAATATCCCCAGCCTCTAGA 
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ACAAGGCTGGCACATAGTAGATGCACAAAAGGTGTTTGCTGAATGAATGG 

ATGACTGAGTCTGTGTGGGGTAATGATAGGGCTAAGGATGGGACTCTAAA 

CTCAGGTTTCCTCTGTGGGTTTCACAGTTTACTGGTCTTAAGAGGAGAGT 

TTCCTAAACTTGCCTTATGATAAAAACCACCTTCAGCATTTGGTAAAAAT 

TACCCATTCCTGTAGATTCTGAGTCAGTGAGCTGAAGTGGAGCTGATGAA 

TCTG I I I 1 1 I GTGATACTGCTGCTGCTGCGGTTTTTAACACATGCTTCAG 

GTGGTTCTAAGCTTAGGAAACCTTGCCCAAGGATACCATCCTGTCTCTTG 

GGA 

>814.1 

TTATCAAAAACCAACAACCAAACAAAAAAAATATTACAACAAACAGAGAA 

ACGAATCAAACCAAAAACCAAAAATACTTTCTGGAATTCAAATGATACAT 

TATATATACCTATCAAGACAACAAACTACTAACTACCTAAACTACAAATT 

ATCATAAAAATGACTCCTGTCCTATATCAATAAAAAACTGCTATTAAAAT 

TGAGTATTATAACACA 

>815.1 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATG 

GGGGTCAGTAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGC 

ACAGCTTGCTTTAAACATGAG^TCCAG^TCAGTGATCA TGCGGGGGAAAA 

GGCCCGGCATTGCTGGAACTCCTAATATTTAAAAAGATGATGGAAACTTG 

AAATTTTATATTTAATCTTCTCA I I I I I AAGTGTTGGCAATGTATTGAAG 

ACTTTGAAGCCTCTGTGCTGGTCAAACAAGATGTATCTGTAGGCTGGATT 

TAGTCCACAGC 

>816.1 

ACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTGACATC 

AGTTTGATATTCTCTTAAAGGAAATAAATATTCAAGA ACTGAT TATGTTC 

TAACATGATTATATTCATGGTGTTACATAGGC CTCAA TTTTTTCA CAGAA 

AG A I I 1 1 I GGAACAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATTTTA 

TAAGCAGAGAACACAGCCTGATAACTTAGTCAAGGATATACTGTCTGTCT 

CACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACATAC 

ATA 

>817.1 

ACATGTAATAGACACTATGCTACAGCAAAAGCTTTTCTTATTGTCTTTAA 
AATTTTCCTGGGTGCATAAAACTATGT 

>817.2 

GGTAACTCTTTCCCAATTTTTAACTlTTACATTACAAGTCATTTTCAGAG 

TAAAAAGTCATTTAACAAAGGCAGATAGAAAGGCCTCAAATCCCTGAGGA 

CCAAAAATCCCAAC ACATTTTCAAAAG GG AGAAAATTTCTTTAAACTTCA 

TGGGAAAAGTATTTTTAACATAATAGAGAGGCTTTATGCAGTCTTTGACA 

AGATGATACTTTTGGAATAGAACAAGAAGAGGAAAATATTTCATATTATA 

ATATTACTGTGTCAAATTCTATGTTGTCAAAAGAGTGACTATCTCTGATG 

AGAAAAAAT 

>818.1 

AGGGAACAAAATTAAATTTTTCAATTCTAA I III II I 1 1 1 1 1 IG GACACA 

TGTATTCCTTTTAGTGGAAACAAAGGAAAAAATAACTTTTTTCTCCAAAT 

AGTCGGCCTGGAAAAA 

>819.1 

ACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTGACATC 

AGTTTGATATTCTCTTAAAGGAAATAAATATTCAAGAACTGATTATGTTC 

TAACATGATTATATTCATGGTGTTACATAGGCCTCAATTTTTTCACAGAA 

AGATTTTTGGMCAGGACTGTGAAGTGAGGCTTlTTAAAAAATTATTTTA 

TAAGCAGAGAACACAGCCTGATAACTTAGTCAAGGATATACTGTCTGTCT 

CACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACATAC 

ATACATTCTAAATGGTATATATTGGGAATATATGCCCCTTTAAAAGAATC 

AGGTCAGAAATGCAATAACAATTAGACTAGACTGTfGCCCGTGTTAGGAG 

AATGTGTGGTCATCCTAGTTACTAATTACTCTCACTCAAGATGGAGATGT 

TGTCCAGTTTAACATAGTCTTAAGTTTTCTTAAACCCAAATAATTTATGA 
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GTAGCTTATTACATCTGCAGAGCTACCTTATTATAATAGTACCTGCCCGG 

GC 

>820.1 

ACTAGAATTAGTTCCAACTACTGCTGGTGATAAACTCACCATCTACCTTC 

ACTTGTTTTCTCTTAATTCTCCAAGAAGTAATCAGGTG AATAAA GAATCA 

TCATCAGATMTATTCTCCAAGATTCTTTAAGAAATTAATTTTTATCTAC 

TCTTAAATGATTGCACAATTATAGGATAGAAATTACTATCTTGTGCTCTA 

ATTCAAATTGCTCTTAATGATCCTAGAGAGAAATGAA7TACTAGAGATAA 

AAGATAAATTTTGCTGTGGTTTGCGATCTTTGTTTCTTTCCTTAAAACTT 

AAC 

>821.1 

ACTGGAAACCAGACCTTACTTAAGCCCACCAAAGGCAAGGTTTGGGCCTG 

CCACAGCGGATTTCAAAAAGACAAAGCAATGCAAGCCACGTGTTCAAAAT 

GCCCTAAGTGGCTATTCAGGTAATATATAAAAGTAAGACCAGGCTAATTA 

GTATACAATGGGGTAAACCAGAGAGCAGAAAGCCCTTCTTTAAAATGAGC 

CTACCACTGCTTGGCCTCAGTGTGAATTTAGACCCC ATCTT C TGATAT TT 

CAGGAGAAAGTAAAAATCTAGATTTTTATCTAAAATCTTTTTAATTTTTA 

AACAGTCACCTGATTTT 

>822.1 

ACAGAGCATCTTAAGGTTGGAAGGACTCTTAGAGACCATAGTCCAGCCTC 

CCACTTGATACTGAAACACGTTTGTGAATTCATGGCCGATGTCTAACTTC 

CCTCACCACCTTTCCGATATGGACAGTTCTCATGCCCAGAAGCAAAACCT 

TCTTTATTGTGCCTGTCCTCCCTTGACTGTCATGCATATAATCAGCATCT 

TTCCCACTAAGTGAAGGGCCCAGACTCGAGCACAGGAGCACAGCACCCCT 

TAAACTCACGAGGGGCTGCATTCACACCATCAGCAGGGAGATTACACTTG 

TGTCATTTG 

>823.1 

ACCAAGACTTTAGAGGGCAAAGAACAGAGGATTCTTGAGAAAGGGGACTT 

GAAGGTGAAGAGATAAAGGCTGGTGCTTCCAGGAGCGTGGGTCTCCTACG 

TTTGTGTTCCTGGGAAGAATCTTGGACTCAGGCGTGGGCAGCTGGATGCC 

TGGGTTCCTTAGGCTTCCTCCAGGCAATGTAGTTGCCTCTTTCTCTCCCC 

GCGTACATAGTAAGTGTATGATAGATGTTTGATTTGTAAATTACAAATAT 

AAATTATCACCCCCATTTCCATTTATTTTCTTGATATATCAAAATGTGTT 

>824.1 

ACCCCCATTATAGTAGGGAGACTGAATCTTCAAAGTTACAGGGTGAATCA 

ATGATAATGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAATTGGG 

AGATATTAGATGATGACATCTAAGTATTAAAATAAGGAGATATTAAATGA 

TGACTCCTAGAAATGAACCTGAATAAGGACTACCGCAATGTGT GTGG TGT 

GGGAAAGGACAGTTCTTTTAATGGCTGGCTGACCCAGCCTCAATTTTCTT 

GCAGCTTCGCCGACACGAGGTGACCATCTGCAATTACGAAGCATCTGCCA 

ACCCAGCAGACCATAG 

>825.1 

ACCTCTCATGGCTTTTTGGTTCCAGCAGTGAGGGCATTGGTGAGATCAGT 

GGTAAACTGTGCAAGCTTTCTTTTTATCATTAGGAAATGTGAAACGTTGG 

ACAAATTTTGAGTTTTAACAAGGACAAAAAGTTGAAAGAAAAGGCACAGT 

TAACAAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGAGAG 

AGGAATGCTCTTGAAAGGTGGTCTGTGGATCTGTCTGAATAGAAAGAGCA 

CAGTAAGTATGCATTGCCGGAGAAAACGTCCTTGAAGCTGCTTGTCTCAT 

GTGTATGATGTG 

>826.1 

ACTCAACAAGCAGCTGACTTATGTTTTATTGGACATTGTGATACAGGAAC 

TGTTTCCAGAGCTCAATAAGGTACGCGGGAAAGTCAACTCAGTTACCTCT 

GTTTGGTGTGTGTATCACTTGCAGATGCTGTCTACCACCTTTTCAGTGAC 

ATCCTAGAAGCTTCTCTATTACCACAGTAACTGGCTAACTAGATATGATC 

TTtCCCTAATTTTCATGAGCAT C I I I 1 1 1 CTGATATAAACCAGGGAGGGA 

AAATAACAAAGTTGCTTCACTCTGAAGGAGTATTCTCCTCTAGTACCTG 
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>827.1 

ACATATATGAAMGCCAACATTCTAAAGTAGAGGTTCACTTAATTTTTTT 
I I I I I ICAAGAGAGGCTTCTTGGTAGTTTCATCACACAGTGGTTTTATTA 
GGGGATGTAAGGATTACAGAAACATCGTA I 1 1 1 1 I AACATATAGTATTTT 
TTG AATATG ATTTG AATT AAT AT AG AAAAGTG CATTTTTTCC AGTTTTTT 
TAGGGAAAAGGAGATACTTCACCAGGAGGATAAAAAGGAACAAGAGGGGA 
AGGGGAAATAAAAATTCCAGAAAGATGAAAAATTGTTGATGTAAGATGGA 
GGCACA 
>828.1 

ACAAACAAGCTTTGTTAAACTAACCCTTGCCATCCTGGCTACTTTACCCA 

ATTAACCACCCTAGCCCAGGACGTTTGCTTTATCACATGTTCACAGTTTG 

CTATTCTTTGTTCAATCTTGTAACTGACTGCAACTGCTTCTGTGGGTCTC 

TGTTTCTTTATGAAGTTTCCCAGGCCATACAAAACTTGTGTTAGCCTATC 

TTCTGTCAGTTTAATTGTGGAACTCAGCCAGGCCCTTAAGAGGATGGAGG 

AGAGTTTTTCCCACAGCAGTTCTGAATGGGATGAAGTGAAAAATAAAATC 

TCCCCATTGCCACTACACCACCTCCTGATGAGTCTTGCAGCAGAAATACC 

GTTTAACTGTTTCTGCTTTTA I I I I I I I CTGATTATCATCCAGTTTTATA 

TATTCATATCTGGGTGCTTTGATAATTATATATACATACI I I I I IGATAT 

TATTTAGTTATTCTTTAC 

>829.1 

ACTCACAAGCAATAACAGATTCATAGATCAGTTGACATTGGCTGGTCTCC 

AGGACAGGAATGTGGCCAAAAGGTGCTTTGTATAGACGCGG GGCA CTGAA 

TCTGTGTCTCCCCTGTTACCTACTTTTGCCAGTGAMTTTAAGTTTTAAA 

ATACTTTCAGMTGTATTTTTACTACTGCAAGTTTTTGGTCTTTAAAATG 

TCAAGTAGCATCTCTCTCTTTCTCTCTGTCTCTTTCTGTTTCTCTCTCCA 

Gl I I 1 1 1 1 I I I I I I 1 1 1 AATTTCCATATG GGCTAAAGAATCCAAATATTT 

TAA AAATC TGGCTCTCTTTTCTTCTCTCA TAAAGT GAATTATTCCTCTTT 

TTTGTTTTATGTAAGTGTATATATTCTTAGTTTTTCTTGAAATCATTGTA 
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>1 

NNNNNNNNCCACGTCCTGCGTTTAAGCAATTCTCCGCCTCAGCCTCCCGAGTAGCT 
GGGATTACAGGCGCCCACCACCATGCCCGGCTAAI I I I 1 1 I I I I GTATTTTTAGTAGAGATGG 
GGTTTCACCATCTTGGCCAAGCTGATCTTGAACTCCTGACCTCATGATCCGCCCACCTCGGC 
CTCCCAAAGTGCTGGGATTACAGGCATAAGCCACTGCGCCCCGCCTCTAATAATAAATATTT 
AATGAGCTCTTCCATTAAAAAACAGTGATAAGATTTATGAGGTTTACAAGAAAGAGTAAGGCA 
TGGTAGATGATGTGAATGAGCATATACCCTAATTCCTTGAGAAAACAAAATAGAAATACACfA 
AAAGGAACATCACAAGAAGATGCTATTAGTTGTAAATGATTAAATATTTTGTGACATACAGtAT 
TTTATTCATTCATATTTATATCTTCTCACATTTCACAAAAGCCATTTAGTGGTTAGGTAAAGAG 
TATAAATAGTAAAAGCTCAGAGAGGTTGAAGAGATCATTATGGCTGGGGAAAATTCATAAAG 
AAGGTGAGAACTTAACAGAACCTCAGAGGCTGAGTGGGATCAGATAGGCTAAGAGGGTGGC 
AGAAGACACTCCACATGAAGAAAAAACATGAACAAACAATTCAAGATGCTTTAGGACATAGG 
ATACAGGGTGATTGGGCTTGGATACTCCGATTAAAGAATGGTAGGGAAAAAACTAGAAAGAA 
ATACAGAGGCGTAATCGAAGTCTCAAATCCCAAACTAAATATTTAAATTTTCATGTATAGAAAA 
ATGGACCTCGATCTTTATTCTACCATAACATATAATTCCAAATTCTCTCAGTATGTCCAAAAAA 
AAAAAAAAAAAAAAAGTACCTCGGCCGC 
>2 

NCGCCTGTGGGAGGACGJTGC^G^TG^GC^G^ACIGCTAG.CGGACACCTCGT.GGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAATCTGTTGGAACCCTATGGMGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAMCATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCAI I 1 1 1 I CTTGTTTTTATTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 
CATAAC ATTTA GAATA ATGA TGTCMTTTTTTACAACTGAATTTATTTCTAGTGCTTTACTTATA 
TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 
MT7TGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 
>3 
>4 
>5 

NNNNNNNNNNNNCGCGCCCCGTGTTGCGAAGACGACGGGTCCACAGCTGGGCGC 
GACCATAGCGGCCTCCCAGCCAGGGGGGAGCGCCtAGGAGAGGGGCTCACGTGATGGTCA 
CCACTAAGAGGAGGCACAACGCCTGTTCCCGCAGAAAGCAGGCGCCCCAAAACGCTTCAGA 
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CAGAACCATAGCCAGTAGACAGAGCTCTACTTGACTTGAGGATAGAGAGAAAGATGAAAAGT 

CCAGAGCCGGACTGCATTGACGGAGACCATCACCCCAGAGACACTAAGACCGGAGTTAAGG 

TTCTAATGACTTCATTAAGTCTGGCCTTGAAAATGAGAGGTCTGGATGGCTTCTGATTTTCAG 

CTGCAGTACATCCCCTTCAGAGCCTACCAAGGCCACCATGCCATGAAGAGCTGCCAGACAA 

AGCATTGTGGGAGTGCCCTCTGTTAGAACAATTCTGATCCAGGCAGGGAGTAGTTTGCTGC 

CCAAGTCTTCAGCTTTTCCATGTCCACACACAGACAATCCATGAACTATGTTTCCTAAAGCCA 

GGGCAAAACCTGAAGTCTGCTGGCTATTCTCCACTAACAGTCGAAGCTTGTTCATAACATCC 

TCAGCCTCTGTAGCCTCAATAATTCCAGCACTGAACGCTGATGTACATACACAGCTAAGTGT 

GTAGGCAAGGACCTCCTGAAACGTTCTGCTCTGGCTCCCGCTGTCATCTACGTGCGCAGAC 

AGCTTCCGGAGCAATGCTGCTACGTGAACGCGGGACTGCATTTGGCTGCTGTGGCTCATGA 

GGGACAGAACAAGTCCAACTCCCAATATACAGCCCGTGTTGTATTCAAGACTAGTGTCAAAG 

CAGCAATTTTCCAGGGCATCCAACGACTTCATCAGAAGAAGGTTCATCTCTTGGCCAGATAT 

ATCACTGAGTTTCTCTTCACACAAGCGAGAGAGAAACATCCCTAAAGCAAGGCCCATGTGGA 

TTTGCACGGCTTGAGACTCATCAGCACTTGGTTTCCCAGGTAACCTGGCAGTCAGCATGTTC 

AGGATTTCCTCAACCTTCTCTTTGCAAGAGATAATGAAAACTGGCACAAGGAGAGACAAAGC 

CGTGGCGGCAGCAGAACGGGCAATGGCACTAGCTGTGTTTTCACCAGAATAGGACTTATAA 

TAAAACCAGGAGAGAAGTTGCCCTCTGGGTTGGTAATGGCTATCCACAATGACCAAGAGTGT 

ATCAAGTACCATGGAAACCCACTC7TTCATTGAAAGGAAATTAGGTTGAACCTCCAGGAGCC 

CGTCAGAGTCTGAGGAGAGGGTGGCTTCATGTCTAGATACGACGACAGCAAGGCTGCTTAG 

AGCTAACAGCGCATTGCCTTTCACTACCGGACTCTC CTTTGCA GCTGCCTTGGTGATCTCAT 

CAGTCAGCATGTCTCTAACCCAGAGCCAGGCTGTGC I I I I I I I GTACTGCACCTCCTCAGGT 

TCTTCTTTTCCATGTTTTAACTGCAACTCCAGCTCTCCTAGTCTTCCCTGTAAAATGGCATGAT 

AAGCTCGATTCATGTATGCAAGCCAGGCCTGTGGAAGAAAAATTGCACGGTGCCACTCTGAA 

AGCTGGATCAGACN 

>6 

NCGTCCGTCACGCGTCCGCCCACGCGTCCGGCGGATGGATCGCTTGAGGTCAGGC 
TGGTCTCAAACTCCTGACCTCAAGTGATCTGCCCGCCTCGGCCTCCCAAAGTACTGGGATTA 
TAGCTGTGAGCCACTGCACCCTCCCGGAAATGCI I I I I A ACGGTCACCTCCTAGGGG AGAT 
GAAGAGAGTTACCGCATAATCAGTTTTMCTGTATTTGTMTGTTTGTTTCTTTACCTGGGAG 
GATATGTTGTAGATACGTGAGATAGAATACCTAAGTGACACAATGGTGTGCAGGCTATGGCT 
GCAAAGTAGAAAGTTTCTAAATAGCATGCTTGGATTTTTATTTGAATTGGATGAAG I I 1 I I G TG 
TCCTAGAGAAATTCACAAAATGTTCCTAGTTTCAGATAAAAGGTTATGATTTAACATCTTTGCT 
TTTGTTCTTTCTTGTCTTTGAATAGAACAGTGGGGGACGGTAAGGTCTGTTTGCAAAGTACCT 
ATGACCATCTTACATTATTTTTATGGGTGGGGGGCATTGACTGTGGAATGTGGGCAGTAACT 
TGCACAGTCAGTAACCGT7TGAGTAACTTCTTGTTGGCATCCCCATTCTGGCACTCCTCCTCT 
AGGTCTCCACCTCACACGCTGGTTTGTGGGCGGAGGGGCAGGTTGGTGCGTGGGGTGTCC 
GGGCACTGGCTGTGCATGCCTTCTTCCTCTTCTGTCTCTTGGCCACCTTTTCCAAAAAGTCA 
CCAGTGACCAAlTCTCCCAGTGTTTCTTTGGGACTCAATGCCTTGGGCTTGGCATTGGGTAA 
AGCCAACTGGCCAGTTTCATTCTGACGAGCTCTATAGTAGTCCGGTGTGGACCTCTGCCCTC 
CCTGCTCTGCGGAAGCTTCCTCAGCCTTTGCTTCTCACTATTTACTATTTGCGGGTCCTGGG 
GGTACCCAGCGTCTCAGGGTTTTGGCTGCCCACCTGTACGTCGGTCCTTTCAAACTGTGGT 
CAGAGTCAACCTCAGGTGCTGCTTTfCTCTAGTCACTGCAl I I I I 1 1 1 II 1 1 I AGTAGAGACC 
AAGTCTTGCTGTGTTGTCCAGCCTGGATTCAAACTCCTGAGCTCAAGGAATCCN 
>7 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTrrTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGeAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAMGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTMTCCTATATGTTCAATGAC^GGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
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TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 

AAATACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 

CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 

TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 

AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 

TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 

AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 

GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 

AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 

CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 

CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 

CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 

GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 

TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 

TTCTTCTTTCATTGTAGAATACAGTATTTGCMCTCATTTTTTCTTGTTTTTATTACAGATATAC 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 

CTCTTATGTTATCTTTMTATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATAAC ATTTA GAAT MTGA TGTCAATTTTTTACAACTGAATTTA TTTCTAG TGCTTTACTTATA 

TTTGGGTTTTTGACTCTTTTAAAAiuAAiTCAGCCTGCATTTATATAACT^ 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>8 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGGA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTAT CCGTAC AATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAMTTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTMTTGCAAACATTlTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAG AATACAGTATTTGCAACTCA 1 1 1 1 1 1 CTTGTTTTTATTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTTTMTATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 
CATAAC ATTTA GMTA ATGA TGTCAATTTTTTACMCTGAATTTATrrCTAGTGCTTTACTTATA 
TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 
AATTTGGQTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
'NNN 
>9 
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>10 

TGGCGGCCGAACATCCATGTTTTAACTAGCACAGACAAAACCTATGTGTTACTATCA 
MATAAAATTTAGAAAAACAATTTTCTTATAAAATTTTCTGTTTGTATTTGGACTACATAAACTG 
GCTTTAAAATTGAGAAATATGCCCTAAAACCATAAGGAAAAAGCCAACAGAAAGAACAAAAAG 
ATCACAGCAATTAGGCCGTTCTATTCAATTTTGCCATGAGCTAAAAATCACATTCTTCACAAA 
GTAAATTACGCCCTG I I I I I I ATTCTTAAGCACTAGGGTTAGG ATTGTG ATCTG AG CTTTACT 
AAATCGGAAAAGAAAATCTCAATTATAGAACATTTAGTTTATTTATACCTTAATGCCCGGAGA 
GGTMTATTTTACTTTAAAATGCATAACCCATGTGACATGCTAGGTCTTCCAAAACACTTCTTT 
TGAATGTGTTCTGATCCTTGAAAAATGTGGGGCAGGGGGAAGGGGCCTAAGAGCTGAGGAC 
TGTGGGTCAGACCCTCATGCCATGGGCATAATGAACATATCAGAGAAGACTAAGA CTATG GT 
GAGAGAGAAAGAAAAGAATTGAGTTCCTTTCCTTCCGAGACAAGTCAAATGATAGATTTTGC 
CTTTACAACATAAGTCATGTGAAGATTTATTAACTCAGACATCAAAGAAGGTCTGCCATATTAT 
AGTAAGAGAATTAGTGAAACAGTAGGAAAAAGGTGATCTGGGGTTCGAAAAGCTAGGGCAA 
NNNNNN 
>11 
>12 
>13 

N^GAGCTCACCGC.GGTGGCGGC.CGAGGTACCAGGT-GTCATXCCTGCAGCAGGAT 
TTAACAGATGCAGATCTGGCCCCAGTGTGAGCATCTGTGTTAATGGTATCAGACTTAAAGAA 
GGAAAGACCTGATTTGACTGCTGTTGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTTTTGT 
GGGAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGACAA 
AACAGTAGAATCGTACCTCGGCCGCCACCCGGGGGCGCACAACGNNNNNNN 
>14 

NNNGCAGCCTGGCAGTGCAGTGGGGCACGTCCTGCTGTGCGCGTC GCAGT CGCG 
CGGAGCCCGGCTTCCGACGTGCAGCCTGGCAGTGCAGTGAGCTGTCTGGCCTTTTGTCCTT 
GATCCTTGGTTAAGGAAATGACCAACCAGTACGGTATTCTCTTCAAACAAGAGCAAGCCCAT 
GATGATGCCATTTGGTCAGTTGCTTGGGGGACAAACAAGAAGGAAAACTCTGAGACAGTGG 
TCACAGGCTCCCTAGATGACCTGGTGAAGGTCTGGAAATGGCGTGATGAGAGGCTGGACCT 
ACAGTGGAGTCTGGAGGGACATCAGCTGGGAGTGGTGTCTGTGGACATCAGCCACACCCT 
GCCCATTGCTGCATCCAGCTCTCTTGATGCTCATATTCGTCTTTGGGACTTGGAAAATGGCA 
AACAGATAAAGTCCATAGATGCAGGACCTGTGGATGCCTGGACT TTGG CCTTTTCTCCTGAT 
TCCCAGTATCTGGCCACAGGAACTCATGTCGGGAAAGTGAACATTTTTGGTGTGGAAAGTGG 
GAAAAAGGAATATTCTTTGGACACGAGAGGAAAATTCATTCTTAGTATTGCATATAGTCCTGA 
TGGGAAATACCTAGCCAGTGGAGCCATAGATGGAATCATCAATATTTTTGATA TTGCA ACTG 
GAAAACTTCTGCATACCCTGGAAGGCCATGCCATGCCCATTCGCTCCTTGACCTTTTCCCCG 
GACTCCCAGCTCCTTGTCACTGCTTCAGATGATGGCTACATCAAGATCTATGATGTACAACAT 
GCCAATTTGGCTGGCACGCTGAGCGGCCATGCCTCCTGGGTGCTGAACGTTGCATTCTGTC 
CTGATGACACTCACTTGGTTTCCAGTCGTCTGACAAAAGTGTCACAGTTGGGGCGGTTGGAC 
CGGGGCTTGTGTTCACACCCCCTTTGGATACAGGCGGGGGGGTAAACAGGAGGTCAATGG 
TTGGGAAGCGAAATTGATGGGAAAAACCGTTTGAAAGGGGGGGAATCCTGGGAAAATGGAA 
TGAAATTGGGGTATAAATGTGGGGGTGTTTCAATATANN 
>15 

NAGAGAATTTGCAACACGTGGTAGTGAACTGTGAGGAGTTTGAGGGGTCTGAAGAC 
TGAAAGAGTCGAATGGTTGTTGGCAGGGTGTCCTGGTGGATGGTTTCTGTAAGTTCAGATTC 
TCATAAATCGTGTGAGCGTCGCCGACACCTCTGAGATAAAAGGGCCCCTTTCGACTAGCCTC 
TGCTGAAAGGACCTAGAAGAATCCCTTAGGATGAAGCTGAGTCTTACCAAGGTAGTTAATGG 
CTGTCGCCTAGGAAAAATAAAAAACCTGGGCAAAACAGGGGACCACACCATGGATATTCCA 
GGCTGCCTTCTGTATACCAAGACTGGCTCCGCCCCACACCTCACCCATCACACGCTGCATA 
ATATCCACGGGGTTCCTGCCATGGCTCAGCTTACGCTGTCATCCCTAGCAGAACATCATGAA 
GTCTTGACAGAATATAAAGAAGGAGTGGAAAGTTTATAGGCATGCCAGAATCACTCTTGTAC 
TGCTCCCTGCACGATCCAGTCAGCCCCTGCCCGGCTGG7TATGTAACAAACAAGTCTGTGT 
CTGTGTGGAGTGTTGCAGGACGAGTGGAAATGACTGTTTCCAAGTTCATGGCAATTCAGAAG 
GCCCTTCAGCCAGACTGGTTCCAGTGCCTCTCCGATGGAGAAGTATCTTGTAAGGAAGCAA 
CTTCCATAAAMGGGTCAGAAAGTCTGTTGACCGATCACTTCn^TTrCTTGGATAACTGTCTGC 
GGCTGCAGGAAGAGTCAGAGGTTCTTCAGAAGAGTGTGATCATTGGAGfGATTGAAGGTGG 
AGATGTGATGGAAGAGAGGCTGAGGTCAGCACGAGAGACAGCCAAGCGGCCTGTGGGTGG 
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CTTCCTTCTGGATGGTTTTCAAGGAAATCCAACAACCCTGGAGGCTAGACTACGCTTGCTGT 

CATCAGTCACTGCAGAGCTGCCGGAGGACAAGCCAAGGCTCATATCTGGTGTTAGTCGGCC 

AGGTGAGGTGCTCGAGTGTATTGAAAGAGGAGTGGACTTATTTGAGAGI 1 1 I I ICCCTTATC 

AAGTAACAGAGCGGGGATGTGCCCTGACTTTCAGTTTTGATTACCAGCCGAATCCTGAAGAG 

ACACTACTACAACAAAATGGAACACAAGAAGAAATAAAATGTATGGATCAAATAAAGAAAATT 

GAAACAACTGGTTGAACCAAGAAATAACATCATTTGAAATTAATCTGAAGGAAAAAAAGTACC 

AGGAGGACTTTAACCCGCTGGTGAGAGGATGTTCCTGTTACTGCTGTAAGAATCACACTCGG 

GCATACATCCACCATCTGCTGGTGACCAATGAGCTGCTGGCCGGAGTCCTGCTTATGATGC 

ACAACTTTGAACACTACTTTGGGTTTTTCCATTACATCCGGGAAGCACTAAAAAGTGACAAAC 

TGGCACAGTTGAAAGAGCTCATCCACAGGCAAGCATCTTGAGATCTTGCAAATACAAGTCTC 

ACTCTTCACACTGAGCCTGTACCN 

>16 

CGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGAGGTAATTTTAATGCCATTTTCA 
TGGGACACTTGGGAGCTAGATTAGAAGAAGCCAAGACTAGAATCGGGGAGATGAGTTGCAG 
AGGGAAGTGGTGAAGGTCTGAAGGAAGGTAGGAAAAGGTCGGACACATTCCAGACATATTT 
AGGGGTGGAGGTGGTTGGATATGGGGAGTTTAAAGGGGAAGGAATGTGGGGTGAACTGGG 
TGGTGAGTCAGTGGATATTGGTGACTGAAATCACCACTGCTAGGAATACAGTAGACAGAGAN 
NNNNNNNNNNNNNNNNNNNNNNNNNN 
>I7 
>18 

NNNGAGCTCACCGCGGTGGCGGCCGAGGTACCAGGTGTCATTCCTGCAGCAGGAT 
TTAACAGATGCAGATCTGGCCCCAGTGTGAGCATCTGTGTTAATGGTATCAGACTTAAAGAA 
GGAMGACCTGATTTGACTGCTGTTGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTTTTGT 
GGGAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGACAA 
AACAGTAGAATCGTACCTCGGCCGCCACCCGGGGGCGCACAACGNNNNNNN 
>19 

ACI I I I I I I I I I I I I 1 1 I 1 1 IAI 1 1 1 1 I 1 1 1 1 1 1 I I I 1 1 I I I I I I I I CCCCCGGGAGAGGA 
ATTGGGAAGAGCAAATTGCTGC TGAA AATTTCTACATTGATCCAGACAAACAAGTTAGAGCA 
GGCTGAAAAAGAACCCTTGGTGTTTTTACTGCTGTTCAACCAGATCAACTGGAAAAGTATAG 
ATACCTTAATTAGCACTGTGCTCTGTGGGATTCTGGTCAGCCTGGCCCAGTGG 1 1 I I I I I CC 
CCTGAACACGCCTGAAAGGGGAGCTCATAATGACTGCTGTGCAGGTGGGCGGGGAGGGGG 
CTTCCTATTTGATTTAGTGGCTGATCAATGCCAGTTACCAATTATTGGTAGCCCCATTTATAC 
ATGGTGGAAAAAAAGT 
>20 

NCCGAGGCACCACAATTTTTTTAAGTTCTAAGGTAGCTTTCTCAAAGAAAACCATTTC 
AGGGTGTCCATTAAAAGAGCATCTGCGAATTGTTTTTGCAGGGACTCCTAATCAGTCAGGAG 
AAGTAGAATGTAAGCAAAGTCACAAACCTCCCGTAAGAATTTGGTTCACCAGGACACAGCTC 
CTCTCTTATGAAGGGATGAGAAGCAGACCCCAAACCCAGTGCCACAGTCTCCCTGGAAACA 
GCAGCAGGCTTGGGGAATGCTTCCAAAAGGCTATGCCATTCAAGGTCTCAGG I 1 1 1 I I GGTT 
AAAAATACAACTTAGGCCAACTGCAGTGGCTCATGCCTGTAATTAATTCCAACTCTGGGAGG 
CCCGAGCGGGTGGANN 
>21 

NNNGAGCTCACCGCGGTGGCGGCCGAGGTACCAGGTGTCATTCCTGCAGCAGGAT 
TTAACAGATGCAGATCTGGCCCCAGTGTGAGCATCTGTGTTAATGGTATCAGACTTAAAGAA 
GGAAAGACCTGATTTGACTGCTGTTGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTT7TGT 
GGGAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGACAA 
AACAGTAGAATCGTACCTCGGCCGCCACCCGGGGGCGCACAACGNNNNNNN 
>22 

CGCGGTGGCGGCCGAGGTACAGAGTAGAGAGAGTTCTGCAGGGATGAAGTGGGAG 
ACGTTGATAGGACCAGA(XAGACCAGGCCTTGTAGGCCATGGAAGGACTtTGGATTTTACA 
CCAAGTGCAACAGGTAACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGAC 
AATTTGAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAG 
GAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGGCCAA 
GGNN ..... 
>23 

CGCGGTGGCGGCCGAGGTACAGAGTAGAGAGAGTTCTGCAGGGATGAAGTGGGAG 
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ACGTTGATAGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGGACTTTGGATTTTACA 

CCAAGTGCAACAGGTAACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGAC 

AATTTGAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAG 

GAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGGCCAA 

GGNN 

>24 

NNNNNNNNNNNNCGCGCCCCGTGTTGCGAAGACGACGGGTCCACA.GCTGGGCGC 
GACCATAGCGGCCTCCCAGCCAGGGGGGAGCGCCTACGAGAGGGCCTCACGTGATGGTCA 
CCACTAAGAGGAGGCACAACGCCTGTTCCCGCAGAAAGCAGGCGCCCCAAAACGCTTCAGA 
CAGAACCATAGCCAGTAGACAGAGCTCTACTTGACTTGAGGATAGAGAGAAAGATGAAAAGT 
CCAGAGCCGGACTGCATTGACGGAGACCATCACCCCAGAGACACTAAGACCGGA GTTA AGG 
TTCTAATGACTTCATTAAGTCTGGCCTTGAAAATGAGAGGTCTGGATGGCTTCTGATTTTCAG 
CTGCAGTACATCCCCTTCAGAGCCTACQAAGGCCACCATGCCATGAAGAGCTGCCAGACAA 
AGCATTGTGGGAGTGCCCTCTGTTAGAACAATTCTGATCCAGGCAGGGAGTAGTTTGCTGC 
CCAAGTCTTCAGCTTTTCCATGTCCACACACAGACAATCCATGAACTATGTTTCCTAAAGCCA 
GGGCAAAACCTGAAGTCTGCTGGCTATTCTCCACTAACAGTCGAAGCTTGTTCATAACATCC 
TCAGCCTCTGTAGCCTCAATAATTCCAGCACTGAACGCTGATGTACATACACAGCTAAGTGT 
GTAGGCAAGGACCTCCTGAAACGTT CTGCTCTGG CTCCCGCTGTCATCTACGT GCGCAGAC 
AGCTTCCGGAGCMTGCTGCTACGTGAACGCGGGACTGCATT^ 

GGGACAGAACAAGTCCAACTCCCAATATACAGCCCGTGTTGTATTCAAGACTAGTGTCAAAG 

CAGCAATTTTCCAGGGCATCCAACGACTTCATCAGAAGAAGGTTCATCTCTTGGCCAGATAT 

ATCACTGAGTTTCTCTTCACACAAGCGAGAGAGAAACATCCCTAAAGCAAGGCCCATGTGGA 

TTTGCACGGCTTGAGACTCATCAGCACTTGGTTTCCCAGGTAACCTGGCAGTCAGCATGTTC 

AGGATTTCCTCAACCTTCTCTTTGCAAGAGATAATGAAA ACTG GCACAAGGAGAGACAAAGC 

CGTGGCGGCAGCAGAACGGGCAATGGCACTAGCTGTGTTTTCACCAGAATAGGACTTATAA 

TAAAACCAGGAGAGAAGTTGCCCTCTGGGTTGGTAATGGCTATCCACAATGACCAAGAGTGT 

ATCAAGTACCATGGAAACCCACTCTTTCATTGAAAGGAAATTAGGTTGAACCTCCAGGAGCC 

CGTCAGAGTCTGAGGAGAGGCTGGCTTCATGTCTAGATACGACGACAGCAAGGCTGCTTAG 

AGCTAACAGCGCATTGCCTTTCACTACCGGACTCTCCTTTGCAGCTGCCTTGGTGATCTCAT 

CAGTCAGCATGTCTCTAACCCAGAGCCAGGCTGTGCTTTTTTTGTACTGCACCTCCTCAGGT 

TCTTCTTTTCCATGTTTTAACTGCAACTCCAGCTCTCCTAGTCTTCCCTGTAAAATGGCATGAT 

AAGCTCGATTCATGTATGCAAGCCAGGCCTGTGGAAGAAAAATTGCACGGTGCCACTCTGAA 

AGCTGGATCAGACN 

>25 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGTT 
TTGTAMCTGMCTTTGTTTTCAGTTCCGGCTC CAGC CATCCTCGGGTAGCTTGCCAATAGAT 
GAATCCCACTCGTTTGACCCATGACGCTCCTTCTTTTCAT TTCTC CCTCTTTCCCCACAGCAG 
TGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTTCTGTTATACTTCTTTCCTTA 
CACTCATTTTCCTGTCTTTATTATGATAGTCTAACTTTTTCTCCTCAAAGGTATAGCTGCCTTG 
CTTTCATGAAAACACACTTTCCTATTGTGATTTATCAGAGGCCTTTCCATATCTCAGCCACTAT 
GCTATGACAGATTTTATAATTAATAAGTGCATTTCAAAGTGAAAACGTTACAAACATGCTTAAC 
AGATGTTTTTATAACATGAAATATTCTACTGCGTTAAGATCAAAATGCTG ACTATAC TTGTTCC 
GTATACCTTCAGACCACTGTTMTGTMTATTrrGGCMGGTGAATGGTCTTTTTTGGATATAA 
AAATCTCAGCATAAGCCAGGCATGGTGGTACACAGCTGTATTCTCAGCTATTTAAGAGGATT 
GCTTGAGTCCAGGAAATCAAGACCAGCCTGGGTAACATAGTGACACCCAGTCTCCANNNN 
>26 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
T(XAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAAtATG 
TACTCGCTTTTGTGGGAC 1 1 C I I II 1 1 CACTGTTGGTGATGACAAAACTGTGAAGCAGTGGM 
AATGGATGGGCCAGGCTAfGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
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AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 

AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 

TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 

AAATACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 

CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 

TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 

AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 

TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 

AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 

GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 

AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 

CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 

CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 

CTAACAATCCTGATGTATAATT ATTTG TTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 

GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 

TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 

TTCTTCTTTCATTGTAG AATACAGTATTTGCAACTCA I I I I I I CTTGI I I 1 1 ATTACAGATATAC 

TTACTTTCTCITTGOTCTATTA^ 

CTCTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATAAC ATTTA GAATA ATGA TGTCAATTTTTTACMCTGAATTTATTTCTAGTGCTTTACTTATA 

TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>27 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAATCTGTTGGAACCCTATGGAAGCTTTGATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGMGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTMCMTCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCA 1 1 1 1 1 IGI I GTTTTTATTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGrrTATCTTTAATATTACTTTGMTAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 
CATAAC ATTTA GAATA ATG^ TGTCMTTTTTTAC^CTGAATTrATTTCTAGTGCTTTAQTTATA 
TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATtTATATAACTTTTA^ 
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AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>28 

>29 

>30 

>31 

>32 

CGCGGTGGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATG 
GCAGTTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGC 
CTTTCTTCCTCTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGCTCTGGAAGACAG 
AGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAAA 
AGGATGTAACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGG 
CTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGT 
GGGAAGGGGAGTGGGCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGA 
TGTGTAGAAAGGTAACAGTCAACAGTTCTCCTAACAAGACAGCTTCAAAGCAGCAGCTATAG 
TGGAGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGTGCAGACTGGTCCTCTTGCC 
CAGCGTTTCTTTCAAATCTTTGCACATGTTATATTTTAGAGGCAAGTTCAGTTCTAGAGGAGC 
TGGCCTGCCCCACAGACTCACCCCTCAGTCCCAGGCTGACCTTG GTGCCC AGAACTCAGGA 
GTTTGTTTAeeCT-AAGTTTGTTtATAAAGTCCAGAATGGGGC^ 
TGCAGTCCCAGCACTTTGGGGAAGCT 
>33 

CGCGGTGGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATG 
GCAGTTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGC 
CTTTCTTCCTCTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGCTCTGGAAGACAG 
AGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAAA 
AGGATGTAACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGG 
CTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGT 
GGGAAGGGGAGTGGGCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGA 
TGTGTAGAAAGGTAACAGTCAACAGTTCTCCTAACAAGACAGCTTCAAAGCAGCAGCTATAG 
TGGAGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGTGCAGACTGGTCCTCTTGCC 
CAGCGT7TCTTTCAAATCTTTGCACATGTTATATTTTAGAGGCAAGTTCAGTTCTAGAGGAGC 
TGGCCTGCCCCACAGACTCACCCCTCAGTCCCAGGCTGACCTTGGTGCCCAGAACTCAGGA 
GTTTGTTTACCCTAACTTTGTTTATAAAGTCCAGAATGGGGCCGGGAATGGTGGCTCACACC 
TGCAGTCCCAGCACTTTGGGGAAGCT 
>34 

ACCAGTTAAAGTCTTCTAGCCTGTATCCCCACTCC I I I I I GCCACTTGCAAATTCGGT 
A GCCC AGTTACCCAGAGGGAGGCATAGGAGGGAAAACGAAGACTGAAAAGGGCTAATATGA 
GTTrTGTCTCTTACMTTTATCTGCATCTTATCCTTCCCCCACCCCCCATCATTAAATCATTAA 
ACATTCTATCCAAATAGGATGCCCTTCTGTGGAACTGCATATTTGGAAACCATACTGCCTGTT 
TMCTTATGCACTCCACTGGGAACTTACAGTATCTGTTTCCCACAATACTTGCAGTCATATCA 
GTTACAACCGCTGG GTGTGT ATTGGTTCAAAAGGACCTACCTACAAGGTTATATCAATCCATT 
GTCCAATTTGAGAGATTTTTTCTGAATCCAGTTAAAATAATTTTTGGCTACACCTGGGGACAC 
TTCCCAGGACAACAATGACTTGTAGTCTAGTGCCCAAGAAAGCCAAAAAGGCCCGGCAACC 
TTGGTTGCCACCAGATC CCCAAC AGACAGATTCTAAGGGAGAAGAGAAGTTCATCAACTAAC 
ACTCACAG TGTGT CTGCATTTTTCCTTCATMTTATGTGAGTTTCACTTAATGGGGCTGTCAC 
TGTAGCTCATTTTAAT TGCTA TAAATCAATGAGGTAAATCTTTTGCATATATATCAAATATTACC 
ATCCTGATGTTAGAGATTTTCTTTCCAAGGCAAATAGAACTTTCACCNNNNN 
>35 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAMCCMGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATMGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAMGC 
TCXJAGAGAAGCTGGCTACTGTCXJTTTCTGGGGCGTGTGATGGAGAGGTTAGMTTTGG^T 
CTMCTC AGCG GMTtGTAT CCGTAC MTACAAGCACATGAAGGCTTTGTACGAGGM^ 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
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AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 

GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 

AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 

AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 

TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 

AAATACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 

CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 

TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 

AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 

TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 

AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 

GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 

AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 

CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 

CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 

CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 

GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 

TACCCTGAAAA/^AT^CTJMA^IGG(1CTAGTTGGTM 

TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCAT^ 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 

CTCTTATGTTATCTTTAATATTACTTT GAATAA TGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATAAC ATTTA GAATA ATGA TGTCAATTTTTTACAACTGAATTTATTTCTAGTGCTTTACTTATA 

TTTGGCTTTTTGACTC7TTTAAAACMTCAGCCTGCATTTATATMCTTTTATAAATAATAATAT 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>36 

GGTACATTTGTGTrTTATTGTGAAGGGTCCTCAACTGTGTGGCTGATTCAGGCTGTC 
CCCACTGCAATGTATGGAGAGGAGAGAAAGGGATGAAAGTGAAGGCAGGGGGGGGGATGT 
TTGTTTCACGGGGTGAACTTCTGCCTGAGCAAGTTGATGTTGGCTTCCGAGGTATTTGGACA 
CTTTCTTTCAATACATTTTTATTTAGCACTTATTCTGTGTCTGCTGCCCTGGGATACCAGAGTG 
AATAAACAGATAAAAAGTCCCTGACCTTCTGGAGCATACAGTCTCTGGAGAGAAAATGGATA 
GATAAGCAGACTTTTATATATGAATAT 
>37 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGCAACATGGCGGCCTTAGCAAGCTA 
TAGCTGCGAGATTTGAATTACTCCACTCGTAGCTATTGCATTCCTGACGATGGCCTCTGTGG 
CTTCGTGCGACCCGCGTCCGAGCTCAGACGAGCTCCCTGGAGACCCCTCTTCACAAGAAGA 
AGATGAGGACTATGATTTTGAAGATCGGGTCAGCGACTCGGGTTCATATTCCTCAGCGAGTA 
CCGATTATGATGATCTTGAGCCTGAATGGCTGGACAGTGTGCAGAAAAATGGAGAGCTGTTT 
TATTTGGAATTGAGTGAGGATGAAGAAGAAAGCCTCCTTCCTGAGACACCAACTGTGAACCA 
TGTCAGGTTCAGTGAAAATGAGATTATCATTGAAGATGACTACCAAGAAAGAAAAGAGTATGA 
ACCCAMCTCMGCAGTTTACCAAAATTTTMCMGGAAAAGACTTTTACCCAAGCNN 
>38 

CCGAGGTACTTMGTTTTTCTTCAGTTACAGCTACCACTGTGAAAATAATTCTCTGCT 
TATC AAGTT TACAACTTTAGAATTTCCTGTTTTAAAGTTTTCTCATTTACTTATCACACAGTCAT 
CTTCTTTTTGCCAAACGCTATAGTAGCACATTAAAAGGAGACTGATGTGGAATCAACTCTGTG 
CAAA AAGTATTGGGTGCTTTGGTAGAAGTCTATACAGAAGACACTGGAGACACAAAAATGAA 
TTTTGTCCAGGTGAGTTGATGTCAGAAAAGGCTTAATAATGGAGATGAGGCCGGGCATGGT 
GGTTCACACCTGTAATCCCACCTGTTTGGGAGGCTGAGGCAGGTAGATCACTTGAGACCAG 
GAGTTTGAGACCAGCCCAGCCAACATGGAGAATCCTGTCTCCACTAAAAAAAAAAAAAAAAA 
AAANNNNNNN 
>39 

GGTGGCGGCCGCCCGGGCTGGTACGCGGGAAAGGAAAACGACAAGCACGCCCTG 
AGCAGAGCCCCGGGAATTCAACCTTTAAGTGGATMCTTGGCTTCTGGTTTGCCAAGGAACC 
AGGGCATGAAACAGATGAAACAGCCTATTGTCCATTTCAACAGGATTTTTGAGGAGTGGGGA 
TGATCTTTCAAATTATCCACAACTTAATTATTtAATATTTTGATAGTCAATTACCTAAGACACG 
GCATCGTCACTGACCAATCAGAAGAGATGCCAGTAGTTGGGCGCAGTGGCAGCACTTTGGG 
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AGGCTGAGTGGACAGATCACCTGGGGTCAGGAGTTCGAGACCAGCCTGGCCTACATGGTG 

AAACCCCATCTCTACTAAAAATACAAAAATGAGCCAGGCATGGGGGGCACCTGTAATCCCAG 

CTACTTGACAGAGTGAGCCTCTGTCTCAAAAAAAAAAAAAAAAAAAAAANN 

>40 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
CCCCTTCGGAGGAGGAAGGAAGTCCCGCTGCCACCTTATCTCTGCTCCTCTGCCTCCTCCC 
TGTTCCCAGAGCTTTTTCTCTAGAGAAGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 
TATTCAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAG 
TTTTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTG 
GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GTGGAGCTGGGGTCCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCACCTTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGTCCTCCATGCTC 
ACCGGGAAGTA TGTGCACAATCACAAT-GT-CTACACCAACA-ACGAGAACTGCTCTTCGGGGTG 
GTGG CAGGCC ATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 
CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 
GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 
AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 
ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAGGCCCGTTATGATGGTGATCAGC 
CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 
CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 
AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAAGG 
CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 
GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCATATTGGGCAGT 
TTGGACTGGTCAAGGGGAAATCCATGCCATATGACTTTGATATTCGTGTGCCI 1 1 1 1 1 I ATTC 
GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 
CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACGGCAAGTCTGTCC 
TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 
TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 
GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 
CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 
TGGCAAGCTTCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 
ACGCGGAACCTCTACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 
CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTC7TGAGAAACCAGGG 
GACTCCAAAGTACAAGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 
TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 
AGAAACATTGCTAAGCGTCATGATGAAGGCCACAAGGGGCCAAGAGATCTCCAGGCTTCCA 
GTGGTGGCAACAGGGGCAGGATGCTGGCAGATAGCAGCAACGCCGTGGGCCCACCTACCA 
CTGTCCGAGTGACACACAAGTGTnTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 
TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 
TCTGCAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCCTG 
AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGfGTAAAAAAGCAAGAG 
AAATTAAAGAGCCATCTTCACCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 
ACTTTTCAAGGAGAACAACCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 
GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 
CAGACAGCCCCGTTCTGGAACCTGGGATCTTTCTGTGCTTGCACGAGTTCTAACAATAACAC 
C TACTG GTGTT TGCGT ACAGTTMTGAGACGCATMTTTTCTTTTCTGTGAGTTTGCTACTGG 
CTTTTTGGAGT ATTTT GATATGAATACAGATCCTTATCAGCTCACAAATACAGTGCACACGGT 
AGAACGAGGCATTTTGAATCAGCTACACGTACAACTAATGGAGCTCAGAAGCTGTCAAGGAT 
. ATAAGCAGTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 
GACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTTMTCAGCCCCGTCTCACTGCA 
GACATCAACTGGCAAGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACAG 
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ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 

TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTC 

AAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCTCC TCTTCA CTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

TTTTTAACTTTTTTATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCATCGTTATAATTTACTATCTGCCAAGAGTAGAAAGAAAGGCTGGGGATATTTGGGTTGGC 

TTGGTTTTGA I MM IGCTTGTTTGTTTGTTTTGTACTAAAACAGTATTATCTTTTGAATATCGT 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 

MCTTGAC.C.CCCGIGT-CAAATT-GACAT-CACACTCTGCATGTGTGGGTAATGAAGGTAGGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>41 

ACACGTGCACATTGTGCAGGTTAGTTACATATGTATACATGAGCCATGCTGGTGCGC 
TGCACCATGGCACATGCATATCTATGTAACAAACTTGCATGTTCTGCACATGTATCACAGAAC 
TTAAAGTGTAATAAAAAAAGAAAGAAAAACAGCATGCAATTCAGCCCACACAAAAAAAAGAAG 
TCAAAGACAGCGAGAATTCTTAAAACAGCAATAAAAAGTATAAAGTCACTCTAAAGGAATCCC 
CGTTAGATTAACAACACATTTCTTAAGAGAAATCTAACAGGCCAGGAGAGAATGGGATGACA 
TATTCAAAGTGTTAAAGGGGGGGAAAAAACTCCACTCAAGACTACACCCAGAAAAGCTATCT 
TTCAGAAATGGAGATAAAAACATCTTTCCCAGACAAAGAAAAACTAAGAGAATTTACTACCAC 
TCACCAGCCTTACCAAAAAATGCCCAAGGGAGTCCTACATCTAAAGCAAAACGACAATCATC 
ACGAAAACATGCAAAAGCATAAAACTAACTTGT 
>42 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTC I Mil I CACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
MGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAATCTGTTGGMCCCTATGGMGCmCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
i AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTMCAATCCTGATGTATAATTATTTGTTACTTTTQATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTtrAGTTATATGfGTAGAGCmATTCTTACTCC 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
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TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCA I I I I I ICTTGl I I I I ATTACAGATATAC 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 

CTCTTATGTTATCTWMTATTACTTTGMTAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATAACATTTAGAATAATGATGTCAA I I I I I I ACAACTGAATTTATTTCTAGTGCTTTACTTATA 

TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>43 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTA TACTGGGA TTGATCATCACTGGAAAGAAGCT-GIXlXrGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
MGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAATCTGTTGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTMCAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAG AATACAGTATTTGCAACTCA I 1 1 I I ICTTGl 1 1 I I ATTACAGATATAC 
TTACTTTCTCTTrGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTrTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 
CATAACATTTAGMTAATGATGTCAATTTTTTACMCTGMT1TATTTCTAGTGCTTTACTTATA 
TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 
AATTTGGGTCAAGTTAAGATATTAAAAGTTCX3TTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 
>44 
>45 
>46 
>47 
>48 

NAGTATTGGTTCTGCTGGCAGATGCCCTGTGCTGGGGTCTAGATGACGTGGTGGGC 
TTCATGCACAATGCCCAGGCTGGACATAAGCAGGGCCTCAGCACTGTCAGCAACAGTGGAC 
TGACTGCGGAGGACCGGCAGCTGACTGCACGGGCCCGAGCCTGGAACAACCTGGACTGGG 
CTCTCTATGTCCACTTCAACCGCAGTCTCTGGGCACGGATAGAGAAATACGGCCAGGGCCG 
GCTGCAGACAGCTGTGGCCGAGCTCCGGGCTCGCCGAGAGGCCCTAGCGAAACATTGTCT 
GGTAGGGGGTGAGGCTTCTGACCCCAAATACATCACTGATCGCCGGTTCCGCCCCTTCCAG 
TTTGGGTCAGCTAAGGTTTTGGGCTATATACTTCGGAGTGGATTGAGCCCCCAAGACCAAGA 
GGMTGTGAG<DGCCTAGCTACCCCTGAGCTCCAGTACAAGGACAAC3CTGGATGCCAAGCAG 
TTCCCCC^TACCGTCTCACTGCCCCTCAAGACTTCAAGGCCACtCTCCCCAtAAACATCAGA 
CTACAGATTTAGGTGGAAGAGCAGCCATGTTTGAAGGGCACATGTGATGAGTGGGGGGCAG 
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CAAGATGCCATTTCTGCATCTCCCAGAAGGGATGAGTCTTTGTCCCGATGCAAGCCCCCTCT 

TC GCTGGGCTCCCA GCAGTGCTTCCCTCCTCCACCCTCCACTCATTTTGTTCTTTCCCCCCA 

AC! I I I I I I I I I I I I IGAAACGGAGTCTTGCTCTGTCCCCCAGGCTGGAGTGCAGTGGCATGA 

TCTCGGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGCGATCTCCTGCCTCAGCCTCCAGA 

NN 

>49 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
CCCCTTCGGAG GAGGA AGGAAGTCCCGCTGCCACCTTATCTCTGCTCCTCTGCCTCCTCCC 
TGTTCCCAGAGCTTTTTCTCTAGAGAAGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 
TATTCAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAG 
TTTTGCMCATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTG 
GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GT^GA^TGGGCTC^ 

CCACCTTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGTCCTCCATGCTC 

ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTCTTCCCCCTC 

GTGG CAGGCC ATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 

CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 

GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 

AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 

ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAGGCCCGTTATGATGGTGATCAGC 

CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 

CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 

AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAAGG 

CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 

GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCATATTGGGCAGT 

TTGGACTGGTCAAGGGGAAATCCATGCCATATGACTTTGATATTCGTGTGCC I Mi l l I A TTC 

GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 

CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACGGCAAGTCTGTCC 

TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 

TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 

GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 

CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 

TGGCAAGCTTCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 

ACGCGGAACCTCTACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 

CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTCTTGAGAAACCAGGG 

GACTCCAAAGTACAAGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 

TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 

AGAAACATTGCTAAGCGTCATGATGAAGGCCACAAGGGGCCAAGAGATCTCCAGGCTTCCA 

GTGGTGGCAACAGGGGCAGGATGCTGGCAGATAGCAGCAACGCCGTGGGCCCACCTACCA 

CTGTCCGAGTGACACACAAGTGTTTTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 

TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 

TCTGCAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCCTG 

AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 

AA ATTA AAGAGCCATCTTCACCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 

ACTTTTCAAGGAGAACAACCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 

GAAGGGGGMGAGTGCAGCCTGCCTGGCXrrCACTTGCTTCACGCATGACAACAACCACTGG 

CAGACAGCCCGGTTCTGGAACCTG.GGATCTTTCTGTGC^ 

C TACTG GTGTT TGCGT ACAGTTAATGAGACGCATMTTTTGTTTTCTGTGAGTTTGCTACT 
CTTTTTGGAGTATmGATATC 

AGAACGAGGCATTTTGAATCAGCTACACGTACMCTAATGGAGCTCAGAAGCTGTCAAGGAt 
ATAAGCAGTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 
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gacctacacagaggacagttatgggatggatgggaaggttaatcagccccgtctcactgca 

gacatcaactggcaaggcctagaggagctacacagtgtgaatgaaaacatctatgagtacag 

acaaaactacagacttagtctggtggactggactaattacttgaaggatttagatagagtatt 

tgcactgctgaagagtcactatgagcaaaataaaacaaataagactcaaactgctcaaagtg 

acgggttcttggttgtctctgctgagcacgctgtgtcaatggagatggcctctgctgactc 

agatgaagacccaaggcataaggttgggaaaacacctcatttgaccttgccagctgaccttc 

aaaccctgcatttgaaccgaccaacattaagtccagagagtaaacttgaatggaataacgac 

attccagaagttaatcatttgaattctgaacactggagaaaaaccgaaaaatggacggggca 

tgaagagactaatcatctggaaaccgatttcagtggcgatggcatgacagagctagagctc 

gggcccagccccaggctgcagcccattcgcaggcacccgaaagaacttccccagtatggt 

ggtcctggaaaggacatttttgaagatcaactatatcttcctgtgcattccgatggaatttca 

gttcatcagatgttcaccatggccaccgcagaacaccgaagtaattccagcatagcgggga 

agatgttgaccaaggtggagaagaatcacgaaaaggagaagtcacagcacctagaaggcag 

cgcct cc tcttca ctctcctctgattagatgaaactgttaccttaccctaaacacagtatttc 

tttttmcttttttatttgtaaactaataaaggtaatcacagccaccaacattccaagctaccc 

tgggtacctttgtgcagtagaagctagtgagcatgtgagcaagcggtgtgcacacggagac 

tcat cgtt at aattta ctatctgccaagagtagaaagaaaggctggggatatttgggttggc 

ttggttttgatttttt^ttgtt^ 

agggacataagtaTatacatgttatccaatcaagatggc 

aacttgacccccgtgtcaaattgacatcacactctgcatgtctgcgtaatgaaggtacgatg 
caactataaccagtgcaatatgacactgacactatattaaattcaataatacnn 

>50 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTAT CCGTA CAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGG7TATCTTAGATATGAGAAC 
AAATACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAMGCAGCCAAGGATTATMCCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTMTTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAMTGATCCTTAMGGTGGCCTAGTTGGTMGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAG AATACAGTATTTGCAACTC A I 1111 1CTT G1 I I 1 I A TTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAMTTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTTTMTATTACTTTGAATAATGATTGCMTGATGTTTCTTCCTGTGATTCCA 
CATAACATTTAGAATA ATGA TGTCAATTTTTTACAACTGMTTTATTTCTAGTGCTTTA 
TTTGGCTTTTTGACTCrnTTAAMCAATCAGCCTGCATTTATATAACT^ 
MTTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 
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>51 

GCGGCCGAGGTACCTCAGCATATATTGGAAGTGTTTTAGAGTTGGTGAGTTCCCCG 
TGCCTTCCAGAACTGAACGCTAGGAGGAGCAGCCAGTGAGGACAGACGTCTATGCAGAAAC 
ATGGGGAACCTCTGGAAATGACACACTCTCCGGGCACAGGGGGCCATTCGTCCATCTTGAG 
GTGGACTAATCATGGAGATTCTCGCAGGGCCGGCTGCTATCTCAGATTTTCTAATCGGAGAA 
GGAGAGAGATCAACTTCCATCGACTCCAGTCTGTCGGGGGCTGATGAGTGAGGTGGCAGCA 
GGCATCCGCGTGGATTTGTTGAAACTGGAC I I I I I ATTGTGCTGAAAGCTGCTTGTTGTGAT 
GATCTC ATAC TTTGTAGTTGTTCTATCTGCAGCACTGACTTCATAAGGGATTCTTCCAACCTA 
GAAATCTTTTCTCTATAGAAGGCTAACAATCTCTTCGTGTGTTTTTCTTGAAATTCTAAAATCT 
GGGAGGTTTCCCTGGAGTACTTCTTACACAGACTGTCTATGCTCATGAAGAATGCCTGGATA 
TCT GCGTC AGTATGCTTTGAAAGCAAAACTGTACGACAAGGAGCTTTACAAATCAAGCATTCA 
TTCTTTTTACCTTTGCCGAGGCAGGCGTCGCAGTACACGTGCCCGCAGTTGGTGAGGCTGC 
CGCGCGACGTCCTGTGGGGCGCCTGGAAGCAGCGATTTCAGAACACCCAGTTGACCATGC 
CAGGCGGGCGACCGCAGCGGCGAGGCCGGG 
>52 
>53 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGMGGTGA^AT^T^^ 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTT 
CCTTTTGAGGTCCCACGAGAATATATMGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTAGTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAMGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCT TTGAAA AAGGTTATCTTAGATATGAGAAC 
AAATACAATCTGTTGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGMGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTfACTTTTGATTTGAGAACTCTACAAATAAAAGTGC 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTA 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTT7TATCCTTAATCTGCA 
TTCTTCnTCATTGTAGAATACAGTATTTGCAACTC A I MM I CTTG I 1 1 1 1 ATTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACT 

CTCTTATGTTATCTTTAATATTACTTTGMTAATGATTGCMTGATGTTTCTTCCTGTGATTCCA 

CATAAC ATTTA GMTAATGATGTCAATTTmACMCTGAATTTATTTCTAG 

TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAM 

MTTTGGGTCMGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>54 

NAGATGGGTTGGCTGCAGTAGTGAGAGGCTGGGGGTGCGGCTCTTTCCCTGCAGT 
CCTGCGGAGGAAGCGTGCGTCCGTGGCGCTTCCTTCTTCTCTTCCGGCGGAGAGCTTGGGA 
TGTGGTAATGCCAGCCACACTCCTCAGAGCCGTGGCCAGATCTCATCATATATTATCAAAAG 
CACATCAGTGCCGMGAATCGGTCATCTMTGTTAAMCCACTTAAGG^TTTGAAAATACAA 
CATGCAGCACACTGACWACGTCAMGCTTGGAtTTGTTCCTtCCTGATAAMCAGC 
GGT7TGAATAAGTCTCAGATCCTGGAAATGAACCAAAAAAAGTCAGATACCAGCATGCTGTC 
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TCCATTAAATGCTGCTCGTTGCCAAGATGAAAAGGCACACCTTCCAACCATGAAATCCTTTG 

GTACTCACAGGAGAGTGACCCACAAACCAAATCTGTTGGGTTCTAAATGGTTTATAAAAATAT 

TAAAGAGGCATTTCTCATCTGTATCAACGGAAACATTTGTTCCAAAACAAGACTTCCCACAGG 

TGAAGAGACCACTAAAAGCATCCAGGACCAGACAGCCATCCAGGACCAACCTTCCAGTTCT 

GTCTGTGAACGAGGACCTAATGCACTGCACAGCATTTGCAACGGCAGATGAGTATCATCTG 

GGAAATCTGT CTCAA GATCTGGCCTCCCACGGATATGTTGAAGTAACAAGCTTGCCTAGAGA 

TGCAGCAAATATTTTGGTGATGGGTGTG GAAAA TTCTGCAAAAGAAGGTGATCCTGGAACAA 

TATTCTTCTTCAGGGAAGGAGCTGCTGTGTTTTGGAATGTGAAAGACAAAACTATGAAGCAT 

GTGATGAAAGTTCTAGAAAAACATGAAATTCAGCCCTATGAAATCGCACTGGTACACTGGGA 

AAATGAAGAACTTAACTACATAAAAATAGAGGGACAGTCAAAACTTCACAGGGGGGAAATCA 

AGTTAAATTCAGAGCTGGATTTAGATGATGCCATTCTAGAGAAGTTTGCTTTCTCCAATGCTC 

TATGCCTTTCTGTAAAACTGGCAATTTGGGAAGCATCACTGGATAAATTTATTGAATCTATTCA 

GTCAATTCCTGAGGCTTTAAAAGCTGGGAAGAAAGTGAAACTATCTCATGAAGAAGTTATGC 

AGAAAATCGGTGAACTCTTTGCTCTAAGGCACCGTATAAACTTGAGTTCAGACTTCCTGATTA 

CTCCTGATTTCTACTGGGACAGAGAAAACCTGGAAGGACTTTACGATAAAACGTGTCAATTC 

CTTAGCATTGGCCGAAGAGTTAAGGTCATGAATGAAAAACTTCAGCACTGCATGGAACTAAC 

AGATCTAATGCGGAATCACCTGAATGAGAAGAGGGCACTCCGCTTGGAGTGGATGATTGTC 

ATCCTCATTACCATAGAGGTAATGTTTGAGCTGGGACG^GTATTJTTCTGATCAAGTGATAAC 

GAAAGTGTCAGTGCAAGAGATATTCAAGTTCTACA^TCAAAAATTAAATGTTCGGCCCGGCG 

CGGTGCCTCATGCCTGTAATCCCAGCACTTTCGGAGGCCAAGAAGGGTGGCTTGAGATGAG 

ATCAGGAGCTCAAGACAAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACCAA 

AATTAGCCAGGTGTGTTGGCACACGCCCGTCATCTCAGCTACTCAGGAGGCTGAGGCAGGA 

GAATCTCTTGAACTTGGGAGGCGGAGGTTGCAGTGAGCTAAGATCACACCACTGCACTCCA 

GCCAGGGCAACAGTGAGACTCAGTCTCAAAAATAAACAATAAAATAAATAAATAAATGAATGT 

NNNNNNNNNNNNNNNN 

>55 

>56 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTAT CCGTACA ATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGAGA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGG 
TACCCTGAAAMTGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCtTTCATTGTAGAATACAGTATTTGCAACTC A I N i l I CTTGI I 1 1 I A TTACAGATATAC 
TTACTTtCTCTTTGATCTATTATTGTAGACACTATACATTbAAATTGACAtTTMGACCAAACAt 
CTCTTATGTTATCTTTAATATTACT7TGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 
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CATAAC ATTTA GAATAATGATGTCAATTTTTTACAACTGAATTTATT TCTAG TGCTTTACTTATA 

TTTGGCTTTTTGACTCTTTTAMACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>57 

>58 

NNNNNNNNNNAGGCGGCCGCCCGGGCAGGTACGCGGGCTATTGTGATTCCCAGTG 
ACCCATAGAACAGGATTTCACTAGTCCTATGACATGTGACTGGGCTTGGGAAGTTCGGGTGT 
CAGGTCCAAAAATCCTAAGGTGGGATCTTCGCTTTGTGAAGCAAATTAATTACACAACCAAAT 
ATTGCCACATTCTTGAGGTCTATTGACACAATGGGAACTTCAACCCCTACTTAGCTTAGCATT 
I I I I 1 1 I I CAAAGAGTGAAAAGTGGTCCACGTAGAGCACAATATAATTTAAGTAAAGGAAGAT 
TAAAACATATTTTTATCCATTTCTTATGGTGGGAAATTAACATGTTTTAGATTTGAGGTCCCCC 
TCTCAGGAAACCCTTTCAACTTCGTATTATTCACTCCTGAGTAGTATGGGGTAGAAAATGAGT 
GGAAATCAGTTTGGCCACTATTTCCGAGTCTTTTGCACTGCAATACTTTCATCAATATTTACAA 
TATTTCAGTCCTGTTTACAGATGGGGATCACATCAGGCNN 
>59 

NNNNNCCGAGGGACGCGGGAMGATCAGTTGTTTTACCTTGGCATTCAAAGACTTTT 
C TTTGACTCC CATGGTTCTCAAAGiC^ 

CGTGTTAGCACTGCAAATTCTCATTCCTCCCTAATTTTCTGAATCAGAAATTACGGAGGTGGA 

GCCCAGCMTCTGTmMCCAAACTTCCACATMTTCTMTTAATTTATGCTTTGAGAACCGC 

TGATCTAGTTTGTCCCTCTCATTTTGCAGGCAAAGAATTGAATTCTAGAGAGGTTAATTGACT 

TGTCCAGTCATACAGATAGGTTCTGTTTTCTATTATTTATTTATTTATTTAI I I I IATTTTATTCA 

CTTTACCCCCCAGGATTCATAGTTTTCTTTCTAATACTCCATATTTGACTTGACI I I 1 1 IACAA 

GTTGTAATTACAAATAAGTCTAAGATGGGAAAGTTGTGGAAAACTTTATAGAGAACATGAGAT 

TTGACTGAACAGTAAACATTAAGTAGAGAGGAAAGAAAGGGGTGTTCTAAGCAGTAGGGACC 

ACAGTGAATAAAGGTAGAGATAGGTAGGTTTAAAAAAAAAAAAAAGTCCTGGGGACAGCCTG 

GGTGACAGAGCGAGACTCCGTCNNN 

>60 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTT C I III! I CACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
MGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACMTCTGTTGGMCCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTMTTGCAMCATTTTAGTTATATGTGTAGAGCTTT ATTG TTACTCCtTTTAGC 
TACCCTGAAAAATGATCCTTAMGGTGGCCTAGTTGGTMC^CTGTTrTATCCTTAATCTGCA 
TTCI IGi I I CATTGTAG AATACAGTATTTGCAACfCA I II I I ICTTGI i I i I ATTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
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CTCTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATAACATTTAGAATAATGATGTCMTTTTTTACAACTGAATTTATT TCTAG TGCTTTACTTATA 

TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATMCTTTTATAAATAATAATAT 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>61 

CGCGGTGGCGGCCGAGGTACACGTTACTGTTCCGTCGTATTTTGTAGTCTCTGTTCT 
GCCCTTTGGAACATCTCTTCGGTGTTCCTGTGGGATCTCTCTACTGCATTCTACTTTATGTAA 
TAATCTGTTCAATAAATAATTTTTAAAAGGAGACAACAACGCCGCAGGTGATCTGGAGGCTC 
CTGGAGGACCTCAGCGACTCAGGTCCAGTCCAAGGAGGGCCGCAGATCAGGCTGAAGGAT 
GGATCCACATGTTTAGAGGAGATCGAGAAATGCAGAAGAGAGATGCAGCAGAGAAATGCCA 
CAGAAAGGGGAGCTGGAGAGAATCAAAGCATGAGAGGAATTCAACCTGCTGTCACTGGAAG 
GGGTCCAGATGGAACGCTTGAGAAGAAACGTGTGTAGCATCTAGGAGTAAAGACTCGCCCT 
GGCTGACAGCTAGTAAGGAAATGGGAACCTCAGTGCTGCAGCCTCAAAGAATTGACTTTAAC 
CCACAGCCTGTGTGCACTTAGAAGCGGATGCATTCACAAATCTTCCAGAAGGGAATGGAGC 
CCCATTGACACCTTGATTTTAACCTTCTGAGATTCTAAGCAGGGAATCTAGATGAGACACGCT 
GTGAGATAATACATAGGTATTGTTTTAAGCTGCTAAATTTGTGGTAATTTCTTATGACAGCAAT 
TTAAAAACTGATACAAGCCATAACCGAA.TCGTGTAGTGTTGGTGGTTAGANNNNN 
>62 



>65 

I I I I I I I I I I I I I I I I I IGGAGGAGATGGACAGTStCAGTCTCCTGATAAGGGGGTGA 
TGGGTAGGTAATTTAAAAGCTTCTAtTATAAAATCTAGTCTCTCTGACACTGCCCTGTCCACT 
GCAGTCACATCTCCCAATA8TGAAGGATCCTGAGAATACGAGCGGGCATGACACTTACTCAC 
GTCATTCACCATNCTCGNNNNN 
>66 

NNNNNNNNNNCTGCCCGGGCAGGACCGCGGAAATCCCCTAACTTCCTTGCTATCTT 
CCCATCCCATATTTAGGTTAGATAGAGAAGTGTGTATGTGTGTGTGTGTGTGTGTTGCTCGC 
ACAGTGATGAACTGTAAACATAAATGAAGATATGGAAAAATACATCAATTAGGACAACATGAC 
AATTTCATTAGACTCCTATCAAAGAGTATCAGTTCACAGTTTTTATAGATACTAGTATAAAATT 
CAGATCTTGACTGTTTTCTGGGGATAAAGCAAGGCTTTACAATTTAGCAGTCTGTAGCTAGCT 
TGAAACAGTAAAACAACAACAGCAGAGCCTTMGTGTATTTTTGTGACCTAAAACATGAACTC 
AGGGTTTCCAAATTCCTAACAATGAATAGT 
>67 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATTACTGTG 
TCAAATTACCCACAAGTTAAATGCCCATGTTCCAGACCTGTGGCTCTTAGTATCAGGCTTGTG 
ATAGAGAAAAGGCTGCTATGAATTCTACTCAGTGTGCTTAGACCAAAGGAAACCACCACAGG 
GATTTCACAGGC 
>68 
>69 

NCTCGACGCTCTCCCTCGCTCACTCCTCAGTGTAGGAGTGATCGTCGACAGCAGGA 
CAAGCTCAGCCTGCAGCTGCCGTGGGCTTTGTGTGGACTGGACGCAGAGCTTGGGAGACG 
GGGGAGGGCTATTACTCCAATTCACTGTCAATGGAATTACAGCTATAGCGGCAGTGTATATA 
GGATTGCTTTTTCTCGTCTTCCTGGGTTCTGAAGTAACGGAAGCTACCTTGTATAAAGACCTC 
AACACTGCTGACCATGATCAGCGCAGCCTGGAGCATCTTCCTCATCGGGACTAAAATTGGG 
CTGTTCCTTCAAGTAGCACCTCTATCAGTTATGGCTAAATCCTGTCCATCTGTGTGTCGCTGC 
GATGCGGGTTTCATTTACTGTAATGATCGCTTTCTGACATCCATTCCAACAGGAATACCAGAG 
GATGCTACAACTCTCTACCTTCAGAACAACCAAATAAATAATGCTGGGATTCCTTCAGATTTG 
AAAAACTTGCTGAAAGTAGAAAGAATATACCTATACCACAACAGTTTAGATGAATTTCCTACC 
AACCTCCCAAAGTATGTAAAAGAGTTACATTTGCAAGAAAATAACATAAGGACTATCACTTAT 
GATTCACTTTCAAAAATTCCGTATCTGGAAGAATTACATTTAGATGACAACTCTGTCTCTGCA 
GTTAGCATAGAAGAGGGAGCATTCCGAGACAGCAACTATCTCCGACTGCTTTTCCTGTCCCG 
TMTCACCTrAGCACMTTCCCTGGGGTTTGCGCAGGACTATAGAAGAACTACGCTTGGATG 
ATAATCGCATATCCACTATTTCATCACCATCTCTtCAAGGTCTCA CTAGT CTAAAACGCCTGG 
TTCTAGATGGAAACCTGTTGAACAATCATGGTTTAGGTGACAAAGTTTTCTTCAACCTAGTTA 
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ATTTGACAGAGCTGTCCCTGGTGCGGAATTCCCTGACTGCTGCACCAGTAAACCTTCCAGG 

CACAAACCTGAGGAAGCTTTATCTTCAAGATAACCACATCAATCGGGTGCCCCCAAATGCTT 

TTTCTTATCTAAGGCAGCTCTATCGACTGGATATGTCCAATAATAACCTAAGTAATTTACCTCA 

GGGTATCTTTGATGATTTGGACAATATAACACAACTGATTCTTCGCAACAATCCCTGGTATTG 

CGGGTGCAAGATGAAATGGGTACGTGACTGGTTACAATCACTACCTGTGAAGGTCAACGTG 

CGTGGGCTCATGTGCCAAGCCCCAGAAAAGGTTCGTGGGATGGCTATTAAGGATCTCAATG 

CAGAACTGTTTGATTGTAAGGACAGTGGGATTGTAAGCACCATTCAGATAACCACTGCAATA 

CCCAACACAGTGTATCCTGCCCAAGGACAGTGGCCAGCTCCAGTGACCAAACAGCCAGATA 

TTAAGAACCCCAAGCTCACTAAGGATCACCAAACCACAGGGAGTCCCTCAAGAAAAACAATT 

ACAATTACTGTGAAGTCTGTCACCTCTGATACCATTCATATCTCTTGGAAACTTGCTCTACCT 

ATGACTGCTTTGAGACTCAGCTGGCTTAAACTGGGCCATAGCCCGGCATTTGGATCTATAAC 

AGAAACAATTGTAACAGGGGAACGCAGTGAGTACTTGGTCACAGCCCTGGAGCCTGATTCA 

CCCTATAAAGTATGCATGGTTCCCATGGAAACCAGCAACCTCTACCTATTTGATGAAACTCCT 

GTTTGTATTGAGACTGAAACTGCACCCCTTCGAATGTACAACCCTACAACCACCCTCAATCG 

AGAGCAAGAGAAAGAACCTTACAAAAACCCCAATTTACCTTTGGCTGCCATCATTGGTGGGG 

CTGTGGCCCTGGTTACCATTGCCCTTCTTGCTTTAGTGTGTTGGTATGTTCATAGGAATGGAT 

CGCTCTTCTCAAGGAACTGTGCATATAGCAAAGGGAGGAGAAGAAAGGATGACTATGCAGA 

AGCJGGCACTAAGAAGG^CMCTCTAXCCT.GGAAAICAGGGAAAC^ 

CAATAAGCAATGAACCCATCTCGAAGGAGGAGTTTGTAATACACACCATATTTCCTCCTAATG 

GAATGAATCTGTACAAAAACAATCACAGTGAAAGCAGTAGTAACCGAAGCTACAGAGACAGT 

GGTAT TCCAGA CTCAGATCACTCACACTCATGATGCTGAAGGACTCACAGCAGACTTGTGTT 

TTGGGTTTTTTAAACCTAAGGGAGGTGATGGTAGGAACCCTGTTCTACTGCAAAACACTGGA 

AAAAGAGACTGAAAAAAAGCAATGTACTGTACATTTGCCATATAATTTATATTTAAGAACTTTT 

TATTAAAAGTTTCAAATTTCAGGTTACTGCTGCGATTGATGTAGTGGAGATGCCTGAACACAA 

TTCTATATTTTAGTAI I I I I I AGTAATTTGTACTGTATTTTCCTTGCAAATATTGGAGTTATAAA 

CCATTTACTTTGTGTTCTACTGAGTAAGATGACTTGTTGACTGTGAAAGTGAATTTTCTTGCT 

GTGTCGAACAATCAGGACTGCATTCATATGAGATCCTTGTAGTATAAGCACAGGCCATTTTTC 

ACTTTGGTATTAATAAAATGTAAAAAAAAAAAACTGGCTGAATGGCTGAATGAGATAAAATTTA 

ATTTTAAAAAAATGGTTATGAAATAATGTTCCAATTATTAAATTTGTATTATCCCAGTGGTATTC 

AATAAATCAAAATGTGTGAAGTAATGGGCAATATCAAACTTCCTGCATATCTCCATTTTTGCTC 

TAGGCAAATTAATTATCCTTAAAAAAGTTAAGCATATCTTCTGAACTGAATACATCAGCTGGC 

ATAAAAGGAGCATGAAGTCTGTTAAAGCCATTGTCAGCAAAGCTTTGAAAATAAAGGACTTCA 

CATTTTCGGTAATGTAAATGTGCTTCCAAGTTGGGGGGAAAATGTGTACTTAGGAAAACATG 

GAAACTTAGACTTGTATAG 

>70 

NNNNNNNNNNNATTCTCAGGGCAGTCCCCGCTGTGTCCTCTGTTCTCCTTCAGTAAT 
ATAGTTCATCTGGATTCGCTCCAATCTAGTTTTAAACTAGCTTTGGTCTTCTCATCTTTTCGGT 
ACAACACATTTCAACTATTATACTTCTACI I I 1 1 1 1 CTTGTACACTCAGATCCATGGCACCTCA 
TTTTTACACTGGAGTAAACATCAATATATGTTCCACAATCTGTTGAGAAGTTGCCTGAATGTT 
CCCTAATAGCTACTTGCTGCCCTATTCTGAATATTCTGGTTTCTGAATATTCTGGTTCTTTTCT 
TTTCCGTATATTCTTCTAGTCGAAGAACCACTTGGTCCAGTACTGGGAACAGAGCTCGGCAT 
GCCATGAAATGTGGGTGGGCAGTTGATCCATCTTTGTAGGCCACCACAATTAAGCCACATTG 
AACCTGAAAGCTGTAGTTGGTATCATGGTTCATGGCACCCATGTATGCCACAACTTGCAGTG 
GGTTGTCAAATGTACTTTGMTAAAAGGCTTTGGTTTCTCTGATGTCTTCCAATCAATCACAC 
AGAGCTTGCCCTGATACTCAGCCACACAGTCCAGCAGACCTATATAGTTTAAGGTTTCATGT 
TGAACAGCACTTTCAAGAGCTCGCACTCCACTGACATCTTTCAGAATATGCTGGACACTTTCA 
ATGTAACCAGACTTGAGGAGATTTTCATCTCTCTCTTTTAAGGTTTCCTGGGGTGAAAGTATG 
CTTTCCAAGGCTTCGTGGAACCGTTTCCCTTGTAAAAAGACGTTTGAAGTGTATTCTTTAAAG 
CCATCTTCTCCCAGTTCCAGAATCATCCGCTGTTTCCACCTCTCCAACAAGAAAACCTGTTGT 
TTTGTCATGGTCTGCTGAAGGACTCGGGTCACACTTGGTATCACATTCCTTTGCAAGGGGAT 
TTTCAM GGAA CTGAAGGATCACTTGCATTTGGTTTATCACTTCTCTCTGGATTGAAGATAGG 
AAACCAGTTTTGTGGCACTCGTCTGTCCTCACCTrGGTTTGGCAGCTTATGCTTGCTCACGG 
QTCCACAGAGCAAAGCATCTTCCTCCACCGATCCCGGGGTCTGGGCGACGCCTCTGGATGA 
CMGACAGACTGMCTAAATTAGAGTATTTTTCTTGGTCXJACTT.CTTCATATGGGTTCACTTTT 
TtCTTCCGGCCACATG AGTAAG AGG AAGTAG AGAAAGCCACAAGGGCAGCTG ATTCCACAG 
AAAACTTTGAACACCTGAGCTGCCTGCAAATGGTCTGAAATAACTTCATCTTCATTCAGATTT 
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GTTTTCACTTTAGTCTATTTGCAACGGTCGAAGGCCTTTATGTTTGTATTCCTTGGAAGCCAC 

CACACTTCGCTTAACTCTCAAGGCGCGAACAACCTCTCGCGACCCGN 

>71 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATTACTGTG 
TCAAATTACCCACAAGTTAAATGCCCATGTTCCAGACCTGTGGCTCTTAGTATCAGGCTTGTG 
ATAGAGAAAAGGCTGCTATGAATTCTACTCAGTGTGCTTAGACCAAAGGAAACCACCACAGG 
GATTTCACAGGC 
>72 
>73 
>74 

ACCTTGTGAGAAGAGGAAGAAGGTGATAAGAACTAAGATCAGAGCATAGTAGAGAA 
AGTAGCCCTGTAAACAGAGGAGAAGCAGAAAGAGAGAAGGGAGGACAGAGCTTTTATTTTG 
CTCCAGGTTAAAAAGAAAAAAAAAGCACATTACAACTCTATGTCAGTGTCTGTCCCAGGTCCT 
AGAACTGGAATAGACCAACCAAGCCCAACCCTTCTTAAAAGTAAGACTAGGTGCTTCCTGAT 
TATATATTCAACTGCCTGGAAGCATGCAAGTAAAATTTCCTTGATGGCATTTCTAAGGTTCAA 
ACATATTCTTC CTAA AAATGCATTTACAAAAAATATTAAGATTGTGTTTTTTTGGTTTGGACTTT 
AAAAAAAATT GTTTTC AAAACCATAATTGGGGCCTACCCCAAATGGATTCTCCTCCCTACAGT 
GAGGATTTCATTTTTCCAGTCCC CCACCGCC TTTTCATTrTXGAXGAACT-GCACATGTTGTGG 

gagccactggtgggccctcagAcacgagcaatccttctggccactgccagtgtcctaataa 
gggaatgaacaagcgcctattggtgagggaaggggagtcaggcggtggatgatatttttgc 
tgattaaagaggataaggtgtggtttggcaggtatctcattggtttggctggctccagacct 
aggnnnnnnnnnnnnnn 

>75 

NGGCGGCCGAGGTGCGCGGGGAGGCGTTGTGGGAGGAGGTGCGGGGAGAGAGG 
AAGGGGCCTGTGCACTGAGCAGGCATCAAACATTAGTGGATGGCCTTGCGTCTCAATCTGC 
AGTAAAGAGGAAA CTAA TCTGAAAGGGAACGATAGGACTGTGTGTCTTTTTATTTTTTAAAAT 
ACGGAGTGTGCAATTTTACTGAATCTTGAATCATGCCCAAAAGAATGAGCTGTCGGTGCTGC 
AGTCGTGACCCAGGCTGN 
>76 

cACGCGTCCGCCCacgcgTCCGGTCCTTCAgaCTGCCCGGAGAGCGCGCTCTGCCTG 
CCGCCTGCCTGCCTGCCACTGAGGGTTCCCAGCACCATGAGGGCCTGGATCTTCTTTCTCC 
TTTGCCTGGCCGGGAGGGCCTTGGCAGCCCCTCAGCAAGAAGCCCTGCCTGATGAGACAG 
AGGTGGTGGAAGAAACTGTGGCAGAGGTGACTGAGGTATCTGTGGGAGCTAATCCTGTCCA 
GGTGGAAGTAGGAGAATTTGATGATGGTGCAGAGGAAACCGAAGAGGAGGTGGTGGCGGA 
AAATCCCTGCCAGAACCACCACTGCAAACACGACAAGGATCTTGTGATCTAAATCCACTCCT 
TCCACAGTACCGGATTCTCTCTTTAACCCTCCCCTTCGTGTTTCCCCCAATGTTTAAAATGTT 
TGGATGGTTTGTTGTTCTGCCTGGAGACAAGGTGCTAACATAGATTTAAGTGAATACATTAAC 
GGT GCTA AAAATGAAAATTCTAACCCAAGACATGACATTCTTAGCTGTAACTTAACTATTAAG 
GCCTTTTCCACACGCATTAATAGTCCCATTTTTCTCTTGCCATTTGTAGCTTTGCCCATTGTCT 
TA TTGG CACATGGGTGGACACGGATCTGCTGGGCTCTGCCTTAAACACACATTGCAGCTTCA 
ACTTTTCTCTn"AGTGTTCTG7TTGAAACTAATACTTACCGAGTCAGACTTTGTGTTCATTTCA 
TTTCAGGGTCTTGGCTGCCTGTGGGCTT CCCCA GGTGGCCTGGAGGTGGGCAAAGGGAAG 
TAACAGACACACGATGTTGTCAAGGATGGTTTTGGGACTAGAGGCTCAGTGGTGGGAGAGA 
TCCCTGCAGAACCCACCAACCAGAACGTGGTTTGCCTGAGGCTGTAACTGAGAGAAAGATT 
CTGGGGCTGTCTTATGAAAA TATAG ACATTCTCACATAAGCCCAGTTCATCACCATTTCCTCC 
TTTACCTTTCAGTGCAGTTTCTTTTCACATTAGGCTGTTGGTTCAAACTTTTGGGAGCACGGA 
CTGTCAGTTCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTCTTTTGG 
AGAACCAGGGCTCTTCTCAGGGGCTCTAGGGACTGCCAGGCTGTTTCAGCCAGGAAGGCC 
AAAATCAAGAGTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTG 
TTCT TTCCTC ACATTTGGATGATTGTCATMGGTTTTTAGCATGTTCCTCCTTTTCTTCACCCT 
CCCCTTTTTTCTTCTATTAATCAAGAGAAACTTCAAAGTTAATGGGATGGTCGGATCTCACAG 
GCTGAGAACT(X3TTCACCT(X;AAGCATTTCATGAAAMGCTGCTrCTTATTAATCATACAAAC 
TCTCACCATGATGTGAAGAGTTTCACAAATCTTTCAAAATAAAAAGTAATGACTTAGAAACTG 
CCTTCCTGGGTGATTTGCATGTGfCTTAGTCTTAGTCAGCTTATTATCCTGACACAAAAACAC 
ATAAGCATACATGTCTACACATGACTACACAMTGCAAACCTtTGCAAACACATtATTATGCTT 
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TTGCACACACACACCTGTACACACACACCGGCATGTTTATACACAGGGAGTGTATGGTTCCT 

GTAAG C ACTAAGTTAGC 

>77 

CAGGACGCGGGGAGACAGCAGAAGGATCACTGGGCTGGAAGCTCTAACAGGCATT 
GCCAGCCTAGCTACCTGCAGTTTGAGGCAAGGGCAGGGTCACTTACCCTGCTGTCTGAATG 
TCTCCTGGGACAACAGGAGGCTGCACTCACTGGCTGAGTTCAGACAGAAGAGGGATCATCG 
GACTGGAAGCTCTGGCAGGTATGGCTAGCCTGGTTACCCGTAGTGAGAATGGAGAGGGCC 
ACCTGCCCAGCTACACAAATGTTTCCCAGGACAACAGGAGGCTGTGTCCACTGACAGTTCA 
GACCGAAGTGGAACCACTGGACCGGAAGCTCTAGCAAGTGTTGCCCACCTGGCTACTAGTG 
AGCCTTGAAACCAGCGAAACAATAATCAAAGAGCAGTTCTGTCAAAGAAAACAACANN 
>78 

>79 
>80 
>81 

GGTGGCGGCCGAGGTACAGCCAACCCCCTAGGTGTGGACCAGCTGAGGCAGGTG 
GGCAGATATGCAGAGGGACTTGGGGCTTTGCCAAAGGGTAAGCACAAAGAAGGAGTCACG 
GGTTCTGTTCGAGGCACTGTTGGGATTAGGAGCCCGAGGGACCTACTTTGCAGGAACCTAG 
CATAACT^GJ^TGACiSAGACXGCACAAGACAAAGGTGAGGGAAGTGGeTGAGTAGTTGGC 
CAGCCCAGCAGGGTCCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAAATGGAGAGCAG 
CAATTGGAGCTTCAGGACCGGCTTGCACTGTGGCTCCAGGTTATACCACCACTGCCCAAAG 
CAAAAGCTAGAGAAGCAAGTGGAGAAATGCTGGAGAAAGCTGCACCCTACAGGCAACCAGC 
ACTTTAAAAACCACTCCAGGCAAAGTAATGGAANNNNNNNNN 
>82 
>83 

NNNNNNNC CGAGG TTCCTTGTTGCAGCTCTTTATTTCTTAGTCCCACTCCCCCGAGG 
TMCACATTTCTGCTTTTTTAGCTGTTTCCTCTAGTGTAGGTTCACCTTTCTMTTTTTGATTCA 
A TCACT TMCCACCGTTACATACTACAAAATATCACTATATTATGACCATGATTATATTTCTTTT 
Cm 1 1 CCC TTCATCAAGGAAGTTCATCAAAGAATTTCATCAAAGTTCAATGATGACCTCTTTT 
TAAAATTTT CTTA GTATTCTATGTAACTATCACCGATCTTTTCCCCACACACTCCAAGAGCTTT 
TTAATATAATTTTCTACATAGCCATCAGCACAGATAACCAATCCTCTTTTTTTCCCCACTAGAG 
ATGTGCCTTCCGTAACCTCTGTCCTCTTCCTTTAACCTGGAATATTGCTCTTCAGGCCTGTTG 
TGCAGCTAAGAGCTTCATTCCTCATCATCCTGGGGTTCCTTTCCCTCTCTCTTGGGCTGGAA 
TCCCTCTTGCCTGGATCTCTCACCTTCATAAATCTAGTTTACTCCTTTGTTTTN 
>84 

>85 

CGCGGTGGCGGCGGGTACTTATATTACATTATGCTAAAATGCAAACATCTTATGCTA 

MTGTTATATTTGGGAACAAATTGTGTAAATATACTGATGACGTCAATGGATCATTACAATTAA 

TGTAGGTGCCGTGGGCAGGAAAGCTMCTTTAGCTGAAAGCATCTGAAACGTGCTTATTTTT 

AATGGGCCCTCAAAGGAAAGGGATGAGGCCAGCCATAAAGAAAGGCTTGGCCAAATATAGT 

TCTTGTTTGTCAAGAACAACAAATCCCATTTCACAACAGAACTAACCTGGCATGCCATTCTAT 

CCTTAGGTTCTGGCGTGCAGTGAGCGAGGCAAGGATGGCATTCAAGATTTCATTCCNNNNN 
NNNNN 

>86 

NNNNNNNAGAGCCGCTTCCCCCTCCTCCCTGTGCTGTCTGCACCGAGGAGAGCGG 
CCTGCCGGAAGTGGGCCACCATATCTGGAAACTACAGTCTATGCTTTGAAGCGCAAAAGGG 
AATAAACATTTAAAGACTCCCCCGGGGACCTGGAGGATGGACTTTTCCATGGTGGCCGGAG 
CAGCAGCTTACAATGAAAAATCAGAGACTGGTGCTCTTGGAGAAAACTATAGTTGGCAAATT 
CCCATTAACCACAATGACTTCAAAATTTTAAAAAATAATGAGCGTCAGCTGTGTGAAGTCCTC 
CAGAATAAGTTTGGCTGTATCTCTACCCTGGTCTCTCCAGTTCAGGAAGGCAACAGCAAATC 
TCTGCAAGTGTTCAGAAAAATGCTGACTCCTAGGATAGAGTTATCAGTCTGGAAAGATGACC 
TCACCACACATGCTGTTGATGCTGTGGTGAATGCAGCCAATGAAGATCTTCTGCATGGGGGA 
GGCCTGGCCCTGGCCCTGGTAAAAGCTGGTGGATTTGAAATCCAAGAAGAGAGCAAACAGT 
TTGTTGCCAGATATGGTAAAGTGTCAGCTGGTGAGATAGCTGTCACGGGAGCAGGGAGGCT 
TCCCTGCAAACAGATCATGCATGCTGTTGGGCCTCGGTGGATGGAATGGGATAAACAGGGA 
TGTACCTGGAAGCTGCAGAGGGCCCATTGTAGGTATCCGGAATTATGTCATCTATAAAAATA 
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CTCACATTAAGACAGTAGCAATTCCAGCCTTGAGCTCTGGGATTTTTCAGTTCCCTCTGAATT 

TGTGTACAAAGACTATTGTAGAGACN 

>87 

>88 

>89 

ACCGCTCAGCCTGCTTGGTTGCATCCTCCGCATGGCGAGTCAGCTCTGAGATCTGA 
AGGTCAGCATGCTTACGCTCGGCCTCACATGTGTCAAAGTGATTCTGGATCTCCTTAAGTCG 
ATCCAACATCTGCAGTTGCTGTTTTTCCCCATTCTCCAGTTCACGTGTTAAATTCTCTACTTGT 
GATGCCAAATGTGCTTTCTCCTTGTCTTTTCTCTCCATGCACCGTTTCACTTCCTCTAACTCA 
GATGCCATTGCGCTGAAGTTCAGCTGCACTCTCAAATCTGACATTTGCTTCTCCAGGTCCTG 
TTTTTCCCGCTCAACCCCTCTCCTAAATCTCCAGTCCTCCCCTTGTTCATCCTGATAGTTTGA 
CTGTTGCTTGGAAATCTGAGATACTTGATGCTGTAAACCCTTTCGATCACCTTCTGCTTTCGT 
AAGTTGTGT 
>90 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACA 
GGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTATC 
TGTAATCTCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTTAAAAGTG 
CCTCCCAGTAaGAAGAACAGXCACAAGGGACTGTTATATGAAT^ 

GATTATTTAATAGTATMCAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGCTGACATTTCCA 

GCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTACAGCCATTGATCAGAATGTAA 

GCAGGCATCCTTGAGCTTCTTCTAGGAACAAATACAGATGTGCACAAAATTTTCATTTATTCA 

GTAAGAATTTGCATGACTTGTAGCAGTAACAGTTTCACATTTTCATCAACCAGTGTCAAAGAG 

AGGTATTCAGTTATTGGTAGCCTATAAACTGTGTTAGACTGATTATTAAAATGCTACATTTCTG 

CTCCTGAATGAATATTGAAAAGCATCTAGTGACACCAAGGCCTTTATAGTTAGAAAAGGCATC 

TTTCATCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>91 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACA 
GGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTATC 
TGTAATCTCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTTAAAAGTG 
CCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACACAAGCCCT 
GATTATTTAATAGTATMCAGCAGTGAATCAGAGTTCTTTCATCTGACTrTGCTGACATTTCCA 
GCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTACAGCCATTGATCAGAATGTAA 
GCAGGCATCCTTGAGCTTCTTCTAGGAACAAATACAGATGTGCACAAAATTTTCATTTATTCA 
GTAAGMTTTGCATGACTTGTAGCAGTMCAGTTTCACATTTTCATCAACCAGTGTCAAAGAG 
AGGTATTCAGTTATTGGTAGCCTATAAACTGTGTTAGACTGATTATTAAAATGCTACATTTCTG 
CTCCTGAATGAATA7TGAAAAGCATCTAGTGACACCAAGGCCTTTATAGTTAGAAAAGGCATC 
TTTCATCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>92 
>93 
>94 

ACGCGGGGAAGCGCGCGGAAGAAAAACCAGCAAGAAGGCGGCGGGGGAAGATGG 
C^GTCCTGGGGTAGAGTTTGCAAGCTTTCTGACTAGGCTAGTCGAGTAACTATTCGGGTCAT 
GGCGTCAAACTCAACTAAGTCTTTCCTGGCAGATGCCGGCTATGGCGAACAGGAACTGGAT 
GCCAACTCTGCCCTTATGGAATTGGACAAAGGCCTAAGATCTGGCAAACTTGGTGAACAGTG 
TGAAGCAGTTGTTCGCTTTCCCAGAC I I 1 1 I CAGAAGTATCCATTCCCTATTCTTATCAATTCT 
GCATTCCTAAAGTTAGCTGATGTTTTCAGAGTTGGAMTMTTTCCTGAGGCTATGTGTTCTT 
AAAGTTACCCAACAAAGTGAGAAACATTTGGAGAAGATTCTAAATGTGGATGAATTTGTGAAG 
AGAATTTTTTCTGTGATTCATAGTAATGATCCTGTGGCAAGAGCCATCACCCTCCGGATGTTG 
GGAAGTCTGGCATCAATAATTCCTGAGAGGAAGA ATGCT CATCATAGTATTCGTCAGAGTTT 
AGATTCACA TGAT AATGTAGAAGTTGAAGCTGCTG I I 1 1 \ GCTGCTGCAAACTTCTCTGCACA 
GTCAAAGGATTTTGCTGTAGGAATCTGTAACAAAATCAGTGAAATGATTCAAGGTTTAGCGAC 
ACCAGTAGACTTGMGCTAAAATTGATACCCATTCTACAGCACATGCACCATGATGCAATCTT 
GGCTTCCAGTGCTCGTCAGCTTTTACAACAGCTGGTCACATCCTATCCGTCCACCAAAATGG 
TGATTGTGTCrrTTGQACACTTTCACTCTGCTTGCAGCGTCATCTTTG 
AGATTCAGCTTCTGTTGCAGTATTTGAAGMTGATCC 

ATTCAAGATCTGAAATTACTTGCTAATAAAACACCACATACTTGGAGTAGGGAGAATATTCAG 
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GCACTTTGTGAGTGTGCCCTCCAGACTCCTTATGACAGCTTAAAACTAGGGATGTTGTCTGT 

CCTTTCCACACTATCAGGGACCATCGCCATCAAACATTACTTCAGTATAGTTCCAGGAAATGT 

GAGTTCTTCTCCCAGATCTTCTGATTTAGTCAAATTAGCCCAAGAGTGCTGTTACCATAATAA 

CAGG GGCAT TGCAGCTCATGGAGTTAGAGTCCTAACTAATATAACTGTTTCTTGTCAAGAAAA 

GGATCTTTTGGCACTGGAACAAGATGCTGTCTTTGGCCTGGAATCCCTACTGGTACTTTGTA 

GTCAAGATGATAGTCCAGGTGCTCAGGCCACTTTAAAGATTGCTCTAAACTGTATGGTGAAG 

TTGGCCAAGGGCAGGCCCCATCTTAGCCAGTCAGTAGTTGAGACCTTGTTGACTCAATTGCA 

CAGTGCTCAAGACGCTGCCCGGATTTTGATGTGCCATTGCCTGGCAGCCATTGCCATGCAA 

CTGCCGGTGCTGGGTGATGGGATGCTTGGTGACCTCATGGAGCTGTACAAGGTGATTGGAC 

GATCAGCCACAGACAAGCAACAAGAACTTCTGGTGAGTTTGGCTACTGTG A I I I I I GTTGCA 

AGTCAGAAGGCATTGTCTGTGGAAAGTAAGGCAGTAATTAAGCAGCAGCTTGAAAGTGTCTC 

CAATGGATGGACTGTATACCGTATTGCCAGACAGGCTTCCAGAATGGGTAATCATGACATGG 

CCAAAGAGCTTTATCAGAGTTTGCTGACTCAGGTTGCCTCAGAACATTTCTACTTCTGGCTAA 

ATAGTTTGAAGGAGTTTTCACATGCAGAACAGTGTCTCACTGGGTTGCAAGAGGAAAATTAT 

AGTTCAGCACTTTCTTGCATTGCTGAATCTTTAAAATTCTATCACAAAGGGATTGCTTCCTTAA 

CA GCAGC TAGTACACCACTGAATCCTTTAAGCTTTCAGTGTGAATTTGTAAAACTCAGGATTG 

ACCTTTTACAAGCCTTCTCTCAACTTATCTGTACTTGTAATAGCCTGAAGACAAGCCCACCAC 

CT^CMTTG^ACMCAATTGCCAIGA.CGTTAGGA„WGAGGTGGAGAGGTGTGGTeGGATC 

TCCAATCAGATGAAACAGTCCATGGAAGAATTTCGAAGCCTTGCTTCTCGATATGGAGATCTT 

TACCAGGCATCTTTTGATGCTGACTCAGCAACTTTGAGGAATGTTGAACTACAGCAGCAGAG 

CTGTTTACTGATATCTCATGCAATAGAAGCCCTGATTTTGGATCCAGAATCAGCAAGTTTCCA 

GGAATATGGATCTACTGGAACAGCCCATGCTGATAGTGAATATGAAAGAAGAATGATGTCTG 

TATATAATCATGTCTTGGAGGAGGTAGAATCACTCAATCGGAAATATACCCCTGTTTCTTATA 

TGC ACACAGC ATGCCTCTGCAATGCCATCATTGCTTTGCTGAAAGTTCCCCTTTCTTTCCAGA 

GATATTTTTTCCAGAAACTACAGTCTACCAGCATCAAGCTTGCTCTGTCACCATCGCCCCGG 

AATCCTGCAGAGCCCATTGCTGTCCAGAATAACCAGCAGCTGGCGCTAAAGGTAGAGGGAG 

TGGTTCAGCACGGATCTAAACCAGGACTCTTCCGCAAAATTCAGTCTGTCTGTCTGAATGTTT 

CTTCCACACTGCAGAGTAAATCTGGACAAGACTACAAGATACCCATTGACAACATGACCAAT 

GAGATGGAGCAAAGGGTTGAACCTCATAATGATTACTTCAGTACTCAATTTCTGTTGAACTTT 

GCTATCCTTGGAACACACAACATTACAGTGGAATCTTCTGTGAAAGATGCGAATGGTATAGTA 

TGGAAGACTGGTCCCAGAACTACCATATTTGTAAAATCCCTGGAAGACCCTTATTCCCAGCA 

AATTCGCTT ACAAC AGCAGCAAGCCCAGCAGCCATTACAGCAGCAGCAGCAACGCAATGCC 

TACACACGGTTTTA ACCAT GGAATGAATGCACTGCAGACTCTCAAGAGATCAATCAAATTGC 

CA GAAACA GTTTGGTTTTTCATATGGAATAAGTATTAAAGTTACAGTGTAGTTCATTTATTCAT 

TGATTTTTGTAATGTAATATTCTGGAAAAAATTTTGTTTTCTTAAAAATTTTGTCTGACAGCTGG 

GCGTGGTTGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGGGCGGCTCACGA 

GGAGATCAAGACCATCCTGGCTAACACAGTGAAACCCCGTCTCCACTAAAAAATACAAAAAA 

ATTAGCCAAGCATGGTGGCAGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGA 

GAATGGTGTGAACCTGGGAGGCGGAGCTTGCAGTGAGCCGAGACTGTGCTCCAGCCTGGG 

CGACAGAGCGAGACTCCGTCTCAAAAAAATAAATAAATACATTTTGTCTGAAAAATAACTGGA 

AAAAAAAAAAAAA 

>95 

ACCTGTATGATAACATTGCAGTCAAACATATCTTGTGACAGGACAGTTTTTTGTGGG 
GAGGAGAATTAGACCAAGTTCGGAGATATATTTTAGGAACTAAAAGGAACGTAAGATCTGGG 
GTAGGGGGATGAGCAGCTCCACACCCTGCTCCTGTGTGAGCTGTGCGCTCCCGACTGGGA 
AATGTCTAACTCCATCGAAAACATGAGATGAGGGGCAGGGAAGGGGCTACTTCCAAGCCTT 
TCATTATAATACTGTGTGTAACCTTTTGCATATTTTCAGAAAAGAAACCAGTAAGGTGGGTTC 
AGTTGTGGGCTCATCCTGACTTAGAAMTTTTAAATAATTTAGCCCATTGAAATGTTGATAATA 
TAAGGCATGCATGAATAATAATTTTTGCTTCTT 
>96 
>97 

NTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGA 
GGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAG 
AATGCAGAGMGAGGCTGGTGATAG^CAAGTTTCATGtTCACAACTTGAATTGCAGAGGTCA 
AGAGTTTAMGAGTTtGGGATGGAAAGAAAtCAAGAAtTGGGCTCGGCCGCCACCGCGGGG 
AGCTCCAN 
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>98 

NNCTCCCCGCGGTGGCGGCCGAGGTACCAGCAGAGATGGCTTCAAGATGATTTAG 
GACTTGGGTCAGTAGCACTTACTGATGTAGTGGTTTGATACACACTGATTACCTTCTTCCTTT 
TTTATTCTCTGGCATTTCTCCTATATAACTAGCCACTTTTAAACAATATTTGTCGGCTCTTTTCT 
TCTGCTTGTCTGTAAATATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTCTTCTTACTCC 
TGGCCTTTCCTTGGGAGAGTTCATAATTCACCTACTCCATCTAGATATTTGTGATGTCCAAAC 
ACATCTCCACGTTAGGCTTCTATTTGTAGCATCAGACCCACACTTTCAACTGTCCACTAGATA 
GCCTCACTTGGATGCTCTGCAGGCCTAAATAACCTTTGCGGACAGATTAACAGGGAAAAAAT 
ATTAATAGGAAAAAATATAGATTTTTATCTGATGTTAATATTTCTATGTGGCATGGAGGACTTC 
ACAGAAAAAAGTGAAAACTCTAAAGCAGTTAGATTTGAGAATTATATACCATTTTAACAAAGAA 
CAATACATTGTGGAGACATGACAAAGGAAAAAGGGGTTTGGGCTGGAAGGGGGATGGGAAA 
GTGACTAGGAAACATATCGGGGAAACTGATGGAAGAGAAGGGCAATTTTAATAAGGTTTGT 
>99 
>100 

AGCTCCCCGCGGTGGCGGCCGAGGTAC I I 1 1 1 I I I I I I I I II I I I I I I 1 1 I I IGCAGT 
TTTCCAAATATGTTTTAATATGCATATCATCCAGGCAGCATAATGTTATATTTCAAAGACAGAT 
TTATCCATTG AATTATTG 1 1 I I I AAAAGTTGGGATTCTCTACATAGAACATATTTTCTGAAATTT 
CAAGAATATTnC^GTAMTTAAGAATTAATTTCTTGTA^GAGTAT 

ATTCCATAATATAATCAATGATAAAGATTCACATGTATCACCAAATTCGAGGCAGCTTAGTTG 

AAAAAATTTGAAACAGCTTACTGAATTCCATTTGCTGATTCTGTGGTGGCTTCCTCGATGGCA 

TGTGTGCTCCTTTGGATGCCTGCAGGGGTGGTCACTGCAAAGTCGTCATCTGTGCCACTGG 

GAGTTGGGAGGCGGCCTGCTGGGGTTCCCTGGGTGGCAGGATTTACACCTGCTCCTCCTG 

CTGGAAGGCTTCCATCCTGGACATCTGGATTAGCCCCTGCCTGACTGGTGGGCAGGATGCC 

TCCCGGGAACAAGGAATGGATGATGAGGCTCGTGAAGATTTGTGGCAATTCCTCTGAGCTTA 

GGATAGTGCCCTGGGCTCCAAGTTGTGTGACAAAAATTGGTAACACATGTGGGTGCAGTTG 

CTGTTGTACCTGCCCGGGCGGCCGCCAC 

>101 

NTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGA 
GGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAG 
AATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCA 
AGAGTTTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCTCGGCCGCCACCGCGGGG 
AGCTCCAN 
>102 

ACCATAATAATGCAATTAACAAAATCCAGGATTTAAGGATTTCTATAAGATTAAAAAAA 
AAATGAGGTGGTGTCGAGTGGGGAGAGAAAAAAGCAGGAAACAAAACTGGTGAGAGGAAAT 
GACCCCCTGATGAAAGATCTTAAACACCAGGCTGAAGATTTTAGATTTCTACCTATTAGAAAT 
GAATATTCACTGAGGTTTGATGAAGAGTCACTGAAGTGTCACAAAGAAAACAAGATTTGAGA 
AAGATTCTTGAGAACTCGTGCATAGGAATGAACTGCAATAAGGGCAGATTAGAGAAGAACTA 
GGCCATGAGGGCCTAGTATCCAGAATGAGGCAGAGGGAGGGACGCTGGATGTGAGCAGAG 
AGGATGATGACCAATTAGAGATCAGCGCCAAGGAGACAGAGAAGTCAAGATGATGTTGAAAT 
GTCCTGCCTGGGTAACTGGGAGAGAAAATGGTACTGTCTGGACCCAAAATAAGAATTAGTGA 
CTTCTTTTCCAGAGGGTACTAAGGCAGGTCCTGGTTTAGAGCCATATGGAATAATTAAAAAAT 
CCTGTAAGATAACCCACGATCAACACACACTTCAAATAAAAACCACTTTAGCAGCAGACCCAT 
CTGTCCTGGGCCACTTGGCCCCGCTAGACCTTGCTGATAGAGAACACCAACTCATCTCTTCA 
CTCAACAAACATTCACTAAAACCTAAACAATGTAGCATCCTAAGCTAGGTAGGGAGGACCCC 
AAGATGAATCAGACACAGTTCTAGCCTTTGATAAGCTTAATTCTACCTTCTTTCCCTATCAATG 
AGCTGTTACCTATGAACAGGTAGCTAAAGTGCTTGCTTCAGAGATATGAGTCCCTGATACCA 
GTTCCTAACTGCCACGTATGGCACATGAACACCTTCAACACTTCAGTCTATCCTTGGCAGAG 
ATAN 
>103 

NNNGAGAAGCCATGTGGGACTCCTGCCCTGGAGAGAGCCCAGAGTGGAGGGAGG 
GGTCTGTATGGTGGTGGGAGTCCTCTAGCAATGGTCCTTGTGATTGCGGTGTACTCTGATGT 
CCTGACTTCAAACTCAGCTTACCCAAAGCAAATGTCCGGCGGCCGAGGTACTCCTTTCTTGT 
TTAMGCCTCACCACTGACKJAGGMGTCTTGATAGAGCCATCtAGTAATTCTTAAGTCCTACC 
TCAtCCAACCTTGTTTTGACtCCTGCAGTGAGCACAGC^GCCCTCACCCtCCCCTCTCTAT 
GCCCTCACCTTTGCAGGAGACTCTCAATTTCTCAGTCCACATCAGCTCTCAGACCACCAAAG 
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CAAGGGTTATTTTTCTAAAAGACATTGGTTCCCATCGCTCCTCTGACTAAAGGTCCTACTATG 

GCACATTTGCCCTTGGCACTCAAGGACCTTGCAATCAGGCTGAGAACCTCATGTTCTCAAAC 

TCAAGACCANN 

>104 

>105 

ACTTTCTAGGTATATCATGTGCCCTAATGTGCTCCTAATATCATAAATGTTTACTTTCC 
GAAAAGTATTTCTGAAAGGGAGCATATTTTGGAAAGTGCATAGGCTTGTAATCA TACTT GTTT 
TCAAGTTTCAACTTTGCTATTCAACTAGAATAATCTTGTGCAAAACCTGAGCTGATTTTCTCAT 
CTATAAAATGGAAACAATACTTTCTGTGATAATGGGTGCAAAACACAAGGTATACTGGTTTCT 
TTGCTCTGGATTCAAGTTTTCTTCTTAGTTTCMAATTTTAAAGGGAAACCAAAAATGTTTCAT 
GGGAC 
>106 

GTCCGGTAGTGGGCAGCGATCAGGGCTGGGGCTCTTTCCTGAGTTGTGTCAGGTG 
AGAGATTGTGAGAACTTGGCTTGCAGGGTTTGGGCATCAGCTGCCCATTGAGGGGCCGTTC 
ATTGTCTCAAAGTGAATGTGGGGTGGTTTGATCTGCATGTGTCATTTGTATCCACACAAGTTA 
ATTATTCTGCTTTTGTTGTAGTACCTTGGTTGTGAAGCAGAAGCTACCAGGCGTCTATGTGCA 
GCCATCTTATCGCTCTGCATTAAGTAAGATGAGGATTCACTCTTAATTTATGGGCACAATTTA 
GTTTCTTCCACA^AAATTTAGGJ^TTAACTCTTTTATT^ 
ATATTCATACGGCATGGACTTTACCAAGATGGGGTATTTAAGTTTACAGNN 
>107 

ATAATTGCAGAGAAAGCTTGCCAACGGTGATAAGTAGGTTTGTCTAGCAGCACTGAT 
GCGTCGTGGAAGTTGATGGTCATGAACATACAGTGTGATAACCTATCTGCCCTCTTGACCTT 
TTCTAGTAGTGCTATGTCATTTTGGTACTAAGGTAGGTGAATTTTCCAAGTGTTCTTGGAAAT 
AAGGAAACATCAAGAATAATGTAAAAGCCTCATATACAATAATGAATAATAAAGAATAATGTG 
AAGGCTTCATTCAAGGTTGGGGTTTGCCAGATACATTGCAACAAAATGACAGAGCAGCCAAG 
GTATTTAGGATAGTGGCCAAAGGATTGTAATGATGGCTTATGGAAGTGTCAGCTGGATAAAG 
AGTG AAAATG AATAAAAACTAAN N 
>108 

NNGGATTCTACATCAGGTGTCTGTGCCTCGCTGCTGAAGGATAACCCAGAGTGCAA 
GGTCATCTTTGTTGCTGAACAGGGCTGGACCTGTCGCACTTAAGCACACTTAAAGGATTCTA 
TTCTTCATTCAGGTCCCCCAGAGAAATTGGCTCCTTATTTTTCTTTACCTATTCCTAGACTTCC 
TTTTGTCTAGAGCCAGTTTTGCAAAGGGCACTTTTATCCATCTCAGTTATTCCCAGAGGTGAC 
AGAATGAGTAAACCATATGGGGCAAATAGCATATATGAGCTAAACCAGTTAACTGTTAACCAA 
GGCACATGGTCAATGCCTTAGTA I I 1 1 1 1 I 1 1 1 1 1 
>109 

CCACGCGTCCGAGACACTTCTCTGACTAACCATAGACTATGTGGAAAATGGTAGCTG 
GATTGCCTTTGGGTGGAGTCCTTGCCCTGTGGCATAGGAAACAAAGGAAAGGAGAGAGATG 
CCCTTTGAGATTAATGAAAATGCTCTCAGCCAAATAAAATCTAAAAATAGCCTCCTTGTGATA 
CGAACGCGTGGCCCCTAAGGGTCCTAAAGAGAGAGCTAGGGGAGGTTCAGCTGGCCACAG 
AGATGCTAMGGTCAGGAGCAGACTTTTAGGGTTTGCTGTTTTATAGGTTTAAAGACCAGGT 
CTGTGTTTTGATAACTGMCTTGCTMTAGCTGGCCACTTGAGTTGCTTCTTCCAGCTCTTTG 
TTTGTTTTAAATAAAGAGATTCAGCCAGTAATAATGGGAAGAGCTGCAAATGACTTCCCCAGT 
TGGGAGTGCCTGCTTGTTTTTCCTTCTGCCTGGGCATGCTGATGNNN 
>110 

GTGCTGCCTGCACTGTGACTAAGACTTTCTGGACTATCATCATGTTTAGGAGTTGAT 
GAGATTATAGTTTCATGTAAGTGTATCATTAGATGACAACTCTACATCTTTAGGCATGGAAAC 
AAACATTTTTCCTGGAAGAAAAAAAAGTGAACATCCAACCTCCATTTAAACAAATTTGATTGTT 
TCTTTGCTATTAAGAAACTCGGTGCTCTTTCTCCCACTCTATTATATTGTCAAAATACATCTGG 
AGACACTATATAAACTTTTTCTCCTTTAAATTACCTGGTTTATATATTATCTCCTGTAGCCTGC 
ATATAGATAAAGGTTAAACATAGAGGATTTAGGTTGTTGGTAATTTAATAAANN 
>111 

CGCGTCAGTCAGTCTGACGGTCAGTGGATGGGTGGGTTTATCTCAAGGCCTGAGTA 
GCCGGTAACAAACGAGGGTTCCCGGGATTGGACCGACGCAGCCATGGTAGGTCCAGATCC 
CGTAGAAGGGAGCGGGGTCCCATAGGTTACGGCCGATTCCTGGAGCTTCTGGACTGAGGG ; 
CCGCGGTAAGCAGTGGTCTGATCAAAAGAAAGCTAACTGCTAGATCTGATCGAGTTAAGAGT 
GTGGATCTGCATCCTACAGAGCCATGGATGTTGGCAAGTCTTTACAATGGCAGTGTGTGTGT 
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TTGGAATCATGAAACACAGACACTGGTGAAGACATTTGAAGTATGTGATCTTCCTGTTCGAG 

CTGCAAAGTTTGTTGCAAGGAAGAATTGGGTTGTGACAGGAGCGGATGACATGCAGATTAG 

AGTGTTCAATTACAATACTCTGGAGAGAGTTCATATGTTTGAAGCACACTCAGACTACATTCG 

CTGTATTGCTGTTCATCCAACCCAGCCTTTCATTCTAACTAGCAGTGATGACATGCTTATTAA 

GCTCTGGGACTGGGATAAAAAATGGTCTTGCTCACAAGTGTTTGAAGGACACACCCATTATG 

NNNNNNN 

>112 

NNNNCCGAGCGGTTTGCATCGCCAGCTCGCGCAAGGCCATGAGGTTGGTCTGGGT 
GAAGAACGCATCGATGGCGGCACGGGCCTGTTCCGGCACGTAGACCTTGCCGTCACGCAG 
ACGCTCCAGCAATTCGCGCGATGGCAGGTCGATCAGCAGCAGCTCATCGGCTTCCTGCAAG 
ACCCAGTCAGGCAAGGTCTCGCGCACTTGCACGCCGGTGATGCCGCGCACCTGGTCGTTG 
AGGCTTTCCAGATGCTGGACGTTGACTGTGGTGAATACGTTGATGCCGGCAGAGAGCAATT 
CCTGAATGTCTTGCCAGCGCTTTTCGTGGCGGCTGCCGGGGGCGTTGCTGTGGGCCAGTT 
CGTCCACCAGCACCAGGTTGGGCTTGGCGGCGAGCANNNN 
>113 

nnncgcggccagccgactggaccccttagcctcgaggcctttgctgaagctcatg 
tgagggggcgactgcccctgacaggtgttggattccagctgctgtggccctgaaggtggg 
tggtgggaagaacgggagaatgaagccagccttggga^gj3tagj3a^^ 
gaggtggttccagcatctggatccagcctcacctgaaGccagccaccttctggactgcaaa 
gtcattgtcaacaccgaaacacagggtttctgaccattgcaacccagggtcccggcgtgtc 
gtggctgcagaccctgcagacccctatgaagatggtcctgcctgccttgcatcgggcctct 
agctagggactgtggnnnnn 

>114 

NNATAGTGATGAAGCTGGATAGTTAAAACAGAAACTTGAAAAGCAAGATGTGGAACT 
GGGATATAGGATTTCAGAGTTTAAAAGAAATGTGACATTTCTTAGTGGATTGTCCTTCCGATG 
TACGCGGGAAGCAACTGTCAGCTAGTGAGATTACTGTGTATGGCCAATCCAGATAAATAAGA 
CGATCAAGTCTTTATGAAAAGGAAAGAAAAATTTGGAATGCACATCTCTGTCCAGCTCAATTC 
CTCACTCC I MM I AAGATGGAGAGCTGTTAGGTTTGTCTACACAGTAGGAAACACCTGATTA 
AATAACAGCATGGAGCCAATCTTGACAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGCC 
GGTCGTGGTGGCTCATGCCTGTAATCCCAACACTTTGGGCGGCCGAGGTGGGAGGATCACT 
TGAGCTTTGGTCTCAGGGCTTTGAGACCAGCCTGGACAGCATAGTGAGACCTCGTCTCNNN 
NNNNNNNNN 

>115 

NNNNNNNNNNNNNNNNNNNNNNACTATTATTTGTGAGTTTGTCCTTTCCACTTTTAG 
TCTTCTCTGTTTG 1 1 1 1 1 1 I I I 1 1 I AATTTTTACTCGTTTCTTT ATT AATATAG AAAAG G AG CCC 
AGGGCAGCTGGACCAGTAGTACAAAGCACCAGGAGTTAATACCATTCTGGTGAAGGGGATG 
GTTTTACAAAAGTGAAGGAGCAGGCAGGAGCCACCAGGTTCTGAGGCCAGGCCCAGCCTAC 
TGCCCAGAACCCCTGAAACGGCTCCCTGGGAAAAAGCTGACAGATGGGTCAGGGGTGGATT 
GAGCTGGAAACCATGGGGAGAGATGGCAGGGATAGAGGGTCATGCAGTGGGAACCACCCA 
GTGGCTGATAAGGACAGGGAACTTGTGGCTGGAGGCTCCCCATTGGGCCATGGGCAGGGG 
CTTGCAGATGGCCTCAGCTCTGGGGGCAGGTAGAGAAACTGCAGAGACTGATGGGCATGG 
AGAACCCAGACATGGCCCTGGGGCTGAAGGGCCTTTCCACCCTCTCTTCACCAGGAGCCAC 
CTTTGCTCTATACTACATATGGGGCTTCAGGGCCCAAGGCACAGGGGAGGCTCAGAGGCCT 
CCAGTTGGGAGGAAGATGGGGCAAGGAAGGAAGCACTTGAGTGTCCCTAGCTTAGGCAGC 
CGGGGATGAGACACAGGCAGGACAACAGCACCCCCGCATAGTGGGGCTAGAATGTGGGAC 
AGGGACGGGCTTATCCTCGGCCAGTGACTAGGACCAGCCCCATGGCAATGGTGCCTGTCTC 
CAGCCTTAGCAAATCAAGTGTGCAACAAGCACAGGGTGTCGGCAGACCTGGGCTCTAGCCT 
TACAAGCTCTGCCAGAACTTGAATCACACAGAGCTGTATCACCATGGTCCAGCCATGTCCTG 
CCTTGGCCTGTTTCCTCCTCTGTCAATGAGGGCTTTGAATAAGACCTCCTAGGTCATGAAAA 
GGACTCTGCAGGTGAAGGGAACTCCAGGACCTGCTCTTGGCAGTTAAGCAGACCCTGGATG 
GAACTGGTATGGGATGGGGTGAAGTGGGGGATGGAGGAGGAAGGTGTTCTTGCATGGAAC 
CTATCCCCACAAACACTACAGAGTGAGGAAAGGCCACTGGAAGCCCTTCTTTGCCCAGAGG ' 
MGAAAGGCCACAGAGAGAGTGAAfGTGGCTTGGTGCAATC.CCTTCACAfCCTCCACCATCT 
GGGTAACACTTGGCAAGGAGTGGATGGGTGGCATTGTGCAACCCTTTAfGTTCTTCCCTGG 
GGGtGGCACTCAV\GGCCTCTTGTGGCTTCTGCCTTCAGGCTTCAGTGTAGGGTCAAGAGTG 
TTCTTTTCACTGTCGTCCTGTTCTGGGAACAGCACAAGACTCTGCCTGGCTGGCACATGTTA 
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GTTGGTGAGGAAAGGACAGAGTGGGTGAGTAAGCAGACAGGGAGGTAAGAGTGACTCTCT 

GGCTTTCTCCTCTTCCTCTTCAGAGAGCAGCTCAATCAACTGAGTCGCAGATCTCCTCCACC 

ACAGCATTGAAGATGTGTGGCTGGTCAGCATAGACATGGTGGGAGGCACCCTTAATCTCCA 

TGTCTCGGACATAGGAATCCGGCCGCTGCATCTTCACCI I I I I I CCCGTACTGGTATCTATC 

CAGGTGTCGGACCCGTAGATCATAGTGATAGGCACATCTTTTCGAATCAAGTGAATTCGCTC 

CAGCATAGGGCGCCGGGCCCAGCCAAAGGACTCCATCATGGCTTTGAATGCTGTCTCACCA 

CTGGGATTCTGTGCGTTGCAGTGGTAAATATACTCTGATATGGTATCATCTTCAAAGAAGTCT 

GCAAACTTGCGTTTGAAGTCCGGCCGGAATCGCTGCACCAGACCAGGCCCCCAGGGCCCA 

GCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACAGATGCCACGGCTTTGACCC 

AGGCTGGGGGTGCACGGATCTCACTGGGGTTAGTTGGTCGGAGGGGAAAGCCCCATGGGT 

CCACCAGGATGAGGTGTTTAACTCTATCAGGGTACTTGATTGAGTAAGAAGTGGCCAGGAAT 

CCTCCCAAACTGTGCCCCAGGAGGATCATGCTGGGGATCCCCATGGTCTCCCGCCATGTCT 

CTATCGATGTCACAAACTCATCCTCAGCCCCCTCCGGGTCCCTTGGGAATGCTGGCCTTGA 

GCTTCGCCCGAAGCCAAGCAGATCGAAGGTGTGCAGTGTGCGGCGGGCACTCAGTGAGTC 

CATGTTGAGGATCCAGAGACCCACGCCGCCCCCAAAACCATGCACCATCACCAAGGGGGTG 

CGGTCGTTTTGCTCGGGGCTCACAGTCACCGTCCAGATCTTATTCTGGTTTGGGAGGGATA 

CATATCTGGCCAGGAACTTATTCTGGAGACACTGGAGGATCCTGGCTTCCACATTCTTCAGC 

TGAGACATGGAAGT-GGGGCGCGAGGTGGGGAGGGAGST-AGTCAGGCAGCCTTGAGACTGC 

TGCTCCAGATCATCGGCCATAGTAAACAAGCCTTGCCAGGTCCTGGCGAGCCCGCCCAGCC 

CCCTTCTGTCGTCTTCTCGCAGCCGTAGTCGACGCGGCCGCGAANN 

>116 

CCGCGGTGGCGGCCGGTAGCGCCGGTAGGCGGTGTGGACCAGGGGCTCGTCGGT 
GGCGGCCAGCGAATTGGTGACGACGCTGATCTTCACGTTGCGCCCGCGGATCTCGCGCAT 
CACCTCCAGCCCCGTGGCACCCGGAATCAGGTAGGGCGAGACGATGGTCACTTCGGAACG 
CGCGCGGCGCATCTGCTCGACCACGTTGTAGCGCACGCTGTCGACATCCAGCAGCGGCAC 
GCCGCCGTACGACGCGGTCTTGCCGATCACGCGGTCAGGCGAATCGGCATACGCCTCGGC 
GGTGGTCCAGATCAGGCCGAGCTTGCCGGCGTTTGAGGTCTTCGACCATCGGGCTGTAGC 
CGAN 
>117 

TGAGCTCACCGCGGTGGCGGCCGAGGTACTCTAATGGAGCCACTCAGGACTGTCTT 
AAAAAGACAAAAATACCTCCTACAGTTGTTATCATCAACGTCAGTTGCTGGCTTTTCCTAAAT 
TTGTCTTCTACCTCAGATCTAAACCATTTGATAACATTAGGGCAATATCATGGCAATC GTGGC 
CCAGTAAAACCATAGCAAATGTTTTCTCCCTAGGACACTATCTGTTTTCACAGGAAAATTTTT 
CTCATAGAAAAACTGTAGGAAAAGCCATGGATGAGCTGAGAAGACCAAACCTATCTCTTGGA 
AAACAACAGTAGGGAGCGTGGATTAGAATGTCTTGGGTGCGTGAAACAGGCAGACAATCCT 
GAAACATCTTTTCTGGGGACGTAAGGCATGAAAAATTTCTATACACTTAGGAGGGCTTCTAG 
GAAACAGGAAACGANN 
>118 

acccctagcagaaacagagtttcgccatgttggtcaggctggtctcgaacttctgt 
cctcaactg7tccacctgcctcagcctccgaaagtgctaggattacacgtgtgagccactgt 
gcccagcatgccgctaaccgaggcagcagcggacgtgagcgataatggcggatatggagg 
atctcttcgggagcgacgccgacagcgaagctgagcgtaaagattctgattctggatctga 
ctcagattctgatcaagagaatgctgcctctggcagtaatgcctctggaagtgaaagtgatc 
aggatgaaagaggtgattcaggacaaccaagtaataaggaactgtttggagatgacagtga 
ggacgagggagcttcacatcatagtggtagtgataatcactctgaaagatcagacaatagat 
cagaagcttctgagcgttctgaccatgaggacaatgacccctcagatgtagatcagcacagt 
ggatcagaagcccctaatgatgatgaagacgaaggtcatagatcggatggagggagccatc 
attcagaagcagaaggttctgaaaaagcacattcagatgatgaaaaatggggcagagaagat 
aaaagtgaccagtcagatgatgaaaagatacaaaattctgatgatgaggagagggcacaagg 
atctgatgaagataagctgcagaattctgacgatgatgagaaaatgcagaacacagatgatg 
aggagaggcctcagctttccgatgatgagagacaacagctatctgaggaggaaaaggctaa 
ttctgatgatgaacggccggtagcttctgataatggatgatgagaacacagaattctgGatg 
aatgaagaacaacacaagctgttctggatgaagagaaaatcgcaaatttctgatgatgaagg 
gccaagggctcaaaattgagaacacagggatcaaatattacaagagacggctcttaaaccaa 

GACCTGCCAAMGACGOGACAMCACAGACGAGCGTCCGAAACAAAACACAGAAAGGAGAA 
GCTATGGAAAAAAGAGCAAATGACAAGCGAGGGTCAAAAAAATAGGGAGGACGGAGAATAT 
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AGGAAGGGGAGACGAACAAACCACGAGGGGTGGGGAGAAACAACACCAAGCAGAAGGGAG 

ACGAGAGATGCAAGCACAAACAAGAGCACGAGCGACCATAAGAAGAAGAAGACAAGCAAGA 

AGCAAATGAGACAAACACACCTGACAACGAACAATGATAAGAAGCAAAAGCAAGTAATCAGC 

TTCGCCACGCGTTGCTGTATGCCTATGCCAGCTTGCCTCTTCNNN 

>119 

NNNNNNNNNNNNCGGAAGTCTTCTAGAATTAATTAACGCGGGGTAGCGGACTACGC 
TCTTCCAGCTGTCGGACCTGGGAAATTCTCCTGTGCTAAATCCCGTGGCGCTCGCGGGTGT 
CGCCGCGGTGCATCCTGGGAGTTGTAGTTTTTTCTACTCAGAGGGAGAATAGCTCCAGACG 
GGAGCAGGACGCTGAGAGAACTACATGCAGGAGGCGGGGTCCAGGGCGAGGGATCTACG 
CAGCTTGCGGTGGCGAAGGCGGCTTTAGTGGCAGCATGAAGCGCACCCCGACTGCCGAGG 
AACGAGAGCGCGAAGCTAAGAAACTGAGGCTTCTTGAAGAGCTTGAAGACACTTGGCTCCC 
TTATCTGACCCCCAAAGATGATGAATTCTATCAGCAGTGGCAGCTGAAATATCCTAAACTAAT 
TCTCCGAGAAGCCAGCAGTGTATCTGAGGAGCTCCATAAAGAGGTTCAAGAAGCCTTTCTCA 
CACTGCACAAGCATGGCTGCTTATTTCGGGACCTGGTTAGGATCCAAGGCAAAGATCTGCTC 
ACTCCGGTATCTCGCATCCTCATTGGTAATCCAGGCTGCACCTACAAGTACCTGAACACCAG 
GCTCTTTACGGTCCCCTGGCCAGTGAAAGGGTCTAATATAAAACACACCGAGGCTGAAATAG 
CCGCTGCTTGTGAGACCTTCCTCAAGCTCAATGACTACCTGCAGATAGAAACCATCCAGGCT 
TT^GAAGAACnGCTGCCAAAGAGAAGGCXAATGAGGATGGTGTGGGATTGTGTATGTeTGe 
AGATTTCCCCAGGGTTGGGATGGGTTCATCCTACAACGGACAAGATGAAGTGGACATTAAGA 
GCAGAGCAGCATACAACGTAACTTTGCTGAATTTCATGGATCCTCAGAAAATGCCATACCTG 
AAAGAGGAACCTTATTTTGGCATGGGGAAAATGGCAGTGAGCTGGCATCATGATGAAAATCT 
GGTGGACAGGTCAGCGGTGGCAGTGT 
>120 
>121 

TAGGCTGGGTGCAGTGGCTCACGCCTGTAATCCCAGCACTTGGGAGGCCGAGGCA 
GGCAGATCACTTGAGGTCAGGAGTTCGGGACTACCCTGACCGACATGGAGAAACCCTGTCT 
CTACTAAAAAAAATACAAAATTAGCCGGGTGTGGTGGTGCCTGACTGTAATCCCAGCTACTT 
GGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGGGGCGGAGGTTGCGGTGAGCCGAG 
ATCGTGCCGTTGCACTCCAGCCTGGGCAACAAGAGCGAAACTCTGTCTCAAAAAAAAAAAAA 
AAAANAAAGATTCTATTAGAGATATGGCAGATGTACTCTCTGAGCTATTTAATTGATAAAGAA 
AAAGTAGGAGTTCCTGCTTTTTACTAAGATGATAATCATAATTATGATCATACTGATGAAAATA 
ATAAAATTGCTCTGACTGTGGTGAAG A I I I I I I CCCATTTCTTCATTTAGCTATTCAGAAATAT 
ATTTCACXJCTCAGTTCATAACTGATATACTGCTAGAAGTTGAGGGTCAAATCGTGGCAACACA 
CCGTGCACTTCATGGCATTGTTGAGCATGAAACAACTCTGATAGAGCCAGAAATTAAGATTC 
GCTTATGGCTTACCCAAGGTAAATGCCAAGTCAATGGCAGAATGAAAATTCAAGCTTGGGGC 
CAGGTGTGGTGGCTCACATCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAGATCAC 
TTAAGCCCAGGAGTTAGAGACCAGCTTGGTCAACATGGCAAAACCCAGTCTCTACAAAAAAC 
ANNNNNNNNNNNNNNNNNNNNNNNNNNAC I 1 1 I 1 1 1 1 Gl I I 1 1 I 1 1 I I CTGGTCGAAAATTTT 
TGTTGGAA7TTTAAAGAAAAGAAAGGCAAAGTAGCACTCAGATGGCCTTTTTTTGTAAAGTGA 
AGTCAACCTAATACTCTGGTGCTTACTTTGCAAATCTTTTCCATAAGTCAAGTATTAGTGTTAA 
CAATACACTTAAGAAGTAAGGATAAACCCATCAAGGTCCACAGCTAAATAACCAGCAGATTC 
CCAGAAACTTTATGTATTTGGGAAAAGTAAAATATACAACAGACATATCCCTGCCCTGATTAA 
GAGGGTAGATAAAAACAAAACATAAAACAATTTTACTTGAGATAGTAATAAGTTATTTGAAAAA 
AATACAACAGAATATAGGGAGAGAGAGCAACTACAGAAAGAAGACAGAAGGGTTCTGCTTTG 
AATAGTAAGGCTTGGGAATAGCTGAATTGTAAAACAAATCTGTCAGTCCAAAAACGAAGATAA 
TTCCATTCAACCGCTGACTACTGAATGGGAAAGCAAACGTTGTCACGTCTTCTATTTCTCTCA 
GCAGTAACTATTACTTAAAGTCTCACTTTCCATACACAAGAGACAAAGAATCTAGTCAAAAGC 
ACATGGAATCATATCTAGTCATAGTGGTAGGTGAGCAATCAATGCCCAGGCAGCTGAAAGGT 
GGGAACTGTTAAAGCCTTACACCAAGGAAAACATAAACTTGTACCTCGGCCGCCACCGCGG 
>122 

ACCGCGGTGGCGGCCGAGGTACACACTGGATCTCCTTACTCATTTTTAACCCTGAC 
TGGG^CACCAGAGACATGCTGCATCTTGTATTAGGTGTTTCATCTTGCAGAATGGCTGTGCT 
CCTGAMTATTTCCTGTGAAGAAMTTGTTACMTCCCATTACATCACTGGCTTTTATTATTAA 
. ATTGAATGTTGGCTGG^MCAATTlTAACCCCAAATTGTGACAAACAAAACTATATGGAAAAG 

GNN ■• 
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>123 

TTGGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGACCGATGGCGCGATTTCA 
CAATCCTGCAGAACGGCCATACAAATTGCCAGACCTGTGCACAACGCTGGACACCACCTTG 
CAGGACATTACAATAGCCTGTGTCTATTGCAGACGACCACTACAGCAAACCGAGGTGCATGT 
GTTGTCTGAAACCGCTGTGTCCAGCAGAAAAATTAAGACACCTAAATAGCAAACGAAGATTT 
CATAAAATAGCAGGAAGCTATACAGGACAGTGTCGACGGTGCTGGACCACAAAACGGGAGG 
ACCGCAGACTAACACGAAGAGAAACCCAAGTATAACATCAGATATGCGTGGACCAAAGCCC 
ACCTTGCAGGAAATTGTATTAGATTTATGTCCTTACAATGAAATACAGCCGGTTGACCTTGTA 
TGTCACGAGCAATTAGGAGAGTCAGAGGATGAAATAGATGAACCCGACCATGCAGTTAATCA 
CCAACATCAACTACTAGCCAGACGGGATGAACCACAGCGTCACACAATACAGTGTTCCTGTT 
GTAAGTGTAACAACACACTGCAGCTGGTAGTAGAAGCCTCACGGGATACTCTGCGACAACTA 
CAGCAGCTGTTTATGGACTCACTAGCCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGT 
AACCTGCTATGGCCAATTGTGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCA 
AACTCCTGGGCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAGGATTACGGGAGTG 
A GCCAC CGCACCCAGCCAGAAAAACGTTTCAAATATTGGAAAACCTTACTTTTTTCAATGAGC 
ATTTTTGCATCAAGGGGTAACAGGGACATTAGGC I I I 1 1 I I CTCTTAGACTCCAAACAGTAAG 
GTCAGAATTTATCAAGACATTACATAGGAGTAAGGGCACAGCCAGGGGTGGTGGGGGGAGG 
ACATTTTCCAGJDACTAA TTAACAGGT TTTATGATT-CACTAGGTTGGCC-GAAGTAGTGTTGTGA 
CCTAATTCCCAGGCACAGCGTGTCAGGAGGCCAAATGACACTTTCCAGTGCAAGTGCTTGTA 
GTATGAAGGGGGCAGAGATCACCTAGTGACCATCAAGCAGGCCATCCAGAGGCAAAACTCC 
TTATGTGAGGAATTTAGAAGTAATTAGACTCCCCTGTTATTTAAAGCTGGCATCTGGGTCCAG 
GCTTCTTCCCCAAAAACTTGTAAGTAACTAGAATTTCTACATGTCTCCCATGCATGCATGTCA 
AAACTTATCGTGCAACCCTTGCTGACATTAAGACACCAAAATGTCCAAAAATGTAATCATTTA 
TCATGACCTAAGTGGTTAATATGGCCCAAATTCCCTTTAAGCTCCTGCTTTAAGGTTCATAAA 
TATCCCTAAGGAAAATCCACTCAGTCCTCTCTTGCTGAGGCACCCTGCTGTACCTGCCCGGG 
CGGCCGCTCCACCGCGGTGAGCNNNNN 
>124 
>125 

ACAGACTTTCATTCAACAAATATTTATGCATCAGCTACATGCCAGGATCTGTAATAGA 
TTCTGGGTGTGCAGTAGTGATTACTGCAGAATGCAGACATGGTCCCTGCATTCTTGAGAGGG 
AGACAGCAACCAAATAAACAATTACAAAAAAGTATGTAACTAATTAACAAGTGGGAGAAGGG 
AGTGGGATTACACAGCAGAAGTGGAAGGAAGGGCCCACTTAGAGTGGTCAAAGGCTTCTTG 
AAGGTAACATGTAAGCTGAGACCTGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGAACAG 
AGAATAAACATCCCAGAAATAGAAAATAACACACAAAAACCTAAAGTCATTAAAGAACATGAT 
CATCTTTCAAGAACTAACCCTTGAGATCAGAGTAGTTTGATTATAGAGGAAAAGGGTGAGTG 
CAATGAAACGTTAAAAATAGCCAGATCACGTAGAGCTCTCTAGCCTTTGGTAAGAAAAGTGTT 
TTCTGTTCTACGTGACACTGAAAGTCATGAAAGGTTTTAAGCAGGTGAATAACACAATCTTAT 
TTGAGTTTTTAAAATCTCGTGCTGACTAAAATTCAAAAAACTAGAAGAGAACAGGAAAGAAGG 
GAAACCTGTAAGGCAGCTATAGCAATATTCCAGCTGATAGATGGTGGTGGCACTAGGGACA 
AGTAGTAGTTAGACTAAAGAAATATTTAGGAGGTAGAAACAACAGGCGCTGTTGATGTGATG 
AACTGGATATAGTAGATGAGAAAAATTAAATAACAGGAATAAAGATGACTCCTACCTATCTGG 
CTTGCACAATTAGATTGTGATACTAAATGTAGTGCCATGTAAGAAAAACAGGAGTTTCTAAAA 
CTGTACCTCGGCCAGCCACCCGCNNNNNN 
>126 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CClTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGC7TTGTACGAGGAATATG 
TACTCGCTTrrGTGGGACTTCTTTTTTCACTGTTGGTGATGAGAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGG ATTGATCATCACTGGAAAGAAGCTGlTtTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTAtAtGlTCAAfGACCTGGGGATTfGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
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TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 

AAATACAATCTGTTGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 

CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 

TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 

AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 

TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 

AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 

GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 

AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 

CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 

CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 

CTMCAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 

GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 

TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 

TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCA I I I 1 1 ICTTGI I I I I ATTACAGATATAC 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 

CTCTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATAACATTTAGMIAATGATGTCMTTTXn"ACAArTGA 

mGGCTtTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>127 

NNNACTGAAAATGAGGTGAAAAAACAAGAAAGCTGAGAGAAATCAACATGTTCCCAA 
GTGCTGTATGTGAACAATAAATCTGAGACATACCTCTAAGGCTTTTCCAGAGACAAGAAAGC 
TCTCAACCTGTAAAGAATTCCTGGGACATGACTGAGAGCAATGAGAACTCCCAGTGGTCCAG 
AAGGTTAGCAGATATAGTGTAGAGCATACACAGATATACTATAGTTCATAACACTGGTGGCTT 
AGCTGTAAATCACAAAATAGCACTGGAATTATACTAGTGATCATAGCACATAGTCCAAGAAGA 
AAAAATTTTGATCTTGTTCTTAAACTTTGTGGAGCCAGTGGTGAAATGAGTCACACAAAGATG 
CAACAATGATTGAACCCAGCCCTCTTTAGACTAACATATTCTTGCCCATCACCACCAATATTA 
CMTAAAMTCAAGACACATGMGGAGCATACCTTTTTCTGAAAGTAAATATTGCTTACCTCA 
GTCTCTATTGTTATTTGATGCAAAACACCCAGCATGCAATTTGAATCAATAAGACATGGAAAG 
GAGCAAAAATGTAACTCATGCTAAAGAAAAAAAAAGAGTGAGAAAGAGACAACAAAAGCAGA 
TCCAGAAATGGTTAAACTTGTGGCATTATAAGGGAGGAGCTTTAAAATAACAATTATATAAAT 
ATAGAAACATCTAGT GGAAA TGGTGATCA GTATT TATCAAGTTATGGGAATTTGCAGCAGAGA 
CGTAAAMTGCTATTATTTTACAATTCCATATTTTAATATAAAAAGAGTATGTTAAAAATAAAAT 
TGGTAAAAACAAAATGTATCAAAAATTAAGATTTATGTAGATAGTCTTAACAGTAGAATAAATT 
TTGCAGTAGAAAAAATCAATAGACTTAGAAAAATCAATAGAAGTAATNNNNNNNNNNNNNNN 
NNNNNNNNNN 
>128 
>129 

NNNNNNNCCGCCCGGCAGGTACAGTCAAGGCCGAAAACCACTGAGCTTTTCCCTCT 
GCCTGGCACATATCCACTGCCCTGCCTTCCTTCAGCTGATGAACTCTTCATATGCCTCCTTTT 
GGGTGTCAGTGGAAATGTCACTTCTTTCTAGAAGCTTCTCTGGCTCTCCCAGCCTGGCCCAG 
GGCTCCAGCTATGAGCTTCCATAACACCCCTAGTTTTCCTCACATTGCCCTCATAGTATATGG 
AATTTGTTCATTCAATTGCCTGGCTTCCAACAGATGCCAGCTCCAAGAAGGCAGGAGCTGCT 
TCTGGGTATTGCTTGCCATCAAGGCCCTCACACCCAACCTAATGCCTGGGCCAGAGTAGGT 
GCTTAATAAAAAATTGTTTGAGGCCGGGCGTGGTGGCTCACGGCTATAATCCCAGCACTTTG 
GGAG 
>130 
>131 

NGAGCTCACCGCGGTGGCGGCCGCCCGGCAGGTACCTATCTGCAGAACGGTCATT 
AGCAGTTTTTCCAAACAAGCGAC7TTTAGCAAATTMCCGTTAATTTTAATGAGATTCAAAAGT 
TMTAGCCATTCTTAACGTTTTATAATTAGMGCTGTTATATMTTAGAGCTGGACACCXJACAT 
GGAGAAACTMTTTGACTGTGCTGCATTTGACTTCACTTTGGtAACAGGAAGCA CI I \ 1 1 A GT 
CTGTAGACCCTTGGGAGTTGfAGGGAGTTAAAGCTGATCATfATATACTATTATATACTTAGG 
GATACAACCCAAGGGCAACCCCTGGCCTTTATGAAAACCTGGAGTGAGTTATTATTTCCTGG 



Page 30 of 355 



WO 01/42467 



624 

Table 4 



PCT/USOO/33312 



TAATACAATTCTCTGCCAGCCAGTTGCTGCATCAAAACAGTTCTGATACACACACCTAAAGTC 

ACCACTTCCTCATTCTGGTCCCCAATAACCCTATAAGCCTCTCCCCTTGTAGGTGACCTCTG 

CCCTGTGAAGGGTTGGCTCACCCCAAGATTCCATAAAATAAGTTGTCTGTTTGTTTATGAGAA 

CAAGGCI I I I IAAGT 

>132 

GTGGCGGCCGAAACCGTGGTGGCCGTGATCGTGCCGTTGGCGGACGGAACCTTGA 
AGATGTTCTGGGCGGCCAGCACAATCGCCGCCTTGCCGACGATGACATTGTTGGCCTTCAG 
CCCGTCAATATCGCCCTTGATGTCGATGTTCTGGCTCTCCTCATCATGGCTCAGCGCAATGG 
CGGCGTTCGCCTTGCCGGTCGCCTCCACGAGGAACAGGGCTGCGGCCGTCGACACATCGC 
TGGACGCGAGGGTCAGGTTGCCCTGAAGCAGCCCCTTCTTGTCCTGGGTGACATCACCGC 
GCAGCCGCGTGCCGCCGGCAATGAACTGGATATTGCTCAGGCG I I T II CGTCCTTGTGCAG 
GGCAAGTTCCGTGGCAAGATCGGCCCGCACGCCGTCGAGGAACGCCAGACCGGATACCTT 
GCCGTCCGCGCGTCCTTGACAGAAGTCCGTTGAAGGAGAACGCGCCTTCCTGAGCTTGCCC 
CGGAAAGTTTGCCANNN 
>133 

GTGGCGGCCGAGGTACGATAATTCATGCCAATTTCTTTGGGAATACTTGTTTCTGAT 
ATAATAG GTTAC AAAGCAAAATTGAGATGATTTTTAAAATGCCATGCAGTTATTTTTTCTGAAT 
AAC^TAAATTTTAAACAGAGAGCJGAAAAAAAGGGGAAAAGTATTAAGGTT^ 
TCAATAGAAA TAATT TAACTGCCTTCTCTTCACAAGAGGCAATCAGAAGGCAGGACTATAGTT 
TT CTGT GTTTCTTTTCCACAGGAGAGATAATTACATTTCTAGAGACCCATAGAAACAATTCCAT 
AGTTTTAATTTCATCTCTCTATCTCTAATGGTGTGTCCAGGTATCTAACAGCAATTATCTTACA 
TTGCTGATTCTAACAACAATGATATCACTGGAGAAAATACAGGTAGACGCAATGCTCCCTTG 
GATTTGTC CGCC CAAATAATTTGATGTTAACMTTTTTATAGCAATGCCTTCAACTCCTAAAGC 
AAATGGAATTTTCCATTTTTGATAAATTTATCTTGATAAGGGATGTTTCTGTTGTATGCGGTTA 
TTCTAAATTAATGATAATACATGGT 
>134 

NNATAGTGATGAAGCTGGATAGTTAAAACAGAAACTTGAAAAGCAAGATGTGGAACT 
GGGATATAGGATTTCAGAGTTTAAAAGAAATGTGACATTTCTTAGTGGATTGTCCTTCCGATG 
TACGCGGGAAGCAACTGTCAGCTAGTGAGATTACTGTGTATGGCCAATCCAGATAAATAAGA 
CGATCAAGTCTTTATGAAAAGGAAAGAAAAATTTGGAATGCACATCTCTGTCCAGCTCAATTC 
CTCACTCCTTTTTTAAGATGGAGAGCTGTTAGGTTTGTCTACACAGTAGGAAACACCTGATTA 
AATAACAGCATGGAGCCAATCTTGACAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGCC 
GGTCGTGGTGGCTCATGCCTGTAATCCCAACACTTTGGGCGGCCGAGGTGGGAGGATCACT 
TGAGCTTTGGTCTCAGGGCTTTGAGACCAGCCTGGACAGCATAGTGAGACCTCGTCTCNNN 
NNNNNNNNN 
>135 

NNNAACTCAGACAGGCAGATAAAGAGAGATCAAAGAGATGAGCATGAGATACAGTC 
CCCTCGTGCCCAAGGAGACAGGGTGGTTACAGACATGGAAAATCTGAGAATAATCACCTCT 
GATAAAGATCACAGAAGCTGCCCGGGAGGTGTTTGGTAAGCTTGGAGTTACGTTTGTGGGG 
TGGATGGGCAGAAGTCAGATTTCATAGCACTGAGGATGCAGCACAAGGAGAAGTTCAAGAT 
CAATTCCTAAGACAACAACTTGGCACTAAAAAACATAAACTATGTTCTGAAGGCTTTACCCTG 
NGGACAAGGGAAGGGAGGTGATAACAGCAGAAGTGGCAGCCACTGGCGATCCTTTCTTTCC 
ATGGTTTGGCTTCTACTCCAAAGCCACTTATTTGTGCATTCTACANAAAGTTTCTTGTCCTTTN 
TGAAATAAAGCTCTTATCCTAAGCTCCATTCACACCTGCGTGATAATGAACCAGCTAGTACTT 
ACTGTACTCAGGAAGCATGCAAAGTTCTGAATCTTAGAACAGAAAGTGAAAGCAAAAGTAAA 
TTCCCCTTCAGTCAMTCTCGTCCGGCATGATTTAAGATTAAATTCATGTATTGAAAATATTGT 
TCAGACCCCATGTGACATAACTGGAGCCAGTGCAGTGCCATGAAGAACTACGAGATTAGCC 
TGGATATTAACTTGTCTTCTAGAGAATAGATTTCATGTTCCATTCTTCTGCAATGGTTAATTCA 
CACAGAAAACCAATGTTTAACATTCACAGAGGATTTTACTGCTTAACAGCCATCTTGCCCCAA 
ATATGCATTTGTTCTCAGTTCTCAGTGCCATCTAGTTATCACTTCACTGAGGATCCTGGGGCT 
TTCCCAGTAGCCACTAATGGGGAACGATTTCCTTGGCAGGAGCTAAGGCTCCCCAGTGTGG 
TCATTCCTCTCCATTAtGACCTCTTTGTCCACCCCAATCTCACCTCTCTGGACTTTGTTGCAT 
CTGAGAAGATCGAAGTCTTGGTCAGCAATGCTACCCAGTTTATCATCTTGCACAGCAAAGAT 
CTTGAAATCAC GAAT GCCACCCTTCAGTCAGAGGAAGATTCAAGATACATGAAACCAGGAAA 
AGMCTGAAAGTTTTGAGTTACCCTGCTCATGAACAMtTGCACTGCTGGTTCCAGAGAAAC 
TTACGCCTCACCTGAAATACTATGTGGCTATGGACTTCCAAGCCAAGTTAGGTGATGGCTTT 
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GAAGGGTTTTATAAAAGCACATACAGAACTCTTGGTGGTGAAACAAGAATTCTTGCAGTAACA 

GATTTTGAGCCAACCCAGGCACGCATGGCTTTCCCTTGCTTTGATGAACCGTTGTTCAAAGC 

CAACTTTTCAATCAAGATACGAAGAGAGAGCAGGCATATTGCACTATCCAACATGCCAAAGG 

TTAAGACAATTGAACTTGAAGGAGGTCTTTTGGAAGATCACTTTGAAACTACTGTAAAAATGA 

GTACATACCTTGTAGCCTACATAGTTTGTGATTTCCACTCTCTGAGTGGCTTCACTTCATCAG 

GGGTCAAGGTGTCCATCTATGCATCCCCAGACAAACGGAATCAAACACATTATGCTTTGCAG 

GCATCACTGAAGCTACTTGATTTTTATGAAAAGTACTTTGATATCTACTATCCACTCTCCAAAC 

TGGATTTAATTGCTATTCCTGACTTTGCACCTGGAGCCATGGAAAATTGGGGCCTCATTACAT 

ATAGGGAGACGTCACTGCTTTTTGACCCCAAGACCTCTTCTGCTTCCGATAAACTGTGGGTC 

ACCAGAGTCATAGCCCATGAACTGGCGCACCAGTGGTTTGGCAACCTGGTCACAATGGAAT 

GGTGGAATGATATTTGGCTTAAGGAGGGTTTTGCAAAATACATGGAACTTATCGCTGTTAATG 

CTACATATCCAGAGCTGCAATTTGATGACTATTTTTTGAATGTGTGTTTTGAAGTAATTACAAA 

AGATTCATTGAATTCATCCCGCCCTATCTCCAAACCAGCGGAAACCCCGACTCAAATACAGG 

AAATGTTTGATGAAGTTTCCTATAACAAGGGAGCTTGTATTTTGAATATGCTCAAGGATTTTCT 

GGGTGAGGAGAAATTCCAGAAAGGAATAATTCAGTACTTAAAGAAGTTCAGCTATAGAAATG 

CTAAGAATGATGACTTGTGGAGCAGTCTGTCAAATAGTTGTTTAGAAAGTGATTTTACATCTG 

GTGGAGTTTGTCATTCGGATCCCAAGATGACAAGTAACATGCTCGCCTTTCTGGGGGAAAAT 

GCAGAGGTCAAAGAGATGATGACTACATGGACTCTCCAGAAAGGAATCCCGGTGGTGGTGG 

TTAAACAAGACGGGTGTTCACTCCGACTGCAACAGGAGCGCTTCCTCCAGGGGGTTTTCCA 

GGAAGACCCTGAATGGAGGGCCCTGCAGGAGAGGTACCTGTGGCATATCCCATTGACCTAC 

TCCACGAGTTCTTCTAATGTGATCCACAGACACATTCTAAAATCAAAGACAGATACTCTGGAT 

CTACCTGAAAAGACCAGTTGGGTGAAATTTAATGTGGACTCAAATGGTTACTACATCGTTCAC 

TATGAGGGTCATGGATGGGACCAACTCATTACACAGCTGAATCAGAACCACACACTTCTCAG 

ACCTAAGGACAGAGTAGGTCTGATTCATGATGTGTTTCAGCTAGTTGGTGCAGGGAGACTGA 

CCCTAGACAAAGCTCTTGACATGACTTACTACCTCCAACATGAAACAAGCAGCCCCGCACTT 

CTCGAAGGTCTGAGTTACTTGGAATCGTTTTACCACATGATGGACAGAAGGAATATTTCAGAT 

ATCTCTGAAAACCTCAAGCGTTACCTTCTTCAGTATTTTAAGCCAGTGATTGACAGGCAAAGC 

TGGAGTGACAAGGGCTCAGTCTGGGACAGGATGCTCCGCTCGGCTCTCTTGAAGCTGGCCT 

GTGACCTGAACCATGCTCCTTGCATCCAGAAAGCTGCTGAACTCTTCTCCCAGTGGATGGAA 

TCCAGTGGAAAATTAAATATAC CAACA GATGTTTTAAAGATTGTGTATTCTGTGGGTGCTCAG 

ACAACAGCAGGATGGAATTACCTTTTAGAGCAATATGAACTGTCAATGTCAAGTGCTGAACA 

AAACAAAATTCTGTATGCTTTGTCAACGAGCAAGCATCAGGAAAAGTTACTGAAGTTAATTGA 

ACTAGGAATGGAAGGAAAGGTTATCAAGACACAGAACTTGGCAGCTCTCCTTCATGCGATTG 

CCAGACGTCCAAAGGGGCAGCAACTAGCATGGGATTTTGTAAGAGAAAATTGGACCCATCTT 

CTGAAAAAATTTGACTTGGGCTCATATGACATAAGGATGATCATCTCTGGCACAACAGCTCA . 

CTTTTCTTCCMGGATAAGTTGCAAGAGGTGAAACTATTTTTTGAATCTCTTGAGGCTCAAGG 

ATCACATCTGGATATTTTTCAAACTGTTCTGGAAACGATAACCAAAAATATAAAATGGCTGGA 

GAAGAATCTTCCGACTCTGAGGACTTGGCTAATGGTTAATACTTAACTCGAGGCATGGTCAA 

TAGAAAAAGTAGGCTGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGA 

GAAGGGCGGATCACGAGGTCAGGAGATGGAGACCATCCTGGCTAACACGGTGAGACCCCG 

TCTCCGCTAAAAATACAAAAAATTAGCCGGGCATGGTGGCAGGTGCCTGTAGTCCCAGCTAC 

TCGGCAGGCTGCAGCAGGAAAATGGCATAAACCCGGGAGGTGGAGCTTGCAGTGAGCCGA 

GATTGCACCACTGCATTCCAGCCTGGGTGACTGAGCGAGACTCTGTCTCAAAAAAAAAAAAA 

AAAAAANNNNNNNNNNNNNNNNNNN 

>136 

CGCGGTGGCGGCCGAGGTACTTAAAAGTATATCAGGGCAGTTTCATGCCAGGGAG 
CCAGGGAAGGCACCCAAGGAAGTGATGGAAGAGTAGAAGTTCACCAGGTGCAGCTCAGGA 
AAGGGCTCAGCAAATTTCTCTGTAACAGGATGCAGACCCCGCGT 
>137 

ggagtcgacgtgtgtttgtgggtgaaatggctgcgcaggtcggagcggtgcgcgt 
agtacgggcggtggcggcgcaggaggagccggacaaagaggggaaggagaaacctcatg 
ctggggtctccccgcggggagttaaacggcagcgccgatctagcagtggggggtctgagg 
agaagcgggggcggccgagccaggagccccctctcgctccccctcaccggcggcgtcgc 
agccgccaaCatcctgggccgctgccgccaacgaatgcagccccaactgtcccaggccct 
gttgagcctcttctcctgccgcxn"ccgccgccacctrcgctggcacccgccggg 
gtcgctgcccctctcccggccccaagcacctcggccctcttcaccttctcgcctctgacgg 
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TGAGCGCGGCCGGGCCCAAGCATAAGGGCCACAAGGAGCGGCACAAGCACCATCACCACC 

GCGGCCCCGATGGTGATCCCAGCTCCTGCGGAACCGATCTCAAGCACAAGGACAAGCAGG 

AAAACGGCGAGAGGACTGGAGGGGTGCCTCTGATCAAAGCCCCCAAGAGAGAAACACCAG 

ATGAAAATGGTAAAACCCAGAGAGCCGATGATTTTGTCTTGAAGAAAATAAAGAAGAAAAAG 

AAAAAGAAACACCGAGAAGACATGCGAGGAAGACGCCTTAAAATGTACAATAAGGAAGTACA 

AACCGTCTGTGCTGGCCTGACCCGCATCAGTAAAGAAATTCTCACCCAAGGACAAATAAATA 

GCACTTCAGGACTTAATAAGGAGTCCTTCAGGTATCTGAAAGATGAACAGCTGTGCCGATTA 

AATTTGGGTATGCAAGAATATCGGGTACCCCAGGGAGTACAAACACCTTTTATGACTCACCA 

GGAACATTCTATTCGTAGAAATTTCTTAAAAACAGGTACTAAATTTAGCAACTTTATTCATGAG 

G AAC ACCAGTCCAATG GTG GTG CTCTTGTCCTTCATGCTTAC ATGG ATG AACTCTC A I MUG 

TCTCCAATGGAGATGGAGAGATTTTCTGAGGAGTTTCTTGCTTTGACATTCAGTGAAAATGAG 

AAAAATGCTGCTTACTATGCTTTAGCAATAGTGCATGGAGCGGCTGCTTATCTCCCAGACTT 

CTTGGACTACTTTGCTTTTAATTTCCCCAACACTCCAGTGAAAATGGAAATTCTGGGCAAGAA 

AGATATTGAAACAACCACCATTTCAAATTTTCACACTCAGGTCAACAGGACATACTGCTGTGG 

CACCTACCGAGCAGGTCCTATGCGGCAGATAAGTCTCGTTGGAGCAGTAGATGAAGAAGTT 

GGTGATTATTTCCCAGAGTTCCTTGATATGTTAGAAGAATCACCATTTCTGAAAATGACTTTG 

CCCTGGGGTACACTTTCTAGCCTCCGACTCCAGTGTAGGTCCCAGAGTGATGATGGGCCTA 

TA^TGTG^GXAA^GiXA^GAGAACAGATGATCGGTACAGGAGATATGGGAAAGTGAGGGTTG 

AAAAGACGACGATCAATGAATGAAATAAAAAATCTCCAGTACCTACCTCGGACCAGTGAACC 

CCGCGAAGTTCTCTTTGAAGATAGGACTAGAGCTCATGCTGATCATGTCGGTCAGGGGTTTG 

ACTGGCAGAGTACGGCTGCTGTTGGAGTTTTGAAAGCTGTACAATTTGGTGAATGGAGTGAC 

CAACCTCGCATAACCAAAGATGTGATTTGTTTTCATGCTGAGGATTTTACTGATGTTGTACAA 

AGACTTCAGTTAGATCTTCATGAACCTCCAGTTTCCCAGTGCGTACAGTGGGTAGATGAAGC 

TAAACTAAACCAAATGAGGCGGGAAGGCATTCGTTATGCTAGAATTCAGCTTTGCGACAATG 

ATATCTACTTCATCCCTAGAAATGTCATTCATCAGTTCAAAACAGTTTCGGCGGTGTGCAGCT 

TAGCCTGGCATATAAGGCTTAAACAGTACCACCCTGTTGTGGAAGCCACTCAAAACACAGAA 

AGCAATTCTAACATGGACTGTGGTTTAACTGGAAAGCGAGAATTAGAAGTTGACTCCCAATG 

TGTGAGGATAAAAACTGAATCTGAAGAAGCATGCACAGAGATTCAGCTGTTAACAACTGCTT 

CATCATCTTTCCCACCTGCATCAGAACTTAATCTACAGCAAGATCAGAAGACTCAGCCTATTC 

CAGTTTTAAAAGTGGAAAGTAGACTGGACTCTGACCAGCAACACAATCTGCAAGAACATTCA 

ACCACTTCTGTGTGATATGTACATATTCAAACACATTTTTTAACTTTTTTAAATTTTGATGTGAA 

GTTATAGTTTTATAACTGGCTTAAGTTAAGTTTTATT GGAG AAATCTTGCCTATAATTCTATAA 

AGAGAAATGACATTCCACAAATGTCMGCATATCTTTTTTACACAGATTATGCAAAGTTAAGA 

GTTGTATCTTATCCCGTTAGTACAGTATGTAATAGTGGGTCTGCTGCTACTTTCTGTTTTAAG 

GTGTGAGGTAACAATTCAATCTCTTCTTCAAATCAAAATGAGAATTCTCTGGAATAACAGATT 

CTTG7TTGGTAAATTATTCACTTCCCTTAATTTTATCTTGCCTTGTCTCTTGCCATATTTGCTGT 

TTTTATGGATAAATAAGATTTATGGTTTAGTACTTGTGTCTTTATGGCACAGGTTCAATTTCTA 

CAGTGAAAATGGCATAGGTTGCAGGAAAGAATTTCTGCATCTGGTACATGGGCAAGTAAGTT 

AmAGTTCTMCCACAAATAACAAGTAGTrTCCAAGGAAATTTCAGTGGCTCTCTGGTTTCTT 

AACAAAAGAGAAAGCACAGCACTTTCTGATCCAAACTGTC 1 1 1 1 1 1 i I GTATCTGTTATTTAAA 

GCCCAGTGGATATTTCAATTACAAAAAATTTAGGATGAATGGCCCTGGGAATAATAACGGGG 

CACTAACTGTTAGAAATATGCTACGTGGAAAATTTGGGCAAGACATATGGGCGGACCAGGTG 

ACGGGCTCCAATGTGGGGATTGCTAAGGCAAATATACGAAAAATGTGGGGAATGGCACAAA 

AATCGGGACTAATAGTACAAGTGGTTCACGAGAAAACTTGGTACTGGCTAATCTATANNNNN 

N 

>138 

NNGAGAGCGACGCGACATGTGGAGGGTCGAGAGGTTCAAGATGTTGGATGTGGCG 
CCCCCCCCGCATTGCTGTTGAAGCATTGCCGGCGGGGGCACGGATTCCCGCTGTGGAAGG 
CTGACCAGGCATACTGAAGCCGGGAGTTGAGACCGCCTGGCCAACATGCGAAACCCATTTG 
GTCTGTAAGATATACAAAAATTAGCCAGGCATGGTGGCGCAAGACAGTAGTCCCAGTACTCG 
GGAGGCTGAGACAGGACAATTGCTTGAACCTAGGAGGTAGAGGTTGCAGTAAGCCAAGATC 
GTGCTACTGGAGTCCAGCCTGGGTGACAGAGTAAGACTCCATCTCAAAAAAAAAAGAAAAAA 
ATTGACTTTGGAACGTCAGATTACATATCAGTTTGCATACATGCTAAACAGAGAAATGTCCTC 
AAAATTCAGTTAGTAAAAATTACTGAf ATCTCCATGATTAGAACCACACTGTGGTTGTGTGTG 
TAGTCAAAGGAGGAGAATTTnAAfGCTATATAAGCATAACTGAfAACTGCTATTACAAATAAA 
TATTCCACAAATTTGGAAAGTTATTAG AGGAAG AA I I 1 1 I I 1 1 CCTTGTAATTTCCAGGTGTTT 
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ATATTAGTTGGGCCATAGTGAAAATTACATGGAGGAAAGAAAATAGGAAAATAAGTCACAGA 

AAAAGAAAATCAAAACAAATAGAAACTCTGGGGAACAAGTGAGTTAATTACCGCTCATGTCTC 

CCATCCGGTTCTCTAGCTCCTTGAGGGTTACTGTCTAATGCTCCACAAAAGTGCCTTACCCA 

GTGCTTGGTACAGAGAAGGCACTGAATAAATTCACAAAGGCCGATTGGTTCACCCATTCTTT 

TAGAGACAACAGACACGCAATTCTGACGAGGACTCCTGTTACTAAAAGACACAGCCTCTGAT 

ACAAGAGAGATATCCCTTTGACTAAAGCATTACCAGGGTCCCCAGGGCCCCCTCCCACTGG 

GGCGGTAACACTACGGGTCTCCCCACCATATATTCCATGTCAAAGTATCTACACAAATACAG 

AGGAAATTAAGCAAGTAAATACGGTATGTAATTGTTATCATTTGTATTTCTTTAAGGCATATTT 

ATAAATATTTTAAAGTAAACAATATGAGTGAGTGCCTTTCATTAGCTATGATCTTTCATACTGA 

TATATTTTGACTGATCTGAATAAGCAGGTTACTGTGGAAGCATATAACATAAAACAGCTAATA 

TGATTCCAGTGGGTACAACCAAGTGTCAGTACTTGATACATAACTCTATCCCATCATTCGCAA 

TTACAGGCTGCTGTGTGGAGTATTAAACATGCATCTTAGTTTTTATTTGTACA CAATG GTCCA 

AATTTTCACTTACATATAACTTTCCAACTGTGTMGTGTTTTGAAGCMTTATGTTnTCATTTG 

GA I I I I I I G GTGTGTC ATTTTCTTCTATAAAATCTCTTTCTTTTCTTTGTTTTTTGTTTTTTTGTT 

TTTACATGGGATACAATAAATCGGACGCNNN 

>139 

NTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGA 
GGGGT GAAGAGCAGTA TCTTCAGAGGCCAT.CCAAGTTTTAGCATAACAAGGAGGGAAAGAG 
AATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCA 
AGAGTTTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCTCGGCCGCCACCGCGGGG 
AGCTCCAN 
>140 
>141 

NTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGA 
GGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAG 
AATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCA 
AGAGTTTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCTCGGCCGCCACCGCGGGG 
AGCTCCAN 
>142 
>143 
>144 

NNNNATAAGCTAGGGGCGTCCACTCCAGAGCCTGATCCAAAACAGAACGCTAACGG 
CCGTTGCCCTTACATCTCTCATTTGGAAGTGACAGGTATTAAATAACGGCATATGAAAGCTTA 
AAAGTCATCAAATACMTCACTGGGTACTTTCGATTACCCAAACCAGGCACTTTCCTAAACTC 
CCCACTTCTTTACTTCTGCGGTCTCCTTTCTTTTATTCCCCCGCGT 
>145 

>146 . . 

NNNACCX3CGGTGGCGGCCGAGGTACGCX3GGGGAGATTTTCAACTTAAATCAAAAC 
CMGCCCTACTGCCTGGTGAGCMGAGAGATTCCAAAGACTT TACTTTGAAAA GCATCTCCC 
AGCTTCTACI 1 1 1 1 1 1 1 AAGGAAAAGTAGATTTTCTTTGTCTTTGTTTTTGTTTTAAGCAAGAAC 
AGAATCTAATGACI 1 1 1 1 I CATGCCATCGCTTTGAAATAGCGTCGTCTTCCTTTCTTTCTCTCC 
CTCTTCCTGGCAAAGTATATACTGG A 1 1 1 1 1 A TTGCCTTCTTGGG 1 1 1 1 1 1 1 CCCTACGTGTAT 
CGGCCGTTATGCTTAGCCAGTTTATTCTTTAI 1 1 1 1 1 1 ACTGGAGTCATTGCCAGTG ATGGAA 
ACGGTGTTTGCTTCTCTTTCAGTCAAGATCTGCACAAAGTATAGCATTAGGTGGTATTTATTG 
TTTATATTATGAGTTCTACATTCATCTTTCCAGCACTCTGAAGTTATCAGCAAGTTCTCAGTCA 
GTTCAAGGCATTGGATTCTGCTTGATTTCTTTTTMTTCATTGTTTTTGACCCCTTTGAGAGTT 
TTAATAGAGAGGAGTCTGGAAGGCAGAGATCTCCACCACCTAACCGTGAGAAATTTGGAACT 
MGGACTTGCACTGGTCCCCAAGTTAACAGTGGATATACTTCCTGCATTTTCTCTGTTCTTTC 
TTGCATTTGGGCAAAATGTATGAACGGCACAAGAGGCGCTACAGCCTCTGTGACATCTCCAA 
GGTGGACAGGACTGTGGACGTGGTATTGCTGAAGATAAACCGAGAAAACTGGTGTACAATA 
GAGCCATGC(XTGATGCAGCATCTCTTCTGGCTTCCAAGCAGAGCCCAGAATGTGAGAACT 
TCCTGGATGTTGGACTGGGCAGAGAGTGTACCTCAAAACAAGGTGTACTTAAAAGAGAATCT 
GGGAGTGATTCTGACCTCTTTCACTCACCCAGTGATGACATGGACAGCATCAtCTTCCCAAA 
GCCAGAGGMGAGCATTTGGCCTGTGATATCACCGGATCCAGTTCATCCACCGATGACACG 
GCTTCACTGGACCGACATTCTTCTCATGGCAGTGATGTGTCTCtCTCCCAGATTTTAAAGCC 
AAACAGGTCAAGAGATCGGCAAAGCCTTGATGGATTCTACAGCCATGGGATGGGAGCTGAG 
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GGTCGAGAAAGTGAGAGTGAGCCTGCTGACCCAGGCGACGTGGAGGAGGAGGAGATGGAC 

AGTATCACTGAAGTGCCTGCAAACTGCTCTGTCCTAAGGAGCTCCATGCGCTCTCTTTCTCC 

CTTCCGGAGGCACAGCTGGGGGCCTGGGAAAAATGCAGCCAGCGATGCAGAAATGAACCA 

CCGGAGTTTTCAGTCTAGAAGGCTTGACAGGAGGAGCTGGTGTCGGAAACAAGCCATCCTC 

ATCTCTAGAAGTAAGCTCTGCAAATGCCGAAGAGCTCAGACACCCATTCAGTGGTGAGGAAC 

GGGTTGACTCTTTGGTGTCACTTTCAGAAGAGGATCTGGAGTCAGACCAGAGAGAACATAG 

GATGTTTGATCAGCAGATATGTCACAGATCTAAGCAGCAGGGATTTAATTACTGTACATCAGC 

CATTTCCTCTCCATTGACAAAATCCATCTCATTAATGACAATCAGCCATCCTGGATTGGACAA 

TTCACGGCCCTTCCACAGTACCTTCCACAATACCAGTGCTAATCTGACTGAGAGTATAACAG 

AAGAGAACTATAATTTCCTGCCACATAGCCCCTCCAAGAAAGATTCTGAATGGAAGAGTGGA 

ACAAAAGTCAGTCGTACATTCAGCTACATCAAGAATAAAATGTCTAGCAGCAAGAAGAGAAA 

ACAAAGAGGGGCGTCGGGGGAAGGGGAAGGAGAANN 

>147 

ACCCAAGGTGGGCATTTTTTTAAAAAACCCATGGAAATAAATGCTACTTCTTGTTAGT 
G TTGTTTG AAAAT AAAC AA AG AAAATG C AAAC AAAAC AAAAACC ATG G TCC ATTC AAG CTCAA 
GAGTATTTAACCAATGCTCTGTTGCCTCTTAAAGGATTGGTAGCTATTTCCCCATCTACAAAT 
ACATG ACAATTAACTAAGCCCAATTCTTTAAAACTATCTGGAATTAGGTCAAAATTATCTAATT 
TTrrTCTGATrTMTIATGjSATTACGTMTCCAAI.A.GITGGCA 

ACCTCATTGTTTGGCTATACCAGGTCTCATGACTCTGGACATAACCACCATCCTTCCTCCCAA 

CACCCCGCGTACTCAGAGTAAAACCCGGAGCTTCATGATAACCATGAGGCCCGCAGCTTCT 

GCCTCCAAGGCTTCTCTGGCCTCACCTCCCGCTGCTCCTCTCCTCA 

>148 

GTGGCGGCCGAGGTACCTATGTGCGCGGTGGTAGAAAAGCACCTGGGTCGGGTGC 
AGACTGCGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTGGACTTATCCTACC 
TTAAGTTGAAGCAGACCAGCAATTGTTGTGACCTACAATCTCCACACCCATCTTTACTCTGAG 
CCAAGGAAGTGTCTGTTCTTGTGCTGAGTTTCAGGTGCCTTCAGCTTGTGGGAAATCCCGAA 
GATGGCCAAAGACAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTGA I I I I I GGAAATGTGA 
TTATTGGTTGTTGCGGCATTGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCAACAC 
AGCCTCTACCCACTGCTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTGGATCG 
GCATATTTGTGGGCATCTGCCTCTTCTGCCTGTCTGTTCTAGGCATTGTAGGCATCATGAAG 
TCCAGCAGGAAMTTCTTCTGGCGTATTTCATTCTGATGTTTATAGTATATGCCTTTGAAGTG 
GCATCTTGTATCACAGCAGCAACACAACGAGACTTTTTCACACCCAACCTCTTCCTGAAGCA 
GATGCTAGAGAGGTACCTGCCCTGGCGGCCGCCACCGCG 
>149 

NTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGA 
GGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAG 
AATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCA 
AGAGTTTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCTCGGCCGCCACCGCGGGG 
AGCTCCAN 
>150 

>151 

A(J 1 1 1 I 1 1 1 1 I 1 1 1 1 1 1 i 1 1 I I I G I 1 1 1 I G 1 1 1 1 1 1 1 CTGTCCCCTCTGAGCCATGGAAG 
ATACTGGAGTTAACAAAAATTTTATAAACTAAAGAAAGCAACTTTATAATCTAAAAGAAAGCAA 
CTTTCCCTCCT GTCT TTTGAATTCTTATTCCTGAAAGAATGGATAATGAATCAGGAGATGAGC 
AAAAACG TATC TTTTACAAAGCTCTAGTCTTCCAAAAGCCTCTAAACTCAAACGAAACCTTTTT 
AAAGTAGTTTTGTAAAAGCTCAAGGTATGCCATTTCCAGAAAGTTGCAGATGAGCACCATTG 
GCATTACCCAAATTCTGTCACACATTGAGCAATGAAATTCAGGAATTGGACAATGACCTCTTG 
GCATATGAAAGAATTAAAAGAGGGCTAGGGCTTAGGGCAGGGATCTAATCGGGGAGGATGT 
GCTGTCGGAGCCTCCCTCCCTCCTCCTTTCCTCGCCTTCAGGTAGATGGAAAGAAAGGTTCA 
GTCATCTGAGAGMTATCCGATTGTCCTTGAMTTTTTTTCCCTATTGACAAAGCAAGGCATG 
AATGAATATTCAGTCTGATTAGATCTTCCACTTGACAATGACTGTCATTACCTGGCTAACAAA 
ATAATATACATCTGTGTATGTGAAACCACAATGGCTGATGTTTCAAATTCTT AATACATTATAA 
TCTGGTTGGATTGAGTGGCTAACAATGCCACAATCCCATGAGGTAAACAAAACATTCATCTCT 
GGATTTCCTCACCTCAGATCTAAGCATCfCCTGTCCATGCAGTACCTGCCCNNNNNNNN 
>152 ' ..■,=.-.■. 

NNNNNNNNNNNCAGGAAATCATCAATCGCAGTAGCAGTGAAGCAAATCAGGTGGTT 
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CGTCCCAAAACTTCAAGTAAATGGTCTGCTCCTGGTTCAGCTCCACAGTTAACTACAGCCAT 

TTTGGAAATTAAAGAAAGCATATTGTCTTTGCTAATTAAACTTCACCACAAACTCTCAGGAAAA 

CAAAACTCCTACTATCCTCCTTGGCTTGATGACATAGAAATTTTAATCCAACCAGAAATTCCT 

AAATACAGTCATGGAGATGGTATAACTGCCGTGGAAAGAATTTTACTAAAAGCTGCATCGCA 

AAGTAGAATGAACAAACGCATCATTGAAGAGATATGTAGAAAAGTGACCCCTCCTGTACCAC 

CTAAAAAAGTCACTGCAGCAGAGAAGAAAACATTGGACAAAGAAGAAAGGCGACAGAAGGC 

TAGAGAGAGGCAGCAGAAATTGCTTGCGGAGTTTGCTTCACGACAGAAAGGCTTTATGGAAA 

CTGCAATGGATGTTGATTCTCCTGAGAATGATATTCCTATGGAGATCACCACGGCAGAACCA 

CAGGTTTCCGAGGCAGTATATGACTGTGTTATTTGTGGACAGAGTGGCCCCTCCTCTGAAGA 

TCGACCTACTGGATTTAGTCGTCCTGTTACAAGCATCTCAAGTTAGGGGCGTGGCGTGACAA 

TGTGACCCAAAAAGTGGCCACCAGGAAAAGACCAATTACCTGGGATACGTGCGCGTCAGAA 

GAGGTTACAATACGGGTATTAGGAAGCAGCCCGCGAAATGGCGGAGGGGGTTGTACCGGC 

CCTCTTAAAGCAACCCAGCCACAGCGACTCCGGTCCGAAGGCCCGCAGCAGTCCCCACAG 

ACAGCTCACAACAAGCCGCCACCACATCCATAACTCACTGCCCNNNN 

>153 

GGTGGCGGCCGAGGTACACCTGCAACTGTGCGAATGGTCCTGTTGCCTCCTGCATT 
TTGGCCTCTGTTCTATAAAGGAAGAGTAAAGATGGAGCTCCTCCTGCCTCCATCACGAAAGC 
ACATATCATCTGTCCCTjr^ATTTr^T^ 

CTTATGGTGCCGGCAGAGCCfCAGCTATCTGCCTGGGAAGTCGGATGTCCTTGGAGAGAAT 

TTGGAATGCAGATAATTTTTCTTATTTCTTGAGAGCTTACTTTAATCAGCATGACACTACCTAA 

ACACTGAAGATGGCCTTATATTAGTAAGATTTGCACAAAATTAAGTATACCTATGCAAACTATT 

ACTTTGGTTTTTAGGAGTTTGGTCAGATGAAGAAGTAATGGTATCACATATATATGTAAGAAG 

ACAACCATCATTATTTTTGTAAGTGTTTTATAAAAACAAACTGATTAACTTGTGAANNNNNNNN 

NNNNNNNNNNNNNNNNNNNNN 

>154 

TCCACCGCGGTGGCGTCCGGCCCCCGCCTTTTCTGCGGCTTTCAGCGCGCGTTTC 
AGGTCGTCAATGAGGTCGTCGGCATCTTCGAGACCGATGGACAGGCGGATCGTGCCCTGG 
CTGATGCCTGCGCCCGCCAGCGCTTCGTCGCTCATGCGGAAATGCGTGGTGCTGGCCGGG 
TGGATCACCAGGCTGCGGCAATCGCCCACGTTGGCCAGGTGGCTGAAGACCTTGAGGGTTT 
CAATGAACTTCTTGCCCTGCTCGCGGTTGCCCTTGAGGTCAAAGCT 

>155 

NNNNNGTGGATACATAAAAATGTGTAGTTTTTATTAGTTTATTATACTTTTATTAGTTC 
AGTCTCAATAAAAGGTTGAAAGGCATTACGATAAATTGTTCTGTCTGTTTATATCATTTCTTCT 
GGCTGCTCACTGAGTCTTAATCAGTGTACTAGACTGCAAACTAAAGAATAAGATTGGGGGCA 
GGTTATAAAAAGAACATGTATAAAGCTTAGCAAACCCTTTTTAATGTTCTGAAGTCAGTCTTTG 
TAAGTGAAATCGCTGGAGACTAGAAAGTATGAAATGGCAGTCTACCTGGGCAACCTACAAAA 
AATTTAGCTTGAAAAGACTTCAGTCTCCGCTCCCCTGTTGATCTCATGGAGTGGGGAATGGG 
AATTGAACCAGAACTGGAAAATTATTTAGGAAAGTTTGTTAACTACTCTTTGTTGATCTCATGG 
AGTGGGGAATGGGAATTGAACCAGAACTGGAAAATTATTTGGGAAAGTTTATTAACTACTCTT 
TCTGCTGAGTAAATTTAAATGTGTTCTGGACATTGTTGAGGTCTAGAATTGGTCTATACAATG 
CCCCTGTACAAGCTACATTGTGTCATTGTCAAAATCAGGAGTTTATTGGATTACATATACTTT 
GTGCTTAATTTTAGTATGATTACTTCCGACTGGTGATTATACGTGACTTTGGGCGTTCTTTATA 
GGGATGGAAGGGAAGGATGGGGGGGGGAAAATACGGGGTTCTTTACAGAGGGGCCCCCG 
GTTGGGGGGGACCTAAGAATCTGGGGAGGGACCATTGGTTTGGCGATTCATAAGGGGGGG 
GCGTCAAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>156 

CAAAATAGAACCACCTGAAGTAAGACAAGGAAAGGACAGTAAAAAAAGGCAAGGAA 
GAAGAGCTGAGAAAGAGCTGCAAGAAAAAAGATGTGAGAAACTGAGGAGAAAACCAAATGT 
GACTTTTCGACCAGAGAATTCCATAATTAATAATGATGATTCAGAAATCATT AAGA AACCCAA 
GGMCMCAAGAACATTGTGGTTCCCATCCTTTGGATGACTTCGACGTTCCTTTTGAAATGCT 
ACMGATGATMTACTTCAGCTGGATTGCATTTCATGGCCTCTGTAAAAAAGAAAGCTATAGG 
AAGCCAAGATGCAAGCACCAGAGCGGGCGACCGCCAGCCCGGN 
>157 • 

. >158 • , . . . 

NNNNNNNNNNNNNNNNNNNNNNACTATTATTTGTGAGTTTGTCCTTTCCACTrTTAG 
TCTTCTCTGTTTGI I I 1 1 I I I 1 1 1 1 AAI I I I I ACTCGTTTCTTTATTAATATAGAAAAGGAGCCC 
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A GGGC AGCTGGACCAGTAGTACAAAGCACCAGGAGTTAATACCATTCTGGTGAAGGGGATG 

GTTTTACAAAAGTGAAGGAGCAGGCAGGAGCCACCAGGTTCTGAGGCCAGGCCCAGCCTAC 

TGCCCAGAACCCCTGAAACGGCTCCCTGGGAAAAAGCTGACAGATGGGTCAGGGGTGGATT 

GAGCTGGAAACCATGGGGACAGATGGCAGGGATAGAGGGTCATGCAGTGGGAACCACCCA 

GTGGCTGATAAGGACAGGGAACTTGTGGCTGGAGGCTCCCCATTGGGCCATGGGCAGGGG 

CTTGCAGATGGCCTCAGCTCTGGGGGCAGGTAGAGAAACTGCAGAGACTGATGGGCATGG 

AGAACCCAGACATGGCCCTGGGGCTGAAGGGCCTTTCCACCCTCTCTTCACCAGGAGCCAC 

CTTTGCTCTATACTACATATGGGGGTTCAGGGCCCAAGGCACAGGGGAGGCTCAGAGGCCT 

CCAGTTGGGAGGAAGATGGGGCAAGGAAGGAAGCACTTGAGTGTCCCTAGCTTAGGCAGC 

CGGGGATGAGACACAGGCAGGACAACAGCACCCCCGCATAGTGGGGCTAGAATGTGGGAC 

AGGGACGGGCTTATCCTCGGCCAGTGACTAGGACCAGCCCCATGGCAATGGTGCCTGTCTC 

CAGCCTTAGCAAATCAAGTGTGCAACAAGCACAGGGTGTCGGCAGACCTGGGCTCTAGCCT 

TACAAGCTCTGCCAGAACTTGAATCACACAGAGCTGTATCACCATGGTCCAGCCATGTCCTG 

CCTTGGCCTGTTTCCTCCTCTGTCAATGAGGGCTTTGAATAAGACCTCCTAGGTCATGAAAA 

GGACTCTGCAGGTGAAGGGAACTCCAGGACCTGCTCTTGGCAGTTAAGCAGACCCTGGATG 

GAACTGGTATGGGATGGGGTGAAGTGGGGGATGGAGGAGGAAGGTGTTCTTGCATGGAAC 

CTATCCCCACAAACACTACAGAGTGAGGAAAGGCCACTGGAAGCCCTTCTTTGCCCAGAGG 

AAGAAAGGCCACAGAGAGAGTGAATGTGGGTTGGTGGAATSGGTTGAeATGCTCCACCATCT 

GGGTAACACTTGGCAAGGAGTGGATGGGTGGCATTGTGCAACCCTTTATGTTCTTCCCTGG 

GG GTGG CACTCAAGGCCTCTTGTGGCTTCTGCCTTCAGCCTTCAGTGTAGGGTCAAGAGTG 

TTCTTTTCACTGTCGTCCTGTTCTGGGAACAGCACAAGACTCTGCCTGGCTGGCACATGTTA 

GTTGGTGAGGAAAGGACAGAGTGGGTGAGTAAGCAGACAGGGAGGTAAGAGTGACTCTCT 

GGCTTTCTCCTCTTCCTCTTCAGAGAGCAGCTCAATCAACTGAGTCGCAGATCTCCTCCACC 

ACAGCATTGAAGATGTGTGGCTGGTCAGCATAGACATGGTGGGAGGCACCCTTAATCTCCA 

TGTCTCGGACATAGGAATCCGGCCGCTGCATCTTCACCTTTTTTCCCGTACTGGTATCTATC 

CAGGTGTCGGACCCGTAGATCATAGTGATAGGCACATCTTTTCGAATCAAGTGAATTCGCTC 

CAGCATAGGGCGCCGGGCCCAGCCAAAGGACTCCATCATGGCTTTGAATGCTGTCTCACCA 

CTGGGATTCTGTGCGTTGCAGTGGTAAATATACTCTGATATGGTATCATCTTCAAAGAAGTCT 

GCAAACTTGCGTTTGAAGTCCGGCCGGAATCGCTGCACCAGACCAGGCCCCCAGGGCCCA 

GCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACAGATGCCACGGCTTTGACCC 

AGGCTGGGGGTGCACGGATCTCACTGGGGTTAGTTGGTCGGAGGGGAAAGCCCCATGGGT 

CCACCAGGATGAGGTGTTTAACTCTATCAGGGTACTTGATTGAGTAAGAAGTGGCCAGGAAT 

CCTCCCAAACTGTGCCCCAGGAGGATCATGCTGGGGATCCCCATGGTCTCCCGCCATGTCT 

CTATCGATGTCACAAACTCATCCTCAGCCCCCTCCGGGTCCCTTGGGAATGCTGGCCTTGA 

GCTTCGCCCGAAGCCAAGCAGATCGAAGGTGTGCAGTGTGCGGCGGGCACTCAGTGAGTC 

CATGTT GAGG ATCCAGAGACCCACGCCGCCCCCAAAACCATGCACCATCACCAAGGGGGTG 

CGGTCGTTTTGCTCGGGGCTCACAGTCACCGTCCAGATCTTATTCTGGTTTGGGAGGGATA 

CATATCTGGCCAGGAACTTATTCTGGAGACACTGGAGGATCCTGGCTTCCACATTCTTCAGC 

TGAGACATGGAAGTGGGGCGCCACGTGGGCAGCCAGCTACTCAGCCAGCCTTGAGACTGC 

TGCTCCAGATCATCGGCCATAGTAAACAAGCCTTGCCAGGTCCTGGCGAGCCCGCCCAGCC 

CCCTTCTGTCGTCTTCTCGCAGCCGTAGTCGACGCGGCCGCGAANN 

>159 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
CCCCTTCGGAGGAGGAAGGAAGTCCCGCTGCCACCTTATCTCTGCTCCTCTGCCTCCTCCC 
TGTTCCCAGAGC I I 1 1 ICTCTAGAGAAGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 
TATT CAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAG 
TTTTGCMCATTGGACCAAATACMTGMGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTG 
GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GTGGAGCTGGGGTGCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCACClTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGTCCTCCATGCTC 
ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTCTTCCCCCTC 
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GTGGCAGGCCATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 

CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 

GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 

AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 

ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAGGCCCGTTATGATGGTGATCAGC 

CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 

CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 

AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAAGG 

CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 

GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCATATTGGGCAGT 

TTGGACTGGTCAAGGGGAAATCCATGCCATATGACTTTGATATTCGTGTGCCT I I I I I I ATTC 

GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 

CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACGGCAAGTCTGTCC 

TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 

TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 

GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 

CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 

TGGjDAA^CTTC^AATrCACjA^TGT^ 

ACGCGGAACCTCT ACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 

CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTCTTGAGAAACCAGGG 

GACTCCAAAGTACAAGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 

TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 

AGAAACATTGCTAAGCGTCATGATGAAGGCCACAAGGGGCCAAGAGATCTCCAGGCTTCCA 

GTGGTGGCAACAGGGGCAGGATGCTGGCAGATAGCAGCAACGCCGTGGGCCCACCTACCA 

CTGTCCGAGTGACACACAAGTGTTTTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 

TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 

TCTGCAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCCTG 

AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 

AAATTAAAGAGCCATCTTCAGCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 

ACTTTTCAAGGAGAACAACCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 

GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 

CAGACAGCCCCGTTCTGGAACCTGGGATCTTTCTGTGCTTGCACGAGTTCTAACAATAACAC 

CTACTGGTGTTTGCGTACAGTTAATGAGACGCATMTTTTCTTTTCTGTGAGTTTGCTACTGG 

CTTTTTGGAGTATTTTGATATGAATACAGATCCTTATCAGCTCACAAATACAGTGCACACGGT 

AGAACGAGGCATTTTGAATCAGCTACACGTACAACTAATGGAGCTCAGAAGCTGTCAAGGAT 

ATAAGCAGTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 

GACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCA 

GACATCAACTGGCAAGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACAG 

ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 

TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTC 

AAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCTCCTCTTCACTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

TTTTTAACTTTTTTATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCATCGTTATAATTTACTATCTGCCAAGAGTAGAAAGAAAGGGTGGGGATATTTGGGTTGGC 

TTGGTTTTGA I 1 1 1 I IGCTTGTTTGTTTGTTTTGTACTAAAACAGTATTATCTTTTGAATATCGT 

AGGGACATMGTATATACATGTTATCCMtCAAGATGGCtATAATGGGCTTTCTCAGAGATAA 
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AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>160 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
CCCCTTCGGAG GAGGA AGGAAGTCCCGCTGCCACCTTATCTCTGCTCCTCTGCCTCCTCCC 
TGTTCCCAGAGCTTTTTCTCTAGAGAAGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 
TATT CAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAG 
TTTTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTG 
GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GTGGAGCTGGGGTCCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCACCTTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGTCCTCCATGCTC 
ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTCTTCCCCCTC 
GTGGCAGGTCATGCATGAGCCTCGGACTTTTGCTGTATATC^ 

GAG667TTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 

GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 

AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 

ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAGGCCCGTTATGATGGTGATCAGC 

CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 

CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 

AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAAGG 

CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 

GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCATATTGGGCAGT 

TTGGACTGGTCAAGGGGAAATCCATGCCATATGACTTTGATATTCGTGTGCCI I I I I 1 1 A TTC 

GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 

CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACGGCAAGTCTGTCC 

TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 

TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 

GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 

CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 

TGGCAAGCTTCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 

ACGCGGAACCTCTACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 

CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTCTTGAGAAACCAGGG 

GACTCCAAAGTACAAGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 

TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 

AGAAACATTGCTAAGCGTCATGATGAAGGCCACAAGGGGCCAAGAGATCTCCAGGCTTCCA 

GTGGTGGCAACAGGGGCAGGATGCTGGCAGATAGCAGCAACGCCGTGGGCCCACCTACCA 

CTGTCCGAGTGACACACAAGTGTTTTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 

TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 

TCTGCAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCCTG 

AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 

AA ATTA AAGAGCCATCTTCACCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 

ACTTTTCAAGGAGAACAACCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 

GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 

CAGACAGCCCCGTTCTGGAACCTGGGATCTTTCTGTGCTTGCACGAGTTCTAACAATAACAC 

C TACTG GTGTT TG(XlT ACAGTTMTGAGACGCATMTTTTCTTTTCTGTGAGTTTGCTACTGG 

CTTTTTGGAGTATTTTGATATGAATACAGATCCTTATCAGCTCACAAATACAGTGCACACGGT 

AGAAeGAGGCATTTTGAATCAGCTACACGTACAACTAATGGAGCTCAGAAGCTGTCAAGGAT 

ATAAGCAGTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 

GACCTAGACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCA . 

GACATCAACTGGCAAGGCCTAGAGGAGCtACACAGTGtGAATGAAAAGATCtATGAGtACAG 

ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 
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TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTC 

AAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATCMCTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCT CC TCTTCA CTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

I I I I IAACI I I I I I ATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCAT CGTT AT AATTTA CTATCTGCCAAGAGTAGAAAGAAAGGCTGGGGATATTTGGGTTGGC 

TTGGTTTTGATTTTTTGCTTGTTTGTTTGTTTTGT 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 
AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 
CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>16t 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGTGTGGGGTGGGGTGGTGGGG 
GGGGGGGGG GGGT G&TGTCTGGCAGTCTTTCAGGGTGCAATTTTGTTTATATACACTGTAT 
GTATATATTTCTTTTAGATTTG GCTG TAGTGGACTGGCCATGGTTCAAGTGGGACTATAGCAG 
TACATGGGTCAGGGACAGTCATTTTGGCTATGTACACATTCATAGTCGGTCCATGGCTTCCA 
ACTAGTAGCGCTATTTCCGAAGGTCTAATACACAAACTGAACCATCTGATGCACTGGCTCCA 
ACTTTGTCTCCTGCTGCATTCCAGCAAACTTCAAATATTCCACCTGTTCCCCTATAGCTGTGA 
ACTAGAGCACCTGTCTGCGTGTTCCAGATGTGTACACATTTGTCAAAAGAACCACTTGCCAG 
ATACCTGCCATCAGGACTGAAAGCTACACTGTACACAGGCTCTTGGTGTTTTGTCAAGGTAT 
GGATGCATATCCCTCGGTCTACATCCCATAACCTAACAGTAGAATCAAAGGATGCACTTGCT 
AACATAAGGTTGGCATTTGGATTATTAGTCCCTGGTCCTG7TGGACTCCATTTGATAGTATAA 
ATTTCT1TATTATGTGCTTGCAAATCATGGACACMTTGTCTTGTTTCATACTCCATATCTTTAA 
AGTCATGTCGTCAGAACAGGAGGCCAAGAGATTGCCAGTTGGGTCCCATTTGATAGCATTTA 
CTTCATTCGTATGTCCTTGGAATGTTTTAATAGGTCTGTCTTGTCCTAATTTACAGACATGAAT 
GCACATATCTGTACTACAAGAAGCAAAGGTGTTGTTGCTCTGCCAATCAACATCCAATGCTG 
GTGCTGAATGAAAAGGAAACTGTTGCTTGGCTTCACCAGTATGTGCGTCCCAAATAATTGTA 
GTCTTGTCTACTCCAGCACTTAGGATGAAATTTCCTTTCTITATTCCATTTTAATGCAAATAT^ 
GGCCTTTATGCTGCCCTAAGGTGCTAGCAAGGTTACCATCTTTAGTCCATATTCTGGCAAAC 
CCATCATAGGAACCAGTTGCTAGAAGTGTACCTTCACTATTCCAATCTAGAGATGTGACATCC 
TTGTTGCTTGGAACATCTTGCCCTCCTTCTCGTATACAATGTCTAAGTACTAACTGTGTAGAG 
CCACTGGTGCTGTTCTCACTAAGATTCCATATTCTTGCTGTTGAGTCTCCAGACCCTGATGCT 
AGGAGATCACTAACAGGGTTCCAGGCACAGATAAAAACTTCAGATTCATGGCCCCGCAACAC 
AACAGTCmATTAGGAGGGATTTCAACATCCCCATCCACTTCCATCATATCAGTATGATTATT 
TGCTATAGTATGTGCTCCATTCTCCTCCCCATTTGCTGTGTTTTCTCCA I Mil I GCAGATCCT 
TGTTGGCTGGCTGCAGCTGCGGCAGCTGCAGCAGCTGCTGCCTGTTGCTGTGCAAGCTTAT 
CTCTATAAGCTTGTTGTCTTGTTTGTACTACATCAGGCATTACGGCATCTATCAGGGACAGAG 
ACTCTATTGGTCGACCATCAAACAAGGTACCATCCTCATTAATACTAACTTCTGCTTCTACAT 
ACTGTAGACCTTTCTGGATGATAGAAATCAATGCAGCGGGTGGGACGAGGGCACCATTTATA 
TTGGACTGACTGATATGGCTTTCTATACCAAAGGTAAATGCTGAATGAGAAAATCCTGACTCT 
TGCAAGTATCTATATACCAAGAAGTTGACCTCATCACTGCTTATACTCATCTTTATTCCCACTT 
AAACCATGAGGTCACAACACAGGATATAACCCATTGGCAGTGCATTGATGTGGGGATGTGCA 
ACTGAATATCCGGTCACCGCCAATCACAAGTTGCTGTTGTTGATGCTGGAAACGGTGGCCTC 
CAACGCCGCTCCCCCCTCCCGGGAATGGAGGCACAAGGAAATTCCCCCGGACGCGGGGTC 
GATCCN 
>162 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAACTAGGAMCCCCAGGCGCAGAGGCCAGG^GCGAGGGCAGCGAGGATCAGAGG 
CAGGCCTTCCCGGCTGCCGGiCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
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CCCCTTCGGAGGAGGAAGGAAGTCCCGCTGCCACCTTATCTCT6CTCCTCTGCCTCCTCCC 

TGTTCCCAGAGCTTTTTCTCTAGAGAAGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC 

ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 

CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 

TATTCAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAG 

TTTTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTG 

GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 

TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 

GTGGAGCTGGGGTCCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 

CCACCTTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGTCCTCCATGCTC 

ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTCTTCCCCCTC 

GTGGCAGGCCATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 

CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 

GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 

AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 

ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAGGCCCGTTATGATGGTGATCAGC 

CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 

CTTCGCAACACAXA-A.CXCCTAGTTATA^.GTATGGAGGAAATATGGATAAAGACTGGATTATGC 

AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAAGG 

CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 

GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCATATTGGGCAGT 

TTGGACTGGTCAAGGGGAAATCCATGCCATATGACTTTGATATTCGTGTGCCI I I 1 1 I IATTC 

GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 

CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACGGCAAGTCTGTCC 

TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 

TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 

GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 

CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 

TGGCAAGCTTCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 

ACGCGGAACCTCTACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 

CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTCTTGAGAAACCAGGG 

GACTCCAAAGTACAAGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 

TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 

AGAAACATTGCTAAGCGTCATGATGAAGGCCACAAGGGGCCAAGAGATCTCCAGGCTTCCA 

GTGGTGGCAACAGGGGCAGGATGCTGGCAGATAGCAGCAACGCCGTGGGCCCACCTACCA 

CTGTCCGAGTGACACACAAGTGTTTTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 

TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 

TCTGCAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCCTG 

AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 

AAATTAAAGAGCCATCTTCACCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 

ACTTTTCAAGGAGAACAACCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 

GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 

CAGACAGCCCCGTTCTGGAACCTGGGATCTTTCTGTGCTTGCACGAGTTCTAACAATAACAC 

CTACTGGTGTTTGCGTACAGTTAATGAGACGCATAATTTTCTTTTCTGTGAGTTTGCTACTGG 

G l 1 1 1 I GGAGTATTTTGATATGAATACAGATCCTTATCAGCTCACAAATACAGTGCACACGGT 

AGAACGAGGCATTTTGAATCAGCTACACGTACAACTAATGGAGCTCAGAAGCTGTCAAGGAT 

ATAAGCAGTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 

GACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCA 

GACATCAACTGGCAAGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACAG 

ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 

TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGAGTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTC 

AAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

AlTCCAGAAGTTMTCATiTGAATTCTGMCACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 
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GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCT CC TCTTCA CTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

TTTTTAACTTTTTTATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCAT CGTT AT AATTTA CTATCTGCCAAG AGTA GAAAGAAAGGCTGGGGATATTTGGGTTGGC 

TTGGTTTTGATTTTTTGCTTGTTTGTTTGTTTTGTACTAAAACAGTATTATCTTTTGAATATCGT 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 

AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>163 

>164 

>165 

CACTAI I I I 1 1 I I I I 1 1 I IGAGATGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCA 
ATGGCACAATCTCAGCTCACCGCAACCTCCACCTCCCAAGGTTCAAGTGATTCTCTTGCCTC 
AGCCTCTGGAGTV^TGGGATTACAG^ 

GGGGAGACATCCCTCAGTGCTTAGACATATTCTGAGCCTACAGCAGAGGAACCTCCAGTCT 

CAGCACCATGAATCAAACTGCCATTCTGATTTGCTGCCTTATCTTTCTGACTCTAAGTGGCAT 

TCAAGGAGTACCTCTCTCTAGAACTGTACGCTGTACCTGCATCAGCATTAGTAATCAACCTGT 

TMTCCMGGTCTTTAGAAAAACTTGAAATTATTCCTGCMGCCAATTTTGTCCACGTGTTGA 

GATCATTGCTACAATGAAAAAGAAGGGTGAGAAGAGATGTCTGAATCCAGAATCGAAGGCCA 

TCAAGAATTTACTGAAAGCAGTTAGCAAGGAAAGGTCTAAAAGATCTCCTTAAAACCAGAGG 

GGAGCAAAATCGATGCAGTGCTTCCAAGGATGGACCACACAGAGGCTGCCTCTCCCATCAC 

TTCCCTACATGGAGTATATGTCAAGCCATAATTGTTCTTAGTTTGCAGTTACACTAAAAGGTG 

ACCAATGATGGTCACCAAATCAGCTGCTACTACTCCTGTAGGAAGGTTAATGTTCATCATCCT 

AAGCTATTCAGTAATAACTCTACCCTGGCACTATAATGTAAGCTCTACTGAGGTGCTATGTTC 

TTAGTGGATGTTCTGACCCTGCTTCAAATATTTCCCTCACCTTTCCCATCTTCCAAGGGTATA 

AGGAATCTTTCT GCTTT GGGGTTTATCAGAATTCTCAGAATCTCAAATAACTAAAAGGTATGC 

AATCAAATCTGCTTTTTAAAGAATGCTCTTTACTTCATGGACTTCCACTGCCATCCTCCCAAG 

GGGCCCAAATTCTTTCAGTGGCTACCTACATACAATTCCAAACACATACAGGAAGGTAGAAA 

TATCTGAAAATGTATGTGTAAGTATTCTTATTTAATGAAAGACTGTACAAAGTAGAAGTCTTAG 

ATGTATATATTTCCTATATTGTTTTCAGTGTACATGGAATAACATGTAATTAAGTACTATGTATC 

AATGAGTAACAGG AAAA TTTTAAAAATACAGATAGATATATGCTCTGCATGTTACATAAGATAA 

ATGTGCTGAATGGTnTCAAAATAAAAATGAGGTACTCTCCTGGAAATATTAAGAAAGACTAT 

CT AAATGTTG AAAG ACC AAAAG G TT AAT AAAGTAATTATAACTAAG AAAAAAAAAAAN N NN N 

>166 

>167 . 

>168 

>169 

NNNNNNGGACCCGGCTGCGGTGGCTGCGGGACTGACGCGCCCACCGGAGCAGGC 
AGCTGGGGGTGGGGGGGCGGCCCTGGGATAGGGGCTGTGGCAGTACGCGGGGACCCGG 
CTGCGGTGGCTGCGGGACTGACGAGAAACTACTAAAGTTCCTGGGGAAGCAAAGTAGAATT 
TCATAAGAACAAAATGGATGGAGAGGAGAAAACCTATGGTGGCTGTGAAGGACCTGATGCC 
ATGTATGTCAAATTGATATCATCTGATGGCCATGAATTTATTGTAAAAAGAGAACATGCATTAA 
CATCAGGC ACGAT AAAAGCCATGTTGAGTGGCCCAGGTCAGTTTGCTGAGAACGAAACCAA 
TGAGGTCMTTTTAGAGAGATACCTTCACATGTGCTATCGAAAGTATGCATGTATTTTACGTA 
CAAGGTTCGCTACACTAACAGCTCCACCGAGATTCCTGAATTCCCAATTGCACCTGAAATTG 
CACTGGAACTGCTGATGGCTGCGAACTTCTTAGATTGTTAAATAAAATAAATTATAATAAACT 
GT TAAC TCTTTTCAGTATTTMTACCTGTAGTTCATTTTGGGGATTTCAAAGACI 1 1 1 1 IGCCA 
CATTTTGGGAAATATTGAGCACTTATTTCTTACGGGTATGAATATGCCCCTMTCTTGAAAATT 
CTGAAGGTC CAAAA TGCTCCCAATGAGCATTTCCTTTGAGGCACGAGGTCAGGTCCTCAAAA 
MGCTTTGAATTTTATGAGCATTTCXaGATTTTAGTATTTTCCAGATTAAGGCAtACtGAACCTG 
AATTTAGGGAAACTACATTTATTCCATCAGATCACTCATGGGCATGCTTACTATGTGCCAGAA 
AATGTGCAGGGCACTGAAATAGAGTGAAAAAGACACTGGCTCACCCATGAAAATGTATAATG 
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CAGTTGAGGGGAGATAGGCAATCAAATATACAATTATAATACAGAATACATTCAATAATAGTG 

GAAGTACCTGCCCGGGCGGCN 

>170 

ATATATTATCTTATAGAAATAACTAAGGGAAGTTAGTGCCTTGTGACCACATCTATGT 
GACTTTTAGGCAGTAAGAAACTATAAGGAAAGGAGCTAACAG TCATG CTGTAAGTAGCTACA 
GGGAATTGGCTTAAAGGGCAAGCTGGTTAGTACTTAGCTGTGTTTTTATTCAAAGTCTACATT 
TTATGTAGTGGTTAATGTTTGCTGTTCATTAGGATGGTTTCACAGTTACCATACAAATGTAGA 
AGCAACAGGTCCAAAAAGTAGGGCATGATTTTCTCCATGTAATCCAGGGAGAAAACAAGCCA 
TGACCATTGTTGGTTGGGAGACTGAAGGTGATTGAAGGTTCACCATCATCCTCACCAACTTT 
TGGGCCATAATTCACCCAACCCTTTGGTGGAGCCTGAAAAAAATCTGGGCAGAATGTAGGAC 
TTCTTTATTTTGTTTAAAGGGGTAACACAGAGTGCCCTTATGAAGGAGTTGGAGATCCTGCAA 
GGAAGAGAAGGAGTGAAGGAGAGATCAAGAGAGAGAAACAATGAGGAACATTTCATTTGAC 
CCAACATCCTTTAGGAGCATAAATGTTGACACTAAGTTATCCCTTTTGTGCTAAAATGGACAG 
TATTGGCAAAATGATACCACAACTTCTTATTCTCTGGCTCTATATTGCTTTGGAAACACTTAAA 
CATCAAATGGAGTTAAATACATATTTGAAATTTAGGTTAG GAAAT ATTGGTGAGGAGGCCTCA 
AAAAGGGGGAAACATCTTTTGTCTGGGAGGATATTTTCCATTTTGTGGATTTCCCTGATCTTT 
TTCTACCACCCTGAGGGGTGTTGGGGGAATTATCATTTTGCTACATTTTCAGAGGTCATCCA 
GGATTTTTGAA^.GTTTAGATTGTTTAGGGTT-AAGGAAGATGTACAGG-TGAGTGAAAGAeAeTA 
AATTCCTTCTTAGAAAAAATAGTGCTAAGGAGGNNN 

>171 

NNNCACAGTGGGCAGTTCTGCCATGAGCAGAGAACTGATGCGACATGTTTTGCTGC 
TTGGTAGCACTTTAAAAMTTTTTTGATTAATGAAGAAAGTAAAACCATAAACATTTGCCAAAA 
ATTCATGCCCCAGTATTAGCAATGAATTAGTTGCATTGGTTTGAGAAAGGCACATATTGGAG 
GGAAATCTTGGTGTAACTTAAATATTTGAAAATTACCTTTAATGCAATGCATAT CTGTTTA TTC 
TGGGAAATGTTTTAATGCCAGGGCCTGCTGAGTTGCTTCTTCTTGTGGAGAI I I I I I I I IAAT 
CTCCTGAGTTGTATAAAAGTTGTACCTGCCCGGGCGGCCGCTCGACGGCCGAGGTACAGTC 
ATAATCTCTTTTCAAGCCGGCCTAGCCCCTTGCCGGAACCTCGGCTCCCCCCCAACGAAACT 
ACTGCTAAGCCAACTGGACTACACTTCCCAGACTGCTTGGAGCCTCTCTCTCCGCAGAACCT 
CGTCTTCCGCGAGCTTTTCCTGGAGGTTCTAGGAGGGATGCCCCTCAATGCCACGACGCCA 
TTTCCTACTACGACTTCCATCATGCTCCGCGCCGCTCCGGGCGGNNNNN 
>172 

NCGGGAAGTTCCAACTGTGGCAGAAATGAAGATGGAACTTCTCAAGAATAAACAGTT 
TTGGCCGGGTGTGGTGGCTCACGCCTGAAATCCCAGCACTTTGGAAGGCCAAGGTGGGCT 
GATCACATGAGGCCAGGAGTTCGAGACCAGCCTGGCCAATATGGCAAAACCCCATCTCTAC 
TAAAAATATAAAAATGAGACGGGCATGGTGGCACACACCTGTAATCCTAGCTACTCAGGAGG 
CTGAGGCACGAGAGTCGCTTGAACCCAAAAGGCAGAGTTTGCAGTGAGCCAAGATCATGCC 
CCTGCACTCCAGCCTGGGTGACAGAGTGAGACTCTGTCTCAAAAATAAATAAATAGTTTCTA 
GCACTCATCCCCTAGATATCCCCCAAGTGTCTCTCTTCCCCTTTGGTCAAGGTTATAACTGG 
GATAATGATTATGACAGACTGGCTGGGTGTCAGAGGTACAGATTTAAGGTTGATGGACTCAG 
GGTAAGGATAGCTACAGCTGTGTGGGGCTGAAGGTCTGTGGCACTGAGCTACTGGGGAAG 
GAGGGCTCTGTTTTCATTGTGACACACTGAGTTAATAAAGCACTTACTGAGGGAGCCAGAGC 
CCAAACTCTAAATGTGCTGTAGAAAAAGGGCCAAGTCATTGACTGCACCACTCCTTCAGCCA 
GAGGTAGAAAGGATTTACTCTTCAGCCATCTGGTAGAGCCCCAAGAACAAGTTACATGTGGA 
CAAAGGGAGGGAGAGGTATCATGGTGATTAATAAATTCAAACAAAGCTGAATGATAAGACCC 
CAGGATGGAATACAGTCTGAGAAAGGCCTGGGCAAAGGGAGGCAGAGGGACTGAAGGAAG 
CAGGTCAAGGAAGATACACCCATGGTAGCCTAGGAAATTGGCAGTAGTGTTGGTGGGTGGG 
GAAAAGGAGGTTTTCTCGTTGGCCAACATGGTGTACCACTTGCGCTGGGCATAGGTGAACA 
CCCAGGAACGATCATCAACACCAATGCAGCTATCCCGGGACATGTCCACATCTGCCACTCCT 
ATCCGGAACTGCTGGGAGCGGTTCACTGTCACTTCCCAGTAGTGTCTGCCACTGGTGACCG 
CTGTGTCN 
>173 

CCACGCGTCCGATAGGTGAAAAAAACACTGCCATTCACAAGTCAAGGAACCCAGGG 
CCAGCTGGAAGTGTGGAGCACACATGCTGTGGAGCACACATGCTGTGGAGATTGCAGTGTG 
TCTGAGGTTTGTGTAGTAGTGGAAGATTTTAGGTATGTAGAGCAAGTTGAAAATGGATTGAG 
ACTGCATGGTGGCATAAATGAGAAATTGCCTGTAGCATC TAGTCT ACTTGAAGGAAGTGGAG 
ACATAAGGAGAGACAAAAACAGGTTTGTGCCATAAAGTATTTTTTCAAAGACACCAAGATGTG 
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GTAAATGAAAATTATTAGTTCACTTCCCTGCT6CCATGAAACTTTGCCTTAAGAAGGTGCTGG 

ATTCCAAGGTTTGTAAAGGCATCTCGGTAAAGACTGCTTTTTGAATGCATATGATTTTGCATC 

AGCTAGACTGAGTTGATTCTGACCAGACTTGATGGTTTTAAGTCGGAACCGATAAATTTTAAA 

AAGGAGAAAAAATAATTTGACCTAGTAGTATAAAACATGAGGCTTTAATGGTACTTTGCTATG 

AAAAGAAAACACTGTATTCCTTATGCAAAACACATGTATCTTTCATTATTTATAAGTGGGCCTC 

TCTTAGGCTCAGTTACTCAaTCAtACGTAGTATttttttaAAATAAttTATATc 

>174 

>175 

AGGGAGTCCGCCCACGCGTCCGCCGGGTTTTAGTTCCTCGGGGAGCCCCTGGTGC 
CCCGGATACGGCTGATTTGTCGTGTGGGACCTGTTCTGGCTGCTCCAGCCCCAGGAAGGAC 
CCAGGACACCCGGAAGCCGGAAATGGACTCAGTGGCCTTTGAGGATGTGGCTGTGAACTTC 
ACCCAGGAGGAGTGGGCTTTGCTGAGTCCTTCCCAGAAGAATCTCTACAGAGATGTGACGC 
TGGAAACCTTCAGGAACCTGGCCTCGGAATCCAATGGAAAGACCAGGACATTGAGAATCTG 
TACCAAAACCTGGGGATTAAGCTAAGAAGTCTGGTGGAGAGACTCTGTGGACGTAAAGAAG 
GGAATGAACACAGAGAAACTTTCAGCCAGATTCCTGATTGTCACCTGAACAAGAAAAGTCAA 
ACTGG AGTG AAACCATG CAAATGCAG CGTGTGTGGG AAAGTCTTCCTCCGTCATTC ATTCCT 
GGACAGGCACATGAGAGCTCATGCTGGACACAAACGATCTGAGTGTGGTGGGGAATGGAG 
AGAGACGC.CGCGTAAAGAGAAACAACATGGGAAAGGGTGGATTTGGGGGAGTAGTGGTGGA 
CGGCGCACAGTAACACCAACTCGAAAGAGACCTTATGAATGCAATGCTGTGCGGGAAAGCC 
TTTAATTCTCCCCATTAATCTCACATCCATCAAAGGATCTCACACTGGAAAGAGGTCCTATAA 
TGTAGGAATGTGAGAGCTCCCAGTTTCAGGTTCTTCGAGACGGGAACTGCTTCTGGGAAAA 
GGTTGATGTAGTCGGGGGAAACCTTGATTCCCGGTTTTCATTCGTAGACTCCGGAAAACCTC 
ATGTACAGGGAAGCTTTCGAGACGGCAAAATCCCNN 
>176 

tgtgatggcccacaagaatagggaaatgaactagagcacaaaccattttcaacagtcttcagtagtaagtcattcgttggaa 
aaacaggcaagctgctacattcctcaatggaggaagttttggagtttgacgtcctattctggttggtCAGCAAGGTGTttggatGG 
CATACAGTGTGCaacAGGGGTGGTACAGTTGGATttgGCATCACCGTTGCATTTACTTGTGATG 
CATCAGAGACACaacCTGTTGAAACATGAGAAAGCATTTCGGCACCCTCAAATGTACTGGGAA 
TGCCAGCAGTTTCCAAAGCCTGTTTAATAATTTCACTACCTTCTTGACTGACACTGGTATTAA 
AGTTAGTCACACCAGATCGAGGAAATGTATTTGGTAAAAATGCTGGCGAGCGATTTTCAGCA 
AGAAGCTGTAGAAATGATGGATCTTTAAAACATGCTTCTGGATTGAAGGTAGATTGTTGTGG 
CTGCTGCAAATTTACTGCATTTGTGGAGAGAATCATGCTGGCAAGAAGAGAAGGCTGTCCAT 
TACTCTGTAGAAGTTCttgAGCAATttcgGCTCCATCCAGTGGTTtacAGTAAGATCGCTtggATAAG 
TGCCCACCCAGTGATCTGGGATTAGTAAAAGCCCTGTAACACCTGCTACAGATAAATTTCCC 
ATCTCTGATAATTGCAGGCCATTTAGCCCTTTTGTTGTGCTTAGGTTTTCTTTCCTTCCCATTT 
GGGCCCCGCCCACGGTC I I I 1 1 1 AACI I \ H CAGGTGCAGACTGTTGGGCATTGGTGCTACT 
GAAGTTATTTGCAACATTCACTTGTGAAGGAAAAACTGCATTTTCACCATTACCCCCCTTTAG 
AAAGGAGGMTTAGTGTTTCC7TCAATCTGTGAGGAATAATGATTTGTATTATTTTCCAGTTG 
GGAAAAAACAGAATTAGTCCCACTATCTGCTGGTGAAGGGAAGAGAGACATTGAACTACTTT 
CTGCAGGTAAAGGAAGGAAAGGATCTGAGCCACTGTCAATA TTCAA AGGCAGAACTGTTTTG 
GTTAGATCTTCCATTTGTGCTGGCAAGGCAGTACTAGGTAAATTTTCCATTTGGGAACATAAC 
ATACCACCTTGTTCATTTTTATCCTGAGMGTTATATTTGGATTTATGACACTTTCCATTGAGG 
ACAACAATGGAGTTGACACACTTGCTAAATGAGCTGGAAAAATGGGTGGCGAGACATGCTG 
CAACTGGGCCGAACAAGCAGGATTCCCATTGGCTTTGGTCTGTGATGTAAAAAATGGATTTG 
AGCTGTTCACCGGTGATGGCAAAAAATAAACAAACTTTCCATTATTTGGTGTATTTAAGTTGT 
TAGCTTTCTGACCTTTTTTACTTTTGCGCTGCATTTTAAATGCAGCATATTGGTCAGGGTGTG 
CTGTCTTCATGTGTTTCCCAATACTCTGTGAAGAATTATAGGTTCGAGTACATCCCTCGACCT 
GGCAGCTGAATTTCTGAACTGGAGCTTTTGGAGGCACTGATGGAGTTCCTAATGAATTACTT 
AGGTCGGACTGCGGTGGAACAAATGCAATACTTTCTAATGTCTTAAGAGGTAAATTATAAAGA 
TTGGATGATGTTTTMCATTATCTCCACATTCAAATTTGGAAGTTGGTAAATTGTTTTGAAATG 
CTGCCTGATTTTGCACAGAAMGGTCATCMGTTGTTCACTTGTCTTTCTAAGTTTTGTGGGG 
TAAGGTCACCTATTTTGAGAGTTTCTGAATTTACTAAAGAATTCTGAGTAACATGGGCATCAT 
TAAAGCMTCTTGTTCTTTTCTCTCCTGGAAACCTGGATGACACAAATCATTACAAGTATCTTC 
AACTGGCGTATGTAAGTCTGTGACCAGTGCTTCACCACTGCCTTCCACAGTTGAGTTTTCTT 
GCTTTCCAAAGTTATCCTCAATCCCCTGATTGAGAGACACCTTAATGGACACAGCTACTTCAC 
TGGATTGAAGTAGAGGAGTAGTAGCAGGGTTTTCCAAACCATTTGACAATGGTCCATTAGCT 
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TGCCTGAGCTCAGAGGCAGAAATCTGGTCTTGTTTGGTCACAGCTGATTCTGCTTTGCTTTT 

ATCCCAAGCATCACTTCTATCTGCTAGTAAGCTGttctcaacgTTATTTTCTGAAGGAAGCATAGA 

TCTTTCTTTCTCAATATTCTCTGCTGTGTTCTGATTCACTTCAGAAGGCTGAATGGAATCTCCA 

GATGAATTAAGTTGGGCTTCAGGAGGCAGCACTTTTTCAGGAGGAGT 

>177 

>178 

TGGCGGCCGCCCGGGCAGGTACCAAACCATTTTCACTAGTTCAGGATAGGAATATT 
CATCAGATTGTCTCTGTAAAAGTGAATCACAAAAATTCCACCTGTGTAGGTGTGGGACTGGA 
CAGCTGAGTGACAGGGCCCTGGGAAGAACAGAAACCACTTTTCCTCTTTCCTCTGAAATATC 
AGAAGTTAAAAATCTACTCTGAGTTATATGTGCATCAATTTTAGACATATTGCTGATTTTATTA 
TGAAAATGAAGTGCTAAAGACAAAGGATATTTCCATTCCTCTGGACAGGCAGCCACAGACCA 
GCACTGCTTGACCCATGTGTATACACATGTGTGCTTTGTACCAGGCGAAGGCAGCTCTTCCC 
TCCCTTCAGTTCCATTTACACAACTCATCTTCTTTAAAGTTTCTTTGGATTTCATGATCTGGCA 
ATGA AACTCA TTTTCTTTATTCTTCAGTCTCTGTCCTGGTAAATTTCCAGGTATACAGATTTTG 
CCAGTTTTTTCAACTAGTTTATCTTTTGGGGCTTTATTATTTGTTTCTGACAACACTGCAGATG 
AGTCTGACTTCTGGCTAACTTTACACAAAAAATGTACTGTAAATTCATGCTGAGATCTGGGCA 
GGCAGAGGTATGCANNN 
>179 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCC ACAC AAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 
CCAATCTA I 1 1 CI ICCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 
GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTMTTGTTGTTACTTTT 
AG CTG CTCTTGT AAG GCCTTC ATTTG CTCTTGC AAATTCCTTAATTCCTCTTGC AACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 
GGGMCTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 
GtCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTCTGAATTACAAT(XMGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 
GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 
ACAGCTGAACCCGCCAAAATCGGACNN 
>180 

nnatgtggttacgacccactgtattgaggtgacgcgatccataggctgtggtgttt 
gttttcgctgatccacacaaacgttggggcactgtctattcatgtgttcaagctgaaggctc 
gttctcggttgtcattttacagtgi 1 1 i ictacggggttacattacaggaatgttgtagcgac 
gtttagcccgtggagtatcaacgtcttgagacfccgtgtgagactccctggtttgttccaca 
acagtgtgtttttagattccgtacctttgattaaggaaca 

tattctgcaattccgtagtgcatgtaatgtattctgccgtctcgtagtgtgaagccatgcttg 
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GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 

GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 

TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 

GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCG GGGA 

GACTTCTCAGGGGAI I I I I GCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACT GTGATGC 

GGGAACT7GTTCTTCATCTGTTAAGTCCTCCATA"rCTCCA7^AGAGAGTGGCCAGAlTTtCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCG GGCT CGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>181 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTG I I I 1 1 AGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCX3TTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 
CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGT TTGT TCCGAGAAATCGT 
CTGTAGGGGTrGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCG GGGA 
GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTMTTGTTGTTACTTTT 
AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTA ATTC CTCTTGCAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 
GGGMCTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
■ TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 
GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTCTGAATTACAATCCAAGGCTGACTCA 1 1 I I CI I CCAGQAGTGCGGTCAGCAGAGACA 
GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAMCTTCGAAGGAG 
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GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>182 

NACAGCTGGCGAGTGTACCCGTTTCTGCGAGAGAAGCTAAAGAATGCCCTTGCGTG 
AGGAAATTAAATTTATGTTCAAGCTAAATGTCGTTTATGGCACTGGGAACACAAGCATTGTCG 
TAACAAGTTCTGGTGGAAATCCGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCC 
TTTCTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAG 
ATCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAAACAAAAACT 
GGCTGGCGATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCCAA 
ATCGACGAAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCAGCC 
CTAGAATTTCCAGTAGACCAGCAGACAGCCGGGAAACCAGATCCTCATCAAAAGACAGAAA 
GAAAAAAATTCGAAGCCAGCCTGAGAAGGGCCCTATTTCAATGCTGTTAACCACTGAGACTG 
CATCCTCAACAGTGAGACAGGATGGACCAACATACTCAAGCTCAAGGAAACATCTAACACCG 
GTCGGAAACTCATGGGATCACCGGTACCTAGGATTAGGCCATATAAAGTTTACCGTTACAGA 
ACCGCCTACTCTCATATTACGTCTCACAATGGACACTTATCCCTACCTATCCGGACAAGCCC 
CTGGGCATAGGGACCTAGCTGACAACACGCAGTACCAAGGGCCTTAAAAGCAGCCCAGACC 
CCCGTCTCGGCACAGGTGCCACATCACGAGACGCTATGGCTAAACCACAGTATAGACGGGC 
GCCCAAAXGAGAGGACACCGGGGGGGTTGGTTGTGAGGGGAGAAGAGCATGGCCATCAGA 
GGTAGGGCATAGAACATGACTACTACGCGGAGGGCAGCACAACGCAACACAATATATACAG 
AAAGAATGAAACGTACAGAAACTTCAGCAAGTGATCTGGTTTCTTGTGTTGTCTTCTCCTGAC 
CNNN 
>183 

tatagggagtcgacccacgcgtccggccagagtaaagcaaagagaaaggaagcaggc 
ccgttggaagtggttgtgacaaccccagcaatgtggagaagcctggggcttgccctggctc 
tctgtctcctcccatcgggaggaacagagagccaggaccaaagctccttatgtaagcaacc 
cccagcctggagcataagagatcaagatccaatgctaaactccaatggttcagtgactgtgg 
ttgctcttcttcaagccagctgatacctgtgcatactgcaggcatctaaattagaagacctg 
cgagtaaaactgaagaaagaaggatattctaatatttcttatattgttgttaatcatcaaggaa 
tctcttctcgattaaaatacacacatcttaagaataaggtttcagagcatattcctgtttatca 
acaagaagaaaaccaaacagatgtctggactcttttaaatggaagcaaagatgacttcctcat 
atatgatagatgtggccgtcttgtatatcatcttggtttgcci i i i i ccttcctaactttccca 
tatgtagaagaagccattaagattgcttactgtgaaaagaaatgtggaaactgctctctcacg 
actctcaaagatgaagacttttgtaaacgtgtatctttggctactgtggataaaacagttgaa 
actccatcgcctcattaccatcatgagcatcatcacaatcatggacatcagcaccttggcag 
cagtgagctttcagagaatcagcaaccaggagcaccaaatgctcctactcatcctgctcctc 
caggccttcatcaccaccataagcacaagggtcagcataggcagggtcacccagagaaccg 
agatatgccagcaagtgaagatttacaagatttacaaaagaagctctgtcgaaagagatgtat 
aaatcaattactctgtaaattgcccacagattcagagttggctcctaggagctgatgctgcc 
attgtcgacatctgatatttgaaaaaacagggtctgcaatcacctgacagtgtaaagaaaacc 
tcccatctttatgtagctgacagggacttcgggcagaggagaacataactgaatcttgtcag 
tgacgtttgcctccagctgcctgacaaataagtcagcagcttatacccacagaagccagtgc 
cagttgacgctgaaagaatcaggcaaaaaagtgagaatgaccttcaaactaaatatttaaaat 
aggacatactccccaatttagtctagacacmtttcatttccagcatttttataaactaccaaa 
ttagtgaaccaaaaatagaaattagatttgtgcaaacatggagaaatctactgaattggcttc 
cagattttaaattttatgtcatagaaatattgactcaaaccatattttttatgatggagcaact 
gaaaggtgattgcagcttttggttaatatgtc 1 1 1 1 1 1 1 i ici i 1 1 i ccagtgttctatttgctt 
taatgagaatagaaacgtaaactatgacctaggggtttctgttggataattagcagtttagaa 
tggaggaagaacaacaaagacatgctttcca 1 1 1 1 i i i ci 1 1 acttatctctcaaaacaatatt 
actttgtcttttcaatcttctacttttaactmtaaaatmgtggattttgtattttaagatcca 
gaaatacttaacacgtgaatattttgctaaaaaagcatatataactattttaaatatccatttat 
ctinrtgtatatctaagactcatcctgatttttactatcacacatgaataaagcctttgtatcttt 
ctttcttatc 1 1 ici i ictctaatgttgtatcatactcttctaaaacttgagtggctgtcttaaa 
agatatmggggamgataatattgtctgtctctatattgcttagtaagtatttccatagtcaa 
tgatggtttaat ag gtaaacc aaaccctataaacctg acctcctttatg gtt aatactatttaa 
gcaagaatgcagtacagaattggatacagtacggatttgtccaaataaattcaataaaaacct 
taaagctgacttcgtttgttatgtaggctgtatgcatatattgaaaacagaagtgaaactttc 
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GATTGCTTTTAAATAAATACCAACTAATGAATTTACTGCTAAGCTCAAAACCGtCTACGCTTAA 

GGTGAGAATCTTTGCCAACAGAAAGGCGTTGCTCTAAATCGCGAATGGTATTACGAAGAATT 

GCAATCTCCTTGTTTTTTTCTTCTTGAAAATGCTGAAGTTTCCTTCTGTAGATACTTTGT 

AAACAGTAGMTCCTGATATGATTTTGATTTAGTCTGAACTCTTGCTAGTTTGGCATCAAATTC 

TAGTTGTAGCTTGATTATTTCA I I I I 1 1 I I 1 IN » 1 1 1 GACT TCTTAGCTTTGCATT TAAC TCTG A 

AATTTCCATCTCCTTTTTCTCTATTAGTTCTTTGTGCTTTTCTTCATT^ 

GCATGTCCTGATAAAGTTTGCTTATTTCTTTCTTATATCCCTCCTCTTTGATT TTCA T^ 

ACAAGTTTGGCAATATTATTCTTATATTCCTGTTCATGAGACTTTAACTTCTCTTTTATAAGATC 

AGCACTTATTTTTAGTTGTTCATTTTCACCTTTCAAATTCTGTTGATAT^ 

GCCCTTTTATTATATTATGAAGAGTAGCACATTCTTCTTTAATGGAGACCTCCTTTGCTTGCAT 

T ACTTTT A AT AG G C A ATT ACTTTTTTCC A ACTG A AT ATCC AGT AT ATTGTTCTTTCC ATTG GTTT 

CTACCATTTTCTTTTCTATCTGTGAGAAGTCATTTATAAGTTTGTCAAGATTCACACTGCTAAT 

CTTTTTCATACATCCTTCACTGCTTTGGTCCATGCCTGCTGTTGCTCCTAGTTCCCCACAGTC 

TCCCTTTCCGCTCCCCGCGTACCTCGGCCGCCac 

>184 

nacagctggcgagtgtacccgtttctgcgagagaagctaaagaatgcccttgcgtg 
aggaaattaaatttatgttcaagctaaatgtcgtttatggcactgggaacacaagcattgtcg 
taacaagttctggtggamtjc.cgtacaxggatacgttcxc^ 

TTTCTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAG 

ATCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAAACAAAAACT 

GGCTGGCGATCTGGAGTAAAGGATCCTCACATCCACGTGA ACCAG GAAACTCTGTGCCCAA 

ATCGACGAAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCAGCC 

CTAGAATTTCCAGTAGACCAGCAGACAGCCGGGAAACCAGATCCTCATCAAAAGACAGAAA 

GAAAAAAATTCGAAGCCAGCCTGAGAAGGGCCCTATTTCAATGCTGTTAACCACTGAGACTG 

CATCCTCAACAGTGAGACAGGATGGACCAACATACTCAAGCTCAAGGAAACATCTAACACCG 

GTCGGAAACTCATGGGATCACCGGTACCTAGGATTAGGCCATATAAAGTTTACCGTTACAGA 

ACCGCCTACTCTCATATTACGTCTCACAATGGACACTTATCCCTACCTATCCGGACAAGCCC 

CTGGGCATAGGGACCTAGCTGACAACACGCAGTACCAAGGGCCTTAAAAGCAGGCCAGACC 

CCCGTCTCGGCACAGGTGCCACATCACGAGACGCTATGGCTAAACCACAGTATAGACGGGC 

GCCCAAATGAGAGGACACCGGCCGCCTTGGTTGTCACGGCACAAGAGCATCGCCATCAGA 

GGTAGGGCATAGAACATGACTACTACGCGGAGGGCAGCACAACGCAACACAATATATACAG 

AAAGAATGAAACGTACAGAAACTTCAGCAAGTGATCTGCTTTCTTGTGTTGTCTTCTCCTGAC 

CNNN 

>185 

ctgtcgcgcggccttatagttccggctgtggcgcgcggacggaaagtttatgccgacggaaagtttatgccgacggactGT 
GTCCGGCGATGGGCACGGGCATTTCTTCGTTTATAGCTGTCTGTTTGCATTCTGATTGGGAA 
CACTGGGATCATTTTCATCATGCCGACAGTGGTGGTAATGGATGTATCCCTTTCCATGACCC 
GACCTGTGTCTATTGAGGGGTCCGAGGAATACCAGCGAAGCACTAAGTAATATGGATGATTA 
TGACAAAACCTGCTTGGAGTCTGCATTAGTTGGTGTTTGCAATATCGTTCAGCAAGAATGGG 
GTGGTGCMTTCCTTGCCAGGTTGTCCTGGTGACAGACGGCTGTCTTGGCATTGGTAGAGG 
GTCACTGCGACATTCCCTAGCCACTCAAAATGAACGAAGTGAGAGCAACAGGTTTCCACTAC 
CTTTTCCTTTCCCATCTAAGTTAWATCATGTGCATGGCXBAAmGggaGGAGCTCC AGAGC 
ACCGATTCCTTGGMTGCCTTGAACGTCTCATAGATlTAAACAATggTgAAGGGCAGATTTTTA 
CTATTGATGgaxxx^GTGCTTG^AGAATGTACAGTCtatGtTTGGAAAACTGATAGATTTGGCATA 
TAcgcctttccatgctgttctcaagtgtggccacctaactgctga 
>186 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTrCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCGATGCTTG 
GCACATCCAGTrCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
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CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GMGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGMCTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTXCTXGTGAATTAGAATCCAAGGGTGAGTGATTTTGTTGGAGGAGTGGGG7GAGGAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>187 

NNNNNNCTAAACAGCCTGACACTGAGGGGAGGCAGTGAGACTGTAAGCAGTCTGG 
GTTGGGCAGAAGGCAGAAAACCAGCAGAGTCACAGAGGAGATGGCCAACTGCCAAATAGC 
CATCTTGTACCAGAGATTCCAGAGAGTGGTCTTTGGAATTTCCCAACTCCTTTGCTTCAGTGC 
CCTGATCTCTGAACTAACAAACCAGAAAGAAGTGGCAGCATGGACTTATCATTACAGCACAA 
AAGCATACTCATGGAATA7TTCCCGTAAATACTGCCAGAATCGCTACACAGACTTAGTGGCC 
ATCCAGAATAAAAATGAAATTGATTACCTCAATAAGGTCCTACCCTACTACAGCTCCTACTAC 
TGGATTGGGATCCGAAAGAACAATAAGACATGGACATGGGTGGGAACCAAAAAGGCTCTCA 
CCAACGAGGCTGAGAACTGGGCTGATAATGAACCTAACAACAAAAGGAACAACGAGGACTG 
CGTGGAGATATACATCAAGAGTCCGTCAGCCCCTGGCAAGTGGAATGATGAGCACTGCTTG 
AAGAAAAAGCACGCATTGTGTTACACAGCCTCCTGCCAGGACATGTCCTGCAGCAAACAAG 
GAGAGTGCCTCGAGACCATCGGGAACTACACCTGCTCCTGTTACCCTGGATTCTATGGGCC 
AGAATGTGAATACGTGAGAGAGTGTGGAGAACTTGAGCTCCCTCAACACGTGCTCATGAACT 
GCAGCCACCCTCTGGGAAACTTCTCTTTTAACTCGCAGTGCAGCTTCCACTGCACTGACGG 
GTACCAAGTAAATGGGCCCAGCAAGCTGGAATGCTTGGCTTCTGGAATCTGGACAAATAAG 
CCTCCACAGTGTTTAGCTGCCCAGTGCCCACCCCTGAAGATTCCTGAACGAGGAAACATGAT 
CTGCCTTCATTCTGCAAAAGCATTCCAGCATCAGTCTAGCTGCAGCTTCAGTTGTGAAGAGG 
GATTTGCATTAGTTGGACCGGAAGTGGTGCAATGCACAGCCTCGGGGGTATGGACAGCCCC 
AGCCCCAGTGTGTAAAGCTGTGCAGTGTCAGCACCTGGAAGCCCCCAGTGAAGGAACCATG 
GACTGTGTTCATCCGCTCACTGCTTTTGCCTATGGCTCCAGCTGCAAATTTGAGTGCCAGCC 
CGGCTACAGAGTGAGGGGCTTGGACATGCTCCGCTGCATTGACTCTGGACACTGGTCTGCA 
CCCTTGCCAACCTGTGAGGCTATTTCGTGTGAGCCGCTGGAGAGTCCTGTCCACGGAAGCA 
TGGATTGCTCTCCATCCTTGAGAGCGTTTCAGTATGACACCAACTGTAGCTTCCGCTGTGCT 
GAAGGTTTCATGCTGAGAGGAGCCGATATAGTTCGGTGTGATAACTTGGGACAGTGGACAG 
CACCAGCCCCAGTCTGTCAAGCTTTGCAGTGCCAGGATCTCCCAGTTCCAAATGAGGCCCG 
GGTGAACTGCTCCCACCCCTTCGGTGCCTTTAGGTACCAGTCAGTCTGCAGCTTCACCTGC 
AATGAAGGCTTGCTCCTGGTGGGAGCAAGTGTGCTACAGTGCTTGGCTACTGGAAACTGGA 
ATTCTGTTCCTCCAGAATGCCAAGCCATTCCCTGCACACCTTTGCTAAGCCCTCAGAATGGA 
ACAATGACCTGTGTTCAACCTCTTGGAAGTTCCAGTTATAAATCCACATGTCAATTCATCTGT 
GACGAGGGATATTCTTTGTCTGGACCAGAAAGATTGGATTGTACTCGATCGGGACGCTGGA 
CAGACTCCCCACCAATGTGTGAAGCCATCAAGTGCCCAGAACTCTTTGCCCCAGAGCAGGG 
CAGGCTGGATTGTTCTGACACTCGTGGAGAATTCAATGTTGGCTCCACCTGCCATTTCTCTT 
GTAACAACGGCTTTAAGCTGGAGGGGCCCAATAATGTGGAATGCACAACTTCTGGAAGATG 
GTCAGCTACTCCACCAACCTGCAAAGGCATAGCATCACTTCCTACTCCAGGGGTGCAATGTC 
CAGCCCTCACCACTCCTGGGCAGGGAACCATGTACTGTAGGCATCATCCGGGAACCTTTGG 
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TTTTAATACCACTTGTTACTTTGGCTGCAACGCTGGATTCACACTCATAGGAGACAGCACTCT 

CAGCTGCAGACCTTCAGGACAATGGACAGCAGTAACTCCAGCATGCAGAGCTGTGAAATGC 

TCAGAACTACATGTTAATAAGCCAATAGCGATGAACTGCTCCAACCTCTGGGGAAACTTCAG 

TTATGGATCAATCTGCTCTTTCCATTGTCTAGAGGGCCAGTTACTTAATGGCTCTGCACAAAC 

AGCATGCCAAGAGAATGGCCACTGGTCAACTACCGTGCCAACCTGCCAAGCAGGACCATTG 

ACTATCCAGGAAGCCCTGACTTACTTTGGTGGAGCGGTGGCTTCTACAATAGGTCTGATAAT 

GGGTGGGACGCTCCTGGCTTTGCTAAGAAAGCGTTT CAGAC AAAAAGATGATGGGAAATGC 

CCCTTGAATCCTCACAGCCACCTAGGAACATATGGAGTTTTTACAAACGCTGCATTTGACCC 

GAGTCCTTAAGGTTTCCATAAACACCCATGAATCAAAGACATGGAATTACCTTAGATTAGCTC 

TGGACCAGCCTGTTGGACCCGCTCTGGACCAACCCTGTTTCCTGAGTTTGGGATTGTGGTA 

CAATCTCAAATTCTCAACCTACCACCCCTTCCTGTCCCACCTCTTCTCTTCCTGTAACACAAG 

CCACAGAAGCCAGGAGCAAATGTTTCTGCAGTAGTCTCTGTGCTTTGACTCACCTGTTACTT 

GAAATACCAGTGAACCAAAGAGACTGGAGCATCTGA CTCA CAAGAAGACCAGACTGTGGAG 

AAATAAAAATACCTCTTTA I I I I I I GATTGAAGGAAGGTTTTCTCCACTTTGTTGGAAAGCAGG 

TGGCATCTCTAATTGGAAGAAATTCCTGTAGCATCTTCTGGAGTCTCCAGTGGTTGCTGTTG 

ATGAGGCCTCTTGGACCTCTGCTCTGAGGCTTCCAGAGAGTCCTCTGGATGGCACCAGAGG 

CTGCAGAAGGCCAAGAATCAAGCTAGAAGGCCACATGTCACCGTGGACCTTCCTGCCACCA 

GTCACTGTCCCTCAAATGACCCAAAGACCAATATTCAAATGCGTAATTAAAAGAATTATCCCC 

AAAAAAAAAAAAAAAAAAAGATCTTTAATTAAGCGGCCGCAAGCTTN 

>188 

NNAGCTCCCCCGCGGTGGCGGCCGCCCGGGCAGGTACI I I I II I I I I I I I I I I I I I I 
TGTAACTACAGGTGTCAGATGCATCACAAAAGCAGAAGTGCCCTTTCAGCTCTTCTCTGTGC 
CATTCCTTGTCAATTTCATGCTGCCTACAGCAACAGCATAATACTGCAAACAGCCATGATGTC 
ACTCGAAGTGCTCTGTGATTGACAGAGAGGGACAGTCGTAGTCAGAGGTGGCTCCTCAGAG 
AATTCAGAACTCACTCGCTGTCCTCCAGGGGCTCATCCCTTGATTTGAGGGAGGGATGAAAT 
ATTCTCTGCATGAGAGAGCAGGGATGGGAAGTGATATAGGTATGTAAGGATGGTCAGTTACT 
CTAAATGTAGTTAGACAGGACAGCCAGAATACCGAGGTCTTGGTTAGGTCCTCTGTAACAAG 
CCGTAGAGGCCCAGAAATGTGGTGACAGCGAGACACATTCTTAACTCTTACACTTGTTGAAA 
TGAGTAGAAGGTGACATTTGTTTGGAAATCCCTCCCCAGCCTTGTNCCCANN 
>189 

NNNNNNNNAAGGAAAGCAGCTGCAAACTTCCCATCTGCAGTGTTTGTTTGTCTCGG 
CTCCGGCCATCACTGCCACGATTACCCCTGGATGAATTCCTCAGTGGAAATATCAACAAGAC 
TCAGCCCACCTGCACCCAGGTGATTAAAAAGCTTTATTGCTCACACAAAGCCTGTTTGGTGG 
TCTCTTCACATGGACGCGCGCGACATTTGGTGCCCTGACTTGGATCAGGGGACCTCCCTTG 
GGAGATCAATCCCCTGTCCTCCTGCTCTTTGCTCCGTGAGAAAGATCCACCTACGACCTCTG 
GTCCTCAGACCMCCAGCCCAAGGAACATCTCACCMTTTTTAATCAAGAATATTCtGTGAAA 
AAGACTAAGATATCAGAGAAATTATTAGTGCACATTATTAGAAGAGAGCTTCAGATGAAAATA 
AAGATCAAGAAAAGACTCTTGCTTTGAGAAGACACAAAGAAATCACATCATCTTATTGGGATT 
ACNNNN 
>190 

acccacgcGTCCGGAcgggaGCTgtatgAAAGcggcggAGTTATAGACCGCTAACACCTGTCA 
CTGGCCACTGGTTTCCCGGAGTTAGCGGCAACGACCTTGCAGCCTGGACACTAGCCAGGC 
GCTCCCTCTTCTCACAGCGGCCCACGTCTCCTTGCTTGGGAGCCCATCGTCCTGGCTCCGG 
TGGCCTCGCTGGGTCTCGGGGAAGCAGAGGACTGTTCATTCCTGTGGCGAAAAGCCGGAG 
TCGGCCCTAGACACCCACGACTCGCAGGGTCCATGGTTCCGGAGGCCGTGAGACCTGCCG 
GGGCTGACAGGTGCCAGGGCCCATGCTGCGGGAGCCTGTGTGCTCAGCCTTCTTGCGGAC 
GGTAAAGAAGCTAAGTGGAAGAGTGTTTCCTCCTCTGGCCGTAAAGCAGGTACTCTCTGCA 
GCACCAGCTGTCCCCGCCCTACTCCGGACCGCCCCAAAGACTCCATGGGATGGACCTGAG 
TCAGCCGAATCCCAGCCCCTTCCCTTGGGCCTGCTGTGGTGCTGGACATCAGTGACAGACG 
GAAGCAGGAGACCATCAAGGcctACGGGAGGCCCGGGGCGCTTGCGAAGATGAAGTTTGGC 
TGCCTCTCCTTCCGGCAggcCTTATGCTGGCTTTGTCTTAAATGGAATCAAGACTGTGGAggac 
cgCGCTGGCGTCCCCTGCTGAGCAGCCAGCGGAACTGTACCATCGCCGTCCACATTGCTCA 
CAGGGACTGGGAAGGCGATGCCTGGCGGGAGCTGCTGGTGGAGAGACTCGGGATGACTG 
CTGCTCAGATTCAGGCCTTGCTCAGGAAAGGGGAAAAGTTTGGTCGAGGAGTGATAGCGGG 
ACTCGTTGACATTGGGGAAACTTTGCAATGCCCCGMGACTTAAGTCCCGATGAGGTTGTGG 
AACTAGAAAATCAAGCTGTACCCTGATGCTACAGACGAGGACATCACCTCACACATGGAAAG 
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CGAGGAGTTGAATGGTGCATACAAGGCCATCCCCGTTGCCCAGGACCTGAACGCGCCTTCT 

GATTGGGACAGCCGTGGGAAGGACAGTTATGAAACGAGTCAGCTGGATGACCAGAGTGCTG 

AAACCCACAGCCACAAGCAGTCCAGATTATATAAGCGGAAAGCCAATGATGAGAGCAATGA 

GCATTCCGATGTGATTGATAGTCAGGAACTTTCCAAAGTCAGCCGTGAATTCCACAGCCATG 

AATTTCACAGCCATGAAGATATGCTGGTTGTAGACCCCAAAAGTAAGGAAGAAGATAAACAC 

CTGAAATTTCGTATTTCTCATGAATTAGATAGTGCATCTTCTGAGGTCAATTAAAAGGAGAAA 

AAATACAATTTCTCACTTTGCATTTAGTCAAAAGAAAAAAATGCTTTATAGCAAAATGAAAGAG 

AACATGAAATGCTTCTTTCTCAGTTTATTGGTTGAATGTGTATCTATTTGAGTCTGGAAATAAC 

TAATGTGTTTGATAATTAGTTTAGTTTGTGGCTTCATGGAAACTCCCTGTAAACTAAAAGCTTC 

AGGGTTATGTCTATGTTCATTCTATAGAAGAAATGCAAACTATCACTGTATTTTAATATTTGTT 

ATTCTCTCATGAATAGAAATTTATGTAGAAGCAAACAAAATACTTTTACCCCCTTAAAAAGAGA 

ATATA ACATTTTATGTCACTATAATCTTTTGI I I I I I AAGTTAGTGTATATTTTGTTGTGATTATC 

TTTTTGTGGTGTGAATAAATCTTTTATCTTGAATGTAAAAAAAAAAAAAAAAGT 

>191 

GTACTCCCTGGAAAGTCCAGCTGAGAAAGCGATCCTGCCCTCTGCTCCTCCCAGGG 
TTACCCTCCTGTAAGTCTTCTGCTTAGTGTTCAGAATTGGGGGATGCTGGGACTGGGCAAGG 
ACTTGTAGGCAACACCCCATAGCCTGCTCATGCCTGTTGGGTTGCCTATGGATCATTCCCTG 
CTGGGCTCACTCACCGGCTTCGTATAAGGTCC ! ! ! ! ! GAGGTTTATTATTTCCTTGTCGATAT 
ACTTGATGCTCTTCATTGGCTTGTCTGGGACCTGCCTTAGGTTCTCCGAGGCATAAAAGGGC 
CGGACAGCCCCCGAGTTGGGGGAACTCTGAAGCTTCTTGGTGGCTGGAACCTTGGTCATCT 
TAAAAATCCTTCAGGTTTTAGCCTGTGCCCCCAAGACAAGGATTTTTCCAGAATCTTCTACTT 
CAGTAGTTACTGGTATGAGAAGTTTCGGCAACTTCTCCCTGATCCCCAAGTCCCAATTACAC 
GAACTCCAAAGCGGTTTCCTTCTCCCGCGN 
>192 

TGGCGGCCGCCCGGGCAGGTAC I 1 1 1 I I I I I I I I I 1 1 1 I I I I I I I I I I I CTGGCTTGAA 
ATACAGCTGAAATAACTGAATTTTCTACTTGAAACGTGTGTGCCTCTCCACTGAGGGGCCAA 
GGCCCTGGAAATGTAAAGGGCCAATCTTTGTTACAGAGGGGTTCATTGCAGTGAAGGGCGG 
GTTCTGCAAAGACAAACAGGTCTCACAGATAGTTGCCCCCGCGT 
>193 
>194 
>195 

NNGAGGATCCATTATCTTCTGTTTGCTTTGCTCTTCCTG I I I I I GGTGCCTGTTCCAG 
GTCATGGAGGAATCATAAACACATTACAGAAATATTATTGCAGAGtCAGAGGCGGCCGGTGT 
GCTGTGCTCAGCTGCCTTCCAAAGGAGGAACAGATCGGCAAGTGCTCGACGCGTGGCCGA 
AAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAACATGACGAGAGTGTTGTAAAGTGTGGA 
AATGCCTTCTTAAAGTTTATAAAAGTAAAATCAAATTACAI 1 1 I I 1 1 I CCAAAAAAAAAAAAAAA 
AAGTAAAAGT 
>196 

ACGCGGGGGGATCCGAGTGAGGCGACGGGGTAGGGGTTGGCGCTCAGGCGGCGA 
CCATGGTGATTGTGATTCATCATCCCTTAATTAAATATCAAATTATATTTGTGTGAAAATGTGA 
CAAACACACTTATCTGTCTCTTCTACAATTGTGGTTTATTGAATGTG AI 1 1 1 1 CTGCACTAATA 
TAAATTAGACTAAGTGTTTTCAAATAAATCTAAATCTTCAGCATGATGTGTTGTGTATAATTGG 
AGTAGATATTMTTAAGTCACCTGTATAATGTTTTGTMTTTTGCAAAACATATCTTGAGTTGT 
TTAMCAGTCAAAATGTTTGATATTTTATACCAGCTTATGAGCTCAAAGTACCTCGGCCGCC 
>197 
>198 

NACTTGGTGTTTGTCCCCCCCGGCGAACACATTTTGGGGTGCGCACACTGGCCCTG 
GTGGCGCGCTTCTTTTTAGGGGGCCTGTGGCCCACAGACAATGTTCTAACCGGGTAGTGGT 
GCTCTCTTACCCCGGTGGTCAGATAACCAGGGGGCCAGGGTCCCTTCTTTTGGCCCCTGTA 
GCACACCCGGTACCCTAAAGCTTGACCCGTTAAAAGCTGTACTTGTAACTGGGTACCTCGTG 
AACTGTCAAGGAGGCCAGAGCAGGAAAGGGAAAGGAATAACCCCCACCACCCCCAACACAA 
GAGAGGCACAAATTAGAGGGCTGGGCACAGGCTGTAGCCCTGGGTGAGGGGGTAAGCAGC 
TTGACAGTTGCTCTGTGGTCTCTGGGATATAATTCTGCCCAAGGCTAGAACCACAGAGAAGA 
GTTTGCACTCTTAAGTCCAGGAAGGGGACTACCTGGAAGGCCTGAGAACAAAGGAGAAAGT 
TTAGCACACTAAACACATGGCCAGGACCCTAGGGACACAAGGCAGCTGGAGAGTGGGATCT 
CTTGTTAAATGGCATGGTAGGCAGATTAGAGTCCTGGCTATAATCCCTAGGGCCCCAATCCT 
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AGTAGTTACGTGCTAACCAACACATTACCCTGAGGCTTCTGGGAGAACAAGAGCCCTGAGG 

AAGAAGCAGTAAGACCAGGCATGAGAAAACCCAGAAAGCCAGCTCAGTTCCCAAGAAGGCT 

GGCACATGGGGCCTGAGAATTCTTAAATGGCCATTGTCACTGGTACTTGCTCAGCCTTTCCA 

GGCCCCTCTGATGAGCTCTCTAATCAGCAGGACCAAGGTGTGAAGTGGGAATGAACATGGA 

TCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGtTCGTCTCTCATGTCAGCCTAGG 

GCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACCTGCCAAAAGTTAATTAGTAACTCACC 

GTCGAGAGTGAATTAACAGGACAAACGTAATCCAACATGCCAGTGTGGGTAGGACACAGTT 

CCCTAATCAGCCCTTGGCCCCCAGATGCAGGCTCTCCCCTCCCCTCTGAGACCTCTCTGGG 

AATAGCAGACAAGAGAATGTCAGGGCAGAAACCTGCTGGACTAGGCTCTCAGCAGCCCAGC 

TCCTCCCTGGGGGAATCCCCCAGAATTCCTCACTGTGTGACACAGTTTTCTCCCATGTCCTG 

GGCATATCTGTCTGACATGGTGGTCCTTAAGTCCTCAATGTCACGACGCAGCTGTTGAACCT 

CTTCTAGTTTCCTCTTGATCACATCTGGCTTCTGCAAATCTAGCTGAGTCTCTGGGTGCTGTG 

AGTGAATGCCCAGGAGCAGGGAGAGATTGGGGTCATGGCCCTGGGCCCTCTGGGTCACAA 

TGCTACAGACAGCCTGCAGATCTTGAAGGCAACTGGCCAACTCCTGGTGCAGCTCAAGTGC 

CAGCTGGGCCGTGTCTGGTGAAGGTGGAGACCCTGGTTGGGCCTGGCGCAGGTGTTCCTG 

GAGTGTCAGATTCTTCTCMTCAAGTCCTGGTTTTGCACTGAAAGCTCCTTTCACGGCTGTG 

CGCAGCTGCTGCAGGGCTGAATCCCTTCGCTGGGCCTCCTCTCTCAGGGCCTGGCTTGTTC 

CTmTTCJTGAG.CCACTT.CCTGCXCTAGGCXCXGIAGT^ 

GCTGCTGCTTCTCCACAATCTTTTGGAGCGAATCGTATCGCTTCTGCCAGGACTCCATTTCC 

ACTTCTGGACCTTCTCCACTGGTCTCCTCCACAGACTGTTTATCTTGCAGGCTATGTCCAGC 

GGAGGAGAATTCTGCTTCTCTCTGCCTCAGGCTTTCCAGTTGAATCTCCTTCTCTCTGCAGA 

TTGCCTGGGTCTCCTCCAGCAAACTCTCCAGCTCAGTCACTTTCTCCTGCAGCTCTGTGCTC 

TTCAACTCAGAATCCTTAAGCTATATTTAATTTCCTCAGCAAGGCMTTTTTACTTTCTGCAGA 

AAGGGTGCTCCTCGCAGATGGAACAAN 

>199 

NACTTGGTGTTTGTCCCCCCCGGCGAACACATTTTGGGGTGCGCACACTGGCCCTG 
GTGGCGCGCTT C I I I I I AGGGGGCCTGTGGCCCACAGACAATGTTCTAACCGGGTAGTGGT 
GCTCTCTTACCCCGGTGGTCAGATAACCAGGGGGCCAGGGTCCCTTCTTTTGGCCCCTGTA 
GCACACCCGGTACCCTAAAGCTTGACCCGTTAAAAGCTGTACTTGTAACTGGGTACCTCGTG 
AACTGTCAAGGAGGCCAGAGCAGGAAAGGGAAAGGAATAACCCCCACCACCCCCAACACAA 
GAGAGGCACAAATTAGAGGGCTGGGCACAGGCTGTAGCCCTGGGTGAGGGGGTAAGCAGC 
TTGACAGTTGCTCTGTGGTCTCTGGGATATAATTCTGCCCAAGGCTAGAACCACAGAGAAGA 
GTTTGCACTCTTAAGTCCAGGAAGGGGACTACCTGGAAGGCCTGAGAACAAAGGAGAAAGT 
TTAGCACACTAAACACATGGCCAGGACCCTAGGGACACAAGGCAGCTGGAGAGTGGGATCT 
CTTGTTAAATGGCATGGTAGGCAGATTAGAGTCCTGGCTATAATCCCTAGGGCCCCAATCCT 
AGTAGTTACGTGCTAACCAACACATTACCCTGAGGCTTCTGGGAGAACAAGAGCCCTGAGG 
AAGAAGCAGTAAGACCAGGCATGAGAAAACCCAGAAAGCCAGCTCAGTTCCCAAGAAGGCT 
GGCACATGGGGCCTGAGAATTCTTAAATGGCCATTGTCACTGGTACTTGCTCAGCCTTTCCA 
GGCCCCTCTGATGAGCTCTCTAATCAGCAGGACCAAGGTGTGAAGTGGGAATGAACATGGA 
TCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGG 
GCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACCTGCCAAAAGTTAATTAGTAACTCACC 
GTCGAGAGTGAATTAACAGGACAAACGTAATCCAACATGCCAGTGTGGGTAGGACACAGTT 
CCCTAATCAGCCCTTGGCCCCCAGATGCAGGCTCTCCCCTCCCCTCTGAGACCTCTCTGGG 
AATAGCAGACAAGAGAATGTCAGGGCAGAAACCTGCTGGACTAG GCTCT CAGCAGCCCAGC 
TCCTCCCTGGGGGAATCCCCCAGAATTCCTCACTGTGTGACACAGTTTTCTCCCATGTCCTG 
GGCATATCTGTCTGACATGGTGGTCCTTAAGTCCTCAATGTCACGACGCAGCTGTTGAACCT 
CTTCTAGTTTCCTCTTGATCACATCTGGCTTCTGCAAATCTAGCTGAGTCTCTGGGTGCTGTG 
AGTGAATGCCCAGGAGCAGGGAGAGATTGGGGTCATGGCCCTGGGCCCTCTGGGTCACAA 
TGCTACAGACAGCCTGCAGATCTTGAAGGCAACTGGCCAACTCCTGGTGCAGCTCAAGTGC 
CAGCTGGGCCGTGTCTGGTGAAGGTGGAGACCCTGGTTGGGCCTGGCGCAGGTGTTCCTG 
GAGTGTCAGATTCTTCTCAATCMGTCCTGGTTTTGCACTGAAAGCTCCTTTCACGGCTGTG 
CGCAGCTGCTGCAGGGCTGAATCCCTTCGCTGGGCCTCCTCTCTCAGGGCCTGGCTTGTTC 
CTTCTTCTTGAGCCACTTCCTGCTCTAGGCTCTGTACTTGTGAGCGCAACTGATCCATCTTCT 
GCTGCTGCTTCTCCACAATCTTTTGGAGCGAATCGTATCGCTTCTGCCAGGACTCCATTTCC 
ACTTCTGGACCTTCTCCACtGGTCTCCTCCACAG 

GGAGGAGAATTCTGCTTCTCTCTGCCTCAGGCTTTCCAGTTGAATCTCCTTCTCTCTGCAGA 
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TTGCCTGGGTCTCCTCCAGCAAACTCTCCAGCTCAGTCACTTTCTCCTGCAGCTCTGTGCTC 

TTCAACTCAGAATCCTTAAGCTATATTTAATTTCCTCAGCAAGGCMTTTTTACTTTCTGCAGA 

AAGGGTGCTCCTCGCAGATGGAACAAN 

>200 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTG I I I I I CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGGTTTTTCCACTATXCAGACXGXGTGGCGTAAGGTTGTTGAATATAAGGGGAAATGTGAG 
CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 
GACTTCTCAGGGG A I I 1 1 I GCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTA G I I I I 
AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 
GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 
GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 
GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 
ACAGCTGAACCCGCCAAAATCGGACNN 
>201 
>202 

ggAgTCGACCCACGCGTCCGATCATGTGACACGGAAGTAGCTCCGAACAGGAAGAG 
GACGAAAAAAATAACCGTCCGCGACGCCGAGACAAACCGGACCCGCAACCACCATGAACAG 
CAAAGGTCAATATCCAACACAGCCAACCTACCCTGTGCAGCCTCCTGGGAATCCAGTATACC 
CTCAGACCTTGCATCTTCCTCAGGCTCCACCCTATACCGATGCTCCACCTGCCTACTCAGAG 
CTCTATCGTCCGAGCTTTGTGCACCCAGGGGCTGCCACAGTCCCCACCATGTCAGCCGCAT 
TTCCTGGAGCCTCTCTGTATCTTCCCATGGCCCAGTCTGTGGCTGTTGGGCCTTTAGGTTCC 
ACAATCCCCATGGCTTATTATCCAGTCGGTCCCATCTATCCACCTGGCTCCACAGTGCTGGT 
GGAAGGAGGGTATGATGCAGGTGCCAGATTTGGAGCTGGGGCTACTGCTGGCAACATTCCT 
CCTCCACCTCCTGGATGCCCTCCCAATGCTGCTCAGCTTGCAGTCATGCAGGGAGCCAACG 
TCCTCGTAACTCAGCGGAAGGGGAACTTCTTCATGGGTGGTTCAGATGGTGGCTACACCAT 
CTGGTGAGGAACCAAGGCCACCTTTGTGCCGGGAAAGACATCACATACCTTCAGCACTTCT 
CACMTGTAACTGCTTTAGTCATATTAACCTGAAGTTGCAGTTTAGACACATGTTGTTGGGGT 
GTCTTTCTGGTGCCCAMCTTTCAGGCACTTTTCAAATTTAATAAGGAACCATGTAATGGTAG 
CAGTACCTCCCTAAAGCATTTTGAGGTAGGGGAGGTATCCATTCATAAAATGAATGTGGGTG 
MGCCGCCCTAAGG^TTTTCCTTTMTTTCTCTGGAGTAATACTGTACCATACTGGTCTTTGC 
TTTTAGTAATAAAACATCAAATTAGGTTTGGAGGGAACTTTGATCTTCCTAAGAATTAAAGTTG 
CCAAATTATTCTGATTGGTCTTTAATCTCCT1TAAGTCTTTGATATATATTACTTGTTATAAATG 
GAACGCATTAGTTGTCTGCCTTTTCCTTTCCAtCCCTTGCCCCACCCATCCCATCTCCAACCC 
TAGTCTTCCATTTCCTCCCGCCAGTCTCCATTGAATCAATGGTGCAGGACAGAAAGCCAGTC 



Page 53 of 355 



WO 01/42467 



647 
Table 4 



PCT/US00/33312 



AGACTAATTTCCTTCTFTCCTCGCACTTCTCCCCACTCGTCATCTTTTAACTAGTGTTTCACAA 

GGATCCTCTGAAACCCTCTCTGTGCCCCAAGTACAGATCCCATTACTTCTGCTTTCGTATCTC 

CTCAGGCAAAAGTGGAGGGTGCCTTATGGGCCCTCCTCATAGGTTGTCTCTGCATACACGA 

ACCTAACCCAAATTTGCTTTGGTGCCAGAAAAACTGAGCTATGTTTGAACAAAGATGTCGTG 

CAAACTGTACTGTGAACAACAGTTGGTTTAAAATATGAGGGGCAAGGAGGAGGATGCATTTC 

AAAAGCTTGATTGATGTGTTCAGAGCTAAATTAAGAGGAGTTTTCAGATCAAAAACTGGTTAC 

CATTTTTTGTCAGAGTGTCTGATGCGGCCACTCATTCGGCTCCCCAGAATTCCTAGACTGGG 

TTAATAGGGTCATATTGTGAATGTCTCACTACAAAATGACTTGAGTCCAGTGAAATCTCATTA 

GGGTTTAAGAATATTTCAGGGATCCCTAATGTTTTGAI I I I I GTTTTCTGAAATTGGATTTTAT 

TTTATTTTATCTTATAATTTCAGTTCATCTAAATTGTGTGTTCTGTACATGTGATGTTTGACTGT 

ACCATTGACTGTTATGGAAGTTCAGCGTTGTATGTCTCTCTCTACACTGTGGTGCACTTAACT 

TGTGGAATTTTTATACTAAAAATGTAGAATAAAGACTATTTTGAAGATTTGAAAAACAAAAAAa 

AAAAACttcggaGGATCCaaTGtcgggggggaaacaaggggtattgaactggcccatggtcaaaggctgttccggacCCA 

GTttttgtcccaaggggaaatactgcggcgcccataaagagaggccgaataaattggaaaagc 

>203 

>204 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GJTrTCG.CJjGAT.CCACACAAAGGTT-GGGGCACTGTGTATTCATGTGTTGAAGGTGAAGGeTG 
GTTCTCGGTTGTCATTTTACAGTG I I I 1 1 CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAA ATAAG AACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 
CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 
GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTMTTGTTGTTACTTTT 
AGCTGCTCTTGTAAGGCCTTCAT7TGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 
GGGMCTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 
GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 
GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 
ACAGCTGAACCCGCCAAAATCGGACNN 
>205 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAAGGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGlTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCMTTCCGTAGTGCATGTMTGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTtGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
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TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 

GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGG TTTGT TCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCG GGGA 

GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGCTCTTGTMGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACT GTGA TGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TT-CGTCTC-TTGTGTGTGGTGTTTGTGGATGATGAGGGTGTT GTGTA T-AAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGfCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>206 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTG I I I I ICTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GMGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 
CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGT TTGT TCCGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCG GGGA 
G^CTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 
AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACT GTGA TGC 
GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTT CTGTA TAAGATTCACCGTCGCC 
GTCGGCATCAMGAGCTCATCAMTGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTClTCCAGCAGTGCGGTCAGCAGAGACA 
GATTGTCtTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 
ACAGCTGAACCCGCCAAAATCGGACNN 
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>207 

CGCGGTGGCGGCCGCCCGGCAGGTACATGGTTCTTCCTCAGAAAGTGGTTCTTCCT 
TMTGTGTTTCTTTTTACCCCTTTTCTTCTTCTTCTTCACAGATGTTTCTTCTTCTTCTGCCACT 
TTTTCTTCTTCCTCTTCTTCAACTGAATAGGGTAAGT GTAAAGG CACAACAAATTAACACTGTA 
TCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAGTTTTTTTCTGTCATTCTCATCAACTAC 
CCAATGTTTGTTTTGTTTATTTTATAATTGGGAAGGTTCTCCAAGGCCTACCACTAACTTTAAC 
GAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCAG 
GATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAGAAAGTCAATTATATTAGAAAT 
GGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTTTAATCTACCTGCTGCAACCCTGA 
AAAATTGTATTTACCCTTGGTGAAGCTCCCTATCTATAAAACTTAAGAATGTCTTATCTTACTG 
GACTGTTACTGATTTAAAAAGATGATGCATAGAAAGCACTAAGTATAATGCTTAGCACACATT 
ACAATAAGGACTCAACACATAGCTATCATTAGACATTCAGTGACCAGCTGGGTGCAGTGGCT 
CACGCCTGTAATCTCAGCACTTTGGGAGGCTGAGGCGGGAGGATCACTTGAGGTCAGGATA 
TCAAGACCAGCCTGGCCAACATGGTGAAATCCTGTATCTAATAAAAATACAAAAAAGTTAGCT 
AGGCATGGTGGTGCATGCCTGTAATCCCAGTTATTCAGGAGGCTGAAGCACGAGAATTGCT 
TGAACCCAGGAGGCGGAGGCTGCAGTCAGCCAAGATCACGCCACTGCACTTCAGCCTGGG 
CGACAGAGGGAGACTCTGTCTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>208 

CGCGGTGGCGGCCGCCCGGCAGGTACATGGTTCTTCCTCAGAAAGTGGTTCTTCCT 
TMTGTGTTTCTTTTTACCCCTTTTCTTCTTCTTCTTCACAGATGTTTCTTCTTCTTCTGCCACT 
TTTTCTTCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAACAAATTAACACTGTA 
TCAGATCTCATTCCTTCC AAAAA CGTTTGAGTCCTAGTTTTTTTCTGTCATTCTCATCAACTAC 
CCAATGTTTGTTTTGTTTATTTTATAATTGGGAAGGTTCTCCAAGGCCTACCACTAACTTTAAC 
GAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCAG 
GATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAGAAAGTCAATTATATTAGAAAT 
GGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTTTAATCTACCTGCTGCAACCCTGA 
AAAATTGTATTTACCCTTGGTGAAGCTCCCTATCTATAAAACTTAAGAATGTCTTATCTTACTG 
GACTGTTACTGATTTAAAAAGATGATGCATAGAAAGCACTAAGTATAATGCTTAGCACACATT 
ACAATAAGGACTCAACACATAGCTATCATTAGACATTCAGTGACCAGCTGGGTGCAGTGGCT 
CACGCCTGTAATCTCAGCACTTTGGGAGGCTGAGGCGGGAGGATCACTTGAGGTCAGGATA 
TCAAGACCAGCCTGGCCAACATGGTGAAATCCTGTATCTAATAAAAATACAAAAAAGTTAGCT 
AGGCATGGTGGTGCATGCCTGTAATCCCAGTTATTCAGGAGGCTGAAGCACGAGAATTGCT 
TGAACCCAGGAGGCGGAGGCTGCAGTCAGCCAAGATCACGCCACTGCACTTCAGCCTGGG 
CGACAGAGGGAGACTCTGTCTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>209 

NNGTCGCCATTGTGACCCGAGAATTTAATATACTTGTGCCCCGCGCGTGTTTTGTTA 
ACCGTCCGCCCGAGTGTCCCCTCAATTTCTACCCCTCGCCCCTTAACCCAAAGCTAAATCCA 
CCATCTGGTATTCTCCCCTAGAGCACCAGATGACCATCTGAAGCTGGACAAGTGTCTCTAAC 
AATAAAACATTACTGTTTACAAAACAAAAAGCACAAACATAATTATGGAATAAATAAAA AACAA 
GGGACAAACAGCCAACTGACTCTACCCACTTGGTGAGAAGTGATATACTTCAACTATTTTTTT 
MTGCTTCTGAAAGTTTCTTGGCCCACAGAGGACTAGGGTGCAATCATTCCCTGTGTTAGTG 
AGTTGGGTTTAATGCAGCTrCAAAATTAGGGTAAAGGGACTTGGTGAAATGTTTACATTAAAT 
ATTTCACTCCTACCCATTCTTCAGGAAAAAAGGTGAGCTCAGCAAGGCTGGATGCCATTAAG 
AGATATTTACTGTTTTCTTTTTCTATAGCTAAAAAAGCAAACTTTACACGAAGAAGCTCTTGAT 
TAAGGAMTTTCMTAGATTCATATTTATAAAATTTTAAACATTTGGCACAGCAAAATTTGGAA 
AAMTGGGGGAGAAAAAATAGGTCTGGTTGTTGTCCCCCTTTTTCCACCTGCTGCTGGACAG 
TGATGAGATGCTCACAGAAGAAAAAGGCCTGGCTTTGTACCAGGCTGGCGACAGGTGCTAC 
CAGGAGTGGGCTGAGGGGAGAAAAACTATCT(XCACTCTTTTGGCCCAGGCAATGTCAACG 
ACTTCCACATTCX5CTGGCCCACTTCCTGAGCAACCCCAGGTTCGGCTCTGTATAAGGACCCT 
CCCCTCCCAACCCCAACCCCAGAGTGCAGTGCAAATCAACCAACAATTTA CTGGTG GAATG 
GCMTCAAAGGAMCAGTTAAACACCAAACAATTTCTTAMGCCAAAAMTATTTTTCATGGA 
GTTGAACATTTTTCGAGTGTGTTTTTTTCMGTGTAAMGCAGTGACATTTTGTTCAAACAGAA 
GCAGCATCTAGGAATTCTGGCACTTGGGTTCTAGGGGGTTACAGGTATGCATCATGGATTCT 
TCTCCCTCGTATTTAAAAAGGCCTCGTGTTTCTATTCCTGAGTTCATACCAACACCTGCTAGC 
TCTCCCCTCTAGCGGACAGTGGGTGGCCAGCCAGCCTCCCTGGTtAGATTGGGCAATGCCA 
AGCAGACATCCCTCATTCACCTGCTGGGCTTGCTTTCTGATTCAGAGGTAAGTCGAAGTGCA 
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GAGAAAGAAACTTACAAAAGCACAACCACCAAAGGCAGCCTGAACGGGGAGCCCTGTGCAG 

ACTGAGTTGCTGGAGACTACCCTCTCAGTCCCATTCCTGGGGAAAGGTAGGTCACTCATGG 

AATTTGAATCAAACATGGGGGAGGACACCTGCCAAGCAATAGTATGATGGACTCAAGTCATC 

CCAGGCCATCTACTGTCTCCCTCACCTGCCCTAACCTTTTCTGAGTCCCTCCCTCTCTTGTG 

CAAGCACTGTAGTTTAAAAAGGAAAAAACACCCCCCACCATTAAAAGACAACCTTCAAATGTT 

ACTCAGTATATAAAGTTTGCTTAGGCTAAGGTGGAGTCAGAAATGTCTCTAATTGTAGACACC 

ATCTCTGTGCCACCCTTCCTCTCATCGGATATGGAGTGATTTCTTCTCTCGCTGCTGCGACG 

CAGATCTGAGCCACAGTCAGGTACCAATGTACACGACATAGGCACATGTGCAAACACAAAGA 

AGGTGGGCTGCTGCTTCTTTCTCTCTGCCCCTAGTCCAGGCTCCTTTGCTTCACGTAAGATT 

MCACTTTCCCATTCCTCTGMGTTGCTGGAAGGACATTTCCCAGGAAGAAACAATTCCTCA 

CTGCCTATAAACTGTAGTCTCATGTGGGATAGTCAATTGAACATGAGAATCAGAACAATCTG 

GGCAAATG GGTA TGGCAAGAATGGGAACACCACAACAGGACAGATGCCAACTCTCATTCAT 

GCCAGGCCTTTTGGCATCTGGGTGCCTTCTGTGTCTTCTTTCCACCTCTTCCTTCAGTCTCAA 

CATCCACT TGTA CCCCCAGCTACCTCCCATGTTTCCAGGTATCATTGGCTCTTAACTCCCACA 

AGCCTGCCTTTTGGCTACCCATCCCAACAATATCAAGAGGGAATGACTAAGTATCAGCTAGA 

AACTTAGCCATGTCTCAACATTCCTGGATTATCTGAAAAGCTGTCGATGCCCTTTTACAGGTT 

TATGGTGACAGACCCGTATCATCTTAAAGTATGTTCATAGTTAAGGCTTGACTTAAGAAAATA 

AGAGAACCAGACATAATGGAAAGACCTCT TCAAT AA TGTTG T CATGCC TCTCAG TGAAC GTG 

C iCACA Ci I CAC ACTTG GTTTGGCTCCCCAAACCCACAATAGAAAAGGAAAMTGAGTATTTT 

G I I I I i CATCTGTTTTGTATTTAMGGCATTGGGTTACTTCCTCCTGCCCTCTTTTCTTCCCTG 

AACAAGAGTTTACAACTCCTCATGGCTTCTTAATAGGTGAAGTAGGTGAAAAGTCTGAGAAG 

CTCACAGCAGGGTTTGCCGTCCCAACTATGCAGCTGAGAGGTCGCCAGCTCCTGTGCCTTC 

CCAGCCCCACTATAATTGGCAGTATGTTTGTTCATGTTTCCTGAAAACATTTTCTTTAAAAAG 

GAAAAGAAAAAAATGCCAAACAACACCAACCAAAAAAAAAAAAAAAAAAAAAAGAAGGAAGAA 

GACAAAGAGCAACATCCAAACATTCCCCAAGCCCCACCCCAGTAAGTCTGAGATTATCTTAT 

TCCTTCCCTGAAATAATTATAAAGAAGCATTTCAGGCAAAATACTTAGTATTAATGGTCTCTTA 

CTGCTCAACCTCXCAACCATGCCCTTTTCCCTTTTATGTGTATCTCTTGGAGTAAAATAAATT 

CATTAATGGCTTTCCACATACAAATACAATAGAAAAGAAAGAAGTCTGGAACCTGACTATCAT 

GGGACCAAAAAGTATCTTGGCCCTTTGGGAG7TTCCTTGTCAGAAAGTATAAGCCTCAACAG 

GAAATAGAGGCTCCTTCTCCTTTGAGTTCAATACCCTCCCTGTGTCCTACTCACCAGGAAAAT 

AAGTGTGTTCATATCCCACCTAATTTACAACAGAAGATAACCCCATCCCATCCCCAAAACATA 

AAAATACAAGTCTATGCCCATAGAACN 

>210 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 

GTTTTCGCTGATCC ACAC AAACG TTGGG GCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 

GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 

GTTTAGCC CGTGG AGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 

ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGMGCCMTTTA 

TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 

GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 

GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 

TGAGCCTGGACATGGCGGCXJGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 

GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATMTTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTAC^ACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAA ATAAG AACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAA TCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCX3AGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GMGCCT7TGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTT GACTC CTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGATTT7TGCAGACGGGCTGGGCTTGCTC 

AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 
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TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>211 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTG I I I I I CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTtTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTG I I I I I AGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GC ACATCCAGTTCTTTG ATGTCTGG CTG CCTTCTGCGGGCCAACTGTCTTGTG G AATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGAC ATGGCGGCCGAGG TACTCACAGTCACGCAAATT.CACAGXCT-GCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGAGAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGGI I I I ICCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 
CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 
GACTTCTCAGGGG A I I I 1 1 GCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 
AGCTGCTCTTGTMGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 
GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 
GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 
GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 
ACAGCTGAACCCGCCAAAATCGGACNN 
>212 

NNNCTCGCTCTGTCACTCAGGCTGGAGTACAGTGGCGTGATCATAGCTCACTGCGG 
CCTCGGTCTCCTAGGGTCAGGTGATCCTCCCATCTTAGCCTCCTGAGTAGCTGGGCATGTG 
CCACCACACCTGGCTACI 1 1 1 1 AAA I I 1 1 1 1 1 I 1 1 1 CTGTAGAGACGAGGTCTTTCTATGCTGT 
TCAGGCTGAACTTCATGGGTTTATTGGGGATGGCTAATGGATGACATTGGCGGTGGTCCTTG 
ATACCAGATAAGCCCTCAGTGTGAAGCAGCTCTTATTTTTCCTTGTCTTGAGATTGCTCTGGA 
ATGGAAATTAGGC 1 1 1 1 1 1 GAAGGTGTGACCCTTTTTGTTCATTTCTTCAGCAGTTAC I 1 1 1 1 A 
1 1 1 1 1 IAAATGTTTGACACACAGTCTCTGATAAATGATCATTCACCAATCACCGATTACTCTCC 
TTGCTCTGTTAAGTGTGACACTGTCCCTTTGAGAATCTGGCGACAGCTATGTATCCCATCAC 
CACACACCCCAAAAAAAAAATTTATGTCTGGTTCCAGGAGTTACCTTTTATGAGAAGTCCATC 
TGTGAAGACCCTGGATGTTCAGAGAACTTCCTGGGAAAACCCTGAAAGAAAATAAAGAGGCC 
GGGCCCGGTGGCTCATGCTTGTGGTCCCGGCACTTTGGGAGGCTGAGGTGGGCAGATAAG 
CTGAGGTCAGGAGTTCCAGACCAGCCTGGCCAACGTGGCGAAANNN 
>213 . . 
>214 

CGCGGTGGCGGCCGAGGTACATGCCTACAGATAGTCCCAGCTACTCGGGAGGCTG 
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AGGCAGGAGAATCGCTTGAACCCAAGAGGCGTAAGTTGCAGTGAGCCGAGATCATGGCACT 

GCACTCCAGCCTGGGTGACAGAGAGAGACTCCATAAGAAAAAAAGAAAAAAAAGGGGGGCA 

AAAAGAAACAGATGAAACCAATGTGAATAAT7TATTTTAACACAATATACCTAACATATTTTTAT 

TTCAATATCTAACCAGTATAAAAATTTACTTGTTTTGCCCTCTAGAGATAGTAAGCTCCTTAAG 

TAAACAGAAGTAATACCTGATTAATTAGAATTCCCAACCCTCATCAAGTGTGTGCTTATATAG 

AAGAAACCCAGTAAATGTTTGTTGATTGAAAGATATTAATACTCTTGCTTGGATGAGAGTGAG 

GAAAAAGGTATTAGTATTGGCTTTTCACAACGCCTTGT 

>215 

>216 

>217 

GCGGCCGAGGTAC TATC AAACAACATGATACAATTTAAATGTGTCATAGCAACTACT 
AGTGGTCACCTGAAATCCATTTTCCCCTCCTTCACAGTAAGAGTTTTAGCTGAATGAGTGGC 
CACTCATAGAGAGATTGCATTTCfGGCTTCCCTTGCAGCCATAGGTAGCCATGGGACAAAGT 
TCTAACCCAGGGGGGGTCCAATCTTTTGGCTTCCCTGGGACACACTGGAAGAAGAAGAATT 
GTCTTGGGCCACACATAAAATACACTGGCATCAAGGATAGCTGATGAGCAAAAAAAAAAAAA 
AAAAAAAAAGT 
>218 

^AT^TCTT^AAAAATTGGCJDTCCGACCACAAAGACATCCA^ 
GTTGGAAAAGCCATTGGATAAGGATTCACTTTAAGAGATTTGGAAACTCTTCCCTTTGGAATT 
GCTCTTCCCATCAGAGATGCAATTTATCACTGTCGTGAACAGCCTGCCTCAGACTGGCCAGA 
AGCTGTCTGTCTCTTGATTGGACGTCAGGATCTTTCCAAGCAGGCCTGCGAAGGAAACTTAC 
CCAAAGGGAAGTCTGTGCTCTCATCAGATGTTCCTTCAGGAACAGAAACTGAGGAGGAAGAT 
GACGGCATGAATGACATGAATCACGAGGTCATGTCATTAATATGGAGTGAAGATTTAAGGGT 
GCAGGATGTGCGAAGGCTTCTTCAGAGTGCGCATCCTGTCCGTGTCAATGTAGTGCAGTAC 
CCAGAGCTCAGTGACCACGAGTTCATCGAGGAAAAGGAAAACAGATTGCTCCAATTGTGTCA 
GCGAACTATGGCTCTTCCTGTAGGACGAGGAATGTTTACCTTGTTTTCGTACCATCCTGTTC 
CAACAGAGCCATTGCCTATTCCTAAATTGAATCTGACTGGGCGTGCCCCTCCTCGGAACACA 
ACAGTAGACCTTAATAGTGGAAACATCGATGTGCCTCCCAACATGACAAGCTGGGCCAGCTT 
TCATAATGGTGTGGCTGCTGGCCTGAAGATAGCTCCTGCCTCCCAGATCGACTCAGCTTGG 
ATTGT7TACAATAAGCCCAAGCATGCTGAGTTGGCCAATGAGTATGCTGGCTTTCTCATGGC 
TCTGGGTTTGAATGGGCACCTTACCAAGCTGGCGACTCTCAATATCCATGACTACTTGACCA 
AGGGCCATGAAATGACAAGCATTGGACTGCTACTTGGTGTTTCTGCTGCAAAACTAGGCACC 
ATGGATATGTCTATTACTCGGCTTCTTAGCATTCGCATTCCTGCTCTCTTACCCCCAACGTCC 
ACAGAGCTGGATGTTCCTCACAATGTCCAAGTGGCTGCAGTGGTTGGCATTGGCCTTGTATA 
TCAAGGGACAGCTCACAGACATACTGCAGAAGTCCTGTTGGCTGAGATAGGACGGCCTCCT 
GGTCCTGAAATGGAATACTGCACTGACAGAAAGTCATACTCCTTAGCTGCTGGCTTGGCCCT 
GGGCATGGTCTGCTTGGGGCATGGCAGCAATTTGATAGGTATGTCTGATCTCAATGTGCCT 
GAGCAGCTCTATCAGTACATGGTTGGAGGACATAGGCGCTTTCAAACAGGAATGCATAGGG 
AGAAACATAAATCACCAAGTTATCAAATCAAAGAAGGAGATACCATAAATGTGGATGTGACTT 
GTCCAGGTGCTACTCTAGCTTTGGCTATGA TCTAC TTAAAAACCAATAACAGTGTCTTCTAGG 
MGCCCAGACACATGGAGMGTTCTGAGTGTTTTGGCCGATAGTCCCAGATGAGGTTCCAG 
CAACAGCTGGGATCACCCATGAGATGTGAGTGAGGAAGGCTTTGAGATGGTTTCAGCCCTA 
GCCACCACTGACCTCATAAGAGACCACAAGAATGAGAATCACCTGGCCAAGCCCAGCAGAC 
CTTCAGAATTCAGAAATAAAATAATTCATCTTATTTCANNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNN 
>219 
>220 

NCCGCCGCAGCGGGGAATCTGCAGTAGGTCTGCCGGCGATGGAGTGGTGGGCTA 
GCTCGCCGCTTCX3GCTCTGGCTGCTGTTGTTCCTCCTGCCCTCAGCGCAGGGCCGCCAGA 
AGGAGTCAGGTTCAAMTGGAMGTATTTATTGACCAAATTAACAGGTCTTTGGAGAATTACG 
AACCATGTTCAAGTCAAAACTGCAGCTGCTACCATGGTGTCATAGAAGAGGATCTAACTCCT 
TTCCGAGGAGGCATCTCCAGGAAGATGATGGCAGAGGTAGTCAGACGGAAGCTAGGGACC 
CACTATCAGATCACTAAGAA CAGA CTGTACCGGGAAAATGACTGCATGTTCCCCTCAAGGTG 
TAGTGGTGlTGAGCACTTTATTTTGGAAGTGATCGGGCGTCTCCCTGACATGGAGATGGTGA 
TCAATGTACGAGATTATCCTCAGGTTCCTAAATGGATGGAGCCTGCCAtCCCAGTCTTCtCC 
TTCAGTAAGACATCAGAGTACCATGATATCATGTATCCTGCTTGGACATTTTGGGAAGGGGG 
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ACCTGCTGTTTGGCCAATTTATCCTACAGGTCTTGGACGGTGGGACCTCTTCAGAGAAGATC 

TGGTAAGGTCAGCAGCACAGTGGCCATGGAAAAAGAAAAACTCTACAGCATATTTCCGAGGA 

TCAAGGACAAGTCCAGAACGAGATCCTCTCATTCTTCTGTCTCGGAAAAACCCAAAACTTGTT 

GATGCAGAATACACCAAAAACCAGGCCTGGAAATCTATGAAAGATACCTTAGGAAAGCCAGC 

TGCTAAGGATGTCCATCTTGTGGATCACTGCAAATACAAGTATCTGTTTAATTTTCGAGGCGT 

AGCTGCAAGTTTCCGGTTTAAACACCTCTTCCTGTGTGGCTCACTTGTTTTCCATGTTGGTGA 

TGAGTGGCTAGAATTCTTCTATCCACAGCTGAAGCCATGGGTTCACTATATCCCAGTCAAAA 

CAGATCTCTCCAATGTCCAAGAGCTGTTACAATTTGTAAAAGCAAATGATGATGTAGCTCAAG 

AGATTGCTGAAAGGGGAAGCCAGTTTATTAGGAACCATTTGCAGATGGATGACATCACCTGT 

TACTGGGAGAACCTCTTGAGTGAATACTCTAAATTCCTGTCTTATAATGTAACGAGAAGGAAA 

GGTTATGATCAAATTATTCCCAAAATGTTGAAAACTGAACTATAGTAGTCATCATAGGACCAT 

AGTCCTCTTTGTGGCAACAGATCTCAGATATCCTACGGTGAGAAGCTTACCATAAGCTTGGC 

ACCTATACCTTGAATATCTGCTATCAAGCCAAATACCTGGTTTTCCTTATCATGCTGCACCCA 

GAGCAACTCTTGAGAAAGATTTAAAATGTGTCTAATACACTGATATGAAGCAGTTCAACTTTT 

TGGATGAATAAGGACCAGAAATCGTGAGATGTGGATTTTGAACCCAACTCTACCTTTCATTTT 

CTTAAGACCAATCACAGCTTGTGCCTCAGATCATCCACCTGTGTGAGTCCATCACTGTGAAA 

TTGACTGTGTCCATGTGATGATGCCCTTTGTCCCATTATTTGGAGCAGAAAATTCGTCATTTG 

GAAGTAGTACMCTCATT.GCT.GGAATT.GT.GAAATTAT^ 

TTTAATGTAGGAAACCCTATGGGGTTTATGAAAAATAC7TGGGGATCATTCTCTGAATGGTCT 

AAGGAAGCGGTAGCCATGCCATGCAATGATGTAGGAGTTCTCTTTTGTAAAACCATAAACTC 

TGTTACTCAGGAGGTTTCTATAATGCCACATAGAAAGAGGCCAATTGCATGAGTAATTATTGC 

AATTGGATTTCAGGTTCCC I I I I I G TGCCTTCATGCCCTACTTCTTAATGCCTCTCTAAAGCC 

ACTAAAAAATAAAATAAGACTCGAGGGGGGGCCCGGTACCCCAATTTGCCCTATTATGGGG 

CGGATTACAAATTAACTGGCCCGGCGTTTTTACAANNNN 

>221 

NGGCGGCCGAGCTGCCGAGGTACGCGGGACAACAGTCCCCAGGCATCACCATTCA 
AGATGCATCCAGGGGTCCTGGCTGCCTTCCTCTTCTTGAGCTGGACTCATTGTCGGGCCCT 
GCCCCTTCCCAGTGGTGGTGATGAAGATGATTTGTCTGAGGAAGACCTCCAGTTTGCAGAG 
CGCTACCTGAGATCATACTACCATCCTACAAATCTCGCGGGAATCCTGAAGGAGAATGCAGC 
AAGCTCCATGACTGAGAGGCTCCGAGAAATGCAGTCTTTCTTCGGCTTAGAGGTGACTGGC 
AAACTTGACGATAACACCTTAGATGTCATGAAAAAGCCAAGATGCGGGGTTCCTGATGTGGG 
TGAATACAATGTnTCCCTCGAACTCTTAAATGGTCCAAAATGAATTTAACCTACAGAATTGTG 
AATTACACCCCTGATATGACTCATTCTGAAGTCGAAAAGGCATTCAAAAAAGCCTTCAAAGTT 
TGGTCCGATGTAACTCCTCTGAATTTTACCAGACTTCACGATGGCATTGCTGACATCATGATC 
TCTTTTGGAATTAAGGAGCATGGCGACTTCTACCCATTTGATGGGCCCTCTGGCCTGCTGGC 
TCATGCTTTTCCTCCTGGGCCAAATTATGGAGGAGATGCCCATT7TGATGATGATGAAACCT 
GGACAAGTAGTTCCAAAGGCTACAACTTGTTTCTTGTTGCTGCGCATGAGTTCGGCCACTCC 
TTAGGTCTTGACCACTCCAAGGACCCTGGAGCACTCATGTTTCCTATCTACACCTACACCGG 
CAAAAGCCACTTTATGCTTCCTGATGACGATGTACAAGGGATCCAGTCTCTCTATGGTCCAG 
GAGATGAAGACCCCAACCCTAAACATCCAAAAACGCCAGACAAATGTGACCCTTCCTTATCC 
CTTGATGCCATTACCAGTCTCCGAGGAGAAACAATGATCTTTAAAGACAGATTCTTCTGGCG 
CCTGCAT<XrrCAGCAGGTTGATGCGGAGCTGTTTTTAACGAAATCATTTTGGCCAGAACTTC 
CCAACCGTATTGATGCTGCATATGAGCACCCTTCTCATGACCTCATCTTCATCTTCAGAGGTA 
GAAAATTTTGGGCTCTTAATGGTTATGACATTCTGGAAGGTTATCCCAAAAAAATATCTGAAC 
TGGGTCTTCCAAAAGAAGTTAAGAAGATAAGTGCAGCTGTTCACTTTGAGGATACAGGCAAG 
ACTCTCCTGTTCTCAGGAAACCAGGTCTGGAGATATGATGATACTAACCATATTATGGATAAA 
GACTATCCGAGACTAATAGAAGAAGACTTCCCAGGAATTGGTGATAAAGTAGATGCTGTCTA 
TGAGAAAAATGGTTATATCTAlTTTTTCAACGGACCCATACAGTTTGAATACAGCATCTGGAG 
TAACCGTATTGTTCGCGTCATGCCAGCAAATTCCATTTTGTGGTGTTMGTGTCTTTTTAAAA 
ATTGTTATTTAAATCCTGAAGAGCATTTGGGGTAATACTTCCAGAAGTGCGGGGTAGGGGAA 
GMGAGCTATCAGGAGAAAGCTTGGTTCTGTGAACAAGCTTCAGTAAGTTATCTTTGAATATG 
TAGTATCTATATGACTATGCGTGGCTGGAACCACATTGAAGAATGTTAGAGTAATGAAATGGA 
GGATCTCTAAAGAGCATCTGATTCTTGTTGCTGTACAAAAGCAATGGTTGATGATACTTCCCA 
CACCACAAATGGGACACATGGTCTGTCAATGAGAGCATAATTTAAAAATATATTTATAAGGAA 
ATTTTACAAGGGCATAAAGTAAATACATGCATATAATGAATAAATCATTCTTACTAAAAAGTAT 
AAAATAGTATGAAAATGGAAATTTGGGAGAGCCATACATAAAAGAAATAAACCAAAGGAAAAT 
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GTCTGTAATAATAGACTGTAACTTCCAAATAAATAATTTTCATTTTGCACTGAGGATATTCAGA 

TGTATGTGCCCTTCTTCACACAGACACTAACGAAATATCAAAGTCATTAAAGACAGGAGACAA 

MGAGCAGTGGTMGAATAGTAGATGTGGCCmGMTTCTGTTTMTTTTCACTTTTGGCAA 

TGACTCAAAGTCTGCTCTCATATAAGACAAATATTCCTTTGCATATTATAAAGGATAAAGAAG 

GATGATGTCTTTTTATTAAAATATTTCAGGTTCTTCAGAAGTCACACATTACAAAGTTAAAATT 

GTTATCAAAATAGTCTAAGGCCATGGCATCCCTTTTTCATAAATTATTTGATTATTTAAGACTA 

AMGTTGCATTTTMCCCTATTTTACCTAGCTMTTATTTMTTGTCCGGTTTGTCTTGGATAT 

ATAGGCTATTTTCTAAAGACTTGTATAGCATGAAATAAAATATATCTtATAAAGTGGAAGTATG 

TATATTAAAAAAG AGACATCCAAA I I I I I I I I I AAAGCAGTCTACTAGATTGTGATCCCTTGAG 

ATATGGMGGATGCCTTTTTTTCTCTGCATTTAAAAAAATCCCCCAGCACTTCCCACAGTGCC 

TATTGATACTTGGGGAGGGTGCTTGGCACTTATTGAATATATGATCGGCCATCAAGGGAAGA 

ACTATTGTGCTCAGAGACACTGTTGATAAAAACTCAGGCAAAGAAAATGAAATGCATATTTGC 

AAAGTGTATTAGGAAGTGTTTATGTTGTTTATAATAAAAATATATTTTCAACAGANNNNNNNNN 

>222 

NAGGGAGTCCCACCCACGTGTCCGCGCAAGACGCCTCGTAGGGAGTGTAACTATG 
GCCGGCCTGCGGAACGAAAGTGAACAGGAGCCGCTCTTAGGCGACACACCTGGAAGCAGA 
GAATGGGACATTTTAGAGACTGAAGAGCATTATAAGAGCCGATGGAGATCTATTAGGATTTT 
ATATCTTACTATGIITCTCAGCAG-TGTAGGGTTTTGTGTAGTGATGATGTGGAT-ATGGGGAT-A 
TCTCCAAAAGATTGATCCGACAGCTGATACAAGTTTTTTGGGCTGGGTTATTGCTTCATATAG 
TCTTGGCCAAATGGTAGCTTCACCTATATTTGGTTTATGGTCTAATTATAGACCAAGAAAAGA 
GCCTCTTATTGTCTCCATCTTGATTTCCGTGGCAGCCAACTGCCTCTATGCATATCTCCACAT 
CCCAGCTTCTCATAATAAATACTACATGCTGGTTGCTCGTGGATTGTTGGGAATTGGAGCAG 
GAAATGTAGCAGTTGTTAGATCATATACTGCTGGTGCTACTTCCCTTCAGGAAAGAACAAGC 
ACTTTTAACTGGTCTCATCCCCTTTTAAACTCATATTTCACAGTTCAACATACATGTTTCTCAT 
TGT AAACAAATA I I I I I CTTATCATTTTGCCTTTGCTCATGATGTTCTCATTACCTATAGTTTCT 
CTTCTGTTCTCATCATTC7TCATCCTTCAAGATTCAGTTTAAACCAGGTGTGGTGGCACGTGC 
CTGTAATACCAGCTACTCGGGAGACTGAGGTAGCAGAATCTCTTGAGCCCAGGAGTTCGAG 
GGCAGNCTGGGTAACATAGGGAGACTCCATCTTAAAAAAAACATCACTGGGCGCGGTTTAC 
AACGTCGTGACTGGGGAAACCCGGGGGTACCAAATTAACGGCTGGGGAGAATCCCCCTTG 
GCAGAGGGGGAAAGGAAAGGCGGCCAAGTGCCCCCCCAAAGGGCCCCCAGAGAAGAGAC 
AGAGGGACCATGTCAGGCCCCCCCCTAGGGGCCCCCTAACACCACACGGGGGCGCCCCCT 
CCAAAACCCCGCGCTCGCGCCCAGACACCACCCCCCAGGGCCACCCGCGGCCGCCACCC 
CACCNNNNNNNNNNNNNNNNNNNNN 
>223 

ACGCGGGGGGGACGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGAGGCACAGAGTGAAGGGGAGGTGCCAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
CTGCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGA 
C I 1 1 1 1 I GTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCA 
ATATCACAAGGCTCATCGATTtACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGA 
CCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTC 
AAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 
TATA<XAACXGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCG 
GGfAATAGTGTCCGACAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGACATTGACTT 
GGMTCAGGGGMTTTCACTCAAATGATGTTGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGCCGGAGCCTCTGCTGACACATAAACACTTCAATGCACACCTCAAAATCGCTGATTTGATG 
CAGTTTGATGATAAAGGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTCT 
CCAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CCTATACCAGACAGCAAAGAAACAAGACAAGAACAAGATGTCAGCCTATAACCTTGCCCTTA 
TGTTTGCACCCCACGTCCTGTGGCCAAAAAATGTCACTGCAAATGACCTTCAGGAGAATATC 
ACAAAGTTAAACAGTGGGATGGCTTTTATGATTAAACACTCCCAGAAACTTTTTAAGGCTCCT 
GCTTATATTCGGGAGTGTGCGAGATTGCACTATTTGGGATCCAGAACTCAGGCATCAAAGGA 
TGACCTTGACCTCATAGCTTCATGTCATACTAAGTCCTTTCAGCTGGCAAAGTCTCAGAAACG 
GAACCGGGTAGATTCCTGCCCTCACCAGGAGGAGACCCAGCACCATACGGAAGAGGCACT 
GAGAGAGCTGTTTCAACACGTTCATGATATGCCAGAGTCAGCAAAGAAGAAACAACTTATTA 
GACAGTTTMTMGCAATCAtTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 
CAAAAGAGGGCTCGTTCGCGCTCCTTCAGTGGGCTTATTAAGCGGAAGGTCCTGGGAAATC 
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AGATGATGTCAGAAAAGAAAAAGAAGAACCCT ACTCC AGAATCTGTGGCCATTGGTGAATTG 

AAGGGAACCAGCAAAGAAAATAGGAACTTATTATTTTCTGGCTCTCCAGCTGTCACGATGAC 

ACCAACAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGG 

ATCCAGAGTTGTCTCCTATGGTCCATGCAGAATTTTCT GTTTA GTGGGCAGGTGTTATTCCTG 

CCCACAGCAAAGCTTGGACTTGCAGCTTGCTTGCTGCATTTTGAATTGTCAAAGCCAACTAA 

TACCGTGACCCGACTGATACCTCTAACC CCACTC ACTGGATGATGTTTGCAAGCTGTGCCTT 

CTGAGAGAGTGCTTAGGCCCTGTCTCTCTTTTTTAATATTATGGGGAAACCACTAACTATCCA 

ACCAGCTTATACAGCACACTAAGGTGGGCTTCAGTGCTCACTC AATGTG TTTAGGCAGATTC 

CACTTTTGAAAAAAAATATGAAATGTGTGCTCAACTGCCAGTAATTTTTTAAAAAGCACTGTCC 

CAGTGGATTGATGTTGTTTTrMTGGATATTTTGGGTTTTTCT CTGT TTTGATAGTATTGGGTA 

TTTGGTTG I I I I I GTTTGTTTATTTCTTTGTTTTAAAAGCCATG I I 1 1 I GGTTGGGCTCTAAGCT 

AGATATCTTTCCCTCTTTTTCACTTTGAGCTTTGGGAAAACTCTTTA TCTTATG AGGCTGTATT 

CCTCAATACCTAATTTGTGTCCAAAGAATTTATAGCTCTTCTGGACATTTTTTATTATTTCTTG 

GGTGTGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 

TTTTAACAAATCTTAATTATTAAACTCTTTTCCTTCCTTCCAT TTCT CCCTCCCTTGTCCATCTC 

TCTCTCTCTTTCCCTTTCCTCAGTGATGTGAAMTAATTGTGTTTTGCTGAACTTGTTATCTTC 

ATTCAATTTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATACTTCTGAACCACATCACT 

GXGACTCMG^GAAAGTCACTGACAGCATMGAGMGTTT.GCTAAAATAITTGTAXGXGGGGG 

AAGCTCTGGAGfGTGCCTAGGAGGGGGCTGGCTGCCTTTATGTCCCAGGATGACTCTTTAT 

GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 

GGATCAGAAAGAAGAAGCAAGCAGCAGCCTCTGCAGGGCTGACAGGATTTAAAGGAGAGAA 

TGTTCTTATTTGGAAGCAGCTGTGGCTTGTCACCAATGTTCAAGGAGTGTTACTGTTCCGCC 

CTCTCTTTGTCAGAAGGGACACAGGTGGTMTTTGGAGATGGGGCCAGAGCTTCTGGCTTTT 

GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGCATGGCTTTGACCTAGTATGAACT 

GGTGTCTGCCCAGAGAGCAGCATGTAGCAGGGGGGAATGCTCAGGTTTGTGCCTGGCTCT 

GTGGAGCTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 

GCAGTTGCCCCACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTGCACCAT 

TGCTGAAATGAAAGATGACTCTGGGGGAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC 

CCTCTGCCAGCCTTTCTGCTGCTTTTGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTCTTCCAGCTTAATGCAGTGTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 

GCCCCTTTCTCTAGAGCAGTTT TATGTCATT TGTAAAAACACATATTAGCAAATTCGTTCGCG 

TAGGTTTCTATTCAATATTTGAC I 1 1 1 1 1 1 1 ICTTATTAAGAAAATGAAATCCCTTACACCAGAT 

ATCAGTTAATTCAAACAGAAAACCCTTTGGGTATCANNNNN 

>224 

agtcgactcacgcgtCCGGGAAGCGGGGTGGGAAgaagGgAGGGGATGGGGTTGACCGAG 
CTGGAGAAAGCCTTGAACTCTATCATCGACGTCTACCACaAGTACTCCCTGATAAAGGGGAA 
TTTCCATGCCGTCTACAGGGATGACCTGAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATA 
TCAGGAAAAAGGGTGCAGACGTCTGGTTCAAAGAGTTGGATATCAACACTGATGGTGCAGTT 
AACTTCCTGGAGTTCCTCATTCTGGTGATAAAGATGGGCGTGGCAGCCCACAAAAAAAGCCA 
TGAAGAAAGCCACAAAGAGTAGCTGAGTTACTGGGCCCAGAGGCTGGGCCCCTGGACATGT 
ACAGACTCTCATTTTATGACGTATCCTACTGCATCAGGACATTTGTGTCAATGTCAGGtGACG 
AGGGGAAATGAAAGTGATGAGACGATGAGAGGAGTGAAATACCAAGGACGCCATACTAGGA 
MCCCAGGTCTATTTGTTATCAGAGTMGGATCAAGCCAGATAGCCTGTTATGTAATTTCTCC 
GATAAAAGATTTTGAAAGCAGGTGCTGTGGGCATCTGTATGGGGAATCGCACTCATAGAATT 
ATTTTCATTTGTAAATATTTGGTATCAggCCAAGCAAGGGAAAGAAGCTTTACTgtaTTACCATC 
TTTccTggaaaAGATTGATTTTTCTCTCTCCCttaggGGATATGAggTATGATACCTGCaaocAAAAT 
AAGCTGgctgttaaGTGCTCTCTCCTTAACTATTGTCCAAGCAATGTACATCACTCTTGCCTAGAT 
G AGTGACCATA C I I NI I CTTTGCTGCTTGGTTTTTCTATCACTAAAAAGCAAATTTAGGTGGA 
AGATGGATGGGTAAGTCCTTTGTCCTTGTCAAAAGAATTTAGAAAGGGTAAAGGTGGTGGGA 
TTTGAATTCTTTTAAACGGTTTATTCATTGGAAAGGCAAGTGAGTGGCAGTTGACTGTAGAAT 
CTTGGGAATTTTTGAAGGMTTTMGAGCTGTACTTATTTTAAATAATGAGGAAACAATCAGA 
GAGACTTAACCAGGGTGGCAACTATGGAAGAGTGGGGGTAGAATCCAAGTCTACAGTTCTA 
CGGCACTGCTTTGTTTATTTTTTCAATCAAGCACACATGAGGGATTGCTTAATAAATTCAAGA 
GTTTTCTATATAGTTTGGGATTACTACAGACACAGGTACTCTAGCCATGTGACTATTTCAGAT 
TAGTGTTCCCATTGCTCTCCATCCTATTTTTCATATCTAAATGTGTCATGATTTTAGAATCTCT 
TTGTAAAGAAAACCAAAAAGAGCCATGCCCAAAAGAATGAGCATGAAATGAAGCAATTCAAG 
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T ATTTAG AATTTCTTCTTC I I I I I I I I I I I I I I I I CC AAAATTCTG AGTTAAG AAAGTTCATTG CC 

AACAGTTGAGGATAAATAGCTCTATTGATTTAGGCAAATGAATGAGAAGATTTAAACATCATC 

AAGACTCCCAAAGTTGGTGTAATAAAAGTTGAGATGTTTTGCTAGATGCTGAGAGAAAAGGC 

ATAAATAGGCCATTTGTGCTCCTGTAAACAAATGAAATTTTGTAATGATCAAGAGACAGCATG 

ATATTATAAAACACACTTTGGACTCATCGAGACCTGGCTCAGAGTTGTACCTAATTTGCTTAT 

CAGCATTTGGTTAGACCTTAGACAAATTTTATMCCTCTCTMGCCCATTTTCTTTATCTGTAA 

ATAAAGGAAAAAGATCTGTTTGGATTTGGGACAGGAGAGTTGTCTGTTTTATAGGGTAATGTT 

TATGAAAATAATTTATCACCTAGGTACTTAGTAAATACCAGTTTCTGTCTCTGI I I I ICTTCAA 

AGCTTTGTTGACAATGTAGGATATTGCCAACTAATCCTTTGACTTGAGCGCTTAGCCATGCCC 

CAATCCAGGCAGCATGAAGAATGATCAAGAAGGGGACACCTAGTGGCAGTTGACCTTTGAG 

GATCTATCTAGGATCAGGTTACTGATTTGGGACCTCTGAATCAGTACATCATAACATCGAGA 

GTGATCTCTGCCAAAATTAAAATTCTGTCAGAACAGTATAAGCAGAAGGAAGACATTAGGTCT 

TTCTGAAATATGGAGCTGATAACTTCTATCAGTTCTGAATTCTGTACTGTCCCACCCCCAAAT 

CATCTATATT GTTGC ATGTGCTTAGCTTTGTGCCTTGAATTGCTATTTCCI I I I IATCTTGCAC 

TCAGATGGTATTTTTAGAGATGTTTCTTCAATCAAAACAAGATAAAGTTAAAAAAAAAAAAAA 

>225 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 

GTTTTCGCTGA TCCACACA AACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 

GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 

GTTTAGCC CGTGG AGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 

ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 

TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 

GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 

GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 

TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 

GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAA ATAAG AACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTMTTGTTGTTACTTTT 

AG CTGCT CTtGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTG AACCCGCCAAAATCGG ACN N 

>226 

ACGCGGGATGGATAGCCGCTTGCAGGAGATCCGGGAGCGGCAGAAGTTACGGCGA 
CAGCTCCTCGCGCAGCAGTTGGGAGCTGAAAGTGCCGACAGCATTGGTGCCGTGTTAAATA 
GCAAAGATGAGCAGAGAGAAATTGCTGAAACAAGAGAAACTTGCAGGGCTTCCTATGATACC 
TCTGCTCCAAATGCAAAACGTAAGTATCTGGATGAAGGAGAGACAGATGAGGACAAAATGGA 
AGAATATAAGGATGAACTAGAAATGCAACAGGATGAAGCTTATCATCAATTCATTGTATAAAA 
ATAMGAGATTTTCCTGAGAGMCTGATTTCAAATGCTTCTGATGCTTTAGATAAGATAAGGC 
TAATATCACTGACTGATGAAAATGCTCTTTCTGGAAATGAGGAACTAACAGTCAAAATTAAGT 
GTGATAAGGAGAAGAACCTGCTGCATGTCACAGACACCGGTGTAGGAATGACCAGAGAAGA 
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GTTGGTTAAAAACCTTGGTACCATAGCCAAATCTGGGACAAGCGAGTTTTTTAAACAAAATGA 

CTGAAGCACAGGAAGATGGCCAGTCAACTTCTGAATTGATTGGCCAGTTTGGTGTCGGTTTC 

TATTCCGCCTTCCTTGTAGCAGATAAGGTTATTGTCACTTCAAAACACAACAACGATACTCAG 

CACATCTGGGAGTCTGACTCCAATGAATTTTCTGTTATTGCTGACCCaagaggAAACACTCtaaG 

ACGGGGAACGACAATTACCCTTGTCTTAAAAGAAGAAGCATCTGATTACCTTGAATTGGATA 

CAATTAAAAATCTCGTCAAAAAATATTCACAGTTCATAAACTTTCCTATTTATGTATGGAGCAG 

CAAGACTGAAACTGTTGAGGAGCCCATGGAGGAAGAAGAAGCAGCCAAAGAAGAGAAAGAA 

GAATCTGATGATGAAGCTGCAGTAGAGGAAGAAGAAGAAGAAAAGAAACCAAAGACGAAAA 

AAGTTGAAAAAACTGTCTGGGACTGGGAACTTATGAATGATATCAAACCAATAT 

>227 

NNCGCTAGCTTGGACGGTTTGGCTGCCAGAGCCTGCTGCCAAGAGACAGGCTTGC 
AGCCCCGCCCTTTTCCTCCAGCCCAGCCCTGGTTTAAGTCCCCGCCCTCCCATCCCCACTC 
TTCAGCTGCCCTGGACCCACCCCAAATGACAGAAAGGGCTCACTGAAGGCCTTGACGCTTC 
GAAATTTGCTAATATGCAGCAGTTGATCCCCAGGCTACTCAAGGACGCAGATAGTAAACTCT 
GAACCCTGCTTCAGTTGCGAGATTTTTTAAAACGGTCGAATAAATCTTCAAGAAATAGAAGCT 
CTAAATCTTCCAAACAGCCTAGATTGTAAAGGCGGCCGACACTACAACTCCTAGCATGCCCA 
GCAACCGGACCTTCACTTGGAGTTGGCGCTCTGCCCGCTGGGAACTGTAGTCCTTGTTGGT 
TGCGGTCCCACCTAACGCCGAGGTCCTCTTCATTGTTCAAGCTGGTCTTTGGG GGGA CGGC 
TGCGCAGTGGGCAAGCTGGAAAAGCGTGTGGGTGAGAACCTCGCACAACCCCTTTTCATTG 
TCTGTGTGTGGCGCCTGCGCAGTAAGGGATCGTTGGAACTGGGCAGGAGGGGATAGGGTC 
CGGCTCCTCGCCCTTTCCCGAGGCGCCTGCGCACTAGGCAGTCGGTCTTTGCCGTTACCGC 
TATGTGTGGGGCGTGTGTGGAATAACGTTATTGCCCAGCGGAGCTGAGGGCCCCGGAGCT 
CGACCGCAGCGGCAGCGACGACAACAGCGGCGACGACGACGACGACGAGGTGGGGGGAG 
GACGGCGTGCGAGAGACTCACGGGACGCGACGCGCCCCGCCTCCCCCGTCCGGTCCCTC 
TCTCCACGGTAAGGGGATGACGTAGCTTTGCCAAAGACTTAGAAGCTAAGCAGAAAATGAG 
CTTAACATCCTGGTTTTTGGTGAGCAGTGGAGGCACTCGCCACAGGCTGCCACGAGAAATG 
ATTTTTGTTGGAAGAGATGACTGTGAGCTCATGTTGCAGTCTCGTAGTGTGGATAAGCAACA 
CGCTGTCATCAACTATGATGCGTCTACGGATGAGCATTTAGTGAAGGATTTGGGCAGCCTCA 
ATGGGACTTTTGTGAATGATGTAAGGATTCCGGAACAGACTTATATCACCTTGAAACTTGAAG 
ATAAGCTGAGATTTGGATATGATACAAATCTTTTCACTGTAGTACAAGGAGAAATGAGGGTCC 
CTGAAGAAGCTCTTAAGCATGAGAAGTTTACCATTCAGCTTCAGTTGTCCCAAAAATCTTCAG 
AATCAGAATTATCCAAATCTGCAAGTGCCAAAAGCATAGATTCAAAGGTAGCAGACGCTGCT 
ACTGAAGTGCAGCACAAAACTACTGAAGCACTGAAATCCGAGGAAAAAGCCATGGATATTTC 
TGCTATGCCCCGTGGTACTCCATTATATGGGCAGCCGTCATGGTGGGGGGATGATGAGGTG 
GATGAAAAAAGAGCTTTCAAGACAAATGGCAAACCTGAAGAAAAAAACCATGAAGCTGGAAC 
ATCAGGGTGCAGCATAGATGCCAAGCAAGTTGAGGAACAATCTGCAGCTGCAAATGAAGAA 
GTACTTTTTCCTTTCTGTAGGGMCCAAGTTATTTTGAAATCCCTACAAAAGAATTCCAGCAA 
CCATCACAAATAACAGAAAGCACTA7TCATGAAATCCCAACAAAAGACACGCCAAGTTCCCAT 
ATAACAGGTGCAGGGCATGCTTCATTTACCATTGAATTTGATGACAGTACCCCAGGGAAGGT 
AACTATTAGAGACCATGTGACAAAGTTTACTTCTGATCAGCGCCACAAGTCCAAGAAGTCTTC 
TCCTGGAACTCAAGACTTGCTGGGGATTCAAACAGGAATGATGGCACCCGAAAACAAAGTTG 
CTGACTGGCTAGCACAAAACAACCCTCCTCAAATGCTATGGGAAAGAACAGAAGAGGATTCT 
AAAAGCATTAAAAGTGATGTTCCAGTGTACTTGAAAAGGTTGAAAGGAAATAAACATGATGAT 
GGTACGCAAAGTGATTCAGAGAACGCTGGGGCTCACAGGCGCTGTAGCAAACGTGCAACTC 
TTGAGGAACACTTAAGACGCCACCATTCAGAACACAAAAAGCTACAGAAGGTCCAGGCTACT 
GAAAAGCATCAAGACCAAGCTGTTACTAGCTCTGCGCATCACAGAGGGGGGCATGGTGTTC 
CACATGGGAAATTGTTAAAACAGAAATCAGAGGAGCCATCGGTGTCAATACCCTTCCTACAA 
ACTGCATTATTAAGAAGTTCAGGGAGTCTTGGGCACAGACCAAGCCAGGAGATGGATAAAAT 
GTTAAAAAATCAAGCAACTTCTGCTACTTCTGAAAAGGATAATGATGATGACCAAAGTGACAA 
GGGTACTTATACCATTGAGTTAGAGAATCCCAACAGTGAGGAAGTGGAAGCAAGAAAAATGA 
TTGACAAGGTGTTTGGAGTAGATGACAATCAGGATTATAATAGGCCTGTTATCAACGAAAAAC 
ATAAAGATCTAATAAAAGATTGGGCTCTCAGTTCTGCTGCAGCAGTAATGGAAGAAAGAAAA 
CCACTGACTACATCTGGATTTCACCACTCAGAGGAAGGCACATCTTCATCTGGAAGCAAACG 
TtGGGTTTCACAGTGGGCTAGTTTGGCTGCCAATCATACAAGGCATGATCAAGAAGAAAGGA 
TAATGGAATTTTCTGCACCTCTTCCTTTAGAGAATGAGACAGAGATCAGTGAGTCTGGCATG 
ACAGTGAGAAGTACTGGCTCTGCAACTTCCTTGGCTAGCCAGGGAGAGAGAAGGAGACGAA 
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CTCTTCCCCAGCTTCCAAATGAAGAAAAGTCTCTTGAGAGCCACAGAGCAAAGGTTGTAACA 

CAGAGGTCAGAGATAGGAGAAAAACAAGACACAGAACTTCAGGAGAAAGAAACACCTACAC 

AGGTATACCAGAAAGATAAACAAGATGCTGACAGACCCTTGAGTAAAATGAACAGGGCAGTA 

AATGGAGAGACTCTCAAAACTGGTGGAGATAATAAAACCCTACTTCACTTAGGCAGCTCTGC 

TCCTGGAAAAGAGAAAAGTGAAACTGATAAGGAAACTTCTTTGGTAAAGCAAACATTAGCAAA 

ACTTCAACAACAAGAACAAAGGGAGGAGGCTCAGTGGACACCTACTAAATTGTCTTCCAAAA 

ATGTTTCAGGTCAGACAGATAAATGTAGGGAGGAAACTTTTAAACAAGAATCACAACCTCCA 

GAAAAAAATTCAGGACATTCTACAAGCAAAGGAGACAGAGTGGCACAAAGTGAGAGCAAGA 

GAAGAAAAGCTGAGGAAATTCTGAAAAGTCAGACTCCAAAGGGAGGAGACAAGAAGGAATC 

CTCCAAGTCATTAGTGCGACAAGGGAGCTTCACTATAGAAAAACCCAGCCCAAACATACCCA 

TAGAACTTATTCCCCATATAAATAAACAGACTTCCTCTACTCCTTCTTCTTTAGCATTAACATC 

TGCAAGTAGAATACGAGAAAGAAGTGAGTCTTTGGATCCTGATTCTAGTATGGACACAACCC 

TTATTCTAAAAGACACAGAAGCAGTAATGGCTTTTCTAGAAGCTAAACTACGTGAAGATAATA 

AAACTGATGAAGGACCAGATACTCCCAGTTATAATAGAGACAATTCTATTTCACCAGAATCTG 

ATGTAGATACAGCTAGTACAATCAGTCTGGTTACTGGAGAAACTGAAAGAAAGTCAACCCAA 

AAGCGAAAGAGTTTCACTAGCCTCTATAAAGATAGGTGTTCCACAGGTTCTCCTTCCAAAGAT 

GTTACAAAATCATCATCTTCAGGTGCTAGGGAAAAAATGGAAAAGAAAACAAAAAGTCGTTCC 

AGAGATGTGGGTTGAAGAGGAGA-TGGTGGT-AAATTTGTTGAGTGCAGTGGGAGAATAAGACA 

GCCCTCAGTAGACTTAACAGATGATGACCAAACCTCTAGTGTACCTCATTCTGCCATCTCTG 

ATATTATGTCATCTGATCAAGAAACTTACTCTTGTAAACCTCATGGACGGACTCCACTTACCT 

CAGCTGATGAGCATGTACATTCCAAACTGGAAGGAAGTAAAGTAACGAAATCTAAGACTTCT 

CCGGTGGTATCTGGTTCATCTAGTAAATCAACCACCCTTCCAAGGCCACGACCTACCAGGAC 

TTCCCTCTTGCGCAGAGCACGACTTGGTGAAGCTTCAGACAGTGAACTTGCTGATGCTGACA 

AAGCATCTGTTGCTTCTGAAGTATCCACAACAAGTTCTACATCAAAACCTCCCACAGGAAGG 

CGTAACATCTCTCGGATTGATTTATTGGCTCAGCCTCGTAGAACACGACTTGGCTCACTGTC 

AGCTCGTAGTGACTCTGAAGCAACAATTTCTAGAAGTAGTGCCTCTTCGAGGACCGCAGAAG 

CCATCATTAGAAGTGGAGCCAGACTAGTACCATCAGATAAATTTTCTCCTAGAATTAGAGCTA 

ACAGTATCTCTCGACTCTCAGACTCCAAGGTCAAAAGTATGACCTCAGCTCATGGCTCTGCT 

TCAGTAAATTCAAGATGGAGGCGCTTTCCTACTGATTATGCTTCCACCTCAGAAGATGAATTT 

GGATCAAACCGTAATTCCCCTAAACATACCCGTCTACGTACTTCTCCAGCCCTGAAAACCAC 

TCGCTTGCAGAGCGCTGGATCAGCAATGCCTACTAGTTCTTCATTCAAACACCGGATTAAAG 

AGCAGGAAGACTACATCCGAGATTGGACTGCTCATCGAGAAGAGATAGCCAGGATCAGCCA 

AGATCTTGCTCTCATTGCTCGGGAGATCAACGATGTAGCAGGAGAGATAGATTCAGTGACTT 

CATCAGGCACTGCCCCTAGTACCACAGTAAGCACTGCTGCCACCACCCCTGGCTCTGCCAT 

AGACACTAGAGMGAGTTGGTTGATCGTGTTTTTGATGAAAGCCTCAACTTCCGAAAGATTC 

CTCCATTAGTTCATTCGAAAACACCAGAAGGAAACAACGGTCGATCTGGTGATCCAAGACCT 

CAAGCAGCAGAGCCTCCCGATCACTTAACAATTACAAGGCGGAGAACCTGGAGCAGGGATG 

AAGTCATGGGAGATAATCTGCTGCTGTCATCCGTCTTTCAGTTCTCTAAGAAGATAAGACAAT 

CTATAGATAAGACAGCTGGAAAGATCAGAATATTATTTAAAGACAAAGATCGGAATTGGGATG 

ACATAGAAAGCAAATTAAGAGCCGAAAGTGAAGTCCCTATTGTGAAAACCTCAAGCATGGAG 

ATTTCTTCTATCTTACAGGAACTGAAAAGAGTAGAAAAGCAGCTGCAAGCAATCAATGCTATG 

ATTGATCCTGATGGAACTTTGGAGGCTCTGAACAACATGGGATTTCCCAGTGCTATGTTGCC 

ATCTCCACCGAAACAGAAGTCCAGCCCTGTGAATAACCACCACAGCCCGGGTCAGACACCA 

ACACTTGGCCAACCAGAAGCTAGGGCTCTTCATCCTGCTGCTGTTTCAGCCGCAGCTGAATT 

TGAGAATGCTGAATCTGAGGCTGATTTCAGTATACATTTCAATAGATTCAACCCCGATGGGG 

AAGAGGAAGATGTTACAGTACAAGAATGACTTTCTCTTGATTGTTGAAAAATCATTACCTGTG 

GAATGGCTAGGAATATTGGAAGCAGCATAGTGTTGATGTACGCAAAACAAGACAGCTTGGTC 

AGCTACAATCTTGGAATCCCTGTCTTCTTAATTTTATTTATTTATTTTTGACGTATAATGTAGTA 

TATCAATCCTTTCAAACTATTTAGATAACCACTTGATGCACAAATAGGAAAAAGCAGATTGTG 

GCAGTGTC GCCTT TTGTGGTTTTATGATTTTCAAATTGAATTTAATG^TTACACCCTTTCCCTT 

CATAGATCTTTTTTC 1 1 1 1 1 1 1 I AAGCCATGCTGTGACCTACAAGCAAACTAAATAGCCAACAT 

TTCTGAACCCCTAAGTCTCCTGTGCCAAGCTGCTCCCTGAAATGGACTTCTTCATCTGTACA 

GATTTGTTAAACCATTCTATTTGCTTCTT AATAATAGGATTTATATTAGTACTCATTACCATTGG • 

ACACAATGACATAAGTACTCTCCACAGTAAAGCAGACCTTTCACAACAGTCACTCTGTGTCCT 

AAAATTTTCCAACATAGATGTGATTTATATAACTTTGTTGATACGTAAATTGtCTTGGGGTTTA 

CGGAAATTAACTATTATGTTTGCACTAAGATTTGCTGGGAGTGGTAGGTGGACATATCTATAT 
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ATCAATAAGGACTAACCGTCTTTTTTGTACATAGGAGATTGAT AATACT GTATTTGTTTTAAGC 

CCACAGTGTTTTACTCCACTTTCAAAAAGATCAATTTGGCACTTTTTTTCAI I I 1 1 1 I IAATGGA 

MTMGATTTGGTCTCTCATTTTAGGTTAAATGATAACTAGAAAGATTAAACTAGACAGATAGT 

TTAGGTGGAGTATA I I I I I AAAACTCAGAACATGTATATTGGTCCTGTGTTACCAAGTTTATAT 

GTGACAGTTGAAAAAGAAATTCCCTTGAAATGATCATGAGGTTAAAATTTTCTTCATTAGGGG 

ACTTGGAGAACCAGTAGTCGTAAGATTAGTTGATAGTTTCACTCCCAAGCAATGAATTGCTTC 

TGTGTGTTTCCCTGTAGGACTCAATAGTAAATGCTGTCTGTCTTACACATTTATAAGGACCCT 

GCAAGACGACGACAAAGGCCTTTGGCCTGTGCTACTAAACAAGAAGCCTATGAAAAATTTCT 

TCTTTAAACTTG I I I I I I CTCTTTCCAGTAAGTTCACATTTGGATAATTTTAAAAAGAAAAGTAA 

TTACCTTTGTGTTTCCAGAACACTATAATTGGGGTGTATCTTAATTCAGTTAAATATTATTAGT 

AGACCTGGATTTTCCCCCTTGACCCCATCAGTCTATAAAGGTTAAACTGCAACTTTTATGAAA 

TGGTCTTTAATATTTCCACAATAATCCTGTGCTATATTTGTTTTAAGAAACAAAGTAACTCTAT 

ACACTTCAAGACTTTACAGGATTTTTTAAATCCTGTATTGTTGGATCAATTAATAAAGATGCAA 

AAAAACTTTATAGAGATGTAAAAACAAAACTATAATGGATCTCCTATTTTTCTTTAAATACAAAA 

AAAAAAAGGTAAATGAACTATTCTCCTTGTAAAGCTAAATTCCCCATTCTGTCTAATAAAGGAA 

GACTGAAAAAAGGTTTTAAAGAACATAAATGGAAAGATACAAATGCTTTGAAGGAATAAACGA 

AATGTTAAAACAGGGTCAATCCATTTGAAGAAAAAGTTGGACAAAATAATCAGCATTGCTCCC 

TCTTnAJTTAATATTTGGGTACTC 

AAMTACTAGAATCTACTCTGCTTACATTCTTGTTTMGTGTTTACACAGTTTGGTTCAATTAT 

AAACATTTGGCCTTTTACTATGTTAI 1 1 I I ATTTTGTATG AATACATTATCCTCCTTATTTATTTT 

TGTTACATTTATTACTTATGTTATTTTGTTATGCATTTACAACTCCAI I I 1 1 AAATAAAGTGTTT 

CTGGAACTTTAAAAAAAAAAAAAAACGGCACGAGGGGGGGCCCGGTACCCAATTCCCCCTA 

TAGTGAGTCGTATTACGCGCGCTCACTGGCCGCCGTTTTACACACGTCGTGACTGGGAAAA 

CCCTGGCGTTCCCAACTTAATCGCCTTGCANNN 

>228 

>229 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGTAGAGACGAGGTTTCTCCATGTT 
GGTCAGGCTGGTCTTGAACTCCCGACCTCAGGTATCTGCCCGCCCGGGCCTCCCAAAGTGC 
TGGGATGACAGGTGTGAGCCACCACCCCCAGCCTGTTGTAAAAACTTCTTAAACTTTAAAAA 
AAAATMCCCATGAAAATGGCTTAATAAAATAACATTCCAATAAAACTCTTCTATAATACTTTTT 
ACAAGTAAAAACTGACCAATGTAACAGGTTCGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAT 
AAAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGACCGCCCGGGC 
AGGTACGGCCTGTCCGAATGATGCGTTGCAGTTGATTTGTCTTCACCCAAATAATTTCATCTA 
CCCGTTCATACCCCCAGAGGTTTAGACATTCTCTCCCCAACTCCATGGCCCTGCCTGTGACC 
CAGAGGAAGAGAAAGCCATCATCCTGTAGTACCTCGGCCTTGAGCCTGCGCATCTCATCAT 
CTGTCAGGGTCCCATAGGGCAGTTCCATGTGAATATCNCAGGGTGGGTCAGCCATCACAAC 
TGCAAACTTGCCCAAGATACTGACGTCCAGGTAGCGGATATCACAACAGATCCACTGCATAA 
AGTGGTATTTGGTCATCTTCCCTACTTTAACTCTGAGATTCATGGCCCGAGTCCCTCTT7TCC 
ATTTGATTTTTCCTATTCCCTTAAAAGCTTATCTATCCCCCTCCATTCCCAATAAGCAAGACAA 
GATTGCTGAATTATGCTCTGCTTTCTTAACGTGTATGGCTGCCCTATCAAACATAAGTCCGTA 
AGTTGAGACGAGTTTTCTGAGCAGACAGGTACCTGAGGTGGGAAGAGTCGGTCTGCACTGG 
AATCACCTCCGACACTCTGTGTAAGAGCAAGCTCCTGGCTTGGCGTGTGGTCTTTGCTGCCA 
GGGGCCTCAGAATCCATGCAAGCATCAATTTCATAGTGAACATACTCGGACGC 
>230 
>231 

NAGTCGACCCACGCGTCCGTGGCATTATTTCTCTCTCTACAAGGAGCCTTAGGAGG 
TACGGGGAGCTCGCAAATACTCCTTTTGGTTTATTCTTACCACCTTGCTTCTGTGTTCCTTGG 
GAATGCTGCTGTGCTTATGCATCTGGTCTCTTTTTGGAGCTACAGTGGACAGGCATTTGTGA 
CAGCACTATGGGACTGAGTAACATTCTCTTTGTGATGGCCTTCCTGCTCTCTGGTGCTGCTC 
CTCTGAAGATTCAAGCTTATTTCAATGAGACTGCAGACCTGCCATGCCAATTTGCAAACTCTC 
AAAACCAAAGCCTGAGTGAGCTAGTAGTATTTTGGCAGGACCAGGAAAACTTGGTTCTGAAT 
GAGGTATACTTAGGCAAAGAGAAATTTGACAGTGTTCATTCCAAGTATATGGGCCGCACAAG 
TTTTGATTCGGACAGTTGGACCCTGAGACTTCACAATCTTCAGATCAAGGACAAGGGCTTGT 
ATGAATGTATCATCCATCACAAAAAGCCCACAGGAATGATTCGCATCCACCAGATGAATTCTG 
AACTGTCAGTGCTTGCTAACTTCAGTCAACCTGAAATAGTACCAATTTCTAATATMCAGAAA 
ATGTGTACATAAATTTGACCTGCTCATCTATACACGGTTACCCAGAACCTAAGAAGATGAGTG 
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TTTTGCTAAGAACCAAGAATTCAACTATCGAGTATGATGGTATTATGCAGAAATCTCAAGATA 

ATGTCACAGAACTGTACGACGTTTCCATCAGCTTGTCTGTTTCATTCCCTGATGTTACGAGCA 

ATATGACCATCTTCTGTATTCTGGAAACTGACAAGACGCGGCTTTTATCTTCACCTTTCTCTA 

TAGAGCTTGAGGACCCTCAGC CTCC CCCAGACCACATTCCTTGGATTACAGCTGTACTTCCA 

ACAGTTATTATATGTGTGATGGTTTTCTGTCTAATTCTATGGAAATGGAAGAAGAAGAAGCGG 

CCTCGCAACTCTTATAAATGTGGAACCAACACAATGGAGAGGGAAGAGAGTGAACAGACCA 

AGAAAAGAGAAAAAATCCATATACCTGAAAGATCTGATGAAGCCCAGCGTGTTTTTAAAAGTT 

CGAAGA CATCTTC ATGCGACAAAAGTGATACATGTTTTTAATTAAAGAGTAAAGCCCATACAA 

GTATTC ATTTTTTCT ACCCTTTCCTTTGT AAGTTCCTGGG CAACC I I II I GATTTCTTCCAGAA 

GGCAAAAAGACATTACCATGAGTAATAAGGGGGCTCCAGGACTCCCTCTAAGTGGAATAGC 

CTCCCTGTAACTCCAGCTCTGCTCCGTATGCCAAGAGGAGACTTTAATTCTCTTACTGCTTCT 

TTTCACTTCAGAGCACACTTATGGGCCAAGCCCAGCTTAATGGCTCATGACCTGGAAATAAA 

ATTTAGGACCAATACCTCCTCCAGATCAGATTCTTCTCTTAATTTCATAGATTGTG 1 1 I I I I I I I 

AAATAGACCTCTCAATTTCTGGAAAACTGCCTTTTATCTGCCCAGAATTCTAAGCTGGTGCCC 

CACTGAATCTTGTGTACCTGTGACTAAACAACTACCTCCTCAGTCTGGGTGGGACTTATGTAT 

TTATGACCTTATAGTGTTAATATCTTGAAACATAGAGATCTATGTACTGTAATAGTGTGATTAC 

TATGCTCTAGAGAAAAGTCTACCCCTGCTAAGGAGTTCTCATCCCTCTGTCAGGGTCAGTAA 

GGAAAAGGGTGGGGTAGGGTAGAGGGAAGAATGAGeAGAeeAAeeTAAATTTGGGGAAATT 

AGGAGAGGCAGAGATAGAACCTGGAGCCACTTCTATCTGGGCTGTTGCTAATATTGAGGAG 

GCTTGCCCCACCCAACACGCCATAGTGGAGAGAACTGAATAAACAGGAAAATGCCAGAGCT 

TGTGAACCCTGCTTGTCTTGAAGAACTGACTAGTGAGATGGCCTGGGGAAGCTGTGAAAGA 

ACCAAAAGAGATCACAATACTCAAACGAGAGAGAGAGAGACAAAAGAGAGATCTrGATCCAC 

AGAAATACATGAAATGTCTGGTCTGTTCACCCCATCAACAAGTCTTGAAACAAGCAACAGAT 

GGATAGTCTGTGCAAATGGACATAAAACAGACAGCAGCTTCCCTGGTGGTCAGGGAGGGGC 

TTTGCGAGATACCCAAGCTATTGGGAN 

>232 

CACAGCAAACCAGAGAGAATAATACAAATGAATGAAAACTAGAACCAAAACAAACAG 
GAACCATCTCTACA I I I I I I I I ACTCAATCGACCCTGAATGCTACAGCATTATCCAGGGCCGC 
AGAAAACACACATAATACTTTATTCCTGATAAACCATTCGATGTCCTTAAGTCCGCCCATATC 
ACCGTACATTCTGTGCCATCAAGAAATTTACTCAGCTGGGCACAGTGGCGCGATCTCAGCTC 
ACTGCAACCTCCGCCTCAGAGG7TCAAGTGATTCTCCTGCCTCAGCCTCTGGAATAGCTGG 
GACTACAGGCACCTGCCACCACACCCAGCTAACTTTTTGTATTTTTAGAGAAGATGGGGTTT 
CATCATGTTGGC CCAGCTG GTCTCAA ACTCC TGATCTCAGTGATCCATCTGCCTCAGCCTCC 
CCAAGTTATAAG A I I 1 1 I I ICCTCTGGI 1 1 1 I AGTAAATG I I I I I 1 1 1 GAGATTGCTTAGCACC 
AGAATGATTTGCAAATTTGAAAATAGGAACTCCACTAGGAATGCCGGATAGAAGAGTGCTTC 
ACATTTGTAGAGGGAGACAAGAACTAAATATCACGACGTCTTTCTGAGCCTTTTGGTTTGCTA 
ACGTG CCCCA AATTCTTATTCCAAACGGTATAAGATAATTATGTGTAAATGAATACCAGCTCT 
ACTTAGTTTTATTTCATATTTGTGGATCTGAATATATTAAAATAT CI I I » I I I I 1 1 1 1 1 I GATGCG 
GAGTCTTGCTCTGTTGTCCAGCCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAACCTC 
TGCCTCCCAGGTTCAAGCGATTCTCCTGCCTCAGCCTCCTAAGTAGCTGGTATTACAGGAGT 
GTGCCATTAGCCtGGCT 
>233 

ggcggccgcccgggcaggtacgcgggggccagttctcttcggggactaactgcaa 
cgg agagactcaagatgattccc i 1 1 i i acccatgttttctctactattgctgcttattgttaa 
ccctataaacgccaacaatcattatgacaagatcttggctcatagtcgtatcaggggtcggg 
accaaggcccaaatgtctgtgcccttcaacagattttgggcaccaaaaagaaatacttcagc 
acttgtaagaactggtataaaaagtccatctgtggacagaaaacgactgtgttatatgaatgt 
tgccctgg7tatatgagaatggaaggaatgaaaggctgcccagcagttttgcccattgacca 
tgtttatggcactctgggcatcgtgggagccaccacaacgcagcgctattctgacgcctca 
aaactgagggaggagatcgagggaaagggatccttcacttactttgcaccgagtaatgagg 
cttgggacaacttggattctgatatccgtagaggtttggagagcaacgtgaatgttgaatta 
ctgaatgctttacatagtcacatgattaataagagaatgttgaccaaggacttaaaaaatggc 
atgattattccttcaatgtataacaatttggggcttttcattaaccattatcctaatggggttg 
tcactgttaattgtgctcgaatcatccatgggaaccagattgcaacaaatggtgttgtccat 
gtcattgaccgtgtgcttacacaaattggtacctcaattcaagacttcattgaagcagaagat 
gacctttcatcttttagagcagctgccatcacatcggacatattggaggcccttggaagaga 
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CGGTCACTTCACACTCTTTGCTCCCACCAATGAGGCTTTTGAGAAACTTCCACGAGGTGTCC 

TAGAAAGGATCATGGGAGACAAAGTGGCTTCCGAAGCTCTTATGAAGTACCACATCTTAAAT 

ACTCTCCAGTGTTCTGAGTCTATTATGGGAGGAGCAGTCTTTGAGACGCTGGAAGGAAATAC 

AATTGAGATAGGATGTGACGGTGACAGTATAACAGTAAATGGAATCAAAATGGTGAACAAAA 

AGGATATTGTGACAAATAATGGTGTGATCCATTTGATTGATCAGGTCCTAATTCCTGATTCTG 

CCAAACAAGTTATTGAGCTGGCTGGAAAACAGCAAACCACCTTCACGGATCTTGTGGCCCAA 

TTAG GCTT GGCATCTGCTCTGAGGCCAGATGGAGAATACACTTTGCTGGCACCTGTGAATAA 

TGCATTTTCTGATGATACTCTCAGCATGGATCAGCGCCTCCTTAAATTAATTCTGCAGAATCA 

CATATTGAAAGTAAAAGTTGGCCTTAATGAGCTTTACAACGGGCAAATACTGGAAACCATCG 

GAGGCAAACAGCTCAGAGTCTTCGTATATCGTACAGCTGTCTGCATTGAAAATTCATGCATG 

GAGAAAGGGAGTAAGCAAGGGAGAAACGGTGCGATTCACATATTCCGCGAGATCATCAAGC 

CAGCAGAGAAATCCCTCCATGAAAAGTTAAAACAAGATAAGCGCTTTAGCACCTTCCTCAGC 

CTACTTGAAGCTGCA GACT TGAAAGAGCTCCTGACACAACCTGGAGACTGGACATTATTTGT 

GCCAACCAATGATGCTTTTAAGGGAATGACTAGTGAAGAAAAAGAAATTCTGATACGGGACA 

AAAATGCTCTTCAAAACATCATTCTTTATCACCTGACACCAGGAGTTTTCATTGGAAAAGGAT 

TTGAACCTGGTGTTACTAACATTTTAAAGACCACACAAGGAAGCAAAATCTTTCTGAAAGAAG 

TAAATGATACACTTCTGGTGAATGAATTGAAATCAAAAGAATCTGACATCATGACAACAAATG 

GIGJAATTCATGJTGTAGATAAACTXJCTC 

TGCTGGAAAT ACTTMTAAATTAATCAAATACATCCAAATTAAGTTTGTTCGTGGTAGCACCTT 

CAAAGAAATCCCCGTGACTGTCTATACAACTAAAATTATAACCAAAGTTGTGGAACCAAAAAT 

TAAAGTGATTGAAGGCAGTCTTCAGCCTATTATCAAAACTGAAGGACCCACACTAACAAAAGT 

CAAAATTGAAGGTGAACCTGAATTCAGACTGATTAAAGAAGGTGAAACAATAACTGAAGTGAT 

CCATGGAGAGCCAATTATTAAAAAATACACCAAAATCATTGATGGAGTGCCTGTGGAAATAAC 

TGAAAAAGAGACACGAGAAGAACGAATCATTACAGGTCCTGAAATAAAATACACTAGGATTT 

CTACTGGAGGTGGAGAAACAGAAGAAACTCTGAAGAAATTGTTACAAGAAGAGGTCACCAAG 

GTCACCAAATTCATTGAAGGTGGTGATGGTCATTTATTTGAAGATGAAGAAATTAAAAGACTG 

CTTCAGGGAGACACACCCGTGAGGAAGTTGCAAGCCAACAAAAAAGTTCAAGGATCTAGAA 

GACGATTAAGGGAAGGTCGTTCTCAGTGAAAATCCAAAAACCAGAAAAAAATGTTTATACAAC 

CCTAAGTCAATAACCTGACCTTAGAAAATTGTGAGAGCCAAGTTGACTTCAGGAACTGAAAC 

ATCAGCACAAAGAAGCAATCATCAAATAATTCTGAACACAAATTTAAT AI I 1 1 I I I I I CTGAAT 

GAGAAACATGAGGGAAATTGTGGAGTTAGCCTCCTGTGGTAAAGGAATTGAAGAAAATATAA 

CACCTTACACCCTTTTTCATCTTGACATTAAAAGTTCTGGCTAACTTTGGAATCCATTAGAGAA 

AAATCCTTGTCACCAGATTCATTACAATTCAAATCGAAGAGTTGTGAACTGTTATCCCATTGA 

AAAGACCGAGCCTTGTATGTATGTTATGGATACATAAAATGCACGCAAGCCATTATCTCTCCA 

TGGGAAGCTAAGTTATAAAAATAGGTGCTTGGTGTACAAAACTTTTTATATCAAAAGGCTTTG 

CACATTTCTATATGAGTGGGTTTACTGGTAAATTATGTTATTTTTTACAACTAATTTTGTACTCT 

CAGMT GTTTGTCATATGCTTCTTGCAATGCATATTTTTTAATCTCAAACGTTTCAATAAAACC 

ATTTTTCAGATATAAAGAGMTTACTTCAAATTGAGTAATTCAGAAAAACTCAAGATTTAAGTT 

AAAAAGTGGTTTGGACTTGGGMCAGGACTTTATACCTCTTTTACTGTAACAAGTACAAATTA 

GTGTAGCAGGTTAAAAACA(XTCAGGGATTTCAGACCAAAATTGACCTATATATATTTTTAATT 

CATCATATATCTGTCCTGTTTCTTCATTTTTCTCAATTTCCACACGCTATAAATTTAGATCGGC 

CAATAAAGT 

>234 

NNNNNNNNCCGCCCGGGCAGGTACAGTATAGGTTGGTTrTGCCTGTTTTGACGCTT 
TATATATACGTAGACACACATACACATGTATATATACACACACACATTTTACATATATATATGA 
AACTGTATAATGTGTTCGCTTCAGTGTCTGGCTGCTTTTACTCAACATTGTGAAATTAATTCCT 
GTTATCGTATATGGTATCAAAT7TGTTTGCCTAGTTTTTGCCTTCTCATTGCTTCTGAATTGGG 
GCAGCTTTGCCCCTCAAGGGAAATTTAGCAATGTCTGGAGACA I 1 1 1 1 1 ATTTTCATAATTTG 
GAGGGACATGGGGGAGTTGTGCTACAGAACTTAGTAGGTAGAGGACAGGGTTAGTGCTGAA 
CGTCCCACAGT 
>235 
•>236 

TATAGGGAGTCGACCCACGCGTCCGCTTAAAGAGGAAAAGAGGGAAGAAGATGAG 
GAGAATGACAATGATMTGAMGTGACCATGATG^AGCTGACTCCTAMCCAAAAGTGCTTT 
AAAAACCAGCCTGGCX3AGGACAGCCCTGGACCCACTCCACTGTCTCTAAGTAAACACAGCA 
CTGCCCGCTTTTAGCGTCTTCACTTCTTCACAGAGTTCCAGTGCGTGGTATTCTTTCGAGGT 



Page 68 of 355 



WO 01/42467 



662 

Table 4 



PCTAJS00/33312 



ATTCTTTCCAGGCCGAGATTGAGCACCTCATGTACCTACGCCACAGACAGCCAGAGGGAAA 

GCGACCCAGACAGCAGCCCCTCCTCGACAGGCCCACCCTGCAGCTCAGGCACCAAGAAAA 

CAGCCGATACTGGCAGCCATTGCAGCTCCAMCTGCAGAGGCAAGGCCAATTTTAACTTTTC 

AATTTACAGTCGATTTTGMGAGCTTCTACATATCGGTTATGTAAATTCATATATGTATTTTTG 

GAATCAG TTCTTA TAAACAGCTCGATTCAGTTTTAGCTAAATTTATAGTTTAGGTAGTATGTTA 

C ATTT GAATTTTTGTCTTAAGMAAGTTGACTGTTCAGATATTTTTCTACTGTAAAGAAATATA 

CTTTTCTATTAAAGATCTGTACATATTTTTACAGTAAAATGCTTTATGGAACTAGTTTTAGAGC 

CCTCT ATGG CTTTAAGGCCTTGCTTACTGCTGCAAATTTTGAGAAATTTAAAAATAAGCATTCT 

AACACTTTTATTCCCACAGAAAAATTCCAAGTCAATTATCAAATCAAACACAAAAATAAGTCTT 

ACCTCTTGTATAAGCATTGTGTACTAAAAAAAAATTTTGAAACATTTTGTATATTGGAGATCTC 

TCTCATCT TAACGTCT TTGCTTAAAATCCTGGGCCTCTTTTAACGGGATTAGGAGAAAACTAT 

TTAGCCCA I I I I I I I ICCCCTCAGGGAAGTGGGCCCCCCACACCCACCCTGTCAAAAGCGCT 

CCCCCCGGGCCCNNNNNNNNNNNNNNNNN 

>237 

ACGCGGGGGGGACGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGA GGCA CAGAGTGAAGGGGAGGTGCCAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
C TGCAGT TTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGA 
CJTTTTTGTGGAGAA.ACTCCGAGATGAGAAAGGTGAGATTTTGAGTGAGTTGG7GGTCAGCA 
ATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGA 
CCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTC 
AAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 
TATACCAACTGATTGAGTATCT ACACA AAAACTTGGGAGTAGAGGGTTTGTTTAGAGTACCG 
GGTAATAGTGTCCGACAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGACATTGACTT 
GGAATCAGGGGAATTTCACTCAAATGATGTTGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGCCGGAGCCTCTGCTGACACATAAACACTTCAATGCACACCTCAAAATCGCTGATTTGATG 
CAGTTTGATGATAAAGGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTCT 
CCAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CCTATACCAGACAGCAAAGAAACAAGACAAGAACAAGATGTCAGCCTATAACCTTGCCCTTA 
TGTTTGCACCCCACGTCCTGTGGCCAAAAAATGTCACTGCAAATGACCTTCAGGAGAATATC 
ACAAAGTTAAACAGTGGGATGGCTTTTATGATTAAACACTCCCAGAAACTTTTTAAGGCTCCT 
GCTTATATTCGGGAGTGTGCGAGATTGCACTATTTGGGATCCAGAACTCAGGCATCAAAGGA 
TGACCTTGACCTCATAGCTTCATGTCATACTAAGTCC7TTCAGCTGGCAAAGTCTCAGAAACG 
GAACCGGGTAGATTCCTGCCCTCACCAGGAGGAGACCCAGCACCATACGGAAGAGGCACT 
GAGAGAGCTGTTTCAACACGTTCATGATATGCCAGAGTCAGCAAAGAAGAAACAACTTATTA 
GACAGTTTAATAAGCAATCATTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 
CAAAAGAGGGCTCGTTCGCGCTCCTTCAGTGGGCTTATTAAGCGGAAGGTCCTGGGAAATC 
AGATGATGTCAGAAAAGAAAAAGAAGAACCCTACTCCAGAATCTGTGGCCATTGGTGAATTG 
AAGGGAACCAGCAAAGAAAATAGGAACTTATTATTTTCTGGCTCTCCAGCTGTCACGATGAC 
ACCAACAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGG 
ATCCAGAGTTGTCTCCTATGGTCCATGCAGAATTTTCTGTTTAGTGGGCAGGTGTTATTCCTG 
CCCACAGCAMGCTTGGACTTGCAGCTTGCTTGCTGCATTTTGAATTGTCAAAGCCAACTAA 
TACCGTGACCCGACTGATACCTCTAACC CCACT CACTGGATGATGTTTGCAAGCTGTGCCTT 
CTGAGAGAGTGCTTAGGCCCTGTCTCTCTTTTTTAATATTATGGGGAAACCACTAACTATCCA 
ACC AGCT TATACAGCACACTAAGGTGGGCTTCAGTGCTCACTCAATGTGTTTAG6CAGATTC 
CACTTTTGAAAAAAAATATGAAATGTGTGCTCMCTGCCAGTAATTTTTTAAAAAGCACTGTCC 
CAGTGGA TTGATG TTGTTTTTAATGGATATTTTGGGTTTTTCTCTGTTTTGATAGTATTGGGTA 
TTTGGTTGTTTTTGT TTGTT TATTTCTTTGTTTTAAAAGCCATG I I 1 1 I GGTTGGGCTCTAAGCT 
AGATATCTTTCCCTCTTTTTCACTTTGAGCTTTGGGAAAACTCTTTATCTTATGAGGCTGTATT 
CCTCAATACCTAATTTGTGTCCAAAGAATTTATAGCTCTTCTGGACATTTTTTATTATTTCTTG 
GGTG TGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 

ttttmcaaatcttmttattamctcttttccttccttccatttctccctcccttgtccatctc 
tctctctctttccctttcctcagtgatgtgaaaataattgtgttttgctgaacttgttatcttc 
attcaatttcctcttgactaaaacatctctggtgccaacgtaatacttctgaaccacatcact 
gtgactcaaggaaagtcactgacagcataagagaagtttgctaaaatatttgtatgtggggg , 

A^GCTCTGGAGTGTGCCTAGGAGGGGGCTGGCTGCCTTTATGfCCCAGGATGACTCTTTAT 
GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 
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GGATCAGAAAGAAGAAGCAAGCAGCAGCCTCTGCAGGGCTGACAGGATTTAAAGGAGAGAA 

TGTTCTTATTTGGAAGCAGCTGTGGCTTGTCACCAATGTTCAAGGAGTGTTACTGTTCCGCC 

CTCTCTTTGTCAGAAGGGACACAGGTGGTAATTTGGAGATGGGGCCAGAGCTTCTGGCTTTT 

GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGCATGGCTTTGACCTAGTATGAACT 

GGTGTCTGCCCAGAGAGCAGCATGTAGCAGGGGGGAATGCTCAGGTTTGTGCCTGGCTCT 

GTGGAGCTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 

GCAGTTGCCCCACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTGCACCAT 

TGCTGAAATGAAAGATGACTCTGGGGGAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC 

CCTCTGCCAGCCTTTCTGCTGCTTTTGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTCTTCCAGCTTAATGCAGTGTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 

GCCCCTTTCTCTAGAGCAGTTTTATGTCATTTGTAAAAACACATATTAGCAAATTCGTTCGCG 

TAGGTTTCTATTCAATATTTGAC I I I I I I I I I CTTATTAAGAAAATGAAATCCCTTACACCAGAT 

ATCAGTTAATTCAAACAGAAAACCCTTTGGGTATCANNNNN 

>238 

NNCTCAGAGGATTACCGACCCACGCGTCCGCAACATCCTGGCTTAGTATTGTGTGC 
AAAATCAGAGAGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCA 
ATACGGCAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAA 
GAGCCCAGAAATTCCCA7*TTGAGA7\TTGTGTTAGTG^^ 

CAACAGGAAACAGCATCCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATT 

ACCAAGAAGTGTGAGAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACA 

CACCAGGCATTTTCGACACAGAGGTGCCCAATGCTGAAACGTCCAAGGAGATTATTCGCTG 

CATTCTTCTGACCTCCCCAGGGCCTCATGCTCTGCTTCTGGTGGTTCCACTGGGCCGTTACA 

CTGAGGAAGAGCACAAAGCCACAGAGAAGATCCTGAAAATGTTTGGAGAGAGGGCTAGAAG 

TTTCATGATTCTCATATTCACCCGGAAAGATGACTTAGGTGACACCAATTTGCATGACTACTT 

AAGGGAAGCTCCAGAAGACATTCAAGACTTGATGGACATTTTCGGTGACCGCTACTGTGCGT 

TAAACAACAAGGCAACAGGCGCTGAGCAGGAGGCCCAGAGGGCACAGTTGCTGGGCCTGA 

TCCAGCGCGTGGTGAGGGAGAACAAGGAAGGCTGCTACACTAATAGGATGTACCAAAGGGC 

GGAGGAGGAGATCCAGAAGCAAACACAAGCAATGCAAGAACTCCACAGAGTGGAGCTGGA 

GAGAGAGAAAGCGCGGATAAGAGAGGAGTATGAAGAGAAAATCAGAAAGCTGGAAGATAAA 

GTGGAGCAGGAAAAGAGAAAGAAGCAAATGGAGAAGAAACTAGCAGAACAGGAGGCTCACT 

ATGCTGTAAGGCAGCAAAGGGCAAGAACGGAAGTGGAGAGTAAGGATGGGATACTTGAATT 

AATCATGACAGCGTTACAGATTGCTTCCTTTATTTTGTTACGTCTGTTCGCGGAAGATTAAAC 

TTAATGAAMTCTGTTTGTATTTTCTGCATATTCTCTGGCAACCTTGCCCCATACTTACTTATT 

TAGCATAGTCGAGTGCTCTAGTTTCTGTCTCTCAGGCACTCGTAACTAAGGACCACCATTGG 

CCATTGGTAGATGTTTGATTGACTTAACAAGAGAGGGACAAATTTTCAATTTGTGAAACTCCA 

AAGCAGAAAGTATTGGTGCTTGCTACCTTGTGAATTCTTCCTTAGACATGCAGAGAAAATGTA 

TGCAAGAGACCAAAAAGATGGCTCCAAGCTATGTCATGTTACCTGTAATAAAATCTTTTCTTC 

TAGATTCTTTCTATGTTGGCAGATAATCTCCCCTTGTAGC7TCCACTCACTTATTCTTGCATTC 

AGAGTCACMTGATCATCTTACCCATGTGGTTTTTGAGAAAGAAAGATCAATTCTTTGTTTGC 

AGTAGGTAATCTTAGAGATGGAGATGATTGTAGAATTATTCCTAGATGAGTGTCAATTTATTT 

AATTCCATTGTCATATAAGGAGTCAAATTG 1 1 IUI I ATCATTTGTTCATTG AAG AACAG AGACC 

TGTCTGGAAAATCGATCTCTACAAATTCAATTAAATAATGATCCCCAAATGCTGAAAAAGTGA 

AATACAGCAATTCAACAGATAATAGAGCAATGTTTAGTATATTCAGCTGTATCTGTAGAAACT 

CTTTGACGAACCTCAATTTAACCAATTTGATGAATACCCAGTTCTCTTCTTTTCTAGAGAAAGA 

TAGTTGCAACCTCACCTCCCTCACTCAACACTTTGAATACTTATTGTTTGGCAGGTCATCCAC 

ACACTTCTGCCCCCACTGCATTGAA I I 1 1 1 1 GCTTATGTTGTTTATAATAAAACTTTTCAATTAT 

CTCAAAAAAAAAAAAAAAAANNNNNNNNNNNN 

>239 

NNNNNNNNACTTAATTTTTAATCTACCTGCCACCTTAAGGCGGACACCCTCCCTTCC 
CCGAAAACCCGTTTTTTTAAACCATTATATTCAAAAACTCAAAGGTGATCGTATTAACAGATCA 
ATCTCAAAAATCTTTCCCACCAACAGGTACCAGTTAAGTGAACAGCTCGTCTAGGTCTGCTTT 
TGTMCACCCAAATACMTTAGCACTTCTCTGCTGGTATTCCCTGGGCCGTCTTAATTATCTA 
GAGGCXJAGGAGGCAAAGCCTAGCACGTAACAAAGTATGTGCTTTGTAACTGCTGATTAATTC 
AGTTTGTTAACTAGGCAGAGCAGGTCATCAGTGTATCTAATTCACACTATTAATACACTGTCT 
TGCTGAAGAGTCTGACCTGCCCAGAACCCCGTTATGGCTAGCCCAGGGAAGCAGTAAACTG 
CAAAGCAGAGAAAAGGGGCAGCTAAGATGAGGCTAGTGCTGGCTGAGTCCCAGTTAGGTCT 
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GTTACTGTTCTGTTCCAACTATAAATCCAGGATGACTGTTACTCAGATTCAGTGCTATGTAGA 

AAATAGAATGCACAGCCAAAAACATAATTTGGGGATGACTGGCAGCACC I M i ll 1CCCTTTC 

TTAAGAGGCTAACTGAAAGTTGATTAGGATTCTTGAGAGAACGTAACTAAAAGTTGAATCAAA 

TCTATATTCACTGCTATAGATTTAATAAAAGGAAAGACCACTGTAAAGATGCAACTACAACCT 

GATGCGTCTGCTGAGGAGAGGACTGGGCAGCTTGTTGAAGGCTCGTCAAAAGTAGCGCTTA 

GTTATCACAAGGCCTGCACTCAACCTCAAAAGCGTAAGGTTTAGGCCAGGCACGGTAGCTC 

ATGCCTGTAATCCCAGCACTTTGTGAGGCAGAGGCGGGTGGATCACCTGAGGTCAGGAGTT 

CCGAGACCAGCCTGACCAACATGGCAAAACCCTGTCTCTACTAAAAATACAAAAATTAGCTG 

GGAGTGGTGGCGCACACCTGTAGTCCCAGCTATTGGGGAAGCTGAGGCAGGAGAATCACTT 

GAACCTGGGAGGCAGAGGTTGCAGTGAGCCGAGATCACATCACTGCACTCCAGCCTGGGC 

AACAGAGCAAGACTCCGTCTCAAAAAAAAAAAGCATAAGGTCTGCCTACCTCATGGGCACCC 

AAACAGTTCAGTGCCAAACTAGTACCAGTAAAGCCATGCCTGCCTCTTTCACCAACAGTCCA 

GAGTATATTTCAAAAATATCTTTATTAACCAAGGAAGCAATTACTGCAAACATCAGGACAAAG 

GACATTCTAATCTAGGACTTGAGTTAAATAGAGGTTTACACCTAATCACAAGAAGAGAGGGA 

MGCAATTACGTGTGCTGAAACCAAGTTTCATCAATGACAAATATTTTAAAATGACTTTTAAAA 

TACTTAACATTGGCCAGGCACGGTGGCTCCCGCCTGTAATCCCAGCACTTTGGGAGGCCCA 

GGCGGGCAGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAATCCT 

GJCTCTACTAAMGIACAAAAATC.GGXGGGGCGT.GGXGGCACACACCTGTAATGGGAGGTAG 

TTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGGCAA 

GATTGCGCCATTGCACTCCAGCCTGAGGGACAGTGAGACCGGACGCGTGGGTGACNNN 

>240 

NGGCGGCCGAGGTACTTTTGCGGCCGAGGTAC I I I I I I I I I I I I 1 1 1 1 1 1 ATGATTTT 
GATGGCTAGTTGTCTTTTTATTAGCTATCAAGTTCATTTAACAGACAAAAAATTCAGTTCAATG 
TCATTCATTAAAATAGGAAGAATTAACAATAGTTCATTAATCAATCTTTCAGCTGTTCCTATTTT 
ATCACAATAACTTTTCCTATAATTGAGAGATTCATGAGGAAGTCTTGAAAAGAACGTATGTTT 
CTTTCAATTCCATAAAACATTCAGTCAAAATAATAAAAGAGGCGCTATTACTTTGTTTTGGGTG 
AATGATATGCAGGCTAGGCTTTGCTGTAGTACCTCGGCCGCCACCGCGGTGNN 
>241 

NNGAGGATCCATTATCTTCTGTTTGCTTTGCTCTTCCTG I I I 1 1 GGTGCCTGTTCCAG 
GTCATGGAGGAATCATAAACACATTACAGAAATATTATTGCAGAGTCAGAGGCGGCCGGTGT 
GCTGTGCTCAGCTGCCTTCCAAAGGAGGAACAGATCGGCAAGTGCTCGACGCGTGGCCGA 
AAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAACATGACGAGAGTGTTGTAAAGTGTGGA 
AATGCCTTCTTAAAGTTTATAAAAGTAAAATCAAATTACA I I I I I I 1 1 CC AAAAAAAAAAAAAAA 
AAGTAAAAGT 
>242 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GMGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 
CCAA TCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 
, CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGMGATGAGCTTTTGGGATCTGGAQGT 
'GMGCCfTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 
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GACTTCTCAGGGGA I I I I IGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>243 

NNCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTGCTGGGATTACAGGCACGAG 
CCAGTGCGCCCAGCTGCCTCTGTTTCTTTTATTAGCTGTTCTGGACTGTGGGGCTCCTTGGG 
CAGATGCTGTATTATGGGGATAAGCCACACACTTTTTGAACTGGCCCGGTCAGGGGGGACA 
TAACCATTTCCTGTGCCACCCCATCAATCCCCACCTATTCTGAGTGTAGGCTCCTCCCCTGC 
TTGAGTAATGGCCACAGATCTTGGCTCGGCACTCCTAAGCTGCATGTTGAATTCCTGGGACA 
ACAAGACTGGCTTGTGGTTCCATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCACTAGGAG 
ATGTGAAATGGTCTGAGGGGAGGAGGAAAGTAGTGGAAGTAAAGTCTGACTCTAAAGAAGAT 
GAAAATCTAGTAATTAATGAAGTAATAAATTCTCCCAAAGGGAAAAAACGCAAGGTAGAACAT 
CAGACAGCTTGTGCTTGTAGTTCTCAATGCACGCAAGGATCTGAAAAGTGTCCTCAGAAGAC 
TACTAGAAGAGACGAAACGAAACCTGTGCCTGTAACTTCTGAGGTGAAAAGATCAAAAATGG 
CTACTTCAGTGGTCCCGAAAAAGAATGAGATGAAGAAGTCGGTTCATACACAAGTGAATACT 
AACACAACACTCCCAAAAAGTCCACAGCCATCAGTGCCTGAACAAAGTGATAATGAGCTGGA 
GCAAGCAGGAAAGAGCAAACGAGGTAGTATTCTCCAGCTCTGTGAAGAAATTGCTGGTGAA 
ATTGAGTCAGATAATGTAGAGGTAAAAAAGGAATCTTCACAAATGGAAAGTGTAAAGGAAGA 
AAAGCCCACAGAAATAAAATTGGAAGAGACCAGTGTTGAAAGACAAATACTTCATCAGAAGG 
AAACAAATCAGGATGTGCAATGTAATCGTTTTTTCCCAAGTAGAAAAACAAAGCCTGTGAAAT 
GTATACTAAATGGAATAAACAGCTCAGCCAAGAAGAACTCCAACTGGACTAAAATTAAACTCT 
CAAAATTTAACTCTGTGCAGCACAATAAGTTGGACTCTCAAGTTTCCCCTAAATTAGGCTTAT 
TACGAACCAGTTTTTCACCACCAGCTTTAGAAATGCATCATCCAGTGACTCAAAGTACATTTT 
TAGGGACAAAGCTACATGATAGAAATATAACTTGCCAGCAGGAAAAAATGAAAGAAATTAATT 
CTGAAGAAGTGAAAATTAATGATATTACAGTAGAAATTAATAAAACCACAGAAAGGGCTCCTG 
AAAA TTGT CATTTGGCCAATGAGATAAAACCTTCTGACCCACCATTGGATAATCAGATGAAAC 
ATTCTTTTGATTCAGCATCAAATAAGAATTTCAGCCAATGTTTGGAATCCAAGCTAGAAAACA 
GTCCAGTGGAAAATGTTACTGCTGCTTCGACTCTGCTCAGTCAAGCAAAAATTGATACAGGA 
GAGAATAAATTTCCAGGTTCAGCTCCCCAACAGCATAGTATTCTCAGTAACCAGACATCTAAA 
AGCAGTGATAACAGGGAGACACCACGAAATCATTCTTTGCCTAAGTGTAATTCCCATTTGGA 
GATAACAATTCCAAAGGACTTGAAACTAAAAGAAGCAGAGAAAACTGATGAAAAACAGTTGAT 
TATAGATGCAGGACAAAAAAGATTTGGAGCAGTTTCTTGTAATGTTTGTGGAATGCTGTATAC 
AGCTTCAAATCCAGAAGATGAAACACAGCATCTGCTTTTCCACAACCAGTTTATAAGTGCTGT 
TAAATATGTGGGCTGGAAGAAAGAAAGAATTCTGGCTGAATACCCTGATGGCAGGATAATAA 
TGGTTCTTCCTGAAGACCCAAAGTATGCCCTGAAAAAGGTTGACGAGATTAGAGAGATGGTT 
GACAATGATTTAGGTTTTCAACAGGCTCCACTAATGTGCTATTCCAGAACTAAAACACTTCTC 
TTCATTTCCAATGACAAAAAAGTAGTTGGCTGCCTAATTGCGGAACATATCCAATGGGGCTA 
CAGAGTTATAGAAGAGAAACTTCCAGTTATCAGGTCAGAAGAAGAAAAAGTCAGATTTGAAA 
GGCAAAAAGCCTGGTGCTGCTCAACATTACCAGAGCCTGCAATCTGCGGGATCAGTCGAAT 
ATGGGTATTCAGCATGATGCGTCGGAAGAAAATTGCTTCTCGCATGATTGAATGCCTAAGGA 
GTAACTTTATATATGGCTCATATTTGAGCAAAGAAGAAATTGCTTTCTCAGATCCCACTCCTG 
ATGGAAAGCTGTrTGCAACACAGTACTGTGGCACTGGTCAATTTCTGGTATATAATTTTATTA 
ATGGACAGAATAGCACGTAAAACAAATTCTTGCCTACACCACTAGAAGACATCTATTGAAGA 
GMTGGATTGGTTGCTGACTTTMCCAGGAACTAGGGCCATTTTTATTACAATGAACTCAGGA 
CTGGCMCAACCATATGGTTGTTCCATTTTCATAAAATTGGAAACAATGCAGTAATAGCTTAT 
TGTTTTG 1 1 1 I I IAAAGMGATATTTTATTATCTTTTACAGAAATTTATGATTGATGTATTTTATC 
TATAGTTATTTAGACATGTTTACATGCAGCAG ATAATTGTTCATAGTGGACTGAAAACTAATG 
CAAGGACTATGGTCTCAGTGATAAGfATATTTTGAAGTTCTTAATATGGAAATATACCAGTGT 
AGCTTGGTACTGTATTTTTTTATATTGATCTGCTGATACCAGTGATAGGCTTAAAGATTGTATT 
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TTCACAGAGTGGA MCCAAT TTTTTTAGTTATTGTTCAAGGAGGGTGCAATATTAAGTGTTTT 

GGAATTTGAAGCTAATTTTTAAAAGGCCTGAACTATACTTTGAAGAAACCCCTATAGAAAAGG 

AAAGCTCCAGCTAAATAGGAAGAATTAGAATATTGAGCI 1 1 1 1 I I I CCTGA I I I I ICTCTTTCC 

TATCTTTGATGGAAGGAGGAAGTAGAAAGTGGTAAAGAATTGAGGCTTTCCTTCTTGGAGAG 

CT GTAA ATGACMGCATTAGGAAAGGTACCCTCCTAGATTCATTATTCTTTCATTCTGGTTTC 

ACTTTTAAAATAAATGGCAACTTGGCACACCTAGGCTGTTAACAAATCTCAAAGAGGTTTATA 

AAAACGTATAGAATACTTGGAAGCAAAGTATGGATGACTCGGTATCTGCTTTGTTATTCCTCA 

GAAATACTGCACT GAGT ATATGCCCTCATTACTGGACTTCATTTTGATACTTGTCTATCCTTCA 

TAGTGCCCTCTACTTTTAAAGGGTTTATATGTTGAAAAACTGCTGTGGCCTTTTATGACCTGT 

ATATAATGTAGAATAAAAATAATAAAATACTTGATAGCTTTTTCTAAGTGACCAATGTACTACT 

GAGGTGTAANNNNNNNNNNNNN'ft 

>244 

TTTTAGTAGGGATAAGGTTTCACCATGTTGGCCAGCTGGTCTTTAACTCCTGACCTC 
GAGGGATCCACCCACCTCGGCCCTCCAGTGTGCTGGGATTACAGGCATGAGCCACGGCAC 
CCGGCCCTGGTTTGCTTTCTGAACCATGTCAATACAGTACCACCACAGTTGCTATCTCTTGA 
ACATCTTTCATTAAAACATCACCGTCTAGTTTGAGAATACTTTTAAGCCTGCTGGCCTCCTTT 
GGGG CATTC 1 1 I I I ICTCTTTTCAGCACGCATCTTTCTTTTCCACTTACTCCGTAAGCTTTTAG 
GGATGTTTTAGGTTGAGGGeCGAAGTTAACTTCAGCGGGAGTGAACGACAGGGGTGGGCTC 
CACTTTATCCAGTGCACTCGGAAGCCGGAGGGCCCCCACCAAAAAGAGCAAGGGGAACCCT 
CGCCCTCAACAAGGCCTGCATCTCCGGACTGGAGCTCAAGTATAG 
>245 

NNATGGGGCAACGTGGAAGAAATGGCCAGAATTTNAACTGGTCATCAATGCGANCA 

CTTTTTACAAAAGNCCAGAGCCAGAATAACCCTTTCATTAAATCTTCCCACCAACATCCTGAT 

GGCCCTCAGTTCTGTACCTGGAATGCACATCCATAGTCACTGTGTACAATTGCTTGAGTGAG 

TTCATGGTCCGTAGGAGGATGACCACTAGCCCACCACCTTCCACTGTTTCTACAGTCCTGGC 

CAGCAAGTTTGGAGTTAAGGCTTCAAAATCCTGCAGCACACACATGCCGAAGGTATTGCCCA 

GGATCTTGTGGGTCTCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCTATGAAGAGTTCA 

AAGGGGTCGTCCTGCTTTATGTTCAGTGTTCCATTCTTTATTTTCTTCTGCAGCTGTCGCATT 

CTTTTCTTCCGGTGACTGCTAAACCCCAGCTCTTTCTTATAACACCACAGCACTGAAGGCCG 

AGCCTTCACAGTTGCTTTGGATAACATGTGATGAAGTATTACCACCTGATCTTTTCCTCGATC 

CCCAACTACAACA AAGAGA GATCTTTGCCGCTCAGCTACTCCATTCTCAATGAGAATCCGGA 

TTCGGTTATCCACCTTTTTCCGATGCATGGTGAAAAATTATTACTGCGCCCCGAGCCCGGGG 

GATCCCAGCCAGTGGAGAAGGGGAAGCACGTGGGAGCACGGAACAACTCCGAAAGAGAAG 

GCACAGCTGACTGCCCCTAGCGTATGCCTGGTGTCCGGGTCACGTAGTAAGCCTGGCTCCG 

CGGCACGCGTCCCTCTCAGGAACTGGTAGACAGCACGTGCGCAAGCGCATTAAAGTCGCA 

GAGATGGCGAGCGAGAAGGGACCTTCCTCAAGGCTGTCGCTGAGTAATGACGTAAGCCACC 

AGAAGCGGAGCTGAGGCCTAGATGTCCACTGCGGTTGCGCATTTTAGTCCCACTGCTCGCG 

GTAGCTGGGTGTTGGCTGCGGTTTGCCTCTTCACTCTTCATATCCCAGCTAAAGTACCTCGG 

CTAAGAAGGGCAAAATAGATGTCCGCACCCCAGGGCCTGCCCACGTAGGTCCAGGGTTTTC 

AGCGTCAGCCTGGTTACGCGAAACGCGACGGATCCAACGATTTGTGTTCAATTTAACCGATC 

CCCGTTAAGTTGAGGAAACTCGGCCAACAGACCTATTTTATTGGTTTCGCTTGGCCCTCCAC 

CCCCACAGTACTGATCTTACAGATGGGAATCCTGTAATCTACCCATGACTGCNNNNNN 

>246 

GGGAGTCGACCACGCGTCCGGCCCCTCGTCTGCGTCAGTTGGTCACGTGGTTGTT 
CGGAGCGGGCGAGCGGAGTTAGCAGGGCTTTACTGCAGAGCGCGCCGGGCACTCCAGCG 
ACCGTGGGGATCAGCGTAGGTGAGCTGTGGCCTTTTGCGAGGTGCTGCAGCCATAGCTAC 
GTGCGTTCGCTACGAGGATTGAGCGTCTCCACCCATCTTCTGTGCTTCACCATCTACATAAT 
GAATCCCAGTATGAAGCAGAAACAAGAAGAAATCAAAGAGAATATAAAGAATAGTTCTGTCC 
CAAGAAGAACTCTGAAGATGATTCAGCCTTCTGCATCTGGATCTCTTGTTGGAAGAGAAAAT 
GAGCTGTCCGCAGGCTTGTCCAAAAGGAAACATCGGAATGACCACTTAACATCTACAACTTC 
CAGCCCTGGGGTTATTGTCCCAGAATCTAGTGAAAATAAAAATCTTGGAGGAGTCACCCAGG 
AGTCATTTGATCTTATGATTAAAGAAAATCCATCCTCTCAGTATTGGAAGGAAGTGGCAGAAA 

aacggagaaaggcgctgtatgaagcacttaaggaaaatgagaaacttcataaagaaattgaa 
caaaaggacaatgaaattgcccgcctgaaaaaggagaataaagaactggcagaagtagcag 

AACATGTACAGTATATGGCAGAGCTAATAGAGAGACTGAATGGTGAACCCTCTGGATAATTT 
TGAATCACTGGATTCATCAGGAATTTGATTTCTGGAGAAGAACCTGCTGGACGATTCTCTAGT 
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GGGAAGACTCGGAAATTGGCACGTGTTGCTTGAAGGAACTGGTTCTCTCTTTGCGGGGGCC 

GCCGCTTGTTAAAGCTTAATTTTGCGGTGGGAATTAAGGCGAAGTTTACTCCCATTTTTTGTG 

GGAGTATATACAACTTATGGCCACGCCTGTGTCACATTCCCGTCTGGAGCTGGGACCATTG 

GTTAGTACCATCCTTCTTCGATACAAAACAGGGGGGCGGCAAAATCCTAGGGGCGGAAAAT 

TACGCATTGTAAGAGGCGAAGAGTATAAAGAAGCACGGTAACCGGACAGACGGTCTTAGCA 

TGTTACTGAGCGCAAGCGCATAGTTCATGACCTAGTTGCCGTCTAGCACACAGTCGCACNN 

>247 

NNNNCGCGGCCGCGTNCGACAGAAGACGACAGAAGGGTACGGCTGCGAGAAGAC 
GACAGAAGGGTACGGCTCGAGGTAGGCGGCGAGGCGCGGCGGCCGGAAGATGGCGGCG 
GCCGCAGAGTTGTCGCTACTGGAGAAGTCCCTGGGACTGAGTAAGGGGAATAAATACAGTG 
CTCAGGGCGAGCGACAGATTCCAGTTCTTCAGACAAACAATGGTCCAAGTCTAACAGGATTG 
ACTACTATAGCAGCTCATCTAGTCAAGCAAGCCAACAAAGAATATTTGCTGGGGAGTACTGC 
AGAAGAAAAAGCAATCGTTCAGCAGTGGTTAGAATACAGGGTCACTCAAGTAGATGGGCACT 
CCAGTAAAAATGACATCCACACACTGTTGAAGGATCTTAATTCATATCTTGAAGATAAAGTCT 
ACCTTACAGGGTATAACTTTACATTAGCAGATATACTATTGTACTATGGACTTCATCGCTTTAT 
AGTTGACCTGACAGTTCAAGAAAAGGAGAAATATCTTAATGTGTCTCGCTGGTtTTGTCACAT 
TCAGCATTATCCAGGCATCAGGCAACATCTGTCTAGTGTTGTCTTCATCAAGAACAGACTATA 
TAGTAATTGCCACTAGAAGCTGTCCATGCCATACAGAAGATCTATTAAAT^ATGTTTTAAATGG 
AAAATGTACTCTAGACCACAGGACTAATGTAAATTAATATACAGTCATTCATTATTTGTTGAAG 
TTGATAGAA I I I I IGAAGTGTAAACTTGTGTCTGAATGTTTTATTTGTTCTTTAGCTGAAGTTTT 
GCAATTTTTATGTCAAMTTCMTTGCTATTAAACAAGTTGAGATCCAGTTATAAATTAACCTT 
GTTTTtAGTAGATGACATTTATTTCAATAAAAGTTGCAAATCGGGCTTAATCTTAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAAAAAAAAAAAAAGAAAAAAAAAAA 
AAGGGGGGGGGGGGTAAAAAATTTCCCCGGGGGGGGCCAAAGTTAATGACGTGACACCCG 
GTTTTGTGGTGTAAAAGGGGCGCCAAAATAGAGGGGGAGTAATATAAGAGAGAGAGCAGAC 
GGGGCGGTGTTATAAACAGTTGTTGTGTGGTGGAGAAACTTGTGTGTGGGATATTATTGGGA 
AAAGACCCCCTTCTTGTGGGGTGAATTGTGGACACACCTAGAGAGAATTTAAGCCAGGAAAT 
TAACTTAGGGTGTATGGTGGTAACGCGATATTGTGGAAAATTTGTCAGATTGTTGAAATANN 
>248 

NNNNNNNNNNNCCGAGGTACTTNN I I I I I I I I I I I I I I I I I I I I I ICI I I I I I I I 1 1 I I I 
1 1 I 1 1 I I I I I I IACAGAGACGAGGAATTTAATTAGGGTTGTAACAAATGGTTAATTATAGTAAG 
AAAAACCAAATTGAATAATTTTCTAACTCACTTGGCAGGGGGGGTCTCGCAGCCATAATGAA 
CATCACATAATGAAGTTACTCCTTTCCAGATCTATAAACAGGCTCATGTAACTAACTGATACT 
CAGTAAAAGGGTCCATAATCCAAATTTATATAACAAATGGGGCTTGCTATAAAATCTCTTACA 
TTTTAATACTTACTCTTAATAAATCATCTATTCTTCCCTCCTTCTTCTCTAAGGCAGAATTCTTA 
CTGTTTTCT AGGGC AGATA 1 1 1 1 1 ICTATTGTGAGGTCGGACTGGGTCTGTCTGGGCTGGAT 
GGAGATCTGTTTTTGGGAGCTGCAGGAATGCTCTGTGTTGCCAGATCCCGTAAATGAGGGA 
CTGTTTTGCTGAGCTGAAACAAAAGTGAAGCAGAGGCCAGCTCCCCTTTGCGCCAGCTGCT 
CTGTGTCAAGCCGAGGTTTTGCTAGCATCACTGACATGAGGGTTGGCAGAGCAGACTGCTC 
CTCCGTTGCCTCCTTTGCAGCACTGCCATCTAAACCATAGAGGGGCTGTTCTACTCGTCGCG 
GTAAGGGATTGGATAAGGAATGTTGCGGTGAGGATCGTGCAACTGGTGGAACACTTCTGCC 
AGGGCTCGTTCCTGGCGCGCTTCCCCCAGCAAACTGGCCAACAGGGAAAAACCGACGGGC 
GCGN 
>249 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCC CGTGG AGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTGTTCTTGTTGGCTTTACAGGTTCCCAGGTCMGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGAtCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
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TCCAA ATAAG AACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAG1TTCCATATGCT 

GMGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAA TCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGG7TCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTT GACTC CTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AG CTGCT CTTGTMGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCGCAGATGAGGAATGTAGAATGTTGGeCGATGCCGGGACGCCrTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>250 

ACGCGGGGGGGACGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGA GGCA CAGAGTGAAGGGGAGGTGCCAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
C TGCAGT TTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGA 
CI I II I IGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCA 
ATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGA 
CCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTC 
AAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 
TATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCG 
GGTAATAGTGTCCGACAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGACATTGACTT 
GGAATCAGGGGAATTTCACTCAAATGATGTTGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGCCGGAGCCTCTGCTGACACATAAACACTTCAATGCACACCTCAAAATCGCTGATTTGATG 
CAGTTTGATGATAAAGGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTCT 
CCAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CCTATACCAGACAGCAAAGAAACAAGACAAGAACAAGATGTCAGCCTATAACCTTGCCCTTA 
TGTTTGCACCCCACGTCCTGTGG CCAA AAAATGTCACTGCAAATGACCTTCAGGAGAATATC 
ACAAAGTTAAACAGTGGGATGGCTTTrATGATTAAACACTCCCAGAAACTTTTTAAGGCTCCT 
GCTTATATTCGGGAGTGTGCGAGATTGCACTATTTGGGATCCAGAACTCAGGCATCAAAGGA 
TGACCTTGACCTCATAGCTTCATGTCATACTAAGTCCTTTCAGCTGGCAAAGTCTCAGAAACG 
GAACCGGGTAGATTCCTGCCCTCACCAGGAGGAGACCCAGCACCATACGGAAGAGGCACT 
GAGAGAGCTGTTTCAACACGTTCATGATATGCCAGAGTCAGCAAAGAAGAAACAACTTATTA 
GACAGTTTAATAAGCAATCATTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 
CAAAAGAGGGCTCGTTCGCGCTCCTTCAGTGGGCTTATTAAGCGGAAGGTCCTGGGAAATC 
AGATGATGTCAGAAAAGAAAAAGAAGAACCCTACTCCAGAATCTGTGGCCATTGGTGAATTG 
AAGGGAACCAGCAAAGAAAATAGGAACTTATTATTTTCTGGCTCTCCAGCTGTCACGATGAC 
ACCAACAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGG 
ATCCAGAGTTGTCTCCTATGGTCCATGCAGAATTTTCTGTTTAGTGGGCAGGTGTTATTCCTG 
CCCACAGCAMGCTTGGACTTGCAGCTTGCTTGCTGCATTTTGAATTGTCAAAGCCAACTAA 
TACCGTGACCCGACTGATACCTCTAACC CCACT CACTGGATGATGTTTGCAAGCTGTGCCTT 
CTGAGAGAGTGCTTAGGCCCTGTCTCTCTTTTTTAATATTATGGGGAAACCACTAACTATCCA 
AC CAGCT TATACAGCACACTAAGGTGGGCTTCAGTGCTCACTCAATGTGTTTAGGCAGATTC 
CACTTTTGAAAAAAAA TATGAA ATGTGTGCTCMCTGCCAGTMTTTTTTAAAAAGCACTGTCC 
CAGTGGAT TGATG TTGTTTTTAATGGATATTTTGGGTTTTTCTCTGTTTTGATAGTAT^ 
TTTGGT TGI » I 1 1 GT TTGTTT A TlTCT TTGTTTTAAMGCCATGTTTrrGGTTGGGCTCTAAGCT 
AGATATCTTTCCCTCTTTTrCACTTTGAGCTTTC 

CCTCMTACCTAATTTGTGTCCAAAGAATTTATAGCTCTTCTGGACATTTTTTATTATTTCTTG 
GGTGTGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 



Page 75 of 355 



WO 01/42467 



669 
Table 4 



PCT/US00/33312 



TTTTMCAAATCTTAATTATTAMCTCTmCCTTCCTTCCATTTCTCCCTCCCTTGTCCATCTC 

TCTCTCTCTTTCCCTTTCCTCAGTGATGTGAAAATAATTGTGTTTTGCTGAACTTGTTATCTTC 

ATTCAATTTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATACTTCTGAACCACATCACT 

GTGACTCAAGGAAAGTCACTGACAGCATAAGAGAAGTTTGCTAAAATATTTGTATGTGGGGG 

AAGCTCTGGAGTGTGCCTAGGAGGGGGCTGGCTGCCTTTATGTCCCAGGATGACTCTTTAT 

GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 

GGATCAGAAAGAAGAAGCAAGCAGCAGCCTCTGCAGGGCTGACAGGATTTAAAGGAGAGAA 

TGTTCTTATTTGGAAGCAGCTGTGGCTTGTCACCAATGTTCAAGGAGTGTTACTGTTCCGCC 

CTCTCTTTGTCAGAAGGGACACAGGTGGTAATTTGGAGATGGGGCCAGAGCTTCTGGCTTTT 

GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGCATGGCTTTGACCTAGTATGAACT 

GGTGTCTGCCCAGAGAGCAGCATGTAGCAGGGGGGAATGCTCAGGTTTGTGCCTGGCTCT 

GTGGAGCTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 

GCAGTTGCCCCACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTGCACCAT 

TGCTGAAATGAAAGATGACTCT GGGG GAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC 

CCTCTGCCAGCCTTTCTGCTGCTTTTGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTCTTCCAGCTTAATG CAGT GTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 

GCCCCTTTCTCTAGAGCAGTTT TATGTCATT TGTAAAAACACATATTAGCAAATTCGTTCGCG 

TAGGTTTCTATTCAATAJTTGAC I Ml I Ml I^JTATTAAGAAAATGAAATCCCTTAGACr.AGAT 

ATCAGTTAATTCAAACAGAAAACCCTTTGGGTATCANNNNN 

>251 

>252 

GGC GatTggagctCCCCGCGGTGGCGGCCGAGGTACATTTTACTACGCACCCTTACGC 
ATTCTTTTTCTCACCTCTGTGTGTGTGTGTGCGTGCACATGCACACACACAAATGGGTGAAA 
CAATTCTCACCATACCAAGAGCCACCGCGCCCTGCCGAGAATTTGCATTTCTAACAAGTTCC 
CAGGTGATGCTGACACTGCTGGCTCATG GAAC CACTGCTGTAGTATTTTCCAAATTATCCTG 
ATTCTAAGAACCACCTATGACCTGTGCTGTTTTTTCTGTGGTTACTGGCTCATGTCACATAAA 
TTCTTTTAGGATTCAAACATGTTTGTGATATTACTCAGTATTTACATCTTGCTTTTACTGCAGC 
ATGATGGAAAAATTAACCACAGGTATATCATAACAAAAAGAACATGAGTTACCATTTTCACAA 
AGTTCAG ATATATTTAAATTAGCCTATTTAATC I Mill I GGTTGTTGTTGAGATGGAGTCTCA 
CTCTGTCTCTCAGGCTGGAGTACGTGCTGTTCTATTGTCCAAGGCGGGGTCTGCACAGAAC 
AGCTTTGGAAGGGGCTGGGCGGTGTCTGTGGTGTCTGCAGGTCGTCGTCGTTTGGCCGCT 
GCTTGTGGTGGTCGGTTATCGTTGTCTGTCTGTATGTCAGCAGTTTCAGTAGTGGATATTTG 
GTTGCTTCAGGATCGGCCATTGTAGATGATGTTTATTGTTGTGCACAGGTAGGGCACACAAT 
ATTCACTGTGCCCATAAGTAGTTGCTGTATGGTTCGTAGGTCACTTGCTGTCCCCGCGT 
>253 
>254 

ACGCGGGGACTCGCGTCGGTTGGCGACTCCCGGACGTAGGTAGTTTGTTGGGCCG 
GGTTCTGAGGCCTTGCTTCTCTTTACTTTTCCACTCTAGGCCACGATGCCGCAGTACGCGGG 
GGGGTGAAGAAGGGGCCGGCCTTCAAGCAACAGCGACGCAAGATGGCAGCCACCACGGG 
CTCGGGAGTAAAAGTCCCTCGCAATTTCCGACTGTTGGAAGAACTCGAAGAAGGCCAGAAA 
GGAGTAGGAGATGGCACAGTTAGCTGGGGTCTAGAAGATGACGAAGACATGACACTTACAA 
GATGGACAGGGATGATAATTGGGCCTCCAAGAACAATTTATGAAAACCGAATATACAGCCTT 
AAAATAGAATGTGGACCTAAATACCCAGAAGCACCCCCCTTTGTAAGATTTGTAACAAAAATT 
AATATGAATGGAGTAAATAGTTCTAATGGAGTGGTGGACCCAAGAGCCATATCAGTGCTAGC 
AAAATGGCAGAATTCATATAGCATCAAAGTTGTCCTGCAAGAGCTTCGGCGCCTAATGATGT 
CTAAAGAAAATATGAAACTCCCTCAGCCGCCCGAAGGACAGTGTTACAGCAATTAATCAAAA 
AGAAAA ACCAC AGGCCCTTCCCCTTCCCCCCAATTCGATTTAATCAGTCTTCATTTTCCACAG 
TAGTAAATTTTCTAGATACGTCTTGTAGACCTCAAAGTACGGGGGGAAAATCCACAAGACAG 
AATAGCCAGATCTCAGAGGAGCCTGGCTAAGCAAAACCCTGCAGAACX3GCTGCCTAATTTA 
CAGCAACCATGAGTACAAATGGTGATGATCATCAGGTCAAGGATAGTCTGGAGCAATTGAGA 
TGTCACTTTACATGGGAGTTATCCATTGATGACGATGAAATGCCTGATTTAGAAAACAGAGTC 
TTGGATCAGATTGAATTCCTAGACACCAAATACAGTGTGGGAATACACAACCTACTAGCCTAT 
GTGAAACACCTGAAAGGCCAGAATGAGGAAGCCCTGAAGAGCTTAAAAGAAGCTGAAAACT 
TAATGCAGGAAGAACATGACAACCAAGCAAATGfGAGGAGTCTGGTGACCTGGGGCAACTT 
TGCCtGGATGTATTA(XACATGGGCAGACTGGCAGAAGCCCAGACTTACCTGGACAAGGTG 
GAGAACATTTGCAAGAAGCTTTCAAATCCCTTCCGCTATAGAATGGAGTGTCCAGAAATAGA 
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CTGTGAGGAAGGATGGGCCTTGCTGAAGTGTGGAGGAAAAAATTATGAACGGGCCAAGGCC 

TGCTTTGAAAAGGTGCTTGAAGTGGACCCTGAAAACCCTGAATCCAGCGCTGGGTATGCGA 

TCTCTGCCTATCGCCTGGATGGCTTTAMTTAGCCACAAAAAATCACMGCCATTTTCTTtGC 

TTCCCCTAAGGCAGGCTGTCCGCTTAAATCCAGACAATGGATATATTAAGGTTCTCCTTGCC 

CTGAAGCTTCAGGATGAAGGACAGGAAGCTGAAGGAGAAAAGTACATTGAAGAAGCTCTAG 

CCAACATGTCCTCACAGACCTATGTCTTTCGATATGCAGCCAAGTTTTACCGAAGAAAAGGC 

TCTGTGGATAAAGCTCTTGAGTTATTAAAAAAGGCCTTGCAGGAAACACCCACTTCTGTCTTA 

CTGCATCACCAGATAGGGCTTTGCTACAAGGCACAAATGATCCAAATCAAGGAGGCTACAAA 

A GGGC AGCCTAGAGGGCAAAACAGAGAAAAGCTAGACAAAATGATAAGATCAGCCATATTTC 

ATTTTGAATCTGCAGTGGAAAAAAAGCCCACATTTGAGGTGGCTCATCTAGACCTGGCAAGA 

ATGTATATAGAAGCAGGCAATCACAGAAAAGCTGAAGAGAATTTTCAAAAATTGTTATGCATG 

AAACCAGTGGTAGAAGAAACAATGCAAGACATACATTTCCACTATGGTCGGTTTCAGGAATTT 

CAAAAGAAATCTGACGTCAATGCAATTATCCATTATTTAAAAGCTATAAAAATAGAACAGGCA 

TCATTAACAAGGGATAAAAGTATCAATTCTTTGAAGAAATTGGTTTTAAGGAAACTTCGGAGA 

AAGGCATTAGATCTGGAAAGCTTGAGCCTCCTTGGGTTCGTCTACAAATTGGAAGGAAATAT 

GAATGAAGCCCTGGAGTACTATGAGCGGGCCCTGAGACTGGCTGCTGACTTTGAGAACTCT 

GTGAGACAAGGTCCTT AGGC ACCCAGATATCAGCCACTTTCACATTTCATTTCATTTTATGCT 

AACATTTAGTAATGATGTTTTGTGGTTAGTGTTTFCAGAAACATTATAAT7CACTGTAATGATGT 

AATTCTTGAATAATAAATCTGACAAAATATTAGTTGTGTTCAACAATTAGTGAAACAGAATGTG 

TGTATGCATGTAAGAAAGAGAAATCATTTGTATGAGTGCTATGTAGTAGAGAAAAAATGTTAG 

TTAACTTTGTAGGAAATAAAACATTGGACTTACACGAAAtgtttaattcattcattttattgtgaaataaaaataaaa 

tccttagctcctccaccaactgaacagaccctcttggccaaggagaccccagaaaccttaaaaactaagtttcccaaccatgacaagat 

gagagatcattcacacctcattatattccctcccttgctaactgccattggactttttccactgagttaaacagaaaccca 

>255 

NNCTCAGAGGATTACCGACCCA CGCGT CCGCAACATCCTGGCTTAGTATTGTGTGC 
AAAATCAGAGAGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCA 
ATACGGCAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAA 
GAGCCCAGAAATTCCCAATTGAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTG 
CAACAGGAAACAGCATCCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATT 
ACCAAGAAG TGTG AGAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACA 
CACCAGGCATTTTCGACACAGAGGTGCCCAATGCTGAAACGTCCAAGGAGATTATTCGCTG 
CATTCTTCTGACCTCCCCAGGGCCTCATGCTCTGCTTCTGGTGGTTCCACTGGGCCGTTACA 
CTGAGGAAGAGCACAAAGCCACAGAGAAGATCCTGAAAATGTTTGGAGAGAGGGCTAGAAG 
TTTCATGATTCTCATATTCACCCGGAAAGATGACTTAGGTGACACCAATTTGCATGACTACTT 
AAGGGAAGCTCCAGAAGACATTCAAGACTTGATGGACATTTTCGGTGACCGCTACTGTGCGT 
TAAACAACAAGGCAACAGGCGCTGAGCAGGAGGCCCAGAGGGCACAGTTGCTGGGCCTGA 
TCCAGCGCGTGGTGAGGGAGAACAAGGAAGGCTGCTACACTAATAGGATGTACCAAAGGGC 
GGAGGAGGAGATCCAGAAGCAAACACAAGCAATGCAAGAACTCCACAGAGTGGAGCTGGA 
GAGAGAGAAAGCGCGGATAAGAGAGGAGTATGAAGAGAAAATCAGAAAGCTGGAAGATAAA 
GTGGAGCAGGAAAAGAGAAAGAAGCAAATGGAGAAGAAACTAGCAGAACAGGAGGCTCACT 
ATGCTGTAAGGCAGCAAAGGGCAAGAACGGAAGTGGAGAGTAAGGATGGGATACTTGAATT 
MTCATGACAGCGTTACAGATTGCTTCCTTTATTTTGTTACGTCTGTTCGCGGAAGATTAAAC 
TTAATGAAAATCTGTTTGTATTTTCTGCATATTCTCTGGCAACCTTGCCCCATACTTACTTATT 
TAGCATAGTCGAGTGCTCTAGTTTCTGTCTCTCAGGCACTCGTAACTAAGGACCACCATTGG 
CCATTGGTAGATGTTTGATTGACTTAACAAGAGAGGGACAAATTTTCAATTTGTGAAACTCCA 
AAGCAG AAAGTATTGGTGCTTGCT ACCTTGTGAATTCTTCCTT AGACATGCAG AGAAAATGTA 
TGCMGAGACCAAAAAGATGGCTCCAAGCTATGTCATGTTACCTGTAATAAAATCTTTTCTTC 
TAGATTCTTTCTATGTTGGCAGATAATCTCCCCTTGTAGCTTCCACTCACTTATTCTTGCATTC 
AGAGTCACAATGATCATCTTACCCATGTGGTTTTTGAGAAAGAAAGATCAATTCTTTGTTTGC 
AGTAGGTMTClTAGAGATGGAGATGATTGTAGAATTATTCCTAGATGAGTGTCAATTTATTT 
MTTCCATTGTCATATAAGGAGTCAAATTGTTTCTTATCATTTGTTCATTGAAGAACAGAGACC 
TGTCTGGAAAATCGATCTCTACAAATTCAATTAAATAATGATCCCCAAATGCTGAAAAAGTGA 
AATACAGCAATTCAACAGATAATAGAGCAATGTTTAGTATATTCAGCTGTATCTGTAGAAACT 
CTTTG^CGAACCTCAATTTAACCAATTTGATGAATACCCAGTTCTCI I C I 1 1 1 CTAG AGAAAG A. 
TAGTTGCAACCTCACCTCCCTCACTCAACACTTtGAATACTTATTGTTTGGCAGGTGATCCAC 
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ACACTTCTGCCCCCACTGCATTGAATTTTTTGCTTATGTTGTTTATAATAAAACTTTTCAATTAT 

CTCAAAAAAAAAAAAAAAAANNNNNNNNNNNN 

>256 

>257 

CGCGGTGGCGGCCGAGGTACTCTGACTTGCAGGGCCACAAGACCGGCCTTGCGAG 
CGTCGTTGGCTGATGGGAGTAGAAGCCACAGAGAGTCTTCCTCTTGGAGGTACAGTCAATT 
CTGAGGTTTGGGCGTCATAGACTAAACCCAGAAAACAGAACATTGGGAAGTCTTCGGAATAT 
TCTCTATCTTCTTCACCAACGAGTAAGACGTTTTGGAATAATGGGACTCTACAAAGGCCTTGA 
AGCCAAACTGCTGCAGACAGTCCTCACTGCTGCTCTCATGTTCCTTGTTTATGAGAAACTGA 
CAGCTGCCACCTTCACAGTTATGGGGCTGAAGCGTGCACACCAACACTGAGACGCCTTCCC 
ATGAAAAATTCCGAAGATGCTCAAGAGGGAGGTTTCCTCCTGAGTGAAGAGAAGTGATTCTC 
CCTTGACTCTGGCTCCTGCCACCACAAATGTTACCCTCATTGGCTTGAAAAGCATCCAAGGG 
TGCACAGGGAGTATGGCAACTGGACCTGTTGTCACCTTAATTGTCATGCTGGCTGGTTGGAT 
TTGGGGTGGCAGTTGGACTAATGTGAAAAAAACATTGCTGAAAACCTAAAAATGACAGTTGT 
GAGTGTTTATTGGTTTTCTTAAGAGAAATGGACTATTTGCTCTCATGTGTAATGTTTTCTATTT 
AAATCTTTCTTAAATATACCAGCTGTTCTCTTTCCCTGAACTCTCCCCCAGGTTCTAGACAATT 
TAATAACATGTTATTCTTCTCAAATACTTTTGTCATGTCTCAAGTGTCGGTGTTTTTACTGCAC 
TTAAAAAGTAAGAT1T-ATGGGGTNTGCAGGGGGGTGAACTTCATCTCGGTGGGCCTTTTATA 
CCGGCTACGGGAAGGGGGCCTCATGGGCTTTGCACCAI 1 1 I I I I GTGGGAATGAACACTGG 
TGCCCAATGGATTCTTTAAACATTGGCAGGTACATTTCACAGGGGAGAAAACTCCGATAGCT 
TGGAAACACCCGTATCACAACTGCGAGTGCGCTCACTCAACCGGTGAGGCAAATGGGCAAC 
AAAAAAAAAAGTGGCGGGGCGGCACATAN 
>258 

NNNNNNNNNNNAGGGAAAGCCTGCATGGGAAGTGGGAAGTTACTTCCCCCCTGCC 
CAAGGGGGACCCCGGTCCATGTTGGCGGGGGTAANCCCNTCCCACCACCCNGCCCGGNG 
GTTTAAATGCNGCCGGTTACAGGGGNGNGGTCCCCATTTCGCCCATTNCAGGGCTTGCGCC 
AACNTGTTTTGGAAAAGGGCCNATTCGGGTGCGGGNCCCTTTTTTCGGCTTATTTTACGCCA 
AGCTGGGCGAAAAAGGGGGAATGTGCCTGCCAAGGGCGATTTAAGGTTGGGGTAACCGCC 
CAGGGTTTTTTACCAGTCAAAAACGTTTGTAAAACGNGGCCAGTGAAATTGTAATACGACGA 
CCTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNGGAAAGTGGCCCAGGCCCCCACGGACTGTTACAGAGG 
CGACGTCGCCGACCGCCAACATGGCGGCGCCCAGTGGCGTCCACCTGCTCGTCCGCAGAG 
GTTCTCATAGAATTTTCTCTTCACCACTCAATCATATCTACTTACACAAGCAGTCAAGCAGTC 
AACAAAGAAGAAATTTCTTTTTTCGGAGACAAAGAGATATTTCACACAGTATAGTTTTGCCGG 
CTGCAGTTTCTTCAGCTCATCCGGTTCCTAAGCACATAAAGAAGCCAGACTATGTGACGACA 
GGCATTGTACCAGACTGGGGAGACAGCATAGAAGTTAAGAATGAAGATCAGATTCAAGGGC 
TTCATCAGGCTTGTCAGCTGGCCCGCCACGTCCTCCTCTTGGCTGGGAAGAGTTTAAAGGTT 
GACATGACAACTGAAGAGATAGATGCTCTTGTTCATCGGGAAATCATCAGTCATAATGCCTAT 
CCCTCACCTCTAGGCTATGGAGGTTTTCCAAAATCTGTTTGTACCTCTGTAAACAACGTGCTC 
TGTCATGGTATTCCTGACAGTCGACCTCTTCAGGATGGAGATATTATCAACATTGATGTCACA 
GTCTATTACAATGGCTACCATGGAGACACCTCTGAAACATTT7TGGTGGGCAATGTGGACGA 
ATGTGGTAAAAAGTTAGTGGAGGTTGCCAGGAGGTGTAGAGATGAAGCAATTGCAGCTTGC 
AGAGCAGGGGCTCCCTTCTCTGTAATTGGAAACACAATCAGCCACATAACTCATCAGAATGG 
TTTTCAAGTCTGTCCACATTTTGTGGGACATGGAATAGGATCTTACTTTCATGGACATCCAGA 
AATTTGGCATCATGCAAACGACAGTGATCTACCCATGGAGGAGGGCATGGCATTCACTATAG 
AGCCAATCATCACGGAGGGATCCCCTGAATTTAAAGTCCTGGAGGATGCATGGACTGTGGT 
CTCCCTAGACAATCAAAGGTGTCGGCGCAGTTCGAGCACACGGTTCTGATCACGTCGAGGG 
GCGCGCAGATCCTGACCAACTACCCATGAGCTGAGGAGCCGCCGAAGCCCTCCAAGGCCA 
GTCCAGAGGTGAAGTTTGAGGCCCTCCCCCCACCCACCCCACACGCACGCACGCACGCTA 
GACCGTTTGCTGCACTAGGAATTCGAGCTTGGGCCCCACTCGCCCAGACTGGCCCTTCTCG 
CATCGGGACCCGCGCTTGCACGCTGCAGGAGCCGCAAACGTCAGCTGTTCTGGAAACCGA 
GAGGTCCCAGAGAGAGGAGATACGGGCGCATTTGAGAGCAAGGGCCTACTTGGCCGGGAC 
TGAAGCTTGCGAGAGTAAGAGCCAGCTCATCTTTGTAAGATTCATAATACGGGAAACTGAGG. 
ACCAGGTGGCTGGGAAAAGLAGATGAGTTCCAGCTTTTACCTAACACAGGGTTCTCTCGTCGT 
CCCCCAACCCCTCCAGCTCGGCTTCTTTGTGTCCAGGGTTGTAGATTTTTGGATAGAGGTGT 
TTCTGATTCTACTGAACTGGCCGAAAACCTCACCCAGAGCCACTGGGATTCCAGCCAAGAGT 
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GGCTGCGGCTAACACCACCAGGACCTCCTGGTCCTGAGGTGACTCCAGTAGGCTCCATGAG 

GAATCCCGGACCCTCAGGACAAATGGGAGAGTTTTGTTrrCTCTCA 

>259 

>260 

>261 

>262 

>263 

>264 

>265 

>266 

>267 

NAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTC 
CGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTT 
GAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAA 
ACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAG 
AGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAACT 
CAGCGGAATTGTATCCGTACCTCGGCCGCGACCACGCTAAAATAAACAGCAGGACAGAAAT 
TGTGTTGTTTTGTTGTTTGAAATAeAAGCAAATrCTCTTAAAATGATTGGTAGGAAATATAGTA 
CCTGGCCGGGCGACCGCCACCGCGGTGAGCNN 
>268 

AAAAAATTAAATCTGACAATGTCAAGTTATAAGGTGCAAGAAAGAAGTAATTTCTCAG 
AGAAATTCAATACTATCAAGCAAGTTATAACTCTTTACAGTGTTTAATTTATATCTGTCAAGGG 
TTAGTGTCTGGAAATTTAATAATCACA I 1 1 1 1 CTTTCATTTCTATTCTGAAAGGTCTGTTGATG 
CCTGCCATCACAGTTATCATTCTAGTATTATATTTTGTCATTGACACCTTCTGGGTTCAGAAAA 
GACCATGGCTTGCTGAGTGCACACCAATTTATATACAATACTTTGTGAAGTTCTTCATTATTG 
GAGTTACAGTTTTAGTGGTCGCAGTGCCAGAAGGTCTTCCACTTGCAGTCACGATCTCACTG 
GCTTATTCAGTCAAAGTAAGTAGAAAATAGTTCAGTAGACGTTGTTATGTTTAAAGCCTTAGC 
TGGTATAGAAAATGCCCATCTAGTTACTCCTTTTCTGCTTCTGAAAGTGAGGACTTTCATATA 
AATGT 
>269 

cCCACGCGTCCGGTGAGACTTGCCTGCTCCTCTGGCCCCTGGTCCTGTCCTCTTCT 
CCAGCATGGTGTGTCTGAAGCTCCCTGGAGGCTCCAGCTTGGCAGCGTTGACAGTGACACT 
GATGGTGCTGAGCTCCCGACTGGCTTTCGCTGGGGACACCCGACCACGTTTCTTGGAGCTG 
CTTAAGTCTGAGTGTCATTTCTTCAATGGGACGGAGCGGGTGCGGTTCCTGGAGAGATACTT 
CCATAACCAGGAGGAGTTCGTGCGCTTCGACAGCGACGTGGGGGAGTACCGGGCGGTGAC 
GGAGCTGGGGCGGCCTGTCGCCGAGTCCTGGAACAGCCAGAAGGACCTCCTGGAGCAGAA 
GCGGGGCCAGGTGGACAATTACTGCAGACACAACTACGGGGTTGTGGAGAGCTTCACAGT 
GCAGCGGCGAGTCCATCCTCaggtGACTGTGTATCCTGCAAAGACCCAGCCCCTGCAggcACC 
ACAACctgctggtcTGTTCTGTGAGTGGTTTCTATCCAGGCAGCATTGAAGTCAGGTGGTTCCGG 
AATGGCCAGGAAGAGAAGACTGGGGTGGTGTCCACAGGCCTGATCCACAATGGAGACTGG 
ACC7TCCAGACCCTGGTGATGCTGGAAACAGTTCCTCGGAGTGGAGAGGTTTACACCTGCC 
AAGTGGAGCACCCAAGCGTGACAAGCCCTCTCACAGTGGAATGGAGAGCACGGTCTGAATC 
TGCACAGAGCAAGATGCTGAGTGGAGTCGGGGGCTTTGTGCTGGGCCTGCTCTTCCTTGGG 
GCCGGGCTGTTCATCTACTTCAGGAATCAGAAAGGACACTCTGGACTTCAGCCAAGAGGATT 
CCTGAGCTGAAGTGCAGATGACACATTCAAAGAAGAACTTTCTGCCCCAGCTTTGCAGGATG 
AAAAGCTTTCCCTCCTGGCTGTTATTCTTCCACAAGAGAGGGCTTTCTCAGGACCTGGTTGC 
TACTGGTTCAGCAACTGCAGAAAATGTCCTCCCTTGTGGCTTCCTCAGCTCCTGCCCTTGGC 
CTGMGTCCCAGCATTGGTGGCAGCGCCTCATCTTCAACTTTTGTGCTCCCCTTTGCCTAAA 
CCCTATGGCCTCCTGTGCATCTGTACCTGCCCgggcggccGCTCGAGGTTGGTTCAAGCCTTC 
GTTGACAGAGTTGCCCACGGTAACAACCTCTTCCCGAACCTTATGCCTCTGCTGGTCTTTCA 
GTGCCTCCACTAtCCCGCGTACCtCGGCCGCCACCgcgtggaGCTCCAa 
>270 
>271 
>272 
>273 
>274 
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>275 
>276 

CGCGGTGGCGGCCGAGGTACGTTCTATTCCTGCTCCTATTAGGTCCTTCTCACCGC 
ACCGGCCCTCGGTCGATTACGCCTCTCCAGTTCTGCTGGGGACGTTCTAGCCTCGCCCCAC 
CCGCGTCGATCTTTATGTTATACCGTCACTCCCAGTGCCCTAATGGAACTATCCCTCCACTC 
ACTCCCCCTGGTTCTACCCGGCTCCAGAGCCTCTCCCGGCCCACTAATTTATTCCCAAATTC 
TAGGCCCGGCCCCATCAGCCCTCCCCGCGTACCTGCCCG 
>277 

NNGGAGCTCCCCGCGGTGGCGGCTCGAGTACGCGGGGAGGCAGCGGAAAGCTCA 
GCCCATGTGAGGTGCCTCCTGCCAATCACAGACTACCCTTCCCTGGTCCTGGAGGTTCAAA 
GAATTGCAGGAGGGTAGAAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACC 
GTGTGCGCAGAAAGAGGAGGCGCTTGCCTTCAGCTT GTGG GAAATCCCGAAGATGGCCAAA 
GACAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTGAI I I I TGGAAATGTGATTATTGGTTGT 
TGCGGCATTGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCAACACAGCCTCTACCC 
ACTGCTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTGGATCGGCATATTTGTG 
GGCATCTGCCTCTTCTGCCTGTCTGTTCTAGGCATTGTAGGCATCATGAAGTCCAGCAGGAA 
MTTCTTCTGGCGTATTTCATTCTGATGTTTATAGTATATGCCTTTGAAGTGGCATCTTGTATC 
AGAGGAGGAAGAGAAGGAGAGTTTTTGAGAGGGAAGGTGTTeGTGAAGGAGATGCTAGAGAG 
GTACCTCGCCCGGCGGCCGCTCGACCGCCCGGGCAGGTACGCGGGGATAGTTCACTCACT 
TTCAAAGCCAGCTGAAGGAAAGAGGAAGTGCTAGAGAGAGCCCCCTTCAGTGTGCTTCTGA 
CTTTTACGGACTTGGCTTGTTAGAAGGCTGAAAGATGATGGCAGGAATGAAAATCCAGCTTG 
TATGCATGCTACTCCTGGCTTTCAGCTCCTGGAGTCTGTGCTCAGATTCAGAAGAGGAAATG 
AAAGCATTAGAAGCAGATTTCTTGACCAATATGCATACATCAAAGATTAGTAAAGCACATGTT 
CCCTCTTGGAAGATGACTCTGCTAAATGTTTGCAGTCTTGTAAATAATTTGAACAGCCCAGCT 
GAGGAAACAGGAGAAGTTCATGAAGAGGAGCTTGTTGCAAGAAGGAAACTTCCTACTGCTTT 
AGATGGCTTTAGCTTGGAAGCAATGTTGACAATATACCAGCTCCACAAAATCTGTCACAGCA 
GGGCTTTTCAACACTGGGAGTTAATCCAGGAAGATATTCTTGATACTGGAAATGACAAAAAT 
GGAAAGGAAGAAGTCATAAAGAGAAAAATTCCTTATATTCTGAAACGGCAGCTGTATGAGAA 
TAAACCCAGAAGACCCTACATACTCAAAAGAGATTCTTACTATTACTGAGAGAATAAATCATT 
TATTTACATGTGATTGTGATTCATCATCCCTTAATTAAATATCAAATTATATTTGTGTGAAAATG 
TGACAAACACACTTATCTGTCTCTTCTACAATTGTGGTTTATTGAATGTGAI I I I I CTGCACTA 
ATATAMTTAGACTAAGTGTTTTCAAATAAATCTAAATCTTCAGCATGATGTGTTGTGTATAAT 
TGGAGTAGATATTAATTAAGTCACCTGTATAATGTTTTGTAATTTTGCAAAACATATCTTGAGT 
TGTTTAAACAGTCAAAATGTTTGATATTTTATACCAGCTTATGAGCTCAAAGTACCTCGGCCG 
CCACCGCGGTGAGCTCCAANNNN 
>278 . . - 

NNNNAGTCGACCACGCGTCCGGCAAGGCGTCCAGGAGTGACCTGGGGCTGTGGA 
GAGCGACCCGTGGCCTTGTGTTTCAGTTCTCTATTCAGAAACTTGAACCTTTCCTAAGGGAC 
ACTMGGGCTTCAGTCTTGAMGTTTTAGAGCCAMGCATCTTCTCTTTCTGAAGAATTGAAA 
CATTTTGCAGACGGACTGGAAACTGATGGAACTCTACAAAAATGTTTTGAAGATTCAAATGGA 
AAAGCATCAGATTTTTCTTTGGAAGCATCTGTGGCTGAGATGAAGGAATACATAACAAAGTTT 
TCTTTAGAACGTCAGACTTGGGATCAGCTCTTGCCTCACTACCAGCAGGAGGCTAAAGAGAT 
ATTGTCCAGAGGATCAACTGAGGCCAAAATTACTGAGGTCAAAGTGGAACCTATGACATATC 
TTGGGTCTTCTCAGAATGAAGTTCTTAATACAAAACCTGACTACCAGAAAATATTACAGAACC 
AGAGCAAAGTCTTTGACTGTATGGAGTTGGTGATGGATGAACTGCAAGGATCAATGAAACAG 
CTGCAGGCCTTTATGGATGAAAGTAGCTGCCCGGGCGAACGCCACCGCGGGGAGCTCCAN 
>279 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCGATTCTGTGATGAGTACTCTTCTGCACTGTTCTTTCTTTCTMTA^AACTTTCTnTTC 
GAACCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTC 
CGATGCGAGGGTTCTGAGACCTCACCTGGCATAATATAAAGTGI I 111 I I I I J ATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTtGCACTGCATAGTTCAAACtAAAAAGAGAAGAGTTAAT 
TACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
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AGTGTCTGGTATTTTTCAAA TTTCT GTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAAT 

AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 

GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 

>280 

ACGCGGGGGGGACGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGA GGCA CAGAGTGAAGGGGAGGTGCCAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
C TGCAGT TTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGA 
CTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCA 
ATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGA 
CCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTC 
AAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 
TATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCG 
GGTMTAGTGTCCGACAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGACATTGACTT 
GGAATCAGGGGAATTTCACTCAAATGATGTTGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGCCGGAGCCTCTGCTGACACATAAACACTTCAATGCACACCTCAAAATCGCTGATTTGATG 
CAGTTTGATGATAAAGGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTCT 
CCAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CCWACCAGACAG.C^^ 

TGTTTGCACCCCACGTCCTGTGG CCAA AAAATGTCACTGCAAATGACCTTCAGGAGAATATC 

ACAAAGTTAAACAGTGGGATGGCTTTTATGATTAAACACTCCCAGAAACTTTTTAAGGCTCCT 

GCTTATATTCGGGAGTGTGCGAGATTGCACTATTTGGGATCCAGAACTCAGGCATCAAAGGA 

TGACCTTGACCTCATAGCTTCATGTCATACTAAGTCCTTTCAGCTGGCAAAGTCTCAGAAACG 

GAACCGGGTAGATTCCTGCCCTCACCAGGAGGAGACCCAGCACCATACGGAAGAGGCACT 

GAGAGAGCTGTTTCAACACGTTCATGATATGCCAGAGTCAGCAAAGAAGAAACAACTTATTA 

GACAGTTTAATAAGCAATCATTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 

CAAAAGAGGGCTCGTTCGCGCTCCTTCAGTGGGCTTATTAAGCGGAAGGTCCTGGGAAATC 

AGATGATGTCAGAAAAGAAAAAGAAGAACCCTACTCCAGAATCTGTGGCCATTGGTGAATTG 

AAGGGAACCAGCAAAGAAAATAGGAACTTATTATTTTCTGGCTCTCCAGCTGTCACGATGAC 

ACCAACAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGG 

ATCCAGAGTTGTCTCCTATGGTCCATGCAGAATTTTCTGTTTAGTGGGCAGGTGTTATTCCTG 

CCCACAGCAAAGCTTGGACTTGCAGCTTGCTTGCTGCATTTTGAATTGTCAAAGCCAACTAA 

TACCGTGACCCGACTGATACCTCTAACCCCACTCACTGGATGATGTTTGCAAGCTGTGCCTT 

CTGAGAGAGTGCTTAGGCCCTGTCTCTCTTTTTTAATATTATGGGGAAACCACTAACTATCCA 

ACC AGCT TATACAGCACACTAAGGTGGGCTTCAGTGCTCACTCAATGTGTTTAGGCAGATTC 

CACTTTTGAAAAAAAA TATGAA ATGTGTGCTCAACTGCCAGTAATTTTTTAAAAAGCACTGTCC 

CAGTGGA TTGATG TTGTTTTTMTGGAT ATTTT GGG 

TTTGGTTGTTTTTGTTTGTTTATTTCTTTGTTT^ 

AGATATCTTTCCCTCTTTTTCACTTTGAGCmGGGAAAACTCTTTATCTTATGAGG 

CCTCAATACCTAATTTGTGTCCAAAGAATTTATAGCTCTTCTGGACA I I I 1 1 1 ATTATTTCTTG 

GGTG TGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 

TTTTAACAAATCTTAATTATTAAACTCTTTTCCTTCCTTCCATTTCTCCCTCCCTTGTC 

TCTCTCTCTTTCCCTTTCCTCAGTGATGTGAAMTAATTGTGTTTTGCTGAACTTGTTATCTTC 

ATTCAATTTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATACTTCTGAACCACATCACT 

GTGACTCAAGGAAAGTCACTGACAGCATAAGAGAAGTTTGCTAAAATATTTGTATGTGGGGG 

AAGCTCTGGAGTGTGCCTAGGAGGGGGCTGGCTGCCTTTATGTCCCAGGATGACTCTTTAT 

GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 

GGATCAGAAAGAAGAAGCAAGCAGCAGCCTCTGCAGGGCTGACAGGATTTAAAGGAGAGAA 

TGTTCTTATTTGGAAGCAGCTGTGGCTTGTCACCAATGTTCAAGGAGTGTTACTGTTCCGCC 

CTCTCTTTGTCAGAAGGGACACAGGTGGTMTTTGGAGATGGGGCCAGAGCTTCTGGCTTTT 

GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGCATGGCTTTGACCTAGTATGAACT 

GGTGTCTGCCCAGAGAGCAGCATGTAGCAGGGGGGAATGCTCAGGTTTGTGCCTGGCTCT 

GTGGAGCTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 

GCAGTTGCCCGACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTGCAGCAT 

TGCTGAAATGAAAGATGACTCTGGGGGAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC 

CCTCTGCCAGCCTTTCTGCTGCTTTTGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTCTTCCAGCTTAATGCAGTGTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 
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GCCCCTTTCTCTAGAGCAGTTTTATGTCATTTGTAAAAACACATATTAGCAAATTCGTTCGCG 
TAGGTTTCTATTCAATATTTGACI I I I I I I 1 1 CTTATTAAGAAAATGAAATCCCTTACACCAGAT 
ATCAGTTAATTCAAACAGAAAACCCTTTGGGTATCANNNNN 
>281 

NNNNNNGGCGGCCGAGGTACGCGGGGGGAGACATGTGGAGTCCCAGCAGAGGCC 
AACCTGTGTCTCTTCATCTCCCTGGGAAGGGTGCCCCCGAAGTGAAAGAGATGGCCTGGTG 
GAAAGCCTGGGAGAATGAATAAACAGACTAGGTTGAATCCATACAATGGAATGGTAGCAGAC 
AATAAAAAGAAAATGAACTATTGATGCCCCCTACTGCACAGCAGAAGCTCTGAATCGTGTTC 
CTGAATGAAAGAAGTCAGAGATGAAAAGATGGGCCAGGAGTCCAGTTTCTGGAAGGCCAAG 
AATCGAAGTAGCAAGCTGCAGCCGTTTTCCAGACAAGCATGATGTGGGGATGCAGAAGAAT 
TCAGGACTGGAGGGGCAAACTCCGATGTGACTGAGGCCCCACTGCCAAATGGCGGCATGC 
TCAGATAGCACCCAAGAATTTGGGGAAAAAACTGGTGCTCACAGCN 
>282 
>283 

cAAAAACTGGAGACTTTTAATGTATTTCTTTAATTTCGGACGCGTCCGATTTTGCAGT 
TGTTGAAATTGTCCCCGCAGTnTCAATCATGTCTGAACCAATCAGAGTCCTTGTGACTGGA 
GCAGCTGGTCAAATTGCATATTCACTGCTGTACAGTATTGGAAATGGATCTGTCTTTGGTAAA 
GATCAGC.CTATAATT.CTT.GT.GCXGTTGGATAT-CACCCCCAT.GATGGGTGTCCTGGACGGTGT 
CCTAATGGAACTGCAAGACTGTGCCCTTCCCCTCCTGAAAGATGTCATCGCAACAGATAAAG 
AAGACGTTGCCTTCAAAGACCTGGATGTGGCCATTClTGTGGGCTCCATGCCAAGAAGGGA 
AGGCATGGAGAGAAAAGATTTACTGAAAGCAAATGTGAAAATCTTCAAATCCCAGGGTGCAG 
CCTTAGATAAATACGCCAAGAAGTCAGTTAAGGTTATTGTTGTGGGTAATCCAGCCAATACCA 
ACTGCCTGACTGCTTCCAAGTCAGCTCCATCCATCCCCAAGGAGAACTTCAGTTGCTTGACT 
CGTTTGGATCACAACCGAGCTAAAGCTCAAATTGCTCTTAAACTTGGTGTGACTGCTAATGAT 
GTAAAGAATGTCATTATCTGGGGAAACCATTCCTCGAGTCAGTATCCAGATGTCAACCATGC 
CAAGGTGAAATTGCAAGGAAAGGAAGTTGGTGTTTATGAAGCTCTGAAAGATGACAGCTGGC 
TCAAGGGAGAATTTGTCACGACTGTGCAGCAGCGTGGCGCTGCTGTCATCAAGGCTCGAAA 
ACTATCCAGTGCCATGTCTGCTGCAAAAGCCATCTGTGACCACGTCAGGGACATCTGGTTTG 
GAACCCCAGAGGGAGAGTTTGTGTCCATGGGTGTTATCTCTGATGGCAACTCCTATGGTGTT 
CCTGATGATCTGCTCTACTCATTCCCTGTTGTAATCAAGAATAAGACCTGGAAGTTTGTTGAA 
GGTCTCCCTATTAATGATTTCTCACGTGAGAAGATGGATCTTACTGCAAAGGAACTGACAGA 
AGAAAAAGAAAGTGCTTTTGAATTTCTTTCCTCTGCCTGACTAGACAATGATGTTACTAAATG 
CTTCAAAGCTGAAGAATCTAAATGTCGTCTTTGACTCAAGTACCAAATAATAATAATGCTATAC 

ttaaattacttgtgaaaaacaacacattttaaagattacgtgcttcttggtacaggtttgtgaa 
tgacagtttatcgtcatgctgttagtgtgcattctaaataaatatatattcaaatgaaaaaaaa 

AAAAAAAAAaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaacaaacaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa 

aaaaaaaagggggggggggggattaaatattcccggggggggacgacaaataatgaaagacaacacacgtctttttgtagaaaaa 

gcagccacccataatggagggtglttataaaaggaaggccggggaggttttaaaaagctgtgcgagagagaaaaattgtcgtgagtttt 

tgaagaagacacatcctttgtgtgggtctagacgggaaccacaccgaaaagataaggacggggaaaatacaatgggtatagtggaa. 

caggcttttgtggcaaatgtcgtgtgttatata 

>284 

NNNNCGCGGCCGCGTCGACNGGCTGNGAGAAGACGACAGAAGGGGGGTGACAGA 
GCGAGATTCTATCCTAAAAAAAAAAAAAAAAAA>WVAAAAAAAAAGCAGCGGCTC^ 
GGCCGCGTCGACACGGCTGCGAGAAGACGACAGAAGGGGGCTCTAAGCTGCAGCAAGAGA 
AACTGTGTGTGAGGGGAAGAGGCCTGTTTCGCTGTCGGGTCTCTAGTTCTTGCACGCTCTTT 
AAGAGTCTGCACTGGAGGAACTCCTGCCATTACCAGCTCCCTTCTTGCAGAAGGGAGGGGG 
AAACATACATTTATTCATGCCAGTCTGTTGCATGCAGGClTTTTGGCTTCCTACCTTGCAACA 
AAATAATTGCACCAACTCCTTAGTGCCGATTCCGCCCACAGAGAGTCCTGGAGCCACAGTCT 
TTTTTGCTTTGCATTGTAGGAGAGGGACTAAGTGCTAGAGACTATGTCGCTTTCCTGAGCTA 
CCGAGAGCGCTCGTGAACTGGAATCAACTGCTTCAGGGAAAAAGAAAAAAAAAAAAAAAAGA 
CTTGCCTGGGAGGCCGCGAGAAACTTGCATTGGAAGCTTCAGCAACCAGCATTCGAGAAAC 
TCCTCTCTACTTTAGCACGGTCTCCAGACTCAGCCGAGAGACAGCAAACTGCAGCGCGGTG 
AGAGAGCGAGAGAGAGGGAGAGAGAGACTCTCCAGCCTGGGAACTATAACTCCTCTGCGA 
GAGGCGGAGAACTCCTTCCCCAMTCTmGGGGACTTTTCTCTCTTTACCCACCTCCGCCC 
CTGCGAGGAGTTGAGGGGCCAGTTCGGCCGCCGCGCGCGTCTTCCCGlTCGGCGTG 
TGGCCCGGGGAACCGGGAGGGCCCGGCGATCGCGCGGCGGCCGCCGCGAGGGTGTGAG 
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CGCGCGTGGGCGCCCGCCGAGCCGAGGCCATGGTGCAGCAAACCAACAAT6CCGAGAACA 

CGGAAGCGCTGCTGGCCGGCGAGAGCTCGGACTCGGGCGCCGGCCTCGAGCTGGGAATC 

GCCTCCTCCCCCACGCCCGGCTCCACCGCCTCCACGGGCGGCAAGGCCGACGACCCGAG 

CTGGTGCAAGACCCCGAGTGGGCACATCAAGCGACCCATGAACGCCTTCATGGTGTGGTCG 

CAGATCGAGCGGCGCAAGATCATGGAGCAGTCGCCCGACATGCACAACGCCGAGATCTCC 

AAGCGGCTGGGCAAACGCTGGAAGCTGCTCAAAGACAGCGACAAGATCCCTTTCATTCGAG 

AGGCGGAGCGGCTGCGCCTCAAGCACATGGCTGACTACCCCGACTACAAGTACCGGCCCA 

GGAAGAAGGTGAAGTCCGGCAACGCCAACTCCAGCTCCTCGGCCGCCGCCTCCTCCAAGC 

CGGGGGAGAAGGGAGACAAGGTCGGTGGCAGTGGCGGGGGCGGCCATGGGGGCGGCGG 

CGGCGGCGGGAGCAGCAACGCGGGGGGAGGAGGCGGCGGTGCGAGTGGCGGCGGCGCC 

AACTCCAAACCGGCGCAGAAAAAGAGCTGCGGCTCCAAAGTGGCGGGCGGCGCGGGCGG 

TGGGGTTAGCAAACCGCACGCCAAGCTCATCCTGGCAGGCGGCGGCGGCGGCGGGAAAG 

CAGCGGCTGCCGCCGCCGCCTCCTTCGCCGCCGAACAGGCGGGGGCCGCCGCCCTGCTG 

CCCCTGGGCGCCGCCGCCGACCACCACTCGCTGTACAAGGCGCGGACTCCCAGCGCCTCG 

GCCTCCGCCTCCTCGGCAGCCTCGGCCTCCGCAGCGCTCGCGGCCCCGGGCAAGCACCT 

GGCGGAGAAGAAGGTGAAGCGCGTCTACCTGTTCGGCGGCCTGGGCACGTCGTCGTCGCC 

CGTGGGCGGCGTGGGCGCGGGAGCCGACCCCAGCGACCCCCTGGGCCTGTACGAGGAGG 

AGGGeGGGGGGTGCTeGeCCGACGCGCCCAGCCTGAGCGGCCGCAGCAGCGCCGCCTCG 

TCCCCCGCCGCCGGCCGCTCGCCCGCCGACCACCGCGGCTACGCCAGCCTGCGCGCCGC 

CTCGCCCGCCCCGTCCAGCGCGCCCTCGCACGCGTCCTCCTCGGCCTCGTCCCACTCCTC 

CTCTTCCTCCTCCTCGGGCTCCTCGTCCTCCGACGACGAGTTCGAAGACGACCTGCTCGAC 

CTGAACCCCAGCTCAA ACTTT GAGAGCATGTCCCTGGGCAGCTTCAGTTCGTCGTCGGCGC 

TCGACCGGGACCTGGATTTTAACTTCGAGCCCGGCTCCGGCTCGCACTTCGAGTTCCCGGA 

CTACTGCA CGCC CGAGGTGAGCGAGATGATCTCGGGAGACTGGCTCGAGTCCAGCATCTC 

CAACCTGGTTTTCACCTACTGAAGGGCGCGCAGGCAGGGAGAAGGGCCGGGGGGGGTAG 

GAGAGGAGAAAAAAAAAGTGAAAAAAAGAAACGAAAAGGACAGACGAAGAGTTTAAAGAGAA 

AAGGGAAAAAAGAAAGAA AAAG TAAGCAGGGCTGGCTTCGCCCGCGTTCTCGTCGTCGGAT 

CAAGGAGCGCGGCGGCGTTTTGGACCCGCGCTCCCATCCCCCACCTTCCCGGGCCGGGGA 

CCCACTCTGCCCAGCCGGAGGGACGCGGAGGAGGAAGAGGGTAGACAGGGGCGACCTGT 

GATTGTTGTTATTGATGTTGTTGTTGATGGCAAAAAAAAAAAAGCGACTTCGAGTTTGCTCCC 

CTTTGCTTGAAGAGAC CCCC TCCCCCTTCCAACGAGCTTCCGGACTTGTCTGCACCCCCAG 

CAA GAAGGCGAGTTAG TTTTCTAGAGACTTGAAGGAGTCTCCCCCTTCCTGCATCACCACCT 

TGGT TTTGTTT TATTTTGCTTCTTGGTCAAGAAAGGAGGGGAGAACCCAGCGCACCCCTCCC 

CCCCTTTTTTTAAACGCGTGATGAAGACAGAAGGCTCCGGGGTGACGAATTTGGCCGATGG 

CA GATGTTTT GGGGGAA CGCC GGGACTGAGAGACTCCACGCAGGCGAATTCCCGTTTGGG 

GCI 1 1 1 1 1 1 ICCTCCCTCTTTTCCCCTTGCCCCCTCTGCAGCCGGAGGAGGAGATGTTGAGG 

GGAGGAGGCCAGCCAGTGTGACCGGCGCTAGGAAATGACCCGAGAACCCCGTTGGAAGCG 

CAGCAGCGGGAGCTAGGGGCGGGGGCGGAGGAGGACACGAACTGGAAGGGGGTTCACGG 

TC AAACT GAAATGGATTTGCACGTTGGGGAGCTGGCGGCGGCGGCTGCTGGGCCTCCGCC 

TTCTTTTCTACGTGAAATCAGTGAGGTGAGACTTCCCAGACCCCGGAGGCGTGGAGGAGAG 

GAGACTGTTTGATGTGGTACAGGGGCAGTCAGTGGAGGGWSAGTGGTTTCGAAAAAAAAAA 

AAGAAAAACCGAAAGGAATGAAAAAAAAAAGATTTTTTTCTTCTCjrrAATCGGAATCGTGATG 

GTGTTGGATTATTTCAATGGT GGGGT TAATATAGCATGTTATCCTGTCTATCTTTTAAAGATTT 

CTGTATMGACTGTTGAGCAGTTTTTAAAATAGTGTAGGATAATATAAAAAGCAGATAGATGG 

OSCTATGTTTGATTCCTACAACGAAATW 

ATTCAMCGCMCTCAAATCTGTGCTGGACTTTAAAAAAACAATTCAGGACCAAATTTTTTCTC 

AGTGTGTGTGTTTAT TCCTTA TAGGTGTAAATGAGMGACGTGTTTTTTTCCTTCACCGATGC 

TCXSATCCTCGTATTTCT TTTTCC TTC 

TATACTGGCCAAAC ATATT T TTTCTTTT GTCCC 1 I I 1 I 1 1 CTTTCCTTTCTTTTTACTTCCTTTAT 
TTCTTTATTCCTTC CTTTT CC I I I I 1 1 1CTTTGI I 1 M I CI 1 1 I I 1 1 I 1 I 1 11 1 I I FGGGAAGTTGT 
TGTTACCCACGCCATTTTACGTCTCCTTC 

TATTTAMTGTAG^CTTTTGACACTTTTAAAAAACAAAAAAAGACAAGAGAGATGAACCCGTT 

GGATTATTTCCTCAGGGTATTTTGGTAACACAATATATAAGGGGGGTGTAATCGGGGTAACT 

CGCTGTTGGATTC X^GGA TTTCATAACAGCXaCGGGGGGTTAATATCTCACACCGCT^ 

ATCGAGCCCCTAATTTTCTCCATGGTGTMCCCTTCATTCTGCGGGGTTCTTCAAGGTTGAC 

AGATATCCCTTMCTGGCACCAAGGTTTTACCCTTCGGGCCCCGTTTTGTTTAAAGGCGCGG 
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GGGACATTGAGGCAACAAAGGTTGCGTTTTAGGAACACCACAGGCTTTTCGGAAATATGGC 

GCTGTCCAGAGGGTTAAATTGTGCGATCAGCCAAAGGGGTGTGGCTTAATGTGAACCCACT 

TTTGGCCNNNNNNNNN 

>285 

CGACCCACGCGTCCGGCGACGCCAAACATGGCGTGTTCCTAGAAGCCGCTTTCGG 
CATCAGTAGGCGGCGGCGTGGGGTCTGGCAGCGTGGGGAGAGGGACCAACCGACGCCAC 
TTCGTGTTGGGAAGTGGGAGCGGGAGGGCCGGGCAATTCCCGACCGAACCAAACGGTTTC 
CATGGATCTCAATAGTGCCAGCACTGTTGTTCTTCAGGTGTTAACACAGGCCACCAGTCAGG 
ATACTGCTGTGTTAAAACCAGCTGAGGAGCAGTTGAAGCAGTGGGAGACACAGCCAGGTTT 
CTATTCAGTGTTGCTGAATATTTTCACCAACCACACTTTGGATATAAATGTAAGGTGGCTTGC 
TGTACTGTATTTTAAACATGGAATTGATCGCTACTGGAGACGTGTAGCACCTCATGCTCTCTC 
AGAGGAGGAGAAAACTACTCTGCGTGCAGGGCTCATCACCAACTTCAATGAACCAATAAACC 
AGATTGCAACTCAGATTGCAGTGCTCATTGCAAAAGTTGCTAGATTGGATTGTCCCAGACAG 
TGGCCTGAACTAATTCCCACTCTTATAGAGTCTGTTAAAGTCCAGGATGATCTTCGACAGCA 
CAGAGCATTACTTACCTTCTATCATGTTACCAAGACACTGGCATCTAAACGACTTGCTGCTGA 
TAGAAAACTATTTTATGATTTAGCTTCTGGAATTTATAATTTTGCCTGCTCTCTGTGGAATCAC 
CACACAGACACATTCCTGCAAGAAGTTTCTTCTGGCAATGAAGCTGCAATTTTGAGTTCACTA 
GAACGAACACTGCTATGATTGAA AGTGGT GGGTAAGTTAAeTGTTAATGGATTTGTGGAACCT 
CATAAGAATATGGAGGTGATGGGTTTTTTACATGGAATATTTGAACGTCTAAAACAGTTTCTG 
GAATGCAGTAGAAGTATAGGTACAGATAATGTGTGTAGAGATAGACTGGAAAAGACCATCAT 
TCTTTTTACTAAAGTGCTTTTGGACTTCTTGGATCAGCATCCTTTTTCATTTACTCCTCTAATT 
CAGAGATCACTGGAATTTTCTGTAAGCTATG I I 1 1 I ACAGAAGTTGGTGAAGGCGTTACATTT 
GAACGATTCATTGTCCAATGTATGAATCTTATTAAGATGATTGTCAAAAATTATGCTTATAAGC 
CATCCAAAAATTTTGAAGATAGCAGCCCTGAAACTCTTGAAGCCCATAAGATTAAGATGGCAT 
TCTTCACATATCCTACTTTGACAGAGATATGTAGAAGATTAGTCTCTCATTATTTCCTATTAAC 
TGAAGAAGAACTGACAATGTGGGAAGAAGACCCAGAAGGCTTTACAGTGGAAGAAACAGGA 
GGAGATTCTTGGAAATATAGTTTGAGGCCATGCACTGAAGTATTATTTATAGATATATTCCAT 
GAATATAATCAGACTCTTACTCCTGTACTTCTAGAAATGATGCAAACACTTCAAGGACCCACA 
AATGTGGAAGATATGAATGCACTGT TAATC AAAGATGCTGTGTATAATGCTGTTGGATTAGCT 
GCTTATGAGCTCTTTGACAGTGTTGATTTTGATCAGTGGTTTAAAAACCAGCTTCTTCCAGAA 
TTACAAGTCATTCACAATAGGTATAAGCCATTGCGACGCAGGGTGATTTGGCTCATCGGTCA 
GTGGATTTCTGTGAAATTCAAGTCTGACTTAAGACCCATGCTTTATGAAGCAATCTGTAACTT 
GCTTCAAGATCAAGATTTAGTGGTCCGTATTGAAACAGCTACAACTTTGAAGTTAACTGTTGA 
TGATTTTGAATTTAGMCAGATCAGTTTCTACCGTATTTGGAMCCATGTTCACACTACTTTTT 
CAGTTACTGCAGCAAGTTACAGAATGTGACACAAAGATGCATGTTTTGCATGTCCTTTCTTGT 
GTGATCGAAAGAGTCAACATGCAGATACGACCATATGTGGGATGTTTGGTACAATATTTGCC 
CCTCCTTTGGAAGCAGAGTGAAGAACACAATATGTTGAGATGTGCTATTTTGACAACACTTAT 
TCATCTTGTTCAGGGATTAGGAGCAGACAGCAAGAACCTGTACCCTTTCCTGCTCCCAGTTA 
TTCAACTGAGTACAGATGTTTCACAGCCTCCACATGTTTATCTTCTGGAAGATGGTTTAGAAT 
TATGGTTAGTAACTTTGGAAAACAGTCCATGTATTACACCAGAGTTGCTTCGTATATTTCAGA 
ATATGTCACCACTTCTTGMCTAAGTTCAGAAAATCTTAGAACTTGCTTTAAGATCATCAATGG 
TTATATCTTTTTATCATCAACAGAATTTTTACAGACATACGCAGTAGGTCTATGCCAGTCCTTT 
TGTGMCTTTTAAAGGAAATTACTACAGAAGGTCAAGTTCAGGTGCTCAAGGTTGTGGAAAAT 
GCCCTTAAAGTGMCCCAATACTAGGTCCACAMTGTTTCAACCGATlTTACCCTATGTTTTC 
AAGGGTATTATAGAAGGGGAGAGGTATCCTGTAGTGATGTCCACGTATCTTGGAGTTATGGG 
TCGAGTTCTACTACAAAACACTAG 1 1 I 1 1 I I I CTTCACTACTTAATGAGATGGCCCATAAATTT 
AATCAGGAGATGGACCAGCTTTTGGGAAATATGATTGAAATGTGGGTTGATCGAATGGACAA 
CATTACCCAGCCTGAAAGMGAAAACTTTCAGCTTTGGCTTTGCTCTCTCTTCTGCCATCTGA 
TAATAGTGTTATCCAAGATAAATTCTGTGGGATTATAAACATTTCAGTAGAAGGCCTGCATGA 
TGTCATGACGGAAGATCCTGAAACAGGAACTTATAAAGACTGTATGTTGATGTCTCATCTTGA 
GGAACCAAAAGTAACAGAAGATGAAGAACCACCCACAGAACAAGATAAGAGGAAAAAGATG 
CTGGCCCTGAAGGACCCTGtTCATACAGTGTCACTGCAGCAGTTCATCTACGAGAAGCTCAA 
GGCACAGCAGGAGATGCTAGGAGAACAAGGTTTCCAGTCCCTCATGGAAACAGTGGATACG 
GAGAlTGTGACCCAGCTACAGGAGTTTTTGCAAGGATTCTAAGAGCACATGACATGTGGCTG. 
CCTCCCCTTTCAGAAACAAGCTGAGTAACCCAGCCTGCCGTTTGTATGTGAGAGCCTGCTGA 
GATGAAGAAATCACTTCATGAAAATAAGCAAAGACCACACATTTTTTACTACAAAATGTAAGG 
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TAATGTAATCGGATAATAAGATAAGCTATTCTCAAAGATTGATTCATTTATGGAGGGGCTTCA 

TAAAAGTCGTAGTTACTTGAGAAAGGGGTGTTCGTTAGAGAAAAATAGTTAGTGGCTAATTGA 

GAGAGAACGGAAGTTGCGAAATGAAGGGCTCTTACGGAAGGGAAAGAGGGGAAAGGGTAA 

ATTAGAAACAGGGGAGAAGTAATAAGAAGTAAGAGAGGAGTGTANNN 

>286 

>287 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATrGAGGATCCCIACGA^GmCCCTGCTCCGX 

TCCAA ATAAG AACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GMGGTT7TTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>288 

>289 

NAGTCGCGCGCGGTGCAGTCGGGAGGTGGAGGCACCGGCTGCATTGTTTTCGGGA 
TCGAGGGGTGAGGGCGCTATGGCACCCGGCTGCAAAACTGAGTTACGCAGCGTGACAAAT 
GGTCAGTCTAACCAACCAAGTAATGAAGGTGATGCCATCAAAGTTTTTGTGCGAATTCGTCC 
TCCTGCAGAAAGATCTGGGTCAGCTGATGGAGAGCAGAACTTATGCTTATCTGTGCTGTCCT 
CCACGAGTCTCCGGCTGCACTCCAACCCTGAGCCCAAGACCTTCACGTTTGATCATGTTGCA 
GATGTGGATACCACTCAGGAATCTGTATTTGCAACTGTGGCTAAAAGCATTGTGGAGTCTTG 
CATGAGCGGTTATAATGGTACCATCTTTGCATATGGACAGACTGGCTCAGGGAAGACATTTA 
CTATGATGGGACCATCTGAATCTGATAATTTTTCTCATAACCTGAGAGGAGTAATCCCACGAA 
GTTrrGAATATTTGTTTTCCTTMTTGATCGTGAAAAAGAAAAGGCTGGAGCTGGAAAGAGTT 
TCCTTTGTMGTGTTCCTTTATTGAAATCTACAACGAGCAGATATATGATCTACTGGACTCTG 
CATCGGCTGGACTGTACTTAAGGGAGCATATCAAGAAGGGAGTCTTTGTTGTTGGTGCGGT 
GGAGCAGGTGGTAACCTCAGCTGCTGAAGCCTATCAGGTGCTGTCTGGAGGATGGAGGAAT 
AGACGTGTGGCATCAACATCAATGAACAGAGAATCGTCTAGGTCTCATGCCGTCTTTACAAT 
TACAATAGAGTCAATGGAGAAAAGTAATGAGATTGTGAATATACGGACCTCCCTACTCAACCT 
GGTGGATTTAGCAGGATCTGAAAGGCAAAAAGATACCCATGCAGAAGGGATGAGATTGAAG 
GAAGCAGGTAACAfAAATCGATCATTGAGCTGCCtGGGCCAAGTGATTACAGCACTTGfCGA 
CGTGGGTAATGGAAAACAGAGACATGTTTGCTACAGAGACTCCAAACTTACCTTCTTACTAC 
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GGGATTCCCTTGGAGGTAATGCCAAAACAGCCATAATTGCAAATGTTCATCCTGGATCCAGG 

TGTTTTGGGGAAACCCTATCAACACTTAACTTTGCTCAAAGAGCCAAGCTGATTAAAAACAAG 

GCAGTAGTAAATGAAGACACCCAAGGAAATGTGAGCCAGCTCCAAGCTGAAGTGAAGAGGC 

TCAAAGAACAACTGGCGGAGCTTGCTTCAGGACAGACACCACCAGAAAGCTTCCTGACCAG 

AGACAAAAAGAAGACTAACTATATGGAGTATTTCCAGGAAGCAATGTTATTCTTTAAGAAATC 

TGAACAGGAAAAGAAGTCTCTGATAGAAAAAGTTACCCAATTAGAAGACCTCACCCTCAAAA 

AGGAAAAATTTATTCAATCTAATAAAATGATTGTGAAATTCCGAGAGGATCAAATAATACGCTT 

GGAAAAGCTCCACAAGGAATCCCGGGGAGGTTTTCTGCCTGAGGAGCAGGATCGTTTGCTC 

TCAGAATTAAGGAATGAGATTCAAACTCTGCGAGAACAAATAGAGCACCACCCCAGAGTTGC 

AAAGTATGCTATGGAAAATCATTCCCTCAGGGAGGAGAATAGAAGACTGAGATTATTAGAGC 

CTGTGAAAAGAGCTCAAGAAATGGATGCCCAGACCATTGCAAAACTAGAAAAAGCTTTCTCT 

GAAATAAGTGGCATGGAGAAAAGTGACAAAAATCAGCAAGGATTTTCACCTAAAGCTCAGAA 

AGAGCCATGTTTGTTTGCAAACACTGAGAAGTTAAAAGCACAACTCCTGCAAATTCAGACAG 

AGCTGAATAATTCAAAGCAAGAATATGAAGAATTCAAAGAACTTACTAGGAAAAGGCAGCTA 

GAATTGGAATCAGAGCTTCAGTCTTTGCAAAAAGCGAACCTTAATCTTGAAAACCTTTTGGAA 

GCAACAAAAGCCTGCAAGCGGCAAGAAGTTTCTCAGCTGAATAAAATTCATGCTGAAACACT 

TAAGATTATAACTACACCAACCAAGGCCTACCAACTTCATTCCCGACCAGTACCAAAATTAAG 

eCCTGAAATGGGAAGCTTTGGCTCTCTATACACTCAGAATTCTAGCATATTAGATAATGATAT 

ATTAAATGAGCCAGTTCCTCCTGAGATGAATGAACAAGCTTTTGAGGCCATTTCTGAAGAGC 

TTAGAACAGTGCAGGAACAAATGAGTGCTCTTCAAGCCAAACTGGATGAAGAAGAGCATAAA 

AACCTAAAGCTTCAGCAGCATGTTGACAAACTGGAACATCATTCTACCCAAATGCAGGAGCT 

TTTCTCATCAGAAAGAATTGATTGGACCAAACAGCAGGAAGAGCTTCTCTCACAGTTGAATGT 

CCTTGAAAAGCAGCTTCAAGAGACTCAAACTAAAAATGACTTTTTGAAAAGTGAGGTACATGA 

CCTGCGAGTAGTCCTTCATTCTGCTGACAAGGAGCTTTCTTCAGTGAAATTGGAATATAGTTC 

ATTCAAAACGAATCAGGAGAAAGAATTCAACAAACTTTCTGAAAGACACATGCATGTACAGCT 

TCAATTAGATAATCTCAGGTTAGAAAACGAAAAGCTGCTTGAGAGCAAAGCCTGCCTACAGG 

ATTCCTATGACAACTTACAAGAAATAATGAAATTTGAGATTGACCAACTTTCAAGAAACCTCC 

AAAACTTCAAAAAAGAAAATGAAACTCTGAAATCTGATCTGAATAATTTGATGGAGCTTCTTG 

AGGCAGAAAAAGAACGCAATAACAAATTATCATTACAGTTTGAAGAAGATAAAGAAAACAGTT 

CTAAAGAAATCTTAAAAGTTCTTGAGGCTGTACGTCAGGAGAAACAGAAAGAGACGGCCAAG 

TGTGAGCAGCAGATGGCAAAAGTACAGAAACTAGAAGAGAGCTTGCTTGCTACTGAAAAAGT 

GATCAGTTCCCTGGAAAAGTCTAGAGATTCTGATAAGAAAGTTGTAGCTGACCTCATGAACC 

AGATCCAGGAGCTAAGAACATCGGTCTGTGAGAAAACAGAAACTATAGACACCCTGAAACAA 

GAACTGAAGGACATAAATTGCAAATACAACTCTGCTTTGGTTGACAGAGAAGAGAGCAGAGT 

GTTGATCAAGAAGCAGGAAGTGGATATTCTGGATCTGAAAGAAACCCTTAGGCTGAGAATAC 

TTTCTGAGGACATAGAGAGGGATATGCTCTGTGAGGACCTGGCTCATGCCACTGAGCAGCT 

GAACATGCTCACAGAGGCCTCAAAAAAACACTCGGGGCTGCTGCAGTCTGCCCAGGAAGAA 

CTGACCAAGAAGGAAGCCCTGATTCAGGAACTTCAGCACAAGCTAAACCAAAAGAAAGAGG 

AAGTAGAACAGAAGAAGAATGAATATAACTTCAAAATGAGGCAACTAGAACATGTGATGGATT 

CTGCTGCTGAGGATCCCCAGAGTCCTAAGACACCACCTCACTTTCAAACACATTTGGCAAAA 

CTCCTGGAAACACAAGAACAAGAGATAGAAGATGGAAGAGCCTCTAAGACTTCTTTGGAACA 

CCTTGTAACAAAGCTAAATGAAGACAGAGAAGTCAAAAATGCTGAAATCCTCAGAATGAAGG 

AGCAGTTGCGTGAAATGGAAAACCTACGCCTGGAAAGTCAGCAGTTAATAGAGAAAAACTGG 

CTCCTGCAAGGTCAGCTGGATGATATTAAAAGACAAAAGGAAAACAGTGATCAGAATCATCC 

AGATAATCAACAGCTGAAGAATGAACAAGAAGAAAGTATCAAAGAAAGACTTGCAAAAAGTA 

AAATAGTTG AAG AAATG CTG AAAATG AAAG C AG ACCTAG AAG AAGTCC AAAG TG CCCTTTAC 

AACAAAGAGATGGAATGCCTTAGAATGACTGATGAAGTCGAACGAACCCAAACTTTGGAGTC 

TAAAGCATTCCAGGAAAAAGAACAACTGAGATCAAAGCTGGAAGAAATGTATGAAGAAAGAG 

AGAGAACATCCCAGGAGATGGAAATGTTAAGGAAGCAGGTGGAGTGTCTTGCTGAGGAAAA 

TGGAAAGTTGGTAGGTCACCAAAATTTGCATCAGAAGATTCAGTACGTAGTGCGACTAAAGA 

AGGAAAATGTCAGGCTTGCTGAGGAGACAGAAAAGTTGCGTGCCGAAAATGTATTTTTAAAA 

GAAAAGAAAAGAAGTGAATCTTGAGGATTCCGGTCAGCTACCfAGGCATCACCTTGTTTGAA 

G ATGTTTCTTCTC 1 1 1 1 ACAAGTAAGACCTACTCCTGGCCACTTAGGAGAGCTGAATTTATGG 

ACCTTAATTATTAMTGTTTATAAGGTGGTGGTMCCACCTCMGTTTCTGATGAACATTCTG 

CATCCATAfACACCCTGTGA CAGT CAGCAGTCTGCTATTAAGTGGCCTACTTCAAGGCtTTG 

MTCAACTTMGGGAAAACCTTTTGTCTTTGTAAAAATAAAAGCCTGTAGCTAAGGTTTACAG 
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TGGACATTAGCCAGATCATTTTCTTCTTAGATTATGCCATAATCTCCTTTGATTCTTATGGAAG 

TTCTAACAATATATGGTGGTTCCAACACCTGCAGTGAGTTTAATGACTGACTTAGTAGCAGGT 

ACAAGAAGCAAAC7TGTTAATATAGATTATTTTTGTATTCTTACTTTAGGTATTTTCTTGAGCAT 

TTTCCATGACTGTAAATAAAGCCATTTTTTAAGATAAAAAAAAAAAAAAAAAAAAAAAGGGCG 

GCCGCN 

>290 

>291 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCCATTCTGTGATGAGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTTTCTTTTTC 
GAACCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTG I I I I I I I II IATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAG CAAGA GAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTATTTTTCAAA TTTCT GTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAAT 
AAAGGATGGAGACATGCTTATTTTATTTAAGTGCCGGAAAAAAAAAAAAAAAAAAAAGTAGCT 
GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 
>292 

NNNNNNNNNAAAAAG GGGGGGGAAA AAAACCCCCTAAAGGGGGAAATGGGGGTCC 
CCCCCGGGGGGGGCCCCCCNI I I 1 1 I I I I I I I I I 1 1 I I I I I NNNTNGGATATGTACCCAGAAA 
TGGGATTGCTGAGTCAGATGGTAGTTCTATGTTTAAATTTTTGAGGAACTTCCATACTGTTTT 
CCATAATGGAGCACTGTATTCTTGATGTTACATTTCAAAGAGCTGGCTTCCAGGTACTTGAGA 
AAGACATCTCTCGTC TCTCT ACAATCCTACAGTTGGTTGAATCCACTCATATGGAACTCATGG 
ATACAGAAGGCCGCCTTTTGGTGACTTGGTGCTCCTTGGAGTCACTGGAGTTCTACTTTGAA 
TCCCACT CTGA CATCAATCGACTGCCTTAATTCCTGGTCCAGCTGCCCGACCCTGACTCTCT 
CCCGCTCTTTTCCTCAGGTCGAAGGTTTCCTTTAAGATCACGCTGACGTCGGACCCACGGCT 
GCCGTACAAAGTGTGAGTAGCTCGGCCGAGATGGGCCTTTTGGGGCCGGACAAGACGGGG 
CTGGGTTGGGGATGATCCGAGCCTTTCCAACAACTACCCCACGCAGTCTTCATCTCTTCACT 
TCATCTACTTTCCTGGCTCGCGCCCTTCCAGGAGCCTTTCCCACCGGAGCCTGCGAGGAGA 
GGTCCGTACTGCTCGCTAGTGTCAGCCGGACNN 
>293 

NNNNNNNGTGAGGNNNTACTTGACGTGGGGAGTGTCTGGAGACGGTCTCAGTTNN 
CAGCACAGAGACAATAAACCTCTTATTCGTATGAACACCCNGCCCCAGCAATTGGATTGGGC 
AGCCCGCCTTGACACACCACTGTGCTGAGTGCTTGAGGACGTGTTTCAACAGATGGTTGGG 
GTTAGTGTGTGCGAGCACATTCGAGTGGGGATTAAGAGAAGGAAGGCTGCCTTGCTGGAGC 
TGTGTGGTCT TCTC CAAGTGAGAGTCGCAGGCAATAGAACTACTTTGCTTTTGGAGGAAAAG 
GAGGAATTCATTTTCAGCAGACACAAGAAAAGCAGI I I 1 1 I 1 1 1 CAGGTGCTGACGGCCACC 
CACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATT 
GCAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTG 
A TTATT CAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCA 
GTTTTGCAACATTGGACCAAATACMTGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCT 
GGGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGG 
ATACAGCAGGAACGAAAAAACATCCGACCCAACANNNNNN 
>294 

TGGCGGCCGC CCGG GCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGTT 
TTGTAAACTGAACTTTGTTTTCAGTTCCGGCTCCAGCCATCCTCGGGTAGCTTGCCAATAGAT 
GMTCCCACTCGTTTGACCCATGACGCTCCTTCTTTTCATTTCTCCCTCTTTCCCCACAGCAG 
TGCAT GTCCA CCATACCACCTGAGAGTCTGTGGAATCTAATTTTCTGTTATACTTCTTTCCTTA 
CACTCATTTTCCTGTCTTTATTATGATAGTCTAAC I 1 1 1 1 CTCCTCAAAGGTATAGCTGCCTTG 
CTTTCATGAA MCAC ACTTTCCTATTGTGATTTATCAGAGGCCTTTCCATATCTCAGCCACTAT 
GCTAT GACAG ATTTTATAATTAATAAGTGCATTTCAAAGTGAAAACGTTACAAACATGCTTAAC 
AGATGTTTTTATAACATGAAATATTCTACTGCGTTAAGATCAAAATGCTGACTATACTTGTTCC . . 
GTATACCTTCAGACCACTGTTAATGTAATATTTTGGCAAGGTGAATGGTCTTTT^GGATATAA 
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AAATCTCAGCATAAGCCAGGCATGGTGGTACACAGCTGTATTCTCAGCTATTTAAGAGGATT 

GCTTGAGTCCAGGAAATCAAGACCAGCCTGGGTAACATAGTGACACCCAGTCTCCANNNN 

>295 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAA TCTGT TGGAACCCTATGGMGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGA'CaCTCCTGTAT^TGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATT ATTTG TTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTC A I I I 1 1 I CTTGI I I I I ATTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 
CATAAC ATTTA GAATAATGATGTCAATTTTTTACAACTGAATTTATTTCTAGTGCTTTACTTATA 
TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAAClTTTATAAATAATAATAT 
AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 
>296 

GCGGCCGCCCGGGCAGGTACGCGGGGCTCCCTTGTGAGTAGACTATGCAAAGAAA 
AAGTGGGCCACCATATCTGGAAACTACAGTCTATGCTTTGAAGCGCAAAAGGGAATAAACAT 
TTAAAGACTCCCCCGGGGACCTGGAGGATGGACTTTTCCATGGTGGCCGGAGCAGCAGCTT 
ACAATGAAAAATCA GAGAC TGGTGCTCTTGGAGAAAACTATAGTTGGCAAATTCCCATTAACC 
ACAATGACTTCAAAATTTTAAAAAATAATGAGCGTCAGCTGTGTGAAGTCCTCCAGAATAAGT 
TTGGCTGTATCTCTACCCTGGTCTCTCCAGTTCAGGAAGGCAACAGCAAATCTCTGCCAGTG 
TTAACAAAAATGCTGACTCCTAGGATAGAGTTATCAGTGTGGAAAGATGACCTCACCACACA 
TGCTGTTGATGCTGTGGTGAATGCAGCCAATGAAGATCTTCTGCATGGGGGAGGCCTGGCC 
CTGGCCCTGGTAAAAGCTGGTGGATTTGAAATCCAAGAAGAGAGCAAACAGTTTGTTGCCAG 
ATATGGTAAAGTGTCAGCTGGTGAGATAGCTGTCACGGGAGCAGGGAGGCTTCCCTGCAAA 
CAGATCATCCATGCTGTTGGGCCTCGGTGGATGGAATGGGATAAACAGGGATGN 
>297 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGGAGGGCTCCGAAGTCTGGTTTTGG 
GCGGGAATTGAAACCGCCGCTGAAGCCAACAAGAATTTGAGAACTGTAAATACCAAGCCTTG 
AAAGGGACCATGGTGCG GCCT GTGAGACATAAGAAACCAGTCAATTACTCACAGTTTGACCA 
CTGTGACAGTGATGATGATTTTGTTTCTGCAACTGTAGCTTTAAACAAGAAATCCAGAACAGC 
ACCAAAGGAGTTAAAAGAAGATAAACCAAAACCTAACTTGAACAATCTCCGGAAAGAAGAAAT 
CCCAGTACAAGAGAAAACCCCTAAAAAAAGGATGGCTTTAGATGACAAGCTCTACCAGAGAG 
ACTTAGAAGTTGCACTAGCTTTATCAGTGAAGGAACTTCCAACAGTCACCACTAATGTGCAG 
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AACTCTCAAGATAAAAGCATTGAAAAACATGGCAGTAGTAAAATAGAAACAATGAATAAGTCT 

CCTCATATCTCTMTTGCAGTGTAGCCAGTGATTATTTAGATTTGGATAAGATTACTGTGGAA 

GATGATGTTGGTGGTGTTCAAGGGAAAAGAAAAGCAGCATCTAAAGCTGCAGCACAGCAGA 

GGAAGATTCTTCTGGAAGGCAGTGATGGTGATAGTGCTAATGACACTGAACCAGACTTTGCA 

CCTGGTGAAGATTCTGAGGATGATTCTGATTTTTGTGAGAGTGAGGATAATGACGAAGACTT 

CTCTATGAGAAAAAGTAAAGTTAAAGAAATTAAAAAGAAAGAAGTGAAGGTAAAATCCCCAGT 

AGAAAAGAAAGAGAAGAAATCTAAATCCAAATGTAATGCTTTGGTGACTTCGGTGGACTCTG 

CTCCAGCTGCCGTCAAATCAGAATCTCAGTCCTTGCCAAAAAAGGTTTCTCTGTCTTCAGATA 

CCACTAGGAAACCATTAGAAATACGCAGTCCTTCAGCTGAAAGCAAGAAACCTAAATGGGTC 

CCACCAGCGGCATCTGGAGGTAGCAGAAGTAGCAGCAGCCCACTGGTGGTAGTGTCTGTG 

AAGTCTCCCAATCAGAGTCTCCGCCTTGGCTTGTCCAGATTAGCACGAGTTAAACCTTTGCA 

TCCAAATGCCACTAGCACCTGAGTGTGGTACAGGAGGAATGTTTGGTTGGGAGAATCACAG 

CTTTACAAGGGTGTTTATATTTGATTTGTGTTTATATTTGAGGCAGGTATTGTAATATAAAGGA 

ATCCATTACCATGTCCTATAAATGACCTCTAGCCATTTTATGATTATGTTCTCTGTAAAACTCT 

TCAAGAC TTCAAT GAGAAGTTTGTTTATAAGAATTATCTTCTCATACCTTTCCTTGTGAAGAGC 

GTATTCTGTTTTTCTATCAGTTCGACATGAAGTCCACATCACATGCTGTTCTTTTCTAGTTACA 

TGATGTGCCTTTCTAGCTTTGTCTAGTTTATAGCACCTTAACTTTMCTGTTCAGTTTTATCTG 

GCAGAGGA AMCATTCTT ATTTCTTTCAGAA^ 

ACGTTG TCAGT TTTATCGCAAAGATGTTTTGTATTT^ 

AGAATTATTTTACACACTAAAATGGTTGCAGTTTTATGGCATATGTCTCCGATTTAGATGGTTA 
- - TTCTCTAGAAAATAGTATTTAAAGACATTTTATGAMTCTTCATTGTCAAAACCTTTAATAAAAG 
TGGAMTATTTGAAATGCCCTTTTTCTTGATACCACTCATCCACGTGTTCCTGATTTGTCCAC 
ATTTCATGA TAAAA TGAGAGCTCTGCAGAGAATGTTAGCCTTTCTGTGTAAATGTAATCTTCA 
AGTAGTCACTTTTGTTAAGTTCTTTAGAAAGTAGTTGTCAAGTACTTAGTCATCCCTATTATGA 
T ATGAG ATAGTACAGTTTTCAGGAAGCTTAGATCTGAATTATTGTGAAAAACAATGGTATGAA 
TAT7TTATATTTACATGAGAA7TAATAGTTCTGATCAATTTTATAAAAATTTTCAATT 
GTGTTAAAATGTTATAACTCAGTTTCTGGTTATGACTATCTTTTTAGGGAACTATATTAGAATG 
GGTAGTGGCTTGTTAAAAAAAAAAAAAAAAAAAATTGGGCGCGGCCGAAATTAAACGTGGGG 
GCCGAGAAAGGACGGCGGAACGCATCAGGGTCACAAAGCGGCGCGGAACAGGGGGTCGT 
TAGCAGCAGCCN 
>298 

NNNNCGCGGCCGCGTNCGACAGAAGACGACAGAAGGGTACGGCTGCGAGAAGAC 
GACAGAAGGGTACGGCTCGAGGTAGGCGGCGAGGCGCGGCGGCCGGAAGATGGCGGCG 
GCCGCAGAGTTGTCGCTACTGGAGAAGTCCCTGGGACTGAGTAAGGGGAATAAATACAGTG 
CTCAGGGCGAGCGACAGATTCCAGTTCTTCAGACAAACAATGGTCCAAGTCTAACAGGATTG 
ACTACTATAGCAGCTCATCTAGTCAAGCAAGCCAACAAAGAATATTTGCTGGGGAGTACTGC 
AGAAGAAAAAGCAATCGTTCAGCAGTGGTTAGAATACAGGGTCACTCAAGTAGATGGGCACT 
CCAGTAAAAATGACATCCACACACTGTTGAAGGATCTTAATTCATATCTTGAAGATAAAGTCT 
ACCTTACAGGGTATMCTTTACATTAGCAGATATACTATTGTACTATGGACTTCATCGCTTTAT 
AGTTG ACCTG ACAGTTCAAG AAAAGG AG AAATATCTTAATGTGTCT CGCTGGTTTTGTCACAT 
TCAGCATTATCCAGGCATCAGGCAACATCTGTCTAGTGTTGTCTTCATCAAGAACAGACTATA 
TACTAATTCXJCACTAGAAGCTGTCCATGCCATACAGMGATCTATTAAAAATGTTTTAAATGG 
AAAATGTA CTCTAG ACCACAGGACTAATGTAAATTAATATACAGTCATTCATTATTTGTTGAAG 
TTGATAGAATTTTTGAAGTGTAAACTTGTGTCTGMTGTTTTATTTGTTCTTTAGCTG 
GCAATTTTTATGTCAAMTTCAATTGCTATTAMCAAGTTGAGATCCAGTTATAAATTAACCTT 
GTTTTT AGTAG ATG ACATTTATTTCAATAAAAGTTG CAAATCG G G CTT AATCTTAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAAAAAAAAAAAAAGAAAAAAAAAAA 
A AGGG GGGGGGGGGTAAAAAATTTCCCCGGGGGGGGCCAAAGTTAATGACGTGACACCCG 
GTTTTGTGGTGTAAAAGGGGCGCCAAAATAGAGGGGGAGTAATATAAGAGAGAGAGCAGAC 
GGGGCGGTGTTATAAACAGTTGTTGTGTGGTGGAGAAACTTGTGTGTGGGATATTATTGGGA 
AAAGACCCCXJTTCTTGTGGGGTGAATTGTGGACACACCTAGAGAGAATTTAAGCCAGGAAAT 
TMCTTAGGGTGTATGGTGGTAACGCGATATTGTGGAAAATTTGTCAGATTGTTGAAATANN 

>300 

NNACTATAGTGAATTTGGCXJCTCGAGGCCM 
GACTTCAGAATTGCATACGCCATCTGTTTTATTGACCCAACACAGTTTTAAATATTTTCATCCC 
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TATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAGAAGGGTGAGAAGAGATGTCTG 

AATCCAGAATCGAAGGCCATCAAGAATTTACTGAAAGCAGTTAGCAAGGAAAGGTAGGTTTG 

CTGTTGCCTGCAGAAGAATTGCTCTTTAGGAAACGGCAATCTTGGGAGTCAGAAATACTTGC 

ATTGTGGTTTGCTGTGCAATCGCTGGTTTAAAAGTATGTTACCACCACGCCCTCCCCTACCT 

CCATTTATTTAAATGCTGAGGCACCATCTTGTGTGATAAGTATCAGAAGTTACCCTGATTACC 

AGTCAACCTTGAAGTACAGTTATAACGATCTAAGCAAAACTGACAACATTTTTCCCAAGTCT 

>301 

ACGCGGGGGGGACGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGAGGCACAGAGTGAAGGGGAGGTGCCAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
CTGCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGA 
CI I I I I I GTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCA 
ATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGA 
CCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTC 
AAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 
TATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCG 
GGTAATAGTGTCCGACAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGACATTGACTT 
GGAATCAGGGGAAT7TCACTCAAATGATGTTGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGGGGGAGGGTGTGGTGAGAGAT-AAAGA&TTGAATGCACACCTCAAAATCGCTGATTTGATG 
CAGTTTGATGATAAAGGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTCT 
CCAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CCTATACCAGACAGCAAAGAAACAAGACAAGAACAAGATGTCAGCCTATAACCTTGCCCTTA 
TGTTTGCACCCCACGTCCTGTGGCCAAAAAATGTCACTGCAAATGACCTTCAGGAGAATATC 
ACAAAGTTAAACAGTGGGATGGCTTTTATGATTAAACACTCCCAGAAACTTTTTAAGGCTCCT 
GCTTATATTCGGGAGTGTGCGAGATTGCACTATTTGGGATCCAGAACTCAGGCATCAAAGGA 
TGACCTTGACCTCATAGCTTCATGTCATACTAAGTCCTTTCAGCTGGCAAAGTCTCAGAAACG 
GAACCGGGTAGATTCCTGCCCTCACCAGGAGGAGACCCAGCACCATACGGAAGAGGCACT 
GAGAGAGCTGTTTCAACACGTTCATGATATGCCAGAGTCAGCAAAGAAGAAACAACTTATTA 
GACAGTTTAATAAGCAATCATTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 
CAAAAGAGGGCTCGTTCGCGCTCCTTCAGTGGGCTTATTAAGCGGAAGGTCCTGGGAAATC 
AGATGATGTCAGAAAAGAAAAAGAAGAACCCTACTCCAGAATCTGTGGCCATTGGTGAATTG 
AAGGGAACCAGCAAAGAAAATAGGAACTTATTATTTTCTGGCTCTCCAGCTGTCACGATGAC 
ACCAACAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGG 
ATCCAGAGTTGTCTCCTATGGTCCATGCAGAATTTTCTGTTTAGTGGGCAGGTGTTATTCCTG 
CCCACAGCAAAGCTTGGACTTGCAGCTTGCTTGCTGCATTTTGAATTGTCAAAGCCAACTAA 
TACCGTGACCCGACTGATACCTCTAACCCCACTCACTGGATGATGTTTGCAAGCTGTGCCTT 
CTGAGAGAGTGCTTAGGCCCTGTCTCTCTTTTTTAATATTATGGGGAAACCACTAACTATCCA 
ACCAGCTTATACAGCACACTAAGGTGGGCTTCAGTGCTCACTCAATGTGTTTAGGCAGATTC 
CACTTTTGAAAAAAAATATGAAATGTGTGCTCAACTGCCAGTAATTTTTTAAAAAGCACTGTCC 
CAGTGGATTGATGTTGTTTTTMTGGATATTTTGGGTTTTTCTCTGTTTTGATAGTATTGGGTA 
TTTGGTTG 1 1 1 1 1 GTTTGTTTATTTCTTTGTTTTAAAAGCCATG 1 1 1 1 1 GGTTGGGCTCTAAGCT 
AGATATCTTTCCCTCTTTTTCACTrTGAGCTTTGGGAAAACTCTTTATCTTATGAGGCTGTATT 
CCTCAATACCTAATTTGTGTCCAAAGAATTTATAGCTCTTCTGGACAI I I 1 1 I ATTATTTCTTG 
GGTGTGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 
TTTTAACAAATCTTAATTATTAAACTCTTTTCCTTCCTTCCATTTCTCCCTCCCTTGTCCATCTC 
TCTCTCTCTTTCCCTTTCCTCAGTGATGTGAAAATMTTGTGTTTTGCTGAACTTGTTATCTTC 
ATTCAATTTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATACTTCTGAACCACATCACT 
GTGACTCAAGGAAAGTCACTGACAGCATAAGAGAAGTTTGCTAAAATATTTGTATGTGGGGG 
AAGCTCTGGAGTGTGCCTAGGAGGGGGCTGGCTGCCTTTATGTCCCAGGATGACTCTTTAT 
GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 
GGATCAGAAAGAAGAAGCAAGCAGCAGCCTCTGCAGGGCTGACAGGATTTAAAGGAGAGAA 
TGTTCTTATTTGGAAGCAGCTGTGGCTTGTCACCAATGTTCAAGGAGTGTTACTGTTCCGCC 
CTCTCTTTGtCAG AAGGGACACAGGTGGTAATTTGG AG ATGGGGCXJAG AGCTTCTGGCTTTT 
GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGCATGGCTTTGACCTAGTATGAACT 
GGTGTCTGCCCAGAGAGCAGGATGTAGCAGGGGGGAATGCTCAGGTTTGTGCCTGGCTCT. 
GTGGAGCTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 
GCAGTTGCCCCACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTGCACCAT 
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TGCTGAAATGAAAGATGACTCTGGGGGAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC 

CCTCTGCCAGCCTTTCTGCTGCTT7TGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTCTTCCAGCTTAATGCAGTGTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 

GCCCCTTTCTCTAGAGCAGTTTTATGTCATTTGTAAAAACACATATTAGCAAATTCGTTCGCG 

TAGGTTTCTATTCAATATTTGACI I 1 1 I I 1 1 1 CTTATTAAGAAAATGAAATCCCTTACACCAGAT 

ATCAGTTAATTCAAACAGAAAACCCTTTGGGTATCANNNNN 

>302 

>303 

>304 

>305 

CGACCCACGCGTCCGCGCGAATCCGTCGCGGAACCTGTCTTCTGTCTTTACCCAGA 
GCTACCATGAGCAAGCGGAACCAGGTATCGTACGTGCGGCCAGCCGAGCCGGCGTTTCTG 
GCCCGCTTCAAGGAACGGGTCGGCTACAGGGAGGGACCCACCGTAGAGACTAAGAGAATT 
CAGCCTCAGCCCCCAGATGAAGATGGGGATCACAGTGACAAAGAAGATGAACAGCCTCAAG 
TGGTGGTTTTAAAAAAGGGAGACCTGTCAGTTGAAGAAGTCATGAAAATTAAAGCAGAAATA 
AAGGCTGCCAAAGCAGATGAAGAACCAACTCCAGCCGATGGAAGAATCATATATCGAAAACC 
AGTCAAGCATCCCTCAGATGAAAAATATTCAGGTTTAACAGCAAGCTCAAAAAAGAAGAAGC 
CA.AATGAAGATGA^.GTAAATGAGGAGTGGGTGAAAAAGAAGTGAGAAAAAGAAA-TTAAAAATA 
GTAGCCTCCTTTCTTTTGACAACGAAGATGAAAATGAGTAAGTGTAAATATTTTGAATTTAGTC 
TACTTTGAAAGTATATGGAGTGTTCATTAAAATCACATTTTTTCCTATTATAAAGATACTACAA 
GTTCTTTATAGAAAGTTTAGGAAATAGAGAAAAAAATTTAATAAACTACATCTATTCATCAATA 
CCCCTCTGACTTAAAATGCCAACTCTATAGAAATTAGCTAGTATTAACATTTTGTTATTTCCCT 
TGTGTGGTTGTATATATATGTAAATTATATTTTTMGCAAAATACATTTTTTGTGTGTAA^CAAA 
ATTTTATAAATACAACTGTATTGCAAATGTTCTTTGTCCTGCTTCTCACTTGACATTGCATTAT 
GAGTATTCTTCCAGGTCAGTAAATTTCAAAAACCTGACATTAATAGCTACAGATAATTTCATAA 
ACATCTCATTGTATC I I I I ICATTAGCAATAGCTCCACTTTGGGTGGGGGAGATGATAATGTG 
CCTTGTTAAAAATACCTCCCCAACTCCTGCTAAGGGTGGCCATGAGACTCAGCTCTGGCAAG 
TTMGAAATACAGGTGGAATTCTGCTTGATAMGCTGCTGGGTTTTTTGTTACAAAAGGACAG 
AClTGGCAA^CATGAGCCTTTGCTCTTATCTTTTCATCCTACTTGGAGTGCAGAGATAAAACC 
TGAGTACCTGCCGGGCGACCGCCACCGCGTGGAGCTCCAA 
>306 

nnggagctccccgcggtggcggctcgagtacgcggggaggcagcggaaagctca 
gcccatgtgaggtgcctcctgccaatcacagactacccttccctggtcctggaggttcaaa 
gaattgcaggagggtagaaaagcacctgggtcgggtgcagactgcggagcgggccctacc 
gtgtgcgcagaaagaggaggcgcttgccttcagcttgtgggaaatcccgaagatggccaaa 
gacaactca^ctgttcgttgcttccagggcctgctgatttttggaaatgtgattattggttgt 
tgcggcattgccctgactgcggagtgcatcttctttgtatctgaccaacacagcctctaccc 
actgcttgaagccaccgacaacgatgacatctatggggctgcctggatcggcatatttgtg 
ggcatctgcctcttctgcctgtctgttctaggcattgtaggcatcatgaagtccagcaggaa 
mttcttctggcgtatttcattctgatgtttatagtatatgcctttgaagtggcatcttgtatc 
acagcagcmcacmcgagactttttcacacccaacctcttcctgaagcagatgctagagag 
gtacctcgcccggcggccgctcgaccgcccgggcaggtacgcggggatagttcactcact 
ttcaaagccagctgaaggaaagaggaagtgctagagagagcccccttcagtgtgcttctga 
cttttacggacttggcttgttagaaggctgaaagatgatggcaggaatgaaaatccagcttg 
tatgcatgctactcctggctttcagctcctggagtctgtgctcagattcagaagaggaaatg 
amgcattagmgcagatttcttgaccaatatgcatacatcaaagattagtaaagcacatgtt 
ccctcttggaagatgactctgctaaatgtttgcagtcttgtaaataatttgaacagcccagct 
gaggaaacaggagaagttcatgaagaggagcttgttgcaagaaggaaacttcctactgcttt 
agatggctttagcttggaagcaatgttgacaatataccagctccacaaaatctgtcacagca 
gggcttttcaacactgggagttaatccaggaagatattcttgatactggaaatgacaaaaat 
ggaaaggaagaagtcataaagagaaaaattccttatattctgaaacggcagctgtatgagaa 
tamcccagaagaccctacatactcaaaagagattcttactattactgagagaataaatcatt 
tatttacatgtgattgtgattcatcatcccttmttaaatatcaaattatatttgtgtgaaaatg 
tgacaaacacacttatctgtctcttctacmttgtggtttattgaatgtgatttttgtgcacta 
atataaattagactaagtgttttcaaataaatctaaatcttcagcatgatgtgttgtgtataat 
tggagtagatattaattaagtcacctgtataatgttttgtaattttgcaaaacatatcttgagt 
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TGTTTAAACAGTCAAAATGTTTGATATTTTATACCAGCTTATGAGCTCAAAGTACCTCGGCCG 

CCACCGCGGTGAGCTCCAANNNN 

>307 

NNCTGTCCATCAAGAGTCCAAATTCCTGGTTTGAGTTTTCAGGAAATGTGCACAGAG 
GGAGTAACGTCATGCGCAAGGTACCCCAGAGTGTGTAATCTTAGGTAAGCCATCCCAGCATT 
TCTGCACATGTTGATAGGGAACTGAAGACTGTTTGGACTTGCTCGATCTTGCCCACCTTCTC 
CAACCCTCACGCAGAGATTCCAATCAAAAGTCCAGCTCTGTGCCATGTGCCAATTGTCATCG 
GAATGTGGTCATACCTCTGGTGGTGCTTTCAGAATATCAGTGCCAACAGTATGACAGGGATA 
GTCAGCATACAGAAGATCTCTGGAAGTATAAGGGAATCTTGAATGAAGGAGAGCTGGCCTTC 
AGCATGGTTTCCAAGGTCTATATATGAGGTCTACTGGGAACACTTCCATACCCAAACCCCTC 
TGAATGCCATAAACCACATTATGAAGTCCTTTACTGTCACGAATTTGAAACTCCAGGATGGTC 
CAGTTCATAAGTTACTTCCTTGAAATTCAAACTTGGATTCAGTTCTTTAAGAACGTCAATCAAG 
ACTTTCTACATTGCCATGTGTGTGCCTGTGCTCCATCACTTTTATCTTTCCCATCACTCCAGA 
TCCCACTGCCCGGAGCAGAAATACTCTGTAATGGAATGCCATACTGTTAACCCTGAATGAGT 
TCGAGCCATCATTCCCAAAACCCTTGCAACCTGGGCAGCTGTGACCTCCCGAACACCAACG 
TGCACGATTATATTGCGACATTCTTCAATACTTGCACAAAAGCCATAGCCTACGTTCTTGCAT 
GAAATCAGCCAAAGAGCTCTCCATCATGGTTTTAGCTACCCCTCCGGAATCAGGCAGGATCC 
TGTCCATTAGAATGTCCCGTTTTTCAGGGTATAAAAG TGGTGCG AGCACCACGGGACAGCGT 
TCTTGGGGAAA^TCTCTGCGCAGCGTCTTAAGA^AAGCGTCTATCTGTTCTTGTCCMCT 
AAAGGCTCCCTTCTGCCCAAAGAGGAGATGGGAGAGGAGGAGGTGTAGGACCTCTATTGCT 
ATATCTTGGAAGCCACCTTCTTGATTTCCACTGACGTCTGCGTCAATGTAAGAACGCAGAAG 
ATCTGGAAGCTTCTGTTTGATAAACTGGGCAGCGAAACCTCTAAGATCTGAGCTGGAAGAAT 
TCAACAGGGCAAGGCCAAAAATTACCTCTTGTACTTTGCTTAATTTGAGCACTTTACTCAGCT 
GGGCAAATAAGTGGGGTGCAGGCTTTAAACTCTTCTGATAGTGCAATGGATTATCAATGGCA 
TAGGACAGCGTCGAGATAAAATTTGGCTTTGTAATCAGCAACGCACACTCCTGAATCAGAAA 
CTGAGTCTGATGGAAATCTTTGCCACTGCTTTTACCATCGCCACTGAAATCCACATGCGAAA 
ATAGGCAGCGTAATAAATGCCTGTCTGCCTCAGGACCGTGCCGATTCACAATATGCTGTATT 
TCCTGCTGGCTGGCTCGGTAATTTTTCTTGGTTAAATTGTCCACCAGGTAGCTGATTTGAGA 
CAAGGCCAGCGAGAGCGAGTCAAGATTCATTGCTGGTTGGGGCGGAAGCAGGCGGCCGAG 
CCCGGCGCAAAATCACCATTATTCCCCTTTAGTCACCTCAGAGGCAGGTTAATGCTTTCTTT 
GTAATTAGGCTATATCTGGTATCTGTATAATATCTTCAGTTCTTCTTTACCAGGGGTCTTACTC 
TGTTCTGAAACATGGCACCTCAGGCGGCTCCGGCAGCGCTGGACACAGGAAACTCCTGGGT 
CCCCGACTCCGGCTCTCCTCGACCCCCTCTTCGGTTAACTCCGCTTGTTTCTCTACAAAATG 
GCGCCCGCCGCGTACCTCGGCCGCCACCGCGGTGAGCTCCAA 
>308 
>309 

ATAGGGAGTCGACCCACGCGTCCGAAAGCACTTGAAAGGAAACAAGACTCCCTTTC 
ACACAT GGATTATTA TAAG TTTCAATCCTGGTATCTGTGCTTGATTTTTATCAGTTTTGTGTAG 
ATTTTTATGTTTCATATTTTAAATTTAAATCCCACATTGTAAAGTTTGTACMTTTGTCCTGAAG 
CTTTGTGTTTGGCTGCACCTGCATAAGCTGCTACAAATAGAATAAAGAATTTCATAGCCTGTA 
TCTATCATTTAGATGCATGGAAAAAAATGGGCTTTGCACACAATGGGTTTGGAGCTGACTGG 
GA ACAATGG AAAAAATTAC ATTA GCTGTGGTTGTAAAG 1 1 1 1 1 1 1 G 1 1 1 1 1 GGTTTTG 1 1 1 1 1 1 1 
TTCTTTTTTCTGTCCTCTTATTTTACCATCTTGTGAAAGGTTTCTGAAACTCGATAATAAAAAG 
CGGTTGGTGTAMTTATTCTTTTGTGTCACATTTTTAGAAGGAAAAACATAAAAGAATGTATCC 
7TAGTACTGGTTCTTAAACAGCCCATAAAAACCCATTGGCCTGAAGCTTATATCTCAGGCCTA 
TGCCCATCTTATAGTCTTGGAAGACAAAAGGCTGGTAGAGACAGTCTTCAGTGGCTTCAGTG 
ATGCTCTGTAGAGGCCAGGGTGTCTTGAGTGCTGTAACTCCCAAGCACTGGGCTAGCCTGA 
CTTCTGTATCTCCCTACCACCACCCCCTTAAAAAAATAAGGTAACAGCAAATCTATAGTAAAA 
CCATGTCTGCATAGAACGTGTTCAAATCCTCTGTTTTCATTAAATGTAAAAGATGCTGTCTCC 
ATTAAGTTGAATATTTGGAATTGGAGMGCCATTGATTATTATTTTGAGTTTCTGTAATGTTTT 
ATAGAAAAGTAAGATGCTTATTCAGAATTTAAGAATGAAGGCAACTGAAATATGCATTGTTGT 
AGTTATTTATATTTCAMCTAAAMTAAGCAAAAAAAAAAGGCTGGTTTGAGAAAAATCAGGTA 
AMT TGATG AAACGGATGTTGTGTTTCTCTTTCCATCATCTGGTtTTTACCATTTCACTCAGTA 
GGTATTTTTAGMCACACTTATTTGAGGAAAGAGACATCAGATGCACAATTTTACATTTATAAA 
GGAACAAATGGGGAAAACTGAAAACTAAAAATTTTAAATGTATTAAATGCCATGCCTGAGCCT 
AAATCTAGTATTTGTAGTTTATTTCTAGGTCTGCTAGAACCTGAAAACCTGAATGAAAAAAGG 
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TGTGCTGACAC TAATC AAGTCCTGTGAGGTTTAAATTATTGACCTATCCACTCTACCTCCATT 

GTACAAAAAATATTTTACAACAAGCCTGGGTAAGATTCAACAGCATAGTAGTTTTGTATCCAA 

GGTTACTTCCCCACAACCACTTTAAACATAAGAAATGTGGTGGCAATATAAAGTTTGTAGCCT 

TTCCAATAAAGGTTTATAAAACAGTTAAAAAAAAAAAAAAAAAACTCGAGGGGGGGCCCNN 

>310 

>311 

>312 

NNCAAGCAT TGTTG TGGTCGGTCTGTCCCCTCCCCCTCGTGTTATCTCTATTCCGGG 
CCCTCTCAACCCATGTTTTAAACGGACCACCGTTGGGGTTTTTGCCCCGCGCGAGGGGGAA 
CATGTAACAAGGGGAATTCCCAATCCTCCGGAAGTTTCCGCAGGACCTTGTTGTCTGTTCCC 
AAGACGTTCAAATGGCGCTG TGGAC CT7TAGGGAGAACCTAAAGGCTCAACTCGTTTCTTAT 
C TGTT CTGT TCTGC TAA ATTCT TTTTCTAAGATATCAATGGTTTCTTCCCTAATCTTCCCTTTC 
CTTTTGTAAGTTTTAATCTTTTCTTCTTGTACTTTTGTTTTTTGATCCAAATTTGCTAGCT^ 
TTCT CTGTCT A CTAGC TGATTCTGTACTTCTTTTCTCTGTTCTTCTTTCTCTATTAATTGGGCA 
ATACTTTTTTCATTTTGTTCCTTGAGTGACTCATTCAACTTTTTCACTGTCTCAATTTGTTTATT 
CAGAGAATCACAT GTGAT CTGTAAATCTTTATTCTTCTTTTCAGTACTTTCATTTCTCTGAAGA 
AGTTCCATGTAGGATTTTGTCAGTATTTCATGTTCTTCAGCCACAGACTCTAACTTCCTATTAT 
GTTGjAAAGAGAT^CTCAATATCACT 

ACACACTAAGCTCTTCATTTTTTCTCTCAACTTCTCTCAACATACTAGCCAAGTGTCCGTGCC 

TCTGTTTCA GCTTG AGTTCTTTGACAGCGATGCTGAGCAATCAGTCTATCAGCCTGTGCAAG 

GGCTAGAGCTTTTGTTTCCAAAAGATCTTGTAGCCTGCTTTCTTTGGAAGCTAATGTGGATAG 

TTTCATTTCATATACATCCATTATGTCAGATATTCTCACATCACAAATCTGATCCTTAACCACC 

ATTCCAGACTGAAGTTTCTCTATTAATTCTTCAATATTCAATCCAGGAACACCATCTTTCAAAT 

GAGGAGTTAAACACTTTATTGATGTTGGAAAACTGTGATTTGATGATTGCCAGGGCATTTTTC 

TGGGTATATGTTCTGTTTCCTGTTGTCTATAGGCATTGTTTGCTGCTATACTTTCTCCAAGTAC 

TAAAGCAGGAAAATCTGGCAGTGGAGCAGCCTCCCAATAATATTCCTCAGTCCAGACTGTAC 

TTG TTCT CTATTATCTGACGTTAAAGCAAAAGCCAAAGGAGTAATCAAACGTGGGTCCTGAA 

GTA TTTTG TAGMGCTTACTTCCATACCAGGMCCAATGGTTTAAGTTTGTTAATCAAATCAA 

GAGTTTTCAAAATTACATCAGCAGCAAGTTTGCATAATTCAGAATCTGCAACCTTTGTTCCAA 

ATCCC AGGTCA ATCTTGCCATATGTAAATTGTTGTTCTATAAGAGTGGTACACTTGACAGTTG 

TCAAGATTTTTGCAATATGCA TTTTTAG TGTATCATCTCCACAGAGAGTTAACAAAACTTCAAT 

GGCCTTGGCAATCCTTTCACATTTTTTTCTTGTTAAAGCCTCATCTAGATTTTGTTCTGTGAAC 

TGAAGTTGATCAAGGATTGTAGGCAGCAGAAGGGTCACAAAACGATCAGCCGAGGAACAGT 

TAGCAGCATCTATGACATCCTCAAATATTTCCTTGAACAACTCCAATGCTAAAACAGAACAGT 

TTTCTGATCCGTCCAAAGGTTGGCTTAACCAGCGCAGTAGAGCCACAGTAGGTTCTAAACAT 

TTAGTATGGCTTCCCAGAGTGGCGCTGCCAGGTGGAGACTGTTCAAACATCATCTGAGTGA 

GCATATGGCGCAGCTGAGTCACTGAACAGAAGGCAAGAAGTAATTCTAAAACCTTTGAAGAG 

GAATCAGGATCCTTTCCATTAAGAAGACCTAATACTTGGTGAAGACATGAAGAAAAGTGCTC 

ATATCTGGTGAGATAATCAGCAATTTTAGGATTCTTAAGGAGATCCATCAGTAGGTCAACTGA 

ATACTTTCTAGTTAGAGTGCCATC ACCG TTTATGAGAATATTAAATATTAGTTGAAAAGTCTGA 

TGMTGTTTCGAGCATGGAATAGCTTTTCCCCCACCTCTTCATTTAATGTCAAACTGGATAAT 

ATTGAAAGTGCAAACACAACCACAGTTAAACTACTATGGGCCAACAAGGTGATAAGAGTTCG 

ATAAAAAGATTTCACATTACTCAATGTCTTTATGTGCGTTTGAACAGAAAGATTGTGCCGACA 

MGATTTGCCAATAATCCTAGACMGGCATTTTTAACTCATCTTCAGAAGATTGAATGTGATC 

TATCAGGAACGTAATTAATTCATCTATATTGGCACCAGAATAGAAAATTTTGACATTATATGTT 

AACTTCTGTAGAAGTTGAATGCACCTGCAAAAACACCGAATCAGTGTGGCTGCTCCGACAAA 

CCACTCCCGCCAGCACACTATTCAGATTATATGTATTCTGAAGACAATCTCTGGTTTCCATGT 

CTACTGCTAGTTGAGACAGCAAACCGATAATACTTAAGATCAGTGAAGCACTTATGTTGGGG 

TCTTCMGTAGCTCTACAAGGCAACTCAAGCATTCACTTGTTAATATCTGATTTGATGTAAATA 

GTCGTGTGAGTTTCTGTCCAGAAATTACCTCCAGAGTGCCGCAAAAGCTGAGTGGCGTTCG 

CCTCTGACTTCACCGGCTTTGTACTGACTGACAGTCAGGAGCAAGGACTTCAAGCAGGCAG 

TGGAGTCCATTGCACCGGCCGCGGCCCGGCTTAGGGACXJACCACCGGCCAGCGTGCGCC 

GGCCTTTAGCTTTCGCC 

>313 

nnnnagcttggcacgaggccaggatttttgaaaCtttacattctttacggttaagca 
agatgtacagctcagtcaaagacactaaattcttcttagaaaaatagtgctaaggagtatagc 
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AGATGACCTATATGTGTGTTGGCTGGGAGAATATCATCTTAAAGTGAGAGTGATGTTGTGGA 

GACAGTTGAAATGTCAATGCTAGAGCCTCTGTGGTGTGAATGGGCACGTTAGGTTGTTGCAT 

TAGAAAGTGACTGTTTCTGACAGAAATTTGTAGCTTTGTGCAAACTCACCCACCATCTACCTC 

AATAAAATATAGAGAAAAGAAAAATAGAGCAGTTTGAGTTCTATGAGGTATGCAGGCCCAGA 

GAGACATAAGTATGTTCCTTTAGTCTTGCTTCCTGTGTGCCACACTGCCCCTCCACAACCATA 

GCTGGGGGCAATTGTTTAAAGTCATTTTGTTCCCGACTAGCTGCCTTGCACATTATCTTCATT 

TTCCTGGAATTTGATACAGAGAGCAATTTATAGCCAATTGATAGCTTATGCTGTTTCAATGTA 

MTTCGTGGTAAATAACTTAGGAACTGCCTCTTCTTTTTCTTTGAAAACCTACTTATAACTGTT 

GCTAATAAGAATGTGTATTGTTCAGGACAACTTGTCTCCATACAGTTGGGTTGTAACCCTCAT 

G CTTGGCCCAAATAAACTCTCTACTTATATCAGTTTTTCCTACACTTCTTCCTTTTAG GTAAAC 

AATACCAAGAGGGGTTACT GTGCT GGGTAATGTGTAAACTTGTGTCTTGTTTAGAAAGATAAA 

TTTAAAGACTATCACATTGCTTTTTCATAAAACAAGACAGGTCTACAATTAATTTATTTTGACG 

CAAATTGATAGGGGGGCCAAGTAAGCCCCATATGCTTAATGATCAGCTGATGAATAATCATC 

TCCTAGCAACATAACTCAATCTAATGCTAAGGTACCCACAAGATGGCAAGGCTGATCAAAGT 

CGTCATGGAATCCTGCAACCAAAAGCCATGGGAATTTGGAAGCCCTCAAATCCCATTCCTAA 

TCTGATGAGTCTATGGACCAATTTGTGGAGGACAGTAGATTAAATAGATCTGATTTTTGCCAT 

CAATGTAAGGAGGATAAAAACTTGCATACCAATTGTACACCCTTGCAAAATCTTTCTCTGATG 

TT.GGAGAAAATGGGCCAGTGAGATCATGGATATAGAAGTAGAGTGAATGTTCAGeTGTAGCC 

TCCCACAATCCCACTTCCTTCCTCAACACAATTCAAACAAATAGACTCAGACTGTTTCAGGCT 

CCAGGACAGGAAGTGCAGTGTAGGCAAAATTGCAAAAATTGAGGGCACAGGGGTGGAGGT 

GGGGGGG TTGAA TAACAAGCTGTGCTAAATAATTACGTGTAAATATATTTTTTCATTTTTAAAA 

ATTGATTTCTTTTGCACATTCCATGACAATATATGTCACATTTTTAAAATAAATGCAAAGAAGC 

ATACATCCAAGCCAAAAAAAAAAAAAATTCCTGCGGCCGCAAGGGANNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNN 

>314 

NGGAGCTCCACCGCGGTGGNCGGTCGAGGTACGCGGGGGGTCCTGGAGGTTCAA 
AGAATTGCAGGAGGGTTTAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACC 
GTGTGCGCA GAAAG AGGAGGCGCTCAGGAATGCATGAATTGATTAATTAAATGTCGAGAGC 
TGTAGATGGCTTTTCTCAAGGTGCTTCAAGTGCAGAAGCCCAAGTGATTGACCCACACACTT 
ACCTTTGTGTTCCTTCCAGAAAATCCTCAGGGAGTGCCTTCAGCTTGTGGGAAATCCCGAAG 
ATGGCCAAAGACAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGAT 
TATTGGTTGTTGCGGCATTGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCAACACA 
GCCTCTACCCACTGCTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTGGATCGG 
CATATTTGTGGGCATCTGCCTCTTCTGCCTGTCTGTTCTAGGCATTGTAGGCATCATGAAGT 
CCAGCAGGAAAATTCTTCTGGCGTATTTCATTCTGATGTTTATAGTATATGCCTTTGAAGTGG 
CATCTTGTATCACAGCAGCAACACAACGAGACTTTTTCACACCCAACCTCTTCCTGAAGCAG 
ATGCTAGAGAGGT 
>315 

NNNNAGCTTGGCACGAGGCCAGGATTTTTGAMCTTTACATTCT7TACGGTTAAGCA 
AGATGTACAGCTCAGTCAAAGACACTAAATTCTTCTTAGAAAAATAGTGCTAAGGAGTATAGC 
AGATGACCTATATGTGTGTTGGCTGGGAGAATATCATCTTAAAGTGAGAGTGATGTTGTGGA 
GACAGTTG AAATGTCAATGCT AG AGCCTCT GTGGTGTG AATGGGCACGTTAGGTTGTTGCAT 
TAGAMGTGACTGTTTCTGACAGAAATTTGTAGCTTTGTGCAAACTCACCCACCATCTACCTC 
AATAAAATATAGAGAAAAGAAAAATAGAGCAGTTTGAGTTCTATGAGGTATGCAGGCCGAGA 
GAGACATAAGTATGTTCCTTTAGTCTTGCTTCCTGTGTGCCACACTGCCCCTCCACAACCATA 
GCTGGGGGCMTTGTTTAMGTCATTTTGTTCCCGACTAGCTGCCTTGCACATTATCTTCATT 
TTCCTGGAATTTGATACAGAGAGCAATTTATAGCCAATTGATAGCTTATGCTGTTTCAATGTA 
AATTGGTGGTAMTAACTTAGGAACTGCCTCTTCTTTTTCTTTGAAAACCTACTTATAACTGTT 
GCTAATAAGAATGTGTATTGTTCAGGACAACTTGTCTCCATACAGTTGGGTTGTAACCCTCAT 
GCTTGGCCCAAATAAACTCTCTACTTATATCAGTTTTTCCTACACTTCTTCCTTTTAGGTAAAC 
AATACCAAGAGGGGTTACT GTGCT GGGTAATGTGTAAACTTGTGTCTTGTTTAGAAAGATAAA 
TTTAAAGACTATCACATTGCTTTTTCATAAMCAAGACAGGTCTACAATTMTTTATTTTGACG 
CAAATTGATAGGGGGGCCAAGTAAGCCCCATATGCTTAATGATCAGCTGATGAATAATCATC 
TCCTAG CAACAT AACTCAATCTAATGCTAAGGTACCC AC AAGATG GCAAG G CTGATCAAAGT 
CGTCATGGAATCCTGCAACCAAAAGCCATGGGAATTTGGAAGCCCTCAAATCCCATTCCTAA 
TCTGATGAGTCTATGGACCAATTTGTGGAGGACAGTAGATTAAATAGATCTGATTTTTGCCAT 
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CAATGTAAGGAGGATAAAAACTTGCATACCAATTGTACACCCTTGCAAAATCTTTCTCTGATG 

TTGGAGAAAATGGGCCAGTGAGATCATGGATATAGAAGTACAGTCAATGtTCAGCTGTACCC 

TCCCACAATCCCACTTCCTTCCTCAACACAATTCAAACAAATAGACTCAGACTGTTTCAGGCT 

CCAGGACAGGAAGTGCAGTGTAGGCAAAATTGCAAAAATTGAGGGCACAGGGGTGGAGGT 

GGGGGGG TTGM TMCMGCTGTGCTAAATMTTACGTGTAAATATATTTTTTCATTTTTAAAA 

ATTGATTTCTTTTGCACATTCCATGACAATATATGTCACATTTTTAAAATAAATGCAAAGAAGC 

ATACATCCAAGCCAAAAAAAAAAAAAATTCCTGCGGCCGCAAGGGANNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNN 

>316 

cgtccgcacataTTTGTGGAGTGCCTATTACGTGCCAGAAGCTGTTCTGGACACTGAGAA 
ACAGGGATGAAGAAGAAACAGATCCAAGCCTTCCTGAGAGTAACCTCCCCAGGTTTCATGG 
ATGAGGAAACTGAAGGTCGTCCTGACTCAGGCTCATGGCTCCGACCCCGGCTTCTGTGGTT 
GGAGGGCAGCACCTTACTTAGACTCCCAGCGCACGTGGAGCAGTCTGCCGGTCGGTTGTCT 
GGCTGCGCGCGCCACCCGGGCCTCTCCAGTGCCCCGCCTGGCTCGGCATCCACCCCCAG 

cccgactcacacgtgggttcccgcacgtccgccggccccccccgctgacgtcagcatagc 
tgttccacttaaggcccctcccgcgcccagctcagagtgctgcagccgctgccgccgattc 
cg'ggatctcattgccacgcgcccccgacgaccgcccgacgtgcattcccgattccttttgg 

TTGGAAGTGGMTATGGGAAGTCTAAAGGATCAGCTGATTTATAATCTTCTATiiAGGAAGAACA 

GACCCCCCAGAATAAGATTACAGTTGTTGGGGTTGGTGCTGTTGGCATGGCCTGTGCCATC 

AGTATCTTAATGAAGGACTTGGCAGATGAACTTGCTCTTGTTGATGTCATCGAAGACAAATTG 

AAGGGAGAGATGATGGATCTCCAACATGGCAGCCTTTTCCTTAGAACACCAAAGATTGTCTC 

TGGCAAAGACTATAATGTAACTGCAAACTCCAAGCTGGTCATTATCACGGCTGGGGCACGTC 

AGCAAGAGGGAGAAAGCCGTCTTAATTTGGTCCAGCGTAACGTGAACATCTTTAAATTCATC 

ATTCCTAATGTTGTAAAATACAGCCCGAACTGCAAGTTGCTTATTGTTTCAAATCCAGTGGAT 

ATCTTGACCTACGTGGCTTGGAAGATAAGTGGTTTTCCCAAAAACCGTGTTATTGGAAGTGG 

TTGCAATCTGGATTCAGCCCGATTCCGTTACCTGATGGGGGAAAGGCTGGGAGTTCACCCA 

TTAAGCTGTCATGGGTGGGTCCTTGGGGAACATGGAGATTCCAGTGTGCCTGTATGGAGTG 

GAATGAATGTTGCTGGTGTCTCTCTGAAGACTCTGCACCCAGATTTAGGGACTGATAAAGAT 

AAGGAACAGTGGAAAGAGGTTCACAAGCAGGTGGTTGAGAGTGCTTATGAGGTGATCAAAC 

TCAAAGGCTACACATCCTGGGCTATTGGACTCTCTGTAGCAGATTTGGCAGAGAGTATAATG 

AAGAATCTTAGGCGGGTGCACCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAGGA 

TGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTCAGACCTTGTGAAGGT 

GACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGTGCAGATACACTTTGGGGGATC 

CAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGTCATATCATTTCACTGTCTAGGCTACAACA 

GGATTCTAGGTGGAGGTTGTGCATGTTGTCCTTTTTATCTGATCTGTGATTAAAGCAGTAATA 

TTTTAAGATGGACTGGGAAAAACATCAACTCCTGAAGTTAGAAATAAGAATGGTTTGTAAAAT 

CCACAGCTATATCCTGATGCTGGATGGTATTAATCTTGTGTAGTCTTCAACTGGTTAGTGTGA 

AATAGTTCTGCCACCTCTGACGCACCACTGCGAATGCTGTACGTACTGCATTTGCCCCTTGA 

GCCAG GTGGAT GTTTACCGTGTGTTATATAACTTCCTGGCTCCTTCACTGAACATGCCTAGT 

CCAACATTTTTTCCCAGTGAGTCACATCCTGGGATCCAGTGTATAAATCCAATATCATGTCTT 

GTGCATAATTCTTCCAAAGGATCTTATTTTGTGAACTATATCAGTAGTGTACATTACCATATAA 

TGTAAAAAGATCTACATACAAACAATGCAACCAACTATCCAAGTGTTATACCAACTAAAACCC 

CCAATAAACCTTGAACAGTGAAAAAAAAAAAAAAAAAAAAAAaaaaattggggcgcgccgggcccgaaaa 

gttaaacaatgggggggcgcgcagtgaagaacgggcaagggccagagagacgggccgcaagggggtttcxxcaaaaaaccgg 

gccggtccgaaacagggtcgggtcgggaac 

>317 

NNCAAGCAT TGTTG TGGTCGGTCTGTCCCCTCCCCCTCGTGTTATCTCTATTCCGG6 
CCCTCTCAACCCATGTlTTAAACGGACCACCGTTGGGGTTTTTGCCCCGCGCGAGGGGGAA 
CATGTAACAAGGGGAATTCCCAATCCTCCGGAAGTTTCCGCAGGACCTTGTTGTCTGTTCCC 
MGACGTTCAMTGGCGCTGTGGACCTTTAGGGAGAACCTAAAGGCTCAACTCGTTTCTTAT 
CTGTTCTGTTCTGCTAAATTC 1 1 1 1 1 CTAAGATATCAATGG 1 1 ICI I CCCTAATCTTCCCTTTC 
CTTTTGTAAGTTTTAAf (;i I I ICI I C tTGTACTTTTG 1 1 1 I I I GATCCAAATTTGCTAGGTTATG 
TTCTCTGTCTACTAGCTG ATTCTGTACTTCTTTTCTCTGTTCTTCTTTCTCT ATT AATTGG G C A 
ATACTTTTrTCATT^GTTCCTTGAGTGACTCATTCMClTTTrGACTGTCTCA^ 
CAGAGMTCACAT GTGAT CTGTAAATCTITATTCTTCTnTCAGTACTTTCATTTCTCTGAAGA 
AGTTCCATGTAGGATTTTGTCAGTATTTCATGTTCTTCAGCCACAGACTCTAACTTCCTATTAT 
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GTTGAAAGAGATGCTCAATATCACTCTGCGCTCTTTCTGATTCAACTTGCTGCGCCTTCAGCA 

ACACACTAAGCTCTTCA I I I I I I CTCTCAACTTCTCTCAACATACTAGCCAAGTGTCCGTGCC 

TCTGTTTCAGCTTGAGTTCTTTGACAGCGATGCTGAGCAATCAGTCTATCAGCCTGTGCAAG 

GGCTAGAGCTTTTGTTTCCAAAAGATCTTGTAGCCTGCTTTCTTTGGAAGCTAATGTGGATAG 

TTTCATTTCATATACATCCATTATGTCAGATATTCTCACATCACAAATCTGATCCTTAACCACC 

ATTCCAGACTGAAGTTTCTCTATTAATTCTTCAATATTCMTCCAGGAACACCATCTT T 

GAGGAGTTAAACACTTTATTGATGTTGGAAAACTGTGATTTGATGATTGCCAGGGCATTTTTC 

TGGGTATATGTTCTGTTTCCTGTTGTCTATAGGCATTGTTTGCTGCTATACTTTCTCCAAGTAC 

TAAAGCAGGAAAATCTGGCAGTGGAGCAGCCTCCCAATAATATTCCTCAGTCCAGACTGTAC 

TTGTTCTCTATTATCTGACGTTAAAGCAAAAGCCAAAGGAGTAATCAAA6GtGGGTCCTGAA 

GTATTTTGTAGAAGCTTACTTCCATACCAGGAACCAATGGTTTAAGTTTGTTAATCAAATCM 

GAGTTTTCAAAATTACATCAGCAGCAAGTTTGCATAATTCAGAATCTGCAACCTTTGTTCCAA 

ATCCCAGGTCAATCTTGCCATATGTAAATTGTTGTTCTATAAGAGTGGTACACTTGACAGTTG 

TCMGATTTTTGCAATATGCATTTTTAGTGTATCATCTCCACAGAGAGTTAACAAAACTTCAAT 

GGCCTTGGCAATCCTTTCACA I I I I I I I CTTGTTAAAGCCTCATCTAGATTTTGTTCTGTG AAC 

TGAAGTTGATCAAGGATTGTAGGCAGCAGAAGGGTCACAAAACGATCAGCCGAGGAACAGT 

TAGCAGCATCTATGACATCCTCAAATATTTCCTTGAACAACTCCAATGCTAAAACAGAACAGT 

TTTGTGATGGGTGGAAAGGTTGGGTTAAG&AGGGCAGTAGAGCC^ 

TTAGTATGGCTTCCCAGAGTGGCGCTGCCAGGTGGAGACTGTTCAAACATCATCTGAGTGA 

GCATATGGCGCAGCTGAGTCACTGAACAGAAGGCAAGAAGTAATTCTAAAACCTTTGAAGAG 

GAATCAGGATCCTTTCCATTAAGAAGACCTAATACTTGGTGAAGACATGAAGAAAAGTGCTC 

ATATCTGGTGAGATAATCAGCAATTTTAGGATTCTTAAGGAGATCCATCAGTAGGTCAACTGA 

ATACTTTCTAGTTAGAGTGCCATCACCGTTTATGAGAATATTAAATATTAGTTGAAAAGTCTGA 

TGAATGTTTCGAGCATGGMTAGCTTTTCCCCCACCTCTTCATTTAATGTCAAACTGGATAAT 

ATTGAAAGTGCAAACACAACCACAGTTAAACTACTATGGGCCAACAAGGTGATAAGAGTTCG 

ATAAAMGATTTCACATTACTCAATGTCTTTATGTGCGTTTGAACAGAAAGATTGTGCCGACA 

MGATTTGCCMTAATCCTAGACAAGGCATTTTTAACTCATCTTCAG AAGA TTGAATGTGATC 

TATCAGGMCGTAATTAATTCATCTATATTGGCACCAGAATAGAAMTTTTGACATTATATGTT 

AACTTCTGTAGAAGTTGAATGCACCTGCAAAAACACCGAATCAGTGTGGCTGCTCCGACAAA 

CCACTCCCGCCAGCACACTATTCAGATTATATGTATTCTGAAGACAATCTCTGGTTTCCATGT 

CTACTGCTAGTTGAGACAGCAAACCGATAATACTTAAGATCAGTGAAGCACTTATGTTGGGG 

TCTTCAAGTAGCTCTACAAGGCAACTCAAGCATTCACTTGTTAATATCTGATTTGATGTAAATA 

GTCGTGTGAGTTTCTGTCCAGAAATTACCTCCAGAGTGCCGCAAAAGCTGAGTGGCGTTCG 

CCTCTGACTTCACCGGCTTTGTACTGACTGACAGTCAGGAGCAAGGACTTCAAGCAGGCAG 

TGGAGTCCATTGCACCGGCCGCGGCCCGGCTTAGGGACCACCACCGCCCAGCGTGCGCC 

GGCCTTTAGCTTTCGCC 

>318 

GCCGCCCGGGCAGGTACAAGGTTTGGTGATGTAGGCGATTTTTTTACCACATTCGA 
ACAGTGATGGTCAGTCACTTTCTGTAGAGTATCTGTGTGCATATTAACGCTCTAATTATATTTT 
AAAATCTTATTTTATATAGGATGTAATTGGAAAATCGATGAATCAAGCAATCTGTATTCCATTG 
TATAGAGATACCAGMGTGAGGATTCTACACGTAGATTGTTCAAATTTCCTTTTCTGTGGAAT 
AATAAAACTTCAAATCTACATTATCTTCTTTTTACTATTCTAGAAGATCCACTTTATAAAATGTG 
CATCTTAAGGAGACATACTG^TATTTCTCAATCTGTGAGTAATGGACTAATTGCTATTAAATTT 
GGGAGCTTTACATATGCCACAACAGAAAAAGTCAGAAGAAGCATCTACAGTTGTTTAGATGC 
ACAGTTTTATGATGATGAAACTGTAACAGTAGTTCTTAAAGACACTGTAGGACGTGAAGGAA 
GAGATAGACTCTTGGTCCAGCTGCCTTTGTCTTTAGTATATAACAGTGAAGATTCTGCAGAAT 
ATCAGTTCACTGGGACTTATTCTACAAGGCTAGATGAACAGTGTAGTGCTATTCCCACCCGT 
ACCACTGCTCATCACTGAATGACTTTATACATGCATAATAATGACCACCAGCAGC GCTCC CA 
GAATGAACCATAACAGAGAAAAGTTCATAGATCMGGMTTCTTTTCAAGTCCAGATTTTGAG 
ATCTTTTCAGTTCCACTATTGGTTTCAAGACAGATTCCTTCATCAACACCATCATCATTGGAG 
AMTCGTTGCTCATCTGATCACTGTGACMCTACCTTCATTTTCTGCTCCACTGTCAGTGCAA 
CTTTCAGTCTGAGGAGATTTCrrCATCTTCAACATCAATAAAAGTACCTCGGCCGCCACCGCG 
GGGAGCTCCAA 
>319 
>320 
>321 
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>322 
>323 
>324 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCCATTCTGTGATGAGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTTTCTTTTTC 
GAACCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTGI I I I I I I 1 1 IATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTATTTTTCAAATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAAT 
AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 
GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 
>325 

NNCTCTGAAGATGATACCAAMTTCCTTTTGATAATTTTTTAAGTTTCCAGCTCTTCAC 
CGAAATGTTGTATTCITATTT.CAGT.GT 

AATATGGACATTCACCAAATATGATGTTAAAACTCTGTCTACTAGTTAGTAGTCCTCTCAGCC 

ACTCATATAAGCATATTTGATGGAAAGGTTGTCCACACTGAGAATTATCACACACTTGATCAG 

GAATGGTACCGTCAAGTTGATAAGCATAACAAATTCCACAATCCATAGTAAAATCAGATTTTT 

CCAGGATAGCACGAGCTGGAAAATCAATTTCTAAAACATCTTTCAAATTTTGTAACACACTAT 

TTTCTGGATCCCTGAAAGCATGGGGAAAAAAATTATGCTGTGAACTTTGTAAAATCACCAAAA 

AGTA AAAAT TATATTGCCAAGGTACCTACCACAAATGTATGTTCCTGCTCAGCTTAATTCCCA 

GGGGTTTTACCACTTCAGATTAAAAAAAAAAAATTTAATAATTGCATGCTCTACTCTTGGTTTC 

TAAAGCCACATTTGATACAGAATGTTTCTTAACTACTTGATTAGAAAATCAAAATTATATGTAT 

TATGTTAAAAAACAAAATTATACAGTTCAGAATGCTGAGACATTGTCATTTAAAATAACTATCA 

TTATTGCGGTGAACCGAGATCGCGCCATTACACTACATACTGGGCAACAAGAGCAAAACTCC 

GTCTCAGACA AAAAA TAAAAACTACCATTAATATACTAATATTGTCTAATAATTTAACAATGCT 

AGGGCAAGGATTTTATGACTCTATTAAAAAACGTTTAAATCTCAGATGTCATACCATGGTCAG 

CTCCAAGAAAGAAGCACTCAGGAAGCATAGTAGGATGCCTGGGGTCTACCTCTATATTTATG 

GCAACATTATTACCTAATGCAATTCTGCGTGCATGTTGCACCCCGGGGAGGTTTTTCTGGCT 

CAAGTACCCAGGTCTTCTCATCGATTTCATCCATAACATCCCAGAATGCCTTTAGTGATTCTA 

TTGCTGCCAAAAACTGACTATAAATGCTTATTAAGGAGCTCTGAGGAGAATTTACCTGAGGT 

GTCCAGGAGGCACAAAATGGAACAGGAAAATCCACAAAATAATCTGGTGATTCTGCAGGATA 

CITTGCCTTCMCTTGAGAGTGATTAAATGCTCTCTACCAGAAGCATCTTCTGCTTTTAACTT 

GATGGTACCTCGGCCGCCACCCGCATACACAAGTTTATCCCAACCAAGAGTTCCTATCTCTT 

CAATAAGGCTTGAGTAGAACTGGGGAGTGATTCAAAACTTTTAAATTTGACAACTGCTTCTCT 

TTTTTCTGTATTrrCATTTTCATCTATTGMGGAAGATATTTATTTCTAAAATGGCTCCTGCAG 

CAGCCAAAATACAAACAGCTATTATTGGTGAAGTTAGCCGGACGCGTGGTGANN 

>326 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCX3GCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCCATTCTGTGATGAGTACTCTTCTGCACTGTT C I HUM I CTAATAAAAC I rTCTTTTT C 
GAACCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTG I 1 1 1 1 1 1 1 1 IATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAG CAAGA GAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTATTTTTCAAA mCT GTCAGTTGTTACATTTGTCATMGTAAATGTTTAGGAAT 
AAAGGATGGAGACATGCTTATTTTATTTAACTCX)CC)CAAAAAAAAAAAAAAAAAAAAGTACCT 
GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 
>327 

TtGGAGCTCCACGCGGTGGCGGCCdAACGTTGGCTTATCATAATATTGCTGACAGC 
AATAAACTGCCACATCTTCAGCCTGCAGGCTGCTGGTGGTGAGAGTGAAATCTGTCCCAGA 
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CCCGCTGCCACTGAATCGGTCAGGGACCCCGGATTCCCGGGTAGACGCCCAGTAAATGAG 

CAGTTTAGGAGGCTGGCCCGGTTTGTGCTGGTACGCGGGAGAATGGCTCGCAAGCTGACT 

GTGAGCTCGGAAATCCTTTTAAAAGAAATTCAAATGTCACTTTTTATTTGGTTTTAAGTACCTC 

GGCCG CCACCGCGGTG AGCN NN 

>328 

TGTCACAGACACTCCTGGGTTTGGAATTTTGTTGTTCTCTGTCTCTTTGATTTCCTGG 
AAGACGACACCATGACAATTTCAAAGAAAATAGAACAAAATGAAGGAAAAAGAGGCTCTGTC 
TTAGCACATTCCTGTGACCAGCCTGCTGTCTGTGGCGTGCCCTCCTGGCCCGGCCTTGGCA 
CATGTTCG I I I I I GTGGTTGTTGCCTGGACAGGCAACTCTGCAGGGCTGCTTCTCTACGCAT 
CCCTTTGCCTGCCTGCCTGTGCCAGGGGTTGTCAAGGGCTTTTGGGTCAGAGTGGGCACCC 
CTTTCTCCAAGGCTCCCTGCAACAGCTGGCCTGTCCCTGGTGGGGCTGACAGCTTTCTTCTT 
ACCCTGCCAGGCTGGCCAAGCCCCAGAGGTGACCTATGAGGCAGAAGAGGGCTCCTTGTG 
GACGTTGCTACTCACTAGCTTGGATGGGCACCTGCTGGAGCCAGATGCTGAGTACCTCCAC 
TGGCTGCTAACCAACATCCCGGGTAACCGGGTGGCTGAAGGACAGGTGACGTGTCCCTACC 
TCCCCCCCTTCCCTGCCCGAGGCTCCGGCATCCACCGTCTTGCCTTCCTGCTCTTCAAGCA 
GGACCAGCCGATTGACTTCTCTGAGGACGCACGCCCCTCACCCTGCTATCAGCTGGCCCAG 
CGGACCTTCCGCACTTTTGATTTCTACAAGAAACACAAGAAACCATGACTCCAGCCGGCTTG 
TCCTTCTTCC AGTGC CGCTGGGATGACTCCGTCACCTACATCTTCCACCAGCTTCTGGACAT 
GCGGGAGCCGGTGN 
>329 

TCCGAMTGGGGGAAAATCACTGCTCTTCCCAGAGCGCATACATGTTTTAACCGTCT 
GGATCTGCCTCCCTACCCATCCTTTTCCATGCTTTATGAAAAACTGTTGACAGCAGTTGAAGA 
AACCAGTACTTTTGGACTTGAGTGACCTGGAAGCTGAATGCCCATCTCTGTGGACAGGCAGT 
TTCAGAAGCTGCCTTCTAGAAGAATGATTGAACATTGGAAGTTTCAAGAGGATGCTTCCTTTA 
GGATAAAGCTACGTGCTGTTGTTTTCCAGGAACAAGTGCTCTGTCACATTTGGGGACTGGAG 
ATGAGTCCTCTTGGAAGGATTTGGGTGAGCTTGATGCCCAGGGAACAACCCAACCGTCTTTC 
MTCAACAGTTCTTGACTGCCAAACTTTTTCCATTTGTTATGTTCCAAGACAAAGATGAACCC 
ATACATGATCAGCTCCACGGTAATTTTTAGGGACTCAGGAGAATCTTGAAACTTACCCTTGAA 
CGTGGTTCAAGCCAAACTGGCAGCATTTGGCCCAATCTCCAAATTAGAGCAAGTTAAATAAG 
ATAATAAAAGTAAATATATTTCCTGAAAGTACATTCATGTAAGCCCTAAGTTATAACAGAATAT 
TCATTTCTTGCTTATGAGTGCCTGCATGGTGTGCACCATAGGTTTCCGCTTTCATGGGACAT 
GAGTGAAAATGAAACCAAGTCAATATGAGGTACCTTTACAGA7TTGCAATAAGATGGTCTGTG 
ACAATGTATATGCAAGTGGTATGTGTGTAATTATGGCTAAAGACAAACCATTATTCAGTGAAT 
TACTAATGACAGATTTTATGCTTTATAATGCATGAAAAC AATTTTA AAATAACTAGCAATTAATC 
ACAGCATATCAGGAAAAAGTACACAGTGAGTTCTGTTTATTTTTTGTAGGTTCATTATGTTTAT 
GTTCTTTAAGATGTATATAAGAACCTACCTATCATGCTGTATGTATCACTCATTCCATTTTCAT 
GTTCCATGCATACTCGGGCATCATGCTAATATGTATCCTTTT AAGC ACTCTCAAGGAAACAAA 
AGGGCCTTTTATTTTTATAAAGGTAAAAAAAATTCCCCAAATATTTTGCACTGAATGTACCAAA 
GGTGAAGGGACATTACAATATGACTAACAGCAACTCCATCACTTGAGAAGTATAATAGAAAAT 
AGCTTCTAAATCAAACTTCCTTCACAGTGCCGTGTCTACCACTACAAGGACTGTGCATCTAAG 
TAATAATTTrTTAAGATTCACTATATGTGATAGTATGATATGCATTTATTTAAAATGCATTAGAC 
TCTCTTCCATCCATCAAATACTTTACAGGATGGCATTTAATACAGATATTTCGTATTTCCCCCA 
CTGCTTTTTAlTTGTACAGCATCATTAAACACTAAGCTCAGTTAAGGAGCCATCAGCAACACT 
GAAGAGATCAGTAGTAAGAATTCCATTTTCCCTCATCAGTGAAGACACCACAAATTGAAACTC 
AGAACTATATTTCTAAGCCTGCATTTTCACTGATGCATAATTTTCTTATTAATATTAAGAGACA 
GTTTTTCTATGGCATCTCCAAAACTGCATGACATCACTAGTCTTACTTCTGCTTMTTTTATGA 
GAAGGTATTCTTCATTTTAATTGCTTTTGGGATTACTCCACATCTTTGTTTATTTCTTGACTAAT 
CAGATTTTCAATAGAGTGAAGTTAAATTGGGGGTCATAAAAGCATTGGATTGACATATGGTTT 
GCCAGCCTATGGGTTTACAGGCATTGCCCAAACATTTCTTTGAGATCTATATTTATAAGCAGC 
CATGGMTTCCTATTATGGGATGTTGGCAATCTTACATTTTATAGAGGTCATATGCATAGTTTT 
CATAGGTGTTTTGTAAGAACTGATTGCTCTCCTGTGAGTTAAGCTATGTTTACTACTGGGACC 
CTCAAGAGGAATACCACTTATGTTACACTCCTGCACTAAAGGCACGTACTGCAGTGTGAAGA 
AATGTTCTGAAAAAGGGtTATAGAAATCTGGAAATAAGAAAGGAAGAGCTCtCTGTATTCTAT 
MTTGGMGAGAAAAAMGAAAAACTTTTAACTGGAMTGTTAGTTTGTACTfAtTGATCATGA 
ATACMGTATATATTTAATTTTGCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNN 
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>330 
>331 

GGGCTTACAGTGGCGGGAGTTGGAGGCGATAACGATTTGTGTTGTGAGAGGCGCA 
AGCTGCGA7TTCTGCTGAACTTGGAGGCATTTCTACGACTTTTCTCTCAGCTGAGGCTTTTCC 
TCCGACCCTGATGCTCTTCAATTCGGTGCTCCGCCAGCCCCAGCTTGGCGTCCTGAGAAAT 
GGATGGTCTTCACAATACCCTCTTCAATCCCTTCTGACTGGTTATCAGTGCAGTGGTAATGAT 
GAACACACTTCTTATGGAGAAACAGGAGTCCCAGTTCCTCCTTTTGGATGTACCTTCTCTTCT 
GCTCCCAATATGGAACATGTACTAGCAGTTGCCAATGAAGAAGGCTTTGTTCGATTGTATAA 
CACAGAATCACAAAGTTTCAGAAAGAAGTGCTTCAAAGAATGGATGGCTCACTGGAATGCCG 
TCTTTG ACCT GGCCTGGGTTCCTGGTGAACTTAAACTTGTTACAGCAGCAGGTGATCAAACA 
GCCAAATTTTGGGACG TAAA AGCTGGTGAGCTGATTGGAACATGCAAAGGTCATCAATGCAG 
CCTCAAGTCAGTTGCCTTTTCTAAGTTTGAGAAAGCTGTATTCTGTACGGGTGGAAGAGATG 
GCAACATTATGGTCTGGGATACCAGGTGCAACAAAAAAGATGGGTTTTATAGGCAAGTGAAT 
CAAATCAGTGGAGCTCACAATACCTCAGACAAGCAAACCCCTTCAAAACCCAAGAAGAAACA 
GMTTCAAAAGGACTTGCTCCTTCTGTGGATTTCCAGCAAAGTGTTACTGTGGTCCTCTTTCA 
AGACGAGAATACCTTAGTCTCAGCAGGAGCTGTGGATGGGATAATCAAAGTATGGGATTTAC 
GTAAGAATTATACTGCTTATCGACAAGAACCCATAGCATCCAAGTCTTTCCTGTACCCAGGTA 
GCAGCACTCGAAAAGTTGGATATTGAAGTGTGATTTTGGAWGCAGTGGCTCTACTTTATTTG 
CT AATTG CACAGACGATAACATCTACATGTTTAATATGACTGGGTTGAAGACTTCTCCAGTGG 
CT ATrrTC AATGGACACCAGAACTCTACCTTTTATGTAAAATCCAGCCTTAGTCCAGATGACC 
AG I I I I I AGTCAGTGGCTCAAGTGATGAAGCTGCCTACATATGGAAGGTCTCCACACCCTGG 
CAACCTCCTACTGTGCTCCTGGGTCATTCTCAAGAGGTCACGTCTGTGTGCTGGTGTCCATC 
TGACTTCACAAAGATTGCTACCTGTTCTGATGACAATACACTAAAAATCTGGCGCTTGAATAG 
AGGCTTAGAGGAGAAACCAGGAGGTGATAAACTTTCCACGGTGGGTTGGGCCTCTCAGAAG 
AAAAAAGAGTCAAGACCTGGCCTAGTAACAGTAACGAGTAGCCAGAGTACTCCTGCCAAAG 
CCCCCAGGGTAAAGTGCAATCCATCCAATTCTTCCCCGTCATCCGCAGCTTGTGCCCCAAG 
CTGTGCTGGAGACCTCCCTCTTCCTTCAAATACTCCTACGTTCTCTATTAAAACCTCTCCTGC 
CAAGGCCCGGTCTCCCATCAACAGAAGAGGCTCTGTCTCCTCCGTCTCTCCCAAGCCACCT 
TCATCTTTCAAGATGTCGATTAGAAACTGGGTGACCCGAACACCTTCCTCATCACCACCCAT 
CACTCCACCTGCTTCGGAGACCAAGATCATGTCTCCGAGAAAAGCCCTTATTCCTGTGAGCC 
AGAAGTCATCCCAAGCAGAGGCTTGCTCTGAGTCTAGAAATAGAGTAAAGAGGAGGCTAGA 
CTCAAGCTGTCTGGAGAGTGTGAAACAAAAGTGTGTGAAGAGTTGTAACTGTGTGACTGAGC 
TTGATGGCCAAGTTGAAAATCTTCATTTGGATCTGTGCTGCCTTGCTGGTAACCAGGAAGAC 
CTTAGTAAGGACTCTCTAGGTCCTACCAAATCAAGCAAAATTGAAGGAGCTGGTACCAGTAT 
CTCAGAGCCTCCGTCTCCTATCAGTCCGTATGCTTCAGAAAGCTGTGGAACGCTACCTCTTC 
CTTTGAGACCTTGTGGAGAAGGGTCTGAAATGGTAGGCAAAGAGAATAGTTCCCCAGAGAAT 
AAAAACTGGTTGTTGGCCATGGCAGCCAAACGGAAGGCTGAGAATCCATCTCCACGAAGTC 
CGTCATCCCAGACACCCAATTCCAGGAGACAGAGCGGAAAGACATTGCCAAGCCCGGTCAC 
CATCACGCCCAGCTCCATGAGGAAAATCTGCACATACTTCCATAGAAAGTCCCAGGAGGACT 
TCTGTGGTCCTGAACACTCAACAGAATTATAGATTCTAATCTGAGTGAGTTACTGAGCTTTGG 
TCCACTAAAACAAGCTGAGCTTTGGTCCACTAAAACAAGATGAAAAATACAAGAGTGACTCTA 
TAACTCTGGTCTTTAAGAAAGCTGCCTlTTCATTTTTAGACAAAATCTTTTCAACGCTGAAATG 
TACCTAATCTGGTTCTACTACCATAATGTATATGCAGCTTCCCGAGGATGAATGCTGTGTTTA 
AATTTCATAAAGTAAATTTGTCACTCTAGCATTTTGMTGAATAGTCTTCACTTTTTAAATTATT 
CATCTTCTCTATAATAATGACATCCCAGTTCATGGAGGCAAAAAACAAGTTTCTTGTTATCCT 
GAAACTTTCTATGCTCAGTGGAAAGTATCTGCCAGCCACAGCATGAGGCCTGTGAAGGCTG 
ACTGAGAAATCCT CTGCT GAAGACCCCTGGTTCTGTTCTGCCTCCAACATGTATAATTTTATT 
TGAAATACATAATCTTTTCACTATGCTTTTGTGGGG I I 1 1 1 1 1 1 AAGTATGTGTAAAAATGTG A 
TGC TCAGA TMGTACATTTATATCAGTTCAGTGTTAAAATGCAGTCTCTTGAGTTAAAGTCATC 
TTTATTTTAAAT GCAGTG ATAAATGTCAACTCTTCGGAGAAACTAGGAGAACAACAACAGAAA 
GCTGTGTTTGTCTTTlTTCTCTCAAATATATCTCCCGTATGAGATTTCAGGTCCCCATGTTTTC 
ACCAAGCMTCTGCTATGTCAGCCAACCCMCATCACTTTCTACAGGAGGlTATGATTTTTGC 
CATTTACTAGAGGAAGATGT TTTAT GAAATCAATTTGGGGTTTGAATTGAGGTGCAGTCATCA 
GTTCTTTAGGGGCTGGAATGTTTTAAAAAAAATAAGTCATCAGATTTTMGAAAAAAGTGATG 
ATTTCTTATTGATA TTTTT GTAACAGAATATAGCTCTTAACTGAAAATCCAGAACCAGAAACAT 
AAATCTTGAGTTTCTTTTCATGTACATAAAAAGCAATAGCCTTTTAGTATAGATAGCCCTGAGC 



Page 99 of 355 



WO 01/42467 



693 

Table 4 



PCTAJS00/33312 



CAAAAAGTAATAGAATTTTCTCTAGATATTTAATACAGAGAGTGTATAGACTGACTCTAAGTTA 

ATAATGT GCAA AATATCTTAAACATCCCTCCCCTTATTCAACAATTATGTATCAGTGATCTTGA 

ACCATTGTTTTATATTTTTCACCTTTGTAACCTCATGGAAAGAGGCTTTACATACTTTCTATGT 

ACTATTTACTTAGAAGGGAGCCCCCTTCCAGTCATGAAACTTCATTTGTTTTATCCATATCCC 

TGAGGACTGTGTAGACTTTATGTCAGTTCTGTGTAGACTTTATGTCAG I I I I I GTCATTATTTG 

AAMTCTATTCTGACAACTTTTTAATTCCTTTGATCTTATAAGTTAAAGCTGTAACAACTGAAAT 

TGCATGGATCAAGTAAGCATAGTTTTATCCAGGGAGAAAAATAAAAGGAAGCCATAGAATTG 

CTCTGGTCAAAACCAAGCACACCATAGCCTTAACTGAATATTTAGGAAATCTGCCTAATCTGC 

TTATATTTGGTGTTTG I I 1 1 I IGACTGTTGGGCTTTGGGAAGATGTTATTTATGACCAATATCT 

GCCAGTAACGCTGTTTATCTCACTTGCTTTGAAAGCCAATGGGGGAAAAAAATCCATGAAAA 

AAAAAAGATTGATAAAGTAGATGATTTTGTTTGTATCCCTACCCATCTCCTGGCAGCCCTACT 

GAGTGAAATTGGGATACATTTGGCTGTCAGAAATTATACCGAGTCTACTGGGTATAACATGT 

CTCACTTGGAAAGCTAGTACTTTTAAATGGGTGCCAAAGGTCAACTGTAATGAGATAATTATC 

CCTGC CTGTGTC CAT GTCA GACTTTGAGCTGATCCTGAATAATAAAGCCTTTTACCTTATCTG 

ATGTCCTTTTTTGAGCTTTTTGCATTACCTAGAAGCAGTCTACAAAAAAGAACTATAGTAGTCA 

AGAA TCCC TTCTACTTGTTCATTAAAATGTTTATTCCCCAGTTATAATCTATTTCAAGCTGAAA 

GAGCTTTTAATAAAAAACATCTTGCNNNNNNNNNNNNNNNNN 

>332 

>333 

NNNAGTGGCATGGGGGTGGGGTCTGACTCCACACACTAGCCACATGGCCAACAGC 
ATAGTGAAACGGGGTCCCATTCTCCATGTCATTGTGTAATCCAATGGTGGCTCATAGAGATG 
GA ATGCA GAGGGTTGCAAAAGAAATCAGAAGTTTGGTTCCCAGGACAGTTTCCTAGATGAAC 
TACTTTTCCTCCCAGCCCTCTCTCTCTTTACCGAGGGTGAGCAATACAAAAGGGGTGTGCTG 
CAGCTCC AGCT TTCAGAGTACCGCCACAGATCCACAGCCTGTCCTGATCTGAGAGCTGAGC 
CGATGCCTTTTCTTTCTGGCTGTGTC 1 1 1 I I ACC TTCTGGACAAGTAGGATGAGGTGAAAGG 
AGCTGTCCTTCTAAGTCTTTGTATCTCCATTTGTCTGCAGTTTCTCCTCGGTCTCGTGTGTCT 
GTGTGTGCCAGTCCCTTGTGCTGACACAGGACGTCCCTTAAAGTCCAGTCCTGGCGATTTCT 
GAATCTCACTCTTTCCCTCTTTAAAGTTCCAGGATCCTTCTTATCTCCCTTTCCCCCATAGTCT 
GGCTTAGTCTCTTTGTTTCCGGGCGTAAAAGCACTGGGATTAATATGTTTTCCAGGCTGAGG 
GAAAACACAGGAATGTGATGTCGAAAAGGGAC I 1 1 1 1 I I I I I CTTTCACTGTGCTTCTCTCCT 
CCCTTTATTTCTCCCTACC 1 I 1 1 ICCTCCTC I I I I ICTTCTT CI I I I I CTTCTTTCTCTTGCCTG 
GATTCAGTCCCAGAAATGTTAGGACTACCTCAGTTTTGCTCCAAACCAAACTCAAACAACAG 
CAGCC ACTGG AAATCAAGGAAACTTCACTAAGAATTTAACAGATCAGCAAAACACCGCCTCC 
TTCCCATT TTAGCA CGTTCAGAGTGGACTCAGTGAGGAGTGAGAAGGCTGTTCTTTGGGGTG 
GGGTAAAGTTTTTAAACTCCACACATCATCATAAATCACTTTAGAAGAGGATGACTGGTGCCT 
TMCCCCTTCCAAACCAAGTCATCGGGGTAACTTCTCTTCCAGTATGTTTTTACCGCGTCGAC 
TCCNNN 
>334 
>335 

ACTTGACTGGTAACAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCAGCTTCACAT 
CTGGGAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGGTGCCAGAGGGAAGCTCAAT 
CCATGCAAGCCCCAGATAATATATGAGAACCTCCCCAACCTTACXJCTACACCCCTCACCTCC 
CAATCCAAGCCAGTCTCCTTTCCCTGCTTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTC 
CCTCTGCTCTCCCTAGAAAGCTTCATTATGTGAGTGATACATCI 1 1 1 CATATCTTCTTGGTGT 
GTGTGTGTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGGGTGGGGGTN 
>336 

GACCCACGCGTCCGGTTTGTGGAGTCGCGAGTGCTGGTGTCCGGCTGGAGTGCAA 
TGGCGTGATCACAGCTCACTGCAACCTCCGCCTCCCGGGTTCAAAATGTTTGATAGGTTTAT 
ATTGTCTTTTTCCATCCTCTTCAGACATCCTTCAAAGTTGAGCC CI I I I I I I CCGCTGTGAGTC 
TCTACACATGTCTGACACTCTCATGTCCCACGGATTACAGAAAGACATTCCTTGCAGGAGAA 
CATGGCTTCCCAGTGATGTGGGAAAGATGGACTCTGATCTCCAGGGTAGAAGTGGCAACCA 
GAGTAAGCCAGTTCGTTGAAGCAAATGATGGCTGCAGTGAAGAGTACCGAGGCACACCCAT 
CCTCAAACAAGGATCCCACACAGGGCCAGAAATCAGCCCTCCAGGGTAACAGCCCTGACTC 
CGAGGCCTCCCGTCAGCGCTTCAGGCAGTTTTGCTACCAGGAGGTAACTGGCCCACATGAA 
GCTTTTAGCAAACTCtGGGAACTCTGTTGTCAGTGGCTGAGGCCGAAGACCCACtCAAV^AGA 
GGAAATCCTGGAGCTGCTGGTTTTGGAGCAGTTTCTGACTATCTTGCCAGAGGAGATCCAGA 
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CCTGGGTGAGGGAGCAGCATCCAGAAAACGGCGAGGAAGCTGTGGCTCTGGTTGAGGATG 

TACAGAGAGCTCCTGGACAACAGGTTCTAGATTCTGAGAAGGACTTGAAAGTACTCATGAAG 

GAGATGGCCCCTTTGGGAGCAACCAGAGAATCACTGAGATCCCAATGGAAACAGGAGGTTCT 

AGCCAGAGGAACCGACTTTTAAGGGATCACAGAGCTCACACCAAAGACCAGGGGAACAGTC 

AGAAGCCfGGCTTGCTCCTCAGGCTCCCAGGAACCTGCCTCAAAACACAGGTCTCCACGAC 

CAGGAGACAGGTGCTGTGGTCTGGACAGCTGGGCCCCAGGGACCAGCCATGCGTGACAAC 

AGAGCTGTATCCCTCTGTCAGCAAGAATGGATGTGCCCAGGCCCTGCACAAAGGGCCCTCT 

ACAGGGGTGCCACCCAGAGGAAGGACAGTCACGTCTCGCTGGCAACAGGTGTGCCCTGGG 

GCTATGAAGAGACCAAGACGCTCCTGGCTATTCTTAGTAGTTCTCAATTTTATGGAAAACTCC 

A GACC TGTCAGCAGAACAGCCAGATCTACAGGGCCATGGCGGAAGGACTCTGGGAGCAGG 

GTTTTCTGCGGACCCCAGAACAGTGTCGCACCAAGTTCAAAAGCCTACAGTTGAGTTACCGC 

AAAGTGAGGAGAGGCCGTGTGCCTGAGCCTTGTATCTTTTATGAGGAAATGAATGCTCTTTC 

AGGCTCCTGGGCCTCTGCACCTCCTATGGCAAGCGATGCTGTTCCTGGCCAAGAAGGAAGT 

GATATTGAGGCTGGAGAGCTGAATCACCAGAATGGGGAACCCACGGAGGTAGAAGATGGCA 

CTGTGGATGGTGCAGACAGGGATGAAAAGGACTTCAGGAATCCTGGCCAGGAAGTCAGGAA 

ACTAGACCTGCCAGTGCTGTTCCCAAACAGACTTGGTTTTGAGTTCAAGAACGAGATTAAAA 

AAGAAAATCTAAACATGGGATGATTCAGAGGAAGTAAGAAATAAACCAAGGCTTTTACAGAG 

GAAAGJTCCCGAGGAGTCJATXGGCAGTCT.GAGGCTACCAACAGGGTTGGGAGAGTGAGGG 

AACATCCAGAAGGGCAATGTAGAAATTCTCCCAGGCAGAGTTGAGGAGAAACCCCATTCCC 

AGAGAGATGAGTCCCGAAGTTTGGTGCCGGACAAGCCTGTCCAATTTCTCTGGGGGAAAAC 

TGTCCGATGTGCTCTCCCAAGCAGGTCAATGGAAAATTTCAAGTCGGTTGGGAAACTTTCCA 

GTCTATTGTCGGNNN 

>337 

TCGACCCACGCGTCCGGGCCCGCGCTGACGGTGTCCCTGGGGCTCTGCGCTCGTC 
CGGCCGGCCCCGGCCTCGCCGCCCCGCGCAGTACCCAGCCCGGCCCCGCCGACCCGCCT 
CTACTGCCGGCTCCGCGCCCTTCCCCGAGGGCTGGATGATGGGCTGTTTCGCCCTGCAAA 
CGGTGGACACCGAGCTGACCGCGGACTCGGTGGAGTGGTGCCCGCTGCAAGGCTGCAGG 
CACCTGCTGGCGTGCGGGACCTACCAGCTGCGGCGGCCGGAGGTACGCGGGATAATCAAG 
GTGTCACATCCCGGTGGCTGGACATGCCCTCTTGGGCTTGGCAGATGCCAGTGGATCCATA 
CAACTACTCCGCCTGGTGGAATCTGAGAAGAGCCACGTGCTGGAGCCATTGTCCAGCCTTG 
CCCTGGAGGAGCAGTGTCTGGCTTTGTCCCTAGATTGGTCCACTGGGAAAACTGGAAGGGC 
CGGGGACCAGCCCTTGAAGATCATCAGCAGTGACTCCACAGGGCAGCTCCACCTCCTGATG 
GTGAATGAGACGAGGCCCAGGCTGCAGAAAGTGGCCTCATGGCAGGCACATCAATTCGAG 
GCCTGGATTGCCGCTTTCAATTACTGGCATCCAGAAATTGTGTATTCAGGGGGCGACGATG 
GCCTTCTGAGGGGCTGGGACACCAGGGTACCCGGCAAATTTCTCTTCACCAGCAAAGACAC 
ACCATGGGTGTGTGCAGCATCCAGAGCAGCCCTCATCGGGAGCACATCCTTGCCCACGGG 
AAGCTATGATGAACACATTCTACTGTGGGACACACGAAACATGAAGTAGCCGTTGGCAGATA 
CGCCTGTGCAGGGCGGGGTATGGAGAATCAAGTGGCACTCCTTTTCACCACCAACCTGTTC 
TGG ACGTCTGCATGCACAG N 
>338 
>339 
>340 
>341 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGTTATA1 1 I I I 1 1 II 1 1 IACAT 
CCCAMCAGGTCTTTTTATTTAACATAAGGCCAAAGAAGCTATCAGGCGTTGCTGAATACTGT 
CCACTAACTGTACAAAATATTGACTGCATGCCTCGCAAACACCAAAATATCCGCTGGAATGC 
CATAGAAATAAATAACTTCTGCTATAAACACATGAAAACATATCAAACTGTTATCTCTTTAAAC 
ATATTGTAAATAAAAAAATTACCAGTACTTCTACACAATAAATATTAAGAAACCATTGACATAG 
TTGAAATGCACTCATATAAATTAACAACTTTAATTACATTAGCCAAACAGACATTGGTTAAAGA 
ACTGCATGTAGTATGCAAAACAAAACAAAACAAAACAAAAAACAAAGTAAAAAACCAACAAAA 
TAGAAACAAACAAACAAACAACATCAACCACAGAACATAAAAAG7TTTAAAATAAAACAGGCT 
TGAGATTATCTTGGCTTTCATAATTATA 1 1 1 1 1 CTTTT AAAGAAAAATATCAACCCATTGTCAAT 
GCACTGTTTTTCAAAGC ATTT AAATAG AGG GTAAAACCCTTTG G AAATT AATACAG AAG AAAT 
GATTCACTTTATGCATAAAAAATAAATAATMTATAGCTGAGACATGTGGTTTGCTTCTGCTCT 
TGAAGATGtGAACAGCTTCTAAGCATTCAtTTTCTCTGACCCATACAACAGCTTCTCAGTGAT 
ACAGGGTTTAATTTAAACACATACAATGTCCACCCCCAAACCTTCTGCCCACATCTACAAGTT 



Page 101 of 355 



WO 01/42467 PCTAJSOO/33312 

695 

Table 4 



TTATTTATTTTGTGGGTTTTCAGGGTGACTAAG 1 1 1 1 1 CCCTACATTGAAAAGAGAAGTTGCC 

AAAAGGTGCACAGGAAATCATTTTTTTAAGTGAATATGATAATATGGGTCCGTGCTTAATACA 

ACTGAGACATATTTGTTCTCTG I I I I I 1 1 AGAGTCACCTCTTAAAGTCCAATCCCACAATGGT 

GAAAAAAAAATAGAAAGTATTTGTTCTACCTTTAAGGAGACTGCAGGGATTCTCCTTGAAAAC 

GGAGTATGGAATCAATCTTAAATAAATATGAAATTGGTTGGTCTTCTGGGATAAGAAATTCCC 

MCTCAGTGTGCTGAAATTCACCTGACTTTTTTGGAAAAAATAGTCGAAAATGTCAATTTGGT 

CCATAAAATACATGTTACTATTAAAAGATATTTAAAGACAAATTCTTTTCAGAGCTTCTAAGAT 

TGGTGTGGGCAGATTTTTAAGAGCCTAGAGTTTAGTCTTAGAGAAAGAGTGAGGAGATAGTA 

AGGTTAGATAGAGCCACTGAGTTTCAAGAAAAAAACATACTACTAAGAATCCCATATGTTATA 

ATTTAAAGCCTTTACTTTTGGCCTCATGCTGCTAGGTGAAAGAGTGGTTGTTCACAGGACTTG 

TATTTTCCAAGATGATTAAAGATGGTAAAATACTATCTTTCAATGTTATCAAAAAATGGTAGCA 

ACTTATACTTCTATTTCAAAGCCATATAAATTTAACAAAATTAAAGTTTGTGGGTGTTTGATAA 

CCCAATCACTCAATATCCAATTAAAATATGGAATAAGTTTCAAATAAAATATGGAATTACATTT 

CTCTGCTTCTGATAACTGTGGTCACTAATCAACCCCCATGTTATCCCCGATATGTCTAGGACT 

TAGCTTAAAAAGATAGCAGATGTATTTGAGATGAGTGGGAACTATACATGGGTATCAGCTTTC 

TTGGTAAATTTCTGCTTTTTCCATGGCCTTGACCATCTTTGCTACTGCGCAGTGAACCAGGAC 

TTAATTTCTCACACTGTTTCTGCAGGTTCCGGTACCAAAGAAGATGCAGTTCAAAATACTGCC 

AGTTTTGGAAGAAATTTTGTAAAGTTGAAGATGGGGATGTASTGTTGeCTTAAAAGTTTTCTCA 

CCACACCCACCTTCCCACATGCATGATATCCAAGGTCGACAGACCTGGATTAGAATCCACTC 

TCAAGCTTCTCATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACA 

GTAAGTGTATTTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTTATAGTATACCAACT 

TAGTATAI I I I ICAAGGAGAGCTAAACCACCTTTTGTAATGTTTGGTTTCTCACTGTTATCTTC 

CTTTCCTATAATTAATTTATTTTAATCTACAAATTGACATAGGGCTAAAAGCTTCAATATTTTAC 

AAAATATTAATTAATGTAATTGTTCCCAATTATTAGAAACI I I I I ICCAT'1 1 1 1 CAAMTGTTTG 

CCAACTTCACACAAGTGTGTAAAAATAGGGCTCTGGATTTTCAAAAGCACATACATGAATAAT 

TTATTAGCTATTCCAGGCAAGCTAAGTACTAGAATAAACTAGATAAAAACTTGGCTTTAAGCA 

TGTACTTTGATATTTATAAAACAAAGGTG 1 1 1 1 1 1 1 1 1 CATTTCTGCATCTGAATCAATACAAAT 

TTACACATGAAGAATTTTGGCTGTAAATTAAMTTTTAGAGATTTTTACTACTGCCCTCACCTC 

TGCCTCCTC1TAACTGTTCTCTTCCTTACTCTCCCTCTCTTAACACTTTCTCTCAAATTAATTAT 

CTTTTAGTTAGTG ATG ACATTA I I 1 1 ICCCAGCTGGTACAGGTAATATTTCTCACAACCAAGC 

CTTMTCATTTTTAAAAMTACACTCAACTCTMTTCTGGCCTAAATATTATTTTTCTGAAAAAG 

CTTCTGATTTAAGATTGATTCCAATAGACAGTAAGTTGGAAAAACATCAGCCCAGAGTTTTGA 

TTATCATCCTGTTTTCCCCACAGGGGATAACTTGTAGAAGTGGGAGGGGCACAAAAAAGAGG 

AGGAAATTTCGGACGCGTGGGTCGACTCCCTATAGTAGN 

>342 

GTGGCGGCCGAGGTACAGGTTTAGTCTGAATGCACTGTCATGAAATTTAAACTTTCA 
TTATMTACTGTTTTAAGAACTTACAGCATCTGCTTTACAAATGGTGTTAGCTACATGTCGACA 
CAGCATCTTTAGCCAGTTTTCTTTTGGAAGTTCATCTGATGTCATCTGGAAACTGAGTAGCAC 
ATTTGCCTGCTCTGTTGGTGGCCTCACAAGCAAGGCAAAAGCATTATGGCAATCTAGGGTTC 
CAGAATAACCATAAACATTAAGTGTCACTCCTTGGAAAATGACAGATGTATGCAAGTTTAGTT 
CCCTCAGAGCAATGAAATTCCAATGAAATGAACTATCACTTCTCCACTTTCCTTGTCCTATTTT 
TAATAAGACAAAGAACATCACCATATTAAGTTGAAGT 
>343 

ACATCAGAGATGCTCACACATTCTTTGAGTAGTTTAAAAACTCATlTTAACCACTTTTT 
ATTCTTTGTATTCAAACCAATCACTGGCAATAGCTCTAAGTAGGTCATCAACTCTCCTCCATG 
TC I I CI I ICTAATTCTGCCACAGACTCACTTCTTCCGTAAATTAATGGAAGGAAATGAGTGTC 
TGAGTTCTTAGAATCTCAAAAGGCATGAGGATAAAGCTTTCCTGGAGATAATATAAGTGGTG 
GCAGGAAGATTTGGGAGCCAGATGATACTCTTTTCCTCTTAGAGAAACTCTGTGGAAGCTCT 
GCCTATACTGTGGGAAATAAATTCTAGACGCTGGCTTCTTTCTGTAGTAAACATGTGGGCCC 
TTTAAAATGTTGAACCAAAATGTGCTTCAAATATAGTTTAGTTATAAAACATTTATGGGGGAGT 
ATGTATGTGCCAACTACAGAGGCTTCAGAGATGAAGAAACAGTTCTTACCCTAGTGTTGCTT 
AGAATCTAGTAGTAGTAAGTAATAATTACTAACATATGCATTTACTATATAGGCAATACTAGGG 
TAAATATTTTACATAGATTACCTTATTTAGTAGCTCTTAGCTGCTAAAAAAAAAAAAAAGATAA 
AGATGTCCAGTCTAGAGTCTCATAATTGTATGGTAAACACTAAAATGGTGGTATGATCCAGTT 
GCCATGGAAACACAGGGGCGGGGCCCTCAGCTCAGTTTAGGAAGGAGCAGATTACfGAGT 
GGTGTCTTTAACTGGTAATTACATGAAGAAGAAGAGGTTGGGCCACCACAGGCAGAGGAAG 
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GACCACAGGCAGGGCACAGGAGTATGCATTTGTAGGCTGTATATGGGGAAGTAAAGCAGAT 

TTGTCTTGCTAGAGCTAAAGATGTAGACAAGAGTAAGTATTATGTAGGAACTTCGATCTGACA 

T GTTT AGCCATTGGGCATTGGCCATCTGGTGGAGAGCTGTTGACAAAAAATAAGTAATTTGG 

ATTTTAAAAGGATCGACTCGGTGGTATAGATAATGATGGCTGGAAAATGAGGCGATAGAGGT 

AGACAAATGAAGAGGTTATGGAAATAATCCAGGCAAAAAGACAATGAAGGGCAAGGATGGAT 

AGGAGTATATCCCAGTATTCTGGCATGCTAGAGTTCAATTGAAATGTTTAACTTGATGAATAA 

TAGGTAAGGAAAGTGAGTGAAAACTAAACTACTAGATTCTTAACTCTTAAACCCTTCACTGGG 

TCAAAAGTAATGAGTTTGAACATAGTGTCGAAATTAACCTGATTCTACCTTGTGTTTGAAATTC 

TAC ATTC ATAAAGAAAAAAAAAAAGGAAATGTTATGGTCGGTCCCAAATTATAGTCAATTATAA 

CTATTTTCCTCAAAGTTGGTCTTACCTATGTTTAGTGGTAAGAATTGATTGTTTAATATAGGAA 

AAAAGACCTAAAATTGGTGAGATAATGTGATTCAAATTCCAAAAAAAAAGGAAAATTAGATAG 

CTCTGCATTCAGAAGAATTGAATGATATTTTAAAGACATTCACATAAACACACACCCAAATAG 

ATTCTTCACATTTACTTGTATTCCAAAAACAGAAAACTATTGAAAAGAATGAAGGATGGCAAC 

AAAGT 

>344 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
GGGGGTGATGGTGATGGAGATeeGGAATGCTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCCATTCTGTGATGAGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTTTCTTTTTC 
GAACCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTG I MIN I M I ATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAG CAAGA GAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTATTT7TCAAA TTTCT GTCAGTTGTTA 

AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 

GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 

>345 

tATAGGGAGTCgaCCCACGCGTCCGGGGGCTTAAGCGGGGGGAGTCGAGCCAGCG 
TCGCCGCGATGGTGTTGTTGGAGAGCGAGCAGTTCCTGACGGAGCTGACCAGACTTTTCCA 
GAAGTGCCGGACGTCGGGCAGCGTCTATATCACCTTGAAGAAGTATGACGGTCGAACCAAA 
CCCATTCCAAAGAAAGGTACTGTGGAGGGCTTTGAGCCCGCAGACAACAAGTGTCTGTTAC 
GAGCTACCGATGGGAAGAAGAAGATCAGCACTGTGGTGAGCTCCAAGGAAGTGAATAAGTT 
TCAGATGGCTTATTCAAACCTCCTTAGAGCTAACATGGATGGGCTGAAGAAGAGAGACAAAA 
AGAACAAAACTAAGAAGACCAAAGCAGCTTGCAACCACTAGCCTGGGGAGGGTCCGCATGT 
GTCAAGGGTGAGGGCAACAGATGCTGGACCCAGGGAGCTCTCTGCCACAGGTCAGTCTAC 
AAGGCCTCAGGGACCAACTTGCCAACAGCTGGACTTGATCACTAGCTGGCAAACTGAGCTC 
ACGTATCGGGTGGAATAACAAGCGGACTTTGCTCTCTGCTGTGCAAAACGCTGTTTTTAGAG 
GATTTGCCACAGCAGCGGATAGAGCAGGAGAGCACCACCGGAGCCCTTGAGACATCCTTGA 
GAAGAGCCACAGCATAAGAGACTGCCCTGCTTGGTGTTTTGCAGGATGATGGTGGCCCTTC 
GAGGAGCTTCTGCATTGCTGGTTCTGTTCCTTGCAGCTTTTCTGCCCCCGCCGCAGTGTACC 
CAGGACCCAGCCATGGTGCATTACATCTACCAGCGCTTTCGAGTCTTGGAGCAAGGGCTGG 
AAAAATGTACCCAAGCAACGAGGGCATACATTCAAGAATTCCAAGAGTTCTCAAAAAATATAT 
CTGTCATGCTGGGAAGATGTCAGACCTACACAAGTGAGTACAAGAGTGCAGTGGGTAACTT 
GGCACTGAGAGTTGAACGTGCCCAACGGGAGATTGACTACATACAATACCTTCGAGAGGCT 
GACGAGTGCATCGAATCAGAGGACMGACACTGGCAGAAATGTTGCTCCAAGAAGCTGAAG 
AAGAGAAAAAGATCCGGACTCTGCTGAATGCAAGCTGTGACAACATGCTGATGGGCATAAA 
GTCTTTGAAAATAGTGAAGAAGATGATGGACACACATGGCTCTTGGATGAAAGATGCTGTCT 
ATMCTCtcaMGGtgtACTTATTAATTGGATCCAGAMCMCACTGTTTGGGAATTTGCAAACAT 
ACGGGCATTCATGGAGGATAACACCAAGCCAGCTCCCCGGAAGCAAATCCTAACACTTTCCT 
GGCAGGGAACAGGCCAAGTGATCTACAAAGGTTTTCTATTTTTTCATAACCAAGCAACTTCT 
ATGAGATAATCAAATATAACCTGCAGAAGAGGACTGTGGAAGATCGAATGCTGCTCCCAGGA 
GGGGTAGGGCGAGCATTGGTTTACCAGCACTCCCCCTCAACTTACATTGACCTGGCTGTGG 
ATGAGCATGGGCTCTGGGCCATCCACTCTGGGCX)AGGCACCCATAGCCATTTGGTTCTCAC t 
AAAGATTGAGCCGGGCACACTGGGAGTGGAGCATTCATGGGATACCCCATGCAGAAGCCAG 
GATGCTGAAGCCTCATTCCTCTTGTGTGGGGTTCTCTATGTGGTCTACAGTACTGGGGGCCA 
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GGGCCCTCATCGCATCACCTGCATCTATGATCCACTGGGCACTATCAGTGAGGAGGACTTG 

CCCAACTTGCTCTTCCCCAAGAGACCAAGAAGTCACTCCATGATCCATTACAACCCCAGAGA 

TAAGCAGCTCTATGCCTGGAATGAAGGAAACCAGATCATTTACAAACTCCAGACAAAGAGAA 

AGCTGCCTCTGAAGTAATGCATTACAGCTGTGAGAAAGAGCACTGTGGCTTTGGCAGCTGTT 

CTACAGGACAGTGAGGCTATAGCCCCTTCACAATATAGTATCCCTCTAATCACACACAGGAA 

GAGTGTGTAGAAGTGGAAATACGTATGCCTCCTTTCCCAAATGTCACTGCCTTAGGTATCTT 

CCAAGAGCTTAGATGAGAGCATATCATCAGGAAAGTTTCAACAATGTCCATTACTC CCCC AA 

ACCTCCTGGCTCTCAAGGATGACCACATTCTGATACAGCCTACTTCAAGCCTTTTGTTTTACT 

GCTCCCCAGCATTTACTGTAACTCTGCCATCTTCCCTCCCACAATTAGAGTTGTATGCCAGC 

CCCTAATATTCACCACTGGCTTTTCTCTCCCCTGGCCTTTGCTGAAGCTCTTCCCCCTTTTTC 

AAATGTCTATTGATATTCTCCCATTTTCACTGCCCAACTAAAATACTATTAATATTTCTTTCTTT 

TCTTTTCI I I I I I I IGAGACAAGGTCTCACTATGTTGCCCAGGCTGGTCTCAAACTCCAGAGC 

TCAAGAGATCCTCCTGCCTCAGCCTCCTAAGTACCTGGGATTACAGGCATGTGCCACCACAC 

CTGGCTTAAAATACTATTTCTTATTGAGGTTTAACCTCTATTTCCCCTAGCCCTGTCCTTCCAC 

TAAGCTTGGTAGATGTAATAATAAAGTGAAAATATTAACATTTGAATATCGCTTTCCAGGTGT 

GGAGTGTTTGCACATCATTTAATTCTCGTTTCACCTTTGTGAAACATGCACAAGTCTTTACAG 

CTGTCATTCTAGAGTTTAGGTGAGTAACACAATTACAAAGTGAAAGATACAGCTAGAAAATAC 

TAC^^TCiXATA^TTTTTCCA^ 

TCTTATAGTCAATGCGTTCATCGTTtcAGCCTAAAAATAATAGTCTGTCCCTTTAGCCAGTTTT 

CATGTCTGCACAAGACCTTTCAATAGGCCTTTCAAATGATAATTCCTCCAGAAAACCAGTCTA 

AGGGTGAGGACCCCAACTCTAGCCttctCTTGTCTTGCtgtcctcTgttTCTCTCTTTCTGCTTTAAAT 

TCAATAAAAGTGACACTGAGCAAATAACCTCATCAGgttATATttGCCcaCATACc 

>346 

>347 

NNNAGGGACCCAAATTTCATGAAGGCAGATTTCTCCCTCAGAAACCAGGGCAACATT 
TATAAGGGCCTTTTAAAAAGCCAACAAACTGTCACACAGGATCCTTTACCACAATATATTCTT 
TAGGAAAGAMTGGMTAAGACATTTTCTTTTGTCGTGACGGTGTGTGTGTGTTCTGTTATGA 
GATGGAGTCTCACTCTGTTGCCCAGGCTGGAATGGAGTGGTGCGATCTCAGCTCACTGCAA 
CCTCCGCCTCCCGGTTCAAGCAGTTCTCCTGTCTGAGCCTCCAGAGGAGTAGCTGGGATTA 
CAGGTGCGTGGTACCACGCCCAGCTAA I I I I I I I ATGTTTGTAGTAGAGACGAGTTTCACCA 
TGTTGGTCAGGATGGTCTCAAACTCCTGACCTCAGGTGATCTGCCTGCTTCGGCCTCCCAAA 
GTGCTGAGATTAGAGGCATGAGCCACCATACCTGGCTCTTTTGCTTCATCCATCCCTTAATTT 
CTTTGCTGGAGCATTTTAAAGCAAATATCAGACATACCCTTTCACGCCTCACACTTCAACATG 
CGGCTTGTTGAAATTCGTGCTCCACTCCAGCAACTGCTTTCAATCGGAGTTCCATCCTCCGC 
CGCAGTATGCCCTAACGCAGCGTTATCTTCAGAGCTACCACCAGCTTCCGAAACCTTTCGGA 
GGAGGGCTTCGCCACCACCTGCACGGCGAAGCGGCGCGTAAACGAACCTCGAACGCCAGC 
CTTTGCGCCTGCGTGCCGCGGCTCCGTTTGGTTCCGCTTCGCTGGCGCCCGCCGGGCTCT 
TCCCCCGCCGAGGCCTGTGGTTTGTGGAGTCGAAT7TCCNNNNNNN 
>348 

ACTTGACTGCTAACAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCAGCTTCACAT 
CTGGGAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGGTGCCAGAGGGAAGCTCAAT 
CCATGCAAGCCCCAGATAATATATGAGAACCTCCCCAACCTTACCCTACACCCCTCACCTCC 
CAATCCAAGCCAGTCTCCTTTCCCTGCTTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTC 
(XTCTGCTCTCCCTAGAAAGCTTCATTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGT 
GTGTGTGTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGGGTGGGGGTN 
>349 

GTCCGGGCTGGGTCTCCGAACCTGAAACCGGGAGCTTCCTGCTCGTGTTCGCTGTT 
GAGAAGCTACCCGCGGGGTTGTAGACCTCGGACCTCATGGCAGAGATAATTCAGGAACGCA 
TAGAAGATCGGCTCCCGGAATTGGAACAGCTGGAGCGCATTGGACTGTTCAGTCATGCGGA 
GATTMGGCTATCATTAAGAAGGCTTCCGATCTAGAGTACAAAATCCAGAGAAGAACCCTTTr 
CAAGGAAGACTTTATCMTTATGTTCAATATGAAATTAATCTTTTGGAGCTGATCCGGAGAAG 
MGAACACGCATTGGATATTCATTTAAGAAGGATGAGATTGAGAATTCTATTGTACACCGGGT 
ACAAGGTGTTTTCCAGCGTGCCTCAGCAAAATGGAAAGACGATGTTCAACTTTGGCTCTCCT 
ATGTGGCTTrrTGTAAGAAGTGGGCTACTAAAACTCGACTTAGCAAGGTATTCTCTGCCATGT 
TGGCGATTCATTCCMCAAACCAGCTTTGTGGATTATGGCAGCCAAAfGGGAAATGGAAGAT 
CGATTGTCTTCAGAAAGCGCAAGGCAACTATTTCTTCGCGCACTGCGCTTTCATCCAGAGTG 
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CCCAAAACTTTATAAAGAATACTTTAGGATGGAGCTGATGCATGCTGAAAAACTGAGGAAGG 

AGAAGGAAGAATTTGAAAAAGCCAGTATGGATGTGGAGAATCCTGATTATTCTGAAGAAATC 

CTTAAGGGCGAGTTGGCATGGATCATCTACAAAAATTCTGTAAGCATAATTAAAGGTGCAGA 

ATTTCACGTGTCACTGCTTTCGATTGCACAGCTATTTGACTTTGCCAAAGATCTACAAAAAGA 

GATTTATGATGACCTTCAGGCTCTACACACAGATGATCCTCTCACTTGGGATTATGTGGCAA 

GGCGAGAATTAGAGATTGAGTCACAGACAGAAGAGCAGCCTACAACGAAACAAGCCAAAGC 

AGTGGAGGTCGGCCGGAAGGAGGAGAGGTGCTGTGCTGTGTATGAAGAGGCAGTGAAGAC 

TCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTTGCTTGGAAAGATTTACTAAGA 

AGTCAAATAGTGGGTTCCTTAGAGGGAAGAGGTTGGAAAGAACCATGACTGTATTCAGGAAG 

GCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGTTGCTGTG 

TTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGAACTGAATTGTTTAGAGACT 

CTGG GACAAT GTGGCAGCTGAAGCTGCAGGTGCTGATCGAGTCAAAGAGCCCTGACATAGC 

CATGC I I 1 1 I GAAGAAGCCTTTGTGCACCTGAAACCCCAGGTTTGTCTGCCATTGTGGATTTC 

CTGGGCAGAGTGGAGTGAAGGTGCCAAAAGCCAAGAAGACACTGAGGCAGTCTTTAAGAAA 

GCTCTCTTAGCTGTCATAGGTGCCGACTCAGTAACCCTGAAGAATAAGTACCTGGATTGGGC 

TT ATCG AAGTGGT GGCTA CAAAAAGGCCAGAGCTGTGTTTAAAAGTTTACAGGAGAGCCGAC 

CATTTTCAGTTGACTTTTTCAGGAAAATGATTCAGTTTGAAAAGGAGCAAGAATCCTGCAATA 

TGGCGAACATAAGAGAATATTATGAGAGAGCTTTGAGAGAGTT TGGATCCGCAG ATTCTGAT 

GTTTGGATGGATFATATGAAAGAAGAATTGA7\CCACCCCCTTG 

ACAGATCTACTGGCGAGCGATGAAAATGTTGCAGGGAGAGTCAGCAGAGGCATTTGTAGCT 
AAACATGCTATGCATCAGACTGGCCATTTATGAAGATGAAGAATACAGTCAGCTTTGTGAAAT 
AGTATTGCAAGCAAGCCCCGTGGGCAAATTTGTATTGAGTCCATCTGTAATTTGCTCAGTGA 
TGGCA GACAAGATGGC TGTCT GGTTTTGAGACACACTTTAATTTTATGTTAACTTGTTAAATC 

AAAAATTAAAAAATTTTTATGATTGACTAAAAAAAAAAACCTACAAACCTTCCNNNNNN 

NNNNN 

>350 

NACAGCTGGCGAGTGTACCCGTTTCTGCGAGAGAAGCTAAAGAATGCCCTTGCGTG 
AGGAMTTAAATTTATGTTCAAGCTAAATGTCGTTTATGGCACTGGGAACACAAGCATTGTCG 
TAACAAGTTCTGGTGGAAATCCGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCC 
TTTCTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAG 
ATCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAAACAAAAACT 
GGCTGGCGATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCCAA 
ATCGACGAAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCAGCC 
CTAGAAT7TCCAGTAGACCAGCAGACAGCCGGGAAACCAGATCCTCATCAAAAGACAG AAA 
GAAAAAAATTCGAAGCCAGCCTGAGAAGGGCCCTATTTCAATGCTGTTAACCACTGAGACTG 
CATCCTCAACAGTGAGACAGGATGGACCAACATACTCAAGCTCAAGGAAACATCTAACACCG 
GTCGGAAACTCATGGGATCACCGGTACCTAGGATTAGGCCATATAAAGTTTACCGTTACAGA 
ACCGCCTACTCTCATATTACGTCTCACAATGGACACTTATCCCTACCTATCCGGACAAGCCC 
CTGGGCATAGGGACCTAGCTGACAACACGCAGTACCAAGGGCCTTAAAAGCAGCCCAGACC 
CCCGTCTCGGCACAGGTGCCACATCACGAGACGCTATGGCTAAACCACAGTATAGACGGGC 
GCCCAAATGAGAGGACACCGGCCGCCTTGGTTGTCACGGCACAAGAGCATCGCCATCAGA 
GGTAGGGCATAGAACATGACTACTACGCGGAGGGCAGCACAACGCAACACAATATATACAG 
AAAGAATGAAACGTACAGAAACTTCAGCAAGTGATCTGCTTTCTTGTGTTGTCTTCTCCTGAC 
CNNN 
>351 

NNNNNNNNN NNCCGC CCGTGCTGGTCCTTATTATTGCCCGTTGTTTCTGGATGTGA 
ATGGATTACMTGTATTTTTTTAGGGAAATCCTATTATTATCAATGTGACTCCACGGGGGAGT 
CCATGGTGATGATGATGAGGAGGAGGATGATGATGATGAGACACCTCTAAACTTGGAACAA 
GTTTAAGACTTTATGAGAGAAGAAAAAAAATCACCAACAAGAATTGTTTGAGGAAAAATCATA 
ACT ATCCTGTG TTC A 1 1 I 1 1 I I 1 I I I A T AAACAA TAAG AAAAAGTTGTTGG A I I I I I I I I IA ATG 
A 1 1 I CI 1 1 1 1 IGGGGGAGGGAATTTTGTTGCAGTTTTATGGTGGAAAATGCAAAAACCAGAGC 
C AGGTG CATAATCTTGTAATCTGTGGATATCCCTGGAGCAGGACTGAGTACCAGTTAAAATA 
CTTTTTGGGGATACACATGTGAGATACTMGTACTTGCAGMGATTTrTGTCTCTCTTTTTAAA 
GTCTCTTTCCTTGGAATATTGTGAGAATATTTGTGGCCATTTMGGTTTGTGTGATTTTGCTAA 
AATGCATCACCAACA GC^A AtGGCTGCCTTAGGGACGGACAAAGAGCTGAGTGATTTACTG 
GATTTCAGTGCGATGTTTTCACCTCCTGTGAGCAGTGGGAAAAATGGACCAACTTCTTTGGC 
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AAGTGGACATTTTACTGGGCTCAAATGTAGAAGACAGAAGTAGCTCAGGGTCCTGGGGGAA 

TGGAGGACATCCCAGCCCGTCCCAGGAACTATGGAGATGGGACTCCCATGACCACATGACC 

AGCAGGGACCTGGGTCACATGACCATCTCTCTGCACCTTTGGTCAATTCCAGATTCAAGTTA 

TACGGAAGGGGGCCATTACCTCCTATGGAGANN 

>352 

>353 

CGCGGTGGCGGCCGAGGTACACCCAGCTTTGTCTCCTGGCCCCAAATCTCCTTTTC 
CTTACTTTGGGCATTAACTGCTGTTGAGGTCTCACAGCCTGATGGTCATTATCCCTGAATGG 
CATAAATCAACAGGCTGTATGAGCATTGTGTGAGATTCTACATGAGGGAGAGCATTTCAAAC 
CCATGACAGATGAGAGAAGTTAGTACACTCTCACTGAACTGGGGATGTTTGACTTAAAATGA 
TGGACAATAAGATAGTGAGCAGTAAGTGTGCTCTAGGCTAGGCTACGAGAGGCCATGAGCT 
CCTCATCTCTTCTCTGTTCTGAGCTCTCTGATCCACCGCACTTGGGGCAGGGGGTGCATTCT 
CTGTGCCTCTCCTGAGTCTACTTTCTGCATCATTGGTTCTCCCAGCTCACTTCCATAATGTCC 
TCCTAGGCTGCATTGGAATTGTGTGTTGTCTAGACCCATGGCCAACACTGTCATTGCCTGTG 
ANNNNN 

>354 

AC I I I 1 1 I I I I I I I I I 1 1 I 1 1 II I GCCTTTAGAAGGTTAAAATGCCAATATAAAGCTAAA 
AC AGTAATC ATCAG AG AG AGGTGT AAT AAG G GTTTG 6TAGTGTTTTTACTAT ATAAATCTTTAC 
GTGTTAATGGAAAGAAAATTAATTCATTCTGTTACTCCA I I I I I I I CTCTCCATATTGTATGCC 
TGAAGTGAGCTGATGAGGGGCAGAAAGATCATACAGTTAGGAATGAAGACATCAGAATGTTC 
CACTAAACAGATATTTAACTAGATACTATTATACTACTAAGAATAGCAAGAATGTCTCTCAATT 
CTGGGAATTTCTCCTAGCTCACACAAATGAAACGCACATCTCCATGAATGCTTTCTAATAAAT 
GCTTCCAGGATAGTATCATAAACAAAGTCAAAATTAAGAAAAATCACCTCCATGGCATCCTGG 
TCATTCTCCATCAGCTCACCTTTCTTCTTATCAGAATCCACAACTGCNNN 
>355 
>356 

NNGTCGCCATTGTGACCCGAGAATTTAATATACTTGTGCCCCGCGCGTGTTTTGTTA 
ACCGTCCGCCCGAGTGTCCCCTCAATTTCTACCCCTCGCCCCTTAACCCAAAGCTAAATCCA 
CCATCTGGTATTCTCCCCTAGAGCACCAGATGACCATCTGAAGCTGGACAAGTGTCTCTAAC 
AATAAAACATTACTGTTTACAAAACAAAAAGCACAAACATAATTATGGAATAAATAAAAAACAA 
GGGACAAACAGCCAACTGACTCTACCCACTTGGTGAGAAGTGATATACTTCAACT AI 1 1 1 I I I 
AATGCTTCTGAAAGTTTCTTGGCCCACAGAGGACTAGGGTGCAATCATTCCCTGTGTTAGTG 
AG7TGGGTTTAATGCAGCTTCAAAATTAGGGTAAAGGGACTTGGTGAAATGTTTACATTAAAT 
ATTTCACTCCTA CCCATTCTTC AGGAAAAAAGGTGAGCTCAGCAAGGCTGGATGCCATTAAG 
AGATATTTACTGTTTTCTTTTTCTATAGCTAAA AAAG CAAACTTTACACGAAGAAGCTCTTGAT 
TAAGGAAATTTCAATAGATTCATATTTATAAAATTTTAAACATTTGGCACAGCAAAATTTGGAA 
AAAATGGGGGAGAAAAAATAGGTCTGGTTGTTGTCCCCCTTTTTCCACCTGCTGCTGGACAG 
TGATGAGATGCTCACAGAAGAAAAAGGCCTGGCTTTGTACCAGGCTGGCGACAGGTGCTAC 
CAGGAGTGGGCTGAGGGGAGAAAAACTATCTCCCACTCTTTTGGCCCAGGCAATGTCAACG 
ACTTCCACATTCCCTGGCCCACTTCCTGAGCAACCCCAGGTTCGGCTCTGTATAAGGACCCT 
CCCCTCCCAACCCCAACCCCAGAGTGCAGTGCAAATCAACCAACAATTTACTGGTGGAATG 
GCAATCAAAGGAAACAGTTAAACACCAAACAATTTCTTAAAGCCAAAAAATATTTTTCATGGA 
GTTGMCATTTTTCGAGTGTGTTTTTTTCMGTGTAAMGCAGTGACATTTTGTTCAAACAGAA 
GCAGCATCTAGGAATTCTGGCACTTGGGTTCTAGGGGGTTACAGGTATGCATCATGGATTCT 
TCTCCCTCGTATTTAAAMGGCCTCGTGTTTCTATTCCTGAGTTCATACCAACACCTGCTAGC 
TCTCCCCTCTAGCGGACAGTGGGTGGCCAGCCAGCCTCCCTGGTTAGATTGGGCAATGCCA 
AGCAGACATCCCTCATTCACCTGCTGGGCTTGCTTTCTGATTCAGAGGTAAGTCGAAGTGCA 
GAGAAAGAAACTTACAAAAGCACAACCACCAAAGGCAGCCTGAACGGGGAGCCCTGTGCAG 
ACTGAGTTGCTGGAGACTACCCTCTCAGTCCCATTCCTGGGGAAAGGTAGGTCACTCATGG 
AATTTGAATCAAACATGGGGGAGGACACCTGCCAAGCAATAGTATGATGGACTCAAGTCATC 
CCAGGCCATCTACTGTCTCCXJTCACCTGCCCTM(XTTTTCTGAGTCCCTCCCTCTCTTGTG 
CAAGCACTGTAG7TTAAAAAGGAAAAAACACCCCCCACCATTAAAAGACAACCTTGAAATGTT 
ACTCAGTATATAAAGTTTGCTTAGGCTAAGGTGGAGTCAGAAATGTCTGTAATTGTAGACACC 
ATCTCTGTGCCACCCTTCCTCTCATCGGATATGGAGTGATTTCTTCTCTGGCTGCTGCGACG 
CAGATCTGAGCCACAGTCAGGTACCAATGTACACGACATAGGCACATGTGCAAACACAAAGA 
AGGTGGGCTGCTGCTTCTTTCTCTCTGCCCCTAGTCCAGGCTCCTTTGCTTCACGTAAGATT 
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AACACTTTCCCATTCCTCTGAAGTTGCTGGAAGGACATTTCCCAGGAAGAAACAATTCCTCA 

CTGCCTATAAACTGTAGTCTCATGTGGGATAGTCAATTGAACATGAGAATCAGAACAATCTG 

GGCAAATGGGTATGGCAAGAATGGGAACACCACAACAGGACAGATGCCAACTCTCATTCAT 

GCCAGGCCTTTTGGCATCTGGGTGCCTTCTGTGTCTTCTTTCCACCTCTTCCTTCAGTCTCAA 

CATCCACTTGTACCCCCAGCTACCTCCCATGTTTCCAGGTATCATTGGCTCTTAACTCCCACA 

AGCCTGCCTTTTGGCTACCCATCCCAACAATATCAAGAGGGAATGACTAAGTATCAGCTAGA 

AACTTAGCCATGTCTCAACATTCCTGGATTATCTGAAAAGCTGTCGATGCCCTTTTACAGGTT 

TATGGTGACAGACCCGTATCATCTTAAAGTATGTTCATAGTTAAGGCTTGACTTAAGAAAATA 

AGAGAACCAGACATAATGGAAAGACCTCTTCAATAATGTTGTCATGCCTCTCAGTGAACGTG 

CTCACAGTCACACTTGGTTTGGCTCCCCAAACCCACAATAGAAAAGGAAAAATGAGTATTTT 

GTTTTTCATCTGTTTTGTATTTAAAGGCATTGGGTTACTTCCTCCTGCCCTCTTTTCTTCCCTG 

AACAAGAGTTTACAACTCCTCATGGCTTCTTAATAGGTGAAGTAGGTGAAAAGTCTGAGAAG 

CTCACAGCAGGGTTTGCCGTCCCAACTATGCAGCTGAGAGGTCGCCAGCTCCTGTGCCTTC 

CCAGCCCCACTATMTTGGCAGTATGTTTGTTCATGTTTCCTGAAAACATTTTCTTTAAAAAG 

GAAAAGAAAAAAATGCCAAACAACACCAACCAAAAAAAAAAAAAAAAAAAAAAGAAGGAAGAA 

GACAAAGAGCAACATCCAAACATTCCCCAAGCCCCACCCCAGTAAGTCTGAGATTATCTTAT 

TCCTTCCCTGAAATAATTATAAAGAAGCATTTCAGGCAAAATACTTAGTATTAATGGTCTCTTA 

CTGGT.CAACCTCGCAACGATGGGGTTTTGGGTTTTATGTGTATGTGTTGGAGTAAAATAAATT 

CATTAATGGCTTTCCACATACAAATACAATAGAAAAGAAAGAAGTCTGGAACCTGACTATCAT 

GGGACCAAAAAGTATCTTGGCCCTTTGGGAGTTTCCTTGTCAGAAAGTATAAGCCTCAACAG 

GAAATAGAGGCTCCTTCTCCTTTGAGTTCAATACCCTCCCTGTGTCCTACTCACCAGGAAAAT 

AAGTGTGTTCATATCCCACCTAATTTACAACAGAAGATAACCCCATCCCATCCCCAAAACATA 

AAAATACAAGTCTATGCCCATAGAACN 

>357 

ACGATCTCAGCTCACTGCAACCTCTGTCTCCCGGTCAAGTGATTCTCCTGCGTTAGC 
CTGCCAAGTAGCTAGGATTACAGGCACCTGCCATCACGCCTGGCTAAI I 1 1 IGTAI I 1 1 IGTA 
GAGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATCTGC 
CCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCCCCACGCCCAGCCCACACT 
TTTAATTAATGGAGAATTGAGGCTACTAAACACATACTTCAAGGTATGAAAGGAAATTTGAAC 
CACTGTTAAGAATTATTCTGGAGAATAAAAGGATCTGAAGGTGGCATCAAGAGAATCACCCA 
TCTCCATATATGGGAGCTACTCTAGAAAGAAATGCAAAAGGTATA7TTCAGTAATCTTTTCCC 
MCTTCTCTGTTCCCCTGACAATACTGAGATCAACAGAAGCATTGGAAGGTTTCTTTTAGATA 
ATAGTGAGAGATACAGGCAGATTGCTAGCCAAATACAGCTCTGGGTTACTGTGATAACACAG 
GTTCCTTCGAATGTATTTATTTTCCCAAATTAAAAATAAGCAGGGATGGAAGTAGTTATTATGC 
ATTTTTCAAATTCTCCTTTCAACAGTCTATATAAATGTTGCAGAATGCTAGACTAGGATGAAAA 
GTAGGAGTCATGAGAACTGCAGAAGCCTGAGATCCTAAAGGAAGTGTACCATCTGAGTTGG 
CAATGTAAGACACACACGTTAGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTT 
CCAGCACCAAATCCAGAGTCACTCGGGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATA 
TTCMTTCTGCTCCAGTAGAACATGGTACCTCGGCCGCCACCAGTTCAAAAATTATCTTTGAT 
TCATTTTGTTCCCCATTCCTCTAATATGTCACCAATTCTGCTGATACATTCTTTGTAATCTCTC 
CATCTATTTTAATCTGTTATTCACCTGAGCTACACAAACATTCATCTGCACAAGGA GTAT TCCA 
CGTGCTGAAAAGACAGAGGATTMGCCCTCCTTGTGGAGGCATTCACAGTCTGGTTTTAATA 
CACAAACCAACAATTATAATACACAGGGATAAAAAAAGTAGAGGCACTTATTGCATACCTG 
>358 

NNAGAAATTGTTTTCAAGATTGGTGCTTTTGCACCATTGATTAGACGAGGCAACCAA 
GTGCATTTATTTTGATGCATGCCTGGCCCCTAATCTGCTGAAGAAAGAAGAATAGAAGAAAAT 
CMCCTGAGTAAAAGCAGCACTGGTTTTGAGTTTTCTAAGCTCAGGGTCTTCATTAGAGACC 
TCTGGAAATACATTAAGGATGGTGGGGGTAGATAATCCATTCAGCCAGACAAACGGGGCCA 
GCTCTTAAAATAAGAAAGCTGAGACTGAGGAGGTGAAACTGAAAATAAAAACAGAAAGTTCA 
TCCTCTAATCCCCAGTGCTGTATTTCTTCAAGGTGCATCAGGCCTAGGACAGTGGTTAAGTG 
TTGGGAGCTGGAGATCATTTTATCACTGAGTTGAGAI 1 1 CI II I I CCTGCAGAGTGTGGGAG 
ATTATATTTAGGGTCATCAGTCACTGTCGCMCTGATGACTMGGCMGTTTGCTTCCTTCTA 
CTTCTTACAAAGCAAGAGGTiTAGGGGAGCTTCTTGCCCAGAAACAAAGTTTATGCTCTATGT 
GATCAGCTACATCTCCTTAGGTTCCATACTTATCAGGGGCTTTTGACATGGAAGAATGTGATA 
ATTGGGGAGCAACCTTCTGAGMTTCAGCCrrrTGAAGTMTTCAAAGACAGTTtCTTAGCACA 
CACGTTAACTCCAGACACAGCAGTGGTGGGTGCCTCCATTGAGGTTTCCGTTTTCTCTTCTG 
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TCCATCAAGGGCCCAACATCCAACTGGTCCCACAGTGAGCAGGGGCAACTCTTGCTTCTTC 

AGCATCTGGCCACTTCGTTTCCATGGTAACTGCCACGTGTACTTTTCTAGCAGTCTGTGGCC 

ACTCCATACTCAGCTGAAAACACTGTTTCAGCCCCCTCTCTGGTGACCTCAGCCTTCTCCAG 

GTGTATCTCTTGATGATCTTGGAGACCAGCAGCCACAGCTGCTGCTACTCCTGCAGGAGACT 

GTCAGGCTGTGGTGGGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTGTTCTCT 

GCCCCTCTGCTCCTCCATCTTAGCTTCTGGAGGAGTTAAGGCACCAAGGGCACCAAGTCAG 

GTTGGCAGTTTTGCTGCCCTTGCCCAAGCCTCCAGCAAAACTAGCTGGTCCCCTGCTTTGCT 

GGGTCCCAGCCAGGTGTGATTTGGTTGTTGATTAGTAACCACACATTGTTTTTCCCCACCTTT 

TTCATTAGTGGAGGTTTGTATGTGTGTTTGTTGTTTGAGACAGAGTCTCACGCTCTTTTCAGA 

CTGGAGTGCAGTGGTGCGATGTCAGCTCACTGCAACCTCCACTTCCCGGGTTCAGACGATT 

CTCATGCCTCAGCCTCCTGAGTAGCTGGGATTACAGATGTGCACCACCACACCTGGTAATTT 

TGTATTTTTAGTAGAGATGGGGTTTCACCATATTGGCAGGCTGGTCTCAAATCCTGGACTCA 

GGCGATTGGCCACTTGGCTCCCAAAGTGCTGGGATTAAAGGTGTGAACCAACGTGGCCTGC 

GCCCATTAGTGGAGTCTGATGGGCCGGGCTCAATATTATTCATGGAAGAGAGACATCTTGGT 

TACCTTTTTCAACAACTCCTTCATGAAGAAGGGAGGGGGGCGACTCTACATCGACGACAATG 

GTCCATGGAGAAAATGGGCGGAGTACACATTTGGGCGGTTTTCAGCCCCTTTTTGTTAAACC 

CTTTCACTGGGTATACCGCGGGAGAGTATACCCCCCCGGGGCAGCGTTAAAAGAACCGCCC 

GTTGTTGGGGAGAAGANNM 

>359 

NAGTGTCTTTCTTCAGGGGCCAAGGTTGGACCCAGAAGTGCATGGGGTGCTTGGTG 
TCGTTCAGTGATGTAGTAAGGATACACGGTTCCAGACACGGCACAAGAAATGCCTTCCTTGG 
CAGTTCAGCACCTTTCCTACAAATCTTTATTCTCTACCATTCCCGGAGTAATAAATCCAGTTG 
GAGCAGCAGTGATGAGAAGAGGGGATCGACACGTTCCGATCACAACACCAGTACCTGCCCG 
GGCGGCCGCCAN 
>360 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNGNNNGNNNNNNNNNNNNTNNNAGNNNNNNGGNNNNNCNNNNNTTTGCCNNTTAN 
CGGTNAACCCNNTTGGANNCCGANTNCCCCCCCANCNNAANCTNTNAACCNTNNNGTGAGG 
GCGGGTTGATTTTCTCACTTTGGACTGGTTTTTACTTCCCGACTTCTGGACTCATCTTTCAAG 
AGGACTTTAGACTAATTGCAGATAATTAAGAGAATATGCCTTCTGCATCCTGTGATACACTAC 
TGGATGACATCGAAGATATCGTGTCTCAGGAAGATTCAAAACCACAAGATAGGCATTTTGTA 
AGAAAGGATGTTGTCCCGAAGGTACGAAGGCGAAATACCCAAAAATATTTGCAAGAGGAAGA 
AAACAGTCCACCAAGTGACAGCACTATTCCAGGCATACAGAAAATTTGGATACGAACATGGG 
GTTGTTCTCATAATAATTCAGATGGAGAATATATGGCTGGACAGCTAGCTGCTTATGGCTATA 
AAATTACAGAAAATGCATCCGATGCAGATTTATGGCTCCTGAACAGTTGCACTGTAAAAAACC 
CAGCTGAAGACCACTTTAGAAACTCAATTAAAAAAGCTCAAGAGGAGAACAAGAAAATCGTA 
CTGGCTGGATGCGTTCCTCAAGCCCAGCCTCGCCAGGACTACCTTAAGGGACTGAGTATCA 
TTGGGGTTCAGCAGATAGATCGTGTGGTAGAAGTTGTGGAGGAGACAATTAAAGGTCACTCT 
GTGAGACTGCTGGGTCAGAAAAAGGATAATGGAAGGCGGCTTGGGGGAGCACGATTGGATT 
TGCCGAAGATTAGGAAGAATCCACTGATAGAAATCATTTCCATCAGTACCGGGTGTCTCAAT 
GCTTGTACCTACTGCAAAACTAAACACGCCAGAGGAAATTTGGCCAGTTATCCAATTGATGA 
ACTAGTAGATAGAGCCAAACAATCTTTTCAAGAGGGTGTTTGTGAGATATGGTTGACCAGTG 
AAGACACGGGGGCTTATGGCAGAGATATTGGCACCAATCTCCCCACACTCCTGTGGAAACT 
GGTTGAAGTGATTCCTGAGGGAGCAATGCTGAGGCTTGGCATGACAAATCCGCCCTATATTT 
TAGAGCATCTGGAGGAAATGGCAAAAATCCTTAATCACCCCAGAGTCTACGCTTTTCTGCAC 
ATACCAGTCCAGTCTGCCTCCGACAGCGTACTCATGGAAATGAAAAGAGAATACTGTGTGGC 
TGACTTCAAAAGAGTAGTGGATTTTCTGAAAGAG AAAGTTCCTGGAATAACTATTGCTACAGA 
TATTATCTGTGGTTTTCCTGGAGAAACAGATCAGGATTTTCAAGAAACAGTGAAACTTGTTGA 
AGAGTACAAATTCCCAAGCCTGTTTATTAACCAATTTTACCCAAGACCAGGAACTCCTGCTGC 
AAAMTGGAACAAGTTCCAGCACAAGTGAAAAAGCAAAGGACAAAAGATCTTTCTCGGGTGT 
TTCATTCTTACAGTCCATATGATCACAAGATTGGTGAAAGACAACAAGTGTTAGTAACAGAAG 
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AATCTTTTGATTCCAAGTTTTATGTTGCACACAATCAATTCTATGAGCAGGTTTTAGTGCCAAA 

GAACCCTGCGTTCATGGGGAAGATGGTTGAAGTGGACATCTATGAATCAGGCAAACATTTTA 

TGAAAGGGCAGCCAGTATCTGATGCCAAAGTGTACACGCCCTCCATCAGCAAACCGCTAGC 

AAAGGGAGAAGTCTCGGGTTTGACAAAGGACTTCAGAAATGGGCTTGGGAACCAGCTGAGT 

TCAGGATCCCACACCTCTGCTGCATCTCAGTGTGACTCAGCGAGTTCCAGAATGGTGCTGC 

CCAT GCCAAG G CTACATC AAGACTGTGCGCTGAGGATGTCCGTGGGCTTGGCTCTGCTGGG 

TCTTCTTTTTGC I I II 1 1 IGTCAAGGTCTATAATTAGAATACAACTAATGGAAACATCTATAAA 

GAAGAATACATTTCTAATTAAAATCTTCAATGAACAGGAAAGCGACATCTCCATTCTCCAAGG 

GCAATAATTTGTACTGGTCATGCTGCCTCCTTCTCAGCCACTCTTCTTAATGAGGCTCCCCCT 

GTCTCACATTGAGTTGGGCCCA7TGGTTATTTGACCTAAAACCTAATCACGGCTACCATAGC 

ACATCCTTCAAATTAAACTGCTTTTGGTTTACTTTTAGCAAGAAATGCAAGCGGTTGCA I I I I I 

TTCTGTTTGTTTCAATCTCTAATCTTTAAGTCAGAACCTAATTGTACAGTGGCTCTGGCCATCT 

TTTCCTCATGTGGAAGAATTTTCTATCTTTAATAAAC I I I I ICTTTGI I I I I I I I I I CCAGATGG 

AGTTTCGCTCTTGTCCCCCAGGCTGGAGTGGTGCAGTGGCACGATCTCAGGTCACTGCAAC 

CTCTGCCTCCTGGGTTCAAACGATTCTCCTACCTCAGCCTCCCTAATAGCCAGGGGCTACAG 

GCATATACCACCATGCCCAACTAA I I I I 1 1 AATTTTTTGTAGAGATGAGTGTCACTATGTTGCC 

CAGGCTTGCCTGGAACTCCTAGCCTCAAGCAGTCTTCTTGCCTCAGCCTCCCAAAGTGCTG 

GGATTACAGGCGTGAGGGAGTGGAGGGAGGGGAGATTAAATG ! ! I I i ATTTGTAeCTGGCAT 

CATTGGTCTTTACTAAGTGAAGTGACTTCTTTCTTTAACAATAAATGGAATTGGTATACTAANN 

NNNNNNNNNNNNNNNN 

>361 

>362 

ATATCCTTTATAGCTGTTTATTnTAAATCCAGGATCCAATCAAGAATTATACGTTATA 
TGTAGTTGTCATTCTCTTTTGTTTCCTTTMTTGATTAGAGTTGCCCTTTTGTGTGTGTCTGAG 
TGGTGGGTGGTGGGGTGGTGTTTGTGTATGATGTGCAGTGTGTGTGTGTGGTGTGTCTTTC 
ATGACACTGACATTATTAAAGAGTTCAGGCAAGTTTGTGGAATGTCCCACAATCTAGACTTTT 
TTACTGATTGTTTCCTCATTACGAGATACAGGTTACA I I 1 1 1 I 1 1 CCCAAGACTGCTACATGTG 
TGATGTTGTTTCCTTACTACTGCCTCACCTCAGGAAGCACATAATGTCTACTTGTCTCTTTTCT 
GATATTAGGACTGATCAGGTGTTGTCTGCCTGATCCAATCATTATCAAGTTCCATAATTCATT 
ATTAAGCTCTGAAATTCAGGACACATACATTTATAGAGTGTGAGGCTGTGCATACGTACATTC 
ATCCCTTAATGTTCTCAAGGAGGCCCAGGATCCCCAAAATATTATAAGCATTGCAGTCAGAT 
GATATAGCACTAGCAAAGCATTCATCCCTTTCCATATAACAGGAGGGAGGGGAAGAAGGAA 
GTTTCCATGTGCAGGCAATACGTGAGAGCATGGGCAAGTGAGGATTTGTATGCTCCCTGTA 
GCCAG AGGTGAAATATTCAACGCTTTTA 1 1 I I I I CTCCCGTCTTCAATGACCTCCCATTTGGA 
CCCATAGTTTATTTATAGAGAGCACACACTCCCTAATTGTCAGATGG I I I 1 1 I I GGGAAAACT 
CTTAGATAGTACAGTGAGTTGTGACCCTCCAAAGGATCACAAGTACATAAACAGATACAAAG 
TATTTATGTGGTATTAAAATTTCATGGTGATGGTGCAAGGGAGAGATGATTAGGAAGAAAATG 
TCTTAAACGGCTGTAATTGAGAAATACTGATCTAGAGTCATTTCCTGCTTCTTAAATTGTTCGT 
TTTCTCTTCCCTGGGTATTTTCTCATTTCCAAAGACCCAGAGTCTCAGAGCCAGTTTAAGTGG 
AAGAAACTTTGAGAGGTTTCTTAATCAATTCCTTCTATCTCTCAAACCATGCCAGTAACTTCCT 
TGGTGAAAAAATCTATACTCCTCTCACAGTTCTTCGGGCATGGAAATTCTATAGCATTCTTTG 
G TATAAC CAACCCACTGAACCCTCCACAACATCTTGAATTCCATTCAACTCGAGCTGAAGTAT 
TCTTTTTGAGTTTCAGTATATCTlTTCTAGTGTCCCACTTTTAGAAAGGTCCAAAGATGATATA 
TAATMGTGAAAATACAATTAATCAGAGCTTTATTTGCATATCCATTAAATATCTGAAGGCTAT 
TACCAGTTGTGCTTCAGCCTCCTTTCCCTTGCAATTCTCCCAGGGTGGCATCCTCTACGGAG 
TCTTGTTGCTCCATTGTTGACCACTGATGTAACTCAACGTGAAACCTTCCCAAAGCTCTCCAC 
ATCACTCTCTGTTATGGCTGTGACCAGCAGTGAACATGAAAAGAACTTATTTCATGCCTTCTC 
CAAACTATATTGTTTCTTTGCTAAGTCCAGACCTGCTTTTTCTACATTTATAGGTTTTCTAlTTT 
AATCGCCATGCAAAATTCTTTATCATACTCMTCATTTTGGlTTATCTTCCTGACTTCTTACCT 
TTAACATCCCTGTTAAAGATTACACTGTTGTTGTTTCAAAAAAAAAAAAAAAAAAACCTTAATT 
GGCAAAACATTAAGGGACTTGAATAGAATTACACTTATC 1 1 1 I I GTGCTGATTTATGTCAATCC 
ATCATTCTGGTTATTGATGGAAGCAMTTGCTTCCTATGTTCTCTAAACCTTATGTCCCTTGCA 
TACTCCATGAGTACCACACTGGGAGAAAACAAAAGCAAAAAGATTGTGGGAAAAGTATAGCC 
ATTATCTrTGAGGAAATGTGTACCAAGGCACAATCATTAAAAGGAGTTGGAGGCATCATTTG 
GTTGACACTGTTGTCATTCTTGTTCTGATCATTTTGGACCTTGAAGAAATTGGTGATTCTCTC 
CTAGAATTAGACAAACAAAGTGTGTTTGGAAATAATGATTGTTTTCCTGCCTTAAAAAATATAT 
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TAACAGAAAGCTTTTATAACAGGCTGTTTCCCTCTGGACAGGTATTAATTCTGAGTAAGAATT 

TTCAGT GACT ACATAAGGATTTGTGTAACTTATGAAGGAAGAGTCCATTTCTAATCAAATAATT 

CACCTGTTTTACTAGCTTATAG TGATC TGATTTCAGAATTTTCCTGTATC I I I I I I ACATACATC 

AGAAAMGAMTGTTTACTATATTTTTGGTTCCATTTATGATTGTATTAAGCATTTGACTATAA 

GGAAAACTAACAATTAAATCAATTAGAAAAGCAACATAAAATTAAATGATATTTAGGAAATCAG 

TTATATGTGAGCTTGGGTATTCAAATGTCACAAATAAAAAGCATATAACCAAAAAATAGTGATA 

GNN 

>363 

TTGGAGCTCCACGCGGTGGCGGCCGAACGTTGGCTTATCATAATATTGCTGACAGC 
AATAAACTGCCACATCTTCAGCCTGCAGGCTGCTGGTGGTGAGAGTGAAATCTGTCCCAGA 
CCCGCTGCCACTGAATCGGTCAGGGACCCCGGATTCCCGGGTAGACGCCCAGTAAATGAG 
CAGTTTAGGAGGCTG GCCCG GTTTGTGCTGGTACGCGGGAGAATGGCTCGCAAGCTGACT 
GTGAGCTCGGAAATCCTTTTAAAAGAAATTCAAATGTCACTTTTTATTTGGTTTTAAGTACCTC 
GGCCGCCACCGCGGTGAGCNNN 
>364 
>365 

NNGAGAGCGACGCGACATGTGGAGGGTCGAGAGGTTCAAGATGTTGGATGTGGCG 

CCJXCG.CCGCATXGCXGIT.GAAGCATTGCCGGGGGGGGGAGGG 

CTGACCAGGCATACTGAAGCCGGGAGTTGAGACCGCCTGGCCAACATGCGAAACCCATTTG 

GTCTGTAAGATATACAAAAATTAGCCAGGCATGGTGGCGCAAGACAGTAGTCCCAGTACTCG 

GGAGGCTGAGACAGGACAATTGCTTGAACCTAGGAGGTAGAGGTTGCAGTAAGCCAAGATC 

GTGCTACTGCACTCCAGCCTGGGTGACAGAGTAAGACTCCATCTCAAAAAAAAAAGAAAAAA 

ATTGACTTTGGAACCTCAGATTACATATCAGTTTGCATACATGCTAAACAGAGAAATGTCCTC 

AAAATTCAGTTACTAAA AATTAC TGATATCTCCATGATTAGAACCACACTGTGGTTGTGTGTG 

TAGTCAAAGGAGGAGAATTTTTAATGCTATATAAGCATAACTGATAACTGCTATTACAAATAAA 

TATTCCACAAATTTGG AAAGTTATTAGAGGAAGAA I 1 1 1 1 1 I I CCTTGTAATTTCCAGGTGTTT 

ATATTAGTTGGGCCATAGTGAAAATTACATGGAGGAAAGAAAATAGGAAAATAAGTCACAGA 

AAAAGAAAATCAAAACAAATAGAAACTCTGGGGAACAAGTGAGTTAATTACCGCTCATGTCTC 

CCATCCGGTTCTCTAGCTCCTTGAGGGTTACTGTCTAATGCTCCACAAAAGTGCCTTACCCA 

GTGCTTGGTACAGAGAAGGCACTGAATAAATTCACAAAGGCCGATTGGTTCACCCATTCTTT 

TAGAGACAACAGACACGCAATTCTGACGAGGACTCCTGTTACTAAAAGACACAGCCTCTGAT 

ACAAGAGAGATATCCCTTTGACTAAAGCATTACCAGGGTCCCCAGGGCCCCCTCCCACTGG 

GGCGGTAACACTACGGGTCTCCCCACCATATATTCCATGTCAAAGTATCTACACAAATACAG 

AGGAAA TTMG CMGTAAATACGGTATGTAATTGTTATCATTTGTATTTCTTTAAGGCATATTT 

ATA AATAT TTTAAAGTAAACAATATGAGTGAGTGCCTTTCATTAGCTATGATCTTTCATACTGA 

TATATTTTGACTGATCTGAATAAGCAGGTTACTGTGGAAGCATATAACATAAAACAGCTAATA 

TGATTCCAGTGGGTACAACCAAGTGTCAGTACTTGATACATAACTCTATCCCATCATTCGCAA 

TT ACAG GCTGCTGTGTGGAGTATTAAACATGCATCTTAGTTTTTATTTGTACACAATGGTCCA 

M TTTTCA CTTACATATAACTTTCCAACTGTGTAAGTGTTTTGMGCMTTATGTTTTTCATTTG 

GATTTTTTGGTGTGTCATTTTCTTCTATAAAATCT C I I I G I 1 1 I CTTTG I I 1 1 1 1 GTTTTTTTGTT 

TTTACATGGGATACAATAAATCGGACGCNNN 

>366 

NGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGCATCCTTCAACCCAATCAAGCTG 
ACACTCAGTATTAACCATCACAAGGCGTGAGGACAGATAGCTGCATCCGCAAAATAGAGAAC 
CAAGAAATAGTCCCACACCAAAGTCAGGATCAAATGATTCCTGGACAAGCCACCAAGTCAAT 
TCAACTGAGAGAAAGAAGCCTTTGCACCAGTTGGTGCTGGAAGTTCTGGATATGCACCTGGA 
TAAGTGAACCCCCCTCCGTCACCACACACAAACGTTAATTTGAGATGGATTGCAAACATAAA 
AGCTAAAACCATTAACACTTCTTGAAGGTAACATAGAATATTTTGTAATGTTATGATAGGCAAA 
AGTCTCTTAGGACACACAAAAAAATTAACCATAAAAGAAGAAAATGGCTGGGTGCAGTGGCT 
CACACCTTTAACACCAGCATGTTGGGAN 
>367 

gTCATCAATMTATCCTTGTGTCTCAAAATCTCCATGGTGAATGTCTTTTGAACTTGAA 
GCTGAGCAGAAGTCTGGTCTTGCTCAAGCCTGATGTCACCCAGAGACATCA AI 1 1 1 1 1 1 I CT 
GTTTCAGTAATCCAGGATAACTCAGCATCAGCTQCTTGGTCAAACTGGTGTGATCGCAGAAT 
GGCTGCATCGATCT CCTCC ACCTTCTGAGTGATGGTGTCGCTCACTAATCGGTAGCGCTCAT 
TGTCCTCAGCTACCATTTTCTCAAGTCCTTCTCTTGCCCTCCATGGTACCAGTTCCAGCAAAG 
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CACTGCTCACTTCATTAAGGGAGTCCAGTAAGGCTTTGTTGTTCTTAGCTTCCTTTTTCAGTT 

CCTTTGGTCTCATTTGTGCTTGACTTGCTTCTTCTCCTTTCAGAACCTGAGTTTCATATGAAA 

GTAATTCCACCTCCACTTTGTCCAGCCAGGTACACAGCTCTTCGTGTGTGGAGTGCAGCCG 

CCTTGCAAGCTGCAGCGCCtgattcCAGAGTCTTGGCCACATCAGTGCTCAGTTTAGTAATGTC 

TTTGTACCTTGC7TTAATGGCTTCCAATTTATCTTGAATTATTAAAACTTCATCACCTGTGGTT 

TGTTTMGTAGTTCTAAACCATTTAGTAAAGCCTGATCTACAT7TTGTTTCCTGAGTAAGATGT 

CCTCTTGCAGAACCCGAAGTTCAGACTGCTGCTTCCATAGCCCCTCAGTGCTGTAATCCTGG 

ACTGAGAGCTTGCTCAGTTTGTCATGCACTTCATTCAGCCAGTTCATCAGTTCAACTTCATCT 

TCCCCAAAAATCTTAGCATTACATAAGGCCTGCTGGAGGAGCTCAGACCTGCTGTGACTTTT 

CTCTTGAATCTCAATGTAcnnnnnnnnnnnnnnnnnnnnnnnACGCGGGggaagcgGCTCGAGGCTGG 

AAGAGGATCTTGGGCGCCGCCAGTCTTTAGCACCAGTTGGTGTAGGAGTTGAGACCTACTT 

CACAGTAGTTCTGTGGACAATCACAATGGGAATCCAAGGAGGGTCTGTCCTGTTCGGGCTG 

CTGCTCGTCCTGGCTGTCTTCTGCCATTCAGGTCATAGCCTGCAGTGCTACAACTGTCCTAA 

CCCAACTGCTGACTGCAAAACAGCCGTCAATTGTTCATCTGA7TTTGATGCGTGTCTCATTAC 

CAAAGCTGGG7TACAAGTGTATAACAAGTGTTGGAAGTTTGAGCATTGCAATTTCAACGACG 

TCACAACCCGCTTGAGGGAAAATGAGCTAACGTACTACTGCTGCAAGAAGGACCTGTGTAAC 

TTTAACGAACAGCTTGAAAATGGTGGGACATCCTTATCAGAGAAAACAGTTCTTCTGCTGGT 

GACTCCATTTCTGGCAGCAGCC TGGAGCCTT CATCCCTAAGTCAACACHAGGAGAGCTTCTC 

CCAAAC I CCCUGTTCCTGCGTAGTCCGCTTTCTCTTGCTGCCACATTCTAAAGGCTTGATATT 

TTCCAAATGGATCCTGTTGGGAAAGAATAAAATTAGCTTGAGCAACCTGGCTAAGATAGAGG 

GGCTCTGGGAGACTTTGAAGACCAGTCCTGTTTGCAGGGAAGCCCCACTTGAAGGAAGAAG 

TCTAAGAGTGAAGTAGGTGTGACTTGAACTAGATTGCATGCTTCCTCCTTTGCTCTTAGGAA 

GACCAGCTTTGCAGTGACAGCTTGAGTGGGTTCTCTGCAGCCCTCAGATTATTTTTCCTCTG 

GCTCCTTGGATGTAGTCAGTTAGCATCATTAGTACATCTTTGGAGGGTGGGGCAGGAGTATA 

TGAGCATCCTCTCTCACATGGAACGCTTTCATAAACTTCAGGGATCCCGTGTTGCCATGGAG 

GCATGCCAAATGTTCCATATGTGGGTGTCAGTCAGGGACAACAAGATCCTTAATGCAGAGCT 

AGAGGACTTCTGGCAGGGAAGTGGGGAAGTGTTCCAGATAGCAGGGCATGAAAACTTAGAG 

AGGTACMGTGGCTGAAAATCGAGTTTTTCCTCTGTCTTTAAATTTTATATGGGCTTTGTTATC 

TTCCACTGGAAAAGTGTAATAGCATACATCAATGGTGTGTTAAAGCTATTTCCTTGCCTTTTTT 

TTTATTGGAATGGTAGGATATCTTGGCTTTGCCACACACAGTTACAGAGTGAACACTCTACTA 

CATGTGACTGGCAGTATTAAGTGTGCTTATTTTAAATGTTACTGGTAGAAAGGCAGTTCAGGT 

ATGTGTGTATATAGTATGAATGCAGTGGGGACACCCTTTGTGGTTACAGTTTGAGACTTCCA 

AAGGTCATCCTTAATAACAACAGATCTGCAGGGGTATGTTTTACCATCTGCATCCAGCCTCCT 

GCTAACTCCTAGCTGACTCAGCATAGATTGTATAAAATACCTTTGTAACGGCTCTTAGCACAC 

TCACAGATGTTTGAGGCTTTCAGAAGCTCTTCTAAAAAATGATAACACAggcccaagatgagggtacc 

gagctcgaa 

>368 

NNNNCGCTCTTGTTGCCCAGGCTGGAGTGCAATGGCATGATCTTGGCTCACCACAA 
CCTCCGCCTCCCGGGTTCATATGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACA 
GGCATGCGCCACCACGCCCGGCCAATTTTGCATTTTCAGTAGAGGCGGGGTTTCTCCATGT 
TGGCCAGGCTGGTCTCCAACTCCCGACCTGAGGTGATCTGCCCACCTCAGCCTCCCAAAGT 
GCTGGGATTACAGGCATGAGCC ACCA TGCCTGGCCAAAAATAAAGAACTTTTAAGACAAACC 
TGAAMTCCCAGTAAGAGC CATCT TTTGACTGGCTTTATGTTACTCTTCAGATACCGTCTAAA 
AGGCTCMGACCAGCCAGATTTTAGGTAGGGTTTTTTGCTGCAAAGTAGAAGCCTACTGTCT 
CTAGAAAAGAAACGCAGTACTTAGGGATCAAATGGGGTGGCAGTGGGGAGGAGGAATAGTC 
ATAAAGA TCAAT GGTCATTAAAATTCATTCCAAAACAAAACTGCATATATACTTTGGAGCTCCA 
CTTCTTTGTTTTCGTAAATAAAAGAAACTAATTGACGAGTATGTACAATGTGCCAGGCACCTT 
ACAAGACACAAATATGCTCTTATAGGCTGGGGAAATAAGAAAATATGAATGAAGCAACCCAG 
GTCTTGAGCCAAAGMTTACCTGGGGTCCGTTGAGTTTCAAATCTGAAMTTTCTGTCTTTCA 
AGGTCAGCA TCGCC CACAAACCGGCCGTTCTGAAACACAGCCCACAAGAAGACAATTCATTT 
TGTGGCCTTCTTTTGCTCTATCAAATACAAACGATClTTTTTTCAAACAGGAAAAGGGCTTTC 
AAGAAGATATGTGTGGCCTGGAGTCCTTGTGTCAGTACTCATAAAAGAACCATTCACTCTTTA- 
GTCTTAGCACTTTCCTCAAAATTGAAAATCAGGCCTGGAACTCTGGCAGACAGGGTCTCTGG 
AACATAAGAACGTAAACTCCACX3AGGGCAGAGGGTTTTTTGGGATAAGTTTAGTTTAGTCTA 
GTGCCTTGAACAGTGCCTGGCACATAACAGGTGCTCAAAAACTAmGCTGAATAAACAGCA 
CAGACCTAGATAATTTCCCTTACATGCAACCTTTTTGGAAAGCCATAAAAATGTAAGGAAAGT 
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TGGAAGGGCTAAGTTGGGGGGTTTCCAAAGAGCTTTATAGTCTCATGAATCTTCATGCAGTA 

CTACCACTGGAAACTCCCATTCCAGGCAGCTTTTTAAAGAAAGAAGCAAGATGGCTATCATG 

TCCTAATGTAAAAAACAGAAATTTAATTAAAGAAAAAAGCAAGAGATACGAGTCTCCCTTTCC 

AAGTACAAAAACAAGCACCCCAACTCCCCTCAAGAAAACAGAAGGCTCAATATCTTTACCAA 

CAATTATTAGAGCCACAGAATACATTCCAAAATGTCATCCAGAAGTTGCTGTCTTAAGCAGCA 

GGAAATAATCTAATGACATTATACCACATAAAAATATATTTGCCTGCTCCTCTTCCAGTAGAAT 

AGTGAGATCCAACCACCTTGGGAGACTCTTCCTCCACCCCACTCCCATTACATAGAGTGTAA 

TGCTGCAGGGAGAGGAAGTTAAACATTACTTTCAGGAAGAAGGAAGGGTGTGGTTTTACTGC 

TAACGGACGCGTGGTCGACTCCCTANN 

>369 

ACGCGGGGGTTTCCGGTTTGGGTGTGGCCGCATGGCGTGCTGGGGTGCAGGTGG 
CCGAAGGGGGCGTTACTGTTGCGACTGGCATCCGCATCCGGCAGATGTAGATGGAACCAAA 
GTCCAGAAGTTACGCGTCACCCTTGCTCTACAGCCAAACATGCAGGACTCTAGTAACCCGC 
GAAATGATGGGATAGCGTTGCAAATCCTTAAAAGAGTCTTAACGGAGAAGGAAAAATGTTAC 
ATTGTCAAAGTCCCAAAGCCTTTCAGCCTGAAGCCAGGAACAATTGTTCAAAGTTTCTTTGGA 
ACATCAAGGAAGGAAATCCAGATTTTACTTTAAGTGCAATGGGGAGTCATTAAGGATTTTGTG 
TAGATACAGCAAAAAGACAACAATCTTCAAGCCACAATGGCCCTCACCAGAACCCAGCCATG 
TGGTCAGCCTGATCTCGGAC.TT-CACAGCCAGCAGAACTGTGAGAATTAAATCTTATGGGTTG 
CTTAAGCTGATAAGCAACNNNNNNNNNN 
>370 

TTGGAGCTCCACGCGGTGGCGGCCGAACGTTGGCTTATCATAATATTGCTGACAGC 
AATAAACTGCCACATCTTCAGCCTGCAGGCTGCTGGTGGTGAGAGTGAAATCTGTCCCAGA 
CCCGCTGCCACTGAATCGGTCAGGGACCCCGGATTCCCGGGTAGACGCCCAGTAAATGAG 
CAGTTTAGGAGGCTGGCCCGGTTTGTGCTGGTACGCGGGAGAATGGCTCGCAAGCTGACT 
GTGAGCTCGGAAATCCTTTTAAAAGAMTTCAMTGTCACTTTTTATTTGGTTTTAAGTACCTC 
GGCCGCCACCGCGGTGAGCNNN 
>371 

ACGATTATTTTCAAACAAGCCTACGTCCCTGACTAACCGAGTGGAAGGTGTGAGTGG 
CACTACAAATTCACAAAAGAACTGTAGCCTCAGATAATCAAAGGAGAGAAGGTCAGATGCAA 
TCACTGATGCATGCTAGTAATTCTCAAACCTTCGTTTTCAGAAACGATTGGATTTTCAGATAG 
ATTTGCAGTAAGAG AATAACAAGTCTTTA I 1 1 I I I I CATCCCAACTTCTTTCTTGCACATTTTTC 
TTCTAGCTATATTTAATATCTGTTCTCCCCACACACTTGCTAATCTACATTTCACAATCTTCTT 
CCACTTCACT7TGTCTGCAAAGAAATCTACCTGGACAGAATAGCATCTCI I I I 1 1 1 CCCCCTG 
ACCCTTGGCATTTCCTCTCCCTCCAACTTCTGCCTGATCCTAGGATGGACTCTCTCATCCCT 
CATTCTCTATCATTAGCTCTCAGGCTGCCCTTCCTGCACTTTACCTTCCCCCACACCTTCTTA 
CAGGAAAGCAGAATAGAAAGGCATCAGTGAGGGATGAACAGGAGAGTGCCTTGAGAGAAGA 
TTCCCAGGAAGACAGGGAGAGCCAGACAGTGGACTGGTTGCAACCCATGTAGCCGAATCAT 
AGTGCTCATTGCTGTGGAGGCTCTGGTCTGTCTAGCCACACAGACCAGTGAAGTGAGGGGT 
ACATAGGNN 
>372 
>373 

ACGCGGGGGAAGAAGAGGAAGAAGAAGAAGCAGAAGGAATGGAAAGCCTGGAGAA 
AGAGGATGAAATGACGGATGAAGCAGTTGGAGACTCTGCTGAGAAGCCTCCTTCTACTTTTG 
CCTCACCTGAGACTGCTCCAGAAGTGGAGACCAGCAGAACTCCACCAGCCTGTGAAACCAC 
GAACCCTTCAATCAAGAAAAGACCTTrGATCAGGAGAAGACTTCTCGTCTCATTTCTGGGGA 
CACATTCAGGATTTCTCCAAAGCAGGTGAAGGTACGCTCGAGCGTGGTCATTGAGGACAAG 
TCGACGAGAGATCCCGAGTACATCTACAGTCAGCCTTACGTCTGCAGGTGTACCCAACAGC 
TCCGAAGAGACAGCGACCATCGAGAACGGGCCATGATGACGATGGCGGTTTTGTCGAAAAG 
AAAAGGGGGAAATGTGGGGAAAAGCAAGAGAGATCAGATTGTTACTGTGTCTGTGTAGAAA 
GMGTAGACATGGGAGACTCCATTTTGTTATGTGTTAAGAAAAATTCTTCTGCCNN 
>374 

ttaactttttaaacttttttgttaaaagctaagacacaaacacacacgttagcctagacctacaaaggGTccGGATCATc 
cATGTCACTGTCTTCCACCTCCATATCCTGTCCCActGGAAGTCTACAGGGGCAGTAACCCAG 
GCGGAGCCATCAGCTCCTATGATCACMTGCCTTCTTCTGGATACCTCCTGAAGGACCTGCC 
TGAGGCTATTTTACMTTAATTTtGTGTTTMTMGTATAAGGAGfACGCGGGGAGCACCATG 
TCTGGTTTGTCTGGCCCACCAGCCCGGCGCGGCCCTTTTCCGTTAGCGTTGCTGCTTTTGTT 
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CCTGCTCGGCCCCAGATTGGTCCTTGCCATCTCCTTCCATCTGCCCATTAACTCTCGCAAGT 

GCCTCCGTGAGGAGATTCACAAGGACCTGCTAGTGACTGGCGCGTACGAGATCTCCGACCA 

GTCTGGGGGCGCTGGCGGCCTGCGCAGCCACCTCAAGATCACAGATTCTGCTGGCCATATT 

CTCTACTCCAAA GAGG ATGCAACCAAGGGGAMTTTGCCTTTACCACTGAAGATTATGACAT 

GTTTGAAGTGTGTTTTGAGAGCAAGGGAACAGGGCGGATACCTGACCAACTCGTGATCCTA 

GACATGAAGCATGGAGTGGAGGCGAAAAATTACGAAGAGATTGCAAAAGTTGAGAAGCTCA 

AACCATTAGAGGTAGAGCTGCGACGcctagaagaccttTCagaaTCTAttgttaaTGATTTTgcctAcATGA 

AGAAGAGAGAAGAGGAgatgcgtgataccaacgagtcaacaaacactcgggtctatacttcagcatcttttcaatgttctgtctc 

attggactagctacctggcaggtcttctacctgcgacgcttcttccacgcaagaaattgattgagtaactgaattgaggcctattcttctccca 

ccttgtactcagcagcagaacatcgctgggacgtgcctggctaggatctaccacgccctcagggccgttggagctttctgccgaactgat 

ctcttgggtgggaggctggggttcacttcccacagtccagagggcc^^ 

attcccgttgcggcctgtgggggttctccgccggggcttcaggcgtcgtcc 

>375 

NNCTAATCTCTTCTAGGCCCCGCCCCTTCTGAGCCCCCCCTCCTTCGGCCTGTATG 
ATAGGCTCTTCCTCCATTTCCGGCTTCTGGGACTCGGGTGCACCACGGCTTCCGGTGTCAT 
GGCTGCTTGAAGTCCCGGGAGTCGGTGAGGCGGCTGCAGGTCCCTCCCTGCGGAGCCGCT 
GGTCCGGCTGGCGGAGATGTGACCGCGGGCCCGGCCGGCCTGCCTCAGGCGTCGCGTCA 
GCTCCCC^^^ 

GGAGCCGCCGCGTTTTCTGGAGGCCTTCGGGCGGCTGTGGCAGGTACAGAGCCGTCTGGG 

TAGCGGCTCCTCCGCCTCGGTGTATCGGGTTCGCTGCTGCGGCAACCCTGGCTCGCCCCC 

CGGCGCCCTCAAGCAGTTCTTGCCGCCAGGAACCACCGGGGCTGCGGCCTCTGCCGCCGA 

GTATGGTTTCCGCAAAGAGAGGGCGGCGCTGGAACAGTTGCAGGGTCACAGAAACATCGTG 

ACTTTGTATGGAGTGTTTACAATCCACTTTTCTCCAAATGTGCCATCACGCTGTCTGTTGCTT 

GAACTCCTGGATGTCAGTGTTTCGGAATTGCTCTTATATTCCAGTCACCAGGGTTGTTCCAT 

GTGGATGATACAGCATTGTGCCCGAGATGTTTTGGAGGCCCTTGCTTTTCTTCATCATGAGG 

GCTATGTCCATGCGGACCTCAAACCACGTAACATATTGTGGAGTGCAGAGAATGAATGTTTT 

AAACTCATTGACTTTGGACTTAGCTTCAAAGAAGGCAATCAGGATGTAAAGTATATTCAGACA 

GACGGGTATCGGGCTCCAGAAGCAGAATTGCAAAATTGCTTGGCCCAGGCTGGCCTGCAGA 

GTGATACAGAATGTACCTCAGCTGTTGATCTGTGGAGCCTAGGAATCATTTTACTGGAAATG 

TTCTCAGGAATGAAACTGAAACATACAGTCAGATCTCAGGAATGGAAGGCAAACAGTTCTGC 

TATTATTGATCACATATTTGCCAGTAAAGCAGTGGTGAATGCCGCAATTCCAGCCTATCACCT 

AAGAGACCTTATCAAAAGCATGCTTCATGATGATCCAAGCAGAAGAATTCCTGCTGAAATGG 

CATTGTGCAGCCCATTCTTTAGCATTCCTTTTGCCCCTCATATTGAAGATCTGGTCATGCTTC 

CCACTCCAGTGCTAAGACTGCTGAATGTGCTGGATGATGATTATCTTGAGAATGAAGAGGAA 

TATGAAGATGTTGTAGAAGATGTAAAAGAGGAGTGTCAAAAATATGGACCAGTGGTATCTCT 

ACTTGTTCCAAAGGAAAATCCTGGCAGAGGACAAGTCTTTGTTGAGTATGCAAATGCTGGTG 

ATTCCAMGCTGCGCAGAAATTACTGACTGGAAGGATGTTTGATGGGAAGTTTGTTGTGGCT 

ACATTCTACCCGCTGA GTGCCT ACAAGAGGGGATATCTGTATCAAACCTTGCTTTAATCAGTA 

ACCTAAGGACTGTTTC CTTTT TCTCCTCTTCCATTTCTTGGGTTATTCCACATATGMTGCAG 

GACTACCCCCTTACCATTTTAAGAAGGTACTTTATACATTTATTTAATCCTACTAATGTGCAGC 

CATTGCCCAAGCA GTGAC TGCGTTGCATACATTTGGCACTGAGTAGGACAAGACCTCTCAGC 

TATACATTGAGGGGTTTTAG^GCATCCATGTGGGCMCCCTTTTTTGTGCGGGAGAGCAGGT 

GTTGCTCTTCAGTATGTAGCCTAAAAAMTCTTAATTATTTCATGGATCATGAAGCAAGGATG 

MTMTATCATGTCTTGGTAAATACTMCAMTTTGTTAGGTTTGGTGACATCATTTACAGATT 

ATTTCTTTATGTTGTCCAGTGGTTCTTCCTTATTGTTGATATCCATAAGCTGGCACTGGATGC 

TCT CAGTAA TGTTAAGTAATTGTCAAGCAGCAGTTACCT ACTGTGTTCTT AACACTGAGTTGT 

GMTTTT TTCTTAA AGCAGTACTGTAGTACTGMTATTCCTTTAAAGGAACTGCAGTGAGCCT 

ATCTAAGTTTTTTTAAATTAAGGCTTTTAAAA 

ATGTCTAGTATGTATGCTTGAGTGAATGTGCGAGTATGAATGATTAGAGAAAATTTGAGTCAG 

TGTACTTTATAGTGTGAATCCTGTGAGCTAATACAGTCTATACTTATTTCTTCXJCTACCTGTTT 

CACATCCGTMGATTTAAG^TATACATTTTTTGAGAGGTAGTCTGTCTGATACAATGTAAATG 

ACAAAACATAATTGCTGAGAGGCCCAGAACAAACTGGAGTCTAGCCTGGAGTTAAATTGAGA 

CTTCTAAAATGATTGGAACAAAGACTMQTTGTGCCAGATGTAAATCAACCCCTCTTTTAGTT 

TACTTTAGACTTTGTATTAGCTCATCTTTTTTGTAGTAAATCTATAGTTTTM 

TGTGGCTCTACCTACTATGATG AAAATTG AAGf GGGTCAAAAG AATTAG ATGTACAGtGAAG 

GGAAAAGAAAAAAAATGGGCGAAGAGAGGGTGGAAAATAAAAGGATTCTTTTTTCTTCCTTT 
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CTGTTTCTCGTATCCCTGCTCCC I I I I ICCTCCCCTTCCCT CATTC TTTGCCTCTATCCTTAGC 

TGAAGACAAACTAGAGGAGCAGCATCCCAGGTAGTTTGGCTTTTGACTGCAAGGTAGTTAAG 

AAAGGTGTAGATATAATGAGGTAGAAGTAGAAAGGAAGAAAAACTCAAAGAATTCTGAAAAG 

GATTCATAGCAACATAATGTGTCCCTGAGTAGAGGATGCTGCTATGCGTGAGTTCATGGACA 

CAAGTTGATTACATGGTTTTTAGAATTATAATTATGGATTCTTCTTATTTCATGGTAGGTTGTC 

TTTAAAGATATAAAAATTAGGATGCCTTTATGAAGCACTGATTATACCAAAAAAAAAAGACAAG 

TTATATACAGGTTATTAA 1 1 I I I 1 1 ATTTATTTA I I I I I I CCTAAGGAAAAAGTCTTCTATCTTTC 

CCTGCTGGAAGCCTCCTCATATTTCCTTATGTTTGCCATGCAGGTTGCTGAGAGTCCAGTTA 

AAATTTGCATTTTACAGAATGAAATACTTTACCCCATTCAAACAATTATTGTTTGACATTTTAGT 

TATTTATAATTGTCAAATTCAGGACTCCCCTTTAATGTTTATTATGAAACCAAATTTGGCATAA 

GGAGGCTGATTTATGAATTACCAAAGGGTCTTGTGGCATGTTCCCCAATACATGCCCTTAGA 

AGGAAGAACTATTA I I I I I I ATTTTGGCCCTTTCAGGAGTTGATTATCAATTGGTTCGTTTTCA 

AGTCACAATTCACGTGGGCAGAACCCGTATTGTGAAGACCTAAACTTTCCTAAATGTTCATAT 

GGGTAGCAGATTTTGTGGTGATTAGAAACATCAGGTCCTTAAATACGATGAACATGGGATAC 

MAGGAATTCTTTATAAGGGCAAGTATCCTAAGTTAGCACATTTACT7TTCTCTCCCCTCCGC 

CCCCAAAAGAAAAATCCTTACAAATAAACTGCAGGTAGGCTTCTAAGCCTAGTCCTGCAGTA 

TGCTGCTAACATCTTGATGCCAATCTTCACAGCATTCTTTGATTGTCATCTTATTGCTGATACA 

TTCATACATATAJTTAGTCCTTGAC ^^ 

MWGAGCTGAGGGMTAATTGATGAGCCTTGMTTAACCATGCATTTMTTAGATTTTTTGT 

TGTTGTTGTTGTTGTTTTGAGATGATGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAGTGGCT 

CAATCTCGGCTCACTGCAACCTCTGCCTCGCAGGTTTGAGCGATTCTCCTGTCTCAGCCTCC 

CCAGTAGCTGGGTTTACAGGCGCTTGCCACCACACCTGGCTAGATGTTTTATATTAAAGCCA 

GAGAANNN 

>376 

agccaaacctatcaggtalgagggaatgatAAATGAAACAACTTTGGTAAATATTATAACTGTTAAC 
ACTTAGTAATGCACACATGGGGGTTAATTTTATT A I 1 1 1 1 I I CTACCTGTGAAGCTGTTTTAAA 
TTTTCCAAACAAAAAAGAGTCACCCAAAGATCCTCATCCATCTTTCTATTCATTTGAAAGAGAT 
TCATTTTCTCCATTCAGTAACTCATAGATGATAATTCAATGTTACACACATCTTAAATTGCTGG 
TTCTTTTCTCAACCTTTCTCCACAGTCTCTTTCCnTrCTAAACTCAAAATATTTTCCTTGATTCA 
TCTTTTGCTCTTTGTGTAMCATAGATATTTATGCAGGTGTATATGCCTCCGCCTTTAAAGCA 
GATCTCAGCCTAAATTACTGGGCCACAGAGACCtGGGGGTATCTTACTCCTTTTCCTTTACTC 
AGAAGAGGGGTAACGTCATGAGCTACTTGACATCTGCCTCTCACTAACAAACAGTGATGCTT 
GAGGATAACAAACTCTGTCACTCACCTATTCAACTAACATTGTAGAGCATGAATTAAGTGCTA 
ACTTTGTGCTAACAGCCAGAGACACAAAGACAAATGGGATGTGATCTCTGTTTTGCCACACA 
AAACTGAGTAGTAGGTTAATATCAGGAGTGTTGCTTTAGTATTCTTGAAGCAGCGAAGAGTG 
ATATCTAACGAGGTTAGGCAGGAAACTAGGTGAACTAGGTTGGTAGAAAAAAACTAGGCTAG 
GTAGGAAGAACACCTTAGAGGTACCTCTCCCACACCGAGCTGGCTCCACTGCGTGCTCCCC 
TCATCCCCATGGAGCATTGCACCACCCGCTTTTTCGAGACCTGTGACCTGGACAATGACAAG 
TACCTCGgccGCCACCGCgg 
>377 

GTCCGGGCTGGGTCTCCGAACCTGAAACCGGGAGCTTCCTGCTCGTGTTCGCTGTT 
GAGAAGCTACCCGCGGGGTTGTAGACCTCGGACCTCATGGCAGAGATAATTCAGGAACGCA 
TAGAAGATCGGCTCCCGGAATTGGAACAGCTGGAGCGCATTGGACTGTTCAGTCATGCGGA 
GATTAAGGCTATCATTMGAAGGCTTCCGATCTAGAGTACAAAATCCAGAGAAGAACCCTTTT 
CAAGGAAGACTTTATCAATTATGTTCAATATGAAATTAATCTTTTGGAGCTGATCCGGAGAAG 
AAGAACACGCATTGGATATTCATTTAAGAAGGATGAGATTGAGAATTCTATTGTACACCGGGT 
ACAAGGTGTTTTCCAGCGTGCCTCAGCAAAATGGAAAGACGATGTTCAACTTTGGCTCTCCT 
ATGTGGCTTTTTGTAAGAAGTGGGCTACTAAAACTCGACTTAGCAAGGTATTCTCTGCCATGT 
TGGCGATTCATTCCAACAAACCAGCTTTGTGGATTATGGCAGCCAAATGGGAAATGGAAGAT 
CGATTGTCTTCAGAAAGCGCAAGGCAACTATTTCTTCGCGCACTGCGCTTTCATCCAGAGTG 
CCCAAAACTTTATAAAGAATACTTTAGGATGGAGCTGATGCATGCTGAAAAACTGAGGAAGG 
AGAAGGAAGAATTTGAAAAAGGCAGTATGGATGTGGAGAATCCTGATTATTCTGAAGAAATC 
CTTAAGGGCGAGTTGGCATGGATCATCTACAAAAATTCTGTAAGCATAATTAAAGGTGCAGA 
ATTTCACGTGTCACTGCTTTCGATTGCACAGCTATTTGACTTTGCCAAAGATCTACAAAAAGA 
GATTTATGATGACCTTCAGGCTCTACACACAGATGATCCTCtfcACTTGGGATTATGTGGCAA 
GGCGAGAATTAGAGATTGAGTCACAGACAGAAGAGCAGCCTACAACGAAACAAGCCAAAGC 
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AGTGGAGGTCGGCCGGAAGGAGGAGAGGTGCTGTGCTGTGTATGAAGAGGCAGTGAAGAC 

TCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTTGCTTGGAAAGATTTACTAAGA 

AGTCAAATAGTGGGTTCCTTAGAGGGAAGAGGTTGGAAAGAACCATGACTGTATTCAGGAAG 

GCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGTTGCTGTG 

TTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGAACTGAATTGTTTAGAGACT 

CTGGGACAATGTGGCAGCTGAAGCTGCAGGTGCTGATCGAGTCAAAGAGCCCTGACATAGC 

CATGCTTTTTGAAGAAGCCTTTGTGCACCTGAAACCCCAGGTTTGTCTGCCATTGTGGATTTC 

CTGGGCAGAGTGGAGTGAAGGTGCCAAAAGCCAAGAAGACACTGAGGCAGTCTTTAAGAAA 

GCTCTCTTAGCTGTCATAGGTGCCGACTCAGTAACCCTGAAGAATAAGTACCTGGATTGGGC 

TT ATCG AAGTGGT GGCTA CAAAAAGGCCAGAGCTGTGTTTAAAAGTTTACAGGAGAGCCGAC 

CATTTTCAGTTGACTTTTTCAGGAAAATGATTCAGTTTGAAAAGGAGCAAGAATCCTGCAATA 

TGGCGAACATAAGAGAATATTATGAGAGAGCTTTGAGAGAGTTTGGATCCGCAGATTCTGAT 

CTTTGGATGGATTATATGAAAGAAGAATTGAACCACCCCCTTGGTAGACCTGAGAACTGTGG 

ACAGATCTACTGGCGAGCGATGAAAATGTTGCAGGGAGAGTCAGCAGAGGCATTTGTAGCT 

AAACATGCTATGCATCAGACTGGCCATTTATGAAGATGAAGAATACAGTCAGCTTTGTGAAAT 

AGTATTGCAAGCAAGCCCCGTGGGCAAATTTGTATTGAGTCCATCTGTAATTTGCTCAGTGA 

TGGCA GACAAGATGGC TGTCT GGTTTTGAGACACACTTTAATTTTATGTTAACTTGTTAAATC 

TTTTTAAAAATTAAAAAATTTTTATGATTGAGTAAAAAAAAAAAGGTA 

NNNNN 

>378 

NNNNNNNN NNNA AACCAACTTTGTGATTTTTATTGATGGGCGACAACTTTATACTCCT 
AGATATCACTATACTTTTAAACCAACTTTGTGATTTTTATTGATGGGCGACAACTTTATACTCC 
TAGATATCACTAAACTGTGTACAATTAGGGACGCAGCATTAGAGAAGAGCAGACAGCAGAAT 
TAAACAGAGCAGACTGAAGGAGAGATCTTCATTATTTGCCCATTTTTCATTATGTGTACACAG 
AAGCATGAATGCAATTTGAAATCTTTTAATGGCAATAAAGTTACAATCACCCATCTATGTAGA 
CTAACAT TTTAAC TCCAAATATTTGATCTGCAATGTGTACGTAAGCAGTTTCTCTCAGTACAAT 
TATTAAAATTTTTCCTGTTAGG AACCAGCAACTTATTTTTTATGTTTA I I I I I CTTTTGAAGTAA 
GAACTAGTTCTTCTTTGATAACTGGCTCATTTTTATCATTTATCAAAAACTAAAGGGTAGGGAA 
GAAAAGTGTGATGGATTAAAAAATTTCTTTTTTAAGGAAAGATAAAATTCATTTTCACAAATTT 
ACAAGTGTTGTTGCTGGTGCAGGATTTATTCTACTAAGCAATGAGACTGGGGATCAAATCCA 
CTTTCTTATCTCAGGAATCAGCATTATTTCAGAAATATGGGI I 1 1 1 GTGTATTTTCTAAAATCA 
AGCAACAGTCTGTTTCAACCAAATGATTTTGATTTGGAAGTTAGAGTCAACAGAAGCTGTGTT 
GTGCACGAACCCCAAGGCATCTCCTTTTCATTCTAGCCCATTTTTGCAAAGGGAGAAAGAGT 
TTCTCTCTAAAGAGCCACTAAAGAGAGGCGGGAAGTGAGTGTGAGGTGGTGTCCTACGAAG 
CGGGCACTGGGCGCACACACAGCGCACACAGGGTTTACAGCAGGTCCACTCGGCGGTAAT 
ACAGGAGGTAGGCTGTGCGTTCAGCAGTTGGTTTCACCACCTGGTACTGGTTGATCACCTT 
GACTGTCTGGTCATCGATGCGCAGCCAGCCATTCAGACCGATCTGGAAGACGTCTGTAGTG 
TAATGGCCGCCCGTCGCACTGTTGCCGTGATGGTAGACCACTGCAAACAGCCGATAGGTTC 
GGTGGCATTTAAAATTCTTATTTTTAACCCCTGGAGAAAGCAGTTCTTTACTAATTTCCAAGTC 
CACAGGATATTCAATATTTTTGATAAGCTTCTGGCACCCACCAGTCTTCTCATAAACGAATCG 
TTTCAGGTGCAGCACGAGGACAGGAGGGAGTTTTTCCAGAGTCACTCTTCGACTTATCTCAA 
CCTCTTG7TTGGTTTTTGTGGTATAACCTTGGACAGATTCTCTTGCCACCAAGCTCTCCAGTG 
CATCCTGGACTGTGCGTATCTTGTCTGACTGGATATCCAACTGCAACGTGAAAAATGGCTGC 
AAAGTGGCAGATTCTnTGAACTCTGCTGGTAAACCACAGACCTGATGTGTCCACCAAAAAT 
GCCGGTGATTGGAGTCTGAACAAAATCCGCCTGGCGGGTGACGGAAGTCTTGTTCCGGGG 
GCCCACT TGTTC CCATTCATCCTCGCTTCCTTCACCTTGTTCTTCCTGCTCTTCTTCATTGAC 
CGAGTGGTTTTTGGGGCCGTTGGAAATCGTAAGTTCTGAAAAGGAGAGCATCTGCTTACACT 
ACTATTTACGACAAGAACANNNNNNNNNNNNNNNNNNNN 
>379 

NNCACCGCGGTGGCGGCCGAGGTACTGCTAGCCAGCCAATAAAATATAAACTCCAT 
TTGTCTTAGTTATATAGAACTGTGTTTCCAGCTTAGAAAAAGTCAAACCAATGACTTGTAGAA 
CMTCTACTCTCATTTTTTATTCAGCCTCTAGAACATGGAAGCTTTAAAAGTGAATTGGCTAAA 
TAGGCAAGACCTTGTGCCCATTAACAGGTCTTAAAGTAACAAGAGCGGCTGGCGGCCGAGG 
TACGCACAACCGAAGCGTAGAGTCACACTTGCAACAAAAGGTTACAATATTGTAATGGGCTC 
TGTCCGGTTCTGCTTGTCCAGCTGGACCATCTATTTCATCCTCCTCCTCTGAGCTGTCATTTA 
ATTGCTCATAACAGTAGAGATCAGTTGTCTCTGGTTGCAAATCTAACATATATTCATGCAATG 
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TAGGTGTATCTCCATGCATGATTACAGCTGGGTTTCTCTACGTGTTCTTGATGATCTGCAACA 

AGACAT ACATC GACCGGTCCACCGACCCCTTATATTATGGAATCTTTGC I I I I I GTCCAGATG 

TCTTTGCTTTTCTTCAGGACACAGTGGCTTTTGACAGTTAATACACCTCACGTCGCAGTAACT 

GTTGCTTGCAGTACCTCGGCCGCCACCGCGGGGAGCGCGAATCAGTGGTGCTGCCCCCCC 

CATTCGGCAGGGAACACCGATGGCCCATGCTTCTGGCCGTCCTTTTACACACAGGAAACAG 

CNN 

>380 

gtCGACCCACGCGTCCGGAGCGCAGAAGCGGCTCGAGGCTGGAAGAGGATCCTGG 
GCGCCGCCAGGTTCTGTGGACAATCACAATGGGAATCCAAGGAGGGTCTGTCCTGTTCGGG 
CTGCTGCTCGTCCTGGCTGTCTTCTGCCATTCAGGTCATAGCCTGCAGTGCTACAACTGTCC 
TAACCCAACTGCTGACTGCAAAACAGCCGTCAATTGTTCATCTGATTTTGATGCGTGTCTCAT 
TACCAAAGCTGGGTTACAAGTGTATAACAAGTGTTGGAAGTTTGAGCATTGCAATTTCAACGA 
CGTCACAACCCGCTTGAGGGAAAATGAGCTAACGTACTACTGCTGCAAGAAGGACCTGTGT 
AACTTTAACGAACAGCTTGAAAATGGTGGGACATCCTTATCAGAGAAAACAGTTCTTCTGCTG 
GTGACTCCATTTCTGGCAGCAGCCTGGAGCCTTCATCCCTAAGTCAACACCAGGAGAGCTT 
CTCCCAAACTCCCCGTTCCTGCGTAGTCCGCTTTCTCTTGCTGCCACATTCTAAAGGCTTGA 
TATTTtcCCAAATGGATCCTGTTGGGAAAGAATAAAATTAGCTTGACCAACCTGGCTAAGATAG 
AGG GGCTCTGGGAGACT T TGAAGAC CAGTCCTGTTTGCAGogQaAGCCCCACTTGAAGGAAG 
AAGtcTAAGAGtGAAACACATTCCTGAAGGCGCTAAAAGACGAAAAGTTACAAGGACTGAAGA 
CCAAGCAACCTGGAAAGAAGTCGGCCTCTCTCTCCTGAGGAGCTGCCTACCAGAGCTTGGG 
CAGCCACCTCCTTAGGTGTTAGTGCTTAGATAATGTGTCCCATTTGTTGTCATTTCAAAGATG 
GTTATTTTCTGTTCTGTATTTACCGCTGTTCTTGTTGCTACCAGCATGT 
>381 
>382 
>383 
>384 

NNNNNCCGGCACGGGGGGGAGGCACAGTGAGTCCACTGGGGCACGGCAGCGTCT 
AAGCCACAAGCCGACTGACATAAGCCAGGTCCTAACGGAGCCTATGTGTAAGTCCACTACT 
GGTGCAAGGTTGCACACTTCTAAGAAGAGCGGCGTGGGGGGCTCGGCGACCTTCGCTTCA 
GTCGCTCCCCCGTGCAGTCCCCTGTGCCCAAGACACAGCCTGATGCTTGTGCTCCGGTGG 
GCGGACTTGGAGGCGGCGGGAACTGCAATTGGTGGCTTTGAAGGCGCGGCGAGCGGGAA 
CAGCTCTTGAGGAGTGAGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACT 
GTTGCTGAGTTCATCAAGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAACAATCCT 
GAAGGCCTGGGATTTTTTGTCTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGG 
AATCTGTAGTTCAGCACTTGATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCT 
GCCCTGTTAGACATCATTTATATGCAATTTCATCAGCACCAGAAAGTTTGGGATGI I I I ICAG 
ATGAGTAAAGGACCAGGTGMGATGTTGACCTTTTTGATATGAAACAATTTAAAAATTCGTTC 
AAGAAAATTCTTCAGAGAGCATTAAAAAATGTGACAGTCAGCTTCAGAGAAACTGAGGAGAA 
TGCAGTCTGGATTCGAATTGCCTGGGGAACACAGTACACAAAGCCAAACCAGTACAAACCTA 
CCTACGTGGTGTACTACTCCCAGACTCCGTACGCCTTCACGTCCTCCTCCATGCTGAGGCG 
CAATACACCGCTTCTGGGTCAGGAGTTAGAAGCTACTGGGAAAATCTACCTCCGACAAGAG 
GAGATCATTTTAGATATTACCGAAATGAAGAAAGCTTGCAATTAGTGAACATGAAAGGAAAAT 
AAAAATTCCTCACAGTCAAAAAAAAAAACAAATACACACCACGGGGGGGGGGGCGCGGCAA 
AMGAAAC^CCCGGGGGGGCGCCCAAAGTTAACAGGCCTATAACACCACGGTTTTCTCTCN 
NNNNN 
>385 
>386 
>387 
>388 
>389 
>390 
>391 

GCATGGTGGTGTGTGCCTGTAATCCCAGCCACCTGGGAGGCTGAGGCAGGAGAAT 
TGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCGGAGATCGAGCCATTGCACTCCAGCCT 
GGGCGATGAGAGCAAAACTCTGTCTCAAAAAAGAAAAAGTAAGAGTGGGGGGGATCATCTA 
TAATATCTAATTCTACCTTAGAACTTTCCTTTGGTGGTGGGGGTGGGTTCTGGGAGTTTGACA 
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GATTGTTA6GTTTTGGTATAAGGTCATAAAATCCTGTGCATATGGGATTTCTGACCATTTGCC 

CTGCCTCTTGCAAAATAGGTCTAATGGCAGGATGGTGTCATAATTAAGGCTACCAAGACTGC 

CCATTGTTCCAGGCTGGGCAGTTCATAATGGGGGCAGACAATAGTGCAAAAAAAATTTTACA 

TTTTATCTTTAGAGTGTCAGGGTCAAATTGATTTCCATGGTTGAGGATGTAGCCAAGTGTGGA 

ATCAGGTGGAATAGGTGGAGAGTTGCCCATAGTGGTTTGGAAAAGAGAAGAGGACTTTGAA 

AAGTGGAGGGCTCATTAGGTGACCCAAATTTTACCTGGGGCATCCCCCCTTTAGGGCCCCA 

ACTTAGTCTGTCAGACATCTCTGACCTTAGATGGGTGCTGGCACCACTTTGGAATGGTTCCC 

TCCATCACTGAGGACCTGACTTAAAGTTTTTCTATCTCACTTAAAACAACCCTTTAACGCTCT 

CAACTTAGGCAATAATAAATTCCTTTTCATGAATTCCCTCCACCACCATGCACCACACAGACC 

ACATGCCCGGACCCTCTGACTTGTGTMCCTTTTGTGCATAGCTAGGTGGGTTTTCTGTCCT 

TTGCCCAGTTGGGTGGGAGAAGGGAAGAATTTAGCATAAATAAAAGCAGCATAAGTCACCTG 

AAACCTGTGAGTTTGCCCTGGACGAGCTGCTGCTGCTAACTGCATCACACATAGGGATCAG 

GGATTATAACTGAAAAGGACAGAAATGAGTCTTTTCCCTTTCTGGGCAGGGCAGCCATCCCT 

GTTCACTCCTTGGCCTTCAGAGGATACCAGAGAGTGGCCCCAGTCAGTTCCCCTCAATTACC 

AACGAGCTACTAGGAAACGGCCGCTGAAAGACTGAAAAAGGAGAAAAGGAAAATAACTCAG 

AAAAAAAAAAAAAGGAATAGGACTCAGAAAAACAAAAACGAGGAAAAGGACTCAGGTTCCTC 

ACCTTAACCAAGCGGTGGCAGTTAGGCACTtCCACACGGAAACCTTCCAGTTTCACCAGAGA 

ATGGCCCTGGCCAGAAACTTGCA.AGTGTGTTTGTGGTTAGGTGGTGTGGAGTGAGGGTGGT 

CAGTTGGAAAGGAAAAGATGGAGAGAGGAAGATTTCCCTGTATGTAAAAGGGGAAAGGAGA 

AAAAGAAATCCCAAACTTTGGGCCTACCTTCTCTCCTGGCTAGCTCACCAAAATATGTTACCA 

GTAGAGGGTCTTGACTGCAAGTTGTTTAGGTTCTTGGCATTTTGAACAAAGACTTGGAAGAA 

ACACCCAGCAAAGCAATGAAAGAATGCAGCATCGAAAGAATGAAAACAGGAATTTATTGAAA 

ATGAAAGTACACTCCACAGTGTGGGAACAGGCCCAAGCAGTGGCCCAGATACAGAATCTTC 

TTGGGTCCAAATGACTACTAAAGGTTTCCCGTTGGCTGCTTGGTGCTGACCTAANN 

>392 

>393 

NNNNGTGATATGATAAAACTGCGTCAGAGATTGTCGTGGCTGTGTCTTTGTATTGTT 
TTGTGTATGGGTATTCTGCTGTGTGTCTTGTTGCGGCGTCTTGCCTTTCTGTGTGGTGCTTTC 
GTCCGTATGCACGGTGTGTTTTCGCGGGATGATTTGGTTTGCCTCTGTCTCGGTCAGTTtTA 
GCTTGGTCTTCTTTGTTTGTTTGGGTCCTGTCTATCCTCTCTGTTTGGTGTTGGTTGTTGTGG 
GGGGTGTGCCGATGTGTCTGAGTAGTTTCCGTGGACACTCGGGCTGGCACACATGGTGTTC 
ATTTGTTGGTAGAGCTCCGAGGCTTCTCGGGAACCCAGAGCCAGTTGTGTTCCGTTTGGGT 
CAGTGTGCTAGTGGATCGCCTGGTCAACATATGGTGGAGCTCCCCAGTGTGTGCTTTACGA 
TTCCCATATTCTGTCCAGAATGTTGGTGTCACCACAGCTCGTGTTATGTTCGCACCTACTCC 
GGTGGTCTGTAGCCCAGAGTTTCTCCTTGGTACCCCGGAGCAGAGTTTCCATGTGAGACCA 
AGTTCTGCACGCATGGCAGCTCCAATCCTTGGCCATAAATAGTGTAACTCCAGTTTATATAAA 
TATAAATAAACGTCAATGGAACACTAAATTGCCTGTCTTAACATTGTACATTCGGGGCCTAGC 
TGCCCTTGAGGATGTCCTAGTTACACCCTCTCTGATACCTGTGGAGTTTAAGCACCATTCCT 
ACCGCTGTGTCCCTTGGGAGGGGGCTGCAGTGGAAGCTCTTAAAGGGGAATGCTTGCTCTG 
CCTCTGTGGCTTTTTGTTTGGGAAAGGGAGTTGGGATTGGAGGATTTAGATTTGAGGTCATG 
ATGTCAGAGCACACCAGGAACTCCCAAGGCTGTGCCTGAAGATGCCCACGCTGTCAAGTAG 
GGTGGTGGGGGAGACAGCGAGGGCAGTACAGGACACAGGCACTCCTTTGTCTGGTAGAGA 
GGAGGAGGGGAAATGGAGCTATTCCAGGATACAAGGGATGGCACTGAGGGATGCATAAGT 
CCCCTGCCTCCCTTGTCTCAACATGTTCTCCTCTGCCAGCCCAGTCAGCTTGGGGAGCTAG 
GTATCAGAAACCTGAAGGATTCAGCCCGCTTTGTCCTACTAGTGTCTATAAGTCTCTGTCCT 
GAGATCCTGGGGCTCCTCCTATTTCTAGAAGGGATGAGGTGCCATCAAAAATAACTTGGCTG 
GTGTAACAGTTTAGAGAAGGAAGTCACACCTGTAGCCTGGCTGGCAGGCAGGTGGACATGA 
GGCTGAGAAGGGAAGCCAGATGTCAGAACATACTAGGCTAGCATGCCTGCTTCTAGCTTTC 
AGGACCCAATGTACACATACACATGTGTATCATGTATGTATATGCATGGACACTCAAGCACA 
GGAGGGGTTATGTGCTCTGATCTTTGAAACCAGAGAAGGGAGGAAAAGCCTTATGGAGGTC 
CCTCCCCCACCCTAATAGGTTGCTACCCTCAATTGCCATCTGCCCACCAAGGCCCCTGCCC 
AGTGCTAGGCAGATAGCCAAGTGGTAGGGGTGACATGACTCCACTAAAGCAGCAGCCCAAG 
GAAGTGAGGGAGGGGACAGAGGCTGACCCTCCTCAAAGCCCCTTGTTGTAGTAGACCACTT 
CMCGCTGGGGTTTTGCTCATGGATCTGAGCTCTCAGCTCTGGTTCCAGGTTGCTTATGTGT 
ATGGAGCTCTTCTGGGGGAATAGGGCACAGCACAGGGGGGTTGCAAATACCAGGCAGAAG 
CCCACCAGTCCCACCTGCAGGGGTGCCCCCAGCCAGGGGCGGCGCTTCAGGAAGTCTTTC 
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TTCTCCAGAGTGTCCATGATCAGTGGTGGGATGGCCATGGCAGGAATCGCCATGCAGATTC 

TTGAAATCACCACCTGGAAGATTCCCTGCTTGGCTGCAGTCACCGAGTAGCCAAGCCTCTGA 

CCTGCCTCATCAGCCACCGGGATGCCCACCTGCAGCTCTCTCTGCCTCATCAGGGGGATGT 

TGATGCAGTTGGCAGCTGCCACTGCTGCAAAGGGCACAAATCTGCCGACCAAGGGGGGCA 

GGTGCTTGGTGAGGGATTTGAGTCCCAGGGCCGTGGCCACAGCTCCAGTGGTGGCACTCA 

CATAGGCTGTCCCCAGCTGCCTCACAGTGATGGGAGTGTCACCACTGCGGTTGGAGTAGTT 

AACAATGGCATTGAAGGACTGATTCACCCACTGCCAGAACACCACGGTTGGGGTCTTCCTGT 

AGAATGTGAGCATGCAGCCAGTGATGGTCATGTTCATGGGCACCTGGGCTGACATGCGGCC 

AATCAGGACCACCTTCTCCCCTGTGTCCGGATGGAAGGCGGAGTCATACACATACTTGGCC 

CTCCACAGCTGGTCCTCGGTGATCCCTGGGGTCACCACGCCGGCCCTGTAGTTCTGCACGA 

TGTTCCGAGAAGCTTCCAGCTGTGCCCCGGACAGCAGCAGATTTCGAGGATCAGTAACAGT 

GAAAAAGTGCCGGGCTCTGCCCAGGAAAGTACTTTGGTCCCAGCGAGGTTCCTGGATGTTG 

ATGTCTAAAGGCAATTCACCCATTTTGCTTTCCATCGCTCTCTGAAGCTCTCAGAACCGCCTT 

CCTCTCTGCCTCCGCTGTCGCCGCCGGGCCCTCCCAGCCATCACGCGGGACGTCACGCGT 

GACGCCGACCAGCAGGGAGGGGCAGGAGCTTCCCGGCCGCGCCCACCCGGTGGGCACGG 

GGATTGGCAGAACCCAGCCACCACACAGAGCACGCCTGCAGCAAACTCAGGCTCACGTCC 

CGCTCTGCCCCGTGACGTCCCTCCACGGAGGCCTCAAGGGTGCCCAGGGAGGGGTGGCAA 

TTCCAGGAGCC CCGGTAGC T GGCTCGGCT C AGAGAAGAGGT GGT TCGAGCCGGAGGG GAA 

CAAGCCAGACCCAAGCCCTAAATTTGCGGAATGAGCTAGGGCGTCAGAACCAGAACTGGGG 

TGGGTAAAGAACTCCGCTGCCCGGGACCAGGTAACGCCGGACGCGTGGGTCGAC 

>394 • 

NNGTCGCCATTGTGACCCGAGAATTTMTATACTTGTGCCCCGCGCGTGTTTTGTTA 
ACCGTCCGCCCGAGTGTCCCCTCAATTTCTACCCCTCGCCCCTTAACCCAAAGCTAAATCCA 
CCATCTGGTATTCTCCCCTAGAGCACCAGATGACCATCTGAAGCTGGACAAGTGTCTCTAAC 
AATAAAACATTACTGTTTACAAAACAAAAAGCACAAACATAATTATGGAATAAATAA AAAACAA 
GGGACAAACAGCCAACTGACTCTACCCACTTGGTGAGAAGTGATATACTTCAACTATTTTTTT 
AATGCTTCTGAAAGTTTCTTGGGCCACAGAGGACTAGGGTGCAATCATTCCCTGTGTTAGTG 
AGTTGGGTTTAATGCAGCTTCAAAATTAGGGTAAAGGGACTTGGTGAAATGTTTACATTAAAT 
ATTTCACTCCTACCCATTCTTCAGGAAAAAAGGTGAGCTCAGCAAGGCTGGATGCCATTAAG 
AGATATTTACTGTTTTCTTTTTCTATAGCTAAA AAAG CAAACTTTACACGAAGAAGCTC 
TAAGGAAATTTCAATAGATTCATATTTATAAAATTTTAAACATTTGGCACAG 
MAATGGGGGAGAAAAAATAGGTCTGGTTGTTGTCCCCCTTTTTCCACCTGCTGCTGGACAG 
TGATGAGATGCTCACAGAAGAAAAAGGCCTGGCTTTGT ACCAG GCTGGCGACAGGTGCTAC 
CAGGAGTGGGCTGAGGGGAGAAAAACTATCTCCCACTCTTTTGGCCCAGGCAATGTCAACG 
ACTTCCACATTCCCTGGCCCACTTCCTGAGCAACCCCAGGTTCGGCTCTGTATAAGGACCCT 
CCCCTCCCAACCCCAACCCCAGAGTGCAGTGCAAATCAACCAACAATTTA CTGGTG GAATG 
GCAATCAAAGGAAACAGTTAAACACCAAACAATTTCTTAAAGCCAAAAAATATTTTTCATGGA 
GTTGAACATTTTTCGAGTGTGTTTTTTTCMGTGTAAM 

GCAGCATCTAGGAATTCTGGCACTTGGGTTCTAGGGGGTTACAGGTATGCATCATGGATTCT 

TCTCCCTCGTATTTAAAAAGGCCTCGTGTTTCTATTCCTGAGTTCATACCAACACCTGCTAGC 

TCTCXJCCTCTAGCGGACAGTGGGTGGCCAGCCAGCCTCCCTGGTTAGATTGGGCAATGCCA 

AGCAGACATCCCTCATTCACCTGCTGGGCTTGCTTTCTGATTCAGAGGTAAGTCGAAGTGCA 

GAGAAAGAAACTTACAAAAGCACAACCACCAAAGGCAGCCTGAACGGGGAGCCCTGTGCAG 

ACTGAGTTGCTGGAGACTACCCTCTCAGTCCCATTCCTGGGGAAAGGTAGGTCACTCATGG 

AATTTGAATCAAACATGGGGGAGGACACCTGCCAA GCAAT AGTATGATGGACTCAAGTCATC 

CCAGGCCATCTACTGTCTCCCTCACCTGCCCTMCCTTTTCTGAGTCCCTCCCTCTCTTGTG 

CAAGCACTGTAGTTTAAAAAGGAAAAAACACCCCCCACCATTAAAAGACAACCTTCAAATGTT 

ACTCAGTATATAAAGTTTGCTTAGGCTAAGGTGGAGTCAGAAATGTCTCTAATTGTAGACACC 

ATCTCTGTGCCACCCTTCCTCTCATCGGATATGGAGTGATTTCTTCTCTCGCTGCTGCGACG 

CAGATCTGAGCCACAGTCAGGTACCAATGTACACGACATAGGCACATGTGCAAACACAAAGA 

AGGTGGGCTGCTGCTTCTTTCTCTCTGCCXJCT 

MCACTTT(XX3ATTCCTCTGAAGTTGCTGGAA 

CTGCCTATAAACTGTAGTCTCATGTGGGATAGTCAATTGAACATGAGAATCAGAACAATCTG 
GGCAAATGGGTATGGCAAGAATGGGAACACCACAACAGGACAGATGCCAACTCTCATTCAT 
GCCAGGC C1 1 1 IGGCATCTGGGTGCCTtCTGTGTCTTCTTTCCACCTCTTCCTTCAGTCT 
CATCCACTTGTACCCCCAGCTACCTCCCATGTTTCCAGGTATCATTGGCTCTTAACTCCCACA 
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AGCCTGCCTTTTGGCTACCCATCCCAACAATATCAAGAGGGAATGACTAAGTATCAGCTAGA 

AACTTAGCCATGTCTCAACATTCCTGGATTATCTGAAAAGCTGTCGATGCCCTTTTACAGGTT 

TATGGTGACAGACCCGTATCATCTTAAAGTATGTTCATAGTTAAGGCTTGACTTAAGAAAATA 

AGAGAACCAGACATAATGGAAAGACCTCTTCAATAATGTTGTCATGCCTCTCAGTGAA CGTG 

CTCACAGTCACACTTGGTTTGGCTCCCCAAACCCACAATAGAAAAGGAAAAATGAGTATTTT 

Gl I I I I CATCTGTTTTGTATTTAAAGGCATTGGGTTACTTCCTCCTGCCCTCTTTTCTTCCCTG 

AACAAGAGTTTACAACTCCTCATGGCTTCTTAATAGGTGAAGTAGGTGAAAAGTCTGAGAAG 

CTCACAGCAGGGTTTGCCGTCCCAACTATGCAGCTGAGAGGTCGCCA GCTC CTGTGCCTTC 

CCAGCCCCACTATAATTGGCAGTATGTTTGTTCATGTTTCCTGAAAACATTTTCTTTAAAAAG 

GAAAAGAAAAAAATGCCAAACAACACCAACCAAAAAAAAAAAAAAAAAAAAAAGAAGGAAGAA 

GACAAAGAGCAACATCCAAACATTCCCCAAGCCCCACCCCAGTAAGTCTGAGATTATCTTAT 

TCCTTCCCTGAAATAATTATAAAGAAGCATTTCAGGCAAAATACTTAGTATTAATGGTCTCTTA 

CTGCTCAACCTCCCMCCATGCCCTTTTCCCTTTTATGTGTATCTCTTGGAGTAAAATAAATT 

CATTAATGGCTTTCCACATACAAATACAATAGAAAAGAAAGAAGTCTGGAACCTGACTATCAT 

GGGACCAAAAAGTATCTTGGCCCTTTGGGAGTTTCCTTGTCAGAAAGTATAAGCCTCAACAG 

GAAATAGAGGCTCCTTCTCCTTTGAGTTCAATACCCTCCCTGTGTCCTACTCACCAGGAAAAT 

AAGTGTGTTCATATCCCACCTAATTTACAACAGAAGATAACCCCATCCCATCCCCAAAACATA 

AAAATACAAGTCTATGCCCATAGAACN 

>395 

NNNNAACACATTTCCCCTCCCGTCGCTGGGTCCCTGCGATCGCCCCCAGCTGGTG 
GGGCTCGCGGAGCTCAGGGGAGCGGGGTCCTCTGCGCCGCTGCAGCCGAGTTAATAAACA 
GTTAAGTTTGGAAGACTCTGCAGACACGTTGAGGGGGAGTTACCAAGCCCAGGCAGCAAAA 
ACATCCTGGCACATTCCTGGGGAGTCCTCAGCTGCCAGCATCTGATTAGAACCATATCTCTC 
GCCGGGAGTGGCCGCGCGGCTCCGAAGCTCCCGGCCGGCGGCTATTTAAGCGAGGCCCG 
CCGCATCCGCTGCGCTGTAGCCTGGAGGCTCCGGGCGCGGGGAAGTCATGCTCGCTTCAC 
GGAGGCAATAGCTAGCCGGTGTCTGTGGGAGGTTATGTTTATTTGAGACTTCTCCATCGGGA 
TCGCCTGGTGTCACCAAGTGTCCACTGGTACTGAGGTTTGCTGCCTGCCTTCTTGCCATGTC 
TAACGAAGTAGAAACAAGTGCAACCAATGGTCAGCCCGACCAACAGGCCGCACCAAAAGCA 
CCCTCAAAGAAGGAAAAAAAGAAAGGCCCTGAAAAGACAGATGAATATCTCTTAGCAAGGTT 
CAAAGGCGATGGTGTAAAATATAAGGCCAAGCTGATTGGCATTGATGATGTGCCAGATGCAA 
GAGGGGATAAAATGAGCCAAGACTCTATGATGAAACTAAAGGGAATGGCGGCAGCTGGTCG 
GTCTCAGGGACAACACAAACAAAGGATCTGGGTCAACATTTCCCTTTCTGGGATAAAAATAA 
TTGATGAGAAAACTGGGGTAATAGAGCATGAACATCCAGTAAATAAGATTTCTTTCATTGCCC 
GTGATGTGACAGACAACCGGGCATTTGGTTACGTGTGTGGAGGAGAAGGCCAGC ATCAG TT 
TTTTGCCATAAAAACCGGGCAACAGGCTGAACCATTAGTTGTTGATCTTAAAGACCTTTTTCA 
AGTTATCTATAATGTAAAGAAAAAGGAAGAAGAAAAGAAAAAGATAGAGGAAGCCAGCAAAG 
CAGTTGAGAATGGGAGTGAGGCCCTAATGA7TCTAGATGACCAAACTAACAAACTGAAATCG 
GGTGTTGACCAGATGGATTTGTTTGGGGACATGTCTACACCTCCTGACCTAAATAGTCCAAC 
AGAAAGCAAAGATATCCTGTTAGTGGATCTAAACTCTGAAATCGACACCAATCAGAATTCTTT 
AAGAGAAAATCCATTCTTAACAAACGGCATCACCTCCTGTTCTCTTCCTCGACCAACGCCTCA 
GGCATCCTTCTTGCCTGAAMTGCCTTTTCTGCCAATCTCAACTTCTTTCCCACCCCTAATCC 
TGATCCTTTCCGTGACGATCCT7TCACACAGCCAGACCAATCGACACCTTCTTCGTTTGATTC 
TCTCAAATCTCCAGATCAGAAGAAAGAGAATTCGAGTAGCTCGTCTACTCCGCTGAGTAATG 
GGCCCCTGAATGGTGATGTTGACTACTTTGGTCAGCAATTTGACCAGATCTCTAACCGGACT 
GGCAAACAGGAAGCTCAGGCAGGCCCATGGCCCTTTTCAAGTTCGCAAACCCAGCCAGCAG 
TGAGAACTCAAAATGGGGTATCTGAAAGAGAACAGAACGGCTTCTCTGTCAAATCCTCCCCG 
AACCCTTTTGTGGGAAGCCCTCCCAAAGGACTGTCCATACAGAATGGCGTAAAGCAGGACTT 
GGAAAGCTCTGTCCAGTCCTCACCACATGACTCCATAGCCATTATCCCACCTCCACAAAGTA 
CCAAACCAGGAAGAGGCAGAAGGACTGCTAAGTCTTCAGCCAATGACTTGCTTGCATCAGA 
CATCTTTGCTCCTCCCGTCTCAGAACCTTCAGGCCAGGCGTCACCCACAGGACAACCTACA 
GCCCTGCAGCCCAACCCTCTGGATCTCTTCAAAACAAGTGCTCCTGCCCCAGTGGGGCCCC 
TGGTGGGTCTAGGTGGTGTMCTGTCACACTCCCTCAGGCAGGACCATGGAACACAGCATC 
TTTGGTCTTCMTCAGTCCCCTTCAATGGCTCCGGGAGCCATGATGGGTGGTCAACCTTCAG 
GTTrrAGTCAGCCCGTCATTTTTGGTACAAGTCCAGGTGTTTCAGGTTGGAACCAGCCTTCA 
CCCTTTGCAGCCTCAACTCCCCCfCCAGTGCCTGTTGTCTGGGGCCCTTCTGCAtCTGTGG 
CACCCAATGCTTGGTCAACAACAAGCCCTTTGGGGAATCCTTTTCAGAGCAATATTTTTCCAG 



Page 119 of 355 



WO 01/42467 



713 
Table 4 



PCTAJSOO/33312 



CTCCTGCTGTGTCCACTCAGCCCCCATCCATGCACTCCTCTCTCCTGGTCACTCCTCCTCAG 

CCACCTCCCAGAGCTGGCCCTCCCAAGGACATCTCCAGTGATGCCTTCACTGCCTTAGACC 

CACTTGGGGATAAAGAGATCAAGGATGTGAAAGAAATGTTTAAGGATTTCCAACTGCGGCAG 

CCACCTGCTGTGCCCGCGCGGAAGGGAGAGCAGACTTCTTCTGGGACTTTGAGTGCCTTTG 

CCAGTTATTTCAACAGCAAGGTTGGCATTCCTCAGGAGAATGCAGACCATGATGACTTTGAT 

GCTAATCAACTATTGAACAAGATCAATGAACCACCAAAGCCAGCTCCCAGACA AGTT TCCCT 

GCCAGTTACCAAATCTACTGACAATGCATTTGAGAACCCTTTCTTTAAAGATTCTTTTGGTTCA 

TCACAAGCCTCTGTGGCTTCTTCTCAACCTGTATCTTCTGAGATGTATAGGGATCCATTTGGA 

AATCCTTTTGCCTAAATTCTGAACTTGGTCTGCAGACCATCCAGAGGAATAAAAAGGTTGGC 

CTTAGTAGTCAAAAACAAAGCTGATAGCCAGACACGTTCTGATTTCTGCCC TTGTT CCAGCTT 

TGACGTATTATCTGTTGCCTTATTTCTCATTGCCTCTTCTACTTGTMAATGCTTTrCACTTTCT 

GTCTAGGTTAAAGCTAAACTGAATCTATGGCTTTAAATAAATTAAGATCCTAAACTCTCTAGCT 

TAAGTGTAAATGAAGTACAGTAGTTTCCCTACTGAACCCTGCCTCTTGTGTCCCTGGAACCTT 

CTAGAACACCTGCCTTCTACCCTCTGGTTGGGAGATGCAGCCACCACATCCCTTCATATCAT 

ACTGTTTTGAATAAATTTTCAAATCCTTATTGTTCAGAGTTGTTTGGGGGTTCTGTTTCAGAGC 

ATAAAACCTAAAGGTTATAGTAGAACAAGGCACCTTCTTAAAAGAAATCTTGCTTCAGACCAT 

CAGTTACAGAGAATTTCTAAAGTAAAATTGAAGCAACTACAACTTCTCCTTAGACACTTTGGA 

ATCTAACCACTrAAGGACCTTTTTA MGAGATAGCT TCTCTTCTTTCTGA^GATCAATTTCT^ 

CAAGGCCAAGATTGTCCTTTTCTCCCATTTCTTGCTAGCTATT GCAAA TGAGGGAAGAACA 

ATTCATCTCTCCTCCCCI I I I I 1 1 I CTGATTCTTTTTTCAGTCAGTTTTGCTCCTGGGTTCAAG 

TAGTATTACCACCCTTTCACAAGCAACAGACTCTCACAGGGCAAAAAAAAAAAAAAAATCTAA 

TGATTCACAGACAGATCTGGAGCCTCTCTTCATTCTCAGTAATTGCTAGTCCCAAGAACTAGA 

ATTGCAAATGGGCACAACCTATATCCTTCCTGTGGAAGAGGAGGCCACTCTCTTGAGCTGAA 

GTTCCAGAAGAGCAGTTAATGTTCAAGAGAAATTGAACTCAACTCAGCAACAAAGGACTCTA 

TTTTGAAGAGCAACATATCACAAAGCTAAATGTGATT GTGCC AAACACATTAGGTGCTTATTT 

GGGGTCATGCTAGGCCTTTATCAAGTAACTGGAAAACTTTTCTTGCAGCCACAATCTCAATGT 

CGTTAGTAGGAAGATAAGAGGGGAGAAAAAGCTGTAGAACAAATGTTTGGGGT TACC ATTGA 

AAATCTAATGTCTGCAATATTTTTCTCCTCACAACTTGGAAACGTTCCCA GTTC A TTTT CAGTC 

CTGTTGTGAGCACAGTTCTGAAGGGTTTATTATTGTCAAAATAAGTTTTGTTTTGTTTTGTTTA 

TGTTGGGTTTTTAATGTTGTCTCTTGACCCTTAATGCTCAGGTTCTTGTGGGAGTTAATCAGC 

CACATCCAACGTTACCTTGAGGGGGAAGAAGAGGGTGATGCTCAGAA GCTAA ACAAGACAG 

GGGCCACATGACCCTCTATTGATTAGCCCCAAGTAGAAAGTCCTGTGGTTTTATGTTTAATG 

GTAATAGTTGATCATATATGGCATAATTTTCTATCAGCTTCCTACTCAGTCACTATAAACACAG 

ACTTGAAATAGTACTTTAAATGTCCAAATACCTAAATGTGC TAAAC TGGAGGTAA CTATT TCTA 

GGTAGTTGAATTTTTGAAAGTCATGATCAGCCACACAACTGTTTTGTACATACTTATTTTCTCA 

TGCACTTTTCTGTATGCAAATAAAGCTATAAATTTACTCATTTCAATAAACTGGAGTGGCAGAA 

TAACAAAAGAAAATATAAATAATAAAAAAAAAGCGGCC 

>396 

>397 

>398 

NAGCGTTACTCTGACAAAGACTTGTTTCTGTTGCATAGCAACTGAAGATAAGTATGC 
AGAACTTAGCAAAGATTTTCAAGAGAAAATAATGTAAGGATTACGTA ATTCG GGAAATAAAAA 
CCTGAAGGGCAATTTCAACTAAGTATGGCGACTACCTGCTCACCATCTTTTGGAGACCGAAG 
AAGAAATGAATGGTCTGAACAGACTTAGCC CGACA GAGCTGCCCAATAGAGAGGATGCCAA 
TGTTAAATGACCACAAGAAATGTAACATCTCTTT7TAGGACACCCTAGATAAGAAATCTTCCA 
ACTGGTCCTTCAGGAGGGTGTCTAAGCAGTCTTGGATGAGCTACATCAACAGGTCTGCAGA 
CCACAGAGCCAGCAATCAGGGACCACATTCCCCGAGGTACAAMTTTAGAGGTTTCCCCTTT 
ATCAACAAGAGACCCAGGTGCCAGCATGTTACTACCAGATCCAGTTCTTCTTAGGACAGTGT 
GGCTCAAAGGGATGAGACCTTCCAGACACTGGTATCTGAGCATCTGTGGCCTGCCCCTGAG 
TTGTCAAGATAATTTCCTTATCTCTGAAGGAGTCCAGACAGGAATGCTTCCACTGCTGGGTG 
GGTGCTCGCCCCTCTTGCTCCTTAAGCGCCCGGCTCACCCCCTTGCTAGCACAGGGTGTCT 
TACACAGTTTATGGGACTTTTCTGTGAACTACCTGAGGGCAAGAAGGATGTCGGACTCCX)TG 
CTTGCTCCTCAAATATTTTATAGGAAAGCAGTCCACAGTCTCACACAGAGGAAACATGAAGTT 
TAAGTTCTAGCCGTATGAGGACAACACCTACTTTGATACCAGGCGTCACACTCTACAGCTNT 
GTTCAAGCTGAGGAGAGTTCTCTTTCCTTATCTGTGfGTtCCtCAGAACACAGAGtGGGACT 
CCTGCCAAGTCACCCTTGACTTACN 
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>399 

NNNNNNNNNNNNGCCGAGGTACGCGGGGAGAGAGGAAAAGAACACAGATCTCGCA 
TGGTTCAGATTTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAATTATAAT 
TCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCC CACA GCGTCTCATGTCTG 
CCAGCAATAGCAATGAGTTACTTCTTMTCTTAATAAT GGTCA ACTTTTGCCACTACAACTTCA 
GGGCCCACTTAATTCATGGATTCCACCTTTCTCTGGMTTTTACAACAGCAGCAGCAGGCTC 
AAATTCCAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCTGGACTGCTCCCAA 
ATCAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAGGAGCCCAGGCAGGCCAAGTTGA 
TCCCTTACAGCTTCAAACACCGCCTCAGACACAACCAGGCCCCAGTCACGTGATGCCCTAT 
GTATTCTCCTTCAAAATGCCTCAAGAGCAAGGACAGATGTTTCAATACTATCCAGTTTACATG 
GTCCTACCCTGGGAACAACCTCAGCAAACAGTTCCAAGGTCACCTCAACAAACAAGACAGCA 
ACAGTATGAGGAGCAGATACCATTCTATGCTCAATTTGGATACATTCCACAACTAGCAGAAC 
CTGCTATATCAGGAGGACAGCAGCAACTAGCTTTTGATCCCCAACTAGGCACAGCTCCTGAA 
ATTGCTGTGATGTCAACAGGAGAAGAGATACCATATTTACAAAAAGAAGCGATCAACT TTAGA 
CATGACAGTGCAGGAGTTTTCATGCCCTCAACTTCACCAAAACCCAGCACAACCAATGTTTT 
CACTTCTGCTGTAGACCAAACTATTACCCCAGAGCTCCCAGAAGAGAAGGACAAGACTGACA 
GCCTMGGGAACCATAAGAAGTTGCCCTGATCATTCAGACATTTTGGGAAAAAGATGTGGCC 
ATGCCTIGaATATAATTTTAGGJDTATTAGCTTCCTCAATACTAG.W 
TGAAATATCTTGACTCTTCTCCTM 

TGTCATAGAAAATAATACAATCATGTAATGAGTCTTGTCTTACAAAATTATATGTCTCTTCAAA 

TATCCTATCATTGTATAATATGGAATATAATAACACAGAATAAAGCTAGTATCATTAAATCAAT 

TGGATAATTGCATTAGTAAATGATGCCTCTGCAAAATGGTAGTACCCATGAAGATATGTATAT 

TGTCATTGGATGTATGATGAGTGTTGTGATTGGAACTGATGAAGTAAAATAAGTATCTAGATT 

TGAAAAAAAAAAAAAAAAA 

>400 

>401 

TTGGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGACCGATGGCGCGATTTCA 
CAATCCTGCAGAACGGCCATACAAATTGCCAGACCTGTGCACAACGCTGGACACCACCTTG 
CAGGACATTACAATAGCCTGTGTCTATTGCAGACGACCACTACAGCAAACCGAGGTGCATGT 
GTTGTCTGAAACCGCTGTGTCCAGCAGAAAAATTAAGACACCTAAATAGCAAACGAAGATTT 
CATAAAATAGCAGGAAGCTATACAGGACAGTGTCGACGGTGCTGGACCACAAAACGGGAGG 
ACCGCAGACTAACACGAAGAGAAACCCAAGTATAACATCAGATATGCGTGGACCAAAGCCC 
ACCTTGCAGGAAATTGTATTAGATTTATGTCCTTACAATGAAATACAGCCGGTTGACCTTGTA 
TGTCACGAGCAATTAGGAGAGTCAGAGGATGAAATAGATGAACCCGACCATGCAGTTAATCA 
CCAACATCAACTACTAGCCAGACGGGATGAACCACAGCGTCACACAATACAGTGTTCCTGTT 
GTAAGTGTAACAACACACTGCAGCTGGTAGTAGAAGCCTCACGGGATACTCTGCGACAACTA 
CAGCAGCTGTTTATGGACTCACTAGCCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGT 
AACCTGCTATGGCCAATTGTGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCA 
AACTCCTGGGCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAG GATTAC GGGAGTG 
AGCCACCGCACCCAGCCAGAAAAACGTTTCAAAT ATTGGAA AACCTTACTTTTTTCAATGAGC 
ATTTTTGCATCAAGGGGTAACAGGGACATTAGGCTTTTTTTCTCTTAGACTCCAAACAGTAAG 
GTCAGAATTTATCAAGACATTACATAGGAGTAAGGGCACAGCCAGGGGTGGTGGGGGGAGG 
ACATTTTCCAGCACTAATTAACAGGTTTTATGATTCACTAGGTTGGCCCAACTACTGTTCTCA 
CCTAATTCCCAGGCACAGCGTGTCAGGAGGCCAAATGACACTTTCCAGTGCAAGTGCTTGTA 
GTATGAAGGGGGCAGAGATCACCTAGTGACCATCAAGCAGGCCATCCAGAGGCAAAACTCC 
TTATGTGAGGAATTTAGAAGTAATTAGACTCCCCTGTTATTTAAAGCTGGCATCTGGGTCCAG 
GCTTCTTCCCCAAAAACTTGTAAGTAACTAGMTTTCTACATGTCTCCCATGCATGCATGTCA 
AAACTTATCGTGCAACCCTTGCTGACATTAAGACACCAAAATGTCCAAAAATGTAATCATTTA 
TCATGACCTAAGTGGTTAATATGGCCCAAATTCCCTTTAAGCTCCTGCTTTAAGGTTCATAAA 
TATCCCTAAGGAAAATCCACTCAGTCCTCTCTTGCTGAGGCACCCTGCTGTACCTGCCCGGG 
CGGCCGCTCCACCGCGGTGAGCNNNNN 

>402 • * 

AGGGAGTCGACCCACGCGTCCGGAGCTGAATCACCAGAATGGGGAACCCACGGAG 
GTAGAAGATGGCACTGTGGATGGTGCAGACAGGGATGAAAAGGACTTCAGGAATCCTGGCC 
AGGAAGTCAGGAMCTAGACCTGCCAGTGCTC^ 

GCTCTGATGGTCAAAGGATGGCAAAGTCCACTTTAGAGGCCATTAGCCTAGCAGTTGAGTAG 
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GAGCTGTCACTGATCCTGGCATCATCATCATCTTGATGTGTG ACCC TATCCAAGTTTTGGTTT 

TCATGGAGTTAAAGGTTATTCCCCTTGCATTTTACAGCCCTGATTTTGCATTTGCCAACCTCT 

TTCAACTAAGTTCATGTCATCTTTTCCCATGGAGTTTCACTATGCATTGTCAGACTGCTGGTT 

AGGCCTCCAGACCAGGTCCATCTTCTCCCTTTTTCTCTAGCATGGCCTTGCCCTTTCCACAG 

CCCTGAGCCTATGCCTGGCCTGGGTACCTTAGCCCCTTGCCTTTCCTTCCCTGTTTGAAGCC 

TGCCCAAGCCCCAGGGTTGCCCTTTTGTTATTCTGCTGCCTAGAAGTTAGAACATTCAAGAA 

TTGAGGGTACACCTATAAACAGACTGGCAGATGATATAGTGCTTAATGTCTTGCCTCAGTTTG 

TCATTGTGTCAGAACATCCGAAAAAAGATAGGAGAAAAGTTGGAGTTTAGGGCATAATTTTCC 

TGTAATAATTTGGAGCTCAAAAATATTACAATGAGAAAATAAAAAGCTATTAATTAGCAGGAG 

ACTTAATCACATGAAGAATTTCAATTAGATATTTCTTCTACGTAG TATAGTTA TAAC TTTG CATT 

CCATTGTTTTCCTTCTCTATAGTCCATTGTATTTCTGTGGGG I I I I I I I I I I I CAGGTTTTGAG 

TTCAAGAACGAGATTAAAAAAGAAAATCTAAAATGGGATGATTCAGAGGAAGTAGAAATAAAC 

AAGGCTTTACAGAGAAAGTCCAGAGGAGTTTATTGGCACTCTGAGCTACAAAAAGGCTTGGA 

GAGTGAGCCAACATCAAGAAGGCAATGTAGAAATTCTCCAGGGGAGAGTGAGGAGAAAACC 

CCATCCCAGGAGAAGATGAGTCACCAGAGTTTTTGTGCCAGGGACAAAGCCTGTACACATAT 

CCTCTGTGGGAAAAACTGCTCTCAGAGTGTGCACTCTCCCCACAAGCCAGCGCTCAAACTG 

GMAMGTATCTCMTGTCCTGAATGTGGGAAAACCTTTAGCCGAAGTTCTTATCTTGTTCGG 

CATCAA/^AATCCAC>^ 

GfGAGCGCTCCAACCTCACTGCCCACCTACGAACTCACACAGGGGAGAGGCCCTATCAGTG 

TGGGCAATGTGGGAAAAGCTTCAACCAGAGTTCCAGCCTCATTGTCCACCAGAGGACCCAT 

ACCGGGGAAAAGCCTTACCAGTGCATTGTCTGTGGAAAGAGATTCAACAACAGTTCCCAGTT 

CAGTGCTCACCGGCGCATCCACACTGGGGAGAGCCCATACAAGTGTGCAGTGTGTGGGAA 

AATCTTCAACAATAGCTCCCACTTCAGTGCCCACCGAAAAACCCACACTGGTGAAAAGCCTT 

ACAGGTGTTCTCACTGTGAGAGAGGCTTCACTAAGAACTCTGCCCTCACCCGTCATCAGACA 

GTACACATGAAAGCAGTACTCTCATCACAGGAAGGAAGAGATGCGTTATGAGTGTGTCGGTA 

AACTGTCAGATTAAGTTCCTCAGGTCAGCATGTATGAGCTTTCTTCTGCTGTGGAGAGATCTA 

GCCAGTCCCTGACTTTGCAACAGACCTACTGACTACTGGATCTTAAGACCCATGTCTAGGAC 

CAGGAGTCAGCATAAGGACGCTGACCTCTCCTGGCTGTGCCTGTGACTCCAGAGTCCTATC 

TTACTGTGACTTAAAGTTTGATGGAGAGAAAGCTGTAGGATCCATAAATTCTACCAGGAAACC 

AGGGTCTTCCTGTTCCTAGCACTGAGAATGGGCACCCAGTGGTCCAAGAACACTTTCTGGG 

CTAACATAGTCCTCACACAGGGCTGAGAAAGAAAGTGTCTCCTTTCCTGGAAAGCACATGTA 

AAAGTTAAGGGCCTGAATCTCTTCTAAACCAATAATTGACCTCTAGGCACCCACCATAATACT 

GCTACCTTCAGGGCAGAAGACACTGCTCT7TGTAACCCAGCCACCACCAAAAAGCAAACAGA 

MGAAGGAAGGATGGTTAAGCCATTGGATAATACTGAATCTGTT TCCC TAAGTGACTTAACCT 

TAGAGCAAGCACAACATCCAGGTTAATTTTTTGTAAGATTTCTCCTTTTATTATT^ 

ATAGTTCCTGATTGTCTCTTAAAGTAAGTGGTTTATAGACATTACTATTTCTGATAATAATTTA 

CAAACTACTATAAACAAATTTATAAACATTACTAATTTCTGATGAAAATAAAGTTGTTTCTCCCT 

CCACAAANNNNNNNNNNNNN 

>403 

NNACCCACGCGTCCGGATTAATCTATTTGCCTAAATGGGTTTGTTCAGGTATCCATT 
TTTAACAAAGAAGTTTGTGTTCATATAGTAAAAGACCTATCAGTGTTTCX^ ACCA TGCACTTCTA 
TTTTTTAGGAGTTTATAATTTTAAGTCTTACATTCCTAGTAACA^ 

TTTCTAGTCTTCCCCTCAAATCATGCATGCAAATAGGAGGACAGTGGTGGTGACTCAACTGG 

ATACAGGTGCTCAATAGTCAGGCTTGATAGTGATGTCAGGA CGCAT TACAAGCTGTAAGCCG 

ATACTGACTGGCCATTGGCACCATCCTT GACTM CCTTCCTCTTTTTCTCTAGTGTGCCTATG 

GTGAAATGGCAATAGCATTCACTGTCGTATTTTGCAGTGCTCAGGAAGTGGGACGTTAACTT 

TGMGGTGCTTGTTTGTATTAGCTCTGCTAG GTTTACCTC TACMCGTAGATTTCAGCAGCTA 

TGCTGACTGACACTACATTCTAGTTCTTAAGA I I 1 II I I I CCAGATCCCCCCT TCCC CAGCTA 

GACATACGTAGCATACTTTCATCTTATTCAGTCTTTCTGTMCCT GCTG CTGCTTTTAGTCCTC 

CTCACCTCAGATCGGAATCAATGGAGTGGGCCCAGAGGATACATTTTAATTCCAGTAATGGT 

AGGTAGATTTGTCCTGCTTTCTAAAACATCTCCTCATTTCATATTTCCACTCCATATTGATTCC 

ATAAGGGAAAATTMTGGGTGTTTCXTCCTTTAGGGAGGTAATGCAAAGAGTGT GQAC ATCT 

TCTAATCTTGAGGMCAGTAGTTGATTTCCCTTGMGGAGCTTACATATTGACTGTTTTCACA 

AtAACCTGTTTG(X;CCAGTTCMTCCTCATTTTAATACTTMrn"G 

TTITCTTACAGATAACAAATCAAGAGTGAAATTTGAGG TTAT ACTC 

TTGTGAATATGGTCAGCTAGACTAAACTTGACTC I I 1 I I I I I AATGGCTTTTTTATCTGTGAAC 
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ATTCAGATAAGTGGATTTTCAAGTACTGGTTGGGGATGGGAATCGTGCTTTTCTTTAAACTTC 

AGTTTACGAGATGCTTTGAGAGCGTTAGGCAAAAGCAGAAATAAATATCAGGAGCAACGGG 

GMAGCTTTATAAAAGATCATGGTGGCCACTGTTGCAGCTTTGAAGAATGAGTGCTGGCTTG 

MCAGTTCTTTGCCTGCATCATTGGTAGCTGCACTGAAAGGAMAAACTTTCACCTTAAGAAT 

TTGAAAAGGAAGAAACCTGGGCTCTGGTCTTCATGGCATTTAGACTGAGATGCTTAAACAGA 

ACAGAAGTAATACGCATTTCCTGCCATAGGATAGGGAAAATGTAACAAGCTGGTTGCTCTTG 

AGGTTAGAAAATTGTCTGTTTCTCTGTGGATGAAGCTGGATTTACTTGAAAATGGAGA GTTGG 

CTTATTGTTTGAATATTGGGACATCAAGCTATCTAT AGCCA AGTTTCAGTCGCAACCAGTTTT 

CCCTTTGTCTGGGGTAAATTCGATACAAAATGATTCTTTTTGAATCCTGAATCCATAAATTACA 

CI I I I I I I I I ICAAATTCACAAAATTCACAGTGGTGCTGACTGTGTAATAACCACTATTGGGAA 

ACATCCCGTAAACCTGCCTGTTGCCATGCCAATGGAGTGACTGAACTGGTGACATCTGTTTG 

AGCATGCTTTGTGTGGCTGGTCACAATGACACGGTTGGTGCTCACCTTGACCTCCGGGCTA 

CGGGACGGAGGGTTTTCTAGANNNNN 

>404 

tAGGGagtcacccacGCGTCCGCCCTGCGCCAAAGTGAGCAGTAGCCAACATGTCAGG 
GTGGGAGTCATATTACAAAACCGAGGGCGATGAAGAAGCAGAGGAAGAACAAGAAGAGAAC 
CTTGAAGCAAGTGTGTATCCAAAGTGTGTACATCAGTAAGATCATAAGCAGTGATCGAGATC 
TCTTGGCTGTGGtGTTCTATGGTACCGAGMAGACAAAAATXCAGTGAATTTTAAAAATATTTA 
CGTCTTACAGGAGCTGGATAATCCAGGTGCAAAACGAATTCTAGAGCTTGACCAGTTTAAGG 
GGCAGCAGGGACAAAAACGTTTCCAAGACATGATGGGCCGCGGATCTGACTACTCACTCAG 
TGAAGTGCTGTGGGTCTGTGCCAACCTCTTTAGTGATGTCCAATTCAAGATGGGTCATAAGA 
GGATCATGCTGTTCACCAATGAAGACAACCCCCATGGCAATGACAGTGCCAAAGCCAGCCG 
GGCCAGGACCAAAGCCGGTGATCTCCGAGATACAGGCATCTTCCTTGACTTGATGCACCTG 
AAGAAACCTGGGGGCTTTGACATATCCTTGTTCTACAGAGATATCATCAGCATAGCAGAGGA 
TGAGGACCTCAGGGTTCACTTTGAGGAATCCAGCAAGCTAGAAGACCTGTTGCGGAAGGTT 
CGCGCCAAGGAGACCAGGAAGCGAGCACTCAGCAGGTTAAAGCTGAAGCTCAACAAAGATA 
TAGTGATCTCTGTGGGCATTTATAATCTGGTCCAGAAGGCTCTCAAGCCTCCTCCAATAAAG 
CTCTATCGGGAAACAAATGAACCAGTGAAAACCAAGACCCGGACCTTTAATACAAGTACAGG 
CGGTTTGCTTCTGCCTAGCGATACCAAGAGGTCTCAGATCTATGGGAGTCGTCAGATTATAC 
TGGAGAAAGAGGAAACAGAAGAGCTAAAACGGTTTGATGATCCAGGTTTGATGCTCATGGGT 
TTCAAGCCGTTGGTACTGCTGAAGAAACACCATTACCTGAGGCCCTCCCTGTTCGTGTACCC 
AGAGGAGTCGCTGGTGATTGGGAGCTCAACCCTGTTCAGTGCTCTGCTCATCAAGT GTCT G 
GAGAAGGAGGTTGCGGCATTGTGCAGATACACACCCCGCAGGAACATCCCTCCTTATTTTGT 
GGCTTTGGTGCCACAGGAAGAAGAGTTGGATGACCAGAAAATTCAGGTGACTCCTCCAGGC 
TTCCAGCTGGTCTTTTTACCCTTTGCTGATGATAAMGGMGATGCCCTTTACTGAAAAAATC 
ATGGCAACTCCAGAGCAGGTGGGCAAGATGAAGGCTATCGTTTGAGAAGCTTCGCTTCACA 
TACAGAAGTGACAGCTTTGAGAACCCCGTGCTGCAGCAGCACTTCAGGAACCTGGAGGCCT 
TGGCCTTGGATTTGATGGAGCCGGAACAAGCAGTGGACCTGACATTGCCCAAGGTTGAAGC 
MTGAATAAAAGACTGGGCTCCTTGGTGGATGAGTTTAAGGAGCTTGTTTACCCACCAGATT 
ACAATCCTGAAGGGAAAGTTACCAAGAGAAAACACGATAATGAAGGTTCTGGAAGCAaAGGC 
CCAAGGTGGAGTATTCAGAAGAGGAGCTGAAGACCCACATCAGCAAGGGTACCTGCCCGG 
GCGGCCGaggtACACCTaAAGGGGGCTGAATCCAGGGAGCCAAGCAGTCtTGttcTGTGGgcCcc 
acmccaCAGCACCTCacaAGTTAagaccTGCTGGCTTGGAATTCCAGCCAGCCAGTGGTGACAG 
GTtGaaGTCtGC>:taagaTGGATTGAGTTC(XJAgATGGAGTGGTGgccaCTAtctttGCAGTTTGAtcaa 
gtcagcMTtccAgtccgcttgCTTtgtagAGTCCAGactggATGaGgAagGGTCCtO^cCAT 
GTgctaccAAAAAGCAGtoagacTatfTCTTTAAGTC 
CTCCCAACAGGGGTCTCCAGCCACCTCCTACAGgt 
>405 

NNCCAATTGGAACCTCCACCGCGGGGGCGGCCGAGGTACGCGGGGGGCGGCGGC 
GGAGAGAGCTGGCTCAGGGCGTCCGCTAGGCTCGGACGACCTGCTGAGCCTCCCAAACCG 
CTTCCATAAGGCTTTGCCTTTCCMCTTCAGCTACAGTGTTAGCTAAGTTTGGAAAGMGGAA 
AAAAGAAAATCCCTGGGCCCC 1 1 1 ICI 1 1 1 GTTCTTTGCCAAAGTCGTCGTTGTAGTCTTTTT 
GCCCMGGCTGTTGTGTTTTTAGAGGTGCTATCT(XAGTTCC^ 

ACCTCAGCGAGAGCAGCAGCAGCGATAGCAGCCGCAGAAGAGCCAGCGGGGTCGCCTAGT 

GfCATGACCAGGGCGGGAGATCACAACCGCCAGAGAGGATGCTGTGGATCCTTGGCCGAC 

TACCTGACCTCTGCAAAATTCCTTCTCTACCTTGGTCATTCTCTCTCTACTTGGGGAGATCGG 
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ATGTGGCACTTTGCGGTGTCTGTGTTTCTGGTAGAGCTCTATGGAAACAGCCTCCTTTTGAC 

AGCAGTCTACGGGCTGGTGGTGGCAGGGTCTGTTCTGGTCCTGGGAGCCATCATCGGTGA 

CTGGGTGGACAAGAATGCTAGACTTAAAGTGGC CCAG ACCTCGCTGGTGGTACAGAATGTT 

TCAGTCATCCTGTGTGGAATCATCCTGATGATGGTTTTCTTACATAAACATGAGCTTCTGACC 

ATGTACCATGGATGGGTTCTCACTTCCTGCTATATCCTGATCATCACTATTGCAAATATTGCA 

AATTTGGCCAGTACTGCTACTGCAATCACAATCCAAAGGGATTGGATTGTTGTTGTTGCAGG 

AGAAGACAGAAGCAAACTAGCAAATATGAATGCCACAATACGAAGGATTGACCAGTTAACCA 

ACATCTTAGCCCCCATGGCTGTTGGCCAGATTATGACATTTGGCTCCCCAGTCATCGGCTGT 

GGCTTTATTTCGGGATGGAACTTGGTATCCATGTGCGTGGAGTACGTCCTGCTCTGGAAGGT 

TTACCAGAAAACCCCAGCTCTAGCTGTGAAAGCTGGTCTTAAAGAAGAGGAAACTGAATTGA 

AACAGCTGAATTTACACAAAGATACTGAGCCAAAACCCCTGGAGGGAACTCATCTAATGGGT 

GTGAAAGACTCTAACATCCATGAGCTTGAACATGAGCAAGAGCCTACTTGTGCCTCCCAGAT 

GGCTGAGCCCTTCCGTACCTTCCGAGATGGATGGGTCTCCTACTACAACCAGCCTGTGTTTC 

TGGCTGGCATGGGTCTTGCTTTCCTTTATATGACTGTCCTGGG CTTTG ACTGCATCACCACA 

GGGTACGCCTACACTCAGGGACTGAGTGGTTCCATCCTCAGTATTTTGATGGGAGCATCAG 

CTATAACTGGAATAATGGGAACTGTAGCTTTTACTTGGCTACGTCGAAAATGTGGTTTGGTTC 

GGACAGGTCTGATCTCAGGATTGGCACAGCTTTCCTG TTTGA TCTTGTGTGTGATCTCTGTA 

TTCATGCCTGJ3AAJ3CCCCCTGGACTTGTCCGTTTC 

CATTCAAGGAGAGTCAATrACACCTACCAAGATACCTGAAATTACAACTGAAATATACATGTC 

TAATGGGTCTAATTCTGCTAATATTGTCCCGGAGACAAGTCCTGAATCTGTGCCCATAATCTC 

TGTCAGTCTGCTGTTTGCAGGCGTCATTGCTGCTAGAATCGGTCTTTGGTCCTTTGATTTAAC 

TGTGACACAGTTGCTGCAAGAAAATGTAATTGAATCTGAAAGAGGCATTATAAATGGTGTACA 

GAACTCCATGAACTATCTTCTTGATCTTCTGCATTTCATCATGGTCATCCTGGCTCCAAATCC 

TGMGCTT7TGGCTTGCTCGTATTGATTTCAGTCTCCTTTGTGGCAATGGGCCACATTATGTA 

TTTCCGATTTGCCCAAAATACTCTGGGAAACAAGCTCTTTGCTTGCGGTCCTGATGCAAAAG 

AAGTTAGGAAGGAAAATCAAGCAAATACATCTGTTGTTTGAGACAGTTTAACTGTTGCTATCC 

TGTTACTAGATTATATAGAGCACATGTGCTTATTTTGTACTGCAGAATTCCAATAAATGGCTG 

GGTGTTTTGCTCTGTTTTTACCACAGCTGTGCCTTGAGAACTAAAAGCTGTTTAGGAAACCTA 

AGTCAGCAGAAATTAACTGATTAATTTCCCTTATGTTGAGGCATGGAAAAAAAATTGGAAAAG 

AAAAACTCAGTTTAAATACGGAGACTATAATGATAACACTGAATTCCCCTATTTCTCATGAGTA 

GATACAATCTTACGTAAAAGAGTGGTTAGTCACGTGAATTCAGTTATCATTTGACAGATTCTT 

ATCTGTACTAGAATTCAGATATGTCAGTTTTCTGCAAAACTCACTCTTGTTCAAGAC TAGC TAA 

TTT A1 11111 I G CATCTTAGTTATTTTTAAAAAC AAATTCTTCAAGTATG AAG ACTAAATTTTG A 

TAACTAATATTATCCTTATTGATCCTATTGATCTTAAGGTA TTTAC ATGTATGTGGAAAAACAA 

AACTAGAATCTCTATAGGGTAGGTAGTTAAAGAGACTTGCTTTTATATCAATGGGGACTATGG 

TTGGAGCTTTGTGATTAAAGGGGGTTAATGAACGGGGAAAACAAGGAATGATTTACAAGTGG 

TAGTATTGATATGGTACAAAACCAGGGAACAAGTAAAGGGGAAAGGACGATAAAGTAAACAA 

GAAATAAAAACATAGGAAAAAACNN 

>406 

>407 

>408 

NACAATTGCCTTCCTTTTAAGTTTCAGGGTCAAGGGAAAGTGTGGAAAGGTTTTTTTC 
AAAAATAATTTAAAGGCCCCCCNNNNNNNNNNNNNN NNNNNNNNNNNNNNN NNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNI I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 CTCTGGTATAA 
TGTTTATTTAAATAGTAATCTTAAAAAGGCTTTATACAAATCATATAAACACAGTTTGACATTGT 
TGTTTATTTTTTACATTGAAGAATCACAGTAAAAGCTCTCAAGTTCCCGTGATCTGGCTCAGC 
CAGTGAATGGTCGAATACCTCTAACTGCAAACCCTGAAAAAGTTAACCTGCTATGTGACAGG 
TTAACTCTTTCCCTTGTTTTCTTGTCATTCATGCTTATTCCTTGGACCCTCATCCCTGTCAACT 
CCCCTGCCCCACCAAAGACAGAAAGCAACCCTGTGGCCCTGTTGACCACCTAGTCCGGGAG 
AGTGTGGAGGTAATGTGTCATTCAGTACAAGGCAAAAAGGAGATCAATACTGGCAGTGGGG 
GAGCCCCGGCGACCCGGGCTTCTGTGAAACATGGCGGTAGGCTGGGACCATAACACAAGC 
ATGACTATATGAAGGAAGAGGAAGGTTTTCCTGAAGATGAGGCGACTGAATCGGAAAAAAAC 
TTTMGTTTGGTAAAAGAGTTGGATCCCTTTCCGAAGGTTCCTGAGAGCTATGTAGAGACTT 
CAGCXJAGTGGAGGTACAGTrrCTCTMTAGCATTTACAACTATGGCTTTATTAACCATAATGG 
MTTCTCAGTATATCAAGATACATGGAtGMGTATGAATACGAAGTAGACAAGGATTTTTCTA 
GCAAATTAAGAATTAATATAGATATTACTGTTGCCATGAAGTGTCAATATGTTGGAGCGGATG 
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TATTGGATTTAGCAGAAACAATGGTTGCATCTGCAGATGGTTTAGTTTATGAACCAACAGTAT 

TTGATCTTTCACCACAGCAGAAAGAGTGGCAGAGGATGCTGCAGCTGATTCAGAGTAGGCT 

ACAAGAAGAGCATTCACTTCMGATGTGATATTTAAAAGTGCTTTTAAAAGTACATCAACAGC 

TCTTCCACCAAGAGAAGATGATTCATCACAGTCTCCAAATGCATGCAGAATTCATGGCCATCT 

ATATGTCAATAAAGTAGCAGGGAATTTTCACATAACAGTGGGCAAG GCAAT TCCACATCCTC 

GTGGTCATGCACATTTGGCAGCACTTGTCAACCATGAATCTTACAATTTTTCTCATAGAATAG 

ATCATTTGTCT7TTGGAGAGCTTGTTCCAGCAATTATTAATCCTTTAGATGGAACTGAAAAAAT 

TGCTATAGATCACAACCAGATGTTCCAATATTTTATTACAGTTGTGCCAACAAAACTACATACA 

TATAAAATATCAGCAGACACCCATCAGTTTTCTGTGACAGAAAGGGAACGTATCATTAACCAT 

GCTGCAGGCAGCCATGGAGTCTCTGGGATATTTAT GAAAT ATGATCTCAGTTCTCTTATGGT 

GACAGTTACTGAGGAGCACATGCCATTCTGGCAGTTTTTTGTAAGACTCTGTGGTATTGTTG 

GAGGAATCTTTTCAACAACAGGCATGTTACATGGAATTGGAAAATTTATAGTTGAAATAATTT 

GCTGTCGTTTCAGACTTGGATCCTATAAACCTGTCAATTCTGTTCCTTTTGAGGATGGCCACA 

CAGACAACCACTTACCTCTTTTAGAAAATAATACACATTAACACCTCCCGATTGAAGGAGAAA 

AACTTTTTGCCTGAGACATAAAACCTTTTTTTAATAATAAAATATTGTGCAATATATTCAAAGAA 

AAGAAAACACAAATAAGCAGAAAACATACTTATTTTAAAAAAAAAAAAAAAAGTCGACGCGGC 

CGCGAATTTAGTAGTAGTAGGCGGCCGCTCTAGAGGATCCAAGCTTACGTACGCGTGCATG 

CGACGTCATAGCTCTTCTATAGTGTCACCTAAANNNNN 

>409 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGA GCCCT C 
TCTCCCATTCTGTGATGAGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTTTCTTTTTC 
GAACCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGAC CCGTGAGCC AACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTGI I 1 1 I I I I I IATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCAT AGTT CAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTATTTTTCAAATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAAT 
AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 
GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 

>410 

NNNCAGGTACTGTGCAGTAGTAACCATAATTCTAAATGAGGATTATGGATTTTT CTG 
GAAGATTCTTTTTTCCTGTGGAACATGATGAGAAATGTTTAGGAGAGGGGACATAGCCATTTT 
TGTATGAAGACCAATTCAAGAAAAAAATATATGTATGTGTGTGGGTGTATATGTGTGTATATA 
TGTATATATGTGTGTATGTTCATATGTCTATGTATGTTTATATATGTGGTTATACACACGCAGG 
CACACACTCACACACGCATGCACACATGCACGCACACTCTCACTCTATATTTATTCTTTGGTA 
TTCCTGGGGGATTGATTCCAGAACCTCCTGTAGATACCAAATCCGAGGATGCCTCAAGTCCC 
TGATGTAAATAGCTTAATATGGCTGGGCGTGGGGGCTCACATCTGTAATCCCAGCACNNNN 
NNN 
>411 

NNCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTGCTGGGATTACAGGCACGAG 
CCAGTGCGCCCAGCTGCCTCTGTTTCTTTTATTAGCTGTTCTGGACTGTGGGGCTCCTTGGG 
CAGATGCTGTATTATGGGGATAAGCCACACACTTTTTGAACTGGCCCGGTCAGGGGGGACA 
TAACCATTTCCTGTGCCACCCCATCAATCCCCACCTATTCTGAGTGTAGGCTCCTCCCCTGC 
TTGAGTAATGGCCACAGATCTTGGCTCGGCACTCCTAAGCTGCATGTTGAATTCCTGGGACA 
ACAAGACTGGCTTGTGGTTCCATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCACTAGGAG 
ATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAAGTCTGACTCTAAAGAAGAT 
GAAAATCTAGTAATTAATGAAGTAATAAATTCTCCCAAAGGGAAAAAACGCAAGGTAGAACAT 
CAGACAGCTTGTGCTTGTAGTTCTCAATGCACGCAAGGATCTGAAAAGTGTCCTCAGAAGAC 
TACTAGAAGAGACGAAACGAAACCTGTGCCTGTAACTTCTGAGGTGAAAAGATCAAAAATGG 
CTACTTCAGTGGTCCCGAAAAAGAATGAGATGAAGAAGTCGGTTCATACACAAGTGAATACT 
AACACAACACTCCCAAAAAGTCCACAGCCATCAGTGCCTGAACAAAGTGATAATGAGCTGGA 
GCAAGCAGGAAAGAGCAAACGAGGTAGTATTGTCCAGCTCTGTGAAGAAATTGCTGGTGAA 
ATTGAGTCAGAfAATGTAGAGGTAAAAAAGGAAtCTTCACAAATGGAAAGTGTAAAGGAAGA 
AAAGCCCACAGAAATAAAATTGGAAGAGACCAGTGTTGAAAGACAAATACTTCATCAGAAGG 
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AAACAAATCAGGATGTGCAATGTAATCGTTTTTTCCCAAGTAGAAAAACAAAGCCTGTGAAAT 

GTATACTAAATGGAATAAACAGCTCAGCCAAGAAGAACTCCAACTGGACTAAAATTAAACTCT 

CAMATTTMCTCTGTGCAGCACAATAAGTTGGACTCTCAAGTTTCCCCTAAATTAGGC TTAT 

TACGAACCAGTTTTTCACCACCAGCTTTAGAAATGCATCATCCAGTGACTCAAAGTACATTTT 

TAGGGACAAAGCTACATGATAGAAATATAACTTGCCAGCAGGAAAAAATGAAAGAAATTAATT 

CTGAAGAAGTGAAAATTAATGATATTACAGTAGAAATTAATAAAACCACAGAAAGGGCTCCTG 

AAAATTGTCATTTGGCCAATGAGATAAAACCTTCTGACCCACCATTGGATAATCAGATGAAAC 

ATTCTTTTGATTCAGCATCAAATAAGAATTTCAGCCAATGTTTGGAATCCAAGCTAGAAAACA 

GTCCAGTGGAAAATGTTACTGCTGCTTCGACTCTGCTCAGTCAAGCAAAAATTGATACAGGA 

GAGAATAAATTTCCAGGTTCAGCTCCCCAACAGCATAGTATTCTCAGTAACCAGACATCTAAA 

AGCAGTGATAACAGGGAGACACCACGAAATCATTCTTTGCCTAAGTGTAATTCCCATTTGGA 

GATAACAATTCCAAAGGACTTGAAACTAAAAGAAGCAGAGAAAACTGATGAAAAACAGTTGAT 

TATAGATGCAGGACAAAAAAGATTTGGAGCAGTTTCTTGTAATGTTTGTGGAATGCTGTATAC 

AGCTTCAAATCCAGAAGATGAAACACAGCATCTGCTTTTCCACAACCAGTTTATAAGTGCTGT 

TAAATATGTGGGCTGGAAGAAAGAAAGAATTCTGGCTGAATACCCTGATGGCAGGATAATAA 

TGGTTCTTCCTGAAGACCCAAAGTATGCCCTGAAAAAGGTTGACGAGATTAGAGAGATGGTT 

GACAATGATTTAGGTTTTCAACAGGCTCCACTAATGTGCTATTCCAGAACTAAAACACTTCTC 

TTCATTT/XAAXGACAAAAAAGIAGTXG^ 

CAGAGTTATAGAAGAGAAACTTCCAGTTATCAGGTCAGAAGAAGAAAAAGTCAGATTTGAAA 

GGCAAAAAGCCTGGTGCTGCTCAACATTACCAGAGCCTGCAATCTGCGGGATCAGTCGAAT 

ATGGGTATTCAGCATGATGCGTCGGAAGAAAATTGCTTCTCGCATGATTGAATGCCTAAGGA 

GTAACTTTATATATGGCTCATATTTGAGCAAAGAAGAAATTGCTTTCTCAGATCC CACTC CTG 

ATGGAAAGCTGTTTGCAACACAGTACTGTGGCACTGGTCMTTTCTGGTATATAATTTTATTA 

ATGGACAGAATAGCACGTAAAACAAATTCTTGCCTACACC ACTAG AAGACATCTATTGAAGA 

GAATGGATTGGTTGCTGACTTTAACCAGGAACTAGGGCCATTTTTATTACAATGAACTCAGGA 

CTGGCAACAACCATATGGTTGTTCCATTTTCATAAAATTGGAAACAATGCAGTAATAGCTTAT 

TGTTTTGTTTTTTAAAGAAGATATTTTATTATC 

TATAGTTATTTAGACATGTTTACATGCAGCAGATAATTGTTCATAGTGGACTGAAAACTAATG 
CAAGGACTATGGTCTCAGTGATAAGTATATTTTGAAGTTCTTAATATGGAAATATACCAGTGT 
AGCTTGGTACTGTATTTTTTTATATTGATCTGCTGATACCAGTGATAGGCTTAAAGATT GTATT 
TTCACAGAGTGGAAACCAATTTTTTTAGTTATTGTTC 

GGAATTTGAAGCTAATTTTTAAAAGGCCTGAACTATAC TTTGAAGA AACC CCTATA GAAAAGG 

AAAGCTCCAGCTAAATAGGAAGAATTAGAATATTGAGC I I I 1 1 11 I CCTGATTTTTCTCTTTCC 

TATCTTTGATGGAAGGAGGAAGTAGAMGTGGTAAAGAATTGAGGCTTTCCTTCTTGGAGAG 

CTGTAAATGACAAGCATTAGGAAAGGTACCCTCCTAGATTCATTATTCTTTCATTCTGGTTTC 

ACTTTTAAMTAMTGGCAACTTGGCACACCTAGGCTGTTAACAAATCTCAAAGAGGTTTATA 

AAAACGTATAGAATACTTGGAAGCAAAGTATGGATGACTC GGTAT CTGCTTTGTTATTCCTCA 

GAAATACTGCACTGAGTATATGCCCTCATTACTGGACTTCATTTTGATAC TTGT CTATCCTTCA 

TAGTGCCCTCTACTTTTAAAGGGTTTATATGTTGAAA MCTG CTGTGGCCTTTTATGACCTGT 

ATATMTGTAGMTAAAAATAATAAAATACTTGATAGCTTTTTCTAAGTGACCAATGTACTACT 

GAGGTGTAANNNNNNNNNNNNNN 

>412 

NATCGAACCCCCCATCCCCCATCGACCCCCCTTTGGCTCGGGACGCGCGCCATTGT 
GTTGGTACCCGGGAATTCGGCCATTATGGCCGGGTGGAAAACTCAGTATCACGTATTTAAAC 
ATTTTTn ICTTTTAGCCATGTAGAAACTCTAAATTAAGCCAATATTCTCATTTGAGAATGAGG 
ATGTCTCAGCTGAGAAACGTTTTAAATTCTCTTTATTC^ 

MGATGTTGATAMTCTAAGCTGATGAGTTTGCTCAAAACAGGAAGTTGAA ATTG TTGAGACA 

GGAATGGAAAATATAATTAATTGATACCTATGAGGATTTGGAGGCTTGGCATTTT 

GATAATACCCTGGTMTTCTCATGAAAMTAGACTGGGATAACTTTTGATAAAAGACTAATTC 

CTGGCCACTTTGTTCCTGTCTTTAATATCTAMTACTTACTGAGGTCCTCCATCTTCTATATTA 

TGAATTTTCATTrATTAAGCAAATGTCATATTACCTTGAAATTCAGAAGAGAAGAACCATATAC 

TGTGTCCAGAGTATAATGAACCTGCAGAGTTGTGCTTC1TACT 

CAGTACTGTCATCATTTGTAAATGGAAATTGTGCTTTTCTGTT TCTGCT CCTTCT 

GCTACTCTGTAATTTTCCTGAGGCTTATCACCTCAGTCA 1 1 101. M 1 1 lAAATGTCTGTGACTG 

GCAGTGArrCTTTTTCTTAAAAATCtATTAMm 

TCATCTTGGGCTCTTGTGCCAATAGCCCTTGTATGTATGTACTTAGAGTTTTCCAAGTATGTT 
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CTAAGCACAGAAGTTTCTAAATGGGGCCAAAATTCAGACTTGAGTATGTTCTTTGAATACCTT 

AAGAAGTTACAATTAGCCGGGCATGGTGGCCCGTGCCTGTAGTCCCAGCTACTTGAGAGGC 

TGAGGCAGGAGAATCACTTCAACCCAGGAGGTGGAGGTTACAGTGAGCAGAGATCGTGCCA 

CTGCACTCCAGCCTGGGTGACAAGAGAGACTTGTCTCCAAAAAAAAAGTTACACCTAGGTGT 

GAATTTTGGCACAAAGGAGTGACAAACTTATAGTTAAAAGCTGAATAACTTCAGTGTGGTATA 

AAACGTGGTTTTTAGGCTATGTTTGTGATTGCTGAAAAGAATTCTAGTTT ACCT CA AAATCCT T 

CTCTTTCCCCAAATTAAGTGCCTGGCCAGCTGTCATAAATTACATATTCCTTTTGGTTTTTTTA 

AAGGTTACATGTTCAAGAGTGAAAATAAGATGTTCTGTCTGAAGGCTACCATGCCCGGATCT 

GTAAATGAACCTGTTTATTGCTGTATTTGCTCCAACGGCTTACTATAGAATG TTACTTAT TACA 

ATATCATACTTATTACAA I I I I I ACTATAGGAGTGTAATAGGTCTGCT GTGAA TTTTTTTGTCAT 

GACTTGMAGCMGGATAGAGAAACACTTAGAGATATGTGGGGTGTTTTTTACCATTCCAGA 

GCTTGTGAGCATAATCATATTGGCCTTTATATCTGATGGTCCTGAACTCCTAAGTGGGCGGC 

CTACCACCCAGGACCCATAAATGGTGCGTTCTGCTTCTTGTAATTCATCTCTGCTAATAAATT 

ATAAGAAGCAAGGAAAATTAGGGAAAATATTTTATTTGGATGGTTTCTATAAACAAGGGACTA 

TAATTCTTGTACATTA I I I I ICATCTTTGCTGTTTCTTTGAGCAGTCTAATGTGCCACACAATT 

ATCTAAGGTATTTGTTTTCTATAAGMTTGTTTTAAAAGTATTCTTGTTACCAGAGTAGTTGTAT 

TATATTTCAAAACGTAAGATGATnTTAAAAGCCTGAGTACTGACCTAAGATG GAATTGTA TG 

AACTCTGJDTCTGiBAGGGAGGGGAGGATGT.CGGT.GGAAGTTGXAA.GACT^ 

CCATCAAATATAGGTAAAAATAATTGTGCAATTCTGCTGTTTAAACAGGAACTATTGGCCTCC 

TTGGCCCTAAATGGAAGGGCCGATATTTTAAGTTGATTATTTTATTGTAAATTAATCCAACCTA 

GTT C I 1 1 I I AATTTGGTTG AATG I I I I I I CTTGTTAAATGATGTTTAAAAAATAAAAACTGGAAG 

TTCTTGGCTTAGTCAAAAAACTTAAAAAAACGAACGCGTGGGTCNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNGGGGGGGCCGTTAACTTTTTTAAAAAAAAAA CCTTC CCACCCTTCCCCTGGACC 

CGGAAAAAAAAAAGAAAGCCATTTTGGGGGGTAAACTGGTTTTTGGGACTTAAAAAGGGTAC 

AAAAAAAGGCATTGGCTCCCAAATTTTCAAAAAAAAGGGNNNNNNN 

>413 

NNCGTCCGGTAGGAAGCTAGGGTTAGAGGCAACCCGTGAGGCTAGAACCCCGAAC 
GTGGTCGGTTGGAGAAAATATGTCCCTCCGGAGGCACATTGGGAACCCTGAGTATCTGATG 
AAAAGGATACCACAGAACCCAAGATACCAGCATATCAAATCAAGACTGGACACTGGTGCCTG 
TGTGTATCTTACCAGCTCCCCAGCACTGCCAGACTGTGCCATGAATGGATTATGCTTCTGAT 
GAAATCCCTGGCTG CGTTT TGTTCAGTCACCACCGCAGGGTTCTTGTATATTCTCAAGCACC 
CTCTCTGGGTTTCTGTTTTGCAGCACTGCAGGCTGATTAAGGGACACTTTCCAAACCACAGG 
GCTCTCCCTTTATTAGTCCCCACAGTCTTTCATTGGCTGCATTGTCCTCCCATTTCTATC TATA 
TTCAATCTAATTTCCAATTTCTTTAGCTTTCTGAAAT TCTG TAGGCTTTCTCCACTCAGTCTTTT 
CTAGCCTTA I 1 1 I IGTCTTTTTAAAAATTCACCTTCCTTTTATTATCTCTAGACAAACTATTCAT 
TCCCTCTTTTCTTCTTTAGGCTTTACTTTTCCTGAATATTTGCTAATAGCCTTGACTGTAAGCA 
TCAAAGTCATTATAGACTAGGTACTCTTCA I I 1 1 1 ATTTGTTGTTTAATTCTGTTTCTTCCGTCA 
AAGGAAGAAATATATGTGAAAGGCTTTTATAAACCAGAAAGCACTATACACACATATCACTTA 
TTGAGGTTAACAAAGGACCACTGTGCCTCTTTTCATGCTTTCTGCTCTTCCAAGCCAAGAGAA 
CTTCTCCATAGAGGAGGGAAATATTGAAGAAAAATAAAGCCATGGAGTTGTCTCTTAG CAAC 
TGAGTTCGTGCCTTATAAATCTCATCTACTTTAGATTACTGCTGCACAAAATCACTTGCTTTTC 
TTATTGGCTCAGTATAAATAATGTTATTAAATTATAGGAAAACAATGGAAAAAATCTAAAAAAA 
AAAAAAAAAAACTCGAGACTAGCNN 
>414 
>415 
>416 

NNNNNNNNNNNNNCGANAAATCTTCTAGAATTAATTGAACGGGGGGGACCCATTCC 
GTTACTGGCTGCGGAGGACCGTGGGCAGCCAGGGTCGGTGAAGGATCCCAAAATGGCTGG 
GCGAAAACTTGCTCTAAAAACCATTGACTGGGTAGCTTTTGCAGAGATCATACCCCAGAACC 
AAAAGGCCATTGCTAGTTCCCTGAAATCCTGGAATGAGACCCTCACCTCCAGGTTGGCTGCT 
TTACCTGAGAATCCACCAGCTATCGACTGGGCTTACTACAAGGCCAATGTGGCCAAGGCTG 
GCTTGGTGGATGACTTTGAGAAGAAGTTTAATGCGCTGAAGGTTCGCGTGCCAGAGGATAAA 
TATACTGCCCAGGTGGATGCCGAAGAAAAAGAAGATGTGAAATCTTGTGCTGAGTGGGTGT 
CTCTCTCAAAGGCCAGGAlTGTAGAATATGAGAAAGAGAtGGAGAAGATGAAGAACTTAATT 
CCATTTGATCAGATGACCATTGAGGACTTGAATGAAGCTTTCCCAGAAACCAAATTAGACAA 
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GAAAAAGTATCCCTATTGGCCTCACCAACCAATTGAGAATTTATAAAATTGAGTCCAGGAGGA 

AGCTCTGGCCCTTGTATTACACATTCTGGACATTAAAAATAATAATTATACAAAAAAAAAAAAA 

AAAAAAAAAAAAAACAAACAGCACGCACAGAAAAAGACGCCAACAAGGCGAACAAAACCGC 

CCGCAACCCCCAGCGCAGAAACGCGAGACCACCAGCGGCACAGACACCAGAGGACCAGCG 

GACGCGAGCCAGATCACCAGCCGGGGGCAGAGACGCACCGAACCGAGACAGGGACGCAC 

ACGCCGAAAACACGACGGCGACCACCGCGACGAACCAGACAGAGAAAACAACACTGTGGA 

CAACAGCACCCAGAGCCCACAAACCGCANN 

>417 

>418 

GAGTCGACCCACGCGTCCgccataGCCGagcaggTGGATAAAGCTGTGTCCAAAACcagc 
AGGGATGGAGCAGAGCAACAGGGACCTGAAGCGACTGTAGAGGAAGCTGAAGCTGCGGCT 
TTCGGCTCAGAAAAGCCTCAGAGCATGTTTGAGCCACCTCAGGTGTCTTCTCCTGTTCAAGA 
GAAAAGGGATGTATTACCAAAGATTCTGCCTGCTGAAGACAGGGCGCTCAGGGAAAGGGGG 
CCCCCCCAGCCACTGCCAGCTGTGCAGCCCAGTGGCCCGATTAACATGGAGGAGACCAGG 
CCCGAAGGAAGCTATTTCAGCAAGTACTCGGAGGCAGCTGAGCTGAGAAGCACAGCCTCCC 
TCCTGGCCACTCAAGAATCTGACGTGATGGTTGGGCCTTTCAAGCTGAGGTCCAGGAAACA 
GCGGACTTTGTCCATGATTGAGGAAGAGATCCGAGCAGCTCAGGAAAGGGAAGAGGAGCT 
GAAGAGGCAGA GACAAGTCT T GCAGAGTACGCAGAGCCC CAGG ACAAAGAAT G CCCCATCA 
CTGCCCTCCAGAACATGCTACAAAACTGCTCCAGGGAAAATAGAGAAAGTCAAACCTCCTCC 
ATCCCCCACCACTGAAGGCCCCAGCTTGCAGCCTGACTTAGCCCCTGAAGAGGCTGCCGGA 
ACCCAGCGGCCCAAGAATCTGATGCAGACCCTCATGGAAGACTATGAGACACACAAATCTAA 
AAGGCGCGAGAGAATGGATGATAGTAGTGTCCTCGAGGCCACACGGGTTAATCGAAGAAAG 
AGCGCACTGGCTTTGCGCTGGGAAGCAGGGATCTATGCCAACCAGGAGGAAGAAGACAAC 
GAATAAACTTCCTTCAACCCAGGAAGCGTCTTTGGTGCTTGGGAGACCAAGAAACCAAGAAA 
TTAACAACTGAAAGCATTTTAATGGACTATTTATTAAAGTGCAAACAAACTCAGCAATCCTTAT 
GTAGACCAGAAGCTGCAATATACAATGATGAAAA TGAAAC GAAAAGGAAGTCCCCCCATCAG 
ACTCTGGACACCCAGGAATCAAAAGAGAAAGGACTTTTTTGGTGACTCAATCCCAGTGTCTG 
GTTTGGGGCCAATCTACAATGGATCCAAAAGGACAAAACATGTTACAAGCAAATCAACATAG 
TTGCTGCAGGCGGAACTGAGACCAGCCTCTCTGGGCGATGAAGGACAATGGTGGTAGGGC 
CACTTAGAGAGCAGTAGGGCCCAGGCTGGTGCAGCCTACATGGCACAGGA TATTT CCCTGC 
ACCAGTTTCCCACCTGTCACTTGCAGCATCAGAGGGTGTTGCATTAACTCCATTrrCTCCAG 
CAGCCATAAAATGAATGGCGTTTCTCTCCATATTTGCCCAGAAGAGGCAGTTATGATTCCACT 
TCTCCTACATTTAATTATTTTTAATTGAGAACAACTCATGATCACAATTCATAAAATCCATATTT 
TAAGACAATAGTTCTTCATGTCACAAACACAATCTATTCTACATGAGGAGGCTGAGAAAGGG 
GAAGAGAAAAACAAACCAAATGGATGATGTTAGCTTTAGGATCGTGTCTGCTTATAATATTCA 
CTGATCTGCAGTTTATGAGMCACATTTTCACAGTTATGTTTCTTCATAGGAAAACTATATTTA 
GTGGGCAACAACTATTTTTATGATGGGATGGG GGAGT ATATACACGTATAGAATCTGTACGC 
ATTGAACAACTTGGTTCAAGATGGTGGGGGCATTTTTAGAGCGGCAATAATTGA AAAAA AAG 
GCGAACTCTGCCTTGGAGAGGTAGATGATAAGAAATAAAAAG GTGTT TATAACTATTTTGTAT 
TATAAAGTGGGCCTTAGAGATAGGAAGAAGAATGATGGATTCCTTTTGGATCAATCAGAAAG 
GAAACACGAAAGAAAAGTCAGGAAGGTAG AGAGA GAAAAAGGGAGGGAAGGAGAAAGAAT 
GGGMTAAAATMGGAGGTMG^GATACTATTTTTGCTGAGCAACCAGTGTGTTTCAGGATG 
ATACAAAGAAAAATATAGAATAGAAATAAGTGCAGGCTTGGAATCAGCTACAAATCCTAAAGA 
TGGGGTGTGTGTGGATGTGTGTGTGTGTGTGTGTACACCATTGTGTGTTTGTAAAATGTGTA 
TGTTCATGAGTAAGGGTGTGTGTGTGTGTGTATTAAAATTCCAGAGTGACCGTGGCAC TTGG 
GTGTACAGGTAAITCCTCCAGAGCTGTTTGCTGGCTTCAGGAGTGGAGTGAGAATTTCTTTT 
TTATGAAAAGGGATATAAAGGCACCGAGCTGATGCAGTA TTTGT AATATTAAGTTGACCTAAC 
AAGGTATTTGCATGAGTCACAATTACAAAGTTTTGAGCGGTTTTGTAATTTGACATTTAGGAA 
AGTCTCCTATTTAlTCTCATACTTTACATTCATGCTTAGTATACTATAGAGGATGCCAGCTTTA 
ATCTTTCTGTCATTTAAAGCAATATGATAAGGGTATTCAATAATTGGGTGCCCT AAATTTCTG G 
ATGAGAAAATTTTCAATTCTGGCCATGAGAAAGAAAAAAAAATAAACAGCCTTC I I II I 1 1 1 1 C 
CTTTGTTTTAAAACTGTGGTTTTTTAAAAAAGCMTAATTMCTCAGACCTCACTAAAAATCAT 
TTTTGTTTTTATATTGTTATGTCATAAGCTCTATTATGTTATTCTAACAAGTAGCAATTTCACAA 
AAlTTGTATGTAGATGTTAACGCACATTTCCTTTGCTTCTmATTAG^CTAGTGTTGACm 
GGGGGGGACATTrATTCACAAATGAGAAGTAGGCACAAAGTAAAAAATGGAACCATCTACTA 
ACAAGGATCCTTTAAAACTGCCAAGGGAGCTCTAACTTGAAGCCACATCCTACAGATGGCAG 
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CCCAAATAGCACATGGGCAATTGGCACCATCTTTATATGGTTGAGTCTCCTGAATATTTTGAA 

TGAATTCTCAACAAAATGTGCTAGCCACTGGGGACGCAAAACAAGTAAGATCCCTGTTGCAA 

GAAATTCATTTTATAGTGAGGGAGGTTGGCATGGAGACTAAAATTCTCAGGAAAATGAGATC 

CGTGTTAGATTAGAAGTCCTGATGTGAAATGGGAGGACTCAGGAAGGAGGATCGTCTTTACC 

TGAGGATTTCTAGCCAGAGGTCCCAGATGCCTGGGCTGAGAACCCAGCGATAAGGGGGCG 

TTCCCAAAGCAGACACAGGGATAAGAACAGAGGAGGCAGCAGCATTGCACAGCCCCAGGC 

ACAGTGGCAGTTAGGATGGCTGGAGAGTAGGATAGTTCTATGGGTTGCCCAAAAAATGTGAT 

GCGCTTCATGTTTTCTCTGACTCATGGATCTGGTAGAGACCATAGA CATGAT ATAGA CTAAC T 

TCCCCATTmCACMGAGGAAACCATCCTTATGACTTACCTTAAAGTTTTT^ 

AAGGAAACCATGTGCTTCATGAAACCTACAGTTGACAAGAGAATGTACAGCTAAGAGAAAAG 

CTTAAGAGGCCACACTATTCGCGGAATGGCTTTAGAGGCAGATGAAGTGGTCTTTGACCACA 

GTTGATTGAACCAGAGCACTTATTGCTTAAAGAATAACAGAGTTCTAGAGCTGGGGGTTCTT 

GGGCCATGCTCCGTGTGTGGATAAGGAAAGAAATACTGTTTCTGGGACTCTCCCACAGTCA 

CAAAGCTGTTTTCACTGTGGCCCCTACATCTCTTAACTTTTGCTATTACTCCTATGCTGCCTT 

CCGGATTACTGCTGTCTATCTTCTTGCTCCACTCACTGAAGATCCTATTAT AATCCC ATGAAA 

ATGTAAATTACAGTTTACTTGGGAGAGCCAGATTTTCTCTGTGCTCTTGAGTTTTTTATTCA^ 

CAAGAAACCTTGGGCCACCGCTTTGTACATAGCACCGTGCTAGGCTCTGGGATCCCAAATG 

GACGCTTTTAAGTTTGTGAAGATGGGAGGGTGGGGTGGAGGAAAGTGATTGGTGGGTAATGC 

ATCGAGAGAAAGAGGCTTACGAAAAACTTTGCCTCTGATGCTCAGCCCCACCCCCAAATAGC 

ACACAAGCTTGTTAACCCCACCTCTTACAAAATGTTTAGATTCTGTAGGTGTTAAAAGCCTTT 

CTGGAAGTATTGCATTCTGCCGTGTTTATAGGTGTTCACTTTCCTCCAGAGCTGATTAACTAC 

TGACATGACTTGGCTTTCTCATCCAGAAATTATGGAAACAGGGTCTGTCAGTGGCAGGAGGC 

CGTGCTGTGTTTTACTTGGATGACACAATGCAGTTTACTTGCCTCTTCATACCCATGCATGCT 

GCTCACCCTAGACAATGACATATAAGCCGTATATAGATCAATGTCCACATATATATACACACA 

CACATATATATATATAAAGTGTAACAAGGAACACTAAAACAGTGTTGATTCTTGTCTCTGAAG 

ACAAATAATTAAACC I I I I 1 I I I CCCAACTAAAGAATGGATTTAATTAAACTATGTATTGAAAAA 

AAAGTAGCCTAAGTGTTAGAGATGGTGAATAT ATTCC ATTTTAGTTAAAGAACAAATT TCCTG 

AATTTTAAGCATTCAGTGAGCTGCCAATTTTGATTTTGTGTTGCTCTTTACCCAAATTAI I I I II 

CTTTG I mTCTTTm I GGGGGAGGAGGGGAAAAAAGCAGCAATACTGTGTTTGGA AATTA T 

ACTCTGTATCTGGTTTTCCTGTGTATGTTAACCACTT AAATG TTATTATCCTGCTTTGGTTTTA 

GAGTGATTGTGAGGCATTCAATGCAAGTATACAGTTATTTTCTCATTAAAATCCAATGTGTGTc 

gaaaaaaaaaaaaaaacaaaaaagatttctgaagaganttggttgtattggtgacctgagtgtgatttacaagaaccattttgatatggt 

gggtcattgcagcagccggatggaatggtttgaagagggaaaggaaggtttgcag 

>419 

NNNNNNNNNNNCCGAGGTACAGTATATTGACCTTAAAAATCAGTAAAGCAGTCATGG 
AAATAACAGGTCGTGTATTATTCATGGGCACAAACTGACTCATGGCTG GGGA AGAAGCAGCC 
ACCTTAGACCAGATGGACAAGCCAGATACTGCAGAGAAGTTTCTGGGCTTTTCGGGGAAGA 
CTCTAGATTCAATTCTGTAAAGTTATGATGCAGTTTTCTCCTTCCTCTCCTCTCACCTCCTCTG 
AGCACAGCTTTCAACAAAAACTTTGCATACCCCGCGTNNNNNNNNNNNNNNNNNNNNNNNG 
TACTTCTCTGAGCATTGGCCTCTGGCTGGGATTATGCTTCAACAGTCTTGA AATG AGGTCCC 
TGGCTCCCTCTGTTACAAAGTCAGGGAATGTGAATTCMCCCGTGATATTCTTTTGTAGGTCT 
CTTGGTATGTGTTTGCCTCAAAAGGAGGCTTCCCAACTAAAAATTCATAGCAAAGAACTCCAA 
GGCTCCAGAGATCCACCTTCTCATCATGCATGCGACCTTCAATCATTTCANNNNNNN 
>420 
>421 

NNCGTCCGCCCGTCTGAAGCCGGCTGTCG GTCTC CGTGTCGCCGCCGCCGCCCG 
GCATCGTGGAGCTGGGGCCCCCTTTTGCCTGGGAGTTTTGTAGTCGCCTAGGGTCAGCGGT 
GACATCCCAAAGGGCAGGCCCGGCAGCCGCCATGGTGGCCAAGGATTACCCCTTCTACCT 
CACGGTCAAGAGAGCGAACTGCAGCCTGGAGCTACCTCCGGCCAGCGGTCCGGCCAAGGA 
CGCTGAGGAGCCTAGTAATAAACGGGTCAAACCCCT7TCCCGAGTCACGTCGCTAGCAAAC 
CTCATCCCGCCCGTGAAGGCCACGCCATTAAAGCGCTTCAGTCAAACCCTGCAGCGCTCCA 
TTAGCTTCCGCAGTGAGAGCCGCCCTGACATCCTCGCCCCCCGACCCTGGTCCAGAAATGC 
CGCXXJCCTCGAGCACGAAACGGAGAGATAGCAAGCTGTGGAGTGAGACCTTCGATGTGTG 
CGTCMTCAGATGCTTACATCCAAGGAAATCAAACGTCAGGAGGCGATCTTTGAGCTTTCCC 
MGGAGAAGMGACTTGATAGAAGACTTGAMTTAGCAA AAAAGG CCTATCATGACCCCATG 
CTGAAACTCTCCATAATGACAGAACAAGAGTTGAATCAAATTTTTGGAACACTGGACTCTCTA 
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ATTCCTCTACATGAAGAGCTCCTTAGTCAGCTTCGAGATGTTAGGAAGCCTGATGGCTCGAC 

TGAACATGTTGGTCCCATCCTCGTGGGCTGGCTCCCTTGCCTCAGCTCCTATGATAGCTACT 

GCAGCAATCAAGTAGCCGCCAAAGCTCTGCTGGACCACAAAAAGCAAGATCACCGAGTCCA 

GGATTTCCTACAGCGATGTTTAGAATCCCCCTTTAGCCGCAAACTAGATCTCTGGAATTTCCT 

CGATATTCCAAGAAGCCGCCTGGTAAAATACCCTCTGCTTCTCCGAGAAATCTTGAGGCACA 

CACCAAATGATAATCCAGATCAGCAGCACTTGGAAGAAGCTATAAATATCATTCAGGGAATT 

GTGGCAGAAATCAACACCAAGACTGGTGAATCTGAATGCCGCTATTATAAAGAGCGGCTTCT 

TTACTTGGAAGAAGGCCAGAAAGACTCCCTGATCGA CAGC TCTCGAGTCTTGTGTTGTCATG 

GTGAACTGAAGAACAATCGGGGCGTGAAACTGCATGTTTTCCTGTTCCAAGAAGTGCTTGTG 

ATCACTCGAGCCGTCACCCACAATGAGCAGCTTTGCTACCAGCTGTACCGTCAGCCAATCC 

CCGTGAAAGACCTCCTGCTGGAAGACCTCCAGGATGGAGAAGTGAGGCTGGGTGGCTCCC 

TGCGAGGGGCATTCAGCAACAATGAGAGAATTAAAAACTTCTTCAGAGTCAGTTTCAAAAAT 

GGATCCCAAAGTCAGACCCACTCGCTACAAGCCAATGACACTTTCAACAAACAGCAGTGGCT 

TAACTGTATTCGTCMGCCAAAGAAACAGTTTTGTGTGCTGCCGGGCAAGCTGGGGTGCTTG 

ACTCCGAGGGATCGTTCCTAAATCCCACCACCGGGAGCAGAGAGCTACAGGGAGAAACAAA 

ACTTGAGCAGATGGACCAATCGGACAGTGAGTCAGACTGTAGTATGGACACGAGTGAGGTC 

AGCCTCGACTGTGAGCGCATGGAACAGACAGACTCTTCCTGTGGAAACAGCAGGCACGGTG 

AAA GTAACGTCTGAC AGAAGCATGTGCACTT CGGGAAGCAGG CCTGCATCTTACC_TC 

GTATTTGCATTCCACAGATGGAACGGTTTGGAGAAGCACTTTTTCATA 

ACATGTTGGCCCAGTCTCTCGTATCTGTACCTTTGTCCCTAGTACTGTAACTGCCAATCTGTC 

TGTGTAAGCTGGAATCTGTGGCAACTATTACCCTGTGTTGTATT TCCC AAGTGTCTGGATGG 

ATGGAGAGGTACTCAAACAAGTTACTTTCAGTTGTCCTGCTGGATTTTAAAAAAATAGAAAAA 

GAATCTCAAAACTACTGTTTTACATAGATTGTTTGAAGAGTCCTTCCTCTTGTGCTTCTGTACC 

ACTTTCCCAGCTCTTAGATGTGGTAGCTAAAGGCACGGAATTTAGACGGCCTTGTAAATAGG 

GCATGAGGAACTCATCTGTGTATTGGGATGGTATTAGAGAGAGAATCAGGAAAGACCAACTC 

ATGAAGTGAACTTGGTTTGATCTTACTCAACTAGAAAGCTTGAAAACATCCCTGGGGATTCTG 

AAGGCTTAATTTTGCAAAGGAGGATGCATTGTCTGAACTTTGCAACTTCATCCAGTGCAAGTT 

TGATGCAAGAATGTATTAGGACATAAAATAGAGGCTGACCTTAAAAGGGCCAGGACAGAAGC 

GGCTGCCAGCTCTGAATCTTTAACTGAAATGCACATGGCACCAGGAGGTGTCTCTCATAGTT 

GGTTGCTAGCCTAAAACATCAGAATAGAACCCAAAGGGCTTAGGAAGG CCTGC CAGGATAA 

CAAGAAGGCCCTGTATTCATTGTGTTTCATCTGCCTAGGCCTACTCATTATTTTAGAGAATGA 

ATGAAGCAACAAGGAAGAGAGACCATGACTCTATCGATGACACTGTTTATAGAAACACAGGA 

GAGGAAGAATTTGGAATGAAAAGCACTTCGTCAGAACCTTCTGTGGGAGCCATTG AGAG AAA 

AGCATGGTCCAGTGCCTTCTGAGAAAGGCCAGAGCTTTGGGCTTTCCTGCTCTGCTTTTGG 

GTCGTCAATTTGCCATCTCTGGTTCTGTGCTATAATCAGAATTGTAATTATGTTCTCCAGAGG 

CCAATTTCATTAACTCTGATTMTTAGAATCAGCTAGCCAGATTAGTAACCTCTTTGTCCAGC 

CTTGATTTACAGTGCAGGGTAAAGTGCAGACCTTAAAAACAGCTAAGTACCTAGAAGAGCTC 

CCTGCAAGTGTAAATATTAAGGATGACCTGTGCAAAATTATACCCACACCAGCACTAGTGGT 

AATTATTCTAAATTATTGCCAAAAAG I i I 1 1 I I I AATCTGTCTTTC AAGTTTAC AG AAAAG AAAG 

CAGTAAATGCATTGATGTCATTTTATTATGTACATATATCATGTGCATTCAAGCTGTGTGACAA 

GATATATCAATATAAAAACAAGGTATATACTTTATTATTTTTTGAAAACAAG 

ATTTTACCCTGTAAAACATATTTCTGTATTTATAGGTCTTAAACATGATGM 

MGTTTATTTAAAACTGCTTTCTCAAGTCGTTATTGATACAGCAAGTGAACCTGCTGCAGACA 

GMGCAGAGGAAAGCCAAGAACAG(X)TTTATTGGTGAAGAAAAGAATGAATGATTCTTTGTA 

GGCGCCATCAGCCACTTTTAGAAGCCATCAGCCAGTGTGTTGGGAAAAGAGGTTTGTCAAG 

TGTTGGCCTATGGGMGGTGGTCAATGMTGTTTTGATGAAATGAATGTTTTTGTATAATGGC 

CTTAAACTTTTCTG G AAGTATTTCAAAT AAATTAC ATT ATTAAGTC ATC AAAAAAAAAAAAN N N 

NNNNNNNNNNNNNNNNNNNNNNN 

>422 

NNNNNNNGCANCNNTTNGAAGTGTCCCCTCCTACTTCTTGCTGCCTCACGGTTGCT 
GTTGCAGACCCAGGAGTCTCTGAAGGCTTCCGCGGCTTTGGGGCCGGTTGTGAGATGCCA 
GGCAGAGGCCGCTGCCCGGACTGCGGCTGCACGGAGCTGGTGGAAGACTCGCACTATTC(3 
CAGAGCCAGCTGGTGTGGTCCGACTGCGGCTGCGTGGTCACCGAGGGGGTCCTTACCACT 
A(XrrrCAGCGA(X3AGGGCMTGTCCGAGAGGTMCATATTCX;CGAAGCACAGGGG 
MCAAGTTAGTCGCAGCCAGCAACGAGGTCTCCGGCGAGTGAGAGACCTTTGTCGAGTrCT 
GCAGTTGCCACCAACATTTGAGGATACCGCGGTTGCCTACTACCAACAGGCATATCGGCAC 
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TCTGGCATCCGAGCGGCCAGGCTGCAAAAGAAGGAGGTGTTGGTTGGGTGCTGCGTCTTAA 

TCACCTGCCGACAGCATAACTGGCCCCTAACAATGGGGGCCATCTGCACGCTGTTGTATGC 

AGATTTGGATGTGTTTTCTAGCACTTACATGCAGATAGTGAAGCTCCTGGGACTGGATGTGC 

CATCTCTGTGCTTGGCAGAACTGGTGAAGACCTATTGCAGCAGCTTCAAACTGTTCCAAGCT 

TCACCTTCTGTGCCAGCCAAATACGTGGAAGACAAAGAGAAGATGCTGTCTCGAACAATGCA 

GTTGGTGGAGCTGGCAAATGAGACGTGGCTGGTGACCGGGAGGCATCCCTTGCCCGTCAT 

CACTGCTGCGACTTTCCTGGCTTGGCAGTCGCTGCAGCCTGCAGATCGGCTTTCATGTTCC 

CTTGCCCGATTTTGTAAATTGGCAAATGTGGACCTGCCCTACCCGGCGTCCTCCCGCCTGC 

AGGAGCTGCTGGCTGTGCTGCTGCGGATGGCTGAGCAGCTGGCCTGGTTACGAGTTCTGA 

GACTTGACAAACGGTCTGTGGTGAAGCACATCGGTGACCTTCTCCAGCACCGCCAGTCACT 

GGTCCGCTCTGCCTTTCGGGATGGGACAGCAGAAGTGGAGACCCGAGAGAAGGAGCCACC 

GGGGTGGGGACAGGGGCAAGGAGAAGGGGAGGTGGGAAATAATTCCTTAGGTTTACCCCA 

GGGGAAGCGGCCGGCCAGTCCTGCCCTTCTCTTGCCACCCTGCATGTTGAAGTCCCCGAA 

GCGGATCTGCCCTGTACCCCCTGTCTCCACTGTCACTGGAGATGAGAACATTTCTGATAGTG 

MATAGAACAGTATTTGCGTACCCCTCAGGAAGTTAGGGACTTTCAGAGAGCCCAGGCTGCT 

AGACAGGCTGCCACGAGTGTCCCTAACCCTCCCTGATGGATATCCACTGGGAGCACTTCAT 

CCTGTTCTGACAGCTTGATAACATTCCTGTTATAACCAAGGATGGAAGTGTACACCAGTCCG 

TAGGTATTGCTTTTCTTCm 

TCCTGGAGTAAAGTCAGGAGTGCAGGGATGACTATAGGTAGGAGAGATTCCCATCCCTTGG 

TGTGGGAGAGCAAGTTGCCTATGTCCATGTTCTGTGAGATGGCTTTCCTCATAGATGGATGG 

GAAAATGTCAGGCTCTTTGCTGCTGGTTTGAATTGGACACACTGCTGCGGCTCCTCCTGCAG 

GCCTGAGGGGGCTTCCCTCTGCTTGTGGAGTGGTTGGCATTCCCAGCAGTATCAACCCTCA 

GAGGAGCGGGAACTGGGGAATTCTGGCCCTACGTGCATTCACAGGCAATGATGGGTTTGTG 

TGTATGGTGTCATGAGATCCTCTACCTCATAACAAAAGGACAGTGGGTAGACTAAGGCAGTA 

GCTCAAAGGGCTTTGCAAAATTTTAATATATTAAAACAA GAGGC ATCTGCTAGAAAACATTCT 

ATTGTATAAAACCCGAGTACCCTATAAGGTCCTGGATAATTTTTGTTTGATTATTCATTGAAGA 

AACATTTATTTTCCAATTGTGTGAAGTTTTTGACTGTTAATAAAAGAATCTGTCAACCATCAAA 

AANNNNNNNNNNNNNNNNNNN 

>423 

>424 

cggacgtaaaaaaactcaggcttcaggatcttgttgaaagctgcgatatcgacactgtgctcctcaaacttggtgatctcctcc 
tcxagcaagtctgtccccaccgtgtcgtcctccaccacacactgaatctgtagcttcx^gataccgtagccgacg 
gcccccccagaccagcccgtccagctggatagagcgcacacag^^ 

catCCAGCAGGATGGAGGACTTGGCCACCAGTGCAGGCTTCTTggccttcttctccgcGTACTGCCGT 

AGCCGCTCCTCCCGCAGCTGTGCCGCCTCCTTGTCCTCCTCCTCATTGTCACTGCCAAACA 

GGTCAATGTCATCATCCTCGTCATCCTCTGCTGGTGTGGCTGGCTTCCAAGCTGGTGCCCG 

TGGGCTACGGTATCCGGAAGCTACAGATTCAGTGTGTGGTGGAGGACGACAAGGTGGGGA 

CAGACTTGCTGGAGGAGGAGATCACCAAGTTTGAGGAGCACGTGCAGAGTGTCGATATCGC 

AGCTTTCAACAAGATCTGAAGCCTGAGTGTGTGTACCTGCCCGGGCGGCCGCTCGA 

>425 

>426 

NGGCCGGCCGCCCGGGCAGGTACTGAATGTGGGAAATGCCTTTTGCCAGAAACCA 
CACCTGACCAACCATCAGCGAACACATACAGGAGAAAAACCCTATGAATGTAAGCAATGTGG 
AAAAACATTCTGTGTGAAGTCAAACCTCACTGAACATCAGAGAACACACACAGGGGAGAAGC 
CCTATGAATGTAATGCATGTGGGAAATCCTTCTGCCACAGATCAGCCCTCACTGTGCATCAG 
AGAAGACACACAGGGGAGAAACCTTTTGGATGTAATGAATGTGGGAAAACCTTCCGTCAGAA 
GTCGGCCCTAATTGTTCACCAGAGAACTCATATAAGACAGAAACCCTATGGATGTAATCAAT 
GTGGAAAATCATTCTGTGTGAAGTCAAAACTCATTGCACATCATAGAACACACACAGGGGAG 
AAACCCTATGAATGTAATGGTTGTGGAAAATCATTCTATGTTAAGTCAAAACTAACN 
>427 

NNNCCGCCGGCCGCCGAGCGCGGGAGGGCAGGCAGGGGCAGGAGCCGGAGGGC 
CCGGGGCGCGGCGCGGCATGTAGCTGCGGGCTCXXGCGTCCGCGTGAGGCTGTCGGCCC 
GGGGCXJCCGCCATGGCTGGGATGGACAGTGGCAACCTGAAGACCGCGAGGCTGTGGCGG 
GACGCCGCCCTGCGTGCXJAGGAAGCTGCGGAGCMCCTQCGCCAGCTCACGCTTACCGCC 
GCCGGGGCCTGCCCCGGGGCCGGGGCra 

CGTGCTGCCGGCCAACCTCGGGGACATTGAGGCACTGAACCTGGGGAACAACGGCCTGGA 
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GGAGGTACCCGAGGGGCTGGGGTCGGCGCTGGGCAGCCTGCGCGTCCTGGTCCTGCGCA 

GGAACCGCTTCGCCCGGCTGCCCCCGGCGGTGGCCGAGCTCGGCCACCACCTCACCGAG 

CTGGACGTGAGCCACAACCGGCTGACCGCCCTGGGCGCGGAGGTGGTGAGTGCTCTGAG 

GGAGCTGCGGAAGCTCAACCTCAGCCACAACCAGCTGCCCGCCCTGCCCGCCCAGCTGGG 

CGCtCTCGCTCACCTGGAGGAGCTGGATGTCAGCTTTAACCGGCTGGCGCACCTGCCTGAC 

TCCCTCTCCTGCCTCTCCCGCCTGCGCACCCTGGACGTGGATCACAACCAGCTCACTGCCT 

TCCCCCGGCAGCTGCTGCAGCTGGTGGCCCTGGAGGAGCTGGACGTGTCCAGCAACCGGC 

TGCGGGGCCTGCCTGAGGATATCAGTGCCCTGCGTGCCCTCAAGATCCTCTGGCTGAGTG 

GGGCCGAGCTTGGCACGCTGCCCGCCGGCTTCTGCGAGCTGGCCAGTTTGGAGAGCCTCA 

TGCTAGACAACAACGGGCTGCAGGCTCTGCCCGCCCAGTTCAGCTGCCTGCAGCGGCTCA 

AAATGCTCAACCTGTCCTCCAACCTCTTCGAGGAGTTCCCTGCCGCGCTGCTGCCCCTGGC 

TGGTCTGGAGGAGCTCTACCTTAGTCGCAACCAGCTCACCTCGGTGCCATCCCTTATCTCG 

GGCCTGGGCCGGCTTCTCACCTTGTGGCTGGATAATAACCGCATCCGCTACCTGCCGGACT 

CCATCGTGGAGCTGACCGGCCTGGAGGAGCTCGTGCTGCAGGGGAACCAGATCGCGGTGC 

TGCCCGACCACTTTGGCCAGCTCTCCCGGGTGGGTTTGTGGAAGATCAAAGACAACCCACT 

GATCCAGCCCCCCTACGAGGTCTGCATGAAGGGGATCCCCTACATCGCAGCCTACCAGAAG 

GAACTGGCTCATTCCCAGCCGGCGGTGCAGCCCCGGCTCAAGCTGCTCCTGATGGGGCAT 

AAGGCT GCAGGAA AGACTTTGCTGCGCCACXGC.CXCACCGAGGAGAGAGT-GGAGGGATGC 

CCAGGAGGAGGGGACAAGGAGAAGTGCTACCCACCGTCACCTCCCCCTGTGAGCAAGGGC 

ATCGAGGTGACCAGCTGGACGGCCGATGCCTCCCGGGGCCTGCGGTTCATCGTGTATGAC 

TTAGCTGGGGATGAAAGTTATGAGGTGATCCAGCCCTTCTTCCTGTCCCCAGGGGCCCTATA 

CGTGCTGGTGGTCAACTTGGCCACCTATGAGCCTCGCCACTTTCCTACCACCGTGGGCTCC 

TTCTTGCATCGGGTCGGGGCGAGAGTGCCCAACGCGGTGGTGTGCATCGTGGGCACCCAC 

GCAGACCTGTGCGGAGAGCGTGAGCTGGAGGAGAAATGTCTGGACATTCACCGCCAGATC 

GCCCTGCAGGAGAAGCACGACGCGGAGGGACTGAGCCGCTTGGCCAAGGTGGTGGACGA 

GGCACTGGCCCGGGACTTCGAGCTGCGCTCTGCCAGCCCCCACGCAGCCTACTATGGCGT 

TTCGGACAAGAACCTTCGACGGCGCAAGGCCCATTTTCAATACCTGCTCAACCACCGGCTG 

CAGATCCTCTCCCCCGTGTTGCCTGTTAGCTGCAGGGACCCGCGCCACTTACGACGCCTtC 

GGGACAAGTTGCTGTCAGTTGCTGAGCACCGAGAGATCTTCCCCAACTTACACAGAGTACT 

GCCTCGATCCTGGCAGGTGCTGGAGGAACTGCATTTCCAGCCACCTCAGGCCCAGCGACT 

GTGGCTAAGCTGGTGGGACTCGGCGCGCTTGGGCCTGCAGGCGGGTCTGACCGAGGACC 

GACTGCAGAGTGCCCTCTCCTACCTGCATGAGAGCGGCAAGCTACTCTACTTTGAGGACAG 

TCCGGCTCTCAAGGAGCACGTCTTCCACAACCTCACCCGCCTCATCGACATCCTCAATGTCT 

TCTTCCAGAGGGATCCCTCTTTGCTGCTGCATAAGCTGCTCCTAGGGACCAGTGGAGAGGG 

CAAGGCGGAGGGGGAAAGCTCCCCGCCCATGGCGCGGTCCACCCCCAGCCAGGAACTGC 

TCCGGGCCACCCAGCTCCATCAGTATGTGGAGGGCTTTCTGTTGCATGGGCTCTTGCCAGC 

TCATGTCATTCGGTTGCTGCTTAAGCCTCATGTCCAGGCCCAGCAGGACTTGCAGCTGTTGC 

TGGAGCTGCTGGAGAAGATGGGACTCTGTTACTGCCTCAATAAACCCAAGGGCAAGCCTTT 

GAATGGGTCCACAGCTTGGTACAAGTTCCCATGCTATGTGCAGAACGAGGTGCCCCATGCA 

GAAGCCTGGATTAATGGGACCAACCTAGCTGGGCAGTCTTTTGTGGCTGAGCAGTTGCAGA 

TTGAATATAGCTTTCCTTTTACTTITCCACCTGGGTTGTTTGCACGCTACAGTGTCCAGATC^ 

ACAGCCATGTGGTGCACAGGTCGGATGGTAAATTTCAGATCTTTGCCTATAGAGGGAAAGTT 

CCTGTGGTTGTGAGTTACAGACCTGCCAGGGGAGTCCTGCAGCCAGACACCCTGTCCATTG 

CTAGCCATGCATCATTACCAAATATATGGACCGCATGGCAAGCCATAACCCCCTTGGTGGAG 

GAACTGAATGTCCTACTTCAGGAATGGCCTGGACTG CACT ACACCGTGCACATTCTCTGTTC 

TMGTGCCTTMGAGAGGATCGCCCAATCCACATGCTTTTCCAGGGGAGTTGCTGAGTCAG 

CCCAGACCGGAAGGAGTGGCAGAGATCATTTGCCCCAAGAACGGCAGCGAGCGAGTAAAT 

GTTGCCTTGGTTTACCCACCCACGCCGACTGTGATCAGCCCCTGTTCCAAG AAGAA TGTTGG 

TGAAAAGCACAGAMCCAGGAAAAGATAGTGCTTCTTTTCCTTATGCCATCATTTTTACT 

CCCAAACTGTGACTTTAGGAGCACCAATTTTTAAGGGAAGAATGTTGGTGAAAAGCACAGAA 

ACCAGTGACGTTTGTGGCTGTGGAATTTCCATGGAGAAAAGAGAGCATCTGAACACCTGGA 

CCATCTTTTGCACCTGGCAGWC^ 

CMCGCGTGCTTGCAGGGTGCTTTTTGGATGACTGGGGAAGAGGTGGGGAGGGGGTGGTG 
GGGGGAAGCATGG^CGAGAACATGG^GCAAATGTlTrACAACCTGAACCTCAGAACTGTGA . 
TCCTCCAAGGAGCGCGCTAClTGAAGAAAAGAAAAAAAAAiAAAAAAAGTCGAATG6(rrTCT 
AGGGATTTTGTTTTCCGTGCACATATAAGCCATAGTTACAGTACAGGTGGCAGTATTTAGAG 
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CACTCAGATTTCAGTTCTGTTAAATGTGAAAGAGGGATCGACTGACGTTCATTGCTGTTCCAT 
AACTAGTGTAAAATATGTATATGTTTATCTTTATTTT^ 

CAGTTTGAAGCTTCTAGCGTTAGTTCACACTGGGTGCA ATATTCT GCATGAGAACTGTGCCA 

AG ATG G G GCTG ATTTCTTATTTTAGTAT AAG ACTTTTTTGTTTTTTCTT^ 

TCACATTAAAAAAAAAAAATCTCTCTGTTAGCCCATGGATTAAGTGTTGGTTCA TAGA GATTG 

CCAATAATCAGAAAGAACCTTAAATGTGCATTTAAGACAGTGTCCCTTCCCTTCTTTTCAATG 

AAGGTCCCTGGCCTTATTATTAAATTCAATTCTGGGCACGCTGTGGTGGGGGAAAACTCCTT 

TTGGCTCTTTCCCAACCGGTGTTTATAAAGTGCGCTGGGGCCAAAGATGTGTCGGGCACAC 

TTCGGGGCCAAAAGAAGGACCAAAAAGGTCCATTGCAAACATTTGGAGTCTTAAAGGGGTAA 

AGATATCAGGGAGCAAGTCTGAACTTTACAAAGTGCTCTGTAAATAAGACCCTTACTTAGCA 

GAGCACTTTGCAAACATATTACTTATTAGCAGAGCTCTTTGTAGACCTTCCACATCTGGCTGT 

CAGATCTTAAGGTTGTGAATTTAGGCTCCAGTTATATTCACTGGAGAGCATAATCCCACACG 

GGTTATTTATAAATACAGAGCCTCTGATTGGACGGTCTCCTGCCAAGAACTAGTAATACCCTT 

GTTTTAAAATCTTCACAAGGTAAAACTTAAAAAGCCAACCAAACAAATTGCTCTCCATTCTACT 

TTTAATTGGGCCAAACAGCATATGCTACAGTAGTAACATGTTTTTCGGAGAGTGTAAAAAACT 

CTGTTTACATTTGCCTCCTCCGTGGGTTGATCGAAAATGT ATAAA ACTG ACTG CTTCTCGCCA 

GCCTCAGACAAGAAGAGTGAGTTGCTGGTACTCGCTA CTCTTTT ACTTCTTTTGTAAAGTATT 

GACTCTTGGAAGGCTACAGTATACAAAGTCTCAACATGT^ 

CGACTGCCCTGCTAGAAATCACAAACCGATTTTTGTAGAATATTT^ 

TTCACTGACTCCAGAACCTGCAGTTCAGAGAATGATTTCTTATGATGATAAAAATCGAA TGGG 

ATCAGACGATGTTTGCATTTTTTTAATACTTGAATAGGACACCTCAAGTTTGAGATTTCAT^ 

CTTTTAGAACACAGTCACAAGATTAATCTGGTGAATCCTTTTGTCACAGTTCTCGTGTGTGTG 

TGCGCGTCTCCGTGTGTGTGTGTGTGCATGTGTGTAAAACTGAATGGTCACATTTAATTGCT 

TTTTGGACCATTGAATAGTTGGGAAGTMGAATTTTTTAATTGGCATGAGA CGGT TCCTCAAC 

TGTTAAATTAACCAACTTTGACCTGTCTTTAGAAAAAGGCTTATTTGTATGATTTTGGGCTAAC 

TCCCCGGGGACCATATTAAATGACAAAAATGCTCCTTTGGG TGACA CACCCTACAA AGTAT T 

TGCTGTTACGAACATAAACGCCCACATTCTTAATATCTAATATTTTTGACCAGTGATGTTTTAT 

GCTGTCATCTGAACCCTAGAGAAGCAGTGTCAGAGGAAACCTTGGTGTCACATGTGTCTTAG 

CAAAAGGGTTACCATGATCGAGGGTCATGTGACCAAAAGATGCTCCAGAGAAGCTTGAGAAT 

TTGTTTCAAGTTGGGAGGAGGGTTGGAGATACAAAAATCACTCTGCTCTACAGGACTCTTCA 

GCTGTCTATGCAAGAAATTCCGTTTTCTCTTTCAGCACCTGGAAAGACACAGCAGCCCACCG 

AGGCGATAGGTGATTCACTAAGCACAAGAGGAATGTTTTCTAAGCAAGGCGTCCCTTGCCTC 

TCAMCAAATGCCCTCCAAGTTTGTTAGGGTTTCTA TTCCT GCAACTTGTGGTATCAAAACCA 

CTTCCTGGAATTGTCAAAGCACTGCCAAAATAAATGTTT TTCC CCCTTCTAAGAAAAAAAAAA 

TGACAGTGCTCATATTTGACACTTGTGTATTGGACTCTCTTTTGAATGAATAAAAAGG AAAA G 

GGGTTTGGTGTAATTCCTGATGGGGTGCGTGTTGTTTTTCATC 

TTGTGGTTTCCCATTTCGTTGTTGTAACTGGGCAGAAATTAAAAAAGAAAAATCAATAAAAATA 

CAAAGAAATGGTTAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>428 

>429 

NNCGCCGCCGACGCGGGGGGAGGCG TCGG CCACGTTCAGCGGACACGGGAGCAA 
GATGGCGATTCCGGGCAGGCAGTATGGGCTTATTTTGCCAAAGAAAACACAGCAGTTGCAC 
CCTGTTTTGCAAAAACCATCAGTGTTTGGGAATGATTCTGATGATGATGATGAGACCTCTGTG 
AGTGAAAGCCTTCAGAGGGAAGCTGCTAAGAAGCAGGCCATGAAACAGACCAAACTGGAAA 
TCCAGAAGGCCCTTGCAGAAGATGCTACTGTGT ATGAA TATGACAGTATTTATGATGAAATG 
CAGAAAAAAAAGGAGGAAAATAATCCCAAATTGCTTTTGGGGAAAGACAGAAAGCCCAAGTA 
TATTCACAACTTGCTAAAAGCAGTTGAGATCAGAAAAAAGGAACAGGAAAAAAGAATGGAAA 
AGAAAATACAGAGAGAACGAGAAATGGAAAAGGGGGAGTTTGATGATAAAGAAGCATTTGTG 
ACATCTGCATATAAGAAAAAACTGCAAGAGAGAGCTGAAGAAGAAGAAAGAGA AAAG AGGG 
CTGCTGCACTGGAAGCATGTTTGGATGTAACCAAGCAGAAAGATCTCAGTGGATTTTATAGG 
CACCTATTAAATCAAGCAGTTGGTGAAGAGGAAGTACTAAATGCAGTTTCGTGAAGACAGAT 
CTGGGTATTACAGGGGCGGACACATCCAGGGGGTTCTCXJAATGGCAGTACGTTCXJAAAAAC 
GMTTACCCCAGAGCMCTGCTTGCTTCCAACTGGCTGTGCACGTTGAGGAAAACCCGGAT 
GGAGCACAGTGAAGCTCGCAGCTAAAGCAGGCGATTATGCATCACAACAGGAACATACAGT 
GGAAGCGCGCAGGGGACAGGGGCTTAGAACACCCGGAAGATGCTCACGCACACACGGAtaA 
GAATCGACCGCCGGACCTACGCAAGCACAGAGGCAGGGAGAAGAGCACACAGAGAGCAAG 

• — ■• 

Page 133 of 355 



WO 01/42467 



727 

Table 4 



PCT/US00/33312 



CGCAGGCAGAGAAGGCGGAGCGGAGCCCAAGAGCGCACAGCAGCCACCAACCGTGCGGA 

AAGCAGCAGAAGCGACAGCACACGGGACACAAAGCGACAGCCGTGCGAGGANNNNNNN 

>430 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
CCCCTTCGGAGGAGGAAGGAAGTCCCGCTGCCACCTTATCT CTGC TCCTCTGCCTCCTCCC 
TGTTCCCAGAGCTTTTTCTCTAGAGAAGATTTTGMGGCGGCTTTTGTGCTGACGGCCACCC 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAAT AGAG ATTGAT 
TATTCAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGG AGAC ATTTTGTCAG 
TTTTGCMCATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTG 
GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GTGGAGCTGGGGTCCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCACCTTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGTCCTCCATGCTC 
ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTCTTCCCCCTC 
GTGGCAGGCCATGCATGAGCCTCGGACTTTTGCTGW 
CAGCCTTTTTTGGAAAATACCtCAATGAATATAATGGCAGCTACATCC 
GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 
AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 
ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAG GCCCG TTATGATGGTGATCAGC 
CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 
CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 
AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCf ACAGCGCAAAAGG 
CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 
GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCA TATTGGG CAGT 
TTGGACTGGTCAAGGGGAAATCCATGCCATATGACTTTGATATTCGTGTGCCTTTTTTTATTC 
GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 
CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACGGCAAGTCTGTCC 
TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 
TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 
GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 
CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 
TGGCAAGC7TCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 
ACGCGGAACCTCTACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 
CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTCTTGAGAAACCAGGG 
GACTCCAAAGTACAAGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 
TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 
AGAAACATTGCTAAGCGTCATGATGAAGGCCACAAGGGGCCAAGAGATCTCCAGGCTTCCA 
GTGGTGGCAACAGGGGCAGGATGCTGGCAGATAGCAGCAACGCCGTGGGCCCACCTACCA 
CTGTCCGAGTGACACACAAGTGTTTTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 
TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 
TCTGCAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCCTG 
AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 
AAATTAAAGAGCCATCTTCACCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 
ACTTTTCAAGGAGAACAACCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 
GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 
CAGACAGCCCCGTTCTGGMCCTGGGATCTTTCTG TGCT T GCAC GAGTTCTAACAATAACAC 
CTACTGGTGT1TGCGTACAGTTAATGAGACGCATAATTTTCTTTTCTGTGAGTTTGCTACTGG 
CTTTTTGGAGTATTTTGATATGAATACAGATCCTTATCAGCTCACAAATACAGTGCACACGGT 
AGAACGAGGCATTTTGAATCAGCTACACGTACAACTAATGGAGCTCAGAAGCTGTCAAGGAT 
ATAAGCAGTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 
GACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCA 
GACATCMCT'GGCAAGGCCTAGAGGAGCTACACAGTGTGMTGAAAACATCTATGAGTACAG 
ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 
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TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTC 

AAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCTCCTCTTCACTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

TTTTTAACTTTTTTATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCATCGTTATAATTTACTATCTGCCAAGAGTAGAAAGAAAGGCTGGGGAT ATTT GGGTTGGC 

TTGGTTTTG AI I I I I I GCTTGTTTGTTTGTTTTGTACTAAAACAGTATTATCTTTTGAATATCGT 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 

AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>431 

>432 

CGGGCAGGTACGCGGGATTTACCGGGCAGTCAAAGATCTATTCCTACATGAGCCCG 
AACAAATGCTCTGGAATGCGTTTCCCCCTTCAGGAAGAGAACTCAGTTACACATCACGAAGT 
CAAATGCCAGGGGAAACCATTAGCCGGAATCTACAGGAAACGAGAAGAGAAAAGAAATGCT 
GGGAACGCAGTAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAG 
AGTCCCGGGAAGCAGTGGTACCTCGGCC 
>433 

GCGGCCGCCCGGGCAGGTACAAATCTACCTC CCCACCAAATGT CCTTAGAGGGCC 
AAAGATGGCCTTTGTTTCTTCATGATAACATCGCCTTTC I I I I I I I I I I 1 1 GAGACACGGTTTC 
ATTCTGTCACCCAGGCTGGAGTGCAGTTGTGCATTCATGGCTCACCACAGCTCTTGAACCCC 
CAGGCTCAGGTGATCCTCTCACCTCAGCCTCCCCAGTAG CTGGG ACTACAGGGGCACACCA 
TCAAGCCCCGGGTAA I I I I I G AAA I I 1 1 I ATAGAGACAGGATTTTACCATGTTTCCCAGGCTG 
GTCTTGAATTCCTGGGCTCTAGTGATTCCTCTGCCTT GGCC TCCCAAAGTG CTGGGA TTACA 
GGCATGAGCCACCACACCCCACCTGTCTATTTTACMTTTTCCTTTGAGCTCTTTTTT CCAG C 
AGTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAAACTGCTGACTCCCTTTATCTTTTC 
CATAGCACCCCAAGCCTAAAACCAGACTGGCACAAATGGTA 
>434 

GGGAGTCGACCCACGCGTCCGTCTAGATCGCGCCCGGCCTTTGTTTTACCATTTAA 
AATAGTATCTAAAAAATCATTTACTTCTCCGAGCCCTTCTTAGCTATGGTGAATGTGATGGAC 
TTAAGTGCTTTGAGATCTCTAGTATCAAAGATGTATTTACA AATATG ATGAAATAATAGTGACA 
TCAATTAAGAGCTCCAAAATATGAAAATCCAACAAATAGAATTTTTAAAGCCTGTTCAAAAGAT 
TTATATTTrTCATAGGGGGTGCTCAAAGGATTTAAAGGAGAACTAATTCATGTATTTAACAAAC 
ATGATGGTGCCTTGAGGAATACAGAATATTTCAATCAACTAAAAGACAATAGTAACATAATTC 
TTCTGGGAGACTCCCAAGGAGACTTAAGAATGGCAGA TGGA GTGGCCAATGTTGAGCACAT 
TCTGAAAATTGGATATCTAAATGATAGAGTGGATGAGCTTTTAGAA AAGTA CATGGACTCTTA 
TGATATTGTTTTAGTACAAGATGAATCATTAGAAGTAGCCAACTCTATTTTACAGAAGATTCTA 
TAAACAAGCATTCTTCAAGAAGACCTCTCTTCTGTGGGTGCAATTGAACTGTTCATCCGTTCA 
TCTTGCTGAGAGACTTATTTATAATANN 
>43S 
>436 
>437 
>438 

NNNNAGGTGACACTATAGAAGAGCTATGACGTCGCATGCACGCGTACGTAAGCTTG 
GAT(X)TCTAGAGCGGCCGTCTACTACTACTAAATTTGCGGCCAGCGTCGATCGAACTGGGTT 
. AGGTGCCGCTGTTGCTGCTCXaTGTTGAATCTAGAACCGTAGCCAGACATGGGACTGGAGGA 
CGAGCAAAAGATGCTTACCGAATCCGGAGATCCTGAGGAGGAGGAAGAGGAAGAGGAGGA 
ATTAGTGGATCCCCTAACAACAGTGAGAGAGCAATGCGAGCAGTTGGAGAAATGTGTAAAG 
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GCCCGGGAGCGGCTAGAGCTCTGTGATGAGCGTGTATCCTCTCGATCACATACAGAAGAGG 

ATTGCACGGAGGAGCTCTTTGACTTCTTGCATGCGAGGGACCATTGCGTGGCCCACAAACT 

CTTTAACAACTTGAAATAAATGTGTGGACTTAATTCACCCCAGTCTTCATCATCTGGGCATCA 

GMTATTTCCTTATGGTTTTGGATGTACCATTTGTTTCTTATTTGTGTAACTGTAAGTTCACA 

GMCCTCATGGGTTTGGCTTAGGCTGGTAGCTTCTATGTAATTCGCAATGATTCCATCTAAAT 

AAAAGTTCTATGATCTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAAAAACA 

AAAAAAAAACACAACAACAAAGAAAGAAGAGACGAGCAAGCAAAAAGGAAAAGAGAAAGAAA 

AAGAAGCAGGGAACACGAGGAAAGAGAGGGACAGAGAAGAGAGAGGGGTGAAGAAGAAAG 

TAGGAGGGGAAAAGGAGAGAAAACAAAAGAAAAAGAACAGGAACACGAGACAGAAATAGAA 

GGAGAAGGAAGGACAGAAAAGAACGAGTGAAGAGGACAGGAGGTAGAGACGATGATGAGA 

GACAGACAGTAGAAGGGAGGAGGAAGGAGAGGAATTCAGAGGGAGATAGAGGAGAAGAAA 

TCAATCAGCGATAGGATGGAAAACGAAAGAGTGATGTGTTTGTCAGGTGGAGAAGAN 

>439 

>440 

>441 

>442 

>443 

>444 

NNGAGTCGACCCACGCGTCTG I I I I I I II I I I GCTGATMGMTTCTTTTATGTTATT 
CCAATAAAAAATACATTCATACAGAAATATAACAATCTTGCAAAAAACAATTTCAAATAAAATC 
TTGTAAAACAAAATTTTACAAAAATCTTACAAAGATTCTTTAGATAACAGGGTGCTTCCAAAAA 
AAAAAAAAAAGAAATTTCACTAATAGAAA I I I I I I I I I AATTTCAAGCAAAAAGTTTCTGCTTGA 
TTGAGGCTCAGTTATCACCTGAACAGAATGTACTTCTTTATGTACGTGCTAATTATGAAAATC 
ACAGGCATTGACAGGTACGGTACCCAGCCCCACCCAGGCAAACAGCT CCGAC ATGTTTCGT 
AAGTGAGACAAGCCAGTGCAAG I I I I I 1 M I 1 » CCI 1 I I 1 I I 11 I I I 1 GTCT TTTG CTTACCTTC 
TTGCTTAATGGAATTGTTATGGCTAAGCACATAGAAGGCCAAAAAAGGAGTTTTCCAAACCCA 
GCAAATCAAGTGCTTGGATTCTGAACTGCCAAAAGAAAACTGCACTTCCCCTCTTAAGTAAAA 
CGAAATGAGTTTCTTAGGTAAATGTATTCATCAGCCCAGATAAAAAAAAAACCAGTTATGTGA 
GCGTTAGTCACTGCTCATTTCCAGGAAGATCAAACAAAATACCAGCCCAGCCAGACTCACAT 
GTGTGTATATATATATAAAGCAAAGAGCCACACCCACAAGCCAGCAGCTGGGGTGAAAATAT 
CAGCTGTTCCACGCCGTGGGTATTGGCCCATTCGCGGG GGAA ATTTACTCCTTGGGGAAAA 
ACTGGGAGGGATTCTACTTGGCTGGGGGAAAAATTGGGTTTTCTTCTTGGCCTTTAAAAGGT 
GTTTCTTTCCAAAAGGTTNCCCGTTGGGGTTAGGCNTACTCTTTGGGGGTTNGGTCCNNNNN 
NN 
>445 

NNNNNNNNNNCTCACTTAGATTTCAGACCCCAGACAATCCTGAAGTGTCAGAGGCA 
ATGCAGCAGCAGGAGGCTACAGATGTCCACAACAGAGGAGTCGACTCAGAGGAACCCGAG 
TTCTTAGGGCATGAGCGAACCCCCTTGCTTTCCCCTTCCCCTGTCCTCCCACCATGTG GCCT 
AGGACATGGACACAGCTGTGGAAACTGTTCAACAGAGTAGGGTAACTAAAGAACCAGCTTTT 
GGGACACAGACCCGAAAGAGGAGTTCTAAGGGCTGGAAAATACCAAGGAACTGGCAGAAAG 
AGGAAGCAAACCCATAAAGTTCTATAAACTCCTGTTTATAAATCAAAACACCAAGCCCATAAA 
GCTTATAAACTCCTGAGCTCACCCAAAGTTGTATATATATGTGTATCTGACCCTAAACAGTGC 
AGTAAAGACGTTGAGAATGAACTATGGGATAGCTCACCACCTAGGTCCCAGACTGACCACTG 
GGTGGCATATACCGAGCAAAGATTCAAATAGCATCACAAAGGCTTTGAAACAGAATTGATATT 
GAACCTTCAACCCACAGAAGACTGACCAGAACTTCTCACTTGAACCCAGCCTGGTAGCATAC 
ACCCAAGTCAGAGAGCTCTGCCATTAGGACGGGCAGAAACCGTCAAGATTCATACTGCTGTT 
TCTCATAAGGACTCAACAAAAATGAATCTTTAGTGACTTGAACCATAGACTGAAGGAATCCAA 
AGAATGCAGTCATTTTAGTAAAGTACTATCAGGCTTTGTGCTGATTTCCTGAACAAACTGCAT 
TATATTATGAATCCTAACGGGCGCCGGGAAGCCCGTCTTGGGTCCTCGCTGCTGGCTGCTC 
CCCGTGGTGGTGGATCCTGGAGTTCTCTCACGCAGGAGCCAGCGCTCTCCTAGAGGGGGT 
CTCAGATCCTGCGAGGCCAGTTCCTTGGAGGGACATGACTAATGAGTCGATCTTTACTCAAT 
TTTTATCAGTTTTATATTTATAAGCCTGATTTATGA 
CTTATCTTTAAAACGTGCCTGGTGTCTGAGCNNNN 
>446 
i447 

gGAGTCGACCCACGCGTCCGGTGGCTTCCTGCGGCGTTtCCACTCTCGCTCTCCTG 
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GCGTTGCCTGATCGCCGCCCATCATGGGTCGCATGCATGCTCCCGGGTGAGCTCGGGGCA 

TCAAGCCGGATTGCTGGGCGGGGGGTGGGAGGAAGACAGGGAGTGTGGGCAGCGGGCCG 

AGGGGATGATGTTCTGGGCTGCTCTGGCACTAGCCGCCACCTCACCTCGAGACTGCTTCTC 

TCCCCGGGAAGGGCCTGTCCCAGTCGGCTTTACCCTATCGACGCAGCGTCCCCACTTGGTT 

GAAGTTGACATCTGACGACGTGAAGGAGCAGATTTACAAACTGGCCAAGAAG GGCC TTACT 

CCTTCACAGATCGGTGTAATCCTGAGAGATTCACATGGTGTTGCACAAGTACGTTTTGTGAC 

AGGCAATAAAATTTTAAGAATTCTTAAGTCTAAGGGACTTGCTCCTGATCTTCCTGAAGATCT 

CTACCATTTAATTAAGAAAGCAGTTGCTGTTCGAAAGCATCTTGAGAGGAACAGAAAGGATA 

AGGATGCTAAATTCCGTCTGATTCTAATAGAGAGCCGGATT CACC GTTTGGCTCGATATTATA 

AGACCAAGCGAGTCCTCCCTCCCAATTGGAAATATGAATCATTTTATTGCTTGAGTACACAGA 

CAAATTTATGCGACCAGGGCAGAGGCTGTAGATGATTCACTGAAAAAGAAAAAAAGGGGAAA 

GAAAGAAAATCAggAtTAATACTAGTCCCTCCACATTCATTAACAGAATCTCCCCACTAATGGT 

GCTATTCTCAAACAGTTAATAAATCCAAACTATATAAAGTGCACCAAACTTCTGAATGCCTGA 

ACCAACTCATTGTGTTCAAGCACAATGAATGAAGATGCTCACTCAGaCGTCCAAGGAAGAAC 

TGGCCAACATAAGGAAAAACATTTCTGGTGGAAACTGCGAATGTCTGGCAACCAATCATCata 

gTGAGCAATTCATGTGAAAATTAATTCAAACTCCTGGGAGtaaagGTATGAAAGGAAAATCTAC 

CTACTATCTAAAAGAGAGTCAAAGGGCTTATTCATGGTCTAAATCTGGGGTCTGCAACTATG 

GCCCTCTGCTTGTCTTTATTA AAGACA AGCAGCCACACCCATTCGATTATGTATTGCCTGTGG 

CTGCTTTCCCACTACCAGGCCAGAGCTCAAAGAGCAGTTAACAAAATA GCCC CCAAGGCTG 

AACATATTTACTACTAGCCCCCAAGGCTGAACATATTTACTACTAGGACTTTTACTACTGGCT 

GACTCCTATTCTTGATAACAACGACAAAAGAGTTGATACTTACTATTTCCAATTGGGAGGGAG 

GACTCGCTTGGTCTTATAATATCGAGCCAAACGGTGAATCCGGCtCTCTATTAGAATCAGACG 

GAATTTAGCATCCTTATCCTAAAAATAAAATTTGGTGCAATTCAAGAAAACCACCCAAAATGA 

CCTAACATTATCAAACATTAATAAGAGAATGTAGAGCTACCATGCACTTTCTATAATGAAAATC 

TCTTTGGATAGAATTTGAACTTCAAAGCAGCACTACACTGGTTTGTGTACTAAGCCTTGGATA 

ATTCAAACCAGATGCATTACATTTTACCGAAAAAATTTAGTACAAGCAGTCCTACTTAGCACC 

AGGTTTTATTTATTAGCTTACCTTTCTGTTCCTCTCAAGATGCTTTCGAACAGCAACTGCTTTC 

tTAATTAAtTCTAGAagtACtctcgagggggggc 

>448 

CGCGGTGGCGGCCGAGGTAC I I II I 1 1 I I I I I I I I I I I I GTTAGTGTTTTC TGATGT C 
TTTTCTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGAT7TTTAG 
CTTTAGCTTTTGTGTTTGGGACTATGATCCATATTTAGTGAATTlT ATTTT TGGGGGGGCAGA 
GTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATTTTTGTGAATTGCGGGT 
ACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGGAGTG 
GAGGACTAGATGATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATCTTGTTGGGA 
CCCATGATGCCCCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGGA 
AGTTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATGCTGGGACCTTCTC 
TCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGAGACCGGCTGATTGTGGGAACAGCA 
GGCCGCAGAGTGTTGGTGTGGGACTTACGGAACATGGGTTACGTGCAGCAGCGCAGGGAG 
TCCAGCCTGAAATACCAGACTCGCTGCATACGAGCGTTTCCAAACAAGCAGGG7TATGTATT 
AAGCTCTATTGAAGGCGAGTGGCAGTGAGTATTGGACCCAAGCCCTGAGGTACAGAAGAAG 
TATGCCTTCAAATGTCACAGACTAAAAGAAAATAATATGAGCAGATTTACCCAGTCATGGCAT 
TTCTTTTCACAATATCCACAATACATTTGCCACAGGTGGTTCTGATGGCTTGTAAATATTGGG 
ATCCATTTAACAAAAGCGACTGTGCACTTGCATCGGGTACCCAGAGCATCGATACTTGCCTT 
CAGCATGATGGATACGCTTGGACAAGCGCTCATTGTTGACGGTGGACCAAAACTCCGGAAT 
GGTTTCACTCCGCAGGGCGTGGGAACAACCAGGCACGATTAGACAATCGCAACAGGCGCG 
GCGATAAACACAGACCCAGGGGGTTCATTAAACCGCATTTAGACCGCGAGCAGGGGTCTCA 
ACCCGCGGGGGGAGGCAGCAACGCACTTGGTAATGAGCACAGNNN 
>449 
>450 
>451 

gcgtccgatggcittaaaaagccgggctctaaaacttccagaatatctttccaccat 
cagccactctgcgtctttccaacattcccccttctgttacagtggatgatctgaagaaccttt 
tcatagaagctggatgttcagtgmggcttttaaattctttcagaaagatcgcaaaatggcg 
ctcattcaattgggatctgtggaagaagcaattcaggccctcattgagcttcataaccatga 
ccttggagaaaatcaccacctcagagtttccttctcaaaatctacaatctgacttttctgtga 
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ATTTTTCTCCTAAAACTGGACCATAATTTCAGTAAAACCTTCAGACATAGACTGAAGC AGCT C 

AAGACCAATTTTGCCTCTTTCACAAAAATAACTCTTTCTGAGTTTGATATTCAAG TATAT TTT^ 

AAATCAAGGGA I I 11 I I I 1 II T GTATTCCCCCTGCCCCCGCCAGTCAAAGGTTTC TTTTCCCT 

TTTT ACC ATGGTTTCTAC AAAAAT AACCTTC AG G AAAA AG A AAATC AGG AAA A AA A I II I I I I I 

CMTMTCTTATTCCCTATATTAAATTAGATTTGAAGAG GATTA ACGTTGTTTTAGTTTGGGTC 

CAGATCAGCCTTATACAACATTTCTAAACTCATTTGTACTTTTAAAAAATTTAAACACAGACTT 

CTAAAATTACTTGATGTAAGTAATTTAAATCACTTATGACCAAGTTATTAACCTTATGAATCAG 

AAGTCTGACCCTTGTAGGAAATTATATTCACATATAAAGTACATCAGATCTTTGCCATA TATTG 

ATGGTTATTATGCATAAACACATTGAGTTGTGTTGGAAGCAGATTTATAAACCTGCAT GTTTT 

CTTTGAATGATTTCTTTTTTTCACTGTAAGACACTCCTTTAAATAATGCCTATCTTTAAC 

AAGACTATTTGGAAAAATGCAGTGTCTCAGCTGTCCCCAGGGAAATTAAGTGGA ATTC AACT 

AAGATCTGTTAATAAGATGTCAGAATAACTAATAATTTTATT AGGA AAAAATCATGTTTTAAATT 

TCAAAATGACACTTATTTGTCAAGTAATATGATCTTGGAAAATTTTAAAGAAAAATAATCCTAC 

TTATAAACTACTTTTTTATAATTGTTTTCAGMAAAAAGTTTACAGTCTTAAGGAAAATATTCA^ 

GTCTATCATATGGTTTGACAGATTTTTTAAAAGTTATTTTTGGT^ 

AATTMTCTCAAGGGTTTTTTGTACCACTATAATCTCTAATACTTACTCAGAATTACTGTGTAT 
TTACTTMTTTCTTATTATGTGCCTTATTATGTGCTTMGAT ACAATA GGTTAGAG TTTAA TCTA 
AATATCTTGAAAGCTATATTGTGC^GCTTGGTAAGCAT^ 
AGGATTTAAAATTTTTTTCATTGC 

TTTTGGTGCTTGGTGCAGAGACGGTGTGGGGAAGGGTGAATGGTTTTGGGAATAATTCAGT 

GCACACCTGTAGGCCTCTTTACATTGTGACTGATAGGGGTTATTGCATATCAATTTGGGGCT 

GTAGAGTGCAATCTCAGTTTCATCTTTTTCACCCATCAGMTTTGTCTCAGGATTACTTGGTTT 

TTCTCAGTCCTCAAGCGAGAACTTGCTTTTCTTTGTTAATGTGACTTTCAT TACTGA GTACCC 

ACGTATTTGGAGTATGAGAAGGTGGGTTATTTCTCATACTCTGTCCCTCTC TTTTTC ATTGAA 

TGTAAGAGTACATTTTAATGTTGCTTCAGTGATTGTATAATGTAAAATTGTTCTTTTTAATAAGA 

AACTTTGCTATTATTCTTTCACTGGTTGGCAAAATGTAAAGCGAAATAGGACAGGTCATTATG 

GTTCCCCTTAACTTTACAATTTATCCACTGTCTCCTACTTAGAACAAAGACAATAGACGGGAA 

GGGGCACTCACCATACACACATAGACGGAACAGAN 

>452 

NC I i I I 11 I I I I I I I I I I ATAGTTGTCTTTTTTGGTAACAATGTGTAAAGTGAAAACAG 
CAGAGTGCTACTCCATACCACTGGGATCTTGTCCAGTAAACATCCAGAGA GTGA GGTTAGGA 
AATAAAAAGTATATAAATATTAGATGCCTAGAAATGCAAGTCACTTTAAAGATTTTATGTGAAA 
TAGAAAAAAAAGAGAGGAGAGGGACTCATTGTCTTGTA ATGG GTCCTTCCCAGAGAGAGGT 
GACTGTCCAGTGGCACCGGGCCCTTTTCCTCCTTCCCCTTTTACTCTTATCGACTAGGACAG 
AAACTAAGAATTTTGGCTTCAAGTGGCTAAAAGACTGATGGGGGAAAAAGAAAATAG AAAAA 
AATAACAGAGAGACTGACGCTCTAGGCAGTTACAAGTCCAAGAAAAAAGACAGAAACTTTTA 
ACTTTAAGTATTGAGCCAAAACCAGGTCTAGCAAACATAATGCTGGCCCTAGATTATTTATTA 
ATTTATGAAGAAACTTCTAGATATGGGGGTGACAAAAGGAAATTAAATCCATTATATATGCAT 
ATATTTTAATGTAAATATATAATAGATAAATTATGTATACATAA TATAGA ACCAAATTGAAACAG 
TTTTACAATTTGGTTTGACTGGAAATTCAAA ATCC ATATATTAATTTTTGTAGTAA 
TAAAAAAAGACAAAAAGGACACTGATTGGCTTTTGTTCCTCTACAATATAGGTTCTAACTTAA 
CTTCTAACATTAGCGGCCGGACGCGGTGGCTCACGCCCGTAATCCCAGCACTTTAGCAGGC 
CGAAGTGGGCAGATCACCTGAGGTCAAGAGTTCGAGATCAGCCTGGCCAACATGGTGAAAC 
CXJCATCTCTACTAAAAGTACCTGGCCGGGCGGCCGCCACCGC 
>453 
>454 

NNNNNANCTNGAAATNAACCCTCACTAAAGGAACAAAAGCTGGAGCTCCACCGCGG 
TGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGNGCAGGAATTCGCGGCCGCGTCGACT 
ACGGCTGCGAGAAGACGACAGAAGGGGACGGGCGGTGGGAGCTGAGGCTCCTGTCGTTAT 
CTCTGATCCTTGCACCCTGGCAGGAAGCTGGTAGCTCACACTTTAACGGGAGGCCTTCACA 
TATTCCAGAAAAGAAACCACTTTGCAGTGCCAGACTGGAAGAAGTAACGGTCACTCTGAAAA 
CAGGGTGGGAGAGCTGGCTCTCTTTGAACCTCTCCCAGGACCAACTCTAACCCAGGGAGGC 
AAACTTGGTCGATGTAAGCGGTGGCTTGGAGACAGAATCATCTAATGGAAAAGATACACTAG 
AAGGTGCTGGGGATACATCAG^GGTGATGGATACTCAGGCGGGCTCCGTGGATGAAGAGA. 
ATGGCCGACAGTTGGGTGAGGTAGAGCTGCAATGTGGGATTTGTACAAAATGGTTCACGGC 
TGACACATTTGGCATAGATACCTCATCCTGTCTACCTTTCATGACCAACTACAGTTTTCATTG 
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CAACGTCTGCCATCACAGTGGGAATACCTATTTCCTCCGGAAGCAAGCAAACTTGAAGGAAA 

TGTGCCTTAGTGCTTTGGCAACCTGACATGGCAGTCCCGAACACAGGATGAACATCCGAAG 

ACAATGTTCTCCAAAGATAAGGATATTATACCATTTATTGATAACTACTGGGAGTGCATGACA 

ACCAGACAGAGAACTGGGAAATGACTTGGGCAATAACTGTTTAAACATGAGTACGAAGAGAN 

>455 

NAGCAAAGCCACATCAGGACTAATCAGCTGGGCGTAGCCAAAGTTACCTCCTCTCT 
GTTCTTCCTTTCTTCTCTGTAGCCCCAAATCACAATGTTTGGTTGGTTTCCTCCCCTAAGAAC 
AGCTTTTATTGTCTCTGCTCCCTATCCTGACCCTTCATTGCTGAGGCCTGAGGATCTCTGTCT 
TTTGTTCCCTCACCTGTCTGCCTGTCTCCTCTCCTTTCCTGCCTGGGGGGACTGTCCAGAAG 
ACATCATCGTCCAGTTCCTCTGCATTTGAACAGCTGTTCCCCCACCCCTCAATACCGTTTAGA 
GCAGAAGCCAGCAAATACTATCGGTCAGGGACAGATAGAAACTATTTTCGGCTTCATGGGCC 
ACACAGCCTCATTGCAGCTCCTCAAATCTGCTGTTGTAGCAAGAAAGAAGCCATATACCCTG 
TGTAAACAAATGAATATGGCTGTGTGCCAATAAAACTATTCACAAACATAAAGAGTGGGCTG 
GATATGACTCAGATACTGTTGTTTGACAACCCCTGATCTAGAGTAAAAATCCCAAACTCTATA 
GCCTCCAGCCTGGGAGACAGAGCGAGACTCCGTCTCANAAAAAATAAATAAATAAATAAATA 
AATAAGTAAAAAATCATATCCGAGCTGGGCGTGGTGGCTCACGCCTGTCATCCCAACACTTT 
GGGAGGCTGAGGAGGGGCAAATCACTTCAAGTCAGGGGTTCAAGACCAN 

>456 

TTCTCTGACAGGTTTATTAGCTTTCATGTTAATGGATGTTTTTAAACCCTGCAACCCT 
CTGTCAACTTCTTTCCACATCAAGAGGCCATGAGATACAGTAATGGCCTCTTAAGAGT CATG 
CCACATAAAGATGATGACTTTGATGTCCTGGCCTGCCTCCTGTAACAATGTGAGGCTGTTTT 
GGGTACATGCTGTAATAACAACAGGACTATCACAGGAACAATGAAGCAGAGAAGCAGAAGG 
TGCCTACAAAGTTTTACCTAAATGTCTTGTTTGTCAGGATGGAGCTGATGCGCCCATACTGG 
CAGAACAATTAGCACAGAGTAGTTCTGAAAAGGAGGAAGAATTCACAAAGCATCAGTTATGG 
GTGCAGGGAAGTCGCCATCTGCccaATGGGCACCAGAGTGTCACTGTACTGGAAGGGGAAA 
AGGAGTGGGCTGGATGAGATCCAGGGGCCTCTCTGCCCATGTTCAAAGTCAGTAGCTGCTC 
TGCCTGCCGGCATCACAGTGTCAACACATTTTGTGTGTGTCTCACTCAGTCTCACACCCAAG 
AAAGTAAAAACAATTGATGTAGGAATAAGGGGAATGGATAAAGAATGGTACATGCTTATTCTA 
AAGCAGGAGAGCCTACAGATTGTTGTCAAAGCTCATGTCTATCTCTGTCCTCGAGGcctCCAC 
ACCATCTCCCTCTCCCTCCTCCAGAATCCAAGGGATGAGCCCGTTTCCCTTTATGAGACGAG 
GTGGAGCAGTACCTCTAGTTTTTGGCTGCTCATGGCCTCAGAGTTGCTGTTTGGAAAGGAAA 
AAGAGCAGCAGAGGCAGCAAAGAAAAGTACTAGGGCAGCACCTTTAGGTTAGAAATAGATT 
CCACAGTTAAAAGCACAAGTATAATATGCATTAAACAGAGAAGGGCCTCAATAGAATGGTCA 
CAATATGCAAGTGTGTCCCACTCATTTACAATATTAGGATTCCAGGAGCTGCCAGAAATAAGT 
CATCTCATTAACATACCTACCTGCAGTTCTGATGTCTGGCTATTAGTAAACAAGGCCTACGTT 
TGTTTCTCTAAAATTTAGAATCTTAAACTAAATCCTTTATTTCAAAAACAAACATAAAATAATTT 
CCCAGGCAGAGAAAAGGTTTGAGATGGAAGCGTTCTTGTTAGCAGTCCCTTCCTGCATAAAT 
GGGGTTGGAGAGAGAGGAGAGAGGGAATGGCCAAGGGTATGGAAAGCTTTCACAATGCAT 
GCCGAGTGTGAAGTGACACCCCCAGCAGATGGGGTTTATCATCTTTACTTAGTCACACAACA 
TCAAGGACTGGTTAGTTCCAGGGAAGGGCTCCATTTCATTACCTGGGTCAGTTCTCTTCCCC 
CGCATGCTCCACAATGCAGTAGAACCAAACAACACATTCATTTACAATAGAATGTTTAAATAA 
CACCTGTCCAATAACTGCCCTTACTTCTTTGTGCTGTCGGGAAAAGAAAAAACAGAAAGCAA 
TAAAACCCAMCXJCTTTGGCAAGCCAGCCGGTGCCTATTCTCCTGGGGCATTTTTAGTGGAA 
CTTCGGCTGGGCCTTGCCCTCCTCCCAATATCAGTGAGGAAAGTGGCAGCGGGACAGGTTT 
GGTCATCTGCAGTGGAGTAGAAAGAGGAACCAAACACGATTCGGGCCACAGGTGGATTCTG 
GCACATTTTTAGATTGGATTGGTTAAAAATGTCATGTTGTACACAGGATGCAGGCAAAGGAG 
1 1 1 1 1 1 1 1 1 I GAGGGACATAATGCCTATAGGCAGCATGAACGGTCCGATCTACCCTTGGGGA 
GGAGCTCCCTGTGTAGGGACGGAGAAACTAGGGGGCCTCGAGGAAGGTGTTGGTTCGGAA 
GATGGAGGAGACAATCTTTCCGGTGGCATTGATGGTGCCTTCGCTGTCTGAGCTGGACTCG 
GAGTCGCTGCTCCCAGAGTAGGCACCCAGGCCTGGGAGGATGCCGATACATACTGCAGCA 
GAGGGGCAGTGGATGGAGGGGCCACTCAGGGAGGTGTTTCCGAGAGACTTGCAGGATGAG 
GGCTCTTGATTCnTGTCATCTGGCTCAGGGTCXXaGTTTCAGTCTTTTCACACTGtTGCCACT 
GTCTGAGCTCTTATGCTTCACAGCTCCTGCCMCAGCTTCX3CCTGGGAGMCTTGTTCTTGG 
TTTCTATAGGCTTCACAGTCAG I » I CI 1 1 I CCACTTCCTTCTTGTTCTCTTGAGAAA TTCCA AC 
CTTCTTGAGGTTATTTCTGTATTCCTTCAGTtCTTTCAGTTCTTCTtCTCTTCGt^^ 
TTAGTTCCTGCTGTCGAGAAACCTCATCAAGGAAGTTGGTCTCATCTTCATCTAAGCCTCTTA 
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CCATGTTTTTGAATTTGAACTGTTCCTCGTACTCCTGCTGCTTCCTGTCCTTCTGTTCCTGTA 

GCCTTTCATATAGAGATCGAGGGTCATAA ACCT CCTCTGGACATTCTTCTGGATCTTCAGGTT 

TTCGAACTTTCTCCCATTCTTCTTGCCTCCTTTTGCGCCGTTCATCTAGTTCTGCCTCAGACA 

CAAACCTCTTTTTGATAATAAGGTTACCATCATCCCCTCCATCCATAATGAAACAACCAATCT 

GCTCTTGCCTCCAAGTAGATTAAGATGGAGAATCTCAGCTATTGAAGACTTAGTGTTCAAGTC 

CAGTCTACCGGCGCGCGGGAGGCGAGACGACCTCACCTCGGCGGCGCCCACCCCAAACC 

GCCACCGCAGAGCCGCTCGCTCTTAAAAAAGAAAAAAAAATGAAAGGAAG AAAGA AAGAAAC 

AGAGGAAGGAAGGAATGAAAGAAAGAAAAAAAAAAAGAAAATAGCCTTTGCTTTTGTATTTCT 

TTTGAcCcttCAGGGCTTcctcgGAcgc 

>457 

>458 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
CCCCTTCGGAGGAGGAAGGAAGTCCCGCTGCCACCTTATCTCTGCTCCTCTGCCTCCTCCC 
TGTTCCCAGAGCTTTTTCTCTAGAGAAGATTTTGMGGCGGCTTTTGTGCTGACGGCCACCC 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAAT AGAG ATTGAT 
TATTGAACCAGGATAGCTAATTCAAGAACTCCAGAAA I CAGGAGACGG AGAC ATTTTGTCAG 
TTTTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTG 
GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GTGGAGCTGGGGTCCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCACCTTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGTCCTCCATGCTC 
ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTCTTCCCCCTC 
GTGGCAGGCCATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 
CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 
GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 
AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 
ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAG GCCCG TTATGATGGTGATCAGC 
CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 
CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 
AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAAGG 
CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 
GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCA TATTGGG CAGT 
TTGGACTGGTCAAGGGGAAATCCATGCCATATGACTTTGATATTCGTGTGCCTTTTTTTATTC 
GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 
CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACGGCAAGTCTGTCC 
TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 
TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 
GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 
CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 
TGGCAAGCTTCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 
ACGCGGAACCTCTACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 
CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTCTTGAGAAACCAGGG 
GACTCCAAAGTACMGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 
TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 
AGAAACATTGCTAAGCGTCATGATGAAGGCCACAAGGGGCCAAGAGATCTCCAGGCTTCCA 
GTGGTGGCAACAGGGGCAGGATGCTGGCAGATAGCAGCAACGCCGTGGGCCCACCTACCA 
CTGTCCGAGTGACACACAAGTGTTTTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 
TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 
TCTGCAAGATAAAATTMGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCCTG 
AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 
AAATTAAAGAGCCATCTTCACCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 
'ACTTTTCAAGGAGAACAACCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 
GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 
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CAGACAGCCCCGTTCTGGAACCTGGGATCTTTCTGTGCTTGCACGAGTTCTAACAATAACAC 

CTACTGGTGTTTGCGTACAGTTAATGAGACGCATAATTTTCTTTTCTGTGAGTTTGCTACTGG 

CTTTTTGGAGTATTTTGATATGAATACAGATCCTTATCAGCTCACAAATACAGTGCACACGGT 

AGAACGAGGCATTTTGAATCAGCTACACGTACAACTAATGGAGCTCAGAAGCTGTCAAGGAT 

ATAAGCAGTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 

GACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCA 

GACATCAACTGGCAAGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACAG 

ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 

TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTC 

AAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGICACAGCACCTAGAAGGCAG 

CGCCTCCTCTTCACTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

I I I I I AACI Mil I ATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCATCGTTATAATTTACTATCTGCCAAGAGTAGAAAGAAAGGCTGGGGA TATTT GGGTTGGC 

TTGGTTTTG AI I I I I I GCTTGTTTGTTTGTTTTGTACTAAAACAGTATTATCTTTTGAATATCGT 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 

AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>459 

ACCATGGGTGGTTAGTAGACCCTCAGATTGATGACATTGTAAAAGCTGTTGGTAACT 
GCAGCTACAACCAACTAGTGGAGAAGATCATCTCTTGTAAACAGTCAGACAATAGTGAGCTG 
GTTAGTGAAGGCTTTGTAGCTGAGCAGTTTCTAAATAACACAGCCACTCAACTGACATACCAT 
GGATTATGTGAACTAACTTCAACGGTTCAGGAAGGAGAACTTTGTGTGTTCTTTCGGAATAAT 
CATTTTAGCACCATGACCAAATACAAGGGTCAACTGTATTTGTTGGTAACGGACCAGGGGTT 
TCTTACTGAAGAGAAAGTTGTTTGGGAAAGCCTACACAACGTAGATGGTGATGGAAATTTCT 
GTGACTCAGAATTTCATCTTCGACCTCCTTCAGATCCTGAAACTGTATACAAAGGACAACAAG 
ATCAGATAGATCAGGATTATCTTATGGCATTATCTCTACAACAAGAACAGCAGAGCCAAGAG 
ATCAATTGGGAACAAATCCCGGAAGGAATCAGTGATTTGGAACTAGCAAAGAAACTCCAAGA 
GGAAGAGGACAGACGGGCTTCTCAATACTATCAGGAACAGGAACAAGCAGCAGCTGCTGCT 
GCTGCTGCTTCTACACAGGCTCAGCAGGGCCAGCCAGCACAAGCCTCTCCATCAAGTGGAA 
GACAATCTGGGAATAGTGAACGTAAACGGAAGGAACCACGAGAAAAAGATAAAGAAAAAGAA 
AAGGAAAAAAATAGCTGTGTTATTTTGTAACAAGTGTTGGCTTCTGTTGGAACCACCTATATG 
TC7TGAGAAACAAAACCACAGGAGGAAAGGAAGAAAAACCGATCAATACCGTCTGTGCCTGA 
TTTCCTAATGGATTTTGTTCGTTTTTTCAGGGGAACGGTTGTTACTTAGTTACAATCAGACTTT 
TTCAAGTCACACAATACACTCTTTATGAGCTGGAGTTTCATGTTACAAGTTGGAAA TGCT GTG 
TGTTGTCATTCATGAAAAATACTGCACTTGTAGCCAGATTAGCAAATCACAGCAAATTTTGTG 
TCATAGTGACATTCATAACTCATATCAGTTAGTAAGCTATTATATCTTCTGTTCTAACAATGAA 
TGGAGGTMTTGATTTAGTCTGATTCCTTCCTGAAATCTAAATATTAGCACAATAGTTTCTGAA 
ATTTTACAATGTTAAATTATGATCTAATTCATGAGAAACCACGGGTTTAACATAGGGATTCAAA 
AAAACAAAAAC 
>460 

TGGCGGCCGAGGTACGAATGTGCAAAATTAAAGCATGGTAAACTGATATTTACATAA 
ATATCAAACCAACAATTAGTTTATACATTGTCAATGACCTTCTAAGATATGTCATGAGTGGATC 
CAAGMTATCTTTCCCCCAATGGAGAAGGTATTCAGAGGCTAAATTCCGAGACTTTAAAATGA 
CACACATCATAGGCTTTACCTGTTTGACCACTGCCTCAAATGTGTGAGATGTGAT7TTATGAT 
CCCGCGTNNNNNNNNNNNNNNNNNNNNNNNTAGACTTCAGGGAAACAACACGTCCTGAAA 
GAAACATGATTCCCCTCAAGCCACAAAGGATTTTCTCATCAAGTGTTTTCACCTCTGCATTAG 
ATTTGGACACAAGAAGAGGAGAGCATTTACTCAGGTAAAAATAGTTCTCTTAGTCTCTTCCTC 
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TAGTTACTAATTTTTAATTTAAAAATACAATTAACTGATCTAGCTGATAAAAGTCACAGACAGA 

AATAAGCTAAGTTCTCTCTTCCTTTAGGGAACGCTGGTGGCAATTCACCATATAAACTGGATG 

GAAGAANNNNNNNN 

>461 

ncgattctgtgtttctgctgaagtgtagcttggtctttacacttgtttatggttatct 
gttgtggtgagaccctgcccttccgtaaaagtgtaagacttccgcgaattggtcaccgaga 
atcttgccgagaacttgagagtccagggaaattccgggccgctgttcaagatgtcggacga 
gtagatattctcggccccggggagaaggtgaaccgggcctctaaaggcgcttgccagtgc 
aatctgggcgatcgcttctggtcctcgcctcctccgctgtctccctggagttcttgcaagtc 
ggccaggatgtctcaggctgagtttgagaaagctgcagaggaggttaggcaccttaagacc 
aagccatcggatgaggagatgctgttcatctatggccactacaaacaagcaactgtgggcg 
acataaatacagaacggcccgggatgttggacttcacgggcaaggccaagtgggatgcctg 
gaatgagctgaaagggacttccaaggaagatgccatgaaagcttacatcaacaaagtagaag 
agctaaagaaaaaatacgggatatgagagactggatttggttactgtgccatgtgtttatcct 
aaactgagacaatgccttgtttttttctaataccgtggatggtgggaattcgggaaaataacc 
agttaaaccagctactcaaggctgctcaccatacggctctaacagattaggggctaaaacga 
ttactgactttccttgagtagtttttatctgaaatcaattaaaagtgtatttgttactt^ 
mmamaaaaamaaaa^aaaa^^aaaaaaam 
ggagacaaacaaggggaacgaagtagaaaaagagagaaaaagcaaaag 
agagatacgaggcaggataacagagacagcgcagaagaggaggagaagaaagagagagaa 
gagaaggaacagacgagagaggagacaggaaagaagagaaggaagaggggagaggagaaa 
aaagagagagacagagacgcggagagaaaagagagaagagagaaggaagagaaaaggcga 
ggaaaaagaagaacagaaagagaaaagtagagagagagagagataccgaacgaggaggag 
caaaagaggaaagaaagaggacgaaaagaagagaggaaagcacaacgaggcaagaaaaaga 
gagaagagcgagggagaagagaaacataagaaggagagaagaaagagcgaacgaacgaaa 
gaggatgagaan 

>462 

AGGGAGTCGACCACGCGTCCGCTCCAGTCTATGTGCTGAAGAAGCAGCAGCCCAA 
GAGCAGACAGGTCAGGTGGAGGAGTGCCTCAAGGTCAACCTGCTCAAAGATCAAAACAGAA 
TTGTGGAAAAAGGAGGTGCTAAACATGCTGAAGGAAAGCAAAGCAGACATCTTTGTTGACCC 
GGTACTTCATACTGCTTGTGCCCTGGACATTAAACACCACTGCGCAGCCATCACCCCTGGCC 
GCGGGCGTCAAATGTCCTGTCTCATGGAAGCACTGGAGGATAAGCGGGTGAGGTTACAGCC 
CGAGTGCAAAAAGCGCCTCAATGACCGGATTGAGATGTGGAGTTACGGAGCAAAGGTGGCC 
CCAGCAGATGGCTTCTCTGATCTTGCCATGCAAGTAATGACGTCTCCATCTAAGAACTACATT 
CTCTCTGTGATCAGTGGGAGCATCTGTATATTGTTCCTGATTGGCCTGATGTGTGGACGGAT 
CACCAAGCGAGTGACACGAGAGCTCAAGGACAGGCTACAATACAGGTCAGAGACAATGGCT 
TATAAAGGTTTAGTGTGGTCTCAGGATGTGACAGGCAGTCCAGCCTGACCTTTCTGCACACT 
CCAGACAAACTTCCCAGACAAGCTCCTTTGTGCCTCTACGTGGAGAGGGTGTGGAAAGTTAT 
CACATTAAAAGATGGAGGATTTACAAAAGAG AAAA AAAAAAAAAAAAANNAAAGGGCCCCCC 
CCCGGGGGGGAGGGGGGGGCCCTCTACTATTTTAA AAAAAAA AAACCCCCCCCCCCCCCC 
CTAGGGGGGAAAAAAAAAAANGGGGGGCCGTTAAACTTTTTTAAAAAAAAACCTTCCAAAAC 
TTCCCCTTGAACCTGAAACNNNNNN 
>463 
>464 

NNGTGCATGTGTTTCCTTCCCCAAGAGAGCTATAAACAGCAAAAATTCTGCTGTAAG 
CGACCCCCGACCCAGGTCTCCCCCAGCACTGAGGAGCTCGCCTGCTGCCCTCTTGCGCGC 
GGGAAGCAGCACCAAGTTCACGGCCAACGCCTTGGCACTAGGGTCCAGAATGGCTACAACA 
GTCCCTGATGGTTGCCGCAATGGCCTGAAATCCAAGTACTACAGACTTTGTGATAAGGCTGA 
AGCTTGGGGCATCGTCCTAGAAACGGTGGCX3ACAGCCGGGGTTGTGACCTCGGTGGCCTT 
CATGCTCACTCTCCCGATCCTCGTCTGCAAGGTGCAGGACTCCAACAGGCGAAAAATGCTG 
CCTACTCAGTTTCTCTTCCTCCTGGGTGTGTTGGGCATCTTTGGCCTCACCTTCGCC^ 
CATCGGACTGGACk3GG^GCACAGGGCCCACACGCTTCTT(XTCTTT6GGATCCTC 1 1 1 ICC 
ATCTGCTTCTCCTGCCTGCTGGCTCATGCTGTCAGTCTGACCAAGCTCGTCCGGGGGAGGA 
AGCCCCTTTCXXiTGTTGGTGATTCTGGGTCT 

TATCGCTATTGAATATATTGTCCTGACCATGAATAGGACCAACGTCAATGTCTTTTCTGAGCT 
TTCCGCTCCTCGTCGCAATGAAGACTTTGTCCTCCTGCTCACCTACGTCCTCTTCTTGATGG 
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CGCTGACCTTCCTCATGTCCTCCTTCACCTTCTGTGGTTCCTTCACGGGCTGGAAGAGACAT 

GGGGCCCACATCTACCTCACGATGCTCCTCTCCATTGCCATCTGGGTGGCCTGGATCACCC 

TGCTCATGCTTCCTGACTTTGACCGCAGGTGGGATGACACCAT CCTC AGCTCCGCCTTGGC 

TGCCAATGGCTGGGTGTTCCTGTTGGCTTATGTTAGTCCCGAGTTTTGGCTGCTCACAAAGC 

AACGAAACCCCATGGATTATCCTGTTGAGGATGCTTTCTGTAAACCTCAACTCGTGAAGAAG 

AGCTATGGTGTGGAGAACAGAGCCTACTCTCAAGAGGAAATCACTCAAGGTTTTGAAGAGAC 

AGGGGACACGCTCTATGCCCCCTATTCCACACATTTTCAGCTGCAGAACCAGCCTCCCCAAA 

AGGAATTCTCCATCCCACGGGCCCACGCTTGGCCGAGCCCTTACAAAGACTATGAAGTAAA 

GAAAGAGGGCAGCTAACTCTGTCCTGAAGAGTGGGACAAATGCAGCCGGGCGGCAGATCT 

AGCGGGAGCTCAAAGGGATGTGGGCGAAATCTTGAGTCTTCTGAGAAAACTGTACAAGACA 

CTACGGGAACAGTTTGCCTCCCTCCCAGCCTCAACCACA ATTCTTCCATGC TGGGGCTGATG 

TGGGCTAGTAAGACTCCAGTTCTTAGAGGCGCTGTAGTATI I I I I I I I I I I I G TCTCAT CCTTT 

GGATACTTCTTTTMGTGGGAGTCTCAGGCAACTCAAGTTTAGACCCTTACTCTTTTTGTTTG 

1 1 I I I IGAAACAGGATCTTGCTCTGTCACCCAGGCTTGAGTGCAGTGGTGCGATCACAGCCC 

AGTGCAGCCTCGACCACCTGTGCTCAAGCAATCCTCCCATCTCCATCTCCCAAAGTGCTGG 

GATGACAGGCGTGAGCCACAGCTCCCAGCCTAGGCCCTTAATCTTGCTGTTATTTTCCATGG 

ACTAAAGGTCTGGTCATCTGAGCTCACGCTGGCTCACACAGCTCTAGGGGCCTGCTCCTCT 

AACTCACAGTGGGTTTTGTGAGGCTCTGTGGCCCAGAGCAGACCTGCATA TCTGAGCA AAA 

ATAGCAAAAGGC7CTCTCAGCCCACTGGCCTGAATCTACACTGGAAGCCAACTTGCTGGCAC 

CCCCGCTCCCCAACCCTTCTTGCCTGGGTAGGAGAGGCTAAAGATCACCCTAAATTTACTCA 

TCTCTCTAGTGCTGCCTCACATTGGGCCTCAGCAGCTCCCCAGCACCAATTCACAGGTCACC 

CCTCTCTTCTTGCACTGTCCCCAAACTTGCTGTCAATTCCGAGATCTAATCTCCCCCTACGCT 

CTGCCAGGAATTCTTTCAGACCTCACTAGCACAAGCCCGGTTGCTCCTTGTCAGGAGAATTT 

GTAGATCATTCTCACTTCAAATTCCTGGGGCTGATACTTCTCTCATCTTGCACCCCAACCTCT 

GTAAATAGATTTACCGCATTTACGGCTGCATTCTGTAAGTGGGCATGGTCTCCTAATGGAGG 

AGTGTTCATTGTATAATAAGTTATTCACCTGAGTATGCAATAAAGATGTGGTGGCCACTCTTT 

CATGGTGGTGGCAGCAGTTACCAGTAATGAGCATTAGACTCTGGGGGATAGAACACGGGCT 

GCCCTGAGAGCTTCATGTTGGAGCTGMGTTCAAGGTTCACTTCCTTTGGGT TTGTA CTTGA 

CCCTTCTTCATGTGTCTCTCCCGTTCCCTCTAAAACAAGTGT GTTTC CCCTCATTTTTGAGGC 

TGTCAATGGTGTGAGAGCCAGGATCATCACGGGGCCTGAGGTTTTACTCCAGAAAAGCAGA 

GGAGTGGCAACCTTGGCTTGGGGTTTGGCAGCCCAGGAAAGGCAGGGAGGAGAGCTCAAA 

GCCGGTTTCATGTTTCACCCAAGGTCTAA7TGTGGGAGAGGACAAATCCAGATCCCCTGTTT 

GACAGAATTAGTTCACAAATGTCTCTTGGCAAAAACATGTGACACCTAACCATGATAATTGAC 

TTAATCCAAGAAAGAGCTCTGTAGGGCAGAGCAATAGGAAATCTCTCTTTCGTTATGGAAAA 

AAAATAATCCCTCTACATAGAAACTGAGTGACATGTAAAAATGTGTAGCTAAGTCAGGGAGTT 

ACTTCCTAAGAGCCTGACGCTCTGCTTTTCATCAAAAGGAAAAACCAGCGTGAGGCAGAGG 

CGAGGGAGGTGGAGGTGAGTGGATGATGTGCTGAGTTAGGGATGTTTATATGCCGCAAAGG 

TTTGGTTGGTAGGCTTCGCGCTAAGATTAGCCTGGCTTTGTACTGAAAAGGGGGAAGGACA 

CATAGTGACACAGATCCTTCTGGTCTTTCCCAGGAGGTGTGACCTAATGAGGTTTGTTGTGA 

GAATAAAGCAATGTGGTTTCACATATATTATCTATCATAGGCTAGGGACTCAAGAAATGCATA 

TTCCCCCCCX)CACTTTCTTTCTCTCTTTCCTTCCTTCCTTCCTTTCTTCCTTCTTTCTTTCTTTC 

TTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTCTCTCT 1 1 1 1 

CTTTCTTTCTTTGAGAGATAGAATCTCACTCTGN 

>465 

NAGTGCGGAGCGCCGAGGCTCGCGTTCCGCCGCTGCTTCCGTCGCCGGGGCGGG 
CGCCGCGGTGTCCCTGCCGAGCGTGAGCCCCGAACTGTCACCGCGCCGAGCCCCAGCCTC 
ATCCGTCGGTGTCCGCGGTCCGAGCTTTCCCCGCCTCGCTGGCGGCCCGCGCTCTCCCCC 
GCCGTGCGCGTTCGCCGCTGTGGCCTGTAGCTACCTCGCCTCGCTGCTTTGTCTCCGCTGC 
TCTTGCCGTCCTTCCCGCGGCCTTCTGCGGGCGGGGCTGTCX3GCTGTCGCTTTGCTGCTCC 
GCGACGGCGGCCTTGAGTCTCGCTCCCCCGGTGGGAAACGTAGAACTGGTTACTCGCCAC 
CTTAGGCGGTGGGGTTTGAATGAGAGCGGTGCCTCGGTAGGTCGTCAGAAAGTTACAGTCG 
CCXJATCTGAGCGTTTGTAAGGGACGCGGGCGCCAGGACCX3GCCGAACGCGAGGTTGATTC 
.TTCACCACACTGAAACCATTAGGAAAAATCCTTGTGGTTAACAGCAGAGGCTTCAGAGTGTA 
ACCfGfACTCGGGC.CTAGAMTTATTTAAMTGGCGACTGATACGTCTCAAGGTGAACTCGT 
CCATCCTMGGCACtCCCACTTATAGTAGGAGCTCAGCTGATCCACGCGGACAAGTTAGGt 
GAGAAGGTAGAAGATAGCACCATGCCGATTCGTCGAACTGTGAATTCTACCCGGGAAACTC 
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CTCCCAAAAGCAAGCTTGCTGAAGGGGAGGAAGAAAAGCCAGAACCAGACATAAGTTCAGA 

GGAATCTGTCTCCACTGTAGAAGAACAAGAGAATGAAACTCCACCTGCTACTTCGAGTGAGG 

CAGAGCAGCCAAAGGGGGAACCTGAGAATGAAGAGAAGGAAGAAAATAAGTCTTCTGAGGA 

AACCAAAAAGGATGAGAAAGATCAGTCTAAAGAAAAGGAGAAGAAAGTGAAAAAAACAATTC 

CTTCCTGGGCTACCCTTTCTGCCAGCCAGCTAGCCAGGGCCCAGAAACAAACACCGATGGC 

TTCTTCCCCACGTCCCAAGATGGATGCAATCTTAACTGAGGCCATTAAGGCATGCTTCCAGA 

AGAGTGGTGCATCAGTGGTTGCTATTCGAAAATACATCATCCATAAGTATCCTTCTCTGGAG 

CTGGAGAGAAGGGGTTATCTCCTTAAACAAGCA CTGA AAAGAGAATTAAATAGAGGAGTCAT 

CAAACAGGTTAAAGGAAAAGGTGCTTCTGGAAGTTTTGTTGTGGTTCAGAAATCAAGAAAAA 

CACCTCAGAAATCCAGAAACAGAAAGAATAGGAGCTCTGCAGTGGATCCAGAACCACAAGTA 

AAATTGGAGGATGTCCTCCCACTGGCCTTTACTCGCCTTTGTGAACCTAAAGAAGCTTCCTA 

CAGTCTCATCAGGAAATATGTGTCTCAGTATTATCCTAAGCTTAGAGTGGACATCAGGCCTC 

AGCTGTTGAAGAACGCTCTGCAGAGAGCAGTAGAGAGGGGCCAGTTAGAACAGATAACTGG 

CAAAGGTGCTTCGGGGACATTCCAGCTGAAGAAATCAGGGGAGAAACCCCTGCTTGGTGGA 

AGCCTGATGGAATATGCAATCTTGTCTGCCATTGCTGCCATGAATGAGCCGAAGACCTGCTC 

TACCACTGCTCTGAAGAAGTATGTCCTAGAGAATCACCCAGGAACCAATTCTAACTATCAAAT 

GCATTTGCTGAAAAAAACCCTGCAGAAATGCGAAAAGAATGGGTGGATGGAACAGATCTCTG 

GGMAGGGTTCAGTGGCACCTTCCAGG 

TTTCCGAAGAAAGAGCCAGATGATTCTAGAGATGAGGATGAAGATGAAGATGAGTCATCAGA 

AGAAGACTCTGAGGATGAAGAGCCGCCACCTAAGAGAAGGTTGCAGAAGAAAACCCCAGCC 

AAGTCCCCAGGGAAGGCCGCATCTGTGAAGCAGAGAGGGTCCAAACCTGCACCTAAAGTCT 

CAGCTGCCCAGCGGGGGAAAGCTAGGCCCTTGCCTAAGAAAGCACCTCCTAAGGCCAAAAC 

GCCTGCCAAGAAGACCAGACCCTCATCCACAGTCATCAAGAAACCTAGTGGTGGCTCCTCA 

AAGAAGCCTGCAACCAGTGCAAGAAAGGAAGTAAAATTGCCGGGCAAGGGCAAATCCACCA 

TGAAGAAGTCTTTCAGAGTGAAAAAGTAAATTTTATAGGAAAAAAG GGTAT CATGATGAAATT 

CAAAATCTTATT7TCTMGCACTTTTGATATCAAGCAAGTGGCTTCC I I I I I GAGATATTAAAA 

CNNACN 

>466 

>467 

>468 

>469 

>470 

NCTGGGCTCAAAGCAGCCACTCATTATACCATCACCATCCGCGGGGTCACTCAGGA 
CTTCAGCACAACCCCTCTCTCTGTTGAAGTCTTGACATGAGGATCTCCCACAGCTGGGAGAT 
TTAGCCGTGTCTGAGGTTGGCTGGGATGGCCTCAGACTCAACTGGACCGCAGCTGACAATG 
CCTATGAGCACTTTGTCATTCAGGTGCAGGAGGTCAACAAAGTGGAGGCAGCCCAGAACCT 
CACGTTGCCTGGCAGCCTCAGGGCTGTGGACATCCCGGGCCTCGAGGCTGCCACGCCTTA 
TAGAGTCTCCATCTATGGGGTGATCCGGGGCTATAGAACACCAGTACTCTCTGCTGAGGCC 
TCCACAGCCAAAGAACCTGAAATTGGAAACTTAAATGTTTCTGACATAACTCCCGAGAGCTTC 
AATCTCTCCTGGATGGCTACCGATGGGATCTTCGAGACCTTTACCATTGAAATTATTGATTCC 
AATAGGTTGCTGGAGACTGTGGAATATAATATCTCTGGTGCTGAACGAACTGCCCATATCTC 
AGGGCTACCCCCTAGTACTGATTTTATTGTCTACCTCTCTGGACTTGCTCCCAGCATCCGGA 
CCAAAACCATCAGTGCCACAGCCACGACAGAAGCCGAACCGGAAGTTGACAACCTTCTGGT 
TTCAGATGCCACCCCAGACGGTTTCCGTCTGTCCTGGACAGCTGATGAAGGGGTCTTCGAC 
AATTTTGTTCTCAAAATCAGAGATACCAAAAAGCAGTCTGAGCCACTGGAAATAACCCTACTT 
GCCCCCGAACGTACCAGGGACTTAACAGGTCTCAGAGAGGCTACTGAATACGAAATTGAAC 
TCTATGGAATAAGCAAAGGAAGGCGATCCCAGACAGTCAGTGCTATAGCAACAACAGCCAT 
GGGCTCCCCAAAGGAAGTCATTTTCTCAGACATCACTGAAAATTCGGCTACTGTCAGCTGGA 
GGGCACCCACAGCCCAAGTGGAGAGCTTCCGGATTACCTATGTGCCCATTACAGGAGGTAC 
ACCCTCCATGGTAACTGTGGACGGAACCAAGACTCAGACCAGGCTGGTGAAACTCATACCT 
GGCGTGGAGTACCTTGTCAGCATCATCGCCATGAAGGGCTTTGAGGAAAGTGAACCTGTCN 
>471 ' 

NNNATATCTATGTCTGGTGAGGGACTGCTTACTGGCTTAT AGATG GTGCCTTCTCAC 
TGTGTCCTCACATGGTGTTAG^GTGAGCMGTTACCTTGG^CXJTATTTTATAAG 
TCCCATTTGTGAGGGCTTTTCCCTGAAGTTTTAGTCAACTCCTGAAAGGCCCCATCTTCT 
ATCATCACCTGGGGCGTTAGGATTTCAACATATGAATTTTGGGAAGACACAAAGATTCAGAC 
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CACAGCCTACAGGGAGAGAGGATTTCTGAGGATGGTGGTGCACTGTGAGTCCACGCAGGC 

CTCCTGGGCATAGGATGGAGCAATTCTATCTCACCTCAGGCCTAGCACAAAGGGCTTCAGTA 

AACCACTGGAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCAGAGGACAAGAGGCTGGC 

CAACTGCAGGATTAGCCTATGCTCCCGTGCTGGATATAGGCTACACGCAAGAGAAAGCTTG 

GGTGGGATCTCCTGATCCCGCGT 

>472 

>473 

ACCGCGGTGGCGGACGAGGTACAAAATAATTATAATGTATTAACTCATA CTGC CTGT 
CTTTTATAGGGGAAAAAAATAACC I I I I I I ATTTTAAAGTTATAAGGTGGGTTACCTTTTAGTT 
GCTTGGATGACAGGGAATTAGCCTACCCCATTTTGGTCTGGAACAGAAGACTTTCAAATTTA 
ATATGGCCCAAGTGTCTTCCTACTTAAGTGCAAGATCATGCTATGTCAGTTACCCAAGCTGG 
AATACCGTGACACGATCGTGGCTCGCTACAGCCTCCATGTCCCAGGC TCGA GCAGTTCTCC 
CACCTCAACCTTCCGAGTAGCCGGAACCACAGAACCACAGTCTTCTCATTTTGAAAAGACAT 
GCTTTTTCTTAAAGCAACAAAGGTG'GTAGAGGAAATTTCTTAAACTTTCTCAACGAN 
>474 
>475 

AGGTACATGGGACTACGTCCTTTAAACTACCCAGGAGCAAAGTTGGACTTCCATGAA 
AAAGGTTTGTGCAGATCTAAAACCTCTCATCTATTTCACTAAMGGACTTCCCGTTCTAACTG 
TCACCCTTACCAATGTAACCCTGTCCTCTCTATCACCACCTCCACCTGTCTTTAACTAACTCT 
AGACCTGTCCTTAATTGCTTTTATGGTATTGGAATAGGAATTAAAAGAAATTAAAGAATGTGTA 
AGGAGAAACTCAGTTGTATGTAAGAAAACCCAATTCCCCCTGAGAAAGAGAAAGAGTTGGAG 
TCCTTTAAAAATTAACTGCCTG I I I I ICTGTGGCTAGTGAGCCTTATCTCTCCTCCTTTCCCA 
GACATTGTGAAGACCCTGTTTCTCTAGCTGTGCAGCTGCAAGGTCACTAGACAGATAAACTC 
AAGTTGTAAAACATGTTTTTCCTTGAAAAGTAAGAAATGCTGTAATGCATTTCTCAATTAATTA 
AATAACTGTCTTTGTTTCTCGCTTCTGTAATATGCTTCCCCCTGCACAGATCTCCACCCACCC 
TACAAAATGCTTAAAAGGTAACTTAACTCTTTGTTCTGGGCTCAAGTCCTGTCCGGTCAGCAG 
CCGCCGCGGCGACGTCCACGCGTCNN 
>476 

CGACCCCGCGTCCGAGATAGCCTTTTGGAGTCGAAGATGAGGAAAAGCCTGTATTT 
TATAGTCTTGGAAGTGTCTTCTTTTGCCAGGACAGAGAGAGGAGCTTCAGCAGTGAGAGCAA 
CTGAAGGGGTTAATAGTGGAACTTGGCTGGGTGTCTGTTAAACTTTTTTCCCTGGCTCTGCC 
CTGGGTTTCCCCTTGAAGGGATTTCCCTCCGCCTCTGCAACAAGACCCTTTATAAAGCACAG 
ACTGGTACGCCTCCGCGGTATCTGCATCGGGCCTCACTGGCTTCA GGAG CTGAATACCCTC 
CCAGGCACACACAGGTGGGACACAAATAAGGGTTTTGGAACCACTATTTTCTCATGACGACA 
GCAACTTAAAATGCCTGGGAAGATGGTCGTGATCCTTGGAGCCTCAAATATACTTTGGATAA 
TGTTTGCAGCTTCTCAAGCTTTTAAAATCGAGACCACCCCAGAATCTAGATATCTTGCTCAGA 
TTGGTGACTCCGTCTCATTGACTTGCAGCACCACAGGCTGTGAGTCCCCATTTTTCTCTTGG 
AGAACCCAGATAGATAGTCCACTGAATGGGAAGGTGACGAATGAGGGGACCACATCTACGC 
TGACAATGAATCCTGTTAGTTTTGGGAACGAACACTCTTA CCTGT GCACAGCAACTTGTGAAT 
CTAGGAAATTGGAAAAAGGAATCCAGGTGGAGATCTACTCTTTTCCTAAGGATCCAGAGATT 
CATTTGAGTGGCCCTCTGGAGGCTGGGAAGCCGATCACAGTCAAGTGTTCAGTTGCTGATG 
TATACCCATTTGACAGGCTGGAGATAGACTTACTGAAAGGAGATCATCTCATGAAGAGTCAG 
GAATTTCTGGAGGATGCAGACAGGAAGTCCCTGGAAACCAAGAGTTTGGAAGTAACCTTTAC 
TCCTGTCATTGAGGATATTGGAAAAGTTCTTGTTTGCCGAGCTAAATTACACATTGATGAAAT 
GGATTCTGTGCCCACAGTAAGGCAGGCTGTAAAAGAATTGCAAGTCTACATATCACCCAAGA 
ATACAGTTATTTCTGTGAATCCATCCACAAAGCTGCAAGAAGGTGGCTCTGTGACCATGACC 
TGTTCCAGCGAGGGTCTACCAGCTCCAGAGATTTTCTGGAGTAAGAAATTAGATAATGGGAA 
TCTACAGCACCTTTCTGGAAATGCAACTCTCACCTTAATTGCTATGAGGATGGAAGATTCTGG 
AATTTATGTGTGTGAAGGAGTTAATTTGATTGGGAAAAACAGAAAAGAGGTGGAATTAA7TGT 
TCAAGAGAAACCATTTACTGTTGAGATCTCCCCTGGACCCCGGATTGCTGCTCAGATTGGAG 
ACTCAGTCATGTTGACATGTAGTGTCATGGGCTGTGAATCCCCATCTTTCTCCTGGAGAACC 
CAGATAGACAGCCCTCTGAGCX3GGMGGTGAGGAGTGAGGGGACCAATTCCACGCTGACC 
CTGAGCCCTGTGAGTTTTGAGAACGAACACTCTTATCTGTGCACAGTGACTTGTGGACATAA 
GAAACTGGAAAAGGGAATCCAGGTGGAGCTCTACTCATTCCCTAGAGATCCAGAAATCGAG 
ATGAGTGGTGGCCTCGTGAATGGGAGCTCTGTCACTGTAAGCfGCAAGGTTCCTAGCGTGT 
ACCCCCTTGACCGGCTGGAGATTGAATTACTTAAGGGGGAGACTATTCTGGAGAATATAGAG 
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TTTTTGGAGGATACGGATATGAAATCTCTAGAGAACAAAAGTTTGGAAATGACCTTCATCCCT 

ACCATTGAAGATACTGGAAAAGCTCTTGTTTGTCAGGCTAAGTTACATATTGATGACATGGAA 

TTCGAACCCAAACAAAGGCAGAGTACGCAAACACTTTATGTCAATGTTGCCCCCAGAGATAC 

AACCGTCTTGGTCAGCCCTTCCTCCATCCTGGAGGAAGGCAGTTCTGTGAATATGACATGCT 

TGAGCCAGGGCTTTCCTGCTCCGAAAATCCTGTGGAGCAGGCAGCTCCCTAACGGGGAGCT 

ACAGCCTCTTTCTGAGAATGCAACTCTCACCTTAATTTCTACAAAAATGGAAGATTCTGGGGT 

TTATTTATGTGAAGGAATTAACCAGGCTGGAAGAAGCAGAAAGGAAGTGGAATTAATTATCC 

AAGTTACTCCAAAAGACATAAAACTTACAGCTTTTCCTTCTGAGAGTGTCAAAGAAGGAGACA 

CTGTCATCATCTCTTGTACATGTGGAAATGTTCCAGAAACATGGATAATCCTGAAGAAAAAAG 

CGGAGACAGGAGACACAGTACTAAAATCTATAGATGGCGCCTATACCATCCGAAAGGCCCA 

GTTGAAGGATGCGGGAGTATATGAATGTGAATCTAAAAACAA AGTTGG CTCACAATTAAGAA 

GTTTAACACTTGATGTTCAAGGAAGAGAAAACAACAAAGACTATTTTTCTCCTGAGCTTCTCG 

TGCTCTATTTTGCATCCTCCTTAATAATACCTGCCATTGGAATGATAATTTACTTTGCAAGAAA 

AGCCAACATGAAGGGGTCATATAGTCTTGTAGAAGCACAGAAATCAAAAGTGTAGCTAATGC 

TTGATATGTTCAACTGGAGACACTATTTATCTGTGCAAATCCTTGATACTGCTCATCATTCCTT 

GAGAAAAACAATGAGCTGAGAGGCAGACTTCCCTGAATGTATTGAACTTGGAAAGAAATGCC 

CATCTATGTCCCTTGCTGTGAGCAAGAAGTCAAAGTAAAACTTGCTGCCTGAAGAACAGTAA 

CTGCCATCAAGATGAGAGAACTGGA^AGnCCJTGj^CTGWATACAATMCATMm 

ACATATGTAAAATAAAATTATGCCATAGCAAGATTGCTTAAAATAGCAACACTCTATATTTAGA 

TTGTTAAAATAACTAGTGTTGCTTGGACTATTATAATTTAATGCATGTTAGGAAAATTT CACAT 

TAATATTTGCTGACAGCTGACCTTTGTCATCTTTCTTCTATTTTATTCCC TTTCA CA AAATT TTA 

TTCCTATATAGTTTATTGACAATAATTTCAGGTTTTGTAAAGATGCCGGGTTTTATATTTTTATA 

GACAAATAATAAGCAAAGGGAGCACTGGGTTGACTTTCAGGTACTAAATACCTCAACCTATG 

GTATAATGGTTGACTGGGTTTCTCTGTATAGTACTGGCATGGTACGGAGATGTT TCACG AAG 

TTTGTTCATCAGACTCCTGTGCMCTTTCCCMTGTGGCCTAAAAATGCMCTTCTTTTTATTT 

TCTTTTGTAMTGTTTAGGTTTTTTTGTATAGTAAAGTGATMTTTCTGGMTTAAAAAAAAAAA 

AAAAAAAAAAAAACCACTACAGGAGAAAACACCCCAAAAATAAGACAAAACAACAGAGGAAG 

CCGAAAGTGACACGCAACACACAACAGCCATATGACAAAGAACGACTCCCCACTCAGAGGA 

CAACCATAAATAACACCACAGCCCAGCCACATCAGATAAAGCAGCCAGATAACGAACAACCC 

ATCAACATGACAATGCGACCAAACGACCACCATGCGGGAGAAACAGCAGCACCACTTCACG 

AGAATTGCAACCAGCAAACAACAAGCCACCGACACGACGAACACACACACAAATGACAAGA 

AAGCCCAGACCTCGAAACNN 

>477 

NNGACTGACTTGTAGCTGGMGAAATCATCGGATTT7TATTCTTTTATTAAAGAAAAA 
AAATTTGAAATGCCTTCCATGTGCCAAGCACTGTGTCAGGTGGGAGATGACAGCTTGGTGAA 
ACCTCTGTCAGGCTGTCTTCCTCCGCTTTCTCTATCCCTGGGTTTCCCCCTGCCTAAAAAGG 
ATTTTGTGCTTCGTGGCTTGTCCAGGCAAGCAGGCCGTCGCGGGACCTAGACCGAGACAGT 
GAGTCTCTCTTTCTCCCGGGCCTCCCTTCTGTTTCCTGGGCTGCAGGGGAGCAGGAAATCT 
GGGGCGAGATTCCCGCCGCGGACGCGCACTGCCGAAGCCTGGTCCCTCGACCTGTCCCTG 
C<XAGCGCGGGGGCGCAACCGCCACGCCTCCTCACCCCTCCCTCCGGCTGCACGAATAAT 
GACAACAGCCGCCCCTCCCACCTTTGGCGTCACGTTCAAAACAATCCTTTGACTACAACTCC 
CAGAAGGCCGAGCGGCTTAGCGAGTGCACCCGCTCTCGGCTGCTCCGGCAAACTACACAT 
CCCAMGGGCAGCGCCGACCGCGTGTCCTTTCACAGCAAAGTGCGGAACTGCGTTTGTTTC 
CGGCGTGGGTCCGGGCAAGAACCGCTTGTAGTTTGGTTTAAATTCTGCACGGGAGGACCTT 
CTGAGTTTACCTGTTGGGCTCCTGGCTGCGCAGGCACAGCAGCTACACAGAAGAGATGGGA 
GAAGAGGCTAATGATGACAAGAAGCCAACCACTAAATTTGAACTAGAGCGAGAAACAGAACT 
TCGCTTTGAGGTGGAGGCATCTCAGTCAGTTCAGTTGGAGTTGTTGACTGGCATGGCAGAG 
ATCTTTGGCACAGAGCTGACXXJGAAACAAGAAATTCACCTTTGATGCTGGTGCCAAGGTGGC 
TGTTTTCACTTGGCATGGCTGTTCTGTGCAACTGAGCGGCCGCACTGAGGTGGCTTATGTCT 
CCAAGGACACTCCTATGTTGCTTTACCTCAACACTCACACAGCCTTGGAACAGATGCGGAGG 
CAAGCGGAAAAGGAAGAAGAGCGAGGTCCCCGAGTGATGGTAGTGGGCCCCACTGATGTG 
GGCMGTCTACAGTGTGTCGCCTTCTGCTCAACTACGCAGTGCGTTTGGGCCGCCGTGCCA 
CTTATGTGGAGCTGGATGTGGGCCAGGGTTCTGTGTCCATCCCTGGTACCATGGGGGCCCT 
CTACATCGAGCGGCCTGCAGATGTCGAAGAGGGTTTCTCTATCCAGGCCCCTCTGGTGTAT 
CATTTTGGTTCCACCACTCCTGGCACTMCATCMGCTn'ATAATAAGATTACAfCTCGTTTA 
GCAGATGTGTTCAACCAAAGGTGTGAGGTGAACCGAAGGGCATCTGTGAGTGGCTGTGTCA 
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TTAACACCTGTGGCTGGGTCAAGGGCTCTGGTTACCAGGCTCTGGTGCATGCAGCCTCAGC 

TTTTGAGGTGGATGTCGTTGTTGTTCTGGATCAAGAACGACTGTACAATGAACTGAAACGGG 

ACCTCCCCCACTTTGTACGCACTGTGCTGCTCCCTAAATCTGGGG GTGTG GTGGAGCGCTC 

CMGGACTTCCGGCGGGAATGTAGGGATGAGCGTATCCGTGAGTATTTTTATGGATTCCGA 

GGCTGTTTCTATCCCCATGCCTTCAATGTCAAATTTTCAGATGTGAAAATCTACAAAGTTGGG 

GCACCCACCATCCCAGACTCCTGTTTACCTTTGGGCATGTCTCAAGAGGATAATCAGCTCAA 

GCTAGTACCTGTCACTCCTGGGCGAGATATGGTGCACCACCTACTGAGTGTTAGCACTGCC 

GAGGGTACAGAGGAGAACCTGTCCGAGACAAGTGTAGCTGGCTTCATTGTGGTGACCAGTG 

TGGACCTGGAGCATCAGGTGTTTACTGTTCTGTCTCCAGCCCCTCGCCCACTGCCTAAGAAC 

TTCCTTCTCATCATGGATATCCGGTTCATGGATCTGAAGTAGAGATCAGCAGGAAGCCTTGC 

TGCCTGGGACATAGAGATCATCTGGCCACCCCTAGAGGCAGATGGGCTGAGATAAAAGACT 

GTTGGGGCCACCTGACCAGTAAACTGTGGACTAGTAGAAAGTTCATATTCTACCTCTAAAAA 

CAGGTAGTGGTAACCTGACTCTTCTAATCTTGAACCAAAAGGAAAACCATGAGACTGTAATT 

GGTTTCTTAGACCACCTAAGATGCCACTTTGAATTCTCTAAGACCCTGGAGAATTGCATTTCT 

TTCACTGTGCTACTATGTGGTTTTTAAAAAATCAATGCT1TATATTCCATATGTGGTTCTTACC 

CATTTATCTAGGATGAAAGTGTGAATTAGAGGGACTCCTTCCAATAAAGTTCAAACTTAAAAA 

AAATCATTTTAATAAATATTTTTGCCATATCAAAAAAAAAAAAAAAGGGCGCCGCTCGCGATC 

GGACGCGTGGGTCGACNN 

>478 

>479 

NNNNGGCGTTGTAAACTAATGTGGGCCCCTGGAAAAACTTTTTCCCCGGAAGGTTT 
GAAAAGAGGCCAC I I I I I I I I I I I I I I I I II I I I I GAGACAGTCTCACTCTATTGCTGAGGCTG 
GAGTGCAGTGGCGCGATCTTGGCTCACTGCAACCTCTGCCGCCTGGGTTTAAGCGAT TCTC 
CTGCCTCAACCTCCCGAGTAGCTGGGATTACAGGCGCATGCCATCAAGCCCAGCTAATTTTT 
TGTTATCTTTACTAGAGACGGGGTTTCACCATCTTGGCTAGGCTGGTCTTGAACTCCTGACC 
TCATGATCCACCCACATTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCGCGCC 
CGGCCAGCATAGTATTTTTATTTATAACGTGAAAAAAATGAAAACAGATACTTCACTACAAATA 
TTGAACCCAAGTTAGAAAATTTTTATGCAGCCAAACCATGACTTTAAGCTCTATTTACACTGAT 
GGCGGCCAACTGAGATGCAGACCACACCCATGTGGCGTGCAGCAAGCAGGACATGCAGGG 
AGCCTTCCTTGCTCACAAGGCTTCAGAGCAAGCGCACGGTCTTCCCAGTCACTGTCAGGAA 
ATCATCATCTGCCAGGGCACGCAGTGCTTCTTCAAACATATCTTTA GTAAT TGCTATGTCAGA 
TTGTCCCCGAATATCTTCAAAAAGTTGCTGGTATTTTAGAGCTGGTGTTTTGCCCTTAGATAA 
AATAAGCTTTTTCAATGCTTCAGCTAATTCTTCTTTCCGTTTACGAGAGGTGGCACTCATCCC 
CGTAGTAAGAATAGATATGTCCACGATGCCAGTCCGGGGATCAGTTGCAGACTGCTTCAGA 
GCTTCCCGATGGAGGCGTTTGGCCTCTTCCACATCAATGGCTTCAACTTTGTTAGACAATCT 
TACTTTAGCATGGGCTTCTGCTAAGCGGATTAATGACTCTAGCTGTCGAGGGTATGCAGAAA 
CCATTCCCCGCTACTGCCAATCTTCCTCATGTCTACATAAGCCTATTGTAGGTAGAAAAACAA 
AAGCAAAAGCAAACCTCCTTGGTGACAACTTTAGTTTTGTGGGTGAATTTTGAACACTTAGGC 
TTCCATtAAGTAAACGGAACTCAGATATGGTCCTGGGCCCCGGAGCTCATCAAGTGGTAN 
>480 

GTCAGATCCGAGGACATGTTGACGTCGTCCGAGAGTCTTAAAATCCTGCTCTGGCC 
GGATTCCAGACTCGTGGGGGAAAGGCTGGATTTCAACAGATCAGATGGATCAAGGCCTTAG 
GGAGGTGGTTGGGGATTCACGTATGCCCTGGACCATCTGGAGCCCAAGTTGCTGCAGATCC 
TGTCACCACGAGTGGACACCCTCTGGCCACCATAGCAAAGAAGTCTGCAGGCAGGAGTTTC 
CAAGGCAGGAAAGGTAAAGAGACAAAGAAAGTGCCCGGGCAGGTACAGATGCAAACGGAG 
GTGTAGACTGTGCAGCTGCCAAAGTGGTGACAAGCAATCCAGAGGACCATGAAAGGATCTT 
AATGCAAGTCATGAACTTGAATGTGCCGATGAGGCCTGGCATTCTTGTCCAGAGACAGAGTA 
AGGAAGTGTTGGCCACACCCTTAGAAAACAGAAGGGACATGGAGGCAGAAGAGGAGAACCA 
AATAAATGAGAAGCAAGAGCCTGAGAATGCTGGAGAAACTGGTCAAGAAGAGGATGATGGT 
TTGCAGAAAATACACACATCTGTCACTAGAACTCCTTCAGTTGTTGAAAGCCAAAAAAGACCT 
TTAAAAGGAGTGACATTTTCTAGGGAGGTAATTGTTGTGGATCTTGGGAATGAATACCCTACA 
CCTCGAAGCTATACTCGAGAACATAAAGAGAGGAAATGAAGCTCAAAAAAGGGTAA6AGTGA 
AAGAAAATGTAACGTTTGACTAACGTTGAAAGACTGAGGGTACAAAATCATGTTGAAACAACA 
AAAGAATGGGGAATTAAGCAAATAAAGATATTATTTTACCTTT GTGCAG AAAGGAGTGAGCCA 
TGTGiCAAAATTCTGTAAGTAAAATACTTAGAGCTTGAATATAATTTTTTAAAAATTCAAATCT^ 
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AGTTCAAGAAATTGATTGTATTGCCCTTAAAACTATCTACTCAAACACTGTTCTGGCATGTGA 

ATAAAGTGA I 1 1 I I GTTTGTACCCGCCCGGGCGGCCGCTNNN 

>481 

>482 

NNNNNNNNNNNNNNNAACTCCTAGCGGACACCTCGTGGAGTCCGGCCGGAAGAGC 
AACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAG 
TTGGACTTACAGAGAGGTTGGTGATGACAAAACTGTGAAGCAGTGGAAAATGGATGGGCCA 
GGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACAGTGTATACTGGGAT 
TGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGTAGACATTTGGGATG 
AACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTATAAGTAGTGTTAAAT 
TTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAATATAGTACTGTACG 
ATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAACAAATACAAT CTGT T 
GGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATAATAACTTATATACTTTTGA 
TATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATCTGCAGTGCTTGATG 
TGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGGTAAATCTATTCGAATCT 
TTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAATGCAACATGTTATC 
TGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGGCACTGAGAGATCCCCTCATAATTT 
C^CMAGaGJMCCATGTGTGAATAAATTTTGAGC^ 

CTTCCCTTGTTATTGTGTAGCCAGAATGCCGCAAAACTTCCATGCCTAAGCGAACTGTTGAG 

AGTACGTTTCGATTTCTGACTGTGTTAGCCTGGAAGTGCTTGTCCCAACCTTGTTTCTGAGCA 

TGAACGCCCGCAAGCCAACATGTTAGTTGAAGCATCAGGGCGATTAGCAGCAT GATAT CAAA 

ACGCTCTGAGCTGCTCGTTCGGCTATGGCGTAGGCCTAGTCCGTAGGCAGGACTTTTCAAG 

TCTCGGAAGGTTTCTTCAATCTGCATTCGCTTCGAATAGATATTAACAAGTTGTTTGGGTGTT 

CGAATTTCAACAGGTAAGTTAGTTGCTAGAACCCATGGCTCCTT TGCCGA CGCTGAGTAGAT 

TTTAGGTGACGGGTGGTGACAATGAGTCCGTGTCGAG CGCTG ATTTTTTCGGCCTTTAGAGC 

GAGATTTATACMTAGAATTTGGCATGAGATTGGATTGCTTTTAGTCAGCCTC TTATA GCCTA 

MGTCTTTGAGTGACTAGATGACATATCATGTMGTTGCTGATAGGTTTCCAGTTTTCCGCTC 

CTAGGTCTGCATATTGTACTTTTCCTCTTACTCGACTTAACCAGTACCAACCCAGCTTCTCAA 

CGGATTTATACCATGGCACTTTAAAGCCAGCATCACTGACAATGAGCGGTGTGGTGTTACTC 

GGTAGMTGCTCGCAAGGTCGGCTAGAAATTGGTCATGAGCTTTCTTTGAACATTGCTCTGA 

AAGCGGGAACGCTTTCTCATAAAGAGTAACAGAACGACCGTGTAGTGCGACTGAAGCTCGC 

AATACCATAAGTCGTTTTTGCTCACGAATATCAGACCAGTCAACAAGTACAATGGGCATCGTA 

TTGCCCGAACAGATAAAGCTAGCATGCCAACGGTATACA GCGA GTCGCTCTTTGTGGAGGT 

GACGATTACCTAACAATCGGTCGATTCGTTTGATGTTATGTTTTGTTCTCGCTTTGGTTGGCA 

GGTTACGGCCAAGTTCGGTAAGAGTGAGAGTTTTACAGTCAAGTAATGCGTGGCAAGCCAA 

CGTTAAGCTGTTGAGTCGTTTTAAGTGTAATTCGGGGCAGAATTGGTAAAGAGAGTCGTGTA 

AAATATCGAGTTCGCACATCTTGTTGTCTGATTATTGATTTTTCGCGAAACCATTTGATCATAT 

GACAAGATGTGTATCTACCTTAACTTAATGATTTTGATAAAAATCATTAGGGGATTCATCAGTA 

TTATGTGTGGATCTGATGAAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGG 

GTGTGCTTACATCACGAGAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTT 

CAGCATTATCCTCATATAAAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGC 

CAGATTCAGGAACAGCGCATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAA 

ACACAGCAAGCCTGGATCTGTGCCACTTGTGTCAGAGAAGAAGAAA CACGT AGTGGCAGTT 

GTAAAATAATTGGTATTCCTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACT 

CTACAAATAAAAGTGCTGGGACTAGATTAANNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>483 

>484 

agcattfgatgtcatcagcrttgccaggagagtgatcaaggaggttaaagtf^^ 
taraagcaacagagarcacctraacagagacrarctra^ 

ctgtcttgggcctttgaggcaattgatctccagaaagagtcagaagtcattccagtccaggcccaggtattcagatggtga 
ataatagtatcttgagcaaataatagtattttgagtgcaa 

agg^gccaatmggcctgttcxatcrtcaaataatgaagaaggtgtaaagcttgttcgaatgtctgraag 

GTCCTCAGGTTATTAATGCTGCACTGGCTTTAGCAGCAAAACCACAGAGTAAACTGGGCCAA 

GAGMCATGGATCTTTTTAAAGAACAATGGGAAAAACAAGTCCGTGTTG TCACA GATGCTGT 

CGATGACATTACTTCCATTGATGACTTCTTGGCTGTCTCAGAGAATCACATTTTGGAA 

GAACAAATGTGTCATTGCTCTCCAAGAGAAGGATGTGGATGGCCTGGACCGCACAGCTGGT 
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GCAATTCGAGGCCGGGCAGCCCGGGTCATTCACGTAGTCACCTCAGAGATGGACATCGAG 

CGgccGCCCGGGCAGGTACACAAGCTTTATTGGGCAACAGCAACGAGCCACGCTGGCAAAC 

AATGAAAGTAGAGTCGCTCAGAAACACGAAAGATCATATGTGTGTCATCACAGCATCGAGAA 

TTTAAATCATCTGGAAGTTCCTGCTAAATTAAAGCATACTGTGCCAGAGCTCCCCTCTAATCA 

AAAAACGCTGTCCTGGTGAAAATTTGCAATGAGGATTACAGAGAGAGAGATCAACCAATGAG 

GAAATCACAGACTCTTACATGAGTTTACAGTTAACCCCACTGCAACAAAATAATAAATTAGCC 

ATAATTTG I I I I I I I IGCAAATACCATGCCCCCCACCTGACCCCACAAACACAACAGTCACTG 

ACATGGCCCAGCTATATTAACAGACTGCGCCTCAAACCATGCTGTGGCGGAGAAGACAGAT 

TCACGGGTAATGCCGCTTTGGCCTGAGAAGATGCTTCGGAG CTCC AGGTGGAGGAGCTGCT 

CACGCTGCAGGATGCTTTGCAGGTTrCATTCAAMCCAAATTTTTTTCCAAGAAGAACTGGACA 

TAATTCATGGGAATATTTTAAGTATATATAAGTGGCAAAAAAGCTGTACATTAAAAGAAGGGG 

GAGAAATAAAATGTGTTGTATATACAAAGAGCTTTGTATATTTTTTTAAATGAAAACAAAGCTG 

GGAGTGATAGAATTTTAATGCAATGAAAACCAAATAATTCTTCAAAAAACTTTAGATGACATCA 

TTCtctcgctctTTCACACACACACACACCCCCCACACACTTCAAACATACagaaaagGTTAAAGATA 

aaaatAGCTGATAGGTGTttaagtAGGATGGAGCagAAgAATCGTACatgtcccatttgcaattttggcaaaggttt 

aaaatgctccctaaagcacgcacgcatgccagcctaccccag 

>485 

CGTCCGTGCCAAGTGGGTGTTTGGTGGGAGAAGAGGGAGGGTGACTGAAACGAACT 
CCGGTCTCAGGGGACAGAATCCTGAAACCCTGGCTCTGGGGTCCGGGGCAGGGGTGCGCT 
GCCTCAGGACAGACGGGGAAACTGAGGTCCAGAGCCGGACATCCACCGCCTGCGGAGGGA 
ACGAGAACGCGGCGCGTCCTGCCTTGCGGGCCGAGCGGCGCCAGAGCCGCCTCCTCCCG 
CCCCCCGCGCTAGATCCCCCCGCCCCGTCTTTGCCCTCGCGACGCCGCCACCTCCGGAAC 
AAGCCATGGTGGCGGCGACGGTGGCAGCGGCGTGGCTGCTCCTGTGGGCTGCGGCCTGC 
GCGCAGCAGGAGCAGGACTTCTACGACTTCAAGGCGGTCAACATCCGGGGCAAACTGGTG 
TCGCTGGAGAAGTACCGCGGATCGGTGTCCCTGGTGGTGAATGTGGCCAGCGAGTGCGGC 
TTCACAGACCAGCACTACCGAGCCCTGCAGCAGCTGCAGCGAGACCTGGGCCCCCACCAC 
TTCAACGTGCTCGCCTTCCCCTGCAACCAGTTTGGCCAACAGGAGCCTGACAGCAACAAGG 
AGATTGAGAGCTTTGCCCGCCGCACCTACAGTGTCTCATTCCCCATGTTTAGCAAGATTGCA 
GTCACCGGTACTGGTGCCCATCCTGCCTTCAAGTACCTGGCCCAGACTTCTGGGAAGGAGC 
CCACCTGGAACTTCTGGAAGTACCTAGTAGCCCCAGATGGAAAGGTGGTAGGGGCTTGGGA 
CCCAACTGTGTCAGTGGAGGAGGTCAGACCCCAGATCACAGCGCTCGTGAGGAAGCTCATC 
CTACTGAAGCGAGAAGACTTATAACCACCGCGTCTCCTCCTCCACCACCTCATCCCGCCCAC 
CTGTGTGGGGCTGACCAATGCAAACTCAAATGGTGCTTCAAAGGGAGAGACCCACT GACTC 
TCCTTCCTTTACTCTTATGCCATTGGTCCCATCATTCTTGTGGGGGAAAAATTCTAGTATTTTG 
ATTATTTGAATCTTACAGCAACAAATAGGAACTCCTGGCCAATGAGAGCTCTTGACCAGTGAA 
TCACCAGCCGATACGAACGTCTTGCCAACAAAAATGTGTGGCAAATAGAAGTATATCAAGCA 
ATAATCTCCCACCCAAGGCTTCTGTAAACTGGGACCAATGATTACCTCATAGGGCTGTTGTG 
AGGATTAGGATGAAATACCTGTGAAAGTGCCTAGGCAGTGCCAGCCAAATAGGAGGCATTC 
AATGAACATTTTTTGCATATAAAACAAAAAATAACTTGTTATCAATAAAAACTTGCATCCAACA 
TGAATTTCCAGCCGATGATAATCCAGGCCAAAGGTTTAGTTGTTGTTATTTCCTCTGTATTATT 
TTCTTCATTACAAAAGAAATGCAAGTTCATTGTAACAATCCAAACAATACCTCACGATATAAAA 
TAAAAATGAAAGTATCCTCAAAAAAAAAAAAAAAAAAANNNNNN 
>486 

tGGCGgccgcCCGGGCAGGTACGCGGGAGTGTGgattgAACAGAAAATTGGAAATCATa 
gtcAAAGGGCTTCCCTTGGTTCGCCACTCATTTATTTGTAACTTGActggggtgttTTCTGCTTAAAA 
ATTTCAAttcTCGTGGTAACAACGCAGAGTAGAAGGAGAGGGTGACTTTACCGAACTG ACAGC 
CATTGGGGAGGCAGATGCGGGTGTGGAGGTGTGGGCTGAAGGTAGTGACTGTTTGATTTTA 
AAAAGTGTGACTGTCAGTTGTATCTGTTGCTTTTCTCAATGATTCAGGGATACAAATGGGCTT 
CTCTCATTCATTAAAAG AAAACGCG ACATCTTTCT AAG ATTCTCTGTG G G AAAATG ACTGTCA 
ATAAAATGCGGGTTTCTGGGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAA 
>487 

cgACCCACGCGTCCGGGGGGAGCGGCGCGGAAGCCGGGCCACATAAAGGAGGGG 
GCGGCGCGACAGGGGCGGCTCTTTCCTGGGTGGGGTTTGTGAAGTCGTGGGCCGTTAGCA 4 
GGAAGCCTAACAGTCGCCCCGACGCTAGTGAGGGACCCAATCTGAGTCCCCGGCCAGCCG 
AATCCAAGCCGTGTGTACTGCGTGCTCAGCACTGCCCGACAGTCCTAGCTAAACTTCGCCA 
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ACTCCGCTGCCTTTGCCGCCACCATGCCCAAAACGATCAGTGTGCGTGTGACCACCATGGA 

TGCAGAGCTGGAGTTTGCCATCCAGCCCAACACCACCGGGAAGCAGCTATTTGACCAGGTG 

GTGAAAACTATTGGCTTGAGGGAAGTTTGGTTCTTTGGTCTGCAGTACCAGGACACTAAAGG 

TTTCTCCACCTGGCTGAAACTCAATAAGAAGGTGACTGCCCAGGATGTGCGGAAGGAAAGC 

CCCCTGCTCTTTAAGTTCCGTGCCAAGTTCTACCCTGAGGATGTGTCCGAGGAATTGATTCA 

GGACATCACTCAGCGCCTGTTCTTTCTGCAAGTGAAAGAGGGCATTCTCAATGATGATATTT 

ACTGCCCGCCTGAGACCGCTGTGCTGCTGGCCTCGTATGCTGTCCAGTCTAAGTATGGCGA 

CTTCAATAAGGAAGTGCATAAGTCTGGCTACCTGGCCGGAGACAAGTTGCTCCCGCAGAGA 

GTCCTGGAACAGCACAAACTCAACAAGGACCAGTGGGAGGAGCGGATCCAGGTGTGGCAT 

GAGGAACACCGTGGCATGCTCAGGGAGGATGCTGTCCTGGAATATCTGAAGATTGCTCAAG 

ATCTGGAGATGTATGGTGTGAACTACTTCAGCATCAAGAACAAGAAAGGCTCAGAGCTGTGG 

CTGGGGGTGGATGCCCTGGGTCTCAACATCTATGAGCAGAATGACAGACTAACTCCCAAGA 

TAGGCTTCCCCTGGAGTGAAATCAGGAACATCTCTTTCAATGATAAGAAATTTGTCATCAAGC 

CCATTGACAAAAAAGCCCCGGACTTCGTCTTCTATGCTCCCCGGCTGCGGATTAACAAGCG 

GATCTTGGCCTTGTGCATGGGGAACCATGAACTATACATGCGCCGTCGCAAGCCTGATACC 

ATTGAGGTGCAGCAGATGAAGGCACAGGCCCGGGAGGAGAAGCACCAGAAGCAGATGGAG 

CGTGCTATGCTGGAAAATGAGAAGAAGAAGCGTGAAATGGCAGAGAAGGAGAAAGAGAAGA 

TTGAACGGGAGy^G^GGAGCTGATGGAGAGGCTGMGCAG 

AGGCTCAGCAAGAACTGGAAGAACAGACCCGTAGGGCTCTGGAACTTGAGCAGGAACGGA 

AGCGTGCCCAGAGCGAGGCTGAAAAGCTGGCCAAGGAGCGTCAAGAAGCTGAAGAGGCCA 

AGGAGGCCTTGCTGCAGGCCTCCCGGGACCAGAAAAAGACTCAGGAACAGCTGGCCTTGG 

AAATGGCAGAGCTGACAGCTCGAATCTCCCAGCTGGAGATGGCCCGACAGAAGAAGGAGA 

GTGAGGCTGTGGAGTGGCAGCAGAAGGCCCAGATGGTACAGGAAGACTTGGAGAAGACCC 

GTGCTGAGCTGAAGACTGCCATGAGTACACCTCATGTGGCAGAGCCTGCTGAGAATGAGCA 

GGATGAGCAGGATGAGAATGGGGCAGAGGCTAGTGCTGACCTACGGGCTGATGCTATGGC 

CAAGGACCGCAGTGAGGAGGAACGTACCACTGAGGCAGAGAAGAATGAGCGTGTGCAGAA 

GCACCTGAAGGCCCTCACTTCGGAGCTGGCCAATGCCAGAGATGAGTCCAAGAAGACTGCC 

AATGACATGATCCATGCTGAGAACATGCGACTGGGCCGAGACAAATACAAGACCCTGCGCC 

AGATCCGGCAGGGCAACACCAAGCAGCGCATTGACGAATTTGAGTCTATGTAATGGGCACC 

CAGCCTCTAGGGACCCCTCCTCCCI I I I ICCTTGTCCCCACACTCCTACACCTAACTCACCT 

AACTCATACTGTGCTGGAGCCACTAACTAGAGCAGCCCTGGAGTCATGCCAAGCATTTAATG 

TAGCCATGGGACCAAACCTAGCCCCTTAGCCCCCACCCACTTCCCTGGGCAAATGAATGGC 

TCACTATGGTGCCAATGGAACCTCCTTTCTCTTCTCTGTTCCATTGAATCTGTATGGCTAGAA 

TATCCTACTTCTCCAGCCTAGAGGTACTTTCCACTTGATTTTGCAAATGCCCTTACACTTACT 

GTTGTCCTATGGGAGTCAAGTGTGGAGTAGGTTGGAAGCTAGCTCCCCTCCTCTCCCCTAC 

CACTGTCTTCTTCAGGGTCCTGAGATTTACACGGTTGGAGTGTTATGCGGTCTAGGGAATGA 

GACAGGACCTAGGATATCTTCTCCAGGATGTCAACTGACCTAAAATTTGCCCTCCCATCCCG 

TTTAGAGTTATTTAGGCTTTGTMCGATTGGGGGATAAAAAGATGTTCAGTCATTTTTGTTTCT 

ACCTCCCAGATCGGATCTGTTGCAAACTCAGCCTCAATAAGCCTTGTCGTTGACTTTAGGGA 

CTCAATTTCTCCXICAGGGTGGATGGGGGAAATGGTGCCTTCAAGACCTTCACCAAACATACT 

AGAAGGGCATTGGCCATTCTATTGTGGCAAGGCTGAGTAGAAGATCCTACCCCAATTCCTTG 

TAGGAGTATAGGCCGGTCTAAAGTGAGCTCTATGGGCAGATCTACCCCTTACTTATTATTCC 

AGATCTGCAGTCACTTCGTGGGATCTGCCCCTCCCTGCTTCAATACCCAAATCCTCTCCAGC 

TATAACAGTAGGGATGAGTACCCAAAAGCTCAGCCAGCCCCAT CAGGA CTCTTGTGAAAAGA 

GAGGATATGTTCACACCTAGCGTCAGTATTTTCCCTGCTAGGGGTTTTAGGTCTCTTCCCCT 

CTCAGAGCTACTTGGGCCATAGCTCCTGCTCCACAGCCATCCCAGCCTTGGCATCTAGAGC 

TTGATGCCAGTAGGCTCAACTAGGGAGTGAGTGCAAAAAGCTGAGTATGGTGAGAGAAGCC 

TGTGCCCTGATCCAAGTTTACTCAACCCTCTCAGGTGACCAAAATCCCCTTCTCATCACTCC 

CCTCCAAAGAGGTGACTGGGCCCTGCCTCTGTTTGACAAACCTCTAACCCAGGTCTTGACAC 

CAGCTGTTCTGTCCCTTGGAGCTGTAAACCAGAGAGCTGCTGGGGATTCTGGCCTAGTCCC 

TTCCACACCCCCACCCCTTGCTCTCAACCCAGGAGCATCCACXJTCCTTCTCTGTCTCATGTG 

TGCTCTTCTTCTTTCT ACAGTATTATGTACTCT ACTGATATCTAAATATTGATTTCTGCCTTCCT 

TGCTAATGCACCATTAGMGATATTAGTCTTGGGGCAGGATG ^lTTT GGCCTCATTACTTTAC 

CACCCrcACACCTGGAAAGCATATACTATATTACAAAATGACATTTTGCCAAAATTATTAATAT 

MGAAGCTTTCAGTATT^AGTGATGTCATCTGTCACtATAGGTCATACAATCCATTCTTAAAGTA 

CTTGTTATTTG I I I I I A TTATTACTGTTTGTCTTCTCCCCAGGGTTCAGTCCTCAAGGGGCCAT 
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CCTGTCCCACCATGCAGTGCCCCTAGCTTAGAGCCTCCCTCAATTCCCCCTGGCCACCACC 

CCCCTGCCTCTGTTTGACAAACCTCTAACCCAGGTCTTGACACCAGCTGTTCTGTCCCTTGG 

AGCTGTAAACCAGAGAGCTGCTGGGGATTCTGGCCTAGTCCCTTCCACACCCCCACCCCTT 

GCTCTCAACCCAGGAGCATCCACCTCCTTCTCTGTCTCATGTGTGCTCTTCTTCTTTCTACAG 

TATTATGTACTCTACTGATATCTAAAAATTGATTTCTGCCTTCCTTGCTAATGCACCATTAGAA 

GATATTAGTCTTGGGGCAGGATGATTTTGGCCTCATTACTTTACCACCCCCACACCTGGAAA 

GCATATACTATATTACAAAATGACATTTTGCCAAAATTATTAATATAAGAAGCTTTC AGTATT A 

GTGATGTCATCTGTCACTATAGGTCATACAATCCATTCTTAAAGTACTTGTTATTTGTTTTTAT 

TATTACTGTTTGTCTTCTCCCCAGGGTTCAGTCCTCAAGGGGCCATCCTGTCCCACCATGCA 

GGTGCCCCTAGCTTAGAGCCTCCCTCAATTCCCCCTGGCCACCACCCCCCACTCTGTGGCC 

TGACCTTGAGGAGTCTTGTGTGCATTGCTGTGAATTAGCTCACTTGGTGATATGTCCTATATT 

GGCTAAATTGAAACCTGGAATTGTGGGGCAATCTATTAATAGCTGC CTTAAAG TCAGT AACTT 

ACCCTTAGGGAGGCTGGGGGAAAAGGTTAGATTTTGTATTCAGGGGTTTTTT 

GGGTTTTTTAAAAATTgttTTTggAGGGGTTTATGCTCAATCCATGTTCTAT^ 

>488 

NCGTCCGTCTCACCCGAGCTGTCCGCACTCCAAAGAACTGGGTACTCAACACTGAG 
CAGATCTGTTCTTTGAGCTAAAAACCATGTGCTGTACCAAGAGTTTGCTCCTGGCTGCTTTGA 
TGTGAGTGGTGGTAGTGGAGGTCTGGGGCGAATCAGMGUAAGCAACTTTGA'CTGCTGTCTT 
GGATACACAGACCGTATTCTTCATCCTAAATTTATTGTGGGCTTCACACGGCAGCTGGCCAA 
TGAAGGCTGTGACATCAATGCTATCATCTTTCACACAAAGAAAAAGTTGTCTGTGTGCGCAAA 
TCCAAAACAGACTTGGGTGAAATATATTGTGCGTCTCCTCAGTAAAAAAGTCAAGAACATGTA 
AAAACTGTGGCTTTTCTGGAATGGAATTGGACATAGCCCAAGAACAGAAAGAACCTTGCTGG 
GGTTGGAGGTTTCACTTGCACATCATGGAGGGTTTAGTGCTTATCTAATTTGTGCCTCACTG 
GACTTGTCCAATTAATGAAGTTGATTCATATTGCATCA TAGTT TGCTTTGTTTAAGCATCACAT 
TAAAGTTAAACTGTATTTTATGTTATTTATAGCTGTAGGTTTTCTGTGTT^ 
AATTTTCCATMGCTATTTTGGTTTAGTGCAMGTATAAAATTATATTTGGGGGGG AATA AGAT 
TATATGGACTTTCTTGCAAGCAACAAGCTATTTTTTAAAAAAAACTATTTM 
ATATTGTTTTGTCTCCTAAATTGTTGTAATTGCATTATAAAATAAGAAAAATATTAATAAGACAA 
ATATTGAAAATAAAGAAACAAAAAGTAACAAAAAAAAAC AAAGT CCCTCGGCCNNNNNNNNN 
N N N NT AATG AAG ACT AAG AAAGTTG AAAAAAAAAAACTATTTTTG AAAAGTT AAAAAAG G G G G 
GGGCCGTTAAACTGGTTTAAAAAAAAACCTTCCCAACCCTCCCCCGGAACNNNNNNNNNNN 
NNNNN 
>489 

NAACTGGACCTTGAANCGAATACCGTTAATNATGTCCTTG GGTC CCTCCCAATAATA 
ACTCCAANCCCMCCAAGAAAGAATGAhfTAAAAATGAATCAAATCCTTTTCCTGGCAACCTTG 
ATTTCAATCCCAAAACCCATCTCTGTTTAAATATTGATGGAAAACAGAACCTGTGAACTCCGA 
TGCCCACCGTCGAAACCAAAAATTTCATTCTGGAAATTGCAAATGGATACTCTGACGGCCGA 
CCGAAACCTGGTGAAGCCCTTTGGGCGATTGGTGATCACCTCTAGATCCGTGAAAGCTGGC 
TGCCCCCCCATCCGGGCAAGCAGGGCCAAGGTGGCATCTTCACATTCCTGGAACCCACCCA 
GTMCAGCAGCAGGTATTTCTTCTGGTAAATGAGAGCCTTTCGAAAACTTTCTGCCCTCAAGT 
ATTTACCATAAATTCTCTTTAAAGTGACATGTTCAGAATCAGGGCTC AGAGT TTGAAGTAAAG 
.AGTCATTTCTTAGTTCAGCTTTCAGTTTGTATACTTCAGCCTCTGCC 
GAGAGTCAATTTTTCTCTGTTCCATACTTCTTTTTCAGAGGCMTGATGGCTTCAATGTTGGC 
ACCACCATTCAATGAAAACCTGGAAGAATTATCTCTACCAGCTCCTGTCTGTCGATACCACCT 
GATCTGCTCTTCCAGCTTCATAACCATGTTCCTTAAGTCATTCTTCTCTTCAGTCAGTTGACT 
GATATGCCCTGTCAGCTCAGCATTTTGTCTCAGTAGTCTTTCAGTCAATGAGCCACAAGAAG 
TACTTGGGGACACCAAGCTGGGCTCTTCACCTTGCTGGCCAGTTAATTTCTGTAGTTGTAAA 
ATAATTTCATCAATATTTTCCTGAACCCAAATGAAATCTTCATCATCTGCTGTTTCAA ACTG TA 
GTCTCTCAGAGGCTTTCTGGGGTAGAACCTGTAGTTTTGAAGCTACACATTGMGCTTTTGT 
CTGATCATTTCTMTTCATGATTACAGCCGGTTCCTCCTCCATTCATrTCAATCAATTTAGCGT 
AGTTTGATTCTTTTGTTTCTCCTTCTATTTTCTGTTGAAGM 

GTTMGCTCCACGTGGTTGGCTCATTAAGGTTCTGATACAGAATTCTTCTACTTTCT 
TCTTCTCGTTGTAGTTCnTGCTTCTGGAATTC 

AGGTCTAACTTATAAACTTGTTGTCTTTTCTCTTCCAGCTGGCGCTGM 
GACTGGAGCTCATGCA 1 1 I 1 1 1 1 CTGTCCCTCAGf GTTGGCCTCCTGTTCTGTCTGCAGTGTT 
TTCCTGTGAACCTGCCTATCTTTXrCCATTrGCTGTCGTGTTTGCAAAGMTCCAGTTTATATT 
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TTTCAGTCTCATTTAACAATTCTACTATGCGACTGTGTTTTTCCTCTAGCTGTTTCTGCAGCTC 

TTTCAGTAGGTCCTCTGAGGGCAAGGGTGGCCGAGACTGTCCAGTACCATCACTGCTCTGC 

AGCTGTGCGTGCAATTCCCGCTCCCTATCTAGGGTACTACTCATTTCCCGAATTCGAACTTT 

CTCAGATTCAAGAAGTACCTGA AGCTCT AAGTTTCGACCTTGTTCTTCTGACAACTGGGCATC 

ATATAGCATTCTCTGTGATTCTATTTTTTGCTGGGATTCGTTCAGTAGTTGTTTCTGTTGTTC 

AAAAGTAGATTTAGCTGAAGATTCCTTTGTTTCTGACTCTCAAGTGAAAACTTCAGATCCTCA 

AGTTCTTCTTTATCCCGTTCTTCACTGCGTCCCAACTTGGCTTTCTCTTTCTNCCAAAGCCCA 

CTGGAGCCTCTCTTG I I I I I I CGGACNN 

>490 

>491 

>492 

>493 

CCGGGCAGGTACGCGGGGGTGGCGGCGTTGGGTT GAGC GGGCTTTTTGGAAGTTT 
GTGGCGGAGTTCTGTGATATGAGCAACAATGGACCAGAAGATTTTATCTCTAGCAGCAGAAA 
AAACAGCAGACAMCTGCMGAATTTCTTGGGCAGGGCCTGGGGAATGCTTTTTTATCTCAT 
ATTAGTGCCTGTGATGGCATC7TTCATCTAACACGTGCTTTTGAAGATGATGATATCACGCAC 
GTTGAAGGAAGTGTAGATCCTATTCGAGATATAGAAATAATACATGAAGAGCTTCAGCTTAAA 
GATGAGGMATGATTGGGCCCATJATAGATAAAGTAGAA 

ATAAAAAACTAAAACCTGAATATGATATAATGTGCAAAGTAAAATCCTGGGTTATAGATCAAAA 

GAAACCTGTTCGCTTCTATCATGATTGGAATGACAAAGAGATTGAAGTGTTGAATAAACACTT 

ATTTTTGACTTCAAAACCAATGGTCTACTTGGTTAATCTTTCTGAAAAAGACTACATTAGAAAG 

AAAAACAAATGGTTGATAAAAATTAAAGAGTGGGTGGACAAGTATGACCCAGGTGCTTTGGT 

CATTCCTTTTAGTGGGGCCTTGGAACTCAAGTTGCAAGAATTGAGTGCTGAGGAGAGACAGA 

AGTATCTGGAAGCGAACATGACACAAAGTGCTTTGCCAAAGATCATTAAGGCTGGGTTTGCA 

GCACTCCAACTAGAATACTTTTTCACTGCAGGCCCAGATGAAGTG CGTGC ATGGACCATCAG 

GAAAGGGACTAAGGCTCCTCAGGCTGCAGGAAAGATTCACACAGATTTTGAAAAGGGATTCA 

TTATGGCTGAAGTAATGAAATACGAAGATTTTAAAGAGGAAGGTTCTGAAAATGCAGTCAAG 

GCTGCTGGAAAGTACAGACAACAAGGCAGAAATTATATTGTTGAAGATGGAGATATTATCTTC 

TTCAAATTTAAAAACTCAAAAACCGAAGAAGAACATAAATTTTAGTTATGCTCAGATAACATAC 

AACTTCAAAAGGCATCTGATTTTTACACATTAATTTCTGAAACCAATGCGACAAATAAGTCGG 

GACAATGGGAATCTTGACAACAMTATTTTTTGGTTGACACTCAATATTGGTTCCCCCCCTCA 

TAAATGGGTTCATAATGTGACCGGTTGGTTCCGTTTTAACCCTCCATTGGAGTTTCGGACCTT 

ATCCGAAACTATCCTTGTTCAGCGACATGAGAGAACGGGCCTGCTCAAAGGTTGCCGTTCAA 

TGAAAAAGGGGANNNN 

>494 

ACGCGGGGACTCGCGTCGGTTGGCGACTCCCGGACGTAGGTAGTTTGTTGGGCCG 
GGTTCTGAGGCCTTGCTTCTCTTTACTTTTCCACTCTAGGCCACGATGCCGCAGTACGCGGG 
GGGGTGAAGAAGGGGCCGGCCTTCAAGCAACAGCGACGCAAGATGGCAGCCACCACGGG 
CTCGGGAGTAAMGTCCCTCGCAATTTCCGACTGTTGGAAGAACTCGAAGAAGGCCAGAAA 
GGAGTAGGAGATGGCACAGTTAGCTGGGGTCTAGAAGATGACGAAGACATGACACTTACAA 
GATGGACAGGGATGATMTTGGGCCTCCAAGAACAATTTATGAAAACCGAATATACAGCCTT 
AAAATAGAATGTGGACCTAAATACCCAGMGCACCCCCCTTTGTAAGATTTGTAACAAAAATT 
AATATGAATGGAGTAAATAGTTCTAATGGAGTGGTGGACCCAAGAGCCATATCAGTGCTAGC 
AAAATGGCAGAATTCATATAGCATCAAAGTTGTCCTGCAAGAGCTTCGGCGCCTAATGATGT 
CTAAAGAAAATATGAAACTCCCTCAGCCGCCCGAAGGACAGTGTTACAGCAATTAATCAAAA 
AGAAAAACCACAGGCCCTTCCCCTTCCCCCCMTTCGATTTMTCAGTCTTCATTTTCXJACAG 
TAGTAAATTTTCTAGATACGTCTTGTAGACCTCAAAGTACGGGGGGAAAATCCACAAGACAG 
AATAGCCAGATCTCAGAGGAGCCTGGCTAAGCAAAACCCTGCAGAACGGCTGCCTAATTTA 
CAGCAACCATGAGTACAAATGGTGATGATCATCAGGTCAAGGATAGTCTGGAGCAATTGAGA 
TGTCACTTTACATGGGAGTTATCCATTGATGACGATGAAATGCCTGATTTAGAAAACAGAGTC 
TTGGATCAGATTGAATTCCTAGACACCAAATACAGTGTGGGAATACACAACCTACTAGCCTAT 
GTGAAACACCTGAAAGGCCAG^TGAGGAAGCCCTGAAGAGCTTAAAAGAAGCTGAAAACT 
TAATGCAGGAAGAACATGACAACCAAGCAAATGTGAGGAGTCTiGGTGACCTGGGGCAACTT 
TGCXJTGGATGTATTACCACATGGGCAGACTGGCAGMGOXJAGACtTACCTGGACAAeGTG 
GAGAACATTTGCAAGAAGCTTTCAAATCCCTTCCGCTATAGMTGGAGTGTCCAG 
CTGTGAGGAAGGATGGGCCTTGCTGAAGTGTGGAGGAAAAAATTATGAACGGGCCAAGGCC 
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TGCTTTGAAAAGGTGCTTGAAGTGGACCCTGAAAACCCTGAATCCAGCGCTG GGTA TGCGA 

TCTCTGCCTATCGCCTGGATGGCTTTAAATTAGCCACAAAAAATCACAAGCCATTTTCTTTGC 

TTCCCCTAAGGCAGGCTGTCCGCTTAAATCCAGACAATGGATATATTAAGGTTCTCCTTGCC 

CTGAAGCTTCAGGATGAAGGACAGGAAGCTGAAGGAGAAAAGT ACAT TGAAGAAGCTCTAG 

CCAACATGTCCTCACAGACCTATGTCTTTCGATATGCAGCCAAGTTTTACCGAAGAAAAGGC 

TCTGTGGATAAAGCTCTTGAGTTATTAAAAAAGGCCTTGCAGGAAACACCCACTTCTGTCTTA 

CTGCATCACCAGATAGGGCTTTGCTACAAGGCACAAATGATCCAAATCAAGGAGGCTACAAA 

AGGGCAGCCTAGAGGGCAAAACAGAGAAAAGCTAGACAAAATGATAAGATCAGCCATATTTC 

ATTTTGAATCTGCAGTGGAAAAAAAGCCCACATTTGAGGTGGCTCATCTAGACCTGGCAAGA 

ATGTATATAGAAGCAGGCAATCACAGAAAAGCTGAAGAGAATTTTCAAAAATTGTTATGCATG 

AAACCAGTGGTAGAAGAAACAATGCAAGACATACATTTCCACTATGGTCGGTTTCAGGAATTT 

CAAAAGAAATCTGACGTCAATGCAATTATCCATTATTTAAAAGCTATAAAAATAGAACAGGCA 

TCATTAACAAGGGATAAAAGTATCAATTCTTTGAAGAAATTGGTTTTAAGGAAACTTCGGAGA 

AAGGCATTAGATCTGGAAAGCTTGAGCCTCCTTGGGTTCGTCTACAAATTGGAAGGAAATAT 

GAATGAAGCCCTGGAGTACTATGAGCGGGCCCTGAGACTGGCTGCTGACTTTGAGAACTCT 

GTGAGACAAGGTCCTTAGGCACCCAGATATCAGCCACTTTCACATTTCATTTCATTTTATGCT 

MCATTTACTMTCATCTTTTCTGCTTACTGTTTTCAGAMCATTATAATTCACTGTAATGATGT 

AATTCTTGAATAATAAATCTGACAAAATATJ^TTGJGTTCAACAATTAGTGAAACAGAATGT 

TGTATGCATGTAAGAAAGAGAAATCATTfGTATGAGTGCW 

TTMCTTTGTAGGAMTAAAACATTGGACTTACACGAAAtgtttaattcattcattttattgtgaaataaaaataaaa 

tccttagctcctccaccaactgaacagaccctcttggccaaggagaccccagaaaccttaaaaactaagtttcccaaccatgacaagat 

gagagatcattcaca<xtcattatattccctcxcttgctaactgccattggactttttccactgagttaaacagaaaccca 

>495 

NNNNCGCGGCCGCGTCGACTACGGCTGCGAGAAGCCCC GGGAAT AGCAGAATAGG 
AGCAAGCCAGCACTAGTCAGCTAACTAAGTGACTCAACCAAGGCCTTTTTTCCTTGTTATCTT 
TGCAGATACTTCATTTTCTTAGCGTTTCTGGAGATTACMCATCCTGCGGTTCCGTTTCTGGG 
AACTTTACTGATTTATCTCCCCCCTCACACAAATAAGCATTGATTCCTGCATTTCTGAAGATCT 
CAAGATCTGGACTACTGTTGAAAAAATTTCCAGTGAGGCTCACTTATGTCTGTAAA GATG GG 
MAAAAATACAAGAACATTGTTCTACTAAAAGGATTAGAGGTCATCAATGATTATCATTTTAGA 
ATGGTTMGTCCTTACTGAGCAACGATTTAAAACTTAATTTAAAAATGAGAGAAGAGTATGAC 
AAAATTCAGATTGCTGACTTGATGGAAGAAAAGTTCCGAGGTGATGCTGGTTTGGGCAAACT 
AATAAAAATTTTCGAAGATATACCAACGCTTGAAGACCTGGCTGAAACTCTTAAAAAAGAAAA 
GTTAAAAGTAAAAGGACCAGCCCTATCAAGAAAGAGGAAGAAGGAAGTGGATGCTACTTCAC 
CTGCACeCTCCACAAGCAGCACTGTCAAAACTGAAGGAGCAGAGGCAACTCCTGGAGCTCA 
GAAAAGAAAAAAATCAACCAAAGAAAAGGCTGGACCCAAAGGGAGTAAGGTGTCCGAGGAA 
CAGACTCAGCCTCCCTCTCCTGCAGGAGCCGGCATGTCCACAGCCATGGGCCGTTCCCCAT 
CTCCCAAGACCTCATTGTCAGCTCCACCCAACACTTCTTCAACTGAGAACCCGAAAACAGTG 
GCCAAATGTCAGGTAACTCCCAGAAGAAATGTTCTCCAAAAACGCCCAGTGATAGTGAAGGT 
ACTGAGTACAACAAAGCCATTTGAATATGAGACCCCAGAAATGGAGAAAAAAATAATGTTTCA 
TGCTACAGTGGCTACACAGACACAGTTCTTCCATGTGAAGGTTTTAAACACCAGCTTGAAGG 
AGAAATTCAATGGAAAGAAAATCATCATCATATCAGATTATTTGGAATATGATAGTCTCCTAGA 
GGTCAATGAAGAATCTACTGTATCTGAAGCTGGTCCTAACCAAACGTTTGAGGTTCCAAATAA 
AATCATCAACAGAGCAAAGGAAACTCTGAAGATTGATATTCTTCACAAACAAGCTTCAGGAAA 
TATTGTATATGGGGTATTTATGCTACATAAGAAAACAGTAAATCAGAAGACCACAATCTACGA 
AATTCAGGATGATAGAGGAAAAATGGATGTAGTGGGGACAGGACAATGTCACAATATCCCCT 
GTGMGMGGAGATAAGCTCCAACTTTTCTGCTTTCGACTTAGAAAAAAGAACCAGATGTCA 
AAACTGATTTCAGAAATGCATAGTTTTATCCAGATAAAGAAAAAAACAAACCCGAGAAACAAT 
GACCCCAAGAGCATGAAGCTACCCCAGGAACAGAGTCAGCTTCCAAATCCTTCAGAGGCCA 
GCACAACCTTCXJCTGAGAGCCATCTTCGGACTCCTCAGATGCCACCAACAACTCCATCCAGC 
AGTTTCTTCACCAAGAAAAGTGAAGACACAATCTCCAAAATGAATGACTTCATGAGGATGCA 
GATACTGMGGAAGGGAGTCATTTTCCAGGACCGTTCATGACCAGCATAGGCCCAGCTGAG 
AGCCATCCCCACACTCCTCAGATGCCTCCATCAACACCAAGCAGCAGTTTCTTAACCACGTT 
GAAACCMGACTGAAGAQTGAACCTGMGMGTTTCCATAGAAGACAGTGCCCAGAGTGAC 
CfCAMGMGTG^TGGTGCTGAACGCAACAGMTCATTTGTATATGAGCCCAAAGAGCAGAA 
GAAAATGTTTCATGCXSACAGTiGGCAACTGAGMTG 

TGACCTAAAGGAGAAGTTCACCCCAAAGAAGATCATTGCCATAGCAAATTATGTTTGCCGCA 
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ATGGGTTCCTGGAGGTATATCCTTTCACACTTGTGGCTGATGTGAATGCTGACCGAAACATG 

GAGATCCCAAAAGGATTGATTAGAAGTGCCAGCGTAACTCCTAAAATCAATCAGCTTTGCTC 

ACAAACTAAAGGMGTTTTGTGAATGGGGTGTTTGAGGTACATAAGAAAAATGTAAGGGGTG 

AATTCACTTATTATGAAATACAAGATAATACAGGGAAGATGGAAGTGGTGGTGCATGGACGA 

CTGACCACAATCAACTGTGAGGAAGGAGATAAACTGAAACTCACCTGCTTTGAATTGGCACC 

GAAAAGTGGGAATACCGGGGAGTTGAGATCTGTAATTCATAGTCACATCAAGGTCATC AAGA 

CCAGGAAAAACAAGAAAGACATACTCAATCCTGATTCAAGTATGGAAACTTCACCAGACTTTT 

TCTTCTAAAATCTGGATGTCATTGACGATAATGTTTATGGAGATAAGGTCTAAGTGCCTAAAA 

AAATGTACATATACCTGGTTGAAATACAACA CTATACA T ACACA CCAC CATATATACT AGCTG 

TTAATCCTATGGAATGGGGTATTGGGAGTGCTTTTTTAATTTTTCATAG » I I 1 I I 1 I I AAT AAAA 

TGGCATATTTTGCATCTACAACTTCTATAATTTGAMAAATAAATAAACATTATCTTTTTTGTGA 

AAAGAAAAAAAAAAGGGCGGCCGCNNNNNNNNNNN 

>496 

CAAAACAGGTCTATGTTTTGTTACGTGCCTGGGCAGGGCGCTTAGCGTAGCTGGAA 
TGCGCAGGACTGGCAGTTGCACAATAATAAATTAGTCCTGAACGTTGTATTCCAGTTGACCC 
AGGTCCTCTCGAAGAACAGAGGGGCAACTGTGCAAAATCTTGGTGACTTGCTGTACCGTGA 
AAAGGCACTTCTCCTTGAGAAGCCTGACAGTGTCGTTAATGTCCTGCTGGCGC ATGG TGAAA 
ATTTCAGGGCAACAGTAAAGGACGCTGT^^ 

TAACTGGAGCGCTTCCTCATTTGCATAATAGGCAGTTTCAATAACTGGGGACTTTTCTTCAAG 

ACCACACACACAGGCTCTGGATTCAGACCCAAGAGAATAAATTCTGAAATGATGTCCAGCAA 

CTGTTGAAGACTGGCACCTCGCCGTACACTGAGCAATTCATTAATATGGGCATTGCTGAAAC 

CCATGTCCAGGAGGGAACTCATGACCCTCTCTAGCTCCAAGGACCCTTGTACCACAGGAGT 

CCCCTGCTTCTCAAGGAGGCACTGAACAAGATTCCTCCTGCACTCTGGTTCCTGCACATAGT 

TATTGGATCTAACACAAGATAACTCCTCAATGACCCCTCCATTGGAGGCTGTAGTCAGTTTG 

CGCAACAAAGAAGCTGTCGTCCTTCTCTGTTCTCCAAGATGAGGAGTCTGCCTAGCCATACA 

GGCCCAGGTGAGGGGGATCAGGCGGTGCCAATCAAGGACCTGACGGCCGAACGCAGCCAT 

AGCGCGGAGAAGATGGCAGCCGGACGCGTGG 

>497 

>498 

NNNNNGATGGGGCGCCGGGTCCAGCGACCCACGCGTCCGGCCGTGCGGTACTTG 
TCATGGAGCTGGCACTGCGGCGCTCTCCCGTCCCGCGGTGGTTGCTGCTGCTGCCGCTGC 
TGCTGGGCCTGAACGCAGGAGCTGTCATTGACTGGCCCACAGAGGAGGGCAAGGAAGTAT 
GGGATTATGTGACGGTCCGCAAGGATGCCTACATGTTCTGGTGGCTCTATTATGCCACCAAC 
TCCTGCAAGAACTTCTCAGAACTGCCCCTGGTCATGTGGCTTCAGGGCGGTCCAGGCGGTT 
CTAGCACTGGATTTGGAAACTTTGAGGAAATTGGGCCCCTTGACAGTGATCTCAAACCACGG 
AAAACCACCTGGCTCCAGGCTGCCAGTCTCCTATTTGTGGATAATCCCGTGGGCACTGGGT 
TCAGTTATGTGAATGGTAGTGGTGCCTATGCCAAGGACCTGGCTATGGTGGCTTCAGACATG 
ATGGTTCTCCTGAAGACCTTCTTCAGTTGCCACAAAGAATTCCAGACAGTTCCATTCTACATT 
TTCTCAGAGTCCTATGGAGGAAAAATGGCAGCTGGCATTGGTCTAGAGCTTTATAAGGCCAT 
TCAGCGAGGGACCATCMGTGCAACTTTGCGGGGGTTGCCTTGGGTGATTCCTGGATCTCC 
CCTGTTGATTCGGTGCTCTCCTGGGGACCTTACCTGTACAGCATGTCTCTTCTCGAAGACAA 
AGGTCTGGCAGAGGTGTCTAAGGTTGCAGAGCAAGTACTGAATGCCGTAAATAAGGGGCTC 
TACAGAGAGGCCACAGAGCTGTGGGGGAAAGCAGAAATGATCATTGAACAGAACACAGATG 
GGGTGAACTTCTATAACATCTTAACTAAAAGCACTCCCACGTCTACAATGGAGTCGAGTCTA 
GAATTCACACAGAGCCACCTAGTTTGTCTTTGTCAGCGCCACGTGAGACACCTACAACGAGA 
TGCCTTAAGCCAGCTCATGAATGGCCCCATCAGAAAGAAGCTCAAAATTATTCCTGAGGATC 
AATCCTGGGGAGGCCAGGCTACCAACGTCTTTGTGAACATGGAGGAGGACTTCATGAAGCC 
AGTCATTAGCATTGTGGACGAGTTGCTGGAGGCAGGGATCAACGTGACGGTGTATAATGGA 
CAGCTGGATCTCATCGTAGATACCATGGGTCAGGAGGCCTGGGTGCGGAAACTGAAGTGGC 
CAGAACTGCCTAAATTCAGTCAGCTGAAGTGGAAGGCCCTGTACAGTGACCCTAAATCTTTG 
GAAACATCTGCTTTTGTCAAGTCCTACAAGAACCTTGCTTTCTACTGGATTCTGAAAGCTGGT 
CATATGGTTCCTTCTGACCAAGGGGACATGGCTCTGAAGATGATGAGACTGGTGACTCAGC 
AAGAATAGGATGGATGGGGCTGGAGATGAGCTGGTTTGGCCTTGGGGCACAGAGCTGAGC 
TGAGGCCGCTGAAGCTGTAGGAAGCX3CGATTCTTCCCTGTATCTAACTGGGGCtGTGATCA 
AGAAGGTTCTGACCAGCTTCTGCAGAGGATAAAATCATTGTCTCT GGAGG CAATTTGGAAAT 
TATTTCTGCTTCTTAAAAAAACCTAAGATTTTTTAAAAAATTGATTTGTTTTGATC 
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GATGATAATAGATATTATTTTTTCTTATGACAGAAGCAAATGATGTGATTTATAGAAAAACTGG 

GAAATACAGGTACCCAAAGAGTAAATCAACATCTGTATACCCCCTTCCCAGGGGTAAGCACT 

GTTACCAATTTAGCATATGTCCTTGCAGAA I I I 1 1 1 I I I CTATATATACATATATA I I I I I IACC 

AAAATGAATCATTACTCTATGTTGTTTTACTATTTGTTTGACATATCAGTATATCTGAAACACCT 

TTTCATGTCAATAAATGTTCTTCTCTAACATTTTTAAAAAAAAAAAAAAAAANNNNNNNNNNNN 

NN 

>499 

NNNNNAAAAAACCCCCCAAAMGGGGGGGGAAAAAACCCCCCAAAAGGGGGAATT 
GGGGGCCCCCCCGGGGGGGTGTTTTTATTTCAA I I I I I I AAATTTG I I I I I I I I I ATTAACAA 
GTGTAACTCTTTATTAAGATGGAATTGTTCTTATTAAAGAAATAGATGAAAATGGTTAAGTACA 
ATTAAATGGCTCCAAAAGTCTTACAATGAAAACAACAGTCCTGCCAGTTGTTCTTTCCAGAGG 
CAAATACTTTTCATTCTCTTAGTTTTTCCTTCCGTTAGTTACCTTCATGGG I I I I I CCAAATTAT 
TGI I I I I I 1 I I AG 1 1 1 1 iCAAGTGAATGCATATATTAATACATAAAATTTTAAAAAGGCTTTTCA 
GTTTATAATGCATCCTAACAGTCCCCTGCCCCATCCCTCCTAATTCTCCAGAGCAATGACTTT 
TAACTCTTTTAGCAATGTCTTCTG I I I I I I I CCTCACATAACTTAGTCATTTCATTATTATATAT 
TATATAGTGATTTCTGGATATGACAGATGAGGATTTAGCTCTTACACCATCACAATCTTCACTT 
TTCCTCCCATATTGTCCCAGAGTAGTTACCATATTTAGGGGCTAAGCAGTCACATCATTATGA 
CTGTGTACATACTGCTCCTTGTTGAG AAAAACAGT GTATJATCJDTCTXC.CTATCCTGTACTTC 
TTTCTGCCCTAGAATGATTGCCTAACCAACCCTTTCCCCTTG I I I I I I I I I I I I I I I I I I ACTTT 
TGCTTTATCTTCAATGAACTTCTTTCCAAATGCCCCAAATCTGGCAATAAGTTATTATTTTTAA 
GAGAAGGGATCTCACTAAGGTGGCCAGGCTGGTCTGGAACTCTTGGGCTCAAGTCGTCCTG 
CTGCTGAGCCTCCTGAGTAGCTGGGACTACAGGCATGGGCCATTCCACCCAGCTAACCGAT 
TAATAI I I I IACTGTTCCI I I I I AAAGCTAGCTCCAT AGCTGGAATATTGCCTGTGTTGGATCC 
TATTTGCTGGATTCATGTCATTCTCTGGTTTGTGTACTCCTTCATTTTGCTGGAGTATTTTCTC 
CAACAGCTTCCCTAAAAAGGGCACATGGAGGTAACCCCTGAGTCTTTGCTTGTCTAAAAATG 
TATTATTTTACCTTCACCCTTGATTATTTGGGTGAATATAGATTTATCAGTTGAAAATAACTTTC 
TAGAATTATGAAGGCATGGTTCCATTGTTTTCAGATTCCTTTTCGAGACAAGGTCTCTTCTGT 

caccccggctggagtgcagtggcacaatcacgactcactgcagccttgaactcgtgggctc 
aattaattcttccatctcagcttcctgactagatgggaatacaggtgtgcgccacaatgccc 
agcta a i 1 1 i i gtg i i i i » igtagagatggggctttgccatgttgcccaagctggtctcaagt 
gatctgcctgccttagcctcccaaagcgctgggattacaggtgtgagccactgtgcctggc 
tggi i 1 1 i cttttattttctctctacttcattcatttctcaaaggcatctgaaactccctgggc 
ccaaaaccaaagtcaaactccatcagaatatcctgctacttataactttaaaatatatcttaaa 
tcacaatttcttactacatgcaaccctttggttcaagcaaccatcatccctcacttgaacttat 
AATTGGTTTTCCTGCTTCTGTA 1 1 I 1 1 I iaaattataaaatacttcaaataaaccatgtgtggc 

CTTATAC I I I I IACTACATAAAAAGAATGAAGATGTGCCGGGTGTGGTGGCTCAAGCCGGTA 

ATCCCAGCACTTTGGGAGGCTGAGGTGGGTGAATCGCTTGCGGTCACGAGTTCGAGACTAG 

CCTGACCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAATACAAAAATTAGCCGGGC 

GTGGTGGCGCGCACCTGGTCCTAGCTACTTGGGAGCCTGAGGCAGGAGAATCGCTTGAAT 

CTGGGAAGGCGGAGGTTGCAGTAAGCCGAGGTCACACCATTGCATGCTAGCCTGGGCAAC 

AAGAGCGAMCGCTGTCTAAAAAAAAAAGAACTTACATACTTAAACATCGAATTGCTTTAAGT 

GTTTGGCATTCACTGTTCCCGTGCATGCCAGCAGCTTCTTACTGCAAACACCTGAGACTTGC 

TATAGAGCAGCTGGACTATGTTCCGCCCACACACAGGACAGGGAGCTGACAACCAAGGAGG 

GGGGCGGGATCAATACTCCAGCTTTCCCCCCTCCATTTCCCTGTATCTCAGCAGTATGGAGC 

TTGTTATCAATGAGAACCTGCTCGCTGACTTTAAATTGCTTTTCTTACCTTCTCAGTTCAGTTT 

CTCCGTACCTCAATTGATGATTTCTGGTATGACCTAGCAAATACACTGCTTTCACTGAAATTT 

CAGTCTTGCAATCTGCTTTGGGTTCCCCAATCTAAGACAGAAACATACTCATTTTCCCATCAC 

TGGACTTCCAGGTTGTTTTCMTTTlTCACTGTTACAAACAAGGTGGCMCATTTATCTACAAA 

CCTCTGGATATACACGTAGGAAGCTTTTGGTATTTCCACTAGTGAAACTGCTCAGTTGAAGG 

GTATGTGGATCTTCATCTTTAATAAATATTACCAACATGTGAAAAGCCCGACAATGTCAAGGA 

CTGGCAAGAGTGCCACATGTGATGGGTGTGGAATGGCAGCTCACTGTAGCAGGTGCTGGG 

GACTCAGTTGGGGTCTTGGAGAAGCACTTAGTTATAGCAAGAATGTCTCATAAATGGTATCT 

GATAGAGACAAGAGTAGTGGGGAATAAAAACTAGTTGCTTAGAAATAATTATAGATCTAAAGT 

CAACAAAAAACCTTTTCTAATGTAAAAATACATACTTTTTTCAGAGGGAGGGGGAACAACTTA 

aactagaaaacaccttcatattmtcattcttct 

ctcctcctggacatcagagagaacacctgggtattctggcagaagtttatatttctccaaat 
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CAATTTCTGGAAAAAACGTGTCACTTTCAAAGTCTTGCATGATCCTTGTCACAAATAGTTTAA 

GATGGCCTGGGTGATTCATGGCTTCCTTATAAACAGAACTGCCACCAACTATCCAGACCATG 

TCTACTTTATTTGCTAATTCTGGTTGTTCAGTAAGTTTTAAGGCATCATCTAGACTTCTGGAAA 

GAAAATGAGCTCCTTGTGGAGGTTCCTTGAGTTCTCTGCTGAGAACTAAATTAATTCTACCCT 

TTAAAGGTCGATTCTTCTCAGGAATGGAGAACCAGGTCTTCTTACCCATAATCACCAGATTCT 

GTTTACCTTCTACTGAAGAGGTTGTGGTCATTCTCTGGAAATATCTGAATTCATTCCTGAGCG 

GTGGCCAGGGCAGGTCCCCGTTCTTGCCGATGCCCATGTTCTGGGACACAGCGACGATGC 

AGTTTAGCGAACCAACCATGACAGCAGCGGGAGGACCTCCGAGCCCGCTCGTTACAGCAGA 

ACGCGCGGTCAAGTTTGGCGCGAAATTGTGGCCGCCCCGCCCCCCTCGTCCCCATTTGTGC 

AGGCGAGGCCCCGCCCCCCCGCCCCGGCGCACGCAGGGTCGCGGCGTGCTCGCGCCCG 

CAGACGCCTGGGAACTGCGGCCGCGGGTTCGCGCTCCTCGCCGGGCCCATGCCGCACAG 

GGCTGCCATCCTTGCCCTGCCATGTCTCGCCGGAAGCCTGCGTCGGGCGGCCTCGCTGCC 

TCCAGCTCAGCCCCTGCGAGGCAAGCGGTTTTGAGCCGATTCTTCCAGTCTACGGGAAGCC 

TGAAATCCACCTCCTCCTCCACAGGTGCAGCCGACCAGGTGGACCCTGGCGCTGCAGCGG 

CCGCAGCGCCCCCAGCGCCCGCCTTCCCGCCCCAGCTGCCGCCGCACGTAGCTACAGAAA 

TTGACAGAAGAAAGAAGAGACCATTGGAAAATGATGGGCCTGTTAAAAAGAAAGTAAAGAAA 

GTCCAACAAAAGGAAGGAGGAAGTGATCTGGGAATGTCTGGCAACTCTGAGCCAAAGAAAT 

GTCTGAGGACCAGGAATGJTTCAA AGTCTCTGGAAAA ATTGAAAGAATXCTGCT-GCGATTCT 

GCCCTTCCTCAAAGTAGAGTCCAGACAGAATCTCTGCAGGAGAGATTTGCAGTTCTGCCAAA 

ATGTACTGATTTTGATGATATCAGTCTTCTACACGCAAAGAATGCAGTTTCTTCTGAAGATTC 

GAAACGTCAAATTAATCAAAAGGACACAACACTTTTTGATCTCAGTCAGTTTGGATCATCAAA 

TACAAGTCATGAAAATTTACAGAAAACTGCTTCCAAATCAGCTAACAAACGGTCCA AAAGC AT 

CTATACGCCGCTAGAATTACAATACATAGAAATGAAGCAGCAGCACAAAGATGCAGTTTTGT 

GTGTGGAATGTGGATATAAGTA^KSATTCTTTGGGGAAGATGCAGAGATTGCAGCCCGAGA 

GCTCAATATTTATTGCCATTTAGATCACAACTTTATGACAGCAAGTATACCTACTCACAGACT 

GTTTGTTCATGTACGCCGCCTGGTGGCAAAAGGATATAAGGTGGGAGTTGTGAAGCAAACT 

GAAACTGCAGCATTAAAGGCCATTGGAGACAACAGAAGTTCACTCTTTTCCCGGAAATTGAC 

TGCCCTTTATACAAAATCTACACTTATTGGAGAAGATGTGAATCCCCTAATCAAGCTGGATGA 

TGCTGTAAATGTTGATGAGATAATGACTGATACTTCTA CCAGCT ATCTTCTGTGCATCTCTGA 

AAATMGGAAMTGTTAGGGACAAAAAAAAGGGCAACATTTTTATTGGCATTGTGGGAGTGC 

AGCCTGCCACAGGCGAGGTTGTGTTTGATAGTTTCCAGGACTCTGCTTCTCGTTCAGAGCTA 

GAAACCCGGATGTCAAGCCTGCAGCCAGTAGAGCTGCTGCTTCCTTCGGCCTTGTCCGAGC 

AAACAGAGGCGCTCATCCACAGAGCCACATCTGTTAGTGTGCAGGATGACAGAATTC GAGT 

CGAAAGGATGGATAACATTTATTTTGAATACAGCCATGCTTTCCAGGCAGTTACAGAGTTTTA 

TGCAAAAGATACAGTTGACATCAAAGGTTCTCAAATTATTTCTGGCA7TGTTAACTTAGAGAA 

GCCTGTGATTTGCTCTTTGGCTGCCATCATAAAATACCTCAAAGAATTCAACTTGGAAAAGAT 

GCTCTCCAMCCTGAGAATTTTAAACAGCTATCAAGTAAAATGGAATTTATGACAATTAATGG 

AACAACATTAAGGAATCTGGAAATCCTACAGAATCAGACTGATATGAAAACCAAAGGAAGTTT 

GCTGTGGGTTTTAGACCACACTAAAACTTCATTTGGGAGACGGAAGTTAAAGAAGTGGGTGA 

CCCAGCCACTCCTTAAATTAAGGGAAATAAATGCCCGGCTTGATGCTGTATCGGAAGTTCTC 

CATTCAGAATCTAGTGTGTTTGGTCAGATAGAAAATCATCTACGTAAATTGCCCGACATAGAG 

AGGGGACTCTGTAGCATTTATCACAAAAAATGTTCTACCCAAGAGTTCTTCTTGATTGTCAAA 

ACTTTATATCACCTAAAGTCAGAATTTCAAGCAATAATACCTGCTGTTAATTCCCACATTCAGT 

CAGACTTGCTCCGGACCGTTATTTTAGAAATTCCTGAACTCCTCAGTCCAGTGGAGCATTAC 

TTAAAGATACTCAATGAACAAGCTGCCAAAGTTGGGGATAAAACTGAATTATTTAAAGACCTT 

TCTGACTTCCCTTTAATAAAAAAGAGGAAGGATGAAATTCAAGGTGTTATTGACGAGATCCGA 

ATGCATTTGCAAGAAATACGAAAAATACTAAAAAATCCTTCTGCACAATATGTGACAGTATCA 

GGACAGGAGTTTATGATAGAAATAAAGAACTCTGCTGTATCTTGTATACCAACTGATTGGGTA 

MGGTTGGMGCACAAAAGCTGTGAGCCGCmCACTCTCCTTTTATTGTAGAAAATTACAGA 

CATCTGAATCAGCTCCGGGAGCAGCTAGTCCTTGACTGCAGTGCTGAATGGCTTGATTTTCT 

AGAGAAATTCAGTGAACATTATCACTCCTTGTGTAAAGCAGTGCATCACCTAGCAACTGTTGA 

CTGCATTTTCTCCCTGGCCAAGGTOGCTAAGCAAGGAGATTACTGCAGACCAACTGTACAAG 

AAGAAAGAAAAATTGTAATAAAAAATGGAAGGCACCCTGTGATTGATGTGTTGCTGGGAGAA 

CAGGATCAATATGTCCCAAATAATACAGATTTATCAGAGGACTCAGAGAGAGTAATGATAATT 

ACCGGACCAAACATGGGTGG AAAGAGCTCCTACATAAAACAAGTTGCATTGATTACCATCAT 

GGCTCAGATTGGCTCCTATGTTCCTGCAGAAGAAGCGACAATTGGGATTGTGGATGGCATTT 
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TCACAAGGATGGGTGCTGCAGACAATATATATAAAGGACGGAGTACATTTATGGAAGAACTG 

ACTGACACAGCAGAAATAATCAGAAAAGCAACATCACAGTCCTTGGTTATCTTGGATGAACTA 

GGAAGAGGGACGAGCACTCATGATGGAATTGCCATTGCCTATGCTACACTTGAGTATTTCAT 

CAGAGATGTGAAATCCTTAACCCTGTTTGTCACCCATTATCCGCCAGTTTGTGAACTAGAAAA 

AAATTACTCACACCAGGTGGGGAATTACCACATGGGATTCTTGGTCAGTGAGGATGAAAGCA 

AACTGGATCCAGGCACAGCAGAACAAGTCCCTGATTTTGTCACCTTCCTTTACCAAATAACTA 

GAGGAATTGCAGCAAGGAGTTATGGATTAAATGTGGCTAAACTAGCAGATGTTCCTGGAGAA 

ATTTTGAAGAAAGCAGCTCACAAGTCAAAAGAGCTGGAAGGATTAATAAATACGAAAAGAAA 

GAGACTCAAGTATTTTGCAAAGTTATGGACGATGCATAATGCACAAGACCTGCAGAAGTGGA 

CAGAGGAGTTCAACATGGAAGAAACACAGACTTCTCTTCTTCATTAAAATGAAGACTACATTT 

GTGAACAAAAAATGGAGAATTAAAAATACCAACTGTACAAAATAACTCTCCAGTAACAGCCTA 

TCTTTGTGTGACATGTGAGCATAAAATTATGACCATGGTATATTCCTATTGGAAACAGAGAGG 

I I I I I CTGAAGACAGTC I 1 1 I ICAAGTTTCTGTCTTCCTAACTTTTCTACGTATAAACACTCTT 

GAATAGACTTCCACTTTGTAATTAGAAAATTTTATGGACAGTAAGTCCAGTAAAGCCTTAAGT 

GGCAGAATATMTTCCCAAGCTTTTGGAGGGTGATATAAAAATTTACTTGATATTTTTATTTGT 

TTCAGTTCAGATAATTGGCAACTGGGTGAATCTGGCAGGAATCTATCCATTGAACTAAAATAA 

TTTTATTATGCMCCAGTTTATCCACCMGAACATAAGAATTTTTTATAAGTAGAAAGAATTGG 

CCAGGCAT.GGT.GGCTCATGGGTGTAATGGGAGGAGTTTGGGAGGCCAAGGTAGGCAGATCA 

CCTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGCAAAACCCCATCTTTACTAAAAA 

TATAAAGTACATCTC 

>500 

>501 

>502 

>503 - - . • 

>504 

>505 

>506 

ACGCGGGGGTCTGCCGCGGTGGCCGGGTGCCGATTTGACAAGATCAAAGCTGCAG 
GAAAATGGACAGTGAGGTTCAGAGAGATGGAAGGATCTTGGATTTGATTGATGATGCTTGGC 
GAGAAGACAAGCTGCCTTATGAGGATGTCGCAATACCACTGAATGAGCTTCCTGAACCTGAA 
CAAGACAATGGTGGCACCACAGAATCTGTCAAAGAACAAGAAATGAAGTGGACAGACTTAGC 
CTTACAGTACTCGTCTTGGTGAGAGCGTGAGCTGCTGAGATTTGGGAGTCTGCGCTAGGCC 
CGCTTGGAGTTCTGAGCCGATGGAAGAGTTCACTCATGTTTGCACCCGCGGTGATGCGTGC 
TTTTCGCAAGAACAAGACTCTCGGCTATGGAGTCCCCATGTTGATGGATCCTGAGCTTGAAA 
AAAAACTGAAAGAGAATAAAATATCTTTAGAGTCGGAATATGAGAAAATCAAAGACTCCAAGT 
TTGATGACTGGAAGAATATTCGAGGACCCAGGCCTTGGGAAGATCCTGACCTCCTCCAAGG 
AAGAAATCCAGAAAGCCTTAAGACTAAGACAACTTGACTCTGCTGATT C I I 1 1 1 1 CCTTTTTTT 
TTTTTTTAAATAAAAATACTATTAACTGGACTTCCTAATATATACTTCTATCAAGTGGAAAGGA 
AATTCCAGGCCCATGGAAACTTGGATATGGGTAATTTGATGACAAATAATCTTCACTAAAGGT 
CATGTACAGGTTTTTATACTTCCCAGCTATTCCATCTGTGGATGAAAGTAACAATGTTGGCCA 
CGTATA1TTTACACCTCGAAATAAAAAATGTGAATACTGGCCAGACAAAAAACAAAAAAAACC 
GGGGGGGCCTCGGGAGTGTTTTAAAAGGATGAAAGGCACAGGTACANNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN NNNN NNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCCCGGTTTTTAAGGG 
GGGGTGGCCCMCCCCCAAAAGGTTTTTTATTTTGGGGGGATCCCCGGGTCCCCACCCCAA 
ATrAATTTCTTTTCCCTTTCCCGCATAAATAAATTCTTGGCCCGGGGTTTTTGGGTGGGGGAA 
GGGGNNNN 
>507 
>508 
>509 
>510 

NNNNNNNNNNGCTATGTTGCCCAAGCTTGTCTCAAACTCCTGGTCTCAAGCAATCCT 
TCTGCCCTGGCCCTCCCAAAGTTCTGGGTATTACAGGTGTGAGCCAGCACTCCTGGCCCAT 
CACAGTCTTAAAACCAAAAGTTCTGTGTCCGAGGAAAACCAGGAGTGATTGGTCACTCT ATT . 
TATGACTCATAGCACTTACAGGCTACTTCGGCAGGGACTTNGGGTACCCCTGTTCTTGGATG 
GCACATCATTATCAGCAACAGGAACAGTTTCTCTGAGCCCTGGCCCCTGGAGAATCTCTAGC 
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TTAGCTATTTTAGACTTGGGGTCAAAGAAGAGAA GCCTC TTGCCCAACTCAGCAACACCAGA 

CAGGGGCCTCATATCTTGGCTCGTGGAAAGTAGCTTTTATACCAAGCCCTCTCCTAGGGGCA 

TAGGAGCCAGCATTCCCAGTTCTGGGGACAGAAAAG GCAGGT GCCCCATTGGAGCCGAGAT 

CCTCTACCGCAGTCGTTTGAGGAGGCGGAACTGMGTTTTTTCTTAATTATCATGTGACGGG 

TTCTGGATTTAATGGGGGGAAAAGGGCGGAAAAGGACAAGGATCCAAACTGGCGA ATTTGC 

TGATCTTCGCGTCCCTCTCCGCTTTCCGGCCGGCAGCGCTGCCAGGGTATATTTCCTTTTTT 

CCGATCCTGCAACAGCCTCTTTAAACTGTTTAAATGAGAATGTCCTTGGCTCAGAGAGTACTA 

CTCACCTGGCTTTTCACACTACTCTTCTTGATCATGTTGGTGTTGAAACTGGATGAGAAAGCA 

CCTTGGAACTGGTTCCTCATATTCATTCCAGTCTGGATATTTGATACTATCCTTCTTGTCCTG 

CTGATTGTGAAAATGGCTGGGCGGTGTAAGTCTGGCTTTGACCCTCGACATGGATCACACAA 

TATTAAAAAAAAAGCCTGGTACCTCATTGCAATGTTACTTAAATTAGCCTTCTGCCTCGCACT 

CTGTGCTAAACTGGAACAGTTTACTACCATGAATCTATCC TATGTCT TCATTCCTTTATGGGC 

CTTGCTGGCTGGGGCTTTAACAGAACTCGGATATMTGTCTTTTTTGTGAGAGACTGACTTCT 

MGTACATCATCTCCTTTCTATTGCTGTTCAACAAGTTACCATTA AAGT GTTCTGAATCTGTCA 

AGCTTCMGAATACCAGAGAACTGAGGGAAAATACCAAATGTAGTTTTATACTACTTCCATAA 

AACAGGATTGGTGAATCACGGACTTCTAGTCMCC TACAG CTTAATTATTCAGCATTTGAGTT 

ATTGAGATCCTTATTATCTCTATGTAAATAAAGTTTGTTTTGGACCCC AAAAA AAAAACGAAAC 

ACAAAAAGGGGGGCGCAGAAATCAACA GGCGCA CACTTCACCACACTTTTGAAAGGCCACA 

GGAGACTTAAAACGGGCACCAAACTGTTGGACACAN 

>511 

>512 

>513 

>514 

ACTGAGGCTCGAAATACACCTGGCCTCGAAAGACCCCTGTGTCCCAAAGGAGATTT 
GAGCGGCCCCTCTTTATTTTCACTTCATAGCACAGCCAAGTGTAGCTCCGACCATAGAGGAT 
GGGTTCGTTTTCAAAGTTGTCGTAGAATGTGTCTCGATACATCCGCTCC ATCGGAT TTCTGAT 
CTGTGGATTCATGTTCAGCCTCTTAGATACGCTTGTCCCTGTCCCGCTCTTTTTTTGAAGCTC 
TGTGGTTTCACTTCCTGCTTACCCCGCGGACTTGCTTAGAACTGCCAACAGACTCTTTGGAG 
AAAAAGACGTGTGATTTCCTTCCAGACTTTAAAGAATACTGTCAGAAGTTCTATCAGGCAGAG 
CTGGAGGAGTTGTCCTTTGCTGAAGACACTGAAGAGTGCAGGAAGCATATAAATGACTGGG 
TGGCAGAGAAGACTGAAGGTAAGATTTCGGAGGT 
>515 

TTGGAGCTCCCCGCGGTGGCGGCCGGGTTATTCTTTCAGTGCCTGTAACGTCCCCC 
TTCTTTGATTGGTCAACGCTCTATTTGAAAAGCCCGCCAAGGGCTGCAATTTGCCAGATAGT 
CTCATCCGGGTTG I I 1 1 I CGAAGAGGTTCTCCCGGAATGGAAATGACCGTTATCTGCAGGAG 
TGCATCGGACTCTGGCGCCAAGAGCTGGAAGCTGTGAATTAACCGTCCCTCTTACTGCAGTT 
GTACCTCGGCCGCGACCACGTCGAGCGGCCGCCCGGGCAGGTANNNNNNNNNNNNNNNN 
NNNNNNNNNCACTAGAGGCATCTCAGGTGCCTGCCCATGGGCCACACTCTTAGAGGGGGA 
TGTAGCTCTTAAAGGAGAAACATCAGCAAAGTAATCATCATTGTTTAAAACTGAGTATCGAGT 
CTCTGGTTCTTTGACCACTTTCTTCFTCTTTTTCTTCTCTGGGA^ 

GTCTTGGTGATCATTCCX3GTGGGCGAAATTTCCCCGCCTCCACGTGAGAGCCAGCTCCGCC 

GTCCCCGCGTACCTCGACCGCCACCGCGGGGAGCTCCA 

>516 

>517 

NNGGGATTCAGCATCACTTCCAGAGATGTAACAATAGGTGGCTCAGCTCCGATCTAT 
GTGAAAAACATTCTCCCCCGGGGGGCGGCCATTCAGGATGGCCGACTTAAGGCAGGAGAC 
AGACTTATAGAGGTAMTGGAGTAGATTTAGTGGGCAAATCCCAAGAGGAAGTTGTTTCGCT 
GTTG^GMGCACCAAGATGGAAGGAACTGTGAGCCTTCTGGTCTTTCGCCAGGAAGACGCC 
TTCCACCCAAGGGAACTGAATGCAGAGCCAAGCCAGATGCAGATTCCAAAAGAAACGAAAG 
CAGAAGATGAGGATATTGTTCTTACACCTGATGGCACCAGGGAATTTCTGACATTTGAAGTC 
CCACTTAATGATTCAGGATCTGCAGGCCTTGGTGTCAGTGTCAAAGGTAACCGGTCAAAAGA 
GAACCACGCAGATTTGGGAATCTTTGTCAAGTCCATTATTAATGGAGGAGCAGCATCTAAAG 
ATGGAAGGGTTCGGGTGAATGATCAACTGATAGCAGTAAATGGAGAATCCCTGTTGGGCAA 
GACAAACCAAGATGCCATGGAAACCCTAAGAAGGTCTATGTCTACTGAAGGCAATAAACGAG 
GAATGATCCAGCXrtATTGTTGCAAGGAGM^ 

AGCCCCCCTGGACCTGAGCTGCCCATTGAAACAGCGTTGGATGATAGAGAACGAAGAATTT 
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CCCATTCCCTCTACAGTGGGATTGAGGGGCTTGATGAATCGCCCAGCAGAAATGCTGCCCT 

CAGTAGGATAATGGGTAAATACCAGCTGTCCCCTACAGTGAATATGCCCCAAGATGACACTG 

TCATTATAGAAGATGACAGGTTGCCAGTGCTTCCTCCACATCTCTCTGACCAGTCCTCTTCCA 

GCTCCCATGATGATGTGGGGTTTGTGACGGCAGATGCTGGTACTTGGGCCAAGGCTGCAAT 

CAGTGATTCAGCCGACTGCTCTTTGAGTCCAGATGTTGATCCAGTTCTTGCTTTTCAACGAG 

AAGGATTTGGACGTCAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAGATGCCAGTCAA 

TTGGATTTCGTTAAAACACGAAAATCAAAAAGCATGGATTTAGGTATAGCTGACGAGACTAAA 

CTCAATACAGTGGATGACCAGAAAGCAGGTTCTCCCAGCAGAGATGTGGGTCCTTCCCTGG 

GTCTGAAGAAGTCAAGCTCGTTGGAGAGTCTGCAGACCGCAGTTGCCGAGGTGACTTTGAA 

TGGGGATATTCCTTTCCATCGTCCACGGCCGCGGATAATCAGAGGCAGGGGATGCAATGAG 

AGCTTCAGAGCTGCCATCGACAAATCTTATGATAAACCCGCGGTAGATGATGATGATGAAGG 

CATGGAGACCTTGGAAGAAGACACAGAAGAAAG7TCAAGATCAGGGAGAGAGTCTGTATCC 

ACAGCCAGTGATCAGCCTTCCCACTCTCTGGAGAGACAAATGAATGGAAACCAAGAGAAAG 

GTGATAAGACTGATAGAAAAAAGGATAAAACTGGAAAAGAAAAGAAGAAAGATAGAGATAAG 

GAGAAGGATAAAATGAAAGCCAAGAAGGGAATGCTGAAGGGCTTGGGAGACATGTTCAGCC 

TTGCCAAACTGAAGCCCGAGAAGAGATGAACAACAAAGCGATTC AAAAC ATGTCTTGAACAG 

CACATATTGCACAGTTGTTG I 1 I I I I I I AAACAAACAATAAATTTACTTTTAATGAAAAAAAAAA 

AAAAAGGGCGGCGGCN 

>518 

>519 

>520 

>521 

NNNNNCCCCCGAGGGTTCCGATTAAGTGCACGGCACCTCGACCCCAAAAAACTTGA 
TTAGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTCGCCCTTTAACGTTGA 
GTCCCACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGG 
TCNATTCTTTTGATTTATAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGAT 
TTAACAAAAATTTAACGCGAATTTTAACAAAATATTAACGCTTACAATTTCCATTCGCCATTCA 
GGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTATTACGCCAGCTGG 
CGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACG 
ACGTTGTAAAACGACGGCCAGTGAATTGTAATACGACTCACTATAGGGCGAATTGGCCAAGT 
GAGCTCGAATTGCGGCCGCATGCATAAGCTTGCTCGAGTCTAAAGTCGACTGGGCCGAGGC 
GGCCGACATG I II I I I I I I IGCGGCCGCI 1 1 1 1 1 I I 1 1 I I I I I 1 1 I I I I I I I GCAAGCGACGCT 
CAGACAGGCGTAGCCCCGGGAGGAACCCGGGGCCGCAAGTGCGTTCGAAGTGTCGATGAT 
CAATGTGTCCTGCAATTCACATTAATTCTCGCAGCTAGCTGCGTTCTTCATCGACGCACGAG 
CCGAGTGATCCACCGCTAAGAGTCCCCCTTCTGTCGTCTTCTCGCAGCCGTACCACACGGC 
GGGCGTCCCGAGACNAAGGGNTTCGATGGACAAGAGACCCAAGCATAGAANNNNN 
>522 
>523 

NACGCGGGGAAGTGAGAGGAACCGAGAGTAAGAGAAAGAAAGAAGTGAGGGGATG 
TAAACTCGAATAAATTTCAAAGTGCCTCCGAGGGATGCAACGGGCAAAAACTGAACTGTTCA 
GGCTTCAGATTGTAACTGACGATCTGAGGAAAAATGAGGTTTGTGTGATTTTGCTAAAATGCA 
TCACCAACAGCGAATGGCTGCCTTAGGGACGGACAAAGAGCTGAGTGATTTACTGGATTTCA 
GTGCGATGTTTTCACCTCCTGTGAGCAGTGGGAAAAATGGACCAACTTCTTTGGCAAGTGGA 
CATTTTACTGGCTCAAATGTAGAAGACAGAAGTAGCTCAGGGTCCTGGGGGAATGGAGGAC 
ATCCAAGCXXX3TCCAGGAACTATGGAGATGGGACTCCCTATGACCACATGACCAGCAGGGA 
CCTTGGGTCACATGACAATCTCTCTCCACCTTTTGTCAATTCCAGAATACAAAGTAAAACAGA 
AAGGGGCTCATACTCATCTTATGGGAGAGAATCAAACTTACAGGGTTGCCACCAGGAATTGG 
CGTGATTCCTCACAGACACAAAGATTTCCTCTGCTGAGTAAGCGTGAGGCCCCTTAACTTGT 
GAAAGCATCATCCAGACCGTGTGAGTCTGTCTGTGTATGTGCAGAACACAGACCCTCCTTTC 
TCCG7TTGTGGGGAATACTTCCCTCGGGTGAAACTGAAGTTAAI I II 1 1 1 1 1 1 1 I ICCAAACA 
CAAGCAGAGTCTCCTTGGAGGTGACATGGATATGGGCAACCCAGGAACCCTTTCGCCCACC 
AAACXDTGGTTCCCAGTACTATCAGTATTCTAGCMTMTCCCCGAAGGAGGCCTCTTCACAG 
TAGTGCCATGGAGGTACAGACAAAGAAAGTTCGAAAAGTTCGTCCAGGTTTGCCATCTTCAG 
TCTATGCTCCATCAGCAAGCACTGCCGACTACAATAGGGAGTCGCCAGGCTATCCTTCCTCC . 
AAACCAGCMCCAGCACTTTCCCTAGCTCCTTCTTCATGCAAGATGGCCATCACAGCAGTGA 
CCCTTGGAGCTCCTCCAGTGGGATGAATCAGCCTGGCTATGCAGGAATGTTGGGCAACTCT 
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TCTCATATTCCACAGTCCAGCAGCTACTGTAGCCTGCATCCACATGAACGTTTGAGCTATCC 

ATCACACTCCTCAGCAGACATCAATTCCAGTCTTCCTTCCGATGTCCACTTTCCATCGGAGT 

GGTACAAACCATTACAGCACCTCTTCCTGTACGCCTTCTGGCAACGGGACAGACATATAATG 

GCAAATAGAGGAAGCGGGGCAGCCGGCAGCTCCCAGACTGGAGATGCTCTGGGGAAAGCA 

CTTGCTTCGCAAAGCCGAATTGAAGATCGTTTAGAAAGACTGGATGATGCTATTCATGTTCTC 

CGGAACCATGCAGTGGGCCCATCCACAGCTATGCCTGGTGGTCATGGGGACATGCATGGAA 

TCA7TGGACCTTCTCATAATGGAGCCATGGGTGGTCTGGGCTCAGGGTATGGAACCGGCCT 

TCTTTCAGCCAACAGACATTCACTCATGGTGGGGACCCATCGTGAAGATGGCGTGGCCCTG 

AGAGGCAGCCATTCTCTTCTGCCAAACCAGGTTCCGGTTCCACAGCTTCCTGTCCAGTCTGC 

GACTTCCCCTGACCTGAACCCACCCCAGGACCCTTACAGAGGCATGCCACCAGGACTACAG 

GGGCAGAGTGTCTCCTCTGGCAGCTCTGAGATCAAATCCGATNACGAGGGTGATGAGAACC 

TGCAAGACACGAAATCTTCGGAGGACAAGAAATTAGATGACGACAAGNAGGATATCAAATCA 

ATTACTAGGTCAAGNTCTAGCAATAATGACGATGAGGACCCCCTCCCCGCTTCCCTGCCTCA 

CCCTCAATAAATAAATTAATTGTTGTCANNN 

>524 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACGCGGGGCTCTTGAGGAGTGAGACT 
GCAGGAGATGTGGGCCGTGCCAAAGTGATGGCTGACACTGTGGCTCAGTTCATCAAGAGGA 
CCATCTIG^GATCCCCATGAGTGAAGTGACAAGAATGGTGAAGGG&TGGGATTTT^ 
GAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACTTGAT 
CCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAGACATCATTTGTA 
AGTGCTGGAGTGCAGTAACGCCATCTCAGCTCACCGCGACCTCTGCCTCCTGGATTCAAGT 
GATTCTCCAACCTCAGCCTCCCGAGTAGCTGGGACTATAGCAGTGCACCACCATATATGCAA 
TTTCATCAGCACCAGAAAGTTTGGGATGTTTTTCAGATGAGTAAAGGGCCAGGTGAAGATGT 
TGACCTTTTTGATATGAAACAATTTAAAAATTCGTTCAAGAAAATTCTTCAGAGAGCATTAAAA 
AATGTGACAGTCAGCTTCAGAGAAACTGAGGAGAATGCAGTCTGGATTCGAATTGCCTGGG 
GAACACAGTACACAAAGCCAAACCAGTACAAACCTACCTACGTGGTGTACTACTCCCAGACT 
CCGTACGCCTTCACGTCCTCCTCCATGCTGAGGCGCAATACACCGCTTCTGGGTCAGGCGC 
TGACAATTGCTAGCAAACACCATCAGATTGTGAAAATGGACCTGAGAAGTCGGTATCTGGAC 
TCTCTTAAGGCTATTGTTTATAAACAGTATAATCAGACCTTTGAAACTCACAACTCTACGACAC 
CTCTACAGGAAAGAAGCCTGGACTAGATATAAATATGGATTCAAGGATCATTCATGAAAACAT 
AATAGAAAAAGAGAGAGTCCAAACGAATAACTCAAGAACACATTTGGAGATTATCCTCAACCA 
CAACTAGGAATTGCACAATATAAGCTTGAAACGAAATTCAAAAGTGGTTGAAATGGGAGCAT; 
CTTGGCTGAGAGGAAAGAACCCCTCCGATGCCTAATAAAGTTCTCTAGCCCACATCTTCTGG 
AAGCATTGAAATCCTTAGCACCAGC GGGTA TTGCAGATGCTCCACTTTCTCCACTGCTCACT 
TGCATACCCAACAAGAGAATGAATTATTTTAAAGATTAGAGATAAATAAGACGTGCGTGGTTT 
CTTAAGCACAGCTCCTCCTTCTTGATATTGCACATGCACTTCAGTTCATGGCTAGCTGTATAG 
CTTCCGTCTGTAAACTTGTATTTTCAAGAATCCTTGGTATTGAATTTTTAGAAATGCTCACATA 
ATTGTTGGGACTGATTCATTCCTCCACGATATGCCTCCTCTCTCTGATATCTGCTAACTGTAG 
CCGTGTGGCATTTGAGATGAGAGGACATATTTATATATGGCCCACACTTGACTTGAGTGCTG 
AATGCTCTGAAAGCAAGCATATGGCACAGCGCTCAAGAACTGGCGTGGGGGCCTTACCATG 
GGGACCGCCCAGTCGGGAAGGGCGGGCAAGGGGGGTCCCGGATAGAGCCCAACGCTGGA 
CGGGAAAGCACCGGGAAACCACCCAACGTGCAACCACCAAGGCCTCCACGGGGGGCGCC 
CCGAGGGGGGAGAGGGCGTGGGGAACAACAGGTGGGACACCCACACAAGACCCACAAATC 
AAGACAACACGGCGAGAACAACAAGGNNN 
>525 
>526 
>527 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTG 1 1 I 1 1 CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGlTTTrAGATTCCGTACCTTTGATTMGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCMTTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
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GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAA TCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGT7TCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGC TGCT CTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GT-CGGCATCMAGAGGTGATGAAATGGGTCGGGGTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>528 

>529 

>530 

NAGTCGACCCACGCGTCCGATTTCATCCTGTTGCCCCTCCGAAATCTATTGCTTTAG 
ATTCAGAGCCCAAGCCTCTCATTGATGTGAGTGTCATCACAAGATTTAATGAGTACAGTAAAG 
TCTTACAGTTCAAGTATTTTATGGTCCTCATTCAGGAAATGGCCTTAAAAATTGATCAAGGGT 
TTCTAGGAGCTATTATTGCACTGTTTACCCCAACAACAGACCCTGAAGCTGAAAGAAGACGG 
ACAAAGTTAATCCAGCAAGATATTGATGCTCTAAATGCAGAATTAATGGAGACTTCAATGACT 
GATATGTCAATTCTTAGTTTCTTTGAACATTTCCATATTTCTCCTGTGAAGTTGCATTTGAGTT 
TGTCTTTGGGTTCCGGAGGTGAAGAATCAGACAAAGAAAAACAGGAAATGTTTGCAGTTCAT 
TCTGTCAACTTGCTGTTGAAAAGCATAGGTGCTACTCTGACTGATGTGGATGACCTTATATTC 
AAACTTGCTTATTATGAAATTCGATATCAGTTCTACAAGAGAGATCAGCTTATATGGAGTGTT 
GTTAGGCATTACAGTGAACAGTTCTTGAAACAGATGTATGTCCTTGTATTGGGGTTAGATGTA 
CTTGGAAACCCATTTGGATTAATTAGAGGTCTGTCTGAAGGAGTTGAAGCTTTATTCTATGAA 
CCCTTCCAGGGTGCTGTTCAAGGCCCTGAAGAATTTGCAGAGGGGTTAGTGATTGGAGTGA 
GAAGCCTCTTTGGACACACAGTAGGTGGTGCAGCAGGAGTTGTATCTCGAATCACCGGTTC 
TGTTGGGAAAGGTTTGGCAGCAATTACAATGGACAAGGAATATCAGCAAAAAAGAAGAGAAG 
AGTTGAGTCGACAGCCCAGAGATTTTGGAGACAGCCTGGCCAGAGGAGGAAAGGGCTTTCT 
GCGAGGAGTTGTTGGTGGAGTGACTGGAATAATAACAAAACCTGTGGAAGGTGCCAAAAAG 
GAAGGAGCTGCTGGATTCTTTAAAGGAATTGGAAAAGGGCTTGTGGGTGCTGTGGCCCGTC 
CAACTGGTGGAATCGTAGATATGGCCAGTAGTACCTTCCAAGGCATTCAGAGGGCAGCAGA 
ATCAACTGAGGAAGTATCTAGCCTCCGTCCCCCTCGCCTGATCCATGAAGATGGCATCATTC 
GTCCTTATGACAGACAGGAATCTGAGGGCTCTGACTTACTTGAGAATCATATCAAAAAGTTG 
GAAGGAGAGACTTACCGATACCACTGTGCTATTCCTGGAAGCAAGAAGACAATCCTTATGGT 
TACAAATAGGCGAGTGTTGTGTATAAAGGAAGTTGAAATCCTGGGCCTTATGTGTGTAGACT 
GGCAATGTCCATTTGMGATTTTGTATTTCCTCCTAGTGTCAGTGAAMTGTGCTAAAAATTT 
CAGTTAAGGAACAGGGTCTGTTCCACAAAAAAGACAGTGCCAATCAAGGCTGTGTTCGAAAA 
GTTTACCTGAAGGACACCGCCACAGCAGAGAGAGCATGTAATGCCATTGAGGATGCACAGT 
CAACGAGACAGCAGCAAAAATTGATGAAGCAGTCATCAGTGAGACTTCTCAGACCCCAATTG 
CCATCTtAATCACAGACCTCAGGGGCTCCAACAGGGAGAAAAAACAATCACTGGTCTTGTCT 
ATMGfCACTCTGCTTTATCTTGCTAAAGACAATTmCMGCAATCCTTrAGTm 
GGAATAGCTAGTATTGGGTTTTCTAG I I I I 1 I C ACCTTTTAGTTTTTACTCTAATTTTGTAACCA 
TGTATATGCTAGCAGTCCACTTCTACGCCACCACCCAAATGGGTCAGACCCTTGAAGAAACG 
TCACTTCAAACTCAGAATGAAATTTTCATTAATATTAAAATTGTGAAGCAAAGGTCAATAGGCT 
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TATATTTAATTAAAGCCTTACTGMGAATAAGAAATGAGCTTAGAATGACTAGTGTTCTTTGAA 

AGG U 1 I I I I A 1 I U I G1 1 I M I 1 GGGGI I I I I 1 I I I I I i I I I GAGACCGAGTCTTGCTCTGTCG 

CCCAGGCTGGAATGCAGTGGTGCGATCTTGGCTCACTGCAATCTCTGCCTCTCGGGTTCAA 

GCGGTTCTACTGCCTCAGCCTCCTGAGTAGCTAGGATTACAGGTGTGTGCCACCACGCCTG 

GGTAAI H I 1 I 1 I I I II I 1 GTA1 I I I 1 AGTAGAGATGAGTTTCACCATGTTGGTCAGTCTAGTC 

TCGAACTCCTGACCTTGTGATCCGCATGCCTCAGCCTCCCAAAGTGCTGGGATTACA GGCA T 

GAGCCACCACGGCCCGCCAAAAGGCTTTAACCCATGAACAAATGTTGGATCCTGACATTTTG 

TTTAAGAGTGATTTGTTCAATAATTGAACTGAGTTAACATTCTTG GTAA ACCAGGTAATTGAAT 

GAAGAAAGGTCACTAAAGGGAGAAATGACATGTTTTCTATTTTCTTTTCATGAAAACACTGTT 

TTTCCCCCTAATAAAGCATATTTTACTTTGGTGCTTATTTTTCCTC 

AATCTGGACAATCAAACCTTAAAATAGCTACACTCTGCCCTCTGTAATGTAGCATTCATAAAA 

ATTTGGAAGTATTTACATCCTCTTTCAAGATGAGCTTATATGACACAATTATTATT TGCTG ATA 

CATGAAAATACTGCACTTTAAGTTTCTCAAGACTCTGAAATATGTAAAATTCAATATTTTTATAT 

TCCCAGAAATTGTTTCTTACAGGTTGAAAGTCTTTTAAGGGCATCACMATTAACATTT ACTCC 

TAATGCACGCCTAGAATGTATTTTAMTACTTACTAAGAAGAATGMAATTCTTTGGTTGTTTT 

ATATATAAATAAGGCATATATAATGACACTGTGTTCTGTGAGGGAGCAGGCCCTGTGAGAAT 

CAATTCAGGACAGTAI I I ! I I I I IGTCCTTTCTCCATCCTTGATCAGAGATAAACTATTAAAAC 

TTTAAAAAATACTCAAAAATATGT AAGTT TTT^ 

ACATAACAACATTTATTTCAMTCACTGMTTCATGGAGATGTGGACACGCTTGGTTTGCTCT 

ATTTTTGTTTATGTGTGATAGTGGTTCTGTCATCATCATTCATGTTTTTTAAGGCCTGGTCATA 

AAACTTTAAATTTTACTAGTGTTACTTAATGTATATTCTAAAA AGAGAAT GCAGTAACTAATGC 

CCTAAATGTTTGATCTCTGTTTGTCATTACTTTTTCAAAATTATTTTTT^ 

TATAAAACTTCTTGCTTAAATTGAATTTCTATATT AGTG GT TAATTG CAGT7TATTAAAGGGAT 

CATTATCAGTAATTTCATAGCAACTGTTCTAGTGTTTTGTGTTTTTAAAACAGAATTAGGAA 

TGAGATATCTGATTATATTTTTCATATGAATCACAGCTGTTGACAATGTCCCATATATTTAAGA 

AATTATATCATACTGATACTATTTGTAACATTTTGATTTGATTTAATCTCCAGGGACAGAAATA 

ATTCATTGGTAAAGTGTAATAATGCGTTTTTTAAAAATGCTTTGAGAGGTAATTACTTGCATAT 

GAGAGAAATAAAACATTTGGCACATTGTTTACAGGTGAAAAAAAAAAAAAAAAAAAAAAAAAG 

GNCGGCCCGCTNTAGAGGATCCAAGCTTACNTAC GCGNGCA NNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNGGGGGGGCCCTTAMTTTTTTTAAAAAAAAAACCTCCCACAC 

CTCCCCTGTGCCCNNNNNNNNNNNNNN 

>531 

>532 

NNNNNNNNNNNNNNNNNNNNNNNNCAGCTTCATTTCCATTTTTGGAGTGTGAGAGT 
TTTTTATTCAATTTGTGAAGGACAGTTTTAGAACAAAATGTTAGTAACACT^ 
TTTGTTCATTTGACATTTTATCTGCACCAATTTTTATTACAAAAATCAAAAAAGTAAAAAT^ 
TACAATATTTGCAGAGTATMCCACTAGTTGCCTAGACAAAAGCTAATTTCTACAAAATCAAAA 
ACTTAATGCAGTTTTATTAAGAGAGTCAAAATTCTCTCAGTTAACTGGATATACATAGTGGTAT 
ATATCTTAAAGCAGAAAACCCCAAAAAACAAAAACAAGGA AAAA AGAAAATACATGTCAACAG 
TCAGTTAAATATTTTGACCTGACAGTTTCTACAAATAGTGATTTTCACTACATATAAAGGAATC 
TGTTACATGTGGTAAAACTTCCAGAGACCAAGTAGGAAGTGTGGAATAAAAACAATAAATCCA 
AACGCAGCCCCAGGCTGGGCCTGTTTTCCATGAAGCCCAAGGCAGTGATCTTCATCATTAA 
GGAGGGACCACTGTGTCCACAACTAAAACCTTCAACCACATGGTGATCTGCAAAGCTTCATT 
GAAAAAGACAAACATTCTCTTCTTCACACAAATCACTGCAGAAATCTTTGTAAGGCTG TACCT 
TGCATAGGGAAATAGCTGTGTTCCGTCAAATTCTACAGAAAAGAGTGGAAGCAAGCCTTTTT 
AAAATGATG(XCATGTGCAMGAGATAAATTACCAGGCACCTGATTTACX5ACC(X)AATTTATC 
TTGATCATATAATCTTTTAACAAAAAGAAAAATGGCAATATCTGGTGACAGTATTAAAAAGACA 
ATGTTGAGATTGGCATCAGAAAAACTCCAAAAGTGCACCTTATAAAAAGGACACCTCACTGTA 
GAAACATCTATGCACTTAGTAAGCCCTACTCATGCACAAACAAGCAGTTGCTGGGAACTTGT 
CGAAGTTTACTTTTTCAGAAAGTTGAAGTATATAAAAAAAGTACAAGTTGTGACATTCGTTCAA 
GTTGCTGCTACATGGGTATTCTGAGCTGGCTACCAGGAAGGACTCCTGCGTTTCCGAGAGC 
CAGGTCAGCGTCTCTAGGAGCCGTGGTGCAGGTGCATGGTGCCCAGCACGGCACTGTCGT 
ACCGCTCCTGCACCTTCACGGACTTGGMTGCTCGACCACACTGTTCAGTTCTGGGATGCTT 
TCAGCAGTGTCCCCAMCCCG^ 

CCAGGAAGGCCTACTGGCTATGCAGCTACTTGGACTCC^GTTCAGGTGCAGAGAACCGCAC 
AACTCAGGGTTAGCTCTCAGGGTCTTCTCTGGCTCCTCAGTCCCACTAATGCAGAGAGAACC 
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CTGGCTACTCGGAAACGGCTGTCCTGGGGCTAATCCACTGCTAATTCCGTTAGTTCCTGTCA 

AGCACTGGCCATTCCTGCTTTCCATCCCACTGAGCGGGGTCGTGGAGGGGAAGTCCAAATG 

TCCATTGATGACACATCCATTTGTCMTGTATTCGATACGGAGCTACTGTTTTTCATATCTGTT 

ACAACAGCAAACTCCCTATCAACGTGCATTTTGTCAGCATCGTCTTCTGTGTCGCCATTCGT 

GAGTGGCACGGCAGAATCCAAGCTTTGAGCTTCAGTTCTAGCTTTCTTTACTCCAAAGTCTT 

CTGAGTCCTCCAAGCATCTCTTTCGATTTGTTCCCACACTAATATGATTAGGAAATACATTCT 

GATGACCCCCATTTAAGATGCCATTGTTATAGAAATGGTTCAGATGACAATTCTGGAGGTTCA 

AGAGAGACTGGGCACACTCTTGGAAACCCTGGGTTTGTGCAATGTCTGCTGCTGTCAGGCC 

ACTGGCATTTCTCAGGTCGACGTGAGCCCCATTCGCCACAAGGGCACTGATGCATTCTAGG 

CTCCCAGAGCGAGCTGCCTTGTGAATGGGAGTTTCACCCTCACAATCCGGTTTGTTAATGTT 

GGCTCCTGCTTGAATCAGCCAGACCAGGCACTGAGGATGTCCCCCAAAGGCTGCAATGTGG 

GCTGGCGTCTGCGCGTACCGTGTGGTGGAGACGTTGAGTGTGGCTCCCGCTCTCACCAACT 

GCACTAAGCACTCCAACTTGCCGAAATGCGCGGCCCAGTGCACGGGCGTCCAGCCATAGAA 

GGAGTCCTCAGAGGCCAGGTGGGCGTGGGGTGTCTGCTGCAGCAGCGAGCAGAGCGTGG 

CCAGGTCCCCGTCGCGGCAGGCGCGGTGCAGCGGGAAACGGAGCGAGAGCAGCTCCTCG 

CTGGAGAAGCCCGCCTCTACGCCCGCGCCCGCTCCCGCCGCCGACATGGTCCGTCACCGG 

AGAGCGCGGGGCTCGCTGGCCTAGAGGACGCGTCGGGGAGGACTCGAGAAGCCGCCGCC 

GCAGCACAAAGGAACGAGACTAGCGGGGCGGTGGGGTCGGAGAGGCTGCCGAGCGGAGC 

GCGNNN 

>533 

>534 

NNNNGCTCAACCTTGAAGACCCACAGCGGCCCACACACAGTCATTCAAACAGCCGT 
CCTGTACTCACATCTCTGCAGATGAAAAAGCAGCTGAAAGGAGTCGAAAGGCTCCACCAATT 
CCTCTAAAACTGAAGCCTGATTACTGGAGTGACAAACTACAGAAAGAAGCAGAAGCGTTTGC 
TTATTATCGCCGGACACACACTGCCAATGAGCGGCGGCGGCGTGGTGAAATGAGGGATCTC 
TTTGAGAMTTAAAGATCACATTGGGATTACTTCATTCTTCCAAGGTTTCCAAAAGTCTCATTC 
TTACTCGAGCCTTCAGTGAAATTCAGGGACTAACAGATCAGGCAGACAAATTGATAGGACAG 
AAAAATCTCCTGACTCGAAAACGGAATATTCTGATACGGAAAGTATCGTCTCTTTCAGGTAAG 
ACAGAAGAAGTGGTCCTGAAGAAGCTAGAGTATATTTATGCAAAACAGCAAGCACTAGAGGC 
ACGAAAAAAATG AG GG AACTAAATAACGN 
>535 
>536 
>537 
>538 

NCGGGCCGGGGGTGAATCGGCCGAGGGAGGGACTGGCAGTCCCCTCCTCCGCGC 
CGGCCCAACCCTGTCGCTGCCGCCGCGCTCCGAGTCCCCATTCCCGAGCTGCCGCTGTTG 
TCGCTCGCTCAGCGTCTCCCTCTCGGCCGCCCTCTCCTCGGGACGATGGCGCGCGGTGGC 
CGCGGCCGCCGCCTGGGGTTAGCCCTGGGGCTGCTGCTGGCGCTGGTGCTGGCGCCGCG 
GGTTCTGCGGGCCAAGCCCACGGTGCGCAAAGAGCGCGTGGTGCGGCCCGACTCGGAGC 
TGGGCGAGCGGCCCCCTGAGGACAACCAGAGCTTCCAGTACGACCACGAGGCCTTCCTGG 
GCAAGGAGGACTCCAAGACCTTCGACCAGCTCACCCCGGACGAGAGCAAGGAGAGGCTAG 
GGAAGATTGTTGATCGAATCGACAATGATGGGGATGGCTTTGTCACTACTGAGGAGCTGAAA 
ACCTGGATCAAACGGGTGCAGAAAAGATACATCTTTGATAATGTCGCCAAAGTCTGGAAGGA 
TTATGATAGGGACAAGGATGATAAAATTTCCTGGGAAGAATACAAACAAGCCACCTATGGTT 
ACTACCTAGGAAACCCCGCAGAGTTTCATGATTCTTCAGATCATCACACCTTTAAAAAGATGC 
TGCCACGTGATGAGAGAAGATTCAAAGCTGCAGACCTCAATGGTGACCTGACAGCTACTCG 
GGAGGAGTTCACTGCCTTTCTGCATCCTGMGAGTTTGAACATATGAAGGAAATTGTGGTTT 
TGGAAACCCTGGAGGACATCGACAAGAACGGGGATGGGTTTGTGGATCAGGATGAGTATAT 
TGCGGATATGTTTTCCCATGAGGAGAATGGCCCTGAGCCAGACTGGGTTTTATCAGAACGG 
GAGCAGTTTAACGAATTCCGGGATCTGAACAAGGACGGGAAGTTAGACAAAGATGAGATTC 
GCCACTGGATCCTCCCTCAAGATTATGATCATGCACAGGCTGAGGCCAGGCATCTGGTATAT 
GAATCAGACAAAAACAAGGATGAGAAGCTAACTAAAGAGGAAATATTGGAGAACTGGAACAT 
GTTTGTTGGAAGCCMGCTACCMTTACGGGGMGATCTCACAAAAMTCATGATGAGCTTT 
GATAGACAGTCACCAGMTATGGCAGACTGTCATAGGCATTCTGTTATTGTCTTGGATTGTTG 
CtACMTTGTCTMTTTACAGCAGTTGTGATCCCACAAAAAGCAAGTTTATACCTCAGATTGG 
GGTATAAAAATTGTTTTTCGCTCAGTATTTACTGGAAAATGGACATCACTAGTCTTTCAGTAA 
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GATTTCTCTCAAAACACGTGAAAACCTTGGTAAATTGCAATTCTTTCTGGGGATATATTGGTA 

CAACATGACTTAAAACI I I I I I I I I I CTATTAAAACTTAAAGGGGAACAAAACTTGAAAAAGCC 

CTGTTCTTCAGAAGGTGAGTGGGTTGAGGGAGGCAGTAATATGAAGTGACTGCTGTGTATTT 

TAACTACCAGATTTTTTATATTTGCCACTGTTAAATAGTTGGAAAGGGGAAATTCTGATTAAGC 

GAAAGTGGTATCATCCTAGGTAAGCTTATTTCAGAACAAGTCTAATATTTCAGATTCTT TCTT T 

TCGACTTTATACTCTGAGTTATTACTTACTGTAAGTGGTGTATATGAAACCTCCATGCATTTTC 

CAGTATGGATCTGCTAATATGCACAGTAAATCCATGTCTTTGTTTGTTTTTCTATTAAAAAGCA 

ATCAAGAAAGATAATGTGAAAAAGAAAGGAATTTAGAGGTAGGGAAAAGATGAATGTCAGAC 

ATTTGAAGAACTATAGTAAAATGATAAACACTAAATATACTTGAGAAAACTTTCTTAATATGCC 

AATGAGGTAGGCCTGATCTTTGAAATAGTGAATAGGAATACAATGCATTTCCTCAGTGATCAC 

TGATTAGAATGAGTTGGTGGGATCCTTGGGAAGCCAAACGGAGCGGAGTTCTGGATCATGT 

CCCATCCAGTCCAGTGAATCCACGACCCGCAGACCTGCCCCCCCGCAACAGCTTATACCAT 

GGAATGAGGACAAGGTGATACTCTGAGCTGTGGACTGAACTGGCAGACACAACCTGTACAG 

ATTGAAATTTCACCTTGTAAGGAGGAAGTGAATGAAATAAAGGATCCCCCTAAGGAATTAAAA 

AAAAAAAAAAAAAAAAAAAAAAACCAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAACTTGGG 

GGGGGGCCCGGCACCCAATTCGCCCTATAGTGAGTCGTTTTAACAATCAACTGGCCGCCGG 

TTTAACAACGNN 

>539 

>540 

>541 

NNNNNNNNNNNCCAGCGCGGGGGCCGAGAGAAGCAGTAGTCAATAAAGAGAGTGC 
CGTATTTCGCAGATTGGAGCTGAGCTGTGGCTACCAGAAGATAGCGAACGAATGGAAACTG 
AAAGTGGAAATCAGGAAAAGGTAATGGAAGAAGAAAGCACTGAAAAGAAAAAAGAAGTTGAA 
AAAAAGAAACGGTCACGAGTTAAACAGATGTTGATATATCACTACTTGTGTCTTTTAAC 
>542 

NNNNNCGCCGGCAATCGAGTGGCTTCCTGGCCATGGAGAGGAGATCTGGACCCGA 
GGACGCCAGGGACTCCTCTCCGTCTCCCTGGACCGCTGTGTAGGCACCTGAGTTAACGGAC 
GCTAAGCGGGGTAGGGGAAGTAACAGTGTATCATGTATGCCACTGATTCCAGGGGACACTC 
CCCTGCTTTCCTCCAACCTCAGAATGGAAATAGTCGTCACCCATCTGGCTATGTTCCAGGGA 
AGGTTGTCCCATTGCGTCCCCCTCCTCCTCCAAAGAGTCAAGCTTCAGCCAAATTTACCTCC 
ATCAGACGAGAAGACCGGGCAACCTTCGCATTCTCACCTGAAGAACAGCAAGCCCAGAGAG 
AAAGTCAAAAGCAAAAGAGACACAAAAATACTTTCATTTGTTTTGCTATTACTAGTTTCTCATT 
TTTTATTGCACTTGCAATCATTTTAGGAATATCCTCAAAATATGCTCCAGATGAAAATTGCCCA 
GATCAAAATCCTCGTCTCAGGAATTGGGATCCAGGACAAGATTCTGCAAAGCAAGTTGTTAT 
CAAGGAGGGAGATATGCTCCGTCTGACCTCAGACGCCACCGTGCATTCTATAGTCATTCAG 
GATGGAGGACTGCTTGTATTTGGGGACAATAAAGATGGATCCAGAAATATTACTTTGAGGAC 
TCATTACATCCTGATCCAGGATGGTGGGGCGCTTCATATTGGAGCAGAAAAATGCCGCTATA 
AATCCAAAGCGACAATTACCTTGTATGGCAAGTCAGATGAAGGTGAAAGTATGCCAACATTT 
GGCAAAAAGTTTATTGGTGTGGAAGCTGGCGGGACACTGGAGTTACATGGGGCACGGAAG 
GCATCGTGGACGTTGTTGGCAAGGACCCTGAATTCCTCAGGCTTGCCCTTTGGGTCCTATAC 
CTTTGAAMGGACTTTTCCCGGGGCCTCAATGTGAGGGTCATTGACCAAGACACGGCCAAA 
ATTTTGGAAAGTGAGAGATTTGATACCCATGAATACCGCAATGAGAGCAGGCGGCTTCAGGA 
GTTTCTGAGATTCCAGGATCCAGGTCGGATTGTTGCCATAGCTGTCGGGGATTCAGCCGCT 
AAAAGTCTCTTACAAGGAACCATCCAGATGATCCAGGAACGGTTGGGAAGTGAACTGATCCA 
AGGACTGGGCTACAGGCAAGCTTGGGCTTTAGTTGGTGTCATTGATGGTGGAAGCACTTCTT 
GCAATGAATCCGTGAGAAACTATGAAAATCATAGCAGTGGCGGGAAGGCTCTTGCCCAAAG 
AGMTTTTATACTGTGGATGGCCAGAAGTTCTCTGTGACAGCTTATAGTGAATGGATTGAAG 
GCX3TTTCTCTTTCAGGATTCCGGGTAGAGGTTGTAGATGGAGTGAAGCTAAATTTGCTAGAT 
GATGTTAGTAGTTGGAAACCTGGAGACCAGATTGTGGTCGCAAGCACAGACTATTCCATGTA 
CCAAGCAGAGGAGTTCACTCTTCTTCCCTGTTCTGAATGCAGCCATTTTCAGGTCAAAGTCA 
AAGAAACCCCTCAGTTCCTGCACATGGGTGAGATCATAGACGGTGTAGACATGAGAGCTGA 
GGTTGGAATTCTTACCCGGAATATTGTGATCCAAGGAGAAGTGGAGGACTCATGCTACGCA 
GAAAATCAGTGCCMlTTTTTGATTATGATACCTTTGGGGGACACATTATGATAAtGAAAAATT 
iTACTTCAGTCCATCTTTCTTATGTGGAATTGAAACACATGGGTCAGCAGCAGATGGGGCGA 
TACCCTGTTCATTTTCACCTGTGTGGTGACGTGGATTATAAAGGAGGATACAGACATGCAAC 
ATTTGTGGACGGCCTGTCTATTCATCACAGCTTCTCAAGGTGCATCACTGTGCATGGGACAA 
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ATGGCTTGCTAATAAAAGACACCATTGGGTTTGACACACTAGGTCATTGTTTCTTTTTGGAAG 

ATGGTATTGAACAGAGGAATACTTTGTTCCACAATCTGGGACTCCTCACCAAGCCGGGTACT 

CTCCTGCCCACCGATAGGAACAACTCCATGTGTACCACCATGCGAGATAAAGTGTTTGGAAA 

TTACATTCCTGTGCCTGCTACTGACTGTATGGCTGTTTCAACTTTCTGGATTGCTCATCCCAA 

CAATAATCTGATTAATAATGCAGCTGCAGGCTCACAGGATGCTGGAATATGGTATTTATTCCA 

CAAGGAACCAACTGGGGAATCCAGTGGATTGCA GCTC TTGGCAAAACCAGAACTCACTCCA 

TTGGGTATATTTTATAACAACAGGGTCCATTCAAATTTTAAGGCTGGCTTATTTATTGACAAAG 

GTGTCAAAACAACCAACTCTAGTGCTGCTGACCCAAGGGAATACCTCTGTTTGGACAATAGT 

GCAAGATTTCGACCTCATCAGGATGCAAACCCCGAAAAACCACGTGTTGCTGCTCTAATTGA 

CAGGCTCATTGCTTTTAAAAATAATGATAATGGAGCTTGGGTCAGAGGAGGAGATATTATCG 

TTCAAAATTCAGCATTTGCAGATAATGGAATAGGACTGACCTTTGCCAGTGATGGAAGCTTC 

CCAAGTGATGAAGGTTCCAGCCAAGAGGTATCTGAATCTCTCTTTGTTGGGGAGAGCAGGA 

ATTACGGCTTTCAGGGTGGTCAGAACAAGTATGTAGGCACTGGAGGAATAGACCAGAAGCC 

TCGAACAtTACCCAGGAACAGGACGTTCCCAATTAGAGGCTTTCAGATTTATGATGGGCCCA 

TTCATCTCACAAGGAGCACTTTCAAAAAATATGTGCCAACTCCAGATAGGTACAGCAGTGCA 

ATTGGCTTCCTCATGAAGAATTCCTGGCAGATAACCCCCAGGAATAATATCTCCCTCGTGAA 

GTTTGGTCCACATGTCTCTCTGAATGTC I I I I 1 1 GGAAAGCCTGGTCCCTGGTTTGAAGATTG 

TGAGATGGATGGTGATAAGAAGTCGATATTGGATGAGATTGATGGGTGTGTGACAGGATACA 

AGGATGCTTATGTGGGAAGAATGGACAACTACCTGATCCGCCATCCAAGCTGTGTAAATGTG 

TCTAAGTGGAATGCAGTGATCTGCAGTGGGACCTATGCACAGGTCTATGTACAGACATGGA 

GCACTCAGAATCTTTCTATGACCATTACACGAGATGAGTATCCGTCCAACCCTATGGTGCTC 

CGAGGTATTAATCAGAAGGCTGCCTTTCCACAGTACCAGCCTGTCGTCATGCTGGAGAAGG 

GTTATACCATCCACTGGAATGGGCCGGCACCACGGACTACATTTCTATA CCTCG TCAACTTC 

AACAAGAATGACTGGATTCGAGTTGGCCTTTGCTATCCATCAAACACAAGTTTTCAAGTTACC 

TTTGGCTATTTGCAGCGGCAGAATGGCTCATTATCCAAAATCGAA GAAT ATGAGCCTGTGCA 

TTCACTGGAAGAACTGCAAAGAAAGCAATCCGAGAGGAAATTCTATTTTGACTCCAGCACGG 

GGTTACTG I 1 1 1 IGTATCTCAAAGCCAAAAGCCACAGGCATGGCCACAGTTACTGTTCATCTC 

AGGGATGTGAAAGAGTCAAGATCCAAGCAGCCACAGACTCAAAGGACATCAGTAACTGCAT 

GGCCAAAGCATACCCACAGTACTACAGAAAGCCGTCAGTGGTCAAGCGGATGCCGGCCATG 

CTCACTGGACTCTGTCAAGGCTGTGGCACTCGGCAGGTGGTGTTTACTAGTGATCCTCATAA 

AAGTTACCTCCCTGTGCAATTCCAGTCACCTGATAAAGCAGAAACCCAGCGTGGAGACCCGT 

CTGTTATTTCTGTCAATGGCACTGACTTTACCTTCCGAAGTGC AGGCG TCCTCCTCCTTGTTG 

TGGATCCGTGCAGCGTTCCATTCCGCTTGACGGAAAAAACGGTTTTTCCTCTTGCTGATGTC 

AGTCGCATTGAAGAGTATTTAAAAACAGGCATCCCTCCAAGGTCCATTGTTCTGTTGAGCAC 

AAGAGGAGAAATAAAGCAGTTAAACATTTCACACTTACTAGTACCTCTGGGATTAGCCAAACC 

AGCTCATCTTTATGACAAAGGGAGTACCATATTTTTGGGATTCAGTGGAAACTTTAAACCATC 

ATGGACTAAGCTATTTACCAGTCCTGCTGGACAGGGCCTTGGGGTGCTTGAACAATTCATAC 

CTTTGCAGCTGGACGAATATGGTTGTCCCAGAGCCACCACTGTCCGCAGAAGAGACCTGGA 

ACTGCTAAAGCAAGCTTCAAAAGCACATTAGAGACTAACTGTAACTTAAGTGCTGGGGGAAA 

AAAAATGTGAACTAACTTATTTAATTTATGGCATTTTAAAATGACACTGTTAACCCAACGGAAC 

CATTTTCCAGTTTGAT ACAG AATG G GG AG AAAAG AAAG CGTTTG AAATTATTG CTTG G ATACC 

AGCTTCATGCACCTTCTAGTTGTACAAAATGTTAAAGACGTTGTT TGTAT TTGTAAGGCTGGT 

GTATTCAGAGAGCAGATCTCTTATTCCTCACTTTCCACCCCCGTATTTTGTAATGACCATGAG 

CAATGI m I AC 1 1 1 1 IGTATAATGGGGTGGGGTGGAGTGGGGGCTTCTGAGAGTCAGCCTG 

AGGTCTTTAGAGGACCAGCTATTGTAGCACCTTGGATACTTGAAGTTTAATGCTCAGTTGGG 

TCGGGTGGCAGTTGACTTGGTGGCTGGCATGTTCAGCAGTGCCTGGGGCCCTGTTTCTGGG 

CAGCCTTTGAGGATTTTCTATGATATTGAATGACAGTTTTAAGTGGCAACTCAGGCCCAGCTC 

ATGCCC I Mil I G CCTGGACATGTGCTATTTTTATTCACTTATATATCAATTACTTGTAAGGGT 

TAAACTTTCAAACAGGAAGTATATTGGGACAAAAGGGCTCTTGGGGATTAGATATCCCTTTAA 

TCTGTGACCATTGGGCAAAAAATTTTCCTGCAGCAAAAGTCTGAGGCTGTTGGGACCATTTT 

TGCAGCTTTAATCCTTAGCCTCTTTTGACTGTATATTTGTGTTTAAAATGCAGAGCTCAACTGA 

ATATTTCC1 Mil I GTTTTGTTTTGTTTTGTTTTAAGAAGTAGGTTGTTTTCCTGAACCGTAAAC 

TTGTATCATTTTAACTrGCACAMGGAAGTCTGTTCTTGGTATTGCTCTTGCAGWGGGTTTTT 

TGTTATTGTTTTGTGTGGA 1 1 1 1 1 1 AAAG CTTTT CT GTTCACCCTCCTG CC AGG AAAATCCCA 

GAAAGCTTAATGATACCCCAAAATGATTACACCCAGGGAGGAAAAAAAGGAGCGCTTTCTAG 

GGTCAGAATCGTGGAGAGAATACTCAGAAATGAACCTCTTTAAAGCCTTGCAGGAATGAGTC 
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ACTCTTACTTAATGAAATGTTAAAGCCAATTAAAAAGCATGCTGTGATGCCCAGCTTCCCTTT 

CCACAGGGTGCATGCGTCTCCTGCTGGTGAATCACATGCGGCAAGAGGCAACTGGCTCCAC 

AGCCTGGGATGCTGCCGTACCAAGAGGAAAGAAGCAGCAAAATGCCTTTACGTTGTTCTAAA 

CCCCCGACGCATAAAGTGTAGAGGAGGGATGGCCAAGGGTGGGTGGTAGAAAGTGTGTTC 

AGGCTGACACTGGCAATGAGTACAGATAATTTCACTTTCCTCTTCCAGGGGCAAAGGCTGAT 

GGCCTCTACCTTTGTATCCAGGAGAAACTGCAGAGCAGCCCTGTGACTTTACAAAATATGCT 

ACCTCAAAGTGCTACCGATAAACCTTTCTAATTGTAAGTGCCCTTACTAAGGGCACATGTCTT 

AATCAAAGTTAG I I I I I I GTTTTCTGGTTTG I I I I I I I I I I I I GTATATTGATGAATGAGATCTT 

ACCTATTAAATATATTATTGGATTATGGTTCCTGAAGGTC ATTAGA GTGTGTGTGTGTGTGTG 

TGTGTGTGTGTGTTTTATGACTTAAATATCTTTACGTGTGTT1TTTAGAGCTTGG7TCTTTAAA 

GATTTGGAGAAGATATGTAAATTACCAAGGCACTTGGTTTTTCTGTTTTATATACTAATAATCA 

GGGCCTAAGTTAAATAAAAATATGTGTGCATGTATTTTAAAAAAAAAAAAAAAAAAAATTGCG 

GCCGCAAGCTTATTC 

>543 

acacaccatgcacgcaaaACaaaTTGCAATAATGTGATAAGTTCTTTAAAAGaggtaaGAGcaaC 
gtGCTTTGGGAGCAGAGAAgaGGGAGAAAGcagcatcttgcctggatGAGCCAGGGGACACAgaagag 
AAGCCCACTATCTCATTTAATCTTTACAaCtCTCTTGCAAGGTTCCCTGGTTgtgAAAATACATG 
AoaTAAAT-GATGA_AGGCGAGTATGATGGTGGTTG~TGGTTGCAGAAGTTTCCTGGGCTGGACCG 
TTTCAACAGAGAGGCTTATTTGACTTTATGCTAGAAGATGAGGCTTCTGGGATAGGCCcaGAA 
GTTCCTGATGACCGCGACTTCGagcCCTCCCTAGgCCCAGTGTGCCCcttcCGCtGTcaATGCCA 
TcTTCGAGTgtcagtgtctgattggtctgacacgtccaaggatctcccctacacactctctagcctcaaacacaaatacccaataag 
atgagctttagacc 
>544 

TGGCGGCCGAGGACACAATACTTACTTACAAATTTAATACTGCTTCAAGGTATTTAAT 
CTAAMTTTTACCAACTTTGATTTGTCTGGTTAGGATATTTTGTTTTAGTGGATATGCTTTAATT 
CGGATCAATTACTGCAGTAAATCTCATCCCTAAGCATGAAATGTTGTCAACAAATACCCAGTT 
CCATTTAGTTATCAATTAGCCCAAATAAGAGATACAAAGTATAACAGTGACCAACCTTGTACC 
TGCCCGGGCGGCCGCTCGACCACTGACATAGACTGAAAGCAAGAAGAGTGCTGTGTTTGTT 
GCTATATCCCCTCCAACACCTAAGGCAATGCATTTCACATCTTGCTGAGAGCAGATAACTCA 
ATACCTGGAACTAGAAAATTAGAATCTAAAAGACGGAAGGCATCTAAAGAACAGTTCCCATC 
ATGCCACAGCTGANNNNN 
>545 
>546 

CCGGGCAGGTACCTGATGCAGGGAATTGAAGCCAGACCCAAAACGGGCAACCCAA 
TAGGATGGCCATCTGCCCCATTAATGCCAGCTTGTCCAAGTGTAATTATTAACAGTGCCCCC 
TTTCACTCTCCAAAGAGTCCCTGTCCAGACAGGTAATTGTGAAAGTCGCCTTCAGAATGACT 
GGCCGGTAAGGAAAGTGGAGTGAGGGAAGCAGGGTAGGTGGAGGTGTGAAAGGGAGAAG 
GGCCTCATCTCAGGGTGGCTGGACCTGCACCAGCATCGGCCTGCATGAATGTGCTCCTACT 
CTTGCCCAGGCTGAGTATCAAGAGAAGCAAGAAATCTAGATAAAAATCCAAATCCAGAAACA 
TCAGCGTTTTGAGGTTAACATGTTGGCAATTATTCAGCNNNNNNN 
>547 
>548 
>549 
>550 
>551 

GGTACATTAGCAAAAACAGTGGACTTTGTGACCTTGAAAAAGTCATTTAACATCTCTG 
AACCCTACTTTCTAAGTCTCTACMGTAATATATAGTGGGTGAGGTGTTCTTTCTTTGTTCTGT 
TACTCGGATGTGAAACTCTCCTTTTGTAGATGAAACCATTGCGTAAGGAATATAAAGACTTTT 
CCCTGTAGTTATCTTACAGACTGGAGAGAGTGCTAGTGAATGCTTTTGTCTTCAATGCCCATC 
TCTTGGAAATATTGAAGGTGGAGTAGCAACCGGGCATTATATTATCTCTTGGAAAAGGACCT 
CAGCAATGGAGAATATCCCCATCATCACAACTGTCATCACTCTGCCGCACGTGATTGTGGAG 
AATATCCCTCTCCATGTGAATGCAGTGTGTCATCTTTCTCTGTAGATCTGCCGTCATTTGGGC 
GTGTCAGAGAGTCGTTACCTGTCAAGTATCACCTACAGAATAAGACCGACTTAGTTCAAGGA 
TGTAGGAAATTTCTGTGGGAGCCCAGTTGATTGCCTTCATGTTCCTCAGGTCTCCAAACAGG . 
TTTCGATTTACGTATTCCTCCTGGGCACGGGAGGCAGGGAAATGG7TATATAATTTTCTATTC 
CTCTGGATGGCTGGGATANN 
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>552 

caccgcagtgGCCGGCCGCCCGGGCAGGTACTACAATGATTCTGAAGCACAGTGTATTC 
AGACAGATACAGTGAACCAAGTGCAATATGTAAGGATGAAAGAAGAAGAGATGACAAAGAAA 
TCCAAGTAAATGCCTTGTC TTTGC AAATGTTTTTATATTAAATCATAAGGAAGGAACTACTTGC 
CTTAAATGTTA TCAAA AGAGTTTTCTAACAAGGTTAATACCTTAGTTCTTAACAI I I I I I I ICTT 
TATGTGTAGTGTTTTCATGCTACCTTGGTAGGAAACTTATTTACAAACCATATTAAAAGGCTAA 
TTTAAATATAAATAATATAAAGTGCTCTGAATAAAGCAGAAATATATTACAGTTCATTCCACAG 
AAAGCATCCAAACCACCCAAATGACCAAGGCATATATAGTATTTGGAGGAATCAGGGGTTTG 
GAAGGAGTAGGGAGGAGAATGAAGGAAAATGCAACCAGCATGATTATAGTGTGTTCATTTAG 
ATAAAAGTAGAAGGCACAGGAGAGGTAGCAAAGGCCAGGCTTTTCTTTGGTTTTCTTCAAAC 
ATAGGTGAAAAAAACACTGCCATTCACAAGTCAAGGAACCCAGGGCCAGCTGGAAGTGTGG 
AGCACACATG CTGT GGAGCACACATGCTGTGGAGATTGCAGTGTGTCTGAGGTTTGTGTAG 
TAGTGGAAGATTTTAGGTATGTAGAGCAAGTTGAAAATGGATTGAGACTGCATGGTGGCATA 
AATGAGAAATTGCCTGTAGCATCTAGTCTACTTGAAGGAAGTGGAGACATAAGGAGAGACAA 
AAACAGGTTTGTGCCATAAAGTATTTTTTCAAAGACACCAAGATGTGGTAAATGAAAATTATTA 
GTTCACTTCCCTGCTGCCATG AAACT TTGCCTTAAGAAGGTGCTGGATTCCAAGGTTTGTAA 
AGGCATCTCGGTAMGAC TGCTT TTTGAATGCATATGATTTTGCATCAGCTAGACTGAGTTGA 
TTCTGACCAGACTTGATG^TnTAAGTCiSjGAACCGATAAATTTO 

TTGACCTAGTAGTATAAAACATGAGGCTTTAATGGTACTTTGCTATGAAAAGAAAACACTGTA 

TTCCTTATGCAAAACACATGTATCTTTCATTATTTATAAGTGGCCTCTCTTAGCTCAGTTACTC 

AATTCATACGTAGTATTTTTTAAAATAATTTTATATCTGTGTACCACCCCATATATTTCATATTA 

CTGTTTCACATGTACAGCTTTCTACTTCTTTGTAAGAACACCAACCAACCAAGGTTTAAGTGA 

TTAATAGGCTTGAGCACCGGGTGGCAGATGTTCTATGCAGTGTGGTTCAAGTTTCTTTGACC 

GCACTTATATGCATTGCTAATATGGAATTTAAGATACCATACACAGTCTCTCATGGACCTATC 

TCTATTGTAGMTTATGACTTATGTCTTACTTGCCAAATTTTTCTGAATGTGACCI 1 1 1 1 I IGCT 

GATTTGCTGGGTTTGGGATTAACTAGCATTATTTTGCCACCTTTATATTGTATTTATAAAAAAA 

AAGTACTATCAATCATACTACTTTGGATTGTTGTGCTGGTGTAATGTGGATTTAACATCAATAA 

ATATTTGACAAATAAAAAAAAAAa 

>553 

tggcggccgaggtacccatctctgcccatcaccgctggaattttgatgacctattg 
gaaaagatctgggactatctgaaactagtgagaatttacaccAaacccaaaggccagttacc 
agattacacatccccagtggtgcttccttacttcgagcggccgccccggcagggacttcac 
accaaacactagctcaagcactgacgttattctacaggactatgaaccttcatatccacattt 
acagtccggacagataaaggaaaacaacccaaatccaggaggcaatataaaaggaagagaa 

CAAAACACACATTCATACACTCACACTTAAAAATAGGGGAAGACCAACAGGGGAACTTTCGT 

TCTCTTCTGGATGTCTACTTAAAAATCCCATGTGGT 

>554 

NNNNNCATGAGTTTCGGGACAAATTAGCTGCACATCTATCATCAGAGATTCACAATC 
AAGATCTGTATCAAGATAAAGGAATTCAAATAGCATATATATGACCATGTCTGAAAATGTCAG 
TTCTCTAGCATAATTTGTATTGAAATGAAACCACCAGTGTTATCAACTTGAATGTAAATGTACA 
CAGAAAAATATCTGATACTACAAACAGGATATAATCTTAACTTTGATCTCAGTTTCTGTTGCTT 
CATGTCACAGAGAAAACAGAGCAGGAAAATGGCAAGTAAAACAGAAGTGCACATTGCACTAA 
GCTATTGTAGAGCACAGGAAACMTCTTTTCAAAATGTCTACACTGAACTGATTCTTTAAAAC 
GATTCACTAACTGTTGTMGAGTTAGTGCTCCCATTACTACAGTGCAAAATGTATTGTTGTTT 
CAATACAAAATTTAAAGCAATCTCAAGAGTACCTCGGCCGCCA 
>555 

TGCAGGAGTCCGACXJTCCGTCTGTTCCTGGACGGAGACATCCTCCGCCAGGACAG 
AGTCTCCAAGGCTGCTACTCCTTCATCCACCTCAGCTTCCAGCAGTTTCTCACTGCCCTGTT 
CTACGCCCTGGAGAAGGAGGAGGGGGAGGACAGGGACGGCCACGCCTGGGACATCGGGG 
ACGTACAGAAGCTGCTTTCCGGAGAAGAAAGACTCAAGAACCCCGACCTGATTCAAGTAGG 
ACACTTCTTATTCGGCCTCGCTMCGAGMGAGAG(XMGGAGTTGGAGGCCACTTTTGGC 
TGCCGGATGTCACCGGACATCAAACAGGAATTGCTGCAATGCAAAGCACATCTTCATGCAAA 
TAAGCCCTTATCCGTGACCGACCTGAAGGAGGTCTTGGGCTGCCTGTATGAGTCTCAGGAG 
GAGGAGCTGGCGMGGTGGTGGTGGCCCCGTTCAAGGAAATTTCTATTCACCTGACAAATA 
CTTCTGAAGTGATGCATTGTTCCTTCAGCCTGAAGCATTGTCAAGACTTGCAGAAACTCTCAC 
TGCAGGTAGCAAAGGGGGTGTTCCTGGAGAATTACATGGATTTTGAACTGGACATTGAATTT 
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GAAAGGTGCACTTACCTAACCATTCCGAACTGGGCTCGGCA6GATCTTCGCTCTCTTCGCCT 

CTGGACAGATTTCTGCTCTCTCTTCAGCTCAAACAGCAACCTCAAGTTTCTGGAAGTGAAAC 

AAAGCTTCCTGAGTGACTCTTCTGTGCGGATTCTTTGTGACCACGTAACCCGTAGCACCTGT 

CATCTGCAGAAAGTGGAGATTAAAAACGTCACCCCTGACACCGCGTACCGGGACTTCTGTCT 

TGCTTTCATTGGGAAGAAGACCCTCACGCACCTGACCCTGGCAGGGCACATCGAGTGGGAA 

CGCACGATGATGCTGATGCTGTGTGACCTGCTCAGAAATCATAAATGCAACCTGCAGTACCT 

GAGGTTGGGAGGTCACTGTGCCACCCCGGAGCAGTGGGCTGAATTCTTCTATGTCCTCAAA 

GCCAACCAGTCCCTGAAGCACCTGCGTCTCTCAGCCAATGTGCTCCTGGATGAGGGTGCCA 

TGTTGCTGTACAAGACCATGACACGCCCAAAACACTTCCTGCAGATGTTGTCGTTGGAAAAC 

TGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCT 

GACACACCTGTGCTTGGCCAAGAACCCCATTGGGGATACAGGGGTGAAGTTTCTGTGTGAG 

GGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTTACAGCAATGCAGCATAACCAA 

GCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAGCCTGCAGCCTCACAAACCTGGAC 

TTGAGTATCAACCAGATAGCTCGTGGATTGTGGATTCTCTGTCAGGCATTAGAGAATCCAAA 

CTGTAACCTAAAACACCTACGGTTGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGTT 

GGAGGAAGTGAAAGAAAAGAATCCCAAGCTGACTATTGATTGCAATGCTTCCGGGGCAACG 

GCACCTCCGTGCTGTGAC I I 1 1 I I I GCTGAGCAGCCTGGGATCGCTCTACGAATTACACAGG 

M GCGG GATTCGGGTCTCTAAGATGTCTTATGAATGGAGGTGAGAGGGTCACATGTTAACAC 

TAGAGTCTGTCGAGAGGTAGGATTTGACACTGGTTTTCTCACTATTTTTGGGAGATTCTGCAC 

GAGTCACGCACCCCCTTCACATGACGCTATGTACTTTCTCACAGGGATAATAAAGTTAGAGC 

ACTCTCGNNNNNNNNNNNNNNNNNNNNNNNN 

>556 

NNNNNNNNNNNNNCGGGGTACTTCTAGAATTAATTAACGCGGGGGAACCGAGGTAC 
GCGGGGGGGGAGTGGCACTCGCAGCTGCAGCAAATCTCAAAATA AAGAGGCA ACGGCCTT 
TCTCTTCCTCTCCATCTCCCTATAGCACACCTTTTATTTCTTTTCTTCI I 1 1 I I I IAAGCCTCAC 
GAAAGATTTTACTTGTAGATCAACTTTCAAAATGTAGGAAGTCAGAATGGGTGACATCATCAG 
AAAAATATGTGGAGCTGATCACAAGAAGTGAAGAACCCAGAGCACGAAAGCGGTTGTGACT 
CCTGGGCCCAGGGAGTTGACAGCGTCTGGGCTTCAGAGGAGCCAGCGCCTCCGAGTTGTC 
TTGAAGTGAGGCTCTGCTGTAGTCCTGTTCTTCTGGCTCTAAGATCTGAATGTTGTGACCAC 
TAATTTGCTCTTTCCTGGAGGGTAACCCCAGTTTGGTCCACAAGGCTTGCTGCCCAATCTTT 
GCCAACAGTTGAACCAAGACTCTGAGGCTGATATGCAATGTCACTTACAACATTAATCAGATA 
CTGCATTTAAGATCTTGATGTGGAAGAAATGGAGGACTCAGAACCAAGGATTTCCAAGTGAT 
TTCTTCCAAAGCACAGGAATCTCACTCTGTTAAAGCTGGTCTGTTCTAACTGAGCTGGATGG 
TCCAGGCCCTATTTCTATGATCTGTTTTTTGGAACTGTTGTATTTGTGTGACACAGTGATGGA 
GCATGATGTCAACTCCCACATACTGTAACCCAGGAAGGAGCATGAT GTCAG CTCAGGATACC 
GGAACCGATAAAAACTCAACACAGCTCAACTCCATAAAGGACTTCTGTTTTGTAATCTGGTTT 
CGAGATCTGATGCGTGTGTTTCTAACACCCCGTCACGTGAGGAGGTCTGACGTAGTCACCC 
AACATGACTATGAGAAAATATACTGTAAAGATGTGTGTGGGAN 
>557 
>558 
>559 

TGGCGGCCGCCCGGGCAGGTACGCGGGGGGTGCCTGGCTCCGTTTCCTGCTTTTG 
GTTCTTACAGTAGTCGGCGTAGGCCTTAGGTGGGTTCGTGCGCCTTCTACCTCGCTGTTTCG 
GTTTTCCTGGCTCCTCGGCCTTTTCTCCCCTGTTGCAGCTGGGAGCGGACGAAGCGCGAAG 
CTGGGATTTTTTACTGTCTCCTGAAGAATTTAACACAAACATGGATATCAGACCAAATCATAC 
AATTTATATCAACAATATGAATGACAAAATTAAAAAGGAAGAATTGAAGAGATCCCTATATGC 
CCTGTTTTCTCAGTTGGTCATGTGGTGGACATGTGGCTTTAAAGACCATGAAGATGAGGGGG 
CAGGCCTTGTCATATTTAAGGAACTGGGCTCATCCACAAATGCCTTGAGACAGCTACAAGGA 
TTTCCATTTTATGGTAAACCAATGCGAATACAGTATGCAAAAACAGATTCGGATATAATATCAA 
AAATGCGTGGAACTTTGCTGACAAAGAAAAGAACAAAGACCACGAAAAAAGCCAAAACTGTG 
GAACAGACTGAGAAACACAAACAAAAAGCCTGGCCAGGGAACTCCAAATTCAGCTAATACCC 
MGGAAATTCMCACAAATCCTCAGGTCCTGATTACCTCCAAAATATATTTTTATTCCTTAATA 
ACTTACCAGAAGAGACTAAATGAGATGATGTTATCCATGTTGTTAATCAGTTCCTGGTTCAGG 
AAGTACGTCTGGTACCGGGAGGGATGACAATGCTTTCTGTCGACTTGAAATCGTTGGCAGG 
TGGAGTGGCAGGGTGCTTACAGGGTTTTAAATCACACGGGCAlXaTATTAGAATACCTTGCAG 
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GAATAATTGGGGAGGGTTAAGACTGGGGTCTACCCGCTGGGGACACAGGG6GGCTAACGA 

GAGGGGGGACGGCTGGGGGGAAACCTGTTCNNNNNNNNNNNNN 

>560 

NNNNNCCCCCGAGGGTTCCGATTAAGTGCACGGCACCTCGACCCCAAAAAACTTGA 
TTAGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTCGCCCTTTAACGTTGA 
GTCCCA CGTTC TTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGG 
TCNATTCTTTTGATTTATAAGGGATT/TTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGAT 
TTMCMAAATTTAACGCGAATTTTAACAAAATATTAACGCTTACAATTTCCATTCGCCATTCA 
GGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTATTACGCCAGCTGG 
CGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACG 
ACGTTGTAAAACGACGGCCAGTGAATTGTAATACGACTCACTATAGGGCGAATTGGCCAAGT 
GAGCTCGAATTGCGGCCGCATGCATAAGCTTGCTCGAGTCTAAAGTCGACTGGGCCGAGGC 
GGCCGACATG I 1 1 1 1 1 1 I I IGCGGCCGCI 1 1 I II I 1 1 I II I I I I I I I I I I I I GCAAGCGACGCT 
CAGACAGGCGTAGCCCCGGGAGGAACCCGGGGCCGCAAGTGCGTTCGAAGTGTCGATGAT 
CAATGTGTCCTGCAATTCACATTAATTCTCGCAGCTAGCTGCGTTCTTCATCGACGCACGAG 
CCGAGTGATCCACCGCTAAGAGTCCCCCTTCTGTCGTCTTCTCGCAGCCGTACCACACGGC 
GGGCGTCCCGAGACNAAGGGNTTCGATGGACAAGAGACCCAAGCATAGAANNNNN 
>561 

NATACATCAACATGCAGAAACTGTTAAGGAAGAGCACGGGTACAGAAGAGAAAACA 
GGGGGGAAAAAAAAACAGTAACATCCAGAAAACAAACGCTTCCAAGAGCTTTTCTAAGTTAA 
AAGATGGCTCACCAATGGCGAAGACGGTGTCCCTGTCAATTGTGGCCGCTTCCTTAGGGTC 
AAATAACAAAGAAGCAACTTCATCTCTAAATAAAAGGCTGGCATCCCTTTGAGGGAGGGCGA 
GTCGTTGCAGCTGCTGGGCTAAGGACGTCATCTTTCACGCCAGCGGAGTTTTAATGACACG 
GGCTGGAACTGGGAATTTGGGTATATGTTGAAAGGCAACAACTCTTCACAGCGCTTCCCACA 
TGGTACCTCGCCCGCCACCCG 
>562 
>563 
>564 
>565 

atAGGGAGTCGACCCACGCGTCCGCGGACGCGTGGGCGCCGCGGGAGCAGCCGCT 
ATCTCTGTGTGTCCGCGTGTGCGCCCGGTCCCCGCCTGCCGCACCATGGAGAGCTACCAC 
AAGCCTGACCAGCAGAAGCTGCAGGCCTTGAAGGACACGGCCAACCGCCTACGTATCAGCT 
CCATCCAGGCCACCACTGCGGCGGGCTCTGGCCACCCCACGTCATGCTGCAGCGCCGCAG 
AGATCATGGCTGTCCTCTTTTTCCACACCATGCGCTACAAGTCCCAGGACCCCCGGAATCCG 
CACAATGACCGCTTTGTGCTCTCCAAGGGCCATGCAGCTCCCATCCTCTACGCGGTCTGGG 
CTGAAGCTGGTTTCCTGGCCGAGGCGGAGCTGCTGAACCTGAGGAAGATCAGCTCCGACTT 
GGACGGGCACCCGGTCCCGAttAAcggtggccttctgttatgacaGAAACAAGCTTTCACCGACGTGGC 
CACTGGCTCCCTGGGCCAGGGCCTCGGGGCCGCTTGTGGGATGGCCTACACCGGCAAATA 
CTTCGACAAGGCCAGCTACCGAGTAGCTGGGACTACAGCTACCGAGTCTATTGCTTGCTGG 
GAGACGGGGAGCTGTCAGAGGGCTCTGTATGGGAGGCCATGGCCTTCGCCAGCATCTATA 
AGCTGGACAACCTTGTGGCCATTCTAGACATCAATCGCCTGGGCCAGAGTGACCCGGCCCC 
ACTGCAGCACCAGATGGACATCTACCAGAAGCGGTGCGAGGCCTTCGGTTGGCATGCCATC 
ATCGTGGATGGACACAGCGTGGAGGAGCTGTGCAAGGCCTTTGGCCAGGCCAAGCACCAG 
CCAACAGCCAACAGCCATCATTGCCAAGACCTTCAAGGGCCGAGGGATCACGGGGGTAGAA 
GATAAGGAGTCTTGGCATGGGAAGCCCCTCCCCAAAAACATGGCTGAGCAGATCATCCAGG 
AGATCTACAGCCAGATCCAGAGCAAAAAGAAGATCCTGGCAACCCCTCCACAGGAGGACGC 
ACCCTCAGTGGACATTGCCAACATCCGCATGCCCAGCCTGCCCAGCTACAAAGTTGGGGAC 
AAGATAGCCACCCGCAAGGCCTACGGGCAGGCACTGGCCAAGCTGGGCCATGCCAGTGAC 
CGCATCATCGCCCTGGATGGGGACACCAAAAATTCCACCTTCTCGGAGATCTTCAAAAAGGA 
GCACCCX3GACCGCTTCATCGAGTGCTACATTGCTGAGCAGAACATGGTGAGCATCGCGGTG 
GGCTGTGCCACCCGCAACAGGACGGTGCCCTTCTGCAGCACTTTTGCAGCCTTCTTCACGC 
GGGCCTTTGACCAGATTCGCATGGCCGCCATCTCCGAGAGCAACATCAACCTCTGCGGCTC 
CCACTGCGGCGTTTCCATCGGGGAAGACGGGCCCTCCCAGATGGCCCTAGAAGATCTGGC 
TATGTTTCGGTCAGTCCCCACATCAACTGTCTTTTACCCAAGTGATGGCGTTGGTACAGAGA 
AGGCAGTGGAACTAGCCGCCAATACAAAGGGTATCTGCTTCATCCGGACCAGCCGCCCAGA 
AAATGCCATCATCTATAACAACAATGAGGACTTCCAGGTCGGACAAGCCAAGGTGGTCCTGA 
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AGAGCAAGGATGACCAGGTGACCGTTATCGGGGCTGGGGGTGACCCTGCACGAGGCCTTG 

GCCGCTGCCGAACTGCTGAAGAAAGAAAAGATCAACATCCGCGTGCTGGACCCCTTCACCA 

TCAAGCCCCTGGACAGAAAACTCATTCTCGACAGCGCTCGTGCCACCAAGGGCAGGATCCT 

CACCGTGGAGGACCATTATTATGAAGGTGGCATTGGTGAGGCTGTGTCCAGTGCAGTAGTG 

GGCGAGCCTGGCATCACTGTCACCCACCTGGCAGTTAACCGGGTACCAAGAAGTGGGAAG 

CCGGCTGAGCTGCTGAAGATGTTTGGTATCGACAGGGATGCCATTGCACAAGCTGTGAGGG 

GCCTCATCACCAAGGCCTAGGGCGGGTATGAAGTGTGGGGCGGGGGTCTATACATTCCTGA 

GATTCTGGGAAAGGTGCTCAAAGATGTACTGAGAGGAGGGGTAAATATATGTTtgaGAAAAAT 

gaaaaaaaaaaaaaaaaaaaaaaaaaatcgggggccccccccggggggggacaccaaatgcccttttaaggagattattaaccc 

ccccctcaggggaggtttttaaaagaaannanagAATGGATGGTATAGTCAAAATGCTGAAAGAACAAAACC 

TGTCAGCTAAGAATACTGTACCCAGCAAAGCTATCCTTCaaaAATGAACGTGAAATAAACTCT 

TTCCCAGACAAGGAAAAGCTGAGATAATTCATCACCACTAGATTGGCCTAACAAGAAATGATT 

ATGCTGAGTCCTACAGCAAGAAGTGAAAAGCAGGTAATTACTGTCATGAAAACATCAGAAAT 

TATAAAACTCAcAGATAgAGATAAATTTGTAaTCAAAcTcGTaatACTCCAATACTATGATGATGC 

TgtgTaAATCTTtCagacctcaactctgaaggtTaAAAGTcaaaaTAGtaataaCta 

>566 

NACATACTGTGCTAGGTGCGAGGCTGCCTCGTGAATTCCTGGGGACTGGAGGACCT 
GTCTGGTTAXTATACAGAGGGATAAGTGGAGGTGGGATGeACACAGCTCAGAACAGCTGGAT 
CTTGCTCAGTCTCTGCCAGGGGAAGATTCCTTGGAGGAGGCCCTGC AGCG ACATGGAGGG 
AGCTGCTTTGCTGAGAGTCTCTGTCCTCTGCATCTGGATGAGTGCACTTTTCCTTGGTGTGG 
GAGTGAGGGCAGAGGAAGCTGGAGCGAGGGTGCAACAAAACGTTCCAAGTGGGACAGATA 
CTGGAGATCCTCAAAGTAAGCCCCTCGGTGACTGGGCTGCTGGCACCATGGACCCAGAGA 
GCAGTATCTTTATTGAGGATGCCATTAAGTATTTCAAGGAAAAAGTGAGCACACAGAATCTGC 
TACTCCTGCTGACTGATAATGAGGCCTGGAACGGATTCGTGGCTGCTGCTGAACTGCCCAG 
GAATGAGGCAGATGAGCTCCGTAAAGCTCTGGACAACCTTGCAAGACAAATGATCATGAAAG 
ACAAAAACTGGCACGATAAAGGCCAGCAGTACAGAAACTGGTTTCTGAAAGAGTTTCCTCGG 
TTGAAAAGTAAGCTTGAGGATAACATAAGAAGGCTCCGTGCCCTTGCAGATGGGGTTCAGAA 
GGTCCACAAAGGCACCACCATCGCCAATGTGGTGTCTGGCTCTCTCAGCATTTCCTCTGGC 
ATCCTGACCCTCGTCGGCATGGGTCTGGCACCCTTCACAGAGGGAGGCAGCCTTGTACTCT 
TGGAACCTGGGATGGAGTTGGGAATCACAGCAGCTTTGACCGGGATTACCAGCAGTACCAT 
AGACTACGGAAAGAAGTGGTGGACACAAGCCCAAGCCCACGACCTGGTCATCAAAAGCCTT 
GACAAATTGAAGGAGGTGAAGGAGTTTTTGGGTGAGAACATATCCAACTTTCTTTCCTTAGCT 
GGCAATACTTACCAACTCACACGAGGCATTGGGAAGGACATCCGTGCCCTCAGACGAGCCA 
GAGCCAATCTTCAGTCAGTACCGCATGCCTCAGCCTCACGCCCCCGGGTCACTGAGCCAAT 
CTCAGCTGAAAGCGGTGAACAGGTGGAGAGAGTTAATGAACCCAGCATCCTGGAAATGAGC 
AGAGGAGTCAAGCTCACGGATGTGGCCCCTGTAAGCTTCTTTCTTGTGCTGGATGTAGTCTA 
CCTCGTGTACGAATCAAAGCACTTACATGAGGGGGCAAAGTCAGAGACAGCTGAGGAGCTG 
AAGAAGGTGGCTCAGGAGCTGGAGGAGAAGCTAAACATTCTCAACAATAATTATAAGATTCT 
GCAGGCGGACCAAGAACTGTGACCA CAGGGCAGG GCAGCCACCAGGAGAGATATGCCTGG 
CAGGGGCCAGGACAAAATGCAAAC 1 1 1 1 1 1 II 1 1 1 1 CTG AGACAGAGTCTTGCTCTGTCGCC 
AAGGTGGAGCTTGCAGTGAGCCGAGATATCGCCACTGCACTCCAGCCTGGGTGACAGAGC 
GAGACTCCATCTCAAAAAAAAAAAAAAAAAAAAAAAGAATATATTGACGGAAGAATAGAGAGG 
AGGCTTGAAGGAACCAGCAATGAGAAGGCCAGGAAAAGAAAGAGCTGAAAATGGAGAAAGC 
CCAAGAGTTAGAACAGTTGGATACAGGAGAAGAAACAGCGGCTCCACTACAGACCCAGCCC 
CAGGTTCMTGTCCTCCGAAGAATGMGTCTTTCCCTGGTG^TGGTCCCCTGCCCTGTCTTT 
CCAGCATCCACTCTCCCTTGTCCTC 
>567 
>568 
>569 

GACCCACGCGTCCGCTCCCGTGTCGCTCGCTTTCTGTCAGCCTCTCTCCCTCTCCC 
TCTCCCXJTCTCCTTCCTCTCGCTTCCTCTCTCGCACCTGAGCGTACGCACCTGCCCGGGCC 
CGGCTCCCTCCTCCTCTCCCCTCCCTCTTTCCCCGCCCGGCCGCGGGAGCXJTCGTGGCTG 
CGTCACCGCCGCCCCCCCAGACAAGATGGACACCGCGGAGGAAGACATATGTAGAGTGTG 
TCGGTCAGAAGGAACACCTGAGAAAGCGCTTTATCATCCTTGTGTATGTACTGGCAGtATTA 
AGTTTATCCATCAAGAATGCTTAGTTCMTGGCTGAMCACAGTCGAAAAGAATACTGTGAAT 
TATGCAAGCACAGATTTGCTTTTACACCAATTTATTCTCCAGATATGCCTTCACGGCTTCCAA 
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TTCAAGACATATTTGCTGGACTGGTTACAAGTATTGGCACTGCAATACGATATTGGTTTCATT 

ATACACTTGTGGCCTTTGCATGGTTGGGAGTTGTTCCTCTTACAGCATGCCGCATCTACAAG 

TGCTTGTTTACTGGCTCCGTGAGCTCACTACTGACGCTGCCATTAGATATGCTGTCAACGGA 

MATTTGTTGGCAGATTGTTTGCAGGGTTGTTTTGTGGTGACGTGCACACTGTGTGCATTCAT 

CAGCCTGGTGTGGTTGAGAGAGCAGATAGTCCATGGGGGAGCACCAATTTGGTTGGAGCAT 

GCTGCCCCACCGTTCAATGCTGCGGGGCATCACCAAAATGAGGCTCCAGCAGGAGGAAATG 

GTGCAGAAAATGTTGCTGCTGATCAGCCTGCTAACCCACCAGCTGAGAACGCAGTGGTGGG 

GGAAAACCCTGATGCCCAGGATGACCAGGCAGAAGAGGAGGAGGAGGACAATGAGGAGGA 

AGATGACGCTGGTGTGGAGGATGCGGCAGATGCTAATAACGGAGCCCAGGATGACATGAAT 

TGGAATGCTTTAGAATGGGACCGAGCTGCTGAAGAGCTTACATGGGAAAGAATGCTAGGAC 

TTGATGGATCACTAG I I I I ICTGGAACATGTCTTCTGGGTGGTATCTTTAAATACACTGTTCAT 

TCTTGTTTTTGCATTTTGCCCTTACCATATTGGTCATTTCTCCCTTGTTGGTTTGGGAT TTGA A 

GAACACGTCCAAGCATCTCATTTTGAAGGCCTAATCACAACCATAGTTGGGTATATACTTTTA 

gcaataacactgataatttgtcatggcttggcaactcttgtgaaatttcatagatctcgtcgc 

ttactgggagtctgctatattgttgttaaggtctctttgttagtggtggtagaaattggagta 

ttccctctcatttgtggttggtggctggatatctgttccttggaaatgtttgatgctactctg 

amgatcgagaactgagctttcagtcggctccaggtactaccatgmctgcattggctagt 

gggmtggtatatgtgttgtagtttgcctccttcattctactactgaGagaggtacttcgacc 

tggtgtcctgtggtttctaaggaatttgaatgatccagatttcaatccagtacaggaaatgat 

ccatttgccaatatataggcatctccgaagatttattttgtcagtgattgtct ttggc tccatt 

gtcctcctgatgctttggcttcctatacgtataattaagagtgtgctgcctaattttcttcca 

tacaatgtcatgctctacagtgatgctccagtgagtgaactgtccctcgagctgcttctgct 

tcaggttgtcttgccagcattactcgaacagggacacacgaggcagtggctgaaggggctg 

gtgcgagcgtggactgtgaccgccggatacttgctggatcttcattcttatttattgggaga 

ccaggaagaaaatgaaaacagtgcaaatcaacaagttaacaataatcagcatgctcgaaataa 

caacgctattcctgtggtgggagaaggccttcatgcagcccaccaagccatactccagcag 

ggagggcctgttggctttcagccttaccgccgacctttaaattttccactcaggatatttct 

gttgattgtcttcatgtgtataacattactgattgccagcctcatctgccttactttaccagt 

atttgctggccgttggttaatgtcgttttggacggggactgccaaaatccatgagctctaca 

cagctgcttgtggtctctatgtttgctggctaaccataagggctgtgacggtgatggtggc 

atggatgcctcagggacgcagagtgatcttccagaaggttaaagagtggtctctcatgatca 

tgaagactttgatagttgcggtgctgttggctggagttgtccctctccttct ggggct cctg 

tttgagctggtcattgtggctcccctgagggttcccttggatcagactcctcttttttatcca 

tggcaggagtgggcacttggagtcctgcatgccaaaatcattgcagctataacattgatgg 

gtcctcagtggtggttgaaaactgtaattgaacaggtttacgcaaatggcatccggaacatt - 

gaccttcactatattgttcgtaaactggcagctcccgtgatctctgtgctgttgctttccctg 

tgtgtaccttatgtcatagcttctggtgttgttcctttactaggtgttactgcggaaa tgca a 

mcttagtccatcggcggatttatccatttttactgatggtcgtggtattgatggcaattttg 

tccttccmgtccgo:agtttmgcgcctttatgaacatattaaaaatgacaagtaccttgtg 

GGTCAACGACTCGTGAACTACGAACGGAAATCTGGCAAACAAGGCTCATCTCCACCACCTC 

CACAGTCATCCCMGAATAAAGTAGTTGTCTCAACMCTTGACXJTTCCCCTTTACATGTCCTT 

TTTTGTGGACTTCTCTCTTTGGWGATTTTTCCCAGTGATCTCTCAGCGTTGTTTTTAAGT^ 

TGTATTTGACTTGTGTTCTCAGCATTCAGAGAGCAGCGGTGTAAGATTCTGCTGTTCTCCCT 

GGATCTTCTGACATTACTGCTGTCTGAGATTTGTATATGTGTAAATACAAGTTCCTTGATACC 

CTAAMCCTTGGATTAAACAGAATGTGCATTGTACATCTTTAAACAAAATGTATATTAATTTAT 

TAAATCTAGTTGTCACTTTATTTTGGACCTGCTGTGATCTCGACAGGAAACGTGCCACAGAG 

CAGTAGTGCGCAGGCAAGACTTTTCAGTGACGCCTTGTGGAACGCAGTTCATGATGTCCTA 

GCAGCTCTCACTAAGGGAACTGTACATTCTTTCTTTCTTGGCTATTCAGACCTTACCAAGAAC 

GTTAAAGGAAACAAGTAGAAATCAGCAGTGGAGTGTCTGTGGTAAGAAAACATGAACTTTAT 

GCTTCACTGTTAGTTGTTTGTGGAAGTTATTTTGTATAACACCAAAGCTGTTGTACATTTCCTA 

CTGCCTGA I 1 1 1 1 1 ICATGTGTCTGTGTTTGTAATATTGTATAGTATCTTGTGCTAGGTGAGGA 

AATTAI 1 1 1 IAATTTTGATAATTTAATATTCCTAGTGTGATCAGCATTGGGAGTTGGGTTTCAG 

TGGGGCATGTCTATACTTAGAGAAAAAAAGTCCAAATGAAGATTTTCATGAGTCAGC CCCGC 

CGCCCGCCCCCACCCCACACCCACATCCTCTGTTTTCCACACACAACTATCTGTTTATTTTTT 

GTAGCAGTGGCCGAAAGTCCTGCAAGGTCATAAATCTTTCAGAGTGACATCACCAACTGTAC 

TGCATCTTACTGGATTTAGGACTTCTGAGATGCTTGTGAAGTATAGATGTGGTTGTGGTCTTA 
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GATTGACAGCATTAGAGAAGACTGGTTAGAACATCTGGTCTCGCTGGTTAGTGCCTCGTTGG 

CTGAGGACTAGGTGTGCATTTCTCCTAGCTTTTCATCAGGAAATCCCAAAGTTTCCAAAGCTT 

TTTGTTTACAGAATAAAACTTCAAATAAAACCAATTCATTATTTGTCCAGAAGGAAGCTTGGCT 

GAGCTGGCCTTTTAACATAGGAATGTATTTCGTTGGAAACATTCTGAAAAATCTCAGAGAACT 

GAACCCTTACAAACTTTGTTTTCCCTCATAACCAAAGCTTCAGGTTAGAAGTTTAGAAAAATA 

GAATGGTTGGGTACATGATCTAAATGTTTAATGCTAAAGGTATATCGTAAGGGTAGTGT7TGT 

TTTTGAACGATAATTTAGAAGTTCTCATAGAAAGCGTATAACATAGGTCTTCAGAAACTATAAA 

AGAATTTTCATATAGTATTAAAATCCATAGACTAAAATCTGAGAATT TTTTA ACATATGCAAGT 

CAGCCAAACATAAGCTACCAAAATAAAGAGCAATGTGTTCTGGCTGTTTTATACTTCAACAAT 

I I I I I CCCTAAGTGGTAAGCAATTACTTTAAAACATATTTTTAAAAACATCGGTATCGGGAGCT 

GCGGTGGCTCCGGCCGGTTGTCCTGGCACACAAGGAGGCGAGGCTATGCGTTCGAGGCCA 

ACCTAGGCAAAATTGGAAAAAAAAAAAAAAAAAGTAACAGAAATAATGCTTGACATAGGATTC 

AGTGTTATACTCTTTGGCACTTT 

>570 

>571 

>572 

NNNNNNNNCAAATTCTCTTTTATTGCTTTATGTCCCTGACTCATGCAGGCCAAAGGG 
TGAGGAGG^G^TAATA^CCAA^AAG^GJDGT.CCT.GGAGAA-AGAAAGAGGGTGGGTGGGTGGG 
GAGGAGCTTGAAAGGAAGAACCCGACCAAAGGGCAGGAGACCCGGCTCTCCAGGTCGCGG 
AGGCGTGGGTGCCCAGCCAGGCGGAGTGCGGGGCGGGGCCTCTCGGGCCGCAAGGTGG 
GGCCTCCTGGGCCGGGAGGTGGGAGGTGAGCTCCGCCAGCCCAGCCCACTGCAGACAGG 
TTACCCAGGACCTCAAGGTGTGCTGCGTCACCCCGCCCGCGCTGCGCTGATTGGTTCCTCC 
AGGGAGCCCCCGCCCCCTCAGCTGTAACCGGGCCGGCTTCAGTGTCGCCGCCATCTTTGTT 
GATGTGTCAGCTCCGCAGGGGTTTGGGGAAACGGCCGCTGAGTGAGGCGTCGGCTGTGTT 
TCTCACCGCGGTCTTTTCCTCCCACTCTTGGCTGGTTGGACCCCGCTATGGAAAAGTTGGCC 
CCTGAGCCAGAGCTCCAGCAGCCTTGTTAGGGCGTGGCCTGAGGCTTGGATAAGTGGGAT 
GTAAAACGAAGATCAGGAGCAGATTTGAAGAATTACAAAGTGAATTGGTGCCAGTCAGCATG 
TCAGAGACAGACCACATAGCCTCTACTTCCTCTGATAAAAATGTTGGGAAAACACCTGAATTA 
AAGGAAGACTCATGCAACTTGTTTTCTGGCAATGAAAGCAGCAAATTAGAAAATGAGTCCAA 
ACTATTGTCATTAAACACTGATAAAACTTTATGTCAACCTAATGAGCATAATAATCGAATTGAA 
GCCCAGGAAAATTATATTCCAGATCATGGTGGAGGTGAGGATTC TTGT GCCAAAACAGACAC 
AGGCTCAGAAAATTCTGMCAMTAGCTAATTTTCCTAGTGGAAATTTTGCTAAACATATTTCA 
AAAACAAATGAAACAGAACAGAAAGTAACACAAATATTGGTGGAATTAAGGTCATCTACATTT 
CCAGAATCAGCTAATGAAAAGACTTATTCAGAAAGCCCCTATGATACAGACTGCACCAAGAA 
ATTTATTTCAAAAATAAAGAGCGTTTCAGCATCAGAGGATTTGTTGGAAGAAATAGAATCTGA 
GCTCTTATCTACGGAGTTTGCAGAACATGGTGTTTGGGGACAGGTTGTGGTGAAGGTGGGA 
AAATGGGGGGCTTTAAGGTTTAAAAAAGCCGGGTGGATTTGANNN 
>573 
>574 
>575 
>576 
>577 

cgtccgcacataTTTGTGGAGTGCCTATTACGTGCCAGAAGCTGTTCTGGACACTGAGAA 
ACAGGGATGAAGAAGAAACAGATCCAAGCCTTCCTGAGAGTAACCTCCCCAGGTTTCATGG 
ATGAGGAAACTGAAGGTCGTCCTGACTCAGGCTCATGGCTCCGACCCCGGCTTCTGTGG7T 
GGAGGGCAGCACCTTACTTAGACTCCCAGCGCACGTGGAGCAGTCTGCCGGTCGGTTGTCT 
GGCTGCGCGCGCCACCCGGGCCTCTCCAGTGCCCCGCCTGGCTCGGCATCCACCCCCAG 
CCCGACTCACACGTGGGTTCCCGCACGTCCGCCGGCCCCCCCCGCTGACGTCAGCATAGC 
TGTTCCACTTAAGGCCCCTCCCGCGCCCAGCTCAGAGTGCTGCAGCCGCTGCCGCCGATTC 
CGGGATCTCATTGCCACGCGCCCCCGACGACCGCCCGACGTGCATTCCCGATTCCTTTTGG 
TTCCAAGTCCAATATGGCAACTCTAAAGGATCAGCTGATTTATAATCTTCTAAAGGAAGAACA 
GACCCCCCAGAATAAGATTACAGTTGTTGGGGTTGGTGCTGTTGGCATGGCCTGTGCCATC 
AGTATCTTAATGAAGGACTTGGCAGATGAACTTGCTCTTGTTGATGTCATCGAAGACAAATTG 
AAGGGAGAGATGATGGATCTCCAACATGGCAGCCTnTCCTTAGAACACCAAAGATTGTCTC 
TGGCAAAGACTATAATGTAACTGCAAACTCCAAGCTGGTCATTATCACGGCTGGGGCACGTC 
AGCAAGAGGGAGAAAGCCGTCTTAATTTGGTCCAGCGTAACGTGAACATCTTTAAATTCATC 
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ATTCCTAATGTTGTAAAATACAGCCCGAACTGCAAGTTGCTTATTGTTTCAAATCCAGTGGAT 

ATCTTGACCTACGTGGCTTGGAAGATAAGTGGTTTTCCCAAAAACCGTGTTATTGGAAGTGG 

TTGCAATCTGGATTCAGCCCGATTCCGTTACCTGATGGGGGAAAGGCTGGGAGTTCACCCA 

TTAAGCTGTCATGGGTGGGTCCTTGGGGAACATGGAGATTCCAGTGTGCCTGTATGGAGTG 

GAATGAATGTTGCTGGTGTCTCTCTGAAGACTCTGCACCCAGATTTAGGGACTGATAAAGAT 

AAGGAACAGTGGAAAGAGGTTCACAAGCAGGTGGTTGAGAGTGCTTATGAGGTGATCAAAC 

TCAAAGGCTACACATCCTGGGCTATTGGACTCTCTGTAGCAGATTTGGCAGAGAGTATAATG 

AAGAATCTTAGGCGGGTGCACCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAGGA 

TGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTCAGACCTTGTGAAGGT 

GACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGTGCAGATACACTTTGGGGGATC 

CAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGTCATATCATTTCACTGTCTAGGCTACAACA 

GGATTCTAGGTGGAGGTTGTGCATGTTGTCC I 1 1 I I ATCTGATCTGTGATTAAAGCAGTAATA 

TTTTAAGATGGACTGGGAAAAACATCAACTCCTGAAGTTAGAAATAAGAATGGTTTGTAAAAT 

CCACAGCTATATCCTGATGCTGGATGGTATTAATCTTGTGTAGTCTTCAACTGGTTAGTGTGA 

AATAGTTCTGCCACCTCTGACGCACCACTGCCAATGCTGTACGTACTGCATTTGCCCCTTGA 

GCCAGGTGGATGTTTACCGTGTGTTATATAACTTCCTGGCTCCTTCACTGAACATGCCTAGT 

CCAAC AI I I 1 1 ICCCAGTGAGTCACATCCTGGGATCCAGTGTATAAATCCAATATCATGTCTT 

GTjGCATAATTGTXCCAAAGGATGTTATTTTGTGAAGTATATGAGTAGTGTACATTACCATATAA 

TGTAAAAAGATCTACATACAAACAATGCAACCAACTATCCAAGTGTTATACCAACTAAAACCC 

CCAATAAACCTTGAACAGTGAAAAAAAAAAAAAAAAAAAAAAaaaaattggggcgcgccgggcccgaaaa 

gttaaacaatgggggggcgcgcagtgaagaacgggcaagggccagagagacgggccgcaagggggtttccccaaaaaaccgg 

gccggtccgaaacagggtcgggtcgggaac 

>578 

TTGGAGCTCCACGCGGTGGCCCGCCCGGGCAGGTACCTCACAACGAGTTCAGTCA 
GTAGCAGAAGGATCTTCTCTCTTGTTCCTGATGATTTCAAGGTCCTCACAGTCCTGATAATCT 
GGTTCTTCCCGAAACTCCCAAATATCTATGGAGAGCTGTTCTAGCTTTTGCACAGGGAACCA 
GTGGACAGAGGTATCATTAAACATGTCCATGTATTGCGAAGTCTGAGGAAACTCAAGCTCCT 
CCAGTCCTTTTAAMTCTTTGCAATGTAGGGATAATTTTTCTGCAGAATCCTTGCCAACAACC 
TCTCCTCAAGTCCTTTGAAACTGTTCCCAATGATGACCATCTTAGAAAGGGCATCTACTGACC 
AGTTACTCCATAAAAGATTGTTGTACCTCGGCCGCTCTAG 
>579 

acgCGTCCGCGgtcGCGTGGGTGAGCCATGTACTTCAAACAGAAGGCAGCCAATTACT 
AACTTCTGGTTGCTAGGtGTGGCTTCCTTTAAAATCCTATAAAATCAGAAGCCCAAGTCTCCA 
CTGCCAGTGTGAMTCTTCAGAGAAGMTTTCTCTTTAGTTCTTTGCAAGAAGGTAGAGATAA 
AGACA CI I I I I CAAAAATGGCAATGGTATCAGAATTCCTCAAGCAGGCCTGGTTTATTGAAAA 
TGAAGAGCAGGAATATGTTCAAACTGTGAAGTCATCCAAAGGTGGTCCCGGATCAGCGGTG 
AGCCCCTATCCTACCTTCAATCCATCCTCGGATGTCGCTGCCTTGCATAAGGCCATAATGGT 
TAAAGGTGTGGATGAAGCAACCATCATTGACATTCTAACTAAGCGAAACAATGCACAGCGTC 
AACAGATCAAAGCAGCATATCTCCAGGAAACAGGAAAGCCCCTGGATGAAACACTGAAGAAA 
GCCCTTACAGGTCACClTGAGGAGGTTGTTTTAGCTCTGCTAAAAACTCCAGCGCAATTTGA 
TGCTGATGAACTTCGTGCTGCCATGAAGGGCCTTGGAACTGATGAAGATACTCTAATTGAGA 
TTTTGGCATCAAGAACTAACAAAGAAATCAGAGACATTAACAGGGTCTACAGAGAGGAACTG 
AAGAGAGATCTGGCCAAAGACATAACCTCAGACACATCTGGAGATTTTCGGAACGCTTTGCT 
TTCTCTTGCTAAGGGTGACCGATCTGAGGACTTTGGTGTGAATGAAGACTTGGCTGATTCAG 
ATGCCAGGGCCTTGTATGAAGCAGGAGAAAGGAGAAAGGGGACAGACGTAAACGTGTTCAA 
TACCATCCTTACCACCAGAAGCTATCCACAACTTCGCAGAGTGTTTCAGAAATACACCAAGTA 
CAGTAAGCATGACATGAACAAAGTTCTGGACCTGGAGTTGAAAGGTGACATTGAGAAATGCC 
TCACAGCTATCGTGAAGTGCGCCACAAGCAAACCAGCTTTCTTTGCAGAGAAGCTTCATCAA 
GCCATGAAAGGTGTTGGAACTCGCCATAAGGCATTGATCAGGATTATGGTTTCCCGTTCTGA 
AATTGACATGAATGATATCAAAGCATTCTATCAGAAGATGTATGGTATCTCCCTTTGCCAAGC 
CATCCTGGATGAAACCAAAGGAGATTATGAGAAAATCCTGGTGGCTCTTTGTGGAGGAAACT 
AMCATTCCCTTGATGGTCTCAAGCTATGATCAGMGACTTTAATTATATATTTTCATCCTATA 
AGCTTAMTAGGAAAGTTTCTTCAACAGGAtTACAGTGTAGCTACCTACATGCTGAAAAATAT 
AGCCTTTAAATCATTTTTATATTATAACTCTGTATAATAGAGATAAGTCCATTTTTTAAAAATGT . 
TTTCCCCAAACCATAAAACCCTATACAAGTTGTTCTAGTAACAATACATGAGAAAGATGTCTA 
TGTAGCTGAAAATAAAATGACGTCACAAGGCAAAAAAAAAAAAAAAAAAAAAAGaaagaaaaaaa 
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aaagggggggggcccgcgcaaaaaaatatcccccgcgggggggccgaagagaatcaacgcgcgctccccacgattgttctctggt 

gtacaagggggtcccccaaaaaaaaggggaatccttgtatataataacacgcgatgcggcaggggcgcgcggcgtttcacaaaaga 

cagcggggcggcgggggaaaaaagggccgaccctgggggaacccctggtgaacaaaaggaaacccctctcactctggggggcg 

ggggaagcacaataatgggagaaacaacctcgcgcccagacaacaatgatatgccaacacgcccctcagcaggagacactataat 

ccacgatctccgacatggtgcgtglacctacgcgtgtctatccaccagccacgccaggaatactctactcaagtggccaggcgcccgca 

gacacacttttgcgacccacccacgagcgtgctaagtgaccataacgaaacaacaglacttattttacccacgcgagggcacctcgatg 

cacaacaacaacccgaccggacagcaccatgcacaccaagccaacgaataaaccaagacacacagacccaaccaaatcaacc 

aagcccggaacccagacagacatagcagctaacaccaacccagcagcaatcacaccgaacacaacacactgacacacacagc 

atcaccacagcgccagccacagacaccacaatggcaacgcccaccaccgacactcccacacacacccgcatgacacgcatcccc 

acaccaagca 

>580 

NNCTGTATTTTAGCAGGACTGATCGTTTTTCTAAGTAGACCTGAGCTTTGTTTATCAG 
TGAAATTCAAGGAGAAAATGAGGTTAATGAAGAGGTATCAGTTAAATATCCCCTTCTTCTCAC 
CCTGCCAAAATTAGCAGTTGGATTTTTGGAAACTCTGGMTATTCTGGGTCATTTTGTTTTGT 
ATGT TTGTTGTTTTTCGTCTTCCAA AGGTG AAAGCTATGATACAGTTCCACTTAAATTTTAGTG 
TTTTCTTACTCAGCTCAAGCATTAATTTTTGATTAAGTCTTAATCTGCATGACCTGTGAATCTG 
AATCCATCATCTCCCTTTCCTGCCAGCTTTTCTACAMCATTGAAATATGTTATTTGGTCAGCA 
CTT^TTTCCTAGGTT-GACAGCGITGGGAGGTTGTGGGATG'TGCTCCCAGTCTGGCTGGGAA 
GAGACCA GCTG TACCATCCAAATGCTTCCCTGGTCTTGATGATCTCTTCCAGAGTCGATCTG 
AGTGGCCTTTTCTGCACCCTCCCCTTCTTTCTCTTTGAATGGAATTAAACCCAATTTGGAAAC 
AACATTGACCCAGTCAAAAGCTTCTAATGGTTTCI I 1 1 I CTTCCTCCAGTTTTAGTTTGCTTTT 
ATTAAAAAAAGAAAATAGTGCATGGCCATAGCTCCTTCAGTTCTCTTATTGCAGACTAACCAT 
CAGGATGGTATCAAAGCACAAATACTTTGGAGGGGAATGCGTTGAACTGGGGCAAGTACTC 
TGTAACACAAAGTGGGAAACCACTTCCTGGTGCTGCCGCTCCTGCCCCCACTTTAGGTGGG 
AGGGACGAGTTTTGCCCTCTAGATTTTAATCCAGCTGGTGTCCACCGGATGTTGCCCTCCTG 
GGGAGCAGATATCAGTCTGTGGAACTCTGGGAAAACCACAGGCACATTTTTCGGTGCGGAC 
AGATTTGCCAGCACATAACTGGGCAGCCAGCTAGAATACTTTGTGGAAATTAAGCGAGGTTT 
TCCATTTCAGCCCCATGGTGCATGGTGGTGGCCGATGAATGTGTCAGTCTGCTCAGAGAAA 
GGACAAAAAGGAAATTATTTTCAAAACTGTGTTCACTGTTTGGGTGTGTGTATGGCTCTGCAT 
GTGTGTGTTTTTGTCTCTGTATAGGTAGAGGTATTCACATCTTACTCCGACTGTAAGGTTGTC 
TTACTTCATCTCTGCCCCCACCACAGTTGCCATTTTGTAATGTCCTTCCAACATGGAGAAGAC 
ACGAGCTCTCTCCAGTTGGCATCATTTGTC I I I I I I GTTGATTGCCTCATTCTCCAGTGAACT 
CCATCTGGCCAATTGATTCAGAATCAGGCAAGATCCCTGCCCTTTGGCACATCCACTGAAAG 
GCCAMCAGCMGTCCGAGTGAGTTTTAAATATTAATTAATCACCCTTTA I I I I I I ACACTTGA 
GAGTGATTGTAATAAAGGCTGTCATTAATAAACTTGGTTCTACCTTAAAAAAAAAAAAAAATTC 
ACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCC 
TTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAAAGGCCCGCACCGATCGCCC 
TTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCAAATTGTAAGCGTTAATATTTTGGTAA 
MTTCGCGTTAAATTTTTGTAAATCAGCTCATTTGTAACCTGGCCGTCGGCNNNN 
>581 
>582 
>583 
>584 

NAGCTACCCGCGGTGGCGGCTGAGGGACATTTCGTATCGGTTATACAACATTTGTTT 
MTAAATGCAACGAACAAAGCTACACAGGACTTAGATATTGAAGCAGAAAAGGTGGTTTTAC 
AGTCCCTGCATTAACCTCTAATTCTTACTACCCTGGCCAAGAAAGCATTTTCACCTCCTGCGC 
TTTCCTTCCTGTGTGCTTGTGGTTGGTTCTTTCTTCTCAGGCTTTCTTATTCTGATGCTGAGAT 
AGTTCTGTTCACTTAGCAACTTGGGACAGTGACACAGGGTTTGTTCTGTACAAGCAGGTTAT 
CCMGAGGCATCCATACCCTGGGTTTTCCTCCAACCATAAGGAAAATTGATGCAGCTGTTTC 
TGACAAGGAAAAGAAGAAAACATACTTCTTTGCAGCGGACAAATACTGGAGATTTGATGAAA 
ATGGCCAGTCCATGGAGCAAGGCTTCCCTAGACTAATAGCTGATGACTTTCCAGGAGTTGAG 
CCTAAGGTTGATGCTGTATTACAGGCATlTGGATTTTTCTACTTCTTCAGTGGATCATCACAG 
TTTGAGTTTGACCCCAATGCCAGGATGGTGACACACATATTAAAGAGTAACAGCTGGTTACA 
JTGCTAGGCGAGATAGGGGGMGACAGATATGGGTGTTTTTAATAAATCTAATAATTATTCAT . 
CTAATGTANNNNN 
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>585 

NNNNNNNNCCGCCCGGCAGGTACGCGGGGATGACGCAAGAGCCCGCTCTCACTTT 
TCAGCGGCAGGCGAAGGGGGCTGAGGAAAGGAGGTGGGTCTAGGCAGGGGAAATTGGGG 
TGCCACCAGACGGAGACAGCTTGGACTACCAGAATCAAGCACTCTTTTGGAAGAGGGTAAT 
CTCTCTCCAAAAACTGAGGACACTTACCTTCCCCATATATTGAGTCCAGCTGTGTTTGGTGG 
CCCAGGTACTAATTTCAAGATGCCAGGACGTTCCAGTTCAAATTCAGGTTCAACTGGTTTCAT 
CTCCTTCAGTGGTGTAGAGTCTGCTCTCTCCTCCTTGAAAAACTTCCAAGCCTGTATCAACTC 
TGGTATGGACACAGCTTCTAGTGTTGCTTTGGATCTTGTGGAAAGTCAGACTGAAGTGAGTA 
GTGAATATAGTATGGACAAGGCAATGGTTGAATTTGCTACATTGGATCGGCAACTAAACCATT 
ATGTAAAGGCTGTTCAATCTACAAT AAATCA TGTGAAAGAAGAACGTCCAGAAAAAATACCAG 
ATTTMAATTATTGGTAGAGMGMATTTTTGGCTTTACAGAGCAAGAATTCTGATGCAGACT 
TTCAAAATAATGAAAAATTTGTACAGT TTAA ACAACAGCTGAAAGAACTAAAGAAGCAATGTA 
AGTCMCATGCTTGCTTGGTTCGGCTTTTTGAAATTAGGGAACTGACTTGATGAACAGCCCA 
GTTAACTTGATTTATAAAGTTGCTTATCTGCTGGGTGATCTCATTCTAGTGCGTTAATGTTGT 
GCAATCGGATTGGGTAATTTGGTCAATCAGCTGGCATTTTGGAAGCAAGGTTCCCAAGTGGC 
CGAAATTCCGAAGTGTGATTGTATTGTCCATTGCGGCGGAGGGGACGTGTGAAACAACATTA 
AGGGAAGCACATATTTCTAGCACAAAAAAGGGGAGCGACAAAGAACTCAGTGGCACCATGC 
GTACGACACTTGTAAGCGGCCACATAGGAGTATAATAAAGACGGGGATeAAeATAGAAAAAA 
CATCATATGTATAACCATCATGT ATGGTGAACGCACTCAGACAGTTGATGTTGTAGAAATAGG 
AGTTTCGAACTAGAGGACGTAATCATAGANN 
>586 
>587 

NNNCTCGTGGGCAGAGGAACAACCAGGAACTCGGGCTCAGTCTCCACCCCACAGT 
GGGGCGGATCCGTCCCGGATAAGACCCGGTGTCTGGCCCTGAGTAGGGTGTGACCTCCGC 
AGCCGCAGAGGAGGAGCGCAGCCCGGCCTCGAAGAACTTCTGCTTGGGTGGCTGAACTCT 
GATCTTGACCTAGAGTCATGGCCATGGCAACCAAAGGAGGTACTGTCAAAGCTGCTTCAGG 
ATTCAATGCCATGGAAGATGCCCAGACCCTGAGGAAGGCCATGAAAGGGCTCGGCACCGAT 
GAAGACGCCATTATTAGCGTCCTTGCCTACCGCAACACCGCCCAGCGCCAGGAGATCAGGA 
CAGCCTACAAGAGCACCATCGGCAGGGACTTGATAGACGACCTGAAGTCAGAACTGAGTGG 
CAACTTCGAGCAGGTGATTGTGGGGATGATGACGCCCACGGTGCTGTATGACGTGCAAGAG 
CTGCGAAGGGCCATGAAGGGAGCCGGCACTGATGAGGGCTGCCTAATTGAGATCCTGGCC 
TCCCGGACCCCTGAGGAGATCCGGCGCATAAGCCAAACCTACCAGCAGCAATATGGACGGA 
GCCTTGAAGATGACATTCGCTCTGACACATCGTTCATGTTCCAGCGAGTGCTGGTGTCTCTG 
TCAGCTGGTGGGAGGGATGAAGGAAATTATCTGGACGATGCTCTCGTGAGACAGGATGCCC 
AGGACCTGTATGAGGCTGGAGAGAAGAAATGGGGGACAGATGAGGTGAAATTTCTAACTGT 
TCTCTGTTCCCGGAACCGAAATCACCTGTTGCATGTGTTTGATGAATACAAAAGGATATCACA 
GAAGGATATTGAACAGAGTATTAAATCTGAAACATCTGGTAGCTTTGAAGATGCTCTGCTGG 
CTATAGTAAAGTGCATGAGGAACAAATCTGCATATTTTGCTGAAAAGCTCTATAAATCGATGA 
AGGGCTTGGGCACCGATGATAACACCCTCATCAGAGTGATGGTTTCTCGAGCAGAAATTGA 
CATGTTGGATATCCGGGCACACTTCAAGAGACTCTATGGAAAGTCTCTGTACTCGTTCATCA 
AGGGTGACACATCTGGAGACTACAGGAAAGTACTGCTTGTTCTCTGTGGAGGAGATGATTAA 
AATAAAAATCCCAGAAGGACAGGAGGATTCTCAACACTTTGAA1 1 III 1 1 AACTTC A 1 1 1 1 1 CT 
ACACTGCTATTATCATTATCTCAGMTGCTTATTTCCAATTAAAACGCCTACAGCTGCCTCCTA 
GAATATAGACTGTCTGTATTATTATTCACCTATAATTAGTCATTATGATGCTTTAAAGCTGTAC 
T TGCAT TTCAAAGCTTATAAGATATAAATGGAGATTTTAAAGTAGAAATAAATATGTATTCCAT 
GTTTTTAAAAGATTACTTTCTACTTTGTGTTTCACAGACATTGAATATATTAAATTATTCCATAT 
TTTCTTTTCAGTGAAAAATTTTTTAAATGGMGACTGTTCTAAAATCACTTTTTTCCCTAATCCA 
ATTTTTA GAGTG GCTAGTAGTTTCTTCATTTGAAATTGTAAGCATCCGGTCAGTAAGAATGCC 
CAT(X?AGTTTTCTATATTTCATAGTCAAAGCCTTGAAAGCATCTACAAATCT CI Mill IA GGT 
TTTGTCCATAGCATCAGTTGATCCTTACTAAGTTTTTCATGGGAGACTTCCTTCATCACATCTT 
ATGTTGAAATCACTTTCTGTAGTCAAAGTATACCAAAACCAATTTATCTGAACTAAATTCTAAA 
GTATGGTTATACAAACCATATACATCTGGTTACCAAACATAAATGCTGAACATTCCATATTATT 
ATAGTTAATGTCTTAATCCAGCTTGCAAGTGAATGGAAAAAAAAATAAGCTTCAAACTAGGTA 
TTCTGGGAATGATGTAATGCTCTGAATTTAGTATGATATAAAGAAAACTTTTTTGTGCTAAAAA 
TACTTmAAAATCMTTlTGTTGATTGTAGTMTtrCTATnGCACT 

AAACATTCTGAAGATGTACTTGGA7TTAATTAAAAAGTTCACTTAGTAAAAAAAAAAAAAAAGG 
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CGGCCGCTAGAACTATCTAGAGAAAAAACTCCCAACCTCCCCCTGAACCNNNNNNNNNNNN 
N 

>588 

cactTTTAATTCTTATGAACTTGGGCAAMGGATTAAAATTCTACTTTGGTATCTTTTGA 
AAGAAAACAGAAAGTGGACATTTTAACTATAAGTTTCTTATCAGCCTACAATCAGA TGAAG GA 
AACTGGTAAAAATTTCTCACTGTAATAATTGAAGAGTCTGATATTCCACCATACTTATTTTATG 
GATGAAGTAATATTTGGGATAATATAAAAGACTTGCATAGATATGTATATCAAATTAATAGTTT 
AACTCGGATGTGAGCTTTTAATTTCTTATTTAGTTATTAAGCATACTGCCTCCTGAATTAACTG 
CTTTTCATTTTCTTCAAGATCTAATTATCATGGACCTGCAACAGTTTCTTATGTGCCTGTCCCT 
GTGCACAGCCTTTGCCTTGAGCAAACCCACAGAAAAGAAGGACCGTGTACATCATGAGCCT 
CAGCTCAGTGACAAGGTTCACAATGATGCTCAGAGTTTTGATTATGACCATGATGCCTTCTTG 
GGTGCTGAAGAAGCAAAGACCTTTGATCAGCTGACACCAGAAGAGAGCAAGGAAAGGCTTG 
GAAAGATTGTAAGTAAAATAGATGGCGACAAGGACGGGTTTGTCACTGTGGATGAGCTCAAA 
GACTGGATTAAATTTGCACAAAAGCGCTGGATTTACGAGGATGTAGAGCGACAGTGGAAGG 
GGCATGACCTCAATGAGGACGGCCTCGTTTCCTGGGAGGAGTATAAAAATGCCACCTACGG 
CTACGTTTTAGATGATCCAGATCCTGATGATGGATTTAACTATAAACAGATGATGGTTAGAGA 
TGAGCGGAGGTTTAAAATGGCAGACAAGGATGGAGACCTCATTGCCACCAAGGAGGAGTTC 
ACAGCTTTCCTGCACCCTGAGGAGTATGAGTAGATGAAAGATATAGTAGTAGAGGAAACAAT 
GGAAGAtATAGATAAGAATGCTGATGGTTTCATTGATCTAGAAGAGTATATTGGTGACATGTA 
CAGCCATGATGGGAATACTGATGAGCCAGAATGGGTAAAGACAGAGCGAGAGCAGTTTGTT 
GAGTTTCGGGATAAGAACCGTGATGGGAAGATGGACAAGGAAGAGACCAAAGACTGGATCC 
TTCCCTCAGACTATGATCATGCAGAGGCAGAAGCCAGGCACCTGGTCTATGAATCAGACCAA 
AACAAGGATGGCAAGCTTACCAAGGAGGAGATCGTTGACAAGTATGACTTATTTGTTGGCAG 
CCAGGCCACAGATTTTGGGGAGGCCTTAGTACGGCATGATGAGTTCTGAGCTGCGGAGGAA 
CCCTCATTTCCTCAAAAGTAATTTATTTTTACAGCTTCTGGTTTCACATGAAATTGTTTGCGCT 
ACTGAGACTGTTACTACAAACTTTTTAAGACATGAAAAGGCGTAATGAAAACCATCCCGTCCC 
CATTCCTCCTCCTCTCTGAGGGACTGGAGGGAAGCCGTGCTTCTGAGGAACAA CTCTA ATTA 
GTACACTTGTGTTTGTAGATTTACACTTTGTATTATGTATTAACATGGCGTGTTTATTTTTGTAT 
TTTTCTCTGGTTGGGAGTATGATATGAAGGATCAAGATCCTCAACTCACACATGTA GACAA AC 
ATTAGCTCTTTACTCTTTCTCAACCCCTTATATGATTTTAATAATTCTCACTTAACTAATTTTGT 
AAGCCTGAGATCAATAAGAAATGTTCAGGAGAGAGGAAAGAAAAAAAATATATGCTCCACAA 
TTTATATTTAGAGAGAGAACACTTAGTCTTGCCTGTCAAAAAGTCCAACATTTCATAGGTAGT 
AGGGGCCACATATTACATTCAGTTGCTATAGGTCCAGCAACTGAACCTGCCATTACCTGGGC 
AAGGAAAGATCCCT7TGCTCTAGGAMGCTTGGCCCAAATTGATTTTCTTCTTTTTCCCCCTG 
TAGGACTGACTGTTGGCTAAT7TTGTCAAGCACAGCTGTGGTGGGAAGAGTTAGGGCCAGT 
GTCTTGAAAATCAATCAAGTAGTGA ATGT GATCTCTTTGC AGAGCTAT AGATAGAAACAGCTG 
GAAAACTAAAGGAAAAATACAAGTGTTTTCGGGGCATACAI I I 1 1 1 I I CTGGGTGTGCATCTG 
TTGAAATGCTCAAGACTTAATTATTTGCCTTTTGAAATCACTGTAAATGCCCCCATCCGGTTC 
CTCTTCTTCCCAGGTGTGCCAAGGAATTAATCTTGGTTTCACTACAATTAAAATTCACTCCTTT 
CCAATCATGTCATTGAAAGTGCCTTTAACGAAAGAAATGGTCACTGAATGGGAATTCTCTTAA 
GAAACCCTGAGATTAAAAAAAGACTATTTGGATAACTTATAGGAAAGCCTAGAACCTCCCAGT 
AGAGTGGGGAI 1 1 1 1 1 1 I CI I CTTCCCTTTCTCTTTTGGACAATAGTTAAATTAGCAGTATTAG 
TTATGAGTTTGGTTGCAGTGTTCTTATCTTGTGGGCTGATTTCCAAAAACC ACATG CTGCTGA 
ATTTACCAGGGATCCTCATACCTCACAATGCAAACCACTTACTACCAGGCCTTTTTCTGTGTC 
CACTGGAGAGCTTGAGCTCACACTCAAAGATCAGAGGACCTACAGAGAGGGCTCTTTGGTT 
TGAGGACCATGGCTrACCTTTCCTGCCTTTGACCCATCACACCCCATTTCCTCCTCTTTCCCT 
CTCCCCGCTGCCAAAAAAAAAAAAAAAGGAAACGTTTATCATGAATCAACAGGGTTTCAGTC 
CTTATCAAAGAGAGATGTGGAAAGAGCTAAAGAAACCACCCTTTGTTCCCAACTCCACTTTAC 
CCATATTTTATGCMCACAAACACTGTCCTTTTGGGTCCCTTTCTTACAGATGGACCTCTTGA 
GAAGAATTATCGTATTCCACG7TTTTAGCCCTCAGGTTACCAAGATAAATATATGTATATATAA 
CCTTTATTATTGCTATATCTTTGTGGATMTACATTCAGGTGGTGCTGGGTGATTTATTATAAT 
CTGAACCTAGGTATATCCTTTGGTCTTCCACAGTCATGTTGAGGTGGGCTCCCTGGTATGGT 
AAAAAGCCAGGTATAATGTAACTTCACCCCAGCCTTTGTACTAAGCTCTTGATAGTGGATATA 
CTCTTTTAAGTTTAGCCCCAATATAGGGTAATGGAMTTTCCTGCCCTCTGGGTTCCCCATTT 
TTACTATTAAGAAGACCAGTGATAATTTAATAATGCCACCAACTCTGGCTTAGTTAAGTGAGA 
GTGTGAACTGTGTGGCAAGAGAGCCTCACACCTCACTAGGTGCAGAGAGCCCAGGCCTTAT 
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GTTAAAATCATGCACTTGAAAAGCAAACCTTAATCTGCAAAGACAGCAGCAAGCATTATACG 

GTCATCTTGAATGATCCCTTTGAAA I I I I I I 1 1 I 1 I GTTTGTTTGTTTAAATCAAGCCTGAGGC 

TGGTGAACA GTAGCT ACACACCCATATTGTGTGTTCTGTGAATGCTAGCTCTCTTGAATTTGG 

ATATTGGTTATTTTTTATAGAGTGTAAACCAAGTTTTATATTCTGCAATGCGAACAGGTACCTA 

TCTGTTTCTAAATAAAACTGTTTACATTCATTATGGGGTATGTATGACCTTCATTTTCCAAGAA 

ATAGAACTCTAGCTTAGAATTATGGATGCTCTAAAATGTCAGAATGGGAACTCTCCTTGAAGT 

TCTCCCAAACTCAGAGACAGCACTGCCTTCTCCTAAATGATTATTCTTTTCTCCCTGTTTTCT 

GGTATTTTCTAGCATCCTTCTCACCACAGCCATAACCCI 1 1 1 I I ACTTCCATTAGGCCGTATA 

ACTGGAGAGACCTGCTGCTCGTTATATAATTATCTGATACCAAACACAAGCGATTCTGAATGT 

ACACACACGTTTATCTATAGAGCATAAGGTAAAACAATTTTGTTTAACATTTTGGTATTGTTTA 

CAAATGTTATTAAAACATGCAAATTCATTTTGAGAACCTCGAGAGAATtaacctATTAACTTTAGT 

AAACACACAGTTTAAGACAAATATAAAGGTTTAGCCAAATGCAACGGGGAGGAAGCACCTGG 

AATAATTTGTGCTTGCTCAGGGGCTTGTGGACATGGCTGTTCCTGCCAAAGCTGTAGCAGTT 

ATCCAAAAGTTCTTTCAAACTCATA TTTG GGGCCACTGAgttttttttgtttttttttttgTTTtgttttgT^ 

TTATGTCTCTCCCATTTCTAAAGTGTTTTCTTAAGTTTGTTCTAATTCAGCATatatcatctcagaatgg 

atccccagca 

>589 

>590 

>591 

CGACCCACGCGTCCGCGCGAATCCGTCGCGGAACCTGTCTTCTGTCTTTACCCAGA 
GCTACCATGAGCAAGCGGAACCAGGTATCGTACGTGCGGCCAGCCGAGCCGGCGTTTCTG 
GCCCGCTTCAAGGAACGGGTCGGCTACAGGGAGGGACCCACCGTAGAGACTAAGAGAATT 
CAGCCTCAGCCCCCAGATGAAGATGGGGATCACAGTGACAAAGAAGATGAACAGCCTCAAG 
TGGTGGTTTTAAAAAAGGGAGACCTGTCAGTTGAAGAAGTCATGAAAATTAAAGCAGAAATA 
AAGGCTGCCAAAGCAGATGAAGAACCAACTCCAGCCGATGGAAGAATCATATATCGAAAACC 
AGTCAAGCATCCCTCAGATGAAAAATATTCAGGTTTAACAGCAAGCTCAAAAAAGAAGAAGC 
CAAATGAAGATG AAGTA AATCAGGACTCGGTCAAAAAGAACTCACAAAAACAAATTAAAAATA 
GTAGCCTCCTTTCTTTTGACAACGAAGATGAAAATGAGTAAGTGTAAATATTTTGAAT7TAGTC 
TACTTTGAAAGTATATGGAGTGTTCATTAAAATCACATTTTTTCCTATTATAAAGATACTACAA 
GTTCTTTATAGAAAGTTTAGGAAATAGAGAAAAAAATTTAATAAACTACATCTATTCATCAATA 
CCCCTCTGACTTAAAATGCCAACTCTATAGAAATTAGCTAGTATTAACATTTTGTTATTTCCCT 
TGTGTGGTTGTATATATATGTAAATTATATTTlTAAGCAAAATACATTTTTTGTGTGTAAACAAA 
ATTTTATAAATACAACTGTATTGCAAATGTTCTTTGTCCTGCTTCTCACTTGACATTGCATTAT 
GAGTATTCTTCCAGGTCAGTAAATTTCAAAAACCTGACATTAATAGCTACAGATAATTTCATAA 
ACATCTCATTGTATCTTTTTCATTAGCAATAGCTCCACTTTGGGTGGGGGAGATGATAATGTG 
CCTTGTTAAAAATACCTCCCCAACTCCTGCTAAGGGTGGCCATGAGACTCAGCTCTGGCAAG 
TTAAGAAATACAGGTGGAATTCTGCTTGATAAAGCTGCTGGGTTTTTTGTTACAAAAGGACAG 
ACTTGGCAAACATGAGCCTTTGCTCTT ATCTTTTCATCCT ACTTGGAGTGCAGAGATAAAACC 
TGAGTACCTGCCGGGCGACCGCCACCGCGTGGAGCTCCAA 
>592 
>593 
>594 

CTG GAAT TCTTTTTAGCGTGGTCTCGGCCG 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I IGAI 1 1 1 1 lAGGAG 
CTTTTATTGTTTTAGTAATCTTAACATAACTTAAAATAAGAGAGGGGAAATGACATCTGGAGAT 
CTAGGTATGTGGCCCATTGCAATTGAGCACATTTCTTGGGTCTGTTTCTCTATCTCTAAGGG 
GAGTCTCAAAACCCCAGCTCAAAATACGACACTAACATCATGAACATGCATGAGCTTTGAAA 
AGTGCTCTGTAGTCTTATGATGATCTAGAAGAGCACTGTCCAATAGAACTTTCTGTGATGATG 
AAAAGATTCTACTTCTGACCTA7TCAATAGGGTAACCACTAATCATGCATGGCTCTCAAGCAC 
TTGAAATGTTGCTAGTGTGATTGGGGAGCTGCGTTTTGMTGTTMCTMTTTAAATTTAAATC 
TTAAAAAGTTACATGTGGGTAGTGGCTGCCGTACGGAACAGTACAGCACTAGAATAATGCTG 
TGTCCTCCTGTTACACATACTCATGGTCTCTCCTACTCTCCCTTCATCACACCTGTGACATCT 
TGCAATTTATAT7TGATTGTGTCATTATCTAATGTATTCCTCCTGGACTCTAAGCTCCAAATGA 
ACAAATGCTTTGTCTACTTTGCCATAACTGTGTCCCCAGTGCTTGGCATGGGACCTGGTGCA 
GAGTAAATACATCATAAATATTTTGTGAATGAATGAATGAATGAATGACCATGATTAATAAAAG 
GATATAGCTGCTCAGTCTGGTGCTGATAATGGTGGTAGTGATCAAAAGGGTTAAACCACAGG 
TCATTAAATGAAAACAGCTAACTTAGTGCTTACAGGAACCATACACTCCCTGTGTATAAACAT 
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GCCGGTGTGTGTGTACAGGTGTGTGTGTGCAAAAG CATAAT AATGTGTTTGCAAAGGTTTGC 

ATTTGTGTAGTCATGTGTAGACATGTATGCTCATGTGTTTTTGTGTCAGGAT AATAAGGTGA C 

TMGACTAAGACACATGCAAATCACCCAGGAAGGCAGTTTCTAAGTCATTACTTTTTATTTTG 

AAGGATTTGTGAAACTCTTCACATCATGGTAATCATACAAACTCTCACCATGATGTGAAGAGT 

TTCACAAATCCTTCAAAATAAAAAGTAATGACTTAGAAACTGCCTTCCTGGGTGATTTGCATG 

TGTCTTAGTCTTAGTCACCTTATTATCCTGACACAAAA ACAC ATGAGCATACATGTCTACACA 

TGACTACACAAATGCAAACCTTTGCAAACACATTATGCTTTTGCACACACACACCTGTA CACA 

CACACCGGCATGTTTATACACAGGGAGTGTATGGTTCCTGTAAGCACTAAGTTAGCTGTTTT 

CATTTAATGACCTGTGGTTTAACCCTTTTGATCACTACCACCATTATCAGCACCAGACTGAGC 

AGCTATATCCTTTTATTAATCATGGTCATTCATTCATTCATTCA7TCACAAAATATTTATGATGT 

ATTTACTCTGCACCAGGTCCCATGCCAAGCACTGGGGACACAGTTATGGCAAAGTAGACAAA 

GCATTTGTTCATTTGGAGCTTAGAGTCCAGGAGGAATACATTAGATAATGACACAATCAAATA 

TAAATTGCAAGATGTCACAGGTGTGATGAAGGGAGAGTAGGAGAGACCATGAGTATGTGTAA 

CAGGAGGACACAGCATTATTCTAGTGCTGTACTGTTCCGTACGGCAGCCACTACCCACATGT 

AACTTTTTAAGATTTAAATTTAAATTAGTTAACATTCAAAACGCAGCTCCCCAATCACACTAGC 

AACATTTCAAGTGCTTGAGAGCCATGCATGATTAGTGGTTACCCTATTGAATAGGTCAGAAGT 

AGAATCTTTTCATCATCACAGAAAGTTCTATTGGACAGTGCTCTTCTA GATC ATCATAAGACT 

ACAGAGCACTTTTCAAAGCTCATCCATGTO 

TrGAGACTGCCCTTAGAGATAGAGAAACAGACCCAAGAAATGTGCTCAATTGCAATGGGCC 

>595 

>596 

NCTACCCACCTTTCCCCCCC6CTTTGGACCCTCCCCGTC TGCC TCC CTTTC TCCTGC 
CCCCAACATTTTAATTTCGCCCACCCACAATTTTCAGTACAATTCATTTTATTATT TTAGTG CA 
ACAAAACATTTCCAGATTTATTTCCMTTTCAGTTTCAAAACAAACTGACCTGAMTTTTTAGT 
ATTTACTATCTGTGACAATGACCAATAAAATGTGTAAGAATATAAAAAA TAAAT TCATTCATTG 
TTGGTAGTACTCCAAATTCAATGCATAAGAACCTTTTCTATCTAAAGCATTTTCCTAAAACTGC 
AAACTAAAAATCTGATATTTAAAACATTTATGTGGTAAAATAATCTCATTTGATTATG GATAT CA 
TAAATAGAATATAAAAGATATTACATTTCTTCAAATACCATTTGTTTCACTGTGTTCAATTTTGA 
GTTTCCTAACATCCATTCTACAGGTCAATCAAAATACAAAGGCGTGCAAAT GAAA CAAGCTAT 
TGAAATGAAATAAAATTCAAGAATAAAAGTTAGAATTAACTTATGAGGTAACTTTTATGTAAGC 
AAACATCACAGTTGTAAGAAATGCCTCTCTTTACAAAGAGTCATTAAGATGCGCATTTTCCTA 
GAGCTATTATTTCATGTGCCCAAAATCAAGCAAAATAAAATCCCATGCTTCCTGGAATATTAA 
ATACCATGCAGTGTACTATTTAAGAAAAGAACAAGGTTAACTAACTAAAAGCAGAACTCACTT 
ATTTTTTGCTCCCTAGCCAATTAAAAATAAGTTCATTAAAAGCACTTGAAATTATATATTTAACC 
TGAAAAAAAGTTGCTAAAATTCCAATATAAATGTAAATATCTTTAACTTGCTTAACCCAGCTAT 
CCCCAAAACAGTGTAGTGGGGCAAAATGTTCAAAAGAAAAATCATCCAGTGCACGTAGATGG 
GCACCAAGAAGCTAAGCTTCCCTGAGCGCGTACAGAGCCGCCAGGCGACTCAATTCACGTG 
CTCCTTTTCTGGGGATGAAAAGGTGCTCACCAGATCT TTCTA TGCAACTGAGAGCTCCTAAA 
TCAAGTCAAAGGGGACCATCGTACTGAAATATTCCATATTTTCCAGTGGTCCACCAGC TGGG 
CTCAGAGGCCAGGAGCTGTTCCCCTTGCCCAGGCTGCAGACCAACCTGAATTTCAGCTTTTA 
ATGTTCTTATGGTACAGAGTGGTGCAGGATGGAAGCCATTCAGAGCCTGATGAAATGGAACA 
GAAAACTCCCATTTTCTGTCACCTGTCAACTTCCTGTAATTCAAATCACCCTTGAATAAAATTA 
MTGTGCCTTCTGTAGTTCAGCATATAAGTCAGGTGCAAC CTGA GGCATTGCACAGTACCTG 
CCCGGCCGCCGCGCGGGCCGCCCGGGCAGGTACATTTGTTTTGCCCAGCCAATCACTCTTT 
TTTGTGAGGAGCCTAAATACAN 
>597 

NAGTCGACCCACGCGTCCGGTGAGCACCGCCCGGGAACATCTCGGGGAGCCTGGT 
TGGAAGCTGCAGGCTTAGTCTGTCGGCTGCGGGTCTCTGACTGCCCTGTGGGGAGGGTCTT 
GCC7TAACATCCCTTGCATTTGGCTGCAAAGAAATCTGCTTGGAAGAAGGGGTTACGCTGTT 
TGGCCGGGCAGAAACTCCGCTGAGCAGAACTTGCCGCCAGAATGCTCCTCCTGTTGCTGAG 
TATCATCGTCCTCCACGTCGCGGTGCTGGTGCTGCTGTTCGTCTCCACGATCGTCAGCCAAT 
. GGATCGTGGGCAATGGACACGCAACTGATCTCTGGCAGAACTGTAGCACCTCTTCCTCAGG 
AAATGTCCACCACTGTTTCTCATCATCACCAAACGAATGGCTGCAGTCTGTCCAGGCCACCA 
TGATCCTGTCGATCATCTTCAGCATTCTGTCTCTGTTCCTGTTCTTCTGCCMCTCTTCACCC 
TCACCAAGGGGGGCAGGTTrTACATCACTGGAATCTTCCAAATTCTTGCTGGTCTGTGCGTG 
ATGAGTGCTGCGGCCATCTACACGGTGAGGCACCCGGAGTGGCATCTCAACTCGGATTACT 
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CCTACGGTTTCGCCTACATCCTGGCCTGGGTGGCCTTCCCCCTGGCCCTTCTCAGCGGTGT 

CATCTATGTGATCTTGCGGAAACGCGAATGAGGCGCCCAGACGGTCTGTCTGAGGCTCTGA 

GCGTACATAGGGAAGGGAGGAAGGGAAAACAGAAAGCAGACAAAGAAAAAAGAGCTAGCC 

CAAAATCCCAAACTCAAACCAAACCAAACAGAAAGCAGTGGAGG TGGG GGTTGCTGTTGATT 

GAAGATGTATATAATATCTCCGGTTTATAAAACCTATTTATAACACTTTTTACATATATGTACAT 

AGTATTGTTTGCTTTTTATGTTGACCATCAGCCTCGTGTT GAGC C TTAAAG AAGTAGCT AAGG 

AACTTTACATCCTAACAGTATAATCCAGCTCAGTAI I I I I GTTTTGTTTTTTGTTTGTTTGTTTT 

GTTTTACCCAGAAATAAGATAACTCCATCTCGCCCCTTCCCTTTCATCTGAAAGAAGATACCT 

CCCTCCCAGTCCACCTCATTTAGAAAACCAAAGTGTGGGTAGAAACCCCAAATGTCCAAAAG 

CCCTTTTCTGGTGGGTGACCCAGTGCATCCAACAGAAACAGCCGCTGCCCGAACCTCTGTG 

TGAAGCTTTACGCGCACACGGACAAAATGCCCAAACTGGAGCCCTTGCAAAAACACGGCTT 

GTGGCATTGGCATACTTGCCCTTACAGGTGGAGTATCTTCGTCACACATCTAAATGAGAAAT 

CAGTGACAACAAGTCTTTGAAATGGTGCTATGGATTTACCATTCCTTATTATCACTAATCATCT 

AAACAACTCACTGGAAATCCAATTAACAATTTTACAACATAAGATAGAATGGAGACCTGAATA 

ATTCTGTGTAATATAAATGGTTTATAACTGCTTTTGTACCTAGCTAGGCTGCTATTATTACTAT 

AATGAGTAAATCATAAAGCCTTCATCACTCCCACATTTTTCTTACGGTCGGAGCATCAGAACA 

AGCGTCTAGACTCCTTGGGACCGTGAGTTCCTAGAGCTTGGCTGGGTCTAGGCTGTTCTGT 

GCCTCCMGGACTGTCTGGCAATG^CTJjjTATjrGGJ^C^^ 

CCCTTCTGATGCTA7VGACTCCAGACCTTTTGTTTTTGCTTTGCATTTTCTGATTTTA 

TGTGTGGACTAAGATGCATTAAAATAAACATCAGAGTAACAAAAAAAAAAAAAAAAAAGGGGG 

GGGCCGTTAAANNNNNNNNNN 

>598 

CCACGCGTCCGCTCTCAAAAAATTTTTAAAATTAGGGTGGTGGTGCACACCTATGGT 
CCCAGCTGCTTGGGTGTCTTAGGCGGGAGAATCACCTGAGCCCAGGAGTTTGGGGTTGCAA 
TGAACTATGACCACACCACTGCGCTCCAGCCTAGGCAACAGAGCAAGACCCTATCTCTTAAA 
ATCAGTTCATGATGGATATTGTGGCTTCAGATGTGAAAGAAA AGATAC GGGGCTAAAATTCT 
GTATTTTCAGTGTATTCTGGTAACCAGCTAATCCAAGCAGTAATTTTTGAAATGTGAAGTTTA 
GAATATATTCTAAATAAAATACGTGCAACCTCCAGTGGGAACCTCTTATTATTGGGGGAGGTA 
GTAGGAAAGGCGCTGGGTGTTCTAAAATAGGCTCTCCTGGCCCACGGCTGACTGTCTTCCT 
TGTGTCTCTGCAGTGGACGTGACTCTGGACCCAGACACGGCCTACCCCAGCCTGATCCTCT 
CTGATAATCTGCGGCAAGTGCGGTACAGTTACCTCCAACAGGACGTGCCTGAGAACCCCGA 
GAGGTTCAATCTGTTTCCCTGTGTCTTGGGCTCTCCATGCTTCATCGCCGGGAGACATTATT 
GGGAGGTAGAGGTGGGAGATAAAGCCAAGTGGACCATAGGTGTCTGTGAAGACTCAGTGTG 
CAGAAAAGGTGGAGTAACCTCAGCCCCCCAGAATGGATTCTGGGCAGTGTCTTTGTGGTAT 
GGGAAAGAATANNNN 
>599 

NNNNNNGCAGGGGCCGTTTACGGAAGTGTAACGTTGAGGCCCTTCTTGTGTATCTG 
GAGAAAATAGAGGTTCTGACTCCTCAGGAGCAAAAAACATAACCTGAAGAGGGAGGAAGTG 
GATTTGGGGTTCACCATTTCTTGGGGCACACTTGATTGAAAACTGAGACTTCTGAAGAGAAG 
GCCAGAAGATACAAAGACAGACCATCCCAGTTGAATGCTGTCTTCCAAGAACAGAAGAAAAT 
GATCCAGGCCCAGGAATCCATAACACTGGAGGATGTGGCTGTGGACTTCACTTGGGAGGAG 
TGGCAACTCCTGGGCGCTGCTCAGAAGGACCTGTACCGGGATGTGATGTTGGAGAACTACA 
GCAACCTGGTGGCAGTGGGGTATCAAGCCAGCAAACCGGATGCACTCTTCAAG7TGGAACA 
AGGAGAACAACTGTGGACAATTGAAGATGGAATCCACAGTGGAGCCTGTTCAGACATATGG 
AAAGTTGATCATGTGCTGGAGCGCTTGCAGAGTGAAAGCCTGGTGAACAGAAGGAAACCAT 
GTCATGAACATGATGCATTTGAAAATATTGTTCATTGCAGCAAAAGTCAGTTTCTGTTAGGGC 
AAAATCATGATATATTTGACTTACGTGGAAAAAGTTTGAAATCCAATTTAACTTTAGTTAACCA 
GAGCAAAGGCTATGAAATAAAGAACTCTGTTGAGTTTACTGGAAATGGGGACTCCTTTCTTC 
ATGCTAACCATGAACGACTTCATACTGCAATTAAATTCCCTGCAAGTCAAAAACTCATCAGCA 
CTAAGTCCCAATTCATCAGTCCCAAGCATCAGAAAACACGAAAATTAGAGAAGCATCATGTG 
TGCAGTGAATGTGGGAAAGCCTTCATCAAGAAGTCTTGGCTAACTGATCACCAGGTAATGCA 
TACAGGAGAGAAACCCCACAGATGTAGTCTATGTGAGAAAGCCTTCTCCAGAAAGTTCATGC 
TTACTGAACATCAGCGAACTCATACAGGAGAAAAACCTTATGAATGCCCTGAATGTGGCAAA 
GCCTTTCTCAAGAAATCACGGCTCAACATACATCAGAAAACACATACCGGAGAGAAACCCTA 
TAtATGCAGTGWGTGGAAAAGGClTCATCCAGAAAGGAAATCTCATTGTACACCAGCGAA 
TTCATACAGGTGAGAAACCTTATATATGCAATGAATGTGGAAAAGGCTTCATTCAGAAGACGT 
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GTCTCATAGCACATCAGAGATTTCACACAGGAAAGACGCCCTTTGTGTGCAGCGAATGTGGA 

AAATCCTGTAGGCTAGGTACGAGGCTTGGTGTTGAATTCGGCCGAGGCACAGGAGAGAAAC 

CCTTTGAATGTAGTGAATGTGGGAAAGCCTTTACACAAAGCAAAAGCTCATTGTCCATCAAA 

GGACTCATACAGGAGAGAGACCCTATGGCTGTAACGAGTGTGGGAAAGCGTTTGCGTATAT 

GTCGTGTCTGGTTAAGCATAAGAGAATACACACAAGGGAGAAACAAGAGGCAGCCAAGGTG 

GAAAATCCTCCTGCAGAGAGGCACAGCTCATTACACACCAGTGATGTCATGCAGGAGAAAAA 

CTCTGCTAACGGGGCGACTACACAAGTGCCTTCTGTGGCCCCTCAGACATCATTAAACATCA 

GCGGCCTCCTCGCAAACAGGAACGTAGTCCTTGTGGGACAGCCAGTGGTCAGATGTGCAG 

CCTCAGGAGATAACAGAGGATTTGCACAGGACAGAAACCTTGTGAATGCAGTGAATGTGGTT 

GTGCCTTCCGTGATCAATTATGTCTTATTTTATGTTACAGAAAACCCATAGGAAGAAAACTCA 

GATCTATGTGGAAAAGGGTTGAGCAAAAATTTGTAGTTCATTATGTGGCCGAAAAGCATACA 

CTGAGAGAACATGTATAAGGCTGAGATAGCCTGATAAACTCATCCTATTAAAATGTATGCTGT 

GATACACAGGCAAATTTGATGTTAACCTAAGCACATACACAGCAATTGCTCGACTGTGTCAAT 

TAAATGAGTAAAGGAAGCCCAAGTACTTTTAAGTGGGAGGAAAATGACGTACCTGTGCAATC 

TTTTACAGCAGATGAGATAATTGCTGTTCCGGAGTGTTGCAGTGGACTGAAAAGCTTCATGA 

GGGGCATTGGTGGGGAAGGGGTAATCCTGTAATGGTGGCATGTGCGCACCTTTGTTTCACT 

CCGTTTCCTTAACCATGCCCCTGGGGGATATTGACACCCGACCTTCTTCGMTTGTTTGCGC 

GGGTTTGGACCCCTCTTCTTCACCTTTTATTCAMAACACCGCTTTCGTCGAAGAAAA 

CTTCCCCTAGAGGAACGCN 

>600 

NNNAAGAAGTCTGAGGAGAGGGAAACGGAATGCTCGGTCGCCCCCACACCTGGCC 
CACCGCGGTCACGGTCTAGCCTATTGGCCCCACCGGTCTGCCCGCCCGGGGCCTGCACCA 
GCCAGGCCCCTCCGGCCCGACGCCGCCGCGGGGGGGGAGTCGACGCAGTCGCTTTCGCT 
TTCGCTCGGGAACGGGTGCAGGAAGGTCCCGGCGGCCGCCATCTCGCCGTCGTCCCGCG 
GGGTGCCCGGGGCGTTGCTCAGGCCGGCCACGGCGCCGGGGGAACTCTTCGGCAACCCG 
TCCATGTCGCCCGAGCCCAGGGATCCGTTCACGTGGTGAGGCTCCATCGCGCTCATGGCG 
GCCATGGGGCCCTCCGGGCCAGGGCCGAGCGGGAAATTAGCCCTGCCGGCGCCCTGCCC 
GATGGGGTTCATGATAGTGTACATGTTTTCGCTGGAGTTGGTGGAATCTCCAGGGCTAGGC 
ATGATGGGTGTTCCAGGGGGCCCACCTCCTCCTGGGGGTCCGGTGTAGCTGCCGGGGGAT 
GAGGAGGAGTAGGGGATCGAGTTTCCACTGGGGCTGGCCCACGGGCCACGAACTCCTGGG 
CCCATGTTCATGGCAGGCAGGCCTGGGCCGGCGAGGGAGTTGGGTGGGGGTCGCATGCC 
ACCTCCATAGCTCTGGGGCCCCACGCTGGCCATGCCACGAGGAGGCGTCACCCTCTGCATT 
GGGCCGCCCATGCTCGGATGCCCCTGGGCTCGTGGGGAGGGCTCCATGGCGCCAGGGAG 
GAGGGGCTGGGAGCCAGGGAGGCCTGCGGGAGGCTGACTCGGCATCCGCAGGGTGGGCC 
GGGGGCCCCCTGGGAAGCGCGGTGACATGAAGGGCTGGAAGAAGCCAGCCGCCATGGAG 
CCTGCGGCCATTGTGTCACCTGGGGCCATACTCCCCATAACGGGGCTGGGGGCGGCTGCA 
GCACTATAGTCCTGGAAGGCCTTGGCCTCGCCGGAGTGCTCGCAGGCCTCTCTTCTGTCAG 
GCGCCGCGCAGTACAGGTCCCAGAAGACGCACCACCAGGAGTGCAGGAACCCAGGGGGC 
TCCCCCAGCGTGATGTTCTTCTCCCATCGGATCTCAGACAGGAAGGTCTGGGCTGACTTCT 
GGGCACCGATGTGCAGCAGGTACTCATAAACGTACAGCGCCAACTTCTCGCGGGCCTGGCT 
GTCGGAGGGCACGGCCGAACCCTTGCCCCCCTTGGCGTACATGCTGCTCCACGCCGCCGC 
CGCCGGGGCCCACACCTGTCAGGCGGCGCCGCGGGCCGCGCTTGCCGTCGCCATAGCTA 
CCCCGCGCCCCGGGCCTCACCGCCCCGAGCCCCAGGCGGGCACGGCAGGCATCGTCCGC 
GCGGGGGAGCTCCAGACGGCCGCGGCGGCGGCGGCAGCGGCGGCTCCAGCTCCGGCCC 
CGGCCGCAGGGTGGC 1 1 I 1 1 I I CCTCCCTTTCCTCCGCGCGGGCTGTTCCGGGAAACGCGC 
GCTCCCCTCCTCCCGCCGCGCGCGCCCCCGCCCGCTGCCTCTCCGCCGCCCGCGGGCGC 
AGCTCTTAAAGGGGCGATGGCGGGCGCGCGGGTGGGTNCCCNNN 
>601 

NNATAAGAACTTATGGGATTTCCTACACGGAGACAAAAAAAGATATTCCTTT ATGTT G 
TTTAAAAGTGGCAGCTGCTCTTTCTTTATTCCATTTTM^ 

CTTTCTATTTTTCCTTATGATAAGTTTCTTACAGTAGCTTATACAACAACAAATAGCATAG 

AACTACTGGATTCMTTGATCATCAGGAATAAGTTCTCAGAAAAACACAGGCGGAAAAATAAG 

CAAGAATCCCAAATACAGAACTTTACAAGCTGTGAAACTTGGTCTCTTGCAATCATGTTACTG 

CTCAMTTAGAGACAATCTTATTGCTGTCTATTGGAGCAGCATCGTGGCAGATCAGCAGGCA 

ATGATGATGTTGAGAACAGCAGCAAAAATAAACAATCX3TATGCTCATGAA 

ACAAAATGGATACCTTTCAGAAAAGTATATACTTAAAAGACCCAAGACGTCAGGATAATAAAG 
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ctctgtatttataatcttttatatgtcctattgtggctattatgcttaagtaaaatag ctaa ag 

aaaaaaaagaaaaaaaaaacagaaaagatgacaatatcataaaaatgtagctgtctattttgg 

cagctatattgcagaatttcttgactatcttttaatcagctgggaaaaagtcaataactgtat 

gcaaatgaataaactgtccatatcaaaatacaaaagtactatcaataatcacctctgactttca 

gatttaaattcagtgcaattgacaaatgcatcactaaaggaaaatgcagcttaaaagatactc 

aamcatttgtgtctattcctgggagcacattttaamttattgcacagatttttttmttttta 

tttai i i i i i i i aaacaataacagaggtcaaccacagatgtggacctccagcaataaaagcag 

gaattcaagtgccagatactcagcatattaggtttcctacgtaagtcacagggtaatatgttc 

taaatatctctaatgtgatccaaaaccctaaaaagagctggcacaaaaccatcgtgaatgact 

gcctctcttgatgtaaatttttaaaaatattattacagtatcatagtccccactaacaacaact 

ggggtacatataacaatgtattgtgaaattaagtgtatttattctctttaccaatagcaaatgc 

taccctaccttagtaaaaccaagacttgcttcaatcaatgctgttttgtaaaaatagcaaagc 

aacgaatgctgaaatcaatcaaagctgcattacttgggttaaatcagtttctacttagaacac 

aggttaaaattttagtactaaaaggcctcaaaataattagtgacagaaatagtgttattaattt 

gctaagctcaacaataagcaattccttaattaaaatcttcgagatataaatttgatgactattc 

tcttcagaaatgacatacctggattatgttaatcatgacaagccttattagtcacacatataaa 

catggcctcatgcaatcatttgtctgtatatgttactctaagttgcatgagcacaaggtttaa 

tatctatatcitjaagaamt^^ 

ttactaMaaaaaaaamttagcagcttaaatctatctatatttgaaaaaacgtagtcacaagt 

accacaaatgcagaatcagagcagcaggaagaaggttagtgcaattatactttca ttaaaaa a 

aattctgmtcactgctatttaaaaacaccttgaagcaagtcttttgtttgagattgtttttta 

mctmggtagcaaacattttgccatgtaatggcagtgttatatgccgttatcttgctttgta 

taaagaaaacaacatgagagatttttaatactggagttgggttacattacatatttaagcttct 

acacagaatgatggacacttcgagaagctaatccttatccagaaacannnnnnnn 

>602 

caCGCGTCCGCCCACGCGTCCGccccgCGTCCGCGCCCCGCCcatacCGCCgaGGCTG 
CCGCCGGAGTCGCCACCGCCGCGCCCTCGCCCACCCGCCCGCCCGCCGCTCCCGGCCCC 
GCTCGCCCCCTCCGCCGCCGCCGCCCGCCCCTGCGACTACGCTGCGGCCTCCCGCCCGC 
TCCCGCTCGCTCCCGCGGCCCTCGCTCGCCTCGCGCCGGCAGTTTTGGGCCTACACCTCC 
CCTCCCCCCGCCAGCCGCCAAAGACTTGACCACGTAACGAGCCCAACTCCCCCGAACGCC 
GCCCGCCGCTCGCCATGGATGCCGGTGTGACTGAAAGTGGACTAAATGTGACTCTCACCAT 
TCGGCTTCTTATGCACGGAAAGGAAGTAGGAAGCCGAATGGTGAGAGTCACCATTCGGCTT 
CTTATGCACGGAAAGGAAGTAGGAAGCATCATTGGGAAGAAAGGGGAGTCGGTTAAGAGGA 
TCCGCGAGGAGAGTGGCGCGCGGATCAACATCTCGGAGGGGAATTGTCCGGAGAGAATCA 
TCACTCTGACCGGCCCCACCAATGCCATCTTTAAGGCTTTCGCTATGATCATCGACAAGCTG 
GAGGAAGATATCAACAGCTCCATGACCAACAGTACCGCGGCCAGCAGGCCCCCGGTCACC 
CTGAGGCTGGTGGTGCCGGCCACCCAGTGCGGCTCCCTGATTGGGAAAGGCGGGTGTAAG 
ATCAAAGAGATCCGCGAGAGTACGGGGGCGCAGGTCCAGGTGGCGGGGGATATGCTGCCC 
AACTCCACCGAGCGGGCCATCACCATCGCTGGCGTGCCGCAGTCTGTCACCGAGTGTGTCA 
AGCAGATTTGCCTGGTCATGCTGGAGACGCTCTCCCAGTCTCCGCAAGGGAGAGTCATGAC 
CATTCCGTACCAGCCCATGCCX3GCCAGCTCCCCAGTCATCTGCGCGGGCGGCCAAGATCG 
GTGCAGCGACGCTGCGGGCTACCCCCATGCCACCCATGACCTGGAGGGACCACCTCTAGA 
TGCCTACTCGATTCAAGGACAACACACCATTTCTCCGCTCGATCTGGCCAAGCTGAACCAGG 
TGGCAAGACAACAGTCTCACTTTGCCATGATGCACGGCGGGACCGGATTCGCXJGGAATTGA 
CTCCAGCTCTCCAGAGGTGAAAGGCTATTGGGCAAGTTTGGATGCATCTACTCAAACCACCC 
ATGAACTCACCATTCCAAATAACTTAATTGGCTGCATAATCGGGCGCCAAGGCGCCAAGGCG 
CCAACATTAATGAGATCCGCCAGATGTCCGGGGCCCAGATCAAAATTGCCAACCCAGTGGA 
AGGCTCCTCTGGTAGGCAGGTTACTAACACTGGCTCTGCTGCCAGTATTAGTCTGGCCCAG 
TATCTAATCAATGCCAGGCTTTCCTCTGAGAAGGGCATGGGGTGCAGCTAGAACAGTGTAG 
GTTCCCTCAATAACCCCTTTCCAAACCAACAACTTTGTCTTAATCCAGCTATGTTTGCTAATAA 
ACGAAATGCATGCACTTCCCACATATATACTTCACTGAGCCTCTGCATTCAGTACCTGGCAG 
TGAAAAAGfATGCTTTCCCCACAAGTCAGTACTGGAGAATAAAAAtGAGAACTCCAACTAAAG 
AACAATGCCTCCTTCACCCCAGTAATGTTATCCACATTTTCCCTACCCTCACATTAGAATAAA 
GACATCCTCCCAACTTTTCATCTCCTATCTCCMTCTGTTCATAGGAGATATATCTrTTGATCT. 
TTTATTATAAGGGTAGAATATAGATfAAGATCATCAAAATCCAATTTCACATGTGGCACTAGG 
AAAATGGAATGCTATAAAATTAATCCCCATCACCCAAGTAGGGATGCTGGTGCTTTTATACTG 
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AGTCTTTACTGCCAATAAGTGATGCTGCCTCCAAAGGAACAGCTCTACAGAAAGTTTTTGGG 

TTAGTGTTTCCCTAGCTTATTTCTGCAATGGAGAAAGACAATTTCATATCAAAAAAAAAAAAAA 

AAAAAACCTGGAAAAGCTACAGATGTTAACCTTTACTTTAAACACCAATAAAATAGGTGTCAA 

AGGAGAAAAAATGTAAAAAAAAGAGCTCCCAAACAGCCTGAGAGACCAAATTCT GCAA ATGG 

AAATTTTAAAGCCCACTGAATACATTTTTCATGGATCCAAACAAATGCTACMTACTTTTAAGT 

CCTCAACTCACAGAATTAAGAGCCCTTAAGCTGTTAACTTTGTCCTGTCTTCCTATTCAGAAA 

AATGTCCCCCTAGAATCTGTGCAAAAGTAACTGATGGGAgaagatgcgtcttcgtcccatcagcatttaagtatt 

gtlaActttatgtaataGCatttgggttggggattggtttgtTTCCAGTTGTACAAAAGATAGTTGTATTATGTTAGG 

TATAATTATGACCTTATTAGTGTCTTTATTTGAAGATTATGTATGATCTCAGGAGATGTGTATG 

GGTTCAAGTTGACAAGGGGTGGACTTGTGATGGTTAATACTGAGTGTCAACTTGATTGGATT 

AACAAATGCAAAGTATTAATCCTGGGTGTGTATGCGAGGGTACCTACCTGATGGgacgcaatcttc 

gtcccatcagtaatatattgttaaaatcagactttttcactgggtaattggtaggagcctataggttttcttgtgataagttcagtcctcagaaag 

caccactcttgtggcatttcagggcttaaattcttaatactctttgcttggttatccaagtctaaaacactgttccacatatgattctgcacaatct 

catatctagtcatattgcagtgctgagaattgtagttccagagaggcatgtgtggagatagggtttagagaatgttcgtgaaatgtttca 

>603 

atatgatagcacacaaaagtgtaaatttctggcaacactgggctggaatatttgcatgggccacagcgtatggagcagggtt 
gtaagtgcccctttgagaggaagaatgccatatcactgtgtgcctcagltctctcccagcctctcacatacatgtatgtcacctgcctggccc 
taaggacatttgagacctccctgtgttcttctcffigtcttg ggatagcctgg^ 
cciacagiggctcaggtgtpag 

tmagcttgtgmgttactatCTtctGTcatgttaagggcATCTTCGTTGCTAGAGtaatttcTTCTAAAATATGGAAG 

GTCAACActtttccctTTAGACTTGTGGATAGTGATGGATAAAAATAACTCTCTTACTCTATAGTAA 

ACTTGCTCAAGTGCAAAAGTTATATTTAGCTTCAGCAATAGGAGTCTATAAAACTGTGAGAGA 

AAAGCCTTACTAACTGAAGTCATCCTTCAAACCTTTCTACCAGGGGTTCCAATAGCAATTGCT 

AAG AAT ACG G C AG CTT AAAA AAA I I I I I I I I CAATTGACAGATATTAAGAATGCCTGATATTTA 

CTGACTTGMCATTAGTTAAATTCAGTTAGGGTGACCAGAGTGTTGCTATTTGTAGAACTGTT 

GCTTGGTAGAGTCATCCAAAGTGTCTTCCTAAGCTGTAATAAATATGCTTACTAATGTTTGAC 

TGCTTAATTAATGGTCAGTAAGCATTCAGTCAGAGTTCGTTTAATACATG GAGAA AGATATAT 

GCTTTAGATCAAGGGTTAGCAAACCACTGCTTGTTTGGGCCACGGCCTGTTTTTGTATAGTG 

TGGGAGCTAAGAGTGGGTGGTGTACATTTTTAAAGGGTTATGACAACGACACAGAATAATAT 

GAGACACAAACCCTATGTGGCCCATAAAACCTAAAATTCTACTGTCTGG CTCT TCACAGAGA 

AAGTTTGCTGATCCCCGCTTTAGATAATGGGGGTGCTCTACTACTCCCCTTTTCATTTATAGT 

GTTACATAAGCCTAAATAATCACTGTAGCTGGTGGCATCATGTTTGTTACCTACTAAGTAGGT 

CAAAGTGATTGCCAGACATACACATGAAGGCCTTGAATTAGAAAGCAAAGGAACTGAT GATG 

ACCAaTGTTTAACAAAATTCAGaCTGACTTTGTgCCTGATCCTTCAAaGgctagaggTGATATTTTT 

GGTACctgaaACGTAATTTccctGAtaagTACTCTTTGCCCAATTATTGCTTATCAGCTGAGATATT 

AATGTCTGMTTATTCAGCTCATATATCTTCAAGCACTCAACTAGTTCATACTTTGAAATCAAT 

TCTAATAGACAATTCTCATAACACCTTTATAGTCTTCCCATTTAAAAGGTAAATGTTGTTAGGG 

CTGGAGGGGTAAGATGCACCCTTGGTATATTGTCTG ATCT CAG CAGAA TCAACTACTTGGTA 

GTGTAGTCCAGAGAAAATGGGTCAAATCTATTAATTATTTTAGGATTTTGAAATTCATAATTGA 

GACTCGTGACTTAATAGTGAACTGCTCATGGTACTTTACCCAGTCTTCMGTTGTATG CCTTT 

TGTAGGTAGGCATTTAGATGGGATGCTTTTGAAAGCATAATTAAGAAACTTTACTTGAATTTT 

GTTTATAATGGGCTMTGTTATTTTCTTATAGTTTGCAGTGTTGATGTGGGTATTTACCTATGT 

TGGTGCCTTGTTTAATGGTCTGACACTACTGATTTTGGGT AAGTC TACAAAGCCATTGGGAT 

GAAAAATTGCTGGAAAGATTGTGTGCCAGGAGCTTAGACATTTTAGTGGAGAATATTCTCATT 

GTATGAAAAGTAGGGGATGAAAATGTGGGCCGGGCGCGGTAGCTCATGCCTGTAATCCCAG 

CACTTTGGGAGGCCAAGGTGGGCGGATCACCTGGGGCCAGGAGTTCGAGACCAGCCTGGC 

TAACATGGTGAAACCCCATTTCTACTAAAAATAGAAAAAATTagCTGGGCGTGGTgGCGCACG 

CCTGTAATCCCAGCTACTCCGGAGGCTGAGGCAGGAGAATCACTTGAGCCCAAGAGGCAGA 

GGTTGCAGTGAGCGGAGATCGTGCCATTGCACTCCAGGTTGGGCAACAAGAGTGAAACTCC 

ATCTCAAAATAAGTTTGAGGTTGTATTCTCTTTAMTMGTTGGTGATACTGCTTCCCGGTTTA 

TTGAAATGCTACCTTAGTTGCTGAAGACAGCTCCTACTAACAAACAGTGATAAACXJAGATAAA 

GGGTGGCTTTATATGATGGTGCAGTCATAMTCTMCCAGGGATACCTTTATTTTATGAAATC 

TCACTGTGATATGATTTGAAGCTAGAAATGGTTCCTAGCTCTAATAACTGCAGCCTC ACACA G 

TTCATTCATTCCTCTGGAGTGGCTC^ 

TTCATTCATTAGGMCACTGCTTGG^ 

ATTCCTCCCAAATCATTCCATTCTTTTTGAAAAGTTGTATATTTCCCTTTTCAGCTCTC 
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CTCTTCAGTGTTCCTGTTATTTATGAACGGCATCAGGCACAGATAGATCATTATCTAGGACTT 

GCAAATAAGAATGTTAAAGATGCTATGGCTAAAATCCAAGCAAAAATCCCTGGATTGAAGCG 

CAAAGCTGAATGAAAACGCCCAAAATMTTAGTAGGAGTTCATCTTTAAAGGGGATATTCATT 

TGATTATACGGGGGAGGGTCAGGGAAGAACGAACCTTGACGTTGCAGTGCAGTTTCACAGA 

TCGTTGTTAGATCTTTA I I I I I AGCCATGCACTGTTGTGAGGAAAAATTACCTGTCTTGACTG 

CCATGTGTTCATCATCTTAAGTATTGTAAGCTGCTATGTATGGAT TTAA ACCGTAATCATATCT 

TTTTCCTATCTATCTGAGGCACTGGTGGAATAAAAAACCTGTATATTTTACTTTGTTGCAGATA 

GTCTTGCCGCATCTTGGCAAGTTGCAGAGATGGTGGAGCTAGAAAA AAAA AAAAAAAAAAGC 

CCTTTTCAGTTTGTGCACTGTGTATGGTCCGTGTAGATTGATGCAGATT TTCTG AAATGAAAT 

GTTTGTTTAGACGAGATCATACCGGTAAAGCAGGAATGACAAAGCTTGCTTTTCTGGTATGTT 

CTAGGTGTATTGTGACTTTTACTGTTATATTAATTGCCAATATAAGTAAATATAGATTATATATG 

TATAGTGTTTCACAAAGCTTAGACCTTTACCTTCCAGCCACCCCACAGTGCTTGATATTTCAG 

AGTCAGTCATTGGTTATACATGTGTAGTTCCAAAGCACATAAGCTAGAAGAAGAAattcaa 

>604 

AATTTCCAAGTGATCTGAACTAAAAATAGTTTCTTAGTAAGTGTAATATTAATTTTAGT 
TCAGATCACTTGGAAATTAGGGGAACTAAGGGAAACTGCAAGGGTAGAAGCAAAGAAACTAT 
TTTTGTTAATTATACTGAGCAAAGTTTGCTCCAAATGAAAAGTCATTACGAACTATGTATAGTA 
CCCAAGAAAA(^TCAAAnGAGTCAGAAGACTGTMGTACCACTTTTGGCGCTGCA 
AACCtTGTACACACTGCAG^ 

TTAGTCTGGATAGCTCTGTGTTGAAATACTTTTTTMTGCAGATAAAAATTATCAGGAAATTAA 

CCTTATGGCACAGACCAAATACTTAGTGCATGGCTGAGTTTCTACAATTCAAGGAGCCAAGA 

AAATAGGTTCAAGATGGAATATAGTACATGCATATAAGGCAGATGCACACATGCTGGTTACTT 

TAAGATTGTGTGTGTTGATTAGTCACAATGATAGACTATAACATGAGACA ATAC AAAGTTACA 

TTTTTGGACCATATTAAAACTGCAAGAAGACAGGGGTCTTACTG AAGATC TTTTAGAAAACTT 

AAATCCTGTCACAGGATATTTAGACATGTGTAGAATGTAGCTCAATTTTTAA AAAG TAACTGA 

CCTAGAGGGTGAAAGTTGAAACTGACACATTTTCAAATTAAGATTATGCTTA TTTTG TACAGA 

AAACAATGTTTAAACACAAGCAGATCTGTTGTATGTAATAAGTAACACAGAGTTTTAAAACAAA 

TTAATTATTTAGCTTTATTGAAGTTTGTTTTTTTCCTTCCGAACCT 

AGCAGTTTCACACCAGAATAGCAGTGCCCTTTCTTTTTGTACATACTGATTG GACC TTTCTTT 
ACTGTTACGTGGACACTTTCTATGTTAGTTTTGATGCATAATTCTTTGAATCCT TTTATA CA 
CTAGAATGTATGTGTAAGAATACCTGTCCCTGCAATGTAGTAACTACAAACTTATTTTTAAATA 
AATAGAAAACTTGTTTTTCTAAGCNNNNNNNNNNNNN 

>605 

GAGTCGACCCACGCGTCCGGGACGCTGGCGGCTCCGCGACGAGCTTTGTTTTTTC 
GGTTGGGCATGCTGCTTACCGCAGGATGATGGAAGCGACGGCCCGTACAAAGACAG AAGC 
GTTGGTTTCACTGAGTCAGTGCTGATTCTCTCAAATAGAGCTTGAAGGATAAATCTTCATTTT 
TGTTTCAACAAAACTTCGAAACAAAATGGAAGAAAATAATCTACAGTGCAGTAGTGTGGTTGA 
CGGTAATTTTGAAGAAGTTCCCAGGGAGACGGCAATTCAGTTTAAACCTCCACTATACAGAC 
AGCGGTACCAGTTCGTTAAAAATTTAGTGGATCAACATGAGCCTAAGAAGGTTGCAGACCTG 
GGATGTGGTGATACTTCACTCTTAAGGCTGCTAAAAGTCAATCCATGCATTGAATTGCTTGTT 
GGAGTAGATATTAATGAGGATAAATTACGATGGAGAGGGGATTCGTTAGCTCCTTTCCTGGG 
GGATTTTCTGAAACCTCGGGATCTGAATTTGACCATCACATTGTATCATGGCTCCGTTGTGG 
AGAGAGACTCTCGTTTGCTTGGATTTGACTTGATAACGTGTATTGAATTAATAGAACATTTGG 
ATTCAGGTGATCTGGCCAGATTTCCTGAAGTGGTATTTGGGTACCTCGGCCCAAACTCGCTG 
AGCAGGCTGAGCGATATGATGGTATGGCTGCAGCCATGAAGGCAGTCACAGAACAGGGGC 
ATGAACTCTCCAACGAAGAGAGAAATCTGCTCTCTGTTGCCTACAAGAATGTGGTAGGCGCC 
CGCCGCTCTTCCTGGCGTGTCATCTCCAGCATTGAGCAGAAAACAGAGAGGAATGAGAAGA 
AGCAGCAGATGGGCAAAGAGT 

>606 

atgtttgtgattatggtcatcagtmTTTGTTTgAgTCMGGGCAGAAATATTTATTTT 
AAGAATGTAAGACAGGTTGCTTTGCAATTTATAATAAGAACAGTAAGTTGGAACTTAAGCTAA 
ATAAATTGCTTATTATGAAAtGATTCTGAGAAGTACCATAAACTGTTTATCATGTATGCT^ 
GTAAAAAGTTTAATATGAATTTTATGTATAACTTAATTTTTCCAAAGAACAGTT^ 
AACACTG ACMTAACAGCATACATGTAGTCAGTACATTATTATTTTCAAA(XJACTAGGAAATTT 
TAMTTGATATMGTAACAATTCAGTGAGATATTTTTATCTCTCATTTTATAGATGATAAAAT^ 
AAGAGTGATAATATGATGGAAATCACTGTAATTTACTTTCTTTTCTATTTTATCAGAACATTTA 
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TTATTCACATTTTAATATTATGTTGCAGCCTTACAAATGTTTTCATCCACTCACTCTGATAAGC 

AATAAAGAATAAAATAAAGATTGCATATGTACAATGCTATTCTTCCTTGGGAAAATGACAGAAT 

TATAAAGGATTTCAATGGGCTAATTTAATTTTTMTCTATAT TTGCAGG ATTTGCCATGTAC 

AACATAGTATAACTTATAGTCAAGGATTAAAGGAAACTGCATTTTTTTCAATTACTTTAGGTAC 

CAAATCATATTAAGAACATTCAGTGTAAGGtaaaatagacctgAGGTATGTTATATGAGTGGGTAG 

GCATTTTCATTTAGTCAGTCAATTAAATCAACTTTCAMGCAAGTGAAATTATATTCTTATACTA 

TATGGGATCCTTGAACTTATGAATAATATATTTTAAAATTACTG TCATA AATAATATTAGATAAA 

CAATGTAAAAAGTCTAACATACAAAATCAATGCTAAGAGTAACATTTTCTTGGAAATAACATTA 

CTTTTATAAATAAGCTGATGCAGATCAATTTCACATTTAATAACTTATAAAAACAAAGTCAGTG 

TTTTCTAGTTTCATATGCAAAAGCAAAGTAATAGTTGGAGTGTATGTAACCTACATTAAATATG 

TCTTAGAAAGGAAGATAAATGAACTTATCTTCCATATGCAAT ATGTA AATACGTTAATTCAGAC 

TAATTGTTCTATTTTTGTGTAGTATCTTTGTATAAACTA AGCA TTTTTAATT 

TTAAGTATTATCAAATTGTTTCTCTATGTACAAATCTAATTTTGTTGTGATTCAACAGAAAGTTT 

TTATTTTCCCTTTTAAGACATATTCTTTTGAAATAATAAATTATATTTAAATTAT^ 

GTTTAGCATCACTTTTCAAGTGGTCCTTTTGCAAGAAACAAAAATATTAGCTTCTACTTAATAT 

ATACATCAGTCTTATAAACCATTTTATATTAGTCTTTTAC MTAC TCATTTGATGCTAGACATAC 

ATTAACAATATGCAGTAAGTTACAGAGTGTAAGACGTTATTTTTACTAGTGTTATTAACGTGTA 

CCACCTATGATCAGGAGCAGCTTC 

ACAACAACTACCACTGCTTCTACTATCAACACATGACTTTTTGGGGGAGGAAAATTCTACACT 

TTAAATTTCTTTACCGTATACATAAAACAATAACAGACATTCTGTTGACT TTGGC AAATAAACA 

ACAATTTTTAAAAACTTTATACAAGTCAAACAACATATGTTAATTAAGl^ 

AGTACACGTAAACAATTGTTTTATATAGTAGCTTAATTTCTATTTCTTTTCAAAATTATCTC 

GTAATTAAAAACTGGGCAAATAACAGGAATTTAATTCTAAGGGTATTATAAAT CTCAA GCAATA 

TTCATCTCTGAAAATAAGTTCACAGTCCAAAATCAAAGAAAATGCGATGTTCATTTTTAGGCG 

ATCAACATTCCATGAGTCATAAATTATTTTGAAATGAGGAAAATTTCTAATGAATAAATAAAAA 

AATAATATTGAAAGTACCTGCCCGGGCGGCCGGCCGAGGTACGAAATTGGGATGACATGAA 

ACACCTGTGGGACTACACATTTGGACCAGAGAAACTTAATATAGATACCAGAAATTGTAAAAT 

CTTACTCACAGAACCTCCTATGAACCCAACCAAAAACAGAGAGAAGATTGTAGAGGTAATGT 

TTGAAACTTACCAGTTTTCCGGTGTATATGTAGCCATCCAGGCAGTTCTGACTTTGTACGCTC 

MGGTTTATTGACTGGTGTAGTGGTAGACTCTGGAGATGGTGTGACTCACATTTGCCCAGTA 

TATGAAGGCTTTTCTCTCCCTCATCTTACCAGGAGACTGGATATTGCTGGGAGGGA TATAA C 

TAGATATCTTATCAAGCTACTTCTGTTGCGAGGATACGCCTTCAACCACTCTGCTGATTTTGA 

AACGGTTCGCATGATTAAAGAAAAACTGTGTTACGTGGGATATAATATTGAGCAAGAGCAGA 

AACTGGCCTTAGAAACCACAGTATTAGTTGAATCTTATACACTCCCAGATGGACGTATCATCA 

MGTTGGGGGAGAGAGATTTGAAGCACCAGAAGCTTTATTTCAGCCTCACTTGATCAATGTT 

GMGGAGTTGGTGTTGCTGAATTGCTTTTTAACACAATTCAGGCAGCTGACATTGATACCAG 

ATCTGAATTCTACAAACACATTGTGCTTTCTGGAGGGTCTA CTATG TATCCTGGCCTGCCATC 

ACGGTTGGAACGAGMCTTAAACAGCTTTACTTAGAACGAGTTTTGAAGGGTGATGTGGAAA 

AACTTTCTAAATTTAAGATCCGCATTGAAGACCCACCCCGCA GAAAG CACATGGTATTCCTG 

GGTGGTGCAGTTCTAGCGGATATCATGAAAGACAMGACAACTTTTGGATGACCCGACAAGA 

GTACCAAGAAAAGGGTGTCCGTGTGCTAGA GAAACT TGGTGTGACTGTTCGATAAACTCCAA 

AGCTTGTTCCCATCATACCCGTAATGCTTTCTTTTTTCCTTTATTGCCAA^ 

CAACTCCAGGACATGGAAGAGGCCTCTCTCTGCCCTTTGACTGGAAAGGTCAAGTTTTATTC 

TGGTGTCTTGGGGMGCTTTGTTAAATTTTTGTTMTGTGGGTAAATCTGAGTTTAATTCAACT 

GCTTCCCTATATAGACTAGAGGGCTAAGGATTCTGTCTGCTGCTTTGTTTCTTCTAAGTAGGC 

ATTTAGATCATTCCTGTAGGCTTCCTATTTTCACTTTACTGCTCTAATGCTGCTAGTCGTAGTC 

TTTAGCACACTAGGTGGTATGCCTTTATTAGCATAAMCAAAAAAAACTTTAACAGGAGCTTT 

TACATATTACTGGGATGGGGGGTGGTTCGGGATGGGTGGGCAGCTGCTGAACCCTTTAGGG 

CATTTCCTCTGTAATGTGGCGCTTTCAACTGTACTGCTGCAGCT TTAA GTACCTT AAAGC TT 

TCCTGTGMCTT(^AGGGAAATGTTAGGTTCAG MCTAAAGTGT TTTG GGTG GGTTTTGTTG 

CGGGGGGGAGGGTMCAATGGGTGGTCTTCTGATTTTTATTTTTGAGG 

GTACGTAGAGGMCTTTATtTACAGTACTTTGATTTGGCAGGTTTT 

CCTGGAGCTGTTTCCATATGATATAAAAAGCAAGTGTAGTATTCCATTACTATGTGGCTTAGiG 

GATTTATTTGTTTTTTAAAATCAACGATGTTAGCTGGGATTAGACTC 

GAAAAGTAACATTTAAAAATCCTTTGGGTAATTC 

GGTGTTTTGTTAATGCTTCTGTTTATTCCAGAAGCATTAAGGTAACCCATTGCCAAGTATCAT 



Page 184 of 355 



WO 01/42467 



778 
Table 4 



PCT/USOO/33312 



TCTTGCAAATTATTCTTTTATATAACTGACCAGTGCTTAATAAAACAAGCAGGTACTTACAAAT 
AATTACTGGCAGTAGGTTATAATTGGTGGTTTAAAAATAACATTGGAATACAGGACTTGTTGC 
CAATTGGGTAATTTTCATTAGTTGTTTTGTTTGTTTTGATT TGAAACC T 
mGACTGTTTAAAATGTTGGCCAAAAAAATCAAGATTTAATTTTTTT 

MTCATAACTGTTAATTCTCAGCCATCTTTGMGCTTGAAAGAAGAGTCTTTGGTATTTTGTAA 

ACGTTAGCAGACTTTCCTGCCAGTGTCAGAAAATCCTATTTATGAATCCTGTCGGTATTCCTT 

GGTATCTGAAAAAAATACCAAATAGTACCATACATGAGTTATTTCT AAGTT TGAA AAATA AAAA 

GAAATTGCATCACACTAATTACAAAATACAAGTTCTGGAAAAAATATTTTTCTTCATTTTAAAA 

CTTTTTTTAACTAATAATGGCTTTGAAAGAAGAGGCTTAATTTGGGGGTGGTAACTAAAATCA 

AAAGAAATGATTGACTTGAGGGTCTCTGTTTGGTAAGAATACA TCATTA GCTT AAATA AGCAG 

CAGAAGGTTAGTTTTAATTATGTAGCTTCTGTTAATATTAAGTGTTTTTTGTCT^ 

ATTTGAACAGATAAGTTTGCCTGCATGCTGGACATGCCTCAGAACCATGAATAGCCCGtACT 

AGATCTTGGGAACATGGATCTTAGAGTCACTTTGGAATAAGTTCTTACATAAATACCCCCAGC 

CTTTTGAGAACGGGGCTTGTTAAAGGACGCGTATGTAGGGCCCGTACCTACTGGCAGTTGG 

GTTCAGGGAAATGGGATTGACTTGGCCTTCAGGCTCCTTTGGTCATAATTTTAAAATATGGG 

AGTAGAAAACAACAAAGAATGGAATGGACTCTTAAAACAATGAAAGAGCATTTATCGTTTGTC 

CCTTGAATGTAGAATTTG HIM GATTTCATAATTCTGCTGG TAAA TGTGACAGTTAAAATGGT 

GCATTATGTATGTAT^ATTAT^TTTAGA 

AATGCATTTAAATTTGGGATTTGGGTGGAGTATTATGTTTAACTGGAGT^ 

CCCTCAGGAAAAAAAAAAAAAAAAATTCTGTTTTAAAA AGCAA TCTGATTCTTAGCTCTTGAAA 

CTATTGCTACTTAAATTTCCAATAATTAAAAATTTAAAATTTT^ 

CTACATTTGAGAAGGG I I I I I I I I AGAAATACATTTagtAAAGTcCcCaAGACATTAGTCTTACAT 
TTAAACTTTTTTCTTTAAAACATGgttTTGGtGGTT 

TCTGGAAAGTATCTTGAgat atCagtGGA AAGCTAAAcagtCTAAATTAACATGAAATACttCATTTT 

GATTGagaaAATAAAATCagaTTTTTTTCAAAGtcaaacc 

>607 

NNNNNNNNNATCGCACCATGGGACGTTCCTACGTACGCGCGAATTGAACATCTAAG 
CTGTTCCCCCCACTCGAGCAGATCATACCAAGACCGCCGAAATTCGTATGCCAACATATCGA 
AGTATCAGTCGCGGACCGGACAAGCCCGGATTCGCCATGTACGGGCAGCTGTCCGGGCTG 
CTTTCGCCTCCGCCTGTGGATGCTGCGCCTCTCCGAACGCAACATGAAGGTGCTCCTTGCC 
GCCGCCCTCATCGCGGGGTCCGTCTTCTTCCTGCTGCT GCCG GGACCTTCTGCGGCCGAT 
GAGAAGAAGAAGGGGCCCAAAGTCACCGTCAAGGTGTATTTTGACCTACGAATTGGAGATG 
AAGATGTAGGCCGGGTGATCTTTGGTCTCTTCGGAAAGACTGTTCCAAAAACAGTGGATAAT 
TTTGTGGCCTTAGCTACAGGAGAGAAAGGATTTGGCTACAAAAACAGCAAATTCCATCGTGT 
AATCAAGGACTTCATGATCCAGGGCGGAGACTTCACCAGGGGAGATGGCACAGGAGGAAA 
GAGCATCTACGGTGAGCGCTTCCCCGATGAGAACTTCAAACTGAAGCACTACGGGCCTGGC 
TGGGTGAGCATGGCCAACGCAGGCAAAGACACCAACGGCTCCCAGTTCTTCATCACGACAG 
TCAAGACAGCCTGGCTAGATGGCAAGCATGTGGTGTTTGGCAAAGTTCTAGAGGGCATGGA 
GGTGGTGCGGAAGGTGGAGAGCACCAAGACAGACAGCCGGGATAAACCCCTGAAGGATGT 
GATCATCGCAGACTGCGGCAAGATCGAGGTGGAGAAGCCCTTTGCCATCGCCAAGGAGTAG 
GGCACAGGGACATC7TTCTTTGAGTGACCGTCTGTGCAGGCCCTGTAGTCCGCCACAGGGC 
TCTGAGCTGCACTGGCCCCGGTGCTGGCATCTGGTGGAGCGGACCCACTCCCCTCACATTC 
CACAGGCCCATGGACTCACTTTTGTAACAAACTCCTACCAACACTGACCAATAAAAAAAAATG 
TGGGI rTTTTTTTTm \ AATAAAAAAAAAAAAAAAAAAGG GGACA ATAAGAAAGGTACCCAAT 
TCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGA 
AAACCCTGGCGTTACCCAACTTAANN 
>608 

NACGAGGGGTACCGCCTCACTCCCACGCGCCCCCCAGCGCCGCGGTGCGCGGCA 
GCTGAGAGAACAGACACAGACCTGTCGGAAGGTCCTCTGCAGGTCCCCCTTCCGCTCTGCC 
GATCGACTTCCGCCTCGGGCAGTCAACATACTGCCAAGGAAATCTGATGTGGAAAGGAAAA 
TAGAMTAGTGCAGTTTGCTAGCCGGACACGCCAACTCTTCGTTCGATTA TTAGC TTTAGTGA 
AATGGGCTAATAATGCTGGCAAAGTGGAAAAATGTGCGATGATTTCAAGCTTTTTAGATCAG 
CMGCCATCCTGTTTGTGGACACTGCTGATCGCCTGGCCTCGTTAGCTAGAGATGCTCTGGT 
CCATGCACGCCTGCCTAGTTTTGCCATCCCATATGCCATTGATGTACTAACTACTGG^TCTTA 
CCCACGGCTGCCAACCTGCATTAGGGATAAAATTATTCCTCCAGACCCAATTACCA 
AAAAAC AAGCC AC ACTCCATCAG CTG AATCAG AN N N N N N 
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>609 

NNCGCCGCCGGACCGCGCCCCACCCCGCGCGCCCGAGCAGGGCGACTGTCATTA 
GCTTCCTGGACGGGACCCGGGGCGGGATCCTGGTGTCCTGAAAGGGGCCCGGGCGACCC 
TAAGAGGAAGAACTTTTGGGGGCGGGGTCCCCGGTCCCGCGTCCCCTGGGCAGCCGCTAT 
TGTCTACGCGCCTCGCTGGGCGGCGCGGGGGGCGTGATCGCGGCGGCCCCGGGCTCTGG 
GTGCGGAGACCCAGGCGGGGCTGGGCCCAGGGCGGCGGCGGGAGAAGCCGGGGAAGCC 
GAAGAGCCTGGGGAGGAGGAGCTGCGAGCGCGGGAGACGAGCAGGAGCCGCGCGGGCC 
GCGGCGAGCGCGATGCCGGCGGCGGCGGGGGACGGGCTCCTGGGGGAGCCGGCGGCGC 
CTGGGGGCGGCGGCGGCGCGGAGGACGCGGCCAGGCCCGCGGCGGCCTGCGAGGGAAG 
TTTCCTGCCTGCCTGGGTGAGCGGCGTGCCCCGCGAGCGGCTCCGCGACTTCCAGCACCA 
CAAGCGCGTGGGCAACTACCTCATCGGCAGCAGGAAGCTGGGCGAGGGCTCCTTTGCCAA 
GGTGCGCGAGGGGCTGCACGTGCTGACCGGGGAGAAGGTGGCCATAAAAGTCATTGATAA 
GAAGAGAGCCAAAAAGGACACCTATGTCACCAAAAACCTGCGGCGAGAGGGTCAGATCCAG 
CAGATGATCCGCCACCCCAATATCACTCAGCTCCTTGATATTTTAGAAACGGAAAACAGCTA 
CTACCTGGTCATGGAGCTGTGCCCTGGGGGCAACCTGATGCACAAGATCTATGAGAAGAAG 
CXaGpTGGAGGAGTCCGAAGCCCGCAGATACATCCGACAGCTCATCTCTGCCGTAGAGCAC 
CTGCACCGGGCCGGGGTGGTCCACAGAGACTTGAAGATAGAGAATTTGCTACTAGATGAAG 
ACAATMTATCAAGCTGATTGACT^^ 
GATCCGWCA^ACACAGTGTGGCA^ 

AGAAATACGGCCCCAAAATCGATGTCTGGTCCATAGGTGTGAACATGTATGCCATGTTGACC 

GGGACGCTGCCTTTCACGGTGGAGCCTTTCAGCCTGAGGGCTTTGTACCAGAAGATGGTAG 

ACAAAGAAATGAACCCCCTCCCCACTCAGCTCTCCACAGGTGCCATCAGTTTCCTGCGCTCT 

CTCCTGGAACCGGATCCTGTGAAGAGGCCAAATATTCAGCAGGCACTGGCGAATCGCTGGC 

TTAATGAGAATTACACGGGCAAAGTGCCCTGTAATGTCACCTATCCCAACAGGATTTCTCTG 

GAAGATCTGAGCCCGAGCGTCGTGCTGCACATGACCGAGAAGCTGGGTTACAAGAACAGC 

GACGTGATCAACACTGTGCTCTCCAACCGCGCCTGCCACATCCTGGCCATCTACTTCCTCTT 

AAACAAGAAACTGGAGCGCTATTTGTCAGGGAAATCTGACATCCAGGACAGCCTCTGCTACA 

AGACCCGGCTCTACCAGATAGAAAAGTACAGGGCCCCCAAGGAGTCCTATGAGGCCTCTCT 

GGACACCTGGACACGAGATCTTGAATTCCATGCCGTGCAGGATAAAAAGCCCAAAGAACAA 

GAAAAAAGAGGGGATTTTCTTCATCGACCATTCTCCAAGAAGTTGGACAAGAACCTGCCCTC 

GCACAAACAGCCCTCAGGCTCGCTTATGACACAGATTCAGAACACCAAAGCCCTCCTG AAG 

GACCGGAAGGCCTCCAAGTCCAGCTTCCCCGACAAAGATTCCTTTGGCTGCCGCAATATTTT 

CCGCAAAACCTCAGATTCCAATTGTGTGGCTTCTTCTTCCATGGAGTTCATCCCCGTGCCAC 

CGCCCAGGACCCCGAGGATTGTGAAGAAACCGGAGCCCCATCAGCCAGGGCCCGGAAGCA 

CTGGCATCCCCCACAAGGAAGACCCCCTGATGCTGGACATGGTGCGCTCCTTCGAGTCTGT 

GGATCGCGACGACCACGTAGAAGTGCTGTCTCCCTCTCATCACTACAGGATTCTGAACTCCC 

CGGTCAGCTTGGCTCGCAGAAATTCCAGCGAGAGGACGCTGTCC CCGG GTCTGCCATCCG 

GMGCATGTCGCCTCTCCATACTCCTTTGCATCCAACTCTGGTCTCTTTTGCTCACGAAGATA 

AGAACAGCCCCCCAAAAGAGGAGGGCCTGTGTTGCCCACCTCCGGTTCCCAGCAATGGCC 

CCATGCAGCCTCTGGGGAGCCCCAATTGTGTGAAAAGCCGAGGCCGGTTCCCTATGATGGG 

CATCGGACAGATGTTAAGGAAGCGCCATCAGAGTCTGCAGCCATCTGCAGATAGGCCCCTG 

GAGGCCAGCCTGCCCCCACTGCAGCCCCTAGCCCCTGTGAACCTTGCCTTTGACATGGCCG 

ATGGGGTCAAGACCCAGTGCTAACTTGGGCCAGCGGGGTTTGGGGTATCTCTAGAAAACAG 

CAACTGAACAGAGCTCCACACATCTGTCAGGGTGTGAGCACTCCAAGGCCTCGCGTGGAGC 

ATCCTTAGTCCCACCTGTAGCTGAATCCACAGACCCAAAGCCTGCACAACCCAACCTCGCTT 

AGGGACCCCCAGAGATGCTGGAATCGCTAGGAGGGTTGGCTCCAGGGGCAGCCAATTCCT 

ATCATTCAGATCTTCCTTCCTCCCAAGTACTCACCAACCCCTTCCACTTCCCACTTCCCCCAG 

GCTTGGGGGGAAAACAGGGCATGAGCCTTCTGGGGCACTCAGATTATGGACTGTTACCAGA 

TCTTTCTTCACGCTGTGCTACATGTGTGCCTCTCACAGCAGTTGGCCACAGTTACAGGGAGA 

GAACAATATCACAGTCATTCATCCAGGCCACGTTTCCTCTGCGGAGTGTAGCAGCCCTGCCT 

TTCATAGCAGGGATTACCTGAAGGCCAGCAGGAGCCGGGGGCAGGCCCAGGATCCTCAGA 

GGAAGATGGAGAGGAGCTTCGGACCAAGATQAAACC AAAC AGTQG GGACC CCAACAGAAG . 

AGAMGACTGMGiGAGACACTCATTrCCCMGCAAGAT TTTGATAG ATTT^ 

TGTTGAAACATGCTAATGATTGAATTATCTTTTCQAAAGA1 I II IN I AAATGTGATGTCGGTA 

AATTGAMTAACATAATtTTrrAAMCTTGG 

ATGTTTTCACAGGAGGGTTCAGTGTGGAGAGCAAAAAAGCTGACTGTGGTGATTTGCTGAGT 
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GCTGTGGCCCACAGGCAGGGCAAGTCTCGGTGGCCCTGTGTTCATCCTGTTGTTTAAGGCA 

TAGCCCTGATCCTTCTGGAAGGCATAGAACACGGTTACAGCTGGTTCTGTAGAAAGAGGGA 

AAAGATGATTGTGACAATTCAGAGCATAACTCAGATGGCGAGAAGGCAGCATTATCTCTGTG 

CGATGCTGATTTCAAGCTGCCCACAGAACTGGTGCGGCTCAGAGCTCGGCGAGTTTGCTGG 

GAGCTGGGAGCAGGCTTGCCTGGCAGAGAACCTGTTCAGATACAGGCCAGTTTCTTCTTCG 

AGGAAAGCCAAGCTCCTCAAACAGGGTTCAGTCCACGTTGTGTTTTCACACCTTTCTCCAAG 

GATCGAACCAAAGATGTGTCTCCAGTATTGTGTCTGTGCCCCTGTGTGTGTTTTGTGGACAG 

CCGTGTTGTCTGACTGTATCCAGCTGGCACTTGACAGGGTGCAGTCATTGGTGAGAAGAAT 

CAGAAAAAGAAGACCCATCAGCACAGGTTGGATAGGGGTTAGTGTAGGAGACCAGTTACAG 

AATGGCCTGGAGTCTTCAACTTTTGACCGGTGCAGGTGTGACCAGAGACCACCTCTGTGGC 

CACCTCAGATAGTCATCTCAGTCCAAGGATCCCAAAACACAAATCTAGAATTGCAAAGCCAG 

CCTTTATTTCCCTGGCAGGCAGCCTTGCCAGAAGGCAGAGAGGCAGTTCTGAATCATTCTCT 

CATTCACCAGTGGTGACATCCTTCAGTCCCTCACATCTCTGACAGAGCGGGACAGAATGGAT 

ATTTGGCTGACCTTGGTGAGACCTGGAGCTGCCTGTTTCTTCCCTAGGGGATCACCACGGC 

TCTAGGGCATTCTAGGATGAGGTCAGACCCCTTGGCCATTGGTGTTAI I I I 1 1 GTATAGCTTC 

AGACTGGGTTCCAGAACTTACCATTGAAAACAGAGCTTTTAGGCCAGGTGTGGTGGCTCACA 

CCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCGCTTGAGCTCAGGAGTTCGA 

GAGCAGCCTGGGCAACATGGTGAAAGCCCGTC TCTACCGAA AAATACAAAAAAAAATAGCTG 

GGTGTGGTGGTACGTGCCTGTAGTCCCAGCTACTTCGGGGACTGAGGTGGGAGGATCACTT 

GAACCTAGGAGGTCGAGGCTGCAGTGAGCCAAGATCATGCTACTGCACTCCAGCTTAGGTG 

GCAAAGTGAGACCCTGTCTCCAAAAAAAGAAAATAGAGCTTTATAAGCAGAGAGAAGAAAAT 

AATCATCTAAGACCATCTCTCCATTCGACATGAAGTGTACCTTTTCTAAAGACGGTTTCCAGC 

TGCAACGGCTCCACTTTGCAGGCTTGCAGGGTGTATACCTGCGCATTGGGAACTTGCTGGA 

ACCCCTGATGCATTTTCCTTGAGAGCAGGGGTACTTCCGCCTTGCCGTTAGCTTGTGGAGAA 

CGTGCTTCTTATTCCTGGCAGGCTTCAAGAACAGCTGCACATGTGCCGCTAACTGACCGCGT 

TGCCATTGGCGACCTGGACTCTGAACTCAGGTTTATTCTAAACCCAGTGAGAGGTGAGGGG 

GAGTGATGAAAGGGGATCAGCTGTATTTGTGTGTGTGTGTGTGTGTGAGCACCTGACAAATC 

TATGAAACCGAGTGAAAGGAGAAATGTTAGATTCTTTATTATTTTATTATATTTATATGGAAAG 

CTCGACTCTCCCTTTGGTAAGTCCGAAGCATGTTGTCTGTTCGACCGTGACTGTCTTCCTCA 

GTCTGTGCCTGTGATTCCAGTCACCCTGTAGTTACTGACAGAAATTGACTGGACTGTCATTG 

TGTGAAGTCTAGGAGGAAATGTCCATTTTAATTGTATGATTTGGTCATAAGTAAGGACTATAT 

TTATGTCACCATTATTAGATATATGTACTTTTGTAATGACTGTGAAATACACTnTCCCTCACT 

ACGACTGCTTCTTTATTTGCTGATAAATCTTAAAACAACTAAGTACGTTGCAAATAATAGTACA 

GGTACCATCTTTTATGTGAAGTTCI 1 1 I I CI I II I 1 1 GAGACAGGGTCTTGCTCTGTCACCCA 

GGCTGGAGTGCAGTGGCACAATCACAGTTCACTGCAGCCTCAACCTCTCCAGATTCAAGTG 

ATCCTCCCATCTCAGCCTCCCAAGTAGCTGGGACTACAGTTGTGCACCACAATGCCTAGCTA 

A 1 1 1 1 1 1 1 IGTATTTTGTAGAAATGGGGTTTCGCCATGTTGCTCAGGCTGATCTCAAACTCCT 

GGGCTCCAACGATCTGCCCACCTTGGCCTCCCAAAGTGCTGAGATTACAGGCGTGAGCCAC 

TGTGCCTGGCCTTATGTAAAGCTCTTGACCTAGCATCTGACTGGAAACAAGCGGGAATTGCA 

TTGGGGGGCATTTTCTGGGCCAGTTTCCCTGCCTTATTTTACCTGCAATAGGTGTGCCTACA 

AAAGTCTTTCTGACATACACACTGCAGGTGGCAGTTCAAGAAGAATCAACCTTTTTCATTTGG 

GGATATTAGGATCTTCCTTGGAGACTCTGAAAATGGCACACAAAGAATGGCAGTTATGAACG 

TGACTTCTAGATTTTGTCCTTGTAGGAGGCCTTGGTCATGGATAGGGGAAGAGGGATGATG 

GGATGGAATGGGAGGGTGGGATCTAGATGACCTCTTGAAATTGTCCCAGTTACTGCTTCCTT 

CATAACTGTTCACAAAACGTTTTTCATATATACCACCTTGTTTCCCCTGGGAAGTGAGGGGAC 

GAAGCCTTAGAGGGTGACATAGCTAGAAAGTGGAGAAGCTCACTGTTCACTGTGCAAAGCC 

CCAGTAGTCX3GATTCCGGGGAAAAGAACAAGTATCTAGTTTTGATGACAATGTTTTCTTGTAA 

GAATCCCAACACTTTAGAATAGAAAAGGACCTAAGATTCTCTGGCTCAGCCCCAGCCTTTCT 

GAAGAAGGGAAAACTAGGGACCCAGATGGTTTAAGGACACCCCAGAGTCCCCAGATGAGCT 

GGCATTTGAGCTGGTCTGGAGCAGAGTTTCTCCCfCAAAGAACACAGAGAAATCAGAGAGT 

GGCTGCCATGGTCAGAGGGGGATGTCAACAACAGATCAAGCCGTCATCACAACAGGTATTT 

CTGAAGTTCCTGCAGGGACTAGGTCTTGC A 1 1 1 1 1 A AGTCCTTTTCAAAACTGTGCAGCTTCC 

TG^CCTTATGCTGTTTGTCCCATCCACTCTTGAAGCTGGGGAMGACAGCTTTCTTTGGGA 

ACTCTGTCTTTCTCAGTTGAClTC^ 

CTTTAGGfATTMGAGGCTATTGGGTTTTACTAGATT^ 

CATATCATACACTGAAGCAAATTCAGAAAGAATGCAAAACTGCTATCTTTTGGGGGAGTCTG 



Page 187 of 355 



WO 01/42467 



781 
Table 4 



PCT/US00/33312 



GAAGCCTGTTGGTTAGTGTATTTATTTTCTTTGTGGGGTCTTCTGTGAGCTACAGGCACAGTA 

AGAATMTTCAGAGCGGTACTGGGAGTTGGTTCAATTTCATGTCATCACTTTTCAATGAAGGG 

AGTGCATTTCCTGAGTAGTAAATGAGTATATTATTTGTGGCAGCTTTTCTGTTAAGGGAGCTT 

TCCAGACATCTGGTTGCAAAGACAAATAGGATATATATTTGTACTTCTTCTCTGTGGACATGT 

TTTTGTGACACACAGTTATCTCTAGGAGTTGACGTCTGTGGGCACTAAGGGACTGAGGTTGG 

GGGAGAAAGCTGAGGAGGCTTTGGAAGAGAAGGTGAGGAGCATTTCAGGATTTGCAGTCCC 

CCTCCACATGTATCCACATCTGAGCTGGTGGTGTTCCAATAATGAGGCATTTGGGGCAACCA 

ATTTTGGAAGGATAGAATAGCTTTATGTGGAGCAAACTTGAGGATCAATTGGAGTTGAGTGG 

TTTAAAACTTAAAGATGGCACAGGAAGCTGTATCATTTACAGGTGAAAAAAATAAATGGGTCT 

GACNNNN 

>610 

TTTTTTCCTATATAAAGTGATACTGAAATATGCTAATTAATATATTAATTTTAGTTAAAT 
GCTGCTAATATGCATACCTCTTACTTGAAGGTTTTTMTATGTTTTGATAACTTTMTAACTTC 
AGGTGATGTCTGTATAATTTTTAAAGTGCAGCTCTCTCTAACAAATGTGCCCTACAACTCCTG 
ATTAAACGGCGTCTTG 
>611 

>612 

NNNNNNNNNNNNNNNNNNNIS^ IJ I I I T I I I IJ ACAT 

CCCAAACAGGTCTTTTTATTTAACAT 

CCACTAACTGTACAAAATATTGACTGCATGCCTCGCAAACACCAAAATATCCGCTGGAATGC 
CATAGAAATAAATAACTTCTGCTATAAACACATGAAAACATATCAAACTGTTATCTCTTTAAAC 
ATATTGTAAATAAAAAAATTACCAGTACTTCTACACAATAAATATTAAGAAACCATTGACATAG 
TTGAAATGCACTCATATAAATTAACAACTTTAATTACATTAGCCAAACAGACATTGGTTAAAGA 
ACTGCATGTAGTATGCAAAACAAAACAAAACAAAACAAAAAACA AAGT AAAAAACCAACAAAA 
TAGAAACAAACAAACAAACAACATCAACCACAGAACATAAAAAGTTTTAAAATAAAACAGGCT 
TCAGATTATCTTGGCTTTCATAATTATATTTTTC^ 

GCACTGTTTTTCAAAGCATTTAAATAGAGGGTAAAACCCTTTGGAAATTAATACAGAAGAAAT 

GATTCACTTTATGCATAAAAAATAAATAATAATATAGCTGAGACATGTGGTTTGCTTCTGCTCT 

TGAAGATGTGAACAGCTTCTAAGCATTCATTTTCTCTGACCCATACAACAGCTTCTCAGTGAT 

ACAGGGTTTAATTTAAACACATACAATGTCCACCCCCAAACCTTCTGCCCACATCTACAAGTT 

TTATTTATTTTGTGGGTTTTCAGGGTGACTAAGTTTTT^ 

AAAAGGTGCACAGGAAATCATTTTTTTAAGTGAATATGATAATATGGGTCCGTGCTTAATACA 

ACTGAGACATATTTGTTCTCTGTTTTTTTAGAGTCACCTCTTAAAGTCCAATCCCACAATGGT 

GAAAAAAAAATAGAAAGTATTTGTTCTACCTTTAAGGAGACTGCAGGGATTCTCCTTGAAAAC 

GGAGTATGGAATCAATCTTAAATAAATATGAAATTGGTTGGTCTTCTGGGATAAGAAATTCCC 

AACTCAGTGTGCTGAAATTCACCTGACTTTTTTGGAAAAAATAG TCGA AAATGTCAATTTGGT 

CCATAAAATACATGTTACTATTAAAAGATATTTAAAGACAAATTCTTTTCAGAGCTTCTAAGAT 

TGGTGTGGGCAGATTTTTAAGAGCCTAGAGTTTAGTCTTAGAGAAAGAGTGAGGAGATAGTA 

AGGTTAGATAGAGCCACTGAGTTTCAAGAAAAAAACATACTACTAAGAATCCCATATGTTATA 

ATTTAAAGCCTTTACTTTTGGCCTCATGCTGCTAGGTGAMGAGTGGTTGTTCACAGGACTTG 

TATTTT(XAAGATGATTAAAGATGGTAAAATACTATCTTTCAATGTTATCAAAAAATGGTAGCA 

ACTTATACTTCTATTTCAAAGCCATATAAATTTAACAAAATTAAAGTTTGTGGGTGTTTGA 

CCCAATCACTCMTATCCAATTAAAATATGGAATMGTTTCAAATAAAATATGGAATTACATTT 

CTCTGCTTCTGATAACTGTGGTCACTAATCAACCCCCATGTTATCCCCGATATGTCTAGGACT 

TAGCTTAAAAAGATAGCAGATGTATTTGAGATGAGTGGGAACTATACATGGGTATCAGCTTTC 

TTGGTAAATTTCTGC I I I I ICCATGGCCTTGACCATCTTTGCTACTGCGCAGTGAACCAGGAC 

TTAATTTCTCACACTGTTTCTGCAGGTTCCGGTACCAAAGAAGATGCAGTTCAAA ATACT GCC 

AGTTTTCCAAGAAATTTTGTAAAGTTGAACATGGCCATCTACTC 

CCACACCCACCTTCCCACATGCATGATATCCAAGGTCGACAGACCTGGATTAGAATCCACTC 
TCAAGCTTCTCATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACA 
GTAAGTGTATTTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTTATAGTATACCAACT 
TAGTAT AI I 1 1 1 CAAGGAGAGGTAAACCACCTTTTGTAATGTTTGGTTTCTCACTGTTATCTTC 
CTTTCCTATAATTAATTTATmMTCTACAMTTGACATAGGGCTA 
AAAATATTAATTAATGT AATTGTTCCCAATTATTAGAAACTTTTTTCXJA 

CCAACtTCACACAAGTGTGTAAAAATAGGGCTCTGGATTTTCAAAAGCACATACATGAATAAT 
TTATTAGCTATTCCAGGCAAGCTAAGTACTAGAATAAACTAGATAAAAACTTGGCTTTAAGCA 
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TGTACTTTGATATTTATAAAACAAAGGTG I I I I I I I I I CATTTCTGCATCTGAATCAATACAAAT 

TTACACATGAAGMTTTTGGCTGTAAATTAAAATTTTAGAGATTTTTACTACTGCCCTCACCTC 

TGCCTCCTCTTAACTGTTCTCTTCCTTACTCTCCCTCTCTTAACACTTTCTCTCAAATTAATTAT 

CTTTTAGTTAGTGATGACATTATTTTTCCCAGCTGGTACAGGTAATATTTCTCACAACCAAGC 

CTTAATCATTTTTAAAAAATACACTCAACTCTAATTCTGGCCTAAATATTATTTTTCTGAAAAAG 

CTTCTGATTTAAGATTGATTCCAATAGACACTAAGTTGGAAAAACATCAGCCCAGAGTTTTGA 

TTATCATCCTGTTTTCCCCACAGGGGATAACTTGTAGAAGTGGGAGGGGCACAAAAAAGAGG 

AGGAAATTTCGGACGCGTGGGTCGACTCCCTATAGTAGN 

>613 

>614 

NNAAGAATTCGGCACGAGGGCGCCTTCTCCTCCAACTTCAATGAATGGTACGTGTG 
ACGGGTCGGGGCCTCTCTCCCTCTCCCTGTCCCCACCCCAGCGCAGCAGCCCTCCCCGCA 
GCTAGCAGCGAGGGCACCTTG TGATCA TGTTGTTAAAATTATGAATCTGAI I I I I ATGATGAT 
GAAAATT7TACCAGCAGAAGGA I I I I I IAAAGI 1 1 1 1 1 1 1 1 1 1 1 I I I AATAATAATCTAGGCATG 
AAGAGCAAAAATATCCCTTCCGGAGTCTTTGAAGCTGAAAATATAAAACAAATAAAAAATAAA 
AAAATAAAAACCCACAAAAATGTTGAACCAAACCTCCCTGCTAATCTCCATGCCCACGTTCTT 
TCCCACCCTGTTCCCAGTCTTCTGACAAACTGTGTACATAGCGGACTCCTCCTTTCTCCTCC 
GAGGTGGTTTTAAAGGCTTTTTGGTGTATAGAAGTTTGjrCCATTTGTAAAACTCCGGAiO'GCG 
TTCCTCCCCGCCTTCCACCCCTTCCCTTCCCTAAAGTGATGGGCT^CTCTTTTCTC I UN A 
GTTTACCCGGTTTC I I I I I AAGTAATGTGGAAGAAAATGGTTTATTTTGTATTGTGGTATTGAA 
TATTGTGTTCCTTTTTATGAGGCAACCTGATTGTAAACTTCATGTAACTATAGACTGGAAAAAA 
TGAGCCGTGCCAAAGTCTCCCTTCTGTTT CTTCA GCACATTGACCCATAGCACACACATACA 
CACCACCACCAACAACGCTTGTGAATGTA I I I I I CTGTTAGCTGGGTTTACATGTGATGTTTT 
AGTGCTTTTGCAAGTTCAATTTGTTAGTTCCTGTATGAAAGATTGTGGGGGAAAAATAAACGT 
CGTGCCGTTAGCTTTTTCCGTAATAACACCCTTCCTTCTGTAAATACCCGTTACCATATTTATC 
CATTTGTAATTAAATTATGGTATTAACTTGCTACAGAGGAAACAATATTTATAAAGAATGTTTC 
TTAACTATAAATATGTACAATTGTGGGCATAAACTGTTTCAGATTTTTTATTTGAAGGTTTTAA 
GTGGTTTGATCATTTCTTGTGATGTTTTGAGAGTAATGCATACAGAAATATAATAAAATGTGTT 
GAAACTGCATGAACATAAAAAAAAAAAAAAAAAAAGTCGACGCGGCCGCGAATTTAGTAGTA 
GTAGGCGGCCGCTCTAGAGGATCCAAGCTTACGTACGCGTGCATGCGACGTCATAGCTCTT 
CTATAGTGTCACCTAAANNNNN 
>615 
>616 

NNGCAGACAGTGACTTCGATGCTAAGAGCAGTGCGGATGATGTAATAGAAGAAACT 
AGAGTGAACTGCAGAAGGGAAAAGGTCATAGAGACCCCTGAGAATGACTTCAAGCACCACA 
GGAGTCGTAACCACTCTCGTTCACCTAGTGTAGAAAGAGGGCAACAGTACGGCAAGAAGAA 
GAATGAGAAAAGAGGGCTGCTGCGCTGGAAGCATGTTTGGATGTAACCAAGCAGAAAGATC 
TCAGTGGATTTTATAGGCACCTATTAAATCAAGCAGGTGGTGAAGAGGAAGTACCTAAATGC 
AGCTTTCGTGAAGCCAGATCTGGTATAAAGGAAGAAAAATCAAGGGGCTTCTCCAATGAAGT 
AAGTTCAAAAAACAGAATACXJACAAGAGAAATGCATTCTTCAAACTGATGTGAAAGTAGAGGA 
AAACCCAGATGCAGACAGTGACTTCGATGCTAAGAGCAGTGCGGATGATGAAATAGAAGAA 
ACTAGAGTGAACTGCAGAAGGGAAAAGGTCATAGAGACCCCTGAGAATGACTTCAAGCACXJ 
ACAGGAGTCAAAACCACTCTCGGTCACCTAGTGAAGAAAGAGGGCACAGTACCAGGCACCA 
CACGAAAGGATCACGAACGTCGAGAGGACATGAGAAAAGGGAAGATCAGCACCAGCAGAA 
GCAATCCAGAGACCAAGAGAACCATTACACTGACCGTGATTACCGGAAAGAAAGGGATTCTC 
ATAGGCACAGAGAGGCCAGTCATAGAGATTCCCATTGGAAGAGGCATGAACAGGAAGATAA 
ACCAAGGGCGAGGGACCAAAGAGAAAGAAGTGACAGAGTATGGAAAAGGGAGAAAGATAG 
GGAGAAATATTCCCAAAGAGAACAAGAAAGAGATAGACAACAAAATGATCAGAACCGACCCA 
GTGAGAAAGGAGAGAAGGAAGAGAAAAGCAAAGCAAAGGAAGAGCATATGAAAGTAAGGAA 
GGAAAGATATGAAAATAATGATAAATACAGAGATAGAGAAAAACGAGAGGTAGGTGTTCAGT 
CTTCAGAAAGAAATCAAGACAGAAAGGAAAGCAGCCCAAATTCTAGGGCAAAGGATAAATTT 
CTTGACCAAGAAAGATCCAACAAAATGAGAAACATGGCAAAGGACAAAGAAAGAAACCAAGA 
GAAACCCTCtMTTCTGAATCATCACTGGGAGCAAAACACAGACTCACAGAGGAAGGGCAA 
GAGAAGGGTAAAGAACAAGAGAGACCACCTGAGGCAGTGAGCAAGTTTGCAAAGCGGAACA 
AtGAAGAMCTGTAATGTCAGCTAGAGACAGGTACTTGGCCAGGCAGATGGCGCGGGTTAA 
TGCAAAGACCTATATTGAGAAAGAAGATGATTGATGGCTACCCCAAGAGAAAGATTTAAGGA 
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AGCACAGAAAACTGTAATTCCTGGAACCTGCTGCGTAAAACCATAAAGGAGTGTGTTACCAG 

TAGTTTGGAGGGCATTTTTAAATTTATTTTCAAAATTTTAAGTTAAAAGTC 

GGATGTTTGGATGTGGATGTTTGGCTGAATTTATATATAGTGTGTACTCATCAATACCACATT 

CTTTGTTGTATTCAAGAACCGTTAAGAGTGTGCTAATTCCCTGTAGGTACATAATGAGGAAAA 

TTTGCTCCACTACAACCATTAAAAAATAATTTTGGCCAGATACGGTAGCTCGTGCCTGTAATA 

CCAACATTTTGGGAGGCCAAGGGCAGAAGGATATTGAGGGCTAGGCATTCAAGACCAGCCT 

AGGGCAGGATAATAAGACCTTGTCTCTATTTAAAAAACAAAAAGCCTAGCATGGTAGTCCAT 

GCCTGTAGTCCCAGCTGN 

>617 

>618 

GTCGACCCACGCGTCCGGGCGGCTTCCGTAGCGGGAGGGCGAAAGATGGCGGCG 
GCAGTACTGGGACAGTTGGGTGCGTTATGGATACATAACCTGAGGAGCCGGGGGAAGCTG 
GCCTTGGGTGTTTTACCTCAATCATATATCCACACAAGTGCTTCTCTTGACATTTCTCGAAAA - 
TGGGAGAAGAAGAATAAAATTGTTTATCCTCCACAACTGCCTGGAGAACCTCGGAGACCAGC 
AGAAATCTACCACTGTCGAAGACAAATAAAATATAGCAAAGACAAGATGTGGTATTTGGCAAA 
ATTGATACGAGGAATGTCTATTGACCAGGCTTTGGCTCAGTTGGAATTCAATGACAAAAAAG 
GGGCCAAAATAATTAAAGAGGTTCTCTTAGAAGCACAAGATATGGCAGTGAGAGACCATAAC 
GTGGMTTCAGGTCCAATTTATATATAGCTGAGTCCACCTCAGG)^^ 
AGGGATCGGGTAeCATGGCAGAGGTCGCTTTGGGATCATGGAlSAAGGTTTATTGCCATTATT 
TTGTGAAGTTGGTGGAAGGGCCCCCACCTCCACCTGAGCCACCAAAGACGGCAGTTGCCCA 
TGCCAAAGAGTATATTCAGCAG CTTCG CAGCCGGACCATCGTTCACACTCTATGATGAGGAG 
ATTCAGACTCCACAGTGTATATATTTTGCCATTTATTTTCTAAAAATAAACAAAAATTGAAGCC 
ACACACCCCCCCCCCCACGACCGCAACAAAACACCCGCGCGGCCCCGCCGACGAAACCAC 
CCCACTCCGGACGCCGCACAACCAAAACACCACAGCCCCAACCACN 
>619 

CGACCCACGCGTCCGCCCTGAGCCGGCGGAGGAGGACAAAAACCGCCGCGACCC 
CGGCAGGGTGGGAAGTGCAGGGCA GCGC TCCCAAGACACGCTTGTTGGAGGTTCGGGCCT 
GGGTGCTTGGTTGTCTGAGCCTCCTTTTTTGTGTTTGCCTGGGTCCCTCGTGGCCGACGGA 
ACAATGAAGGATTGCAGTAACGGATGCTCCGCAGAGTGTACCGGAGAAGGAGGATCAAAAG 
AGGTGGTGGGGACTTTTAAGGCTAAAGACCTMTAGTCACACCAGCTACCATTTTAAAGGAA 
AAACCAGACCCCAATAATCTGGTTTTTGGAACTGTGTTCACGGATCATATGCTGACGGTGGA 
GTGGTCCTCAGAGTTTGGATGGGAGAAACCTCATATCAAGCCTCTTCAGAACCTGTCATTGC 
ACCCTGGCTCATCAGCTTTGCACTATGCAGTGGMTTATTTGAAGGATTGAAGGCATTTCGA 
GGAGTAGATAATAAAATTCGACTGTTTCAGCCAAACCTCAACATGGATAGAATGTATCGCTCT 
GCTGTGAGGGCAACTCTGCCGGTATTTGACAAAGAAGAGCTCTTAGAGTGTATTCAACAGCT 
TGTGAAATTGGATCAAGAATGGGTCCCATATTCAACATCTGCTAGTCTGTATATTCGTCCTAC 
ATTCATTGGAACTGAGCCTTCTCTTGGAGTCAAGAAGCCTACCAAAGCCCTGCTCTTTGTAC 
TCTTGAGCCCAGTGGGACCTTATTTTTCAAGTGGAACCTTTAATCCAGTGTCCCTGTGGGCC 
AATCCCAAGTATGTAAGAGCCTGGAAAGGTGGAACTGGGGACTGCAAGATGGGAGGGAATT 
ACGGCTCATCTCTTTTTGCCCAATGTGAAGCAGTAGATAATGGGTG TCAGC AGGTCCTGTGG 
CTCTATGGAGAGGACCATCAGATCACTGAAGTGGGAACTATGAATCTTTTTCTTTACTGGATA 
AATGAAGATGGAGAAGAAGAACTGGCAACTCCTCCACTAGATGGCATCATTCTTCCAGGAGT 
GACAAGGCGGTGCATTCTGGACCTGGCACATCAGTGGGGTGAATTTAAGGTGTCAGAGAGA 
TACCTCACCATGGATGACTTGACAACAGCCCTGGAGGGGAACAGAGTGAGAGAGATGTTTG 
GCTCTGGTACAGCCTGTGTTGTTTGCCCAGTTTCTGATATACTGTACAAAGGCGAGACAATA 
CACATTCCAACTATGGAGAATGGTCCTAAGCTGGCAAGCCGCATCTTGAGCAAATTAACTGA 
TATCCAGTATGGAAGAGAAGAGAGCGACTGGACAATTGTGCTATCCTGAATGGAAAATAGAG 
GATACAATGGAAAATAGAGGATACCAACTGTATGCTACTGGGACAGACTGTTGCATTTGAAT 
TGTGATAGATTTCTTTGGCTACCTGTGCATAATGTAGTTTGTAGTATCAATGTGTTACAAGAG 
TGATTGTTTCTTCATGCCAGAGAAAATGAATTGCAATCATCAAATGGTGTTTCATAACTTGGT 
AGTAGTAACTTACCTTACCTTACCTAGAAAMTATTAATGTAAGCCATATAACATGGGATTTTC 
CTCMTGATTTTAGTGCCTCCTTTTC^ 

ATAAGTTACATTCTGCTCCTCAACCAAATGCAATTTTTTGTGTGTGTTTGA AAGC^ 
AAAATTTCATAGGTTACATTTTOTGCAGCCTATCTTTA TCCACA GAAAGTGTTTTCl I 1 1 > I I I A 
MTCAA(3ACTTTTAAAACTGGATTTCCTCCCATCACTG 

GTTAAGGTAAATATCTGTTTTCTTCCTGATGTCACAGCCTGAGCATACTCTGTGCATTAGGAA 
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GACCTGAGTGCATTTCCCACCATTGTCCTTTCCACATTATGTTGTAGCTGGCTGGCTGTCAG 

GCGACTACAAGACTGAGGGTCTTGTGCCTTATAGATCTTTGTATCCCCCATGGCTGACACAT 

AGTAGGTACTCAGTAAATGGTTTTATAATGAATCAGTGAACATTTTGCTTCTATAGAAGTGTA 

CCTTCTTTGTTTCTATATTATGAAACCTCTTTATTAGAATTTGTGATTGATTCTGACAGTGTATA 

GATTTACCTTATATTGTCTTTAT7TTCCATGAGCTACTAAGTCATTAGAGATACTCTGAAGCAT 

AGTTAGTTTAGGAAATCACTTCATATTGATTGTATTAGAATTATCTTGGAATTGAAGATATATC 

CCTAGAGCAGGGGACCCCAACCCCCAGGCCATGGGCCACACAGCAGGAAGAGGTGAGTGG 

TGGGCCATTGAGGAGCTTCATCTGTATTTATGGCTACTTCCCATCACTCGAATTACCACCTGA 

ACTCCACCTCTTGTCAGCTCAGTGGCAGCATTAGATTCTCATAGAAGCACAAATCCTATTGTG 

AACTCTGCATGCAAGGGATCTAGGCTATGCGCTCCTTATGAGAATCTAATGCCTGATGACCT 

GAGGTGTAACAGTTTCATCCTGAAACCACCCTTCACCCTGCAGTCTGTGGAAAAATTGTCTT 

CCACAAAACTGGTCCCTGGTGCCAAAAATGTTGGGGACCACTGCTCTAGAGAGAGGTCATG 

ATATCATACCAACCAAATGGAAATGACAAATGTTTTATGTCAAGTGTTAATTGCAGAAATAAAT 

CI I I I I I I I I I I I I I I I GGTAGAAAACAAAGAGGCATACTCTGATTTTTATACTCTG I I I I IGCA 

GGTGCTCTTTTCTTTGAATGGAGATTTGATGAGCAAGTGGTTAGGATGCAGGGAGAGCTACT 

ATGGGTGATATTTTCCTTGTTTAGGAGCTGTGAGTTAAAATTGTATCCTTTCTGGTTTATCTAA 

GGAAAGTCAAATCTTGACAGAAAACATTTTTCCTTGGAAGGTCAACTCTCAGACATTGTATTT 

TGGTTTCCCTCAGTCCTCATj^CJTCJDTTCJ^ 

G"AAAATA7\AAA"GGATTCTAAAAGTlTGATGCATTGGAAAAATTTCCTTGAGGC^ 

ACATAGAAAATGGGCTTTGATTCTTTTCCAAAACTTTTAGCCATAGGGTCTTTTATAGACAGG 

GATAGTAAAATGAAAATTGAGAAATATAAGATGAAAAGGAATGGTAAAAATATCTTTTAGGGG 

GCTTTTMTTGGTGATCTGAAATCTTGGGAGAAGCTGTTCTTTTCAGGCCTGAGGTGCTCTT 

GACTGTCGCCTGCGCACTGTGTACCCCGAGCAACATTCTAAGGGTGTGCTTTCGCCTTGGC 

TAACTCCTTTGACCTCATTCTTCATATAGTAGTCTAGGAAAAAGTTGCAGGTAATTTAAACTGT 

CTAGTGGTACATAGTAACTGAATTTCTATTCCTATGAGAAATGAGAATTATTTATTTGCCATCA 

ACACATTTTATACTTTGCATCTCCAAATTTATTGCGGCGAGACTTGTCCATTGTGAAAGTTAG 

AGAACATTATGTTTGTATCATTTCTTTCATAAAACCTCAAGAGCATTTTTAAGCCCTTTTCATC 

AGACCCAGTGAAAACTAAGGATAGATGTTTAAAAACTGGAGGTCTCCTGATAAGGAGAACAC 

MTCCACCATTGTCATTTAAGTAATAAGACAGGAAATTGACCTTGACGCTTTCTTGTTAAATA 

GATTTAACAGGAACATCTGCACATCTTTTTTCCTTGTGCACTATTTGTTTAATTGCAGTGGATT 

AATACAGCAAGAGTGCCACATTATAACTAGGCAATTATCCATTCTTCAAGACTTAGTTATTGT 

CACACTAATTGATCGTTTAAGGCATAAGATGGTCTAGCATTAGGAACATGTGAAGCTAATCTG 

CTCAAAAAGATCAACAAATTAATATTGTTGCTGATATTTGCATAATTGGCTGCAATTATTTAAT 

GTTTAATTGGGTTGATCAAATGAGATTCAGCAATTCACAAGTGCATTAATATA AACAGA ACTG 

GTGGCACTTAAAATGATAATGATTAACTTATATTGCATGTTCTCTTCCTTTCACTTTTTT CAGT 

GTCTACATTTCAGACCGAGTTTGTCAGCTTTTTTGAAAACACATCAGTAGAAACCAAGATTTT 

AAAATGAAGTGTCAAGACGAAGGCAAAACCTGAGCAGTTCCTAAAAAGATTTGCTGTTAGAA 

ATTrTCTTTGTGGCAGTCATTTATTAAGGATTCAACTCGTGATACACCAAAAGAAGAGTTGAC 

TTCAGAGATGTGTTCCATGCTCTCTAGCACAGGAATGAATAAATTTATAACACCTGCTTTAGC 

CTTTGTTTTCAAAAGCACAAAGGAAAAGTGAAAGGGAAAGAGAA ACAAG TGACTGAGAAGTC 

TTGTTAAGGAATCAGGTTTTTTCTACCTGGTAAACATTCTCTATTCTTTTCTCAAAAGATTGTT 

GTAAGAAAAAATGTAAGACAAAAAAGGGAAAAAAAACAAACAGGGGCAGAGGCAGGCAGTA 

GCAAGAAAGCAGAGCGTAAACATCAGCTAGATGGTAACATGCAATNTCAGCTCTCTTGAAGA 

CATGGGAAACCTAAGNN 

>620 

NNAGTGTATTTATTAACATGACTAATATTTCATATTTTATTTTGTTAGAAGATTAATTTG 
TMTCATTGTACCCTGTAGATTTTGAAACAATTTTACTAGAAATTACTAATGCTGGTTCTTGAG 
TAACCTAAAAAATTGTATTTACTCAAATTTAGAATGCTATTTATAGTTCTAAGCAGTTAGATGA 
MTATTCTGATTATTCTAAAGTTGCTTTGGTACAAAATTTAGAATAAAGCAAAACTGGCAGCAC 
CACAACAAATGTGATCCTTTCACAGCAGGTCTAAAGACCCTCAGAGGCAACAAAGCATAAGT 
TAAMCACACATAAATAAGAGCCATTCTCCTGACAATTTTCTTACATCATTAAAAAGAGAAATA 
AMTCCACATTCAGTAAGTTATACTGGAGGCCCAAATTTCATGCTCCATGTAATTATTCCTCA 
ATGATAGTGTAAAAAATGCTTATTATTGCTAACTGATGTCTAATTCATAGTTCAGGATGCTTCA 
ATCATG^GGCCAATG^TTAGAGTGGTACATTTtAATGTTTAGTCCACTGATACTGTGATATTA 
TTTTAATGCAAGGiT^AATTTAGTTTTTTATTACAGA 

AACTGCACATACTTAAAGTGCACAATTTGATACACAGTCTTTTAAACAGCATGAAAAGTGCCT 
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GATAACTTAAAAATGAAAAAAATTTCAATTTACACATATTATTTTAAAATAGTACATTCTAATTT 

TTATGAGACATAGATATGTATTTATAAAAAGGTAGATGGAAAGAGAAGAA ATTAA CTTA ATTCT 

AAGAGCCAAATTTACTCAGAAGGTTTAGAAACACCAAAATTAACAGCCAGTTTTCTTGATTTT 

CTTCTTGAAGAAGAGATTGGTGTTGACTTATGGTGAGATATACTATGGCCTTGAGAGGCAGT 

TTCAACTTGAAAAGAAGATGCAGGTTGAGCAATCGGAGAGGACTTCAAAGAAGCTGATGAGC 

TCTCCCGTGGACTTACTTTGACAATGTTGGAAGAATCTGGCTGGCTAGTCT GAACTGG AGTG 

GCTTGAGAACTCTGGGCTTCCTTATTCTCAAAGTTCTTT^ 

CCTGCAGAGGTATAAACTGATTGTGCACACCCCCTGGTATTCCCCCAGCCATGGGCATGGT 

CCCAGAATATAAAGTATGATGGAAGGGCTTCCCAGGAACTGGCACCGATGGTCCCCATGGC 

ATTGAGCCAAAGAGATGAGACGACGAAGGCATTATATTAGCTGTTGGTGGGGCCAAGGAAA 

ATTTTTCTTTTAGTATAATGGTATCATCAAAGCTCTGAAATTTGAGACCTCCTTCTGCTAGCCT 

TTTTGGGCI I 1 I I I 1 » 1 CCCCTTTGGCAAAAGGCCTACACTTACTTCACCTATAATTACTCTTC 

CTTACAACATTGAACCTCAGGGATCCTTTCCTAGGGACTGTGTGGGACTATCCACACGGAAT 

GGAATTTATCATTATACTGGGCCTGAAAAGGGAGGAATACTACTACTTAATATCATATGCTGA 

TACAAGGTTTAGGGGGNTATTTGCAATTATATTTATAAAAAAANTAAAGGGGGCAGAAAACCG 

NCCCCNGTGAGGNGGAAGCNNN 

>621 

>622 

NGCCTTGGTGGCCATAGGC'rTCTCTTTAACCAGGAAAAAGAf ATGCATGTGCTGTAA 
GTCCCTAGGTGCAAGCTTTTTCTTGTTATGTTTTAAACAGCTTTATAAACTATTG 
GATATTATGTACATTTATTTCAGATAAAGGACAATAAGTTTACTTTGTATCTGAACTCAAAACA 
AAGTAGTTGTATATTTTAACATTCAAAATTGGGATTTCCCAATGTGACACATCATGAATGCAAA 
CCCCTCCAGCCCATCAGACGCCAGGCTGCCTACTGGTAATCTGTGTATAGTATA TAAAC ATG 
TAAAAATAGGTTGTATTTTACTCTATGTATGATGCTA ATCAA TGAAC ACTTTATTTA TTTTACAG 
AGAAAACTTATCTGTGAACTTTACTATATATCTGTTTATTTTACTTTAI I I I I I I I I IAAATAAAA 
AGGGTTTTAAATGCTATGCAGTCATTAGTAGAAAATTTTTTAGGACTCTGCCTGCTCTGTAAC 
TATCTTAATATGATCTGGCAGAAACTCGCATGTATCCAAGTAAAGTAGTTTAGCTAAAGAAAG 
GTTCTTCATTGCTTTTCTGTTCACAGTTGTGGCTCTGTTTTTTAAGAATGTAACT^ 
ATTATACTTGCATCTGTGACTTTACTACCAGCCACGTTGACACAAAACAGGTTCTGGTTCAGG 
TAAAGTTGCGTCAGTCACCTGCAGCAGAAATCCCTCTTCATTCCTCT TCTCT GTGTTCATTCC 
TCTTCTGTGCTGTTCTGAAGCTTCTACCAATACTCTTTCCATATTGTCTTTTTC AGTGA AGAGA 
AATGCATTCAAGATTAGGTCCCTCCTGTCTATCCAGTTTCAGGATTTTATGTTGTTTTATACAC 
AGTTATTTCAGTATAGAAACTGGCTTTATO 

TATGAGCAAACTGTCCAACTTCAGTTTTTCATAAGATT AAAC TTCTTA CGAT CAAATTTGTCTC 

TTG CAATG ATGTG ATG AGTTGCCAMTMTTG AG ATTATTTTAAAATGTTTT GTTCATATTCTT 

GTTTTATAATTAAAATTTACATTCAGTGTGTATGGG I 1 1 I I I I I I I I ATTTTGACTCTTAATGTA 

AGGTGGATATTTCTGTCATTTTACATGGTTTCTTACTGAGATTTTATATATAAATTATAAAATGT 

TTACCAAAAAAAAAAAAAAAAAMGATCTTTAATTAAGCGGCCGCAAGCTTATTCCGCTATAG 

TGA 

>623 

NAGTTMGCAGACTTTCAACCACTGAGCTTCTTTAAAAACTTAAAAAAAAAATCTTATT 
ACCAAATCTCAGCTAGGACANAGTGTTGCTACCGGGCAGGTACAGCCATTGCTCTTTGAGTT 
TGGTCTGGCTAGCAAAAAGCTGGCTGTGTTATGTAAATAAAGCCCCTATAGTMTTAAAATTT 
AAAAAAAGTTTTTTAAGCTGGCTGTTTTCCTACCACT^ 

GGTTCCCCTTCAGATTTGACTAAGACAGAAACAAACAACAAAACAGTTAAGCAAAACTAACAA 

TGGTCACACAMTTATACAATTTCTGAGTGCTCTAAGTGCATTGGAAGAAAGCTGAAACTCCA 

TAAAAACATCAQCTGCCTTCCATCATCATGAAAGCAGGAAAACTTGCCTT<XTTGTTGGGAG 

CMGTAAAACTCCAAAAAAAGAGGTGTTGTACAGCAAAATAAACTTCCGATCTCTACCAAATT 

TTAAGAG^TCAGGGATTTTCTGGAGGGAGTCCTCTCAGACCTCAGCAAATTGTCCTATTGGT 

TTGAGCCATAAAGTTAGCTCATGCTGGTACCAAGCACCGATAGATTTGTCAAGGGTCAGGGG 

CATCTCCACXJCAGAATCCATTCATGGTTTCCAAAATGTGAACCCAGAAAATCCGAGACAGGT 

ATCAG 

>624 

>625 

>626 
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>627 

ACGCGGGGAGACACACACAGCCCTCTGCCCACCTCTGCTTCCTCTAGGAACACAGG 
AGTTCCAGATCACATCGAGTTCACCATGAATTCACTCAGTGAAGCCAACACCAAGTTCATGTT 
CGACCTGTTCCAACAGTTCAGAAAATCAAAAGAGAACAACATCTTCTATTCCCCTATCAGCAT 
CACATCAGCATTAGGGATGGTCCTCTTAGGAGCCAAAGACAACACTGCACAACAGATTAAGA 
AGGTTCTTCACTTTGATCAAGTCACAGAGAACACCACAGGAAAAGCTGCAACATATCATGTT 
GATAGGTCAGGAAATGTTCATCACCAGTTTCAAAAGCTTCTGACTGAATTCAACAAATCCACT 
GATGCATATGAGCTGAAGATCGCCAACAAGCTCTTCGGAGAAAAAACGTATCTATTTTTACA 
GGAATATTTAGATGCCATCAAGAAATTTTACCAGACCAGTGTGGAATCTGTTGATTTTGCAAA 
TGCTCCAGAAGAAAGTCGAAAGAAGATTAACTCCTGGGTGGAAAGTCAAACGAATGAAAAAA 
TTAAAAACCTAATTCCTGAAGGTAATATTGGCAGCAATACCACATTGGTTCTTGTGAACGCAA 
TCTATTTCAAAGGGCAGTGGGAGAAGAAATTTAATAAAGAAGATACTAAAGAGGAAAAATTTT 
GGCCAAACAAGAATACATACAAGTCCATACAGATGATGAGGCAATACACATCTTTTCATTTTG 
CCTCGCTGGAGGATGTACAGGCCAAGGTCCTGGAAATACCATACAAAGGCAAAGATCTAAG 
CATGATTGTGTTGCTGCCAAATGAAATCGATGGTCTCCAGAAGCTTGAAGAGAAACTCACTG 
CTGAGAAATTGATGGAATGGACAAGTTTGCAGAATATGAGAGAGACACGTGTCGATTTACAC 
TTACCTCGGTTCAAAGTGGAAGAGAGCTATGACCTCAAGGACACGTTGAGAACCATGGGAAT 
GGTGGATATCTTCAATGGGGATGCAGACCTCTCA^£AT^CC^ 

GCTATCTGGAGTCCTACACAAGGCCTTtGTGGAGGTTACAGAGGAGGGAGCAGAAGCTGCA 

GCTGCCACCGCTGTAGTAGGATTCGGATCATCACCTACTTCAACTAATGAAGAGTTCCATTG 

TAATCACCCTTTCCTATTCTTCATAAGGCAAAATAAGACCAACAGCATCCTCTTCTATGGCAG 

ATTCTCATCCCCGTAGATGCAATTAGTCTGTCACTCCATTTGGAAAATGTTCACCTGCAGATG 

TTCTGGTAAACTGATTGCTGGCAACAACAGATTCTCTTGGCTCATATTTCTTTTCTTTCTCATC 

TTGATGATGATCGTCATCATCAAGAATTTAATGATTAAAATAGCATGCCTTTCTCTCTTTCTCT 

TAATAAGCCCACATATAAATGTACTTTTTCTTCCAGAAAAATTCTCCTTGAGGAAAAATGTCCA 

AAATAAGATGAATCACTTAATACCGTATCTTCTAAATTTGAAATATAATTCTGTTTGTGACCTG 

TTTTAMTGAACCAAACCAAATCATACTTTTTCTTTGAATTTAGCAACCTAGAAACACACATTT 

CTTTGAATTTAGGTGATACCTAAATCCTTCTTATGTTTCTAAATTTTGTGATTCTATAAAACACA 

TCATCAATAAAATAGTGACATAAAAAAAAAAAAAAAA 

>628 

>629 

GCGTCCGGGCAAAGCATCTTTGGTGAGCGAGGAAGAGGAAGATGAAGAAGAAGAT 
AAGGCTACCCCTAGAAGAAGCAGGTCTAGAAGAAGTAGTATGGTCTTCGAGTAGCCTTTCAG 
TTCCCCACCAAGAAGCTGGCAACAAACCAGATAAAAACAGTTCTTCCGAGCAGTGTTTTCTA 
GCGCACGCTTACAGAATGAGAAAAAAACAATTCTTGAAAGAAAGAAAGACTGTAGACAGGTG 
ATACAAAGGGAAGATTCTACCTCTGAGTCTGAGGATGACTCTCGGGATGAGAGCCAGGAGA 
GTTCAGATGCTTTGCTGAAAAGGACCATGAACATCAAGGAGAACAAAGCCATGCTTGCCCAG 
TTATTGGCGGAATTGAACTCGATGCCAGATTTCTTCCCAGTACGAACCCCAACCTCAGCTTC 
TAGGAAGAAGACAGTGAGGCGGGCCTTCTCGGAGGGACAGATCACGCGGCGTATGAACCC 
AACCCGGAGTGCGCGGCCTCCTGAGAAGTTTGCTCTAGAGAACTTCACTGTCTCAGCCGCT 
AAATTTGCGGAAGAGTTTTACAGCTTCCGAAGAAGGAAGACAATTGGGGGGAAATGCCGGG 
AGTACAGACGACGTCACCGTATATCTTCTTTTCGGCCAGTGGAGGATATCACCGAAGAGGAC 
TTAGAAAATGTTGCCATAACTGTTCGAGATAAAATCTATGATAAAGTTCTGGGTAACACGTGC 
CATCAGTGTCGACAAAAGACCATCGACACCAAGACAGTGTGTCGGAACCAGGGTTGCTGTG 
GTGTGCGAGGACAGTTCTGTGGACCATGCCTGCGGAACCGCTATGGGGAGGATGTCAGAT 
CGGCATTGCTGGACCCGGATTGGGTGTGTCCCCCCTGTCGTGGGATCTGCAATTGCAGCTA 
CTGTCGGAAGGGAGGAGAGGGGGCGCAGAAGACACAAACTGGAAGAAGGTTGACATAGGA 
ATTAGACCACAAGGGGGGAAAAACATAGAGGAGAGAAAACCCCCCAAAAAAAAAGGTATCG 
CAACAMCATGCATA(XATTGGTGCCTAAGATTTTTTTACAGTTGTGTTTTTATACAGAAATTC 
TTTGTAG AAATTACT A 1 1 1 1 1 I GTTAAAGATTGTTTATATGCTTACAAAGATTTCTCAGGAAGA 
CAGCAGAGCAGAGGAATCTATATAGATGTATGCACAGACCTGTCTGTATGCTGAACTTTGTT 
AAAAATATCTGCCAGTTATTAAAAAGCACAGTTTAAATGGGGTGGGGTTAAAGTTCAGGTAAG 
TAAGTTAGAGAGAAAACATTGTATGATCAGCTCCTGCACTTGATCTATCTTTGGCTTCCCAAA 
CAGTAACTCACTCCAGGCCAAGTGTGCCTTAGCACGAGTGACCACAGTTTAATAGACCACAC 
ACATCGiTTAACCTGCTCTTGGTCATTGGAMTTTACACTGMCAAAGTGCAATTAACTGTAG 
AACAGTTTTATTTTTATTAAAACTTGACTGAACAAAAGGGGACCATCAACATTGTAGACACTG 
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GAGGCCTTACAGAGTGCTAGCCTCTTCCTTCAGGACTCACCTGGGGCCTGCTGCTTTTATAT 

TTTGAAAGAGTTTAANNN 

>630 

NACCAAGTATAAATATAAATTACAACCCTCCCTCCTTACTATCAACGCGC CAAC CCCT 
M I N I MI I CCTTTAATAACGACAATTTTCA I MM I AGGGTTCAGTTCCAGCTGATTTTATTT 
CCTTCTCAAAAAAAGTTATTTACAGA AGGTAT ATATCAACAATCT GACAG GCAGTGAACTTGA 
CATGATTAGCTGGCATGA I M M I CM M M I I CCCCCAAACATTGTTTTTGTGGCCTTGAATT 
TTAAGACAAATATTCTACACGGCATATTGCACAGGATGGATGGCAAAAAAAAGTTTAAAAACA 
AAAACCCTTAACGGAACTGCCTTAAAAAGGCAGACGTCCTAGTGCCTGTCATGTTATATTAAA 
CATACATACACACAATCTTTTTGCTTATTATAATACAGACTTAAATGTACAAAGATGTTTTCCA 
CTTTTTTCAATTTTTAAACACAACAGCTATAAACCTGAACACATATGCTATCATCATGCCATAA 
GACTAAAACAATTATATTTAGCGACAAGTAGAAAGGATTAAATAGTCAAATACAAGAATGAAA 
AACGCAGTACATAGTGTCGCGAACTCAAATCGGCATTTAGATAGATCCAGTGGTTTAAACGG 
CACGTTTTTGCTTATAAAAAAAGTGCAAAAAAGATGTGGTTTACAAGTTAAAGCTACAGAATC 
CCTTTTTGCTGTAATTGCACCAGTTTTAAAGCCTCTGGACAGAGCAGTATTTCGTTTAAAACT 
TTGTTTTTCTTAAAAGCTTACAGTGTTTGGCTM 

CGGAGGGTGGACACTGGTGGCAGGTTAAGGGATACTGTCACTTTAAGAAGCCTGCAGATTG 
AAGTGTAAACATGGAGAAATTAGGGGCTGATTTTTTAAACT^ 
SCCTGTTATAAAATCAGGAAATCCAAACA 
TTTTTACAAAAATACACTGAGAAAATAATCAAACGTTTTCATCT 

TAAAAGTGTCAAAAGTCTACATTTAAATATAAAAAATTAAAAGTTAAAACTCTAGCCCTTCAGT 

GAAGGAGACGTAAAATGGCGTGGGTAACAACAACTACCAAAAAAAAAAAAAAAAAAAAAGAA 

AAAATCGACACGGAAGGAATAAAGAAATAAAGGAAGTAAAAAGAAAGGAAAGAAAAAAAGGG 

ACAAAAGAAAAAATATGTTTGGCCAGTATAAATACGTCCACATATAAAATGGCATCTGATTAC 

ATTTACAAGGAAAAAGAAATACGAGGATGGAGCATCGGTGAAGGAAAAAAACACGTCTTCTC 

ATTTACACCTATAAGGAATAAACACACACACTGAGAAAAAATTTGGTCCTGAATTG J M M M I 

TAAAATCCAGCACAGATTTGAGTTGCGTTTGAATCCTTTAAAGAGTTAAGAATGAAAN 

>631 

NNNNNACGCCGGGCGC GGCG GCGCGCGGAGAAGTGCGGCGGAGCGGCGCCTGC 
ATTAGCAGGTATGCAAAGAAGCCTTTTCACCCTGATGTCCTTAGAGATAATATGGATCAGTCC 
AGAGTTCTCCTCTGGGTGAAAGCAGAACCCTTTATAGTGGGTGCCTTGCAGGTCCCCCCTC 
CATCCAAGTTTAGTCTTCACTATCTCAGGAAGATATCCACCTATGTGCAAATCCGGGCCACA 
GAAGGAGCTTACCCGCGCCTCTACTGGTCTACATGGAGGCACATCGCTTGTGGGAAGCTGC 
AGTTGGCCAAGGACCTGGCGTGGCTTTACTTCGAAATATTTGATAGTCTTTCAATGAAGACA 
CCTGAGGAGCGCCTGGAATGGTCTGAGGTTCTGTCCAACTGCATGTCTGAGGAGGAAGTTG 
AAAAGCAGAGAAATCAGCTTTCAGTGGACACGCTACAGTTTCTGCTCTTCTTATACATTCAAC 
AGTTGAACAAGGTCTCCCTAAGGACATCTTTGATTGGCGAAGAGTGGCCCAGTCCCAGAAA 
CAAATCTCAGTCTCCTGACCTGACTGAAAAATCTAATTGTCATAATAAGA ACTG GAATGATTA 
CAGTCACCAAGCTTTTGTCTATGATCATCTGTCTGATCTCCTCGAGCTGCTTTTAGATCCAAA 
ACAACTCACTGCATCATTTCATTCAACCCATAGTAGTCTAGTGTCTCGAGAAGCTGTTGTGGC 
GCTCAGCTTCCTTATTGAAGGTACAATAAGTAGAGCCAGGAAGATCTATCCACTTCATGAACT 
TGCACTGTGGCAACCACTGCATGCAGATAGTGGCTTCTCAAAGATCTCTAAGACTTTCTCTTT 
CTACAAACTGGAMCCTGGTTGAGGTCCTGTTTGACTGGGAATCCATTTGGTACATCAGCTT 
GCCTCAAGTCTGGAAAGAAATTGGCTTGGGCTCATCAAGTTGAAGGGACCACCAAAAGAGC 
TAAGATTGCTTGTAATACTCATGTGGCCCCTAGGATGCACCGACTGGTAGTGATGAGCCAGG 
T7XACAAGCAGACACTGGCTAAGAGCTCAGACACTCTGGCGGGGGCACATGTAAAGATTCAT 
CGTTGCAACGAATCTTTTATATATCTGCTCTCTCCCTTACGATCTGTGACAATTGAGAAGTGC 
AGGAATAGCATCTTTGTCTTGGGCCCTGTAGGGACTACACTTCACCTCCACAGTTGTGACAA 
TGTTAMGTCATTGCTGTTTGCCATCGTTTGTCCATCTCTTCTACMCAGGT TGCA T 
CGTTCTTACGCCTACACGCCCACTTATTCTCTCTGGGAACCAGACAGTAACTTTTGCCCCTTT 
TCATACACATTACCCAATGCTAGAGGACCATATGGCCAGGACTGGCCTTGCTACAGTGCCTA 
ACTATTGGGATMTCCMTGGTTGTGTGCAGAGAGAACAGCGACACAAGAGTCTTCCAGCTT 
TTACCACCTTGTGAATTCTATGTATTTATT^ 

ATACCCGGGGGTCTTCCATCTGTATATCAGAAAGCACTGGGTCAAAGAGAACAGAAGATACA 
GATCTGGCAGAAMCTGTGMGGAGGCTCATTTC^ 

GTACTGGTAGAGAACAAGTTTTATGAATGGTTGATTAATACAGGACATCGCCAACAGCTGGA 
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CAGCCTTGTACCCCCTGCAGCAGGCTCCAAACAAGCAGCTGGATAAGGATCTTACATGCAG 

ACACTGGGCCCTGGAAATACAAGGATAAATGGAGGATGGTGCTCATCTTGAAAGTTGAAACT 

AAATTGGGAAGGTGCTATTGCTGCTTAAGAGACATTGGGACTTTTCTGTCI I I 1 1 I 1 1 I 1 1 1 1 I 

1 1 I I I I GAGGCAGAGTCTTGTTCTGTCGCCCAGGCTGGCGTGCAGTGGCGCGATCTCGGCT 

CACTGCAAGCTCTGCCTCCCGGGTTCACGCCATTCTCCTGCCTC AGCCT CCTGAGTAGCTG 

GGACTACAGGCGCCCGCCACCACGCCCGGCCAAI I I I I I I I GTATTTTTAGTAGAGACGGG 

GTTTCACCGTGTTAGTCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCATCTCGGCC 

TCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGTGCCCAGCCTTCTGTTCTATTTAAGAA 

CTTTGATTTCCATTCCATTTTCATTTATTACTGTTTAGGCCGAATTTTCGCTAAACTTCTGACTT 

TCATATAAACATATTGCTTATAGAACATCAGAAGACTCATCTTTGTGATGCCCAAATGAAAAA 

GTTGGTGAAGGTAGTACCATTGTATGTATGTTAATATTAAAGCAACTGAGTGTAGATTTGCAA 

CTATAGTGCGTCTCTCCATTTGTGTGATCAAAGAGTTTTATTCTTTCTAGAGTTAAATAAGAGT 

TTTATAGTTCTTTGTAACTATTTAAAAGGAAATTGCTACTCCTTTTAAAAAATAATTGGAAAGG 

MGTATGATTTGTTGGTATATAGACATAGAAATAGTTTTATACTATATTTTAGTCCTTAAAGTAT 

GGMCTTAATGAAATTGTTTAAAAAAATCTTTATTTTTCACTTCCTGCTTCAAATTTTTAAT 

>632 

GCCGCCCGGGCAGGTACTTGTTAAGCCACATTTGAGGTTTATGGTAAAAATCATCTT 
TTGAGTTTGCTCTTTGG I I i I ICTTCATTCCTTTTGAGGATTGGGAAAACAGAAAGATTCTTTG 
ATTTGGGTAACGAGCGGCTGTTGGTAGGAAGG-TGGTTGGTGGCGTCTGAGGGGGCTTGTAG 
GTGGCTCTGGCTGAAACAGGCGCCTGCGAGAGTCTGTAGGAGGGAAACCGCCATGGACGA 
TCAGGGTTGCCCTCGGTGTAAGACCACCAAATATCGGAACCCCTCCTTGAAGCTGATGGTG 
AATGTGTGCGGACACACTCTCTGTGAAAGTTGTGTAGATTTACTGTTTGTGAGAGGAGCTGG 
AAACTGCCCTGAGTGTGGTACTCCACTCAGAAAGAGCAACTTCAGGGTACAACTCTTTGAAG 
ATCCCACTGTTGACAAGGAGGTTGAGATCAGGAAAAAAGTGCTAAAGATATACAATAAAAGG 
GMGMGATTTTCCTAGTCTAAGAGAATACAATGATTTCTTGGAAGAAGTGGAAGAAATTGTT 
TTCAACTTGACCAACAATGTGGATTTGGACAACACCAAAAAGAAAATGGAGATATACCAAAAG 
GAAAACAAAGATGTTATTCAGAAAAATAAATTAAAGCTGACTCGAGAACAGGAAGAACTGGA 
AGAAGCTTTAGAAGTGGAACGACAGGAAAATGAACAAAGAAGATTATTTATACAAAAAGAAG 
AACAACTGCAGCAGATTCTAAAAAGGAAGAATAAGCAGGCTTTTTTAGATGAGCTGGAGAGT 
TCTGATCTCCCTGTTGCTCTGCTTTTGGCTCAGCATAAAGATAGATCTACCCAATTAGAAATG 
CAACTTGAGAAACCCAAACCTGTAAAACCAGTGACGTTTTCCACAGGCATCAAAATGGGTCA 
ACATATTTCACTGGCACCTATTCACAAGCTTGAAGAAGCTCTGTATGAATACCAGCCACTGCA 
GATAGAGACATATGGACCACATGTTCCTGAGCTTGAGATGCTAGGAAGACTTGGGTATTTAA 
ACCATGTCAGAGCTGCCTCACCACAGGACCTTGCTGGAGGCTATACTTCTTCTCTTGCTTGT 
CACAGAGCACTACAGGATGCATTCAGTGGGCTTTTCTGGCAGCCCAGTTAACCATTTATAAG 
ATTTG G ACCTTGG AGCTG AACCAGGG AG CTAGC AAAAGTAAAGCAGACTTATAAAATTATAG 
CTATGTGCAGCTGCACAACACAGTCCTTCCACTAGCAGCTGTGTTAAAGTAT TTATAA GGAG 
AAAAlTTCAGAACTAAGTTGAGTAATATAGGGGATATATATTTGTGAAAMTAATTTTTACTTA 
TATTTTTCAGAGGATTTGACACGATAAGCCTCATCTGATGGAAGAGAGGAATAAATAATTCAC 
CTATATGTGTTTGAGGTTGTGACAGACTTATAAAATCTTTTTAAAAAATAAAGCTATAATTTATA 
TTAAGTTCTGTGGTTTTTCTCTTATTACAGTGTTTTACTTC 
TTACAACATTTACTGTTAATANNNGNNGNNNN 
>633 
>634 

TCACTAAAGGGAATAAGCTTGCGGCCGCAG I I I 1 1 I I I 1 1 1 1 1 1 1 1 1 IGCAGI I DIG 
CTCTCAGCTGTAGCCCTGACATGAAACGCTTGCTACGTTTCTGCAGCAAAGTGGGCCGAGC 
GCAGTACGCACAGGTGTGGTGTTAGCCAGGGAGACCGAAGCCACACAGAAGGGGAGTCAG 
TAAATGTCCATCTCCACGGTGTCTGCCTTTGCCATTGGGAGGCCTGAACTAATCAAACGTTC 
ATTAATAGGATCCCAGCCTAACAGCAACGCTTATGTAGCACCATTCTTAGAAACTACCAAGTA 
TCACACAGGTACATGTGTATGGGGACCTTCCTCTTGACTGCTTGTCAAGAAAAGGATCCAGA 
GGGMCTTCTGCCCCTACTTCCATGMGTGAGATGCMCAATCAiTTCCMTCTATTrrnTA 
TCTCATGCTAAAATGAAAGTGGAGGGGAGAGGGAAGAAGGCTCCCATTCTACAATTATAAAT 
GCTGTCCTGGTAGCCTTTCTTCTCTTGCCGGCTAACAATTGTTCTAACAGCATCCCATGGAG 
GCCAGCAAATGAATGCCCCAGGGACTACAGCCAGAAAATTGTGCCTGTAAAATATCATATTC 
CTCTGGAGCTTGGTAATATAGAAATTTTACCTCTACAGATGAGGCAAACTAAAATATTGTTGT 
AACTCAAAAAGGCTTCTGAAGTGCTGAGTTAGAATAAATATATATAGATACATACACACACTA 
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CATTGCTTTGGATGCAGGTTCTTACTAATTTATATACACATGTAAAGAGAAGATACTGAAGTG 

TCTAACTGTAATTTAGCAGCAGAAAAAGAAAACTGCTTAACATATTTGCTTCTTAATCAAGTTG 

TGTTTAAAGAAATGCATTAATACTCCTATGAATTTGTATCATTGATAGTGTATCTGGATAATCC 

CAGTAACTACAGACAGAGACCTTGTGGTATGGAGGTTGCT AAATG AGGGGAACACTAATTCC 

CCCAGAGATAACATCTGAGCTGCTTTAGACTCTGGAAGTGGTTTTCAGTACCTGCCCCGCTG 

TAMCTCTGAAAACACGAACATGATTTCCMCCAAATCTTTGTGCTCAGAGCCATATTGCTAA 

AAAGAAAAAGGCATTGCAGAGGCAAAGTGGACATGGGGTTAATTAAACAAGGCCTCTGAATT 

CAGGTGTGGCATTTAGATCCTGCAATGAATGGACCTATTTTACAGAAGTCAGCGGCAAATCT 

TTTGTA 1 Nil I GGTACAGATGGGGTTTTGCCATGTGGACCAGGCTGCTCTCGAACTCCTGG 

CCTCAAGTGATGCACCTGCCTTGGCCTCCCGAAGTGCTGGGATTATAGGAGTGAGCCACCA 

CGCCCGGCTACGAGTTGGGTTTTAACAGAAGAGGACCTTGAATGCTGAAGCTTCACAGGGC 

GGCCAAACTAACCCTCGN 

>635 

NNNNNCCTGATGTGGTGTTTCTGCCACATATGTATGTTGACATAGTTCATAGTACTG 
CGCCGGTACTGCCAGTTAGACTCCACAGACCTAATTTGGATGGGGAGAAAAACTCTCATGC 
CTGACCCTTCCCCCCCCGCCAATGTTAGACCAGAGCTGTTGATCCCACACAGTCATTGTTCT 
GAAAATTCATGAACTATTCTCTCATATCCCTGAAATATCAAAGTAAGTGGCCCCTATTCCTAC 
AGATTATTTAGTTTATAAAGCTTTGCTTTTAAT^ 

GTATAAAGGGGAAACTTGCTTTAATCTGTGG'GATTGCGGACCCGATGCGACTTGCAGA^ 

TAAACCGGCGTGGGTTTTGTGTGCGTTAGGTTAAGGTGTTAGTGGACTTTTAATGTATCTTGT 

GAAGTATGGTTACTAGGGTAGGTTCAAGAGCTACATGCCTCTGGCTTTTGAACCCATCTATT 

AAATCTTTTTTAATGCTGTACTAAGATAAATGTGAAGTCTGAGTAAGGTTGCTC TCAG AAAAA 

AAAAAAAAAAGCATATATATATATAAAATAAAATTTAGGCCATGGGAACTGGCATTTTACTTGG 

TATAGGAATTTAATGAGAACCAAATCACAAAAATACCAGATCTCCTTTTGAGATCGTGGACAA 

TCAGGCCTTTGGACAATCACCGCTTCCAGTGCCCGCTGTGCGTTGAGGTTAGA GACCTA CC 

GTTTACAGGGTAGAGCCGAGAGGACGTTCAAGTTTCTTAAAGATGCTGTTGGTCTTTTTTCT^ 

ATGTTATtGTTTTAGTTTTGTGATTTTGATGAATAATTGM 

AAGGAAAAAACAGCATCATGAAAGGCAAAAAGTATTTGAAACGTAATTGTTTCAATTTTCCAC 

GCCCGTTCTCACATGCCCCCTTTAGCTTTATTTCTGGGAACATGTCACTAGACCTCAGCTAG 

CCTGACACCGCAATAACCCGTTAGGCTTTGAGGCTTTTCAGTGAATTCTTGACATTTAAATCT 

TCTTATAGAATTCTTTATGAAGCCTTAACTAATTCTTGTTTTTGCTTCCTCAGAA^ 

GCATCTGCCATCCTTCATTGGATTTTTGTTTTGGTTTGTTC 

GTCCTTGTACATCTGCATTAAGGTGCCGATGCAGAAGGCAAATTGGAAACACGCGCCAGCG 

GCAGTGGGGCTCAAAGCCGACCTCCATGCATCATTCTCTAGAGTTG AAAG GATTGACATTTC 

TCAGTAACTACCCGGCAAAATATATATTTTCATAATGTTGAATTTGCCTTTTAG GAAAA CAATG 

TTTCATGAAACACTTGTAAGATACTTATTTTGAAATTMTTATAAGGCATTCATATTT^ 

TGAATTCAAAGGGAAATGCTTCTTTGAC 1 1 I I I I I CATTGTTCGGTTGACTTTCAGCTTTCTGG 

AGTGACAAAGCAGCAGTGATGGGTGCTATTCCTGGTTCTGTGGTGGTTTACTTTGTCTACTA 

AGTGATTTACTTTCAAACCTCATTACAGATAATCTTACTAAAAGACTTAACATGCACACTGCTA 

AAAGGTGTTTTACTGTTTTCCATTAACGCTGTTGTATGMCMTATTTGGTGACAT^ 

TTTGTCCTGTAGATTGTCATATCTGTTATGTAGTTATCCTTTTGGCAAGTCCTTTGAI I I I I I 1 1 

TCCTCTAGAAAATCCTCAGACTGTCAATCTTCCATATTTTGAATATTATAATGCTGTGGCCATT 

TCTATAGAAAGATTACTTGCAAGTGTGTGTCTTGAAMTMCX^TCTTGTATTTGTGTGTTTATG 

TGAGTTCTGTCTAAGAGATCAGATAAGCTCTGGAAGCTTCATCATCTGTACCTACATGTAACT 

GTATCTGGGTTACATGGGCAGGCGGTACCAAGTCCTGCTCTTCGATGGGGTGGCTGAGAGA 

TAAAGGTTCCTGAACTCTCCTTGCTGTGTATGCACCACATCTGTACTTCAGAGAGGTGGAAA 

ATCATCTACAACACTGCGTTTCTTGTGGTTGTGCTGTTACTGGTATAAAGTCAAGTGCCTTCA 

ATGCTAAAGGCTCAGAAATTTTTCTTAAACTGATTTCATGTCCTATGCGAGCTTGTGTTCTAC 

MCCTGCATAACCAGTACTTGTGTAACACTTGTTTACGCTTCAATTGTACATGGTGCTTCTTA 

ACGCAATTTATAGCATT7TTATTTAAGGTACCTCCAAACTTGAATTCGTCTGTGTGAAGCATTG 

TAAAACGATACATTTCTCTTTTGAGTACCATTACAGTTGTACAGAGGTTTTCACTGCTTCTA^ 

TTTCTACTGATACTGACTAAGCATGNNNNN 

>636 

tATAGGGAGTCGAGCCACGCGTCCGGGTTTCGGTTGGAGGACTCGTTGGGGAGGTG 
GCCTGCGCTTGTAGAGACTGCATCCX3CGAGACGATGGCGGAGGGAGATAATCGCAGCACC 
AACCTGCTGGCTGCAGAGACTGCAAGTCTGGAAGAACAGCTGCAAGGATGGGGAGAAGTG 



Page 196 of 355 



WO 01/42467 



790 
Table 4 



PCT/US00/33312 



ATGCTGATGGCTGATAAAGTCCTCCGATGGGAAAGAGCCTGGTTTCCACCTGCCATCATGG 

GTGTGGTTTCTTTGGTGTTTCTGATTATCTACTATCTAGATCCATCTGTTCTGTCCGGCGTTT 

CCTGTTTTGTTATG I I I I IGTGCTTGGCTGACTACCTTGTTCCCATTCTAGCGCCTAGAATTTT 

TGGCTCCAATAAATGGACCACTGAACAACAGCAAAGATTCCATGAAATTTGCAGCAATCTAG 

TAAAAACTCGACGCAGAGCTGTGGGTTGGTGGAAACGCCTCTTCACACTAAAGGAAGAAAAA 

CCTAAGATGTACTTCATGACCATGATCGTTTCCCTTGCTGCGGTTGCTTGGGTGGGACAACA 

AGTCCACAACCTGCTTCTCACCTACCTGATAGTGACTTCCTTACTATTGCTTCCTGGACTAAA 

CCAACATGGAATCATTTTGAAGTACATTGGAATGGCCAAGAGGGAGATAAACAAACTTCTCA 

AACAAAAAGAAAAGAAAAACGAATGATTCATCTGCTTTAATCAGTGTGATTAATGCAGCACCC 

ATTGCCCCGGGAACCGTTTCTGCTGTACTATCTGGATACTAAAATGTTACGGAAGTAGCTCT 

TTGTTCTCCCTCACTCTGCCCTTAGTTAATAGAAATTCAGACTCGCCAAGTAAGGCTTCGTGC 

ATAGTGTCTTCATGTCGCGTATAGTTGAGCGCGTTCTTAGCAG TTGG CTTCATGGACAACTC 

ATTAGTGTTTTGACTTTTCTTACCCAGCGTTAATTGAATTCTTGCTTTTAGACAACTTC 

GTAGTGGTGAACCTTGCCCTTTAGTACAGTTCAAGTGAATCTGGATAATTGTTCATCTTTGCT 

TTAGCTTAGATACCATGTAGTGGTCTGTGGCTACAGGAAGCTGGTTCTGTCTGCTTCCACAG 

TCTGCTTAAAAAACTGTCTGACTTCGTGAATATAGAGACCAAGTTTACCACTTCTGATGAAGA 

GACCAATTAAGATTCATTCCTCATTCTGTTTCTTTCCAGTGGGAGAAGAGTCCCCATGAAATA 

AGATGAAACTGATTCCATGCACTAGTACATGTAGGCTTCTCCCTTGTGCAAA^CTTA^AATT 

TGTAGGAAAeTTTGATeTTmGTCCAAGAAAAGGAATGTCTGACA 

CCTTGCACTTAGACTCGAAGTTAGTAAATCCTTAAAGGCTTTTTAATAGCAGACTTCCAAAAG 

ATTGCATTTAGGATTTCTAGCATGCTTTTAATTTCAGATTTTCAGCTGACATTAGCTAT^ 

ACAGTAGGTTAAGACTCATGTCTATGACTTTCACTCTAAGACTGGCAAAAGGACAGCAGTCT 

TCTATGTTTAGTCAATATTCATTTCAGTAGAAGATAATCTTATCTAATTTT TGAG ACCAGAATA 

AGCCTTTTMGGTAAACCTCAAAATTATCATTTTATGGTMTACTGACCATTTTAGTCCCCTAG 

GTTTGACATGGGAGATAGTGACTACACTGGTGTCTGACTTTTTTCCTAGAGATTTCTCCCTGA 

AAAATACAAGGGCTGTTGGTGAGAGCAGACTTGAGGTGATGATAGTTGGCCTCTGGTCTACA 

AAGATTTCATAACTCCTTGGAAAGCTTCTTATAATCATTCTTAACTTCTTGGTAGCTAGAAATT 

TAGAGTAGTTGAAATCTTTAGGAATGAACTTCTGAGGGCCAAAAAATGTGACTGACGGGAAC 

MTTCTTAAACTGATTAACTAGCTGTAATATAGTTTTGTGAATTTATTGCACTGATGTTGTACC 

TTGTGGTATATCTGTCCCTATTAAATAAGTGTTGTTTTCTCCTCTTTAATATTGCTGTGA ACAG 

TGGTGCCCATTGTAGCATATGTTTGA I I I I I I I I I ATTATTTCATAAGAAAACTACGTTAATTTT 

ACCTTACTTTCATTGTAAATAAGCCTGTCTTCCTATCTGGATTTTTTGTGTGCATACATATTCT 

ACTGATTAACTACTTTTGCAGTTTTAATCCTGTATTATTTCTTCTACTTTGTT^ 

GGAAAAAATAAAAAAAGCTGGAATCTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAaaa 

aaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaagaaagaaaaaaaaagaaaaaaa 

aaaaaaaaaaaaaaaaaaaaaaaaaataaaaaagcacacaaaacaggcgagggcagccgagaacccagcaacaatctcga 

gagagggcgcggacaggaaatgatcgacgcccgctgcagatggtacagaacgcttagaagcaaagcgaggaaagcaagagtcc 

tgatacgatagaaacaggcgggtgcagcgcggtcaccaacaaatactgagacgaacggaagcagagacagagcgagcattagg 

agtaagaggagagagcc^acx»<»cg(x^gggggcaggcacagaggagcacagaaaaaacaaagacacatgaacagggg^ 

acgcagaacaagaaaacgacgcacgaggccacacaaccaacaaacaga 

>637 

nnnggaccgccctttgccc(x)tttgaacnccctttngntcgggacgcgcgccattg 
tgttggtacccgggaattcggccattatggccgggggcgggtaaacagacatggccggcg 
aaggagatcagcaggacgctgcgcacaacatgggcaaccacctgccgctcctgcctgcag 
agagtgaggaagaagatgaaatggaagttgaagaccaggatagtaaagaagccaaaaaacc 
aaacatcataaattttgacaccagtctgccgacatcacatacatacctaggtgctgatatgga 
agaatttcatggcaggactttgcacgatgacgacagctgtcagg tgatt ccagttcttccac 
aagtgatgatgatcctgattcccggacagacattacctcttcagctttttcaccctcaagaag 
. t^gtatggtgcggaatttaattcagaaagatagaacctttgctgttcttgcatacagcaatg 
tacaSgaaagggaagcacagtttggaacaacagcagagatatatgcctatcgagaagaaca 
ggattttggaattgagatagtgaaagtgaaagcaattggaagacaaaggttcaaagtccttg 

AGCTAAGAACACAGTCAGATGGAATCCAGCAAGCTAAAGTGCAAATTCTTCCCGAATGTGTG 

ttgccttcaaccatgtctgcagttcaattagaatccctcmtmgtgccagatatttccttca 
aaacctgtctcaagagaagaccaatgttcatataaatggtggcagaaataccagaagagaaa 
gtttcattgtgcaaatctaacttcatggicctc 

cttaatggacagaatcaagaaacagctacgtgaatgggatgaaaatctaaaagatgattctct 
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TCCTTCAAATCCAATAGATTTTTCTTACAGAGTAGCTGCTTGTCTTCCTATTGATGATGTATTG 

AGAATTCAGCTCCTTAAAATTGGCAGTGCTATCCAGCGACTTCGCTGTGAATTAGACATTATG 

AATAAATGTACTTCCCTTTGCTGTAAACAATGTCAAGAAACAGAAATAACAACCAAAAATGAA 

ATATTCAGTTTATCCTTATGTGGGCCGATGGCAGCTTATGTGAATCCTCATGGATATGTGCAT 

GAGACACTTACTGTGTATAAGGCTTGCAACTTGAATCTGATAGGCCGGCCTTCTACAGAACA 

CAGCTGGTTTCCTGGGTATGCCTGGACTGTTGCCCAGTGTAAG ATCTG TGCAAGCCATATTG 

GATGGAAGTTTACGGCCACCAAAAAAGACATGTCACCTCAAAAATTTTGGGGCTTAACGCGA 

TCTGCTCTGTTGCCCACGATCCCAGACACTGAAGATGAAATAAGTCCAGACAAAGTAATACT 

TTGCTTGTAAACAGATGTGATAGAGATAAAGTTAGTTATCTAACAAATTGGTTATATTCTAAGA 

TCTGCTTTGGAAATTATTGCCTCTGATACATACCTAAGTAAACATAACATTA ATACC TAAGTAA 

ACATAACATTACTTGGAGGGTTGCAGTTTCTAAGTGAAACTGTATTTGAAACTTTTAAGTATAC 

TTTAGGAAACAAGCATGAACGGCAGTCTAGAATACCAGAAACATCTACTTGGGTAGCTTGGT 

GCCATTATCCTGTGGAATCTGATATGTCTGGTAGCATGTCATTGATGGGACATGAAGACATC 

TTTGGAAATGATGAGATTATTTCCTGTGTTAAAAAAAAAAAATCTTAAATTCCTACAATGTGAA 

ACTGAAACTAATAATTTGATCCTGATGTATGGGACAGGTATCTGTCCAGTGCTCTAAATAACA 

MGCTAGGGTGACAAGTACATGTTCCTTTGGAAAGAAGCAGGCATGTATATTATTATTCTAAA 

GGGGTTTGTCCCTTCCATTTCCTTACTCCTGAATACTGTTGGACATTCGCAATCGTTA ATGCC 

GTTGGCCMTATGATTCCTAGTGCCGTAAGGTGGGTTGCTTGAAATAC^ 

ATTGTGCATAGGAAGAAGTCCGGAAAGTTTGAAAAAAATMGAGTA 

GCTAGAAACN 

>638 

CCACGCGTCCGGTTCCAAACATCTGGTGACTTCCGGAAAGCTCTGTTGACTTTGGC 
AGATGGCAGAAGAGATGAAAGTCTGAAAGTGGATGAGCATCTGGCCAAACAAGATGCCCAG 
ATTCTCTATAAAGCTGGTGAGAACAGATGGGGCACGGATGAAGACAAATTCACTGAGATCCT 
GTGTTTAAGGAGCTTTCCTCAATTAAAACTAAGTACAAACTCACATTACAATCCTTTGTGTTGT 
ATGTTGTTTTTACAAATGTTTTTGCATTTAGTATACAAAGA 

TTGCGAAGTCTGTTCCAGTTATTCACACTTCAGGAAACAAAATGGGAAAGCTGTATTGTAACT 

CMGGAAGTACTGACACTACACTTTTGTTTTTCCATAGAGGCTGAGTAGATTACCTAGTGAGT 

ACCAGGTAATAGATGGGGGAGGGAGGTGGCAGGGAGAAGAAAAGAGGCCACCCTCTAGGG 

TGAGAGTAGAAGGGCTTGTTCCTGTGGAATGGAGAAGCCCAACTGCTTCCACTCCACCTAA 

CAGTTCTCCCTAGTTAGCCACTTCCAGAAAAGCCAGACACTGCAGGTGAGTCTCTGTTGACA 

CATCAATACTGATTAACCTTTAGCTATTTCTGATATGAAGGTAAGTGGTAGAATGGATCAACT 

CTTATCGTCAGACCAGCTATTACATGGAATTGTGGGCACCCGCCCTCTTGCTCATGGCATCT 

CCTAGAACTGTTCTGGAAGCAACAACACCTAGAAAACTAAACCTTCATTTACTGTGAACATCT 

TCTGACTGTGGCTTCCAGATGCTAGTTTACAGAACAACCACACAGCAAGACCAAGCTTATGC 

TGAGTTGACGGAACAATGAGTAAACATAAGGATATTACTGTGACTTTGAAATTCTGAAATTGT 

TCTTTCTTAACTTTTGCATTAAAATCACATTTATTTTATAAAATAATGACAACAGTATGTGATAG 

TTGCTTTATTCATGTCTTTGTTTGAAAAACAAAAACCAGATAACCCTAGGTCTCTCTCCAAAAT 

TTCTTTTTTTAAAAATGTATTGNGGAAAAATATACTTGGCTTACAAAATATGCCN 

>639 

>640 

>641 

GGGAGATCTGTGTCAGAACGTGCGTGTGAGCGGATACAAAACCCGAGAGAGGCGT 
GAGCAGCGCTGTGTTTGCGAGCGGGAGCGAGGGGCGCCGGCTGGGGTGTGTGCTCCTGA 
GCTCTTCAGAMCCAGGCTGCTTTCAGGAACATTGCTGTGGATTCXJCAGCTTTCAGACAACA 
CATGACTAAGACAGAATGAGACCACTCTAGTTGCCTCATGGGAAACTCGGGAAAAGACTGCA 
AAMCAACATTGTTTCTCCCTTTGGAATTCTGGAGTTATAAGGCAGAGGTCCCCCATCTTCCC 
GAACTGGCCTATTCCACTAGAAGCAAGATGGCTGAACTCAATACTCATGTGAATGTCAAGGA 
AAAGATCTATGCAGTTAGATCAGTTGTTCCCAACAAAAGCAATAATGAAATAGTCCTGGTGCT 
CCAACAGTTTGATTTTMTGTGGATAMGCCGTC 

AAGTTCTAAAAGAATGGAATATGACAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGT 
>642 ■ «. . 

NNCGTCCGCCCGCGGCGGTGGGCGGGGTCCGGGGCGGGGCCGCAGGAGCAGTA 
GGTGTTAGCAGCTTGGTCGCXaACAGGTGCGCTAGGTAGAGCGCCGGGACCTGTGACAGGG 
CTGiGTAGCAGCGCAGAGGAAAGGCGGCTtTTAGCCAGGTAm 

TGGAATCATCTCCATTTAATAGACGGCAATGGACCTCACTATCATTGAGGGTAACAGCCAAA 
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GAACTTTCTCTTGTCAACAAGAACAAGTCATCGGCTATTGTGGAAATATTCTCCAAAACACCG 

AAAATCTCTCCCAGCACTTTAGAAAGGGGACCCTGACTGTGTTAAAGAAGAAGTGGGAGAAC 

CCAGGGCTGGGAGCAGAGTCTCACACAGACTCTCTACGGAACAGCAGCACTGAGATTAGGC 

ACAGAGCAGACCATCCTCCTGCTGAAGTGACAAGCCACGCTGCTTCTGGAGCCAAAGCTGA 

CCAAGAAGAACAAATCCACCCCAGATCTAGACTCAGGTCACCTCCTGAAGCCCTCGTTCAG 

GGTCGATATCCCCACATCAAGGACGGTGAGGATCTTAAAGACCACTCAACAGAAAGTAAAAA 

AATGGAAAATTGTCTAGGAGAATCCAGGCATGAAGTAGAAAAATCAGAAATCAGTGAAAACA 

CAGATGCTTTCGGGCAAATAGANNNNNNNN 

>643 

NCGCATATCTGGGACAGTCAGGCCGGGTGTGAATCGATGGCTGCTGGGCGACCAC 
TTCCTGACAGAAGAAAAGATGTGGAGTGGGCTGCTACCTCCTGGCCTAAATGAAAGTGACG 
CTGAGTCAAACTCGGAAGATGAAGCTACGTTGGAGAACTCTGGACTTAACTTACAGGAAGAT 
AAAGAGGATGAGAGCATCAGAAAAACAGAAATCATAGATTTCTCAACAGATGAACCAAAAAC 
TGAAACAGAGTCAAATGTAAATGCCTATGAAGAGTGTCCTTCTGGAATTCCCATAGATATGTG 
GAATAAATTTCAAGAATTGCATAAAAAACATTCTGAACAGAAAAGCACAACCTCAAGATTCAG 
AGGGAAAAGAAGAAAACGCTCCAGAAAAGATAAATTGAAGAATGAAAAAGAATTACATAGTG 
AACCGTCCTCAAATGAAACCCAGTGGAAAGAGCTTACTCAGTATTTTGGAGTCAATGATAGA 
TTTGACCCGCCTGTTAAAAGGAAAAAAGTTG^GJ\AGTCAGGCCTTGAMAGAGGAXAGACGA 
GGCTGTGGAGGAGTGGMTATTGAGAAGGCtGAGGAACTCAGCAACCAGCTAGCTACTCGA 
GAGCTTGGTGTAAAAATTGCCAAAGCAGTTGCCTGCCACAACTTTGTAAAAGCCAAAAAGGA 
GGTTGAAAATTCACAGGCTGCCCGAAAAAAGAAGAAACTTGCATGGGGGTTTGAAGCAAAG 
AAGAGATGGGAAACCAAAAGCAACATGGGATACATGTAACTTGCCAGAGTGCTTCAAGACAT 
TTGTAGACTCAAATGCTCAATTTACTGAGAATGTTTTCCTGCCTATGTTAATATGTCAGAAAAT 
TGATAGCACTAAAACAAAAATAAGCATAAAATTTGGGATTTTGATTATCAGCTCTTTTCAGTCT 
TTCTTTMGGACTTTGTCCTATTGAAGTGAATAAAATGAAGCATTCTGTTATTTGTATAAGAAA 
TGTAAGAAAAAAAATATAGAAAGMGAGGATAGGATTTTGTTTATTTGTATGGATGGACCCTT 
GGTATAAAATCACTTTTGGCGCTTTCCATTCATTTGGTTTAGCACAGCCAGTGAGCTTCTCGT 
GCCTCGGCCGCCACCGCGGGAGCNNN 
>644 

GCGGCCGCCCGGGCAGGTACGCGGGGACGTGACATGGGTTGGAAGATGGCGTCT 
CCCACAGACGGGACAGATCTGGAAGCATCTTTGCTAAGTTTTGAAAAACTTGACCGTGCCTC 
ACCAGATCTTTGGCCAGAACAATTACCAGGTGTTGCTGAATTTGCAGCTTCCTTCAAAAGTC 
CTATTACTAGTTCTCCACCCAAATGGATGGCTGAGATAGAACGTGATGACATCGACATGTTG 
AAAGAACTGGGGAGTCTCACCACGGCTAATTTGATGGAGAAGGTTCGAGGCCTACAGAACC 
TAGCCTATCAGCTGGGGCTGGATGAGTCCAGAGAGATGACACGGGGGAAATTCCTCAATAT 
TCTAGAGAAGCCCAAGAAGTAGCAGCTGCTTGCGGACAGGATGTCCTGGGGTCCGAAACCA 
AGCTCCCTTCCCGGTGCACCTCTAACAATGCACACCTCACTGCTTGCTTGGGAGAGGCCAG 
AGGGTGTACCTCCAGGACTGCCCTACTCCCCTGCTCCTGGCCACTCTACACGTCTGAGGAC 
ATTCAGCAGCAACGAGCAACGCAATCTGCTCTACCCAAGGATCATTGCAGTCACTCAATCAA 
CTTCAGACTTGAACCTTCTTAGCCTCGGATATCGGCCACTAGCTGCAGGCCTATCAAACCTT 
ACAAGGATCGCAACTCCTGCATCTCTCCATCTCTGCGAACGTGATTCAGGAGACCCCAAGAT 
CCTTACCGCACGCATTCGACTCAGCCATGGCAATCACTCGCGACCCGACGACGGATACATC 
CCACAGCATTGGCCTGGAACTCCATAGCAAACGGCCACCATGTTCAGGAAACCCGAAACCA 
GATTGCATTCGGAACCCTATCCCTGCGACCGTACATGGTGAACACCTCCGGATGCTAATCAG 
GTTCCCGCGATCCCCCTGTACGCAACCCGAACATGTCGCGCAAGAGCATATCGGTGTCAAA 
GATTCATACCCACAGAGCGCCACAGAGACACTATGAGATGCAGCCACACCAATCAGACACT 
CGACAAGCACCAGCACCGGGGAAACCACTACACGCCACTCGGGTACAAGAAGAACGAACG 
CNNNNN 
>645 

NNAAGTGGCTTTATAATAATTGCCTTACTCCTCTGATTGGAGTAAGCCAACTACTGGT 
AAGGATAAAAAATAGGTCAATAGGTCTGGATTGATGCCATGCTGGTCCTGGGAAGTCCATCC 
TAATTGCTCAGCCGCTTCAGTGCCTGTGGGTAGATTCTCTACGTACGGTAAAACAAGACTCC^ 
TCAACCTTCCCGGTAGGCAAGTGCTTAGAAGAAAAAGTTTCTGGTCTAAAGGATAGAGTAGG 
AGGGCCAGCAGTCTTTGGGTGTAACAGGAAGCCTGGCATTTCTCATGACTTTGTTTCTT6TA 
ACMGACTCTACACTCATTGGCACTGTCMT ATAtAGG AGGTGG ACAGGCCATCTGCTTGCC 
TTGGAGCATCCCTTTCATTCTACCAACCTCCCAGAAATAGACAAAAAGGCAGTCAAAGTGAG 
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TAAGCACACGAGTGAGGCTAACGCTGGAGCAGCAGGTGGCAGTCCTGGCATTCCTTGGGT 

GCCAATATATAGGCCTCCCTGAAGTACTTCCTTATTGAAGAGTTTTAGCCCTCTACGGAAAAC 

CAGCCACATGGCAGTGATTGGGAAAAAAAAAAAACTTTCTTCGGCTAACTGGTGGATGTTAG 

CTTTCAGTGCTGTGTCCTTGMGAATGTTGCACATGCTTTCAAAGGTTGCCAGTTTTCCATAA 

AGTACAATTCTGTGGTTCTTACTTGGMCTGCTTTATTTGGCTTTGGGAGGCCACCTCTTAGA 

CTCTGCGTTGTGGTCTTTCTAGAGTAAATCTTCCAGGGCTGACTACATTCTGGAGTTCCTTTA 

CG AACAGCTTCTCCTCTGTATA 1 1 1 I I I CCCACTGTTTCCTCCTCCTTCTCATGTATTCTTAGA 

GGTCCAATATTCTCTTGAACTTTATGTCTTCTTAGTTCCCTTTCAA ATGCTT CAGTAAACGCCT 

GTGCTTGGAATTGGCGGACATCTGTTTCTCTTGGCTTGCGCTGCCTTTTTCTCTCCAAGTGG 

AACTGTTTGTGTTTGTTAACTGGAGATGGAGAGAGCGAATGGGATCTGTANGGTGGCTTTCA 

ACGCATGGAAAGTCCTGGCCTTGACTTCTTTGGCCCATACTCCACG ATGC CATCACTGTGCT 

GAGACAGTGTCTCCTCAGTTCCATCCTCTACCTNCTCATTTCCAGTATTTTCTTCTTTATGGT 

CAGTCTTTTCTTTAATCCN 

>646 

NNNNNNCGCGCACGGCATACCGAGACTACACGCAGTACGGAGAGCCTACCCGCAG 
GCGGACTGTGATCTCAGGTAGCATACTAATCCTAAGCGTTGCACATATCGCGTTATGAGATG 
CCTACTGATACAATACGGATCTGTCGGCCGAAGCCGGGCTCTCTCGGGAAGATGGCGGCTG 
TGTCGGTGTATGCTCCACCAGTTGGAGGCTTCTCTTTTGAT^ACTG^C^C^G^A^GJDCi3TC 
TTGGAAGeCGATTTTGCAAAGAGGGGATACAAGCTTC'CAAAGGTCCGGAAAACTGGCACGA 
CCATCGCTGGGGTGGTCTATAAGGATGGCATAGTTCTTGGAGCAGATACAAGAGCAACTGA 
AGGGATGGTTGTTGCTGACAAGAACTGTTCAAAAATACACTTCATATCTCCTAATATTTATTGT 
TGTGGTGCTGGGACAGCTGCAGACACAGACATGACAACCCAGCTCATTTCTTCCAACCTGG 
AGCTCCACTCCCTCTCCACTGGCCGTCTTCCCAGAGTTGTGAC AGCCA ATCGGATGCTGAA 
GCAGATGCTTTTCAGGTATCAAGGTTACATTGGTGCAGCCCTAGTTTTAGGGGGAGTAGATG 
TTACTGGACCTCACCTCTACAGCATCTATCCTCATGGATCAACTGATAAGTTGCCTTATGTCA 
CCATGGGTTCTGGCTCCTTGGCAGGAATGGCTGTATTTGAAGATAAGTTTAGGCCAGACATG 
GAGGAGGAGGAAGCCAAGAATCTGGTGAGCGAAGCCATCGCAGCTGGCATCTTCAACGAC 
CTGGGCTCCGGAAGCAACATTGACCTCTGCGTCATCAGCAAGAACAAGCTGGATTTTCTCC 
GCCCATACACAGTGCCCAACAAGAAGGGGACCAGGCTTGGCCGGTACAGGTGTGAGAAAG 
GGACTACTGCAGTCCTCACTGAGAAAATCACTCCTCTGGAGATTGAGGTGCTGGAAGAAACA 
GTCCAAACAATGGACACTTCCTGAATGGCATCAGTGGGTGGCTGGCCGCGGTTCTGGAAGG 
TGGTGAGCATTGAGGCCCAGTAAGACACTCATGTGGCTAGTGTTTGCCGAATGAAACTCAAC 
TCAATAAAAAACAAAAACCAAATrGGGCAGCCAACCACCACAAACAAAAAAAAAAACGGACG 
N 

>647 
>648 
>649 

ACGCGGGGAGACATGTGGAGTCCCAGCAGAGGCCAACCTGTGTCTCTTCATCTCCC 
TGGGAAAGGTGCCCCCGAAGTGAAAGAGATGGCCTGGTGGAAAGCCTGGGAGAATGAATA 
AACAGACTAGGTTGAATCCATACAATGGAATGGTAGCAGACAATAAAAAGAAAATGAACTATT 
GATGCCCCCTACTGCACAGCAGAAGCTCTGAATCGTGTTCCTGAATGAAAGAAGTCAGGGG 
CCTCATAGACATTCACTCCACCCAACAACCACAGAATATACATTCTTCCTATCTGTACCTCGG 
CCGCCACCGCGGGAGCNN 
>650 

nnnnccgaggtgactgcagagcggctcgcgagagtctccctctgttgccaggctg 
gagtgcagtggcgcgatctcggctcactgcaacctccgcctcctgagttcaagtgattctc 
ctgcctcagcctcacaagtagctgggactacagggttttggactgataaagcaatggaagt 
gtggcggcgttgggttgagcgggctttttggaagtttgtggcggagtgagcagttctgtga 
tatgagcaacaatggaccagaagattttatctctagcagcagaaaaaacagcagacaaactg 
caagaatttcttcaaaccctgagagaaggtgatttgactaatctccttcagaatcaagcagtg 
aaaggaaaagttgctggagcactcctgagagccatcttcaaaggttccccctgctctgagg 
aagctggaacacttaggagacgtaagatatagacttgttgtatccagttggtggaatcgggg 
gatttgcagaaagaaatagcgtctgagatcataggattactgatgctggaggctcaccattt 
tccaggaccattawggttgaattagccaatgagtttattagtgctgtcagagaaggcagcc 
tagtgaatggaaaatctttggagItactacctatcattctcactgccctggctacGaaaaagg 
aaaatctggcttatggaaaaggtgtactgagtggggaagaatgtaagaaacagttgattaac 



Page 20O of 355 



WO 01/42467 



794 

Table 4 



PCT/US00/33312 



ACCCTGTGTTCTGGCAGGTGGGATCAGCAATATGTAATCCAACTCACCTCCATGTTCAAGGA 

TGTCCCTCTGACTGCAGAAGAGGTGGAATTTGTGGTGGAAAAAGCATTGAGCATGTTCTCCA 

AGATGAATCTTCAAGAAATACCACCTTTGGTCTATCAGCTTCTGGTTCTCTCCTCCAAGGGAA 

GCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTGCACTAGATAAGCAGCACAAT 

GAGGAACAGAGTGGTGACGAGCTATTGGATGTTGTCACTGTGCCATCAGGTGAACTTCGTC 

ATGTGGAAGGCACCATTATTCTACACATTGTGTTTGCCATCAAATTGGACTATGAACTAGGCA 

GAGAACTCGTGAAACACTTAAAGGTAGGACAGCAAGGAGATTCCAATAATAACTTAAGTCCC 

TTCAGCATTGCTCTTCTTCTGTCTGTAACAAGAATACAAAGATTTCAGGACCAGGTGCTTGAT 

CTTTTAAAGACTTCGGTTGTAAAGAGCTTTAAGGATCN 

>651 

GTGATTGCTGCCCTAAAGGAGAATGCTCTTTCCTTCCTCACTGGTACGCGGACGCA 
GCAGGAGGAAACTGCTCGGGCTGCAAGCAGTCTTCCAGGCTTTGCGGCTGCCAAAGGAATA 
ATTGAGACGTCTGAGTTGAGCAGGTGGAATGTCAGAAGACTGAGAACATTGTTCCTTCTTCA 
TACTGCTGCTCTGTTGCCAGAGAATCCCAATTTACACTCAAAGCTTCTTTGATTAAGTGCTAG 
GAGATAAATTTGCATTTTCTCAAGGAAAAGGCTAAAAGTGGTAGCAGGTGGCATTTACCGTC 
ATGGAGAGCAGGGATCATAACAACCCCCAGGAGGGACCCACGTCCTCCAGCGGTAGAAGG 
GCTGCAGTGGAAGACAATCACTTGCTGATTAAAGCTGTTCAAAACGAAGATGTTGACCTGGT 
CCAGCAATTGCTGGAAGGTGGAGCCAATGTTAATTTCCAj3GAAG^G^A^GGG^iGCTGGACA 

gctctgcataacgcagtacaaatgagcagggaggacattgtggaacttctgcttcgtcatgg 
tgctgaccctgttctgaggaagaagaatggggccacgccttttatcctcgcagcgattgcg 

GGGAGCGTGAAGCTGCTGAAACTTTTCCTTTCTAAAGGAGCAGATGTCAATGAGTGTGATTT 

TTATGGCTTCACAGCCTTCATGGAAGCCGCTGTGTATGGTAAGGTCAAAGCCCTAAAATTCC 

TTTATAAGAGAGGAGCAAATGTGAATTTGAGGCGAAAGACAAAGGAGGATCAAGAGCGGCT 

GAGGAAAGGAGGGGCCACAGCTCTCATGGACGCTGCTGAAAAAGGACACGTAGAGGTCTT 

GAAGATTCTCCTTGATGAGATGGGGGCAGATGTAAACGCCTGTGACAATATGGGCAGAAAT 

GCCTTGATCCATGCTCTCCTGAGCTCTGACGATAGTGATGTGGAGGCTATTACGCATCTGCT 

GCTGGACCATGGGGCTGATGTCAATGTGAGGGGAGAAAGAGGGAAGACTCCCCTGATCCT 

GGCAGTGGAGAAGAAGCACTTGGGTTTGGTGCAGAGGCTTCTGGAGCAAGAGCACATAGA 

GATTAATGACACAGACAGTGATGGCAAAACAGCACTGCTGCTTGCTGTTGAACTCAAACTGA 

AGAAAATCGCCGAGTTGCTGTGCAAACGTGGAGCCAGTACAGATTGTGGGGATCTTGTTAT 

GACAGCGAGGCGGAATTATGACCATTCCCTTGTGAAGGTTCTTCTCTCTCATGGAGCCAAAG 

AAGATTTTCACCCTCCTGCTGAAGACTGGAAGCCTCAGAGCTCACACTGGGGGGCAGCCCT 

GAAGGATCTCCACAGAATATACCGCCCTATGATTGGCAAACTCAAGTTCTTTATTGATGAAAA 

ATACAAAATTGCTGATACTTCAGAAGGAGGCATCTACCTGGGGTTCTATGAGAAGCAAGAAG 

TAGCTGTGAAGACGTTCTGTGAGGGCAGCCCACGTGCACAGCGGGAAGTCTCTTGTCTGCA 

AAGCAGCCGAGAGAACAGTCACTTGGTGACATTCTATGGGAGTGAGAGCCACAGGGGCCAC 

TTGTTTGTGTGTGTCACCCTCTGTGAGCAGACTCTGGAAGCGTGT7TGGATGTGCACAGAGG 

GGAAGATGTGGAAAATGAGGAAGATGAATTTGCCCGAAATGTCCTGTCATCTATATTTAAGG 

CTGTTCAAGAACTACACTTGTCCTGTGGATACACCCACCAGGATCTGCAACCACAAAACATC 

TTAATAGATTCTAAGAAAGCTGCTCACCTGGCAGATTTTGATAAGAGCATCAAGTGGGCTGG 

AGATCCACAGGAAGTCAAGAGAGATCTAGAGGACCTTGGACGGCTGGTCCTCTATGTGGTA 

AAGAAGGGAAGCATCTCATTTGAGGATCTGAAAGCTCAAAGTAATGAAGAGGTGGTTCAACT 

TTCTCCAGATGAGGAAACTAAGGACCTCATTCATCGTCTCTTCCATCCTGGGGAACATGTGA 

GGGACTGTCTGAGTGACCTGCTGGGTCATCCCTTCTTTTGGACTTGGGAGAGCCGCTATAG 

GACGCTTCGGAATGTGGGAAATGAATCCGACATCAAAACACGAAAATCTGAAAGTGAGATCC 

TCAGACTACTGCAACXDTGGGCCTTCTGAACAT TCCA AAAGTTTTGACAAGTGGACGACTAAG 

ATTAATGAATGTGTTATGAAAAAAATGAATAAGTTTTATGAAAAAAGAGGCAATTTCTACCAGA 

ACACTGTGGGTGATCTGCTAAAGTTCATCCGGAATTTGGG AGAA CACATTGATGAAGAAAAG 

CATAAAAAGATGAAATTAAAAATTGGAGACCCTTCCCTGTATTTTCAGAAGACATTTCCAGAT 

CTGGTGATCTATGTCTACACAAAACTACAGAACACAGAATATAGAAAGCATTTCCCCCAAACC 

CACAGTCCAAACAAACCTCAGTGTGATGGAGCTGGTGGGGCCAGTGGGTTGGCCAGCCCT 

GGGTGCNNN 

>652 

NNCCAACTGCTCCTGCGCCGCGGTGGCGGCCGCCCGCGGCTCCGAGCGCCGGAA 
GGGCCAGGTCTCAGGGCTCCTGGAGCTGCAGGCGGCGGGAGGGGCTACAAATGCTTGACT 
CAGTGATGCAGAACCTTTCAGAGTTAGCTGGAAGCCACAGCCCTGCCTCTTGATGCAGCCT 
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GGATCCAGCCGGTGTGAAGAGGAGACCCCTTCCCTCTTGTGGGGTTTGGATCCTGTGTTTC 
TAGCCTTTGCAAAACTCTACATCAGGGATATCCTGGACATGAAGGAGTCCCGCCAGGTGCC 
AGGTGTATTTTTGTACAATGGACATCCAATAAAACAGGTAGATGTCTTGGGAACTGTCATTGG 
AGTGAGAGAAAGAGATGCTTTCTACAGTTATGGAGTGGATGACAGCACTGGAGTTATAAACT 
GCATCTGCTGGAAAAAGTTGAATACTGAGTCTGTATCAGCTGCTCCAAGTGCAGCAAGAGAG 
CTCAGCTTAACCTCACAACTTAAGAAGCTACAAGAGACCATTGAGCAGAAAACAAAGATAGA 
GATCGGGGACACGATCCGAGTCAGAGGCAGTATCCGCACATACAGAGAAGAGCGAGAGATT 
CATGCCACCGCTTACTATAAAGTGGACGACCCAGTGTGGAACATTCAAATTGCAAGGATGCT 
TGAGCTGCCCACTATCTACAGGAAAGTTTATGACCAGCCTTTTCACAGCTCAGCCCTAGAGA 
AAGAAGAGGCACTAAGCAATCCAGGCGCCCTGGACCTCCCCAGTCTCACGAGTTTGCTGAG 
TGAAAAAGCCAAAGAATTCCTCATGGAGAACAGAGTGCAGAGCTTTTACCAGCAGGAGCTG 
GAAATGGTGGAGTCTTTGCTGTCCCTTGCCAATCAGCCTGTGATTCACAGTGCCTGCTCCGA 
CCAAGTGAATTTTAAGAAGGACACCACTTCCAAGGCAATTCATAG TATAT TTAAGAATGCTAT 
ACAACTGCTGCAGGAAAAAGGACTTGTTTTCCAGAAAGATGATGGTTTTGATAACCTATACTA 
TGTAAACCAGAGAAGACAAAGACCTGCACAGAAAAGATCCACCGGATTCACTTCACGCAGG 
ACTCGCCAGAAAACCCACATCCCCTGGAGGCAGGGCTGCCACTACCCAGGCATTCTTGGCC 
TGGGTCGCCTGAACAACAGCCGGGACTGAGCCGAGGCGGGCCGCAGCAGTCCGGGAGCC 
-CGGGAGACCCGAGGGCCATGGCGGACACGGGCCCTCAACGGCCTCGGGGAAACACCGGA 
CAGGGGGAN 
>653 

NNNCAGTGGCCTGCTAAAACATGCACTCTCTGGTTTAAAGTTTGCCAAAGGTGGTGC 
TGCCCCATATGCCACTGTGCCCAGCTGACATATTCTCACTTAATAGAATTATAGAGAAATTTT 
TCATG I I I I I CI I 1 1 I CTCTCCCAC I I I I I CATATTCCTC I II I I C AI I I I I GCCTTTCCGTTTCT 
GTCTATGATGTAGGCTTCTGAGGAGAACCAAGAAGCTTGGCTTTAGTGGTAGAATGACAGAA 
CTTAGGGATCCCTTGCAGGCTAGAACAAAGTTCTGACCCTTAGACCAAATCTTTATGTTAAGA 
GTTTTCCAGAATTCAAAAAAAAAAAAAAATCAATCAACACAACACACACACACATACATACAC 
ACACACTGCCTTTAAAAGGAGGAGCCAATATTTGTTGTACCTGTGAACTGAGGAATTATAGAT 
AAACCTTAGGTCAAATCATTTCACAATTGCATTGGTGGTATTGAAAAATGATGAGATTTCTCT 
GACAGAGAGCTTTGTCCTAGTTTTTGTTCTTCATAGGTCAAAACTGGCAATATTCTCTTGTCT 
GCAAGATAAAGTGTTTGTGCTTCTATCACCATATGCATGAACATGTAAGAATCAGATACAATT 
TCTGCTTCATCAGTTTCACATGTTCATGTTGTCACTGAAAAAATGCATCTACTGTTTATAGCTC 
CCAAGGAGACCCCAAATCC I I I I I I I I I CTTTTGAGATGGAGTCTTGCTCTTGTTGCCCAGGC 
TGGAGAGCAGTAGCGCGATCTCAGCTCACTGCAACCCCCACCTCCTGGGTTCAAGTGATTC 
TCCTGCCTCAGCCTCCCCAGTAGCTGGGATTTACAGGTGCCCGCTACCATGCCTGGCTAAT 
TTTTGTATTTTTAGTAGAGACAGGCTTTCACCATGTTGGCCAGGCTGATCTCAAACTCCTGAC 
CTCAGGTGATCCACCCACCTCGGCCTCCGAAAGTGCTGGGATTACAGGAGTGAGCCACCGC 
GCCTGGCCCCGTATTCA I 1 1 I I I ATACTGGAAAACA I I I 1 1 1 1 I GT AATTTTTCTTTG C AAAG A 
AATGAGCATAAAAATGAATACTCCAAAGAAAAGGAATTATTATGGCAAATTAAAAGGGACACG 
GN 
>654 

ACCGGGGGCGGCGAGGTACCTGTTACCACTTTAAAAGTAAGTTCTCCATCCCATAAA 
GCCATTTAAATTCATTAGAAAAATGTCCTTACCTCTTAAAATGTGAATTCATCTGTTAAGCTAG 
GGGTGACACACGTCATTGTGCTATATGTATGTGACTTCCCTCCCCCTGCCAGAATACTCCTT 
GGTCAATTGTAGGTATTC 1 1 I I I GGTTTAATTTTTGCCAATGTAATTAAAAAATGGTATGTCAT 
TTTTAAAATTTGTATTTCTTTCATTACAAATAAGATTGTTATGTCAGTATTGTTATTGGCTTTTC 
GTATTCCTCTTAACGTGAACCGTCTGTTCATTGTTTTTACCTGTTTTCGTTTTAGCAAGTAGTA 
CTTAATTTAAAGTGTGAACTTAATATATAAGATGCCAGGACCATCATATTGATGACAAAAATCT 
ATTATGTGGTTGTAGTGCATGTCTTGGAGTTAAACTCTTAAGTATCAAGAAGTAAAATAATTTC 
ATTGTTTCTGTTACTAACATTAAAAGTGTGCAAATTGTATAAAATTAGGTACTTCGATTAGTAA 
AAGAAAAAAATTTGAATG 1 1 1 1 1 1 I I I 1 1 I ATTTTATT AAGCATG CCC AGTT ATG CC AAG CAT A 
GTAAATAAAGGTCAAGTAGCATTTATAATAGAGGAAGTATTGTTATCCCTAGCATGAGTGTAA 
TGGTGATATGAAAAACTTTGTCTTGTCATTATAATAATAAAAAAATGAACATTTATTATGGAATT 
TCTATGAGCCAAAATAAANNNNN 
>655 

NNNNNNNNNNNNNNACTTCTAGAATTAATTAACGCGGGGNGAAACTACAGTGCCCA 
CGATGCACCGCGCCAGCCCCGGCCGACGGACGAGACTGACCCGGACTTAGGCGTTCCGCC 
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TGGCCCGGCGGCGAGGAAAAAAGGCAGTTTTGAAGCATTTAGTGGCAAAAGGGGTAGGAG 

ACGGCTGCTGAAGTGTCTACTACATTCAGGGGACCTGGAAGGCTTCCAGATATCCGCAATG 

AACAATGAAAAGAAATTGTGAAAGAAGGCGCTTCCCTCAAGCCGGAACTAATGAACTCCTGG 

GTCACGTGGTGCGCACGCGCCAAAGGCACACGATAAAGGAAAACGCGGGCTTATCGTGGC 

CTTTAAMTCCGGCTTGGTGAGCTTGGGTCGCCTCTGAAGGAGAACCATTTTCCATCTCTTT 

CATAG I I I I I I CCCCCAGTCAGCGTGGTAGCGGTATTCTCCGCGGCAGTGACAGTAATTGTT 

TTTGCCTCTTTAGCCAAGACTTCCGCCCTCGATCAAGATGGTGGTTGGACGGCCTTCCTAAC 

CTTTACGGGGCCTGGCGGTGCTGACGCCTGAGCTGGTAGGGGTGGAGCAGGTAGGAAACA 

GCAAATGCAGAAGCTGCTGCGCGGAAGTCGGCCATGGACTGGAAAGAAGTTCTTCGTCGGC 

GCCTAGCGACGCCCAACACCTGTCCAAACAAAAAAAAAAGTGAACAAGAATTAAAAGATGAA 

GAAATGGATTTATTTACAAAATATTACTCCGAATGGAAAGGAGGTAGAAAAAACACAAATGAA 

TTCTATAAGACCATTCCCCGGTTTTATTATAGGCTGCCTGCTGAAGATGAAGTCTTACTACAG 

AAATTAAGAGAGGAATCAAGAGCTGTCTTTCTACAAAGAAAAAGCAGAGAACTGTTAGATAAT 

GAAGAATTACAGAACTTATGGTTTTTGCTGGACAAACACCAGACACCACCTATGATTGGAGA 

GGAAGCGATGATCAATTACGAAAACTTTTTGAAGGTTGGTGAAAAGGCTGGAGCAAAGTGCA 

AGCAATTTTTCACAGCAAAAGTCTTTGCTAAACTCCTTCATACAGATTCATATGGAAGAATTTC 

CATCATGCAGTTCTTTMTTATGTCATGAGAAAAGTTTGGCTTCATCAAACAAGAATAGGACT 

CAGTTTATATGATGTCGCTGC^jCAGC^ 

TGGAA~CTTATCCCTACG 

TTTGTACAGCAGTTAGGAAGTTCTTCTTCTTTTTAGATCCTTTAAGAACAGGAAAGATAAAAAT 

TCAAGATATTTTAGCATGCAGCTTCCTAGATGATTTATTGGAGCTAAGGGATGAGGAACTGTC 

CAAGGAGAGTCAAGAAACAAATTGGTTTTCTGCTCCTTCTGCCCTAAGAGTTTATGGCCAGT 

ACTTGAATCTTGATAAAGATCACAATGGCATGCTCAGTAAAGAAGAACTCTCACGCTATGGAA 

CAGCTACCATGACCAATGTCTTCTTAGACCGTGTTTTCCAGGAGTGTCTCACTTATGATGGA 

GAAATGGACTATAAGACCTACTTGGACTTTGTCCTTGCATTAGAAAACAGAAAGGAACCTGC 

AGCTCTACAATATATTTTCAAACTGCTTGATATTGAGAACAAAGGATACCTGAATGTCTTTTCA 

CTTMTTATTTCTTTAGGGCCATACAGGAACTAATGAAAATCCATGGACAAGATCCTGTTTCA 

TTTCAAGATGTCAAGGATGAAATCTTTGACATGGTAAAACCAAAGGATCCTTTGAAAATCTCT 

CTTCAGGATTTAATCAACAGTAATCAAGGAGACACAGTAACCACCATTCTAATCGATTTGAAT 

GGCTTCTGGACTTACGAGAACAGAGAGGCTCTTGTTGCAAATGACAGTGAAAACTCTGCAGA 

CCTTGATGATACATGATCTCTGAAAGACTAGACTGTCTTATATTATGAGATACTTGAATGCTG 

CATGTAAAGCCTTTAAAGCAAAATCCTCAGAAATGGTCTAAATAAAACACTTGATATGCCTAG 

AGAACACANNNNNNNNNNNNNNNNNNNNNNNNN 

>656 

GAGGCCAAGAATTCGGCACGAGGAGTTTACCTGTGTGGAGCGGCGGCATGCTTGC 
AGCTCGGCGGCAGCCTGTGAGAGCTGAGGGTCAGTTCTTCGAGTAGATCTCAAGCTGCGTT 
TTCCTCCTTCTCCAAAGCAGGGATGGGAAGGTGGAGGCTACTGGTTGAAGAGAAGAAAGGG 
GTTGGGGGAATGCAACACCTGCAAACACTAGGGATTGTGGGTCGAGCGGAAGAGCTAATGA 
GAGCCGAGCTCAGGTATCCCAAGTCAACCAGAATCAAATGCGCAGTACGCCACAAGGCATT 
TAATGCCCACAGTAACAGGGCTGTTTGACAGTGGCAGAAGAGGACGGGAC TAAAG TTACTTT 
GTGCTGAGAGGGGGAAAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGAATTTTTAACACTC 
TTATCCACAACAAACACTTTTTCGTGTCCTGCTGTGTAAAAGACATCAGATAT ATTAC AGATTT 
TCAMCAGGTGAGCATCCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGGA 
GTGAGGAGATTTGGTTGAATGAACGCTAAGATGGCCAGACGCACCTCTTCGATCTCAACTCT 
GCAGCCTGGGATTCCAGAGCTGCAAACAACCACTGAATTCGTTCTGTAAACCTGTTGTCATT 
TGAC^TTTCCAGGCAGGCATCAACATTTACATTGTAATTCAATAGACGCTACTACTACAAAGG 
AGCTTTATTCTTCCAGCTTAATATGGTTGCTGCGGGAACACTGCAGGCGAAACGACTTTGGG 
GACGGCCCCGCGCGGAACCCTTGGGAACAACGCAAATTAGCAAAGGCGTAATTTATAACCG 
CTGCTACCAAAGAGTGAAGTATTTGTGGAAGTTCTGACTGGAATCTAGCTCGTACATATGGA 
TTGTGGAAATAAAGGAGGACGTGGAAAGCTTGCCATATTTTATTTCAAGTTAATACTAAAGCT 
GCCAGACTTAATACMCTTTCTTTTMTCTTTATGGATCACATATTTTCTGAAAATTAC 
>657 
>658 

aagggggatttamgagaaacataaaaacataacagaacacttcataggctactttacatgataaaataggcaaaaacaa 
catacatatmgraagcataaara^ 

atagcttatataactgcagtcatctgaaataccacgacaaacaacctaagtcttaagatcaatcaaaaaccatgatGGGCC i m m 
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GCTGTAGGCCCGGGTGGTTGCTGCCGAAATGGGCAAGTTCATGAAACCTGGGAAGGTGGT 

GCTTGTCCTGGCTGGACGCTACTCCGGACGCAAAGCTGTCATCGTGAAGAACATTGATGAT 

GGCACCTCAGATCGCCCCTACAGCCATGCTCTGGTGGCTGGAATTGACCGCTAC CCCC GCA 

AAGTGACAGCTGCCATGGGCAAGAAGAAGATCGCCAAGAGATCAAAGATAAAATCTTTTGTG 

AAAGTGTATAACTACAATCACCTAATGCCCACAAGGTACTCTGTGGATATCCCCTTGGACAAA 

ACTGTCGTCAATAAGGATGTCTTCAGAGATCCTGCTCTTAAACGGCAAGGCCCGACGGGAG 

GCCAAGGTCAAGTTTGAAGAGAGATACAAGACAGGCAAGAACAAGTGGTTCTTCCAGAAACT 

GCGGTTTTAGATGCTTTGTTTTGATCATTAAAAATTATAAgAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAcAagaacgcagagaacaaacccagcaaacgccgacacacaacggaagacgaagcagacagcaaggacaggaacc 

acgaagaggcaggcaaacacaagcagacgagaaggcaacacaacaaaagaccagcagccagagcgacaggaagcaccac 

cacgcggagggagaggaaaagagaagaaccgcaccggacaggcgcagcggcacaggcggaccgcgcggcgcggagtccac 

caaaccaagcgacgggacgcgcgaaagagagaaggcggcgaaagcaacaagagcacacgtgacggaaacaagccacacgg 

aagcggaactcagaacggacgcaccggccggaagtgacagagcagaaaagaggctgaacagaagacgccagcaacaggcac 

acagcaggaagccacgcacggagtcaacgacaataccgagcggcaggaagggaagaggagcggacgaggggcactcgccag 

acgagcagcacgaagggacgaggcacggaacgcacggagagggaagagcaggaagaaacagacaacgacaagcgaagaa 

cggca 

>659 

GAGGCCAAGAATTCGGCACGAGGAGTTTACCTGTpTGG 
AGCTCGGCGGCAGCC'I^GTGAGAGCTGAGGGTCAGTTCTTCGAGTAGATCTCAAGCTGCGTT 
TTCCTCCTTCTCCAAAGCAGGGATGGGAAGGTGGAGGCTACTGGTTGAAGAGAAGAAAGGG 
GTTGGGGGAATGCAACACCTGCAAACACTAGGGATTGTGGGTCGAGCGGAAGAGCTAATGA 
GAGCCGAGCTCAGGTATCCCAAGTCAACCAGAATCAAATGCGCAGTACGCCACAAGGCATT 
TMTGCCCACAGTAACAGGGCTGTTTGACAGTGGCAGAAGAGGACGGGA CTAAAG TTACTTT 
GTGCTGAGAGGGGGAAAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGMTTTTTAACACTC 
TTATCCACAACAAACACTTTTTCGTGTCCTGCTGTGTAAAAGACATCAGATATATTACAGATTT 
TCAAACAGGTGAGCATCCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGGA 
GTGAGGAGATTTGGTTGAATGAACGCTAAGATGGCCAGACGCACCTCTTCGATCTCAACTCT 
GCAGCCTGGGATTCCAGAGCTGCAAACAACCACTGAATTCGTTCTGTAAACCTGTTGTCATT 
TGACGTTTCCAGGCAGGCATCAACATTTACATTGTAATTCAATAGACGCTACTACTACAAAGG 
AGCTTTATTCTTCCAGCTTAATATGGTTGCTGCGGGAACACTGCAGGCGAAACGACTTTGGG 
GACGGCCCCGCGCGGAACCCTTGGGAACAACGCAAATTAGCAAAGGCGTAATTTATAACCG 
CTGCTACCAAAGAGTGAAGTATTTGTGGAAGTTCTGACTGGAATCTAGCTCGTACATATGGA 
TTGTGGAAATAAAGGAGGACGTGGAAAGCTTGCCATATTTTATTTCAAGTTAATACTAAAGCT 
GCCAGACTTAATACAACTTTCTtTTMTCTTTATGGATCACATATTT^ 
>660 

NACCCACCAGAAACATATTATACTATACACACTCAGCCTGGCTGTTAAGAGCTGGAG 
ACTGAAAGTGGTGTTGATTGACCGTGGACCCAGGGAAATATCTCAGTGGTTAAGGATACTCT 
GTGTGTCTTACAAACAGAGACACAGATGCTGCCTAAGAACGAGGTCCTCCTGGAACCGGTG 
CCAGGGAAGGATTTTGTTGCTCACACTAGTCTTGATCTTCTGGGCTCGAGTGATCCTCCTGC 
CTAAGTGTTGGGATTACAGGCATGTACCACCGCGTCTGTACCAAAGGGAAAGTTAGGTCTG 
G^GACTGAGCCACACAACACTGMGTTCCTTTCCCGMTGCATGGCTGTTGCTTCCTGATTG 
TGTTAAGTGGTTAAGCATTGTAGCTTACCCAGATGCCTGGTATCCTGGAGTCCCAGGAGCAC 
I II I I CTGGAAGTAGGAGCTTGTTTCCTGCAGGTGCCAAGACAGAGACCGACATTGTTTGTT 
GGCTGGGTCGGTCTCCCAGTTTTCAGCTGGCTCCAGTCTCACCTGTTGCTCACACACCCTC 
CATGTCTCCCATAGTCCCCTCGGTGGGGACAGAGGCACTGGATGAAGCCCTGCTCGTCACC 
ACAGAGACACTGTGCAACCTCAGTTTCCCCAGGTGGAGACCGGACCAACAGTGATGGCXJTC 
TGCCTCTTCAGGTCATAGTACCGGTGAATACAGGCTGGCACGGCCTAGGCACTCAGTAACA 
CACGGCAGAGGCACAGGACTTAAN 
>661 

NNCATCACATCTCAA CATCTCAGAGCCATCC TCTAAGTGTCACATGTTCCCTCTTAAT 
CTTCTCCACCAAAAGCCCAG I ITTTTTTTCTTTTT1 iACACSAGGCCACT CCATT TACCCCCAC 
TTGCCGCTAACCTGCACTCTTGTCXJAATATACCCCTGACCCAAATATTGTTm 
ACCAAGTTAGAAATCCGGCCCTTTCACAAAGGTCAACATTTTC 

CTCCTTCAAAGGGTATCTGCAlTCCTGTTCCCACAGCCCCCAGCATTCCTTGT(X5TTTAGCT 
GCCtGGCTTCTCTAGGCACCTGAGTTCATGGTCCTGGGTTAGAAGCTGCAGAAAGGACTGT 
GCTGACTCCCTCAACTAAGGGGTGGTACTACCGCTTGCTCCTCTCAGCAGCTGACATCCCA 
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GAGATCAGTTTCCTTTCTGGGAGGGACTCCTCATTGAGGGGGGTGCAGAAGACCTGCAGAC 

CTGCATCAACCCTGGTCTTTGAGGCTTCAACTCCTGAAAATCAATCAATTGAGCCCTACCTTT 

ACCAGACCTTTAGTCTCTCTTCTTCTGTTTCTTTTTGGCTTTCTGGACAGTGCTGACTCCAGC 

TCTTTCCTTCTTGGGATGCTGCTGCCTCTTCCTCTTACCTCTGCTGCTTGAGCCAGTGTGTG 

CTCTGCTCTCTGCTTCCCTAGCCCCGCTATCCTTCTCATCCCTTACATCCAAGATGTCCTCCT 

CCTCTTGATGCTGCTGTCTTTTCTTCTTGCTTTTCCTGCTTCTTCCATCACTGCATGCTCTGCT 

CTCTGCTTCCCTGGTTCCACCACCTAAAACAGTTTCCTCACCTCTATCTTCTAGGTTCAAGTC 

CTCCTCCTCCTGTTGCTGCCTCTTCTTTCTTCGGCTGCATGGGTCAGCATATGCCCTGCTCT 

CTACCTCCTCTGTCCTGACACTGCCTGCAGCCTCCTTGCCTTTTCCTCCTTCCTCCAAGACC 

CCCATCTTCTCCTCTTCATGGTGCCACCTCTTC I I I I I CTTCCCTTTCCTGAGGGACTGATTG 

GTTTGCTCTCTGCTATTCAATTCCCCAAGCCCACTTGTTCCTGCAGCGTCCTCCTTCTCATTC 

CCTTTAGTTGTACCCTCTCTTTCATCTGAGACCTTTCCTTCTTGATGTCGCCTTTTCTTCTTCT 

TGCTTTTTCTGATGTTCTGCTCAGCATGTTCTGGGTGCTTCTCATCTGCATCATTCCTTTCAG 

ATGCTGTAGCTTCTTCCTCCTCTTTCTGCCTCCTTTTCI I I I ICI I I I I I I I GGGGGGCTTGCT 

CTCTGACTGCAGTTGAGGGGCCCCAGGGTCCTGGCCTTTGAGACGAGCCAGGAAGGCCTG 

CTCCTGGGCCTCTAGGCGAGCAAGCTTGGCCTTCATTGTGATCCCAAGACGGGCAGCCTTG 

TGTGCTGTTCGCCCCTCACAGGCTTGGAGCAGCATCTCATCAGTCAGAATCTTTGGGGACTT 

GGACCCCTGGTTGTCGTCATCACTGJ^GJ^ 

AAGTCAT^TGTAGCCATCTTCACAAACTTCTGATACAGCAAGTTGGGCTTGGGATGATTATAAC 

GGGTGGTCTCCTTAGAAAGGCTCCTTATCTGTACTCCATCCTGCCCAGTTTCCACTACCAAG 

TTGGCCGCAGTCTTGTTGAAGAGCTCATTCCACCAGTGGTTTGTGAACTCCTTGGCAGGGTC 

ATGTCCTACCCCATGAGTGTCTTGCTTCAGTGTCACCCTGAGAGCCTGAGTGATACCATTCT 

CCTTCCGGCCGAGGCCTTTGCCTTGAGTCCATCCATGCTTTAGCAGCTGCTCCTCAGCAAAC 

TTCATCCCACGACTCTTGACCTCTGGGGTGACATTCATGGTGAGAAAAAAGTCTCTATCCTC 

AGACTCTCACCAGAGAAGAAGAGGTGATATCATCCGTCATTGCTGGGTCCGCTCCGCGGAA 

ACATGTGCCGGACCTGACTTGTGCGCCGCCATCTTCCCCCGCGTACCCCTGCCCGCGCGG 

CCCGCTCTTAGAACTGAGTGGATCCCCCGGGCTGCAGGNAATTCGATGATCAAGCTTATCG 

ATACCCGTCGTACCTCGAGGGGGGGGGCCCGGTACCCCCAGCTGTTTGTTCCCNNNNN 

>662 

>663 

NATGCCCAGTCCCCACGACACCTCCCACTTCCCACTGTGGCCTGGGTGGGCTCAG 
GGGCTGCCCTTGACCTGGCCTAGAGCCCTCCCCCAGCTGGTGGTGGAGCTGGCACTCTCT 
GGGAGGGAGGGGGCTGGGAGGGAATGAGTGGGAATGGCAAGAGGCCAGGGTTTGGTGGG 
ATCAGGTTGAGGCAGGTTTGGTTTCCTTAAAATGCCAAGTTGGGGGCCAGTGGGGCCCACA 
TATAAATCCTCACCCTGGGAGCCTGGCTGGCTTGCTCTCCTTCCTGGGTCTGTCTCTGCCAC 
CTGGTCTGCCACAGATCCATGATGTGCAGTTCTCTGGAGCAGGCGCTGGCTGTGCTGGTCA 
CTACCTTCCACAAGTACTCCTGCCAAGAGGGCGACAAGTTCAAGCTGAGTAAGGGGGAAAT 
GAAGGAACTTCTGCACAAGGAGCTGCCCAGCTTTGTGGGGGAGAAAGTGGATGAGGAGGG 
GCTGAAGAAGCTGATGGGCAGCCTGGATGAGAACAGTGACCAGCAGGTGGACTTCCAGGA 
GTATGCTGTTTTCGTGGCACTCATCACTGTCATGTGCAATGACTTCTTCCAGGGCTGCCCAG 
ACCGACCCTGAAGCAGAACTCTTGACTTCCTGCCATGGATCTCTTGGGCCCAGGACTGTTG 
ATGCCTTTGAGTTTTGTATTCAATAAAC I III 1 1 1 GTCTGTTG AT AAAAAAAAAAAAAAAAAAAC 
AAAAGAGAAAAAACCCTGCGGGGGGACATAATATTGCGCGGGGCGGCGAGAAACAAAGGG 
GGTAGATTGACAGGGGCGCAGTGGCGCCACAACAGCGGTGCTTCCCTGTACCCCCACGTTT 
TTTTTGTGACCCAGGGGTGGAACAACTCTACGCGCGGCGCCCCCAATATTGGGACGGCGC 
GCGATAAAATTCAGAAAACCGCCCGCGTACCCCTGGATTAGAGTAGCGCGCCGAGGCAAAC 
AGCTAGCGCAATCATGAGATCAGCAAGGGCGACTCACCCACGCAGGCTCCATGGATGACGT 
GCATGCATCTATCCCACGCGCTCTGCCTCGACTCACGCTAGCCGGCGAGCGAACTCACGCG 
GCCCGCAGCTGCTCGTGTAATCCCGTGCCCGCATTGACACGCAGCAGCCCCGAGCACGCA 
CTTCATGCGTATCGTTCAGCGATCCGGGACCAGCCCGGCGTCGACGATCCCAAGCGAAGC 
GCGCCGCAGGACCACCACTGCTGCGGCTAAGAN 
>664 

CGA(XCCGCGTCCGAGATAGCCTTTTGGAGTCGAAGATGAGGAAAAGCCTGTATTT 
TATAGTCTTGGAAGTGTCTTCTTTTGCCAGGACAGAGAGAGGAGCTTCAGCAGTGAGAGCAA 
CTGMGGGGTTAATAGTGGAACTTGGCTGGGTGTCTGtTAAAGI 1 1 1 1 I CCCTGGCTCf GCC 
CTGGGTTTCCCCTTGAAGGGATTTCCCTCCGCCTCTGCAACAAGACCCTTTATAAAGCACAG 
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ACTGGTACGCCTCCGCGGTATCTGCATCGGGCCTCACTGGCTTCA GGAG CTGAATACCCTC 

CCAGGCACACACAGGTGGGACACAAATAAGGGTTTTGGAACCACTATTTTCTCATCACGACA 

GCAACTTAAAATGCCTGGGAAGATGGTCGTGATCCTTGGAGCCTCAAATATACTTTGGATAA 

TGTTTGCAGCTTCTCAAGCTTTTAAAATCGAGACCACCCCAGAATCTAGAT ATCTT GCTCAGA 

TTGGTGACTCCGTCTCATTGACTTGCAGCACCACAGGCTGTGAGTCCCCATTTTTCTCTTGG 

AGAACCCAGATAGATAGTCCACTGAATGGGAAGGTGACGAATGAGGGGACCACATCTACGC 

TGACAATGAATCCTGTTAGTTTTGGGAACGAACACTCTTA CCTGT GCACAGCAACTTGTGAAT 

CTAGGAAATTGGAAAAAGGAATCCAGGTGGAGATCTACTCTTTTCCTAAGGATCCAGAGATT 

CATTTGAGTGGCCCTCTGGAGGCTGGGAAGCCGATCACAGTCAAGTGTTCAGTTGCTGATG 

TATACCCATTTGACAGGCTGGAGATAGACTTACTGAAAGGAGATCATCTCATGAAGAGTCAG 

GAATTTCTGGAGGATGCAGACAGGAAGTCCCTGGAAACCAAGAGTTTGGAAGTAACCTTTAC 

TCCTGTCATTGAGGATATTGGAAAAGTTCTTGTTTGCCGAGCTAAATTACACATTGATGAAAT 

GGATTCTGTGCCCACAGTAAGGCAGGCTGTAAAAGAATTGCAAGTCTACATATCACCCAAGA 

ATACAGTTATTTCTGTGAATCCATCCACAAAGCTGCAAGAAGGTGGCTCTGTGACCATGACC 

TGTTCCAGCGAGGGTCTACCAGCTCCAGAGATTTTCTGGAGTAAGAAATTAGATAATGGGAA 

TCTACAGCACCTTTCTGGAAATGCAACTCTCACCTTAATTGCTATGAGGATGGAAGATTCTGG 

AATTTATGTGTGTGMGGAGTTAATTTGATTGGGAAAAACAGAAAAGAGGTGGAATTAATTGT 

TCAAGAGAAACCATTTACTGTTGAGATCTCCCCTGGACCCCGGATTGCTGCTCAGATTGGAG 

AGTCAGTCATGTTGAGATGTAGTGTGATGGGGTGTGAATGGGGATCTTTGTCCTGGAGAACC 

CAGATAGACAGCCCTCTGAGCGGGAAGGTGAGGAGTGAGGGGACCAATTCCACGCTGACC 

CTGAGCCCTGTGAGTTTTGAGAACGAACACTCTTATCTGTGCACAGTGACTTGTGGACATAA 

GAAACTGGAAAAGGGAATCCAGGTGGAGCTCTACTCATTCCCTAGAGATCCAGAAATCGAG 

ATGAGTGGTGGCCTCGTGAATGGGAGCTCTGTCACTGTAAGCTGCAAGGTTCCTAGCGTGT 

ACCCCCTTGACCGGCTGGAGATTGAATTACTTAAGGGGGAGACTATTCTGGAGAATATAGAG 

TTTTTGGAGGATACGGATATGAAATCTCTAGAGAACAAAAGTTTGGAAATGACCTTCATCCCT 

ACCATTGAAGATACTGGAAAAGCTCTTGTTTGTCAGGCTAAGTTACATATTGATGACATGGAA 

TTCGAACCCAAACAAAGGCAGAGTACGCAAACACTTTATGTCAATGTTGCCCCCAGAGATAC 

AACCGTCTTGGTCAGCCCTTCCTCCATCCTGGAGGAAGGCAGTTCTGTGAATATGACATGCT 

TGAGCCAGGGCTTTCCTGCTCCGAAAATCCTGTGGAGCAGGCAGCTCCCTAACGGGGAGCT 

ACAGCCTCTTTCTGAGAATGCAACTCTCACCTTAATTTCTACAAAAATGGAAGATTCTGGGGT 

TTATTTATGTGAAGGAATTAACCAGGCTGGAAGAAGCAGAAAGGAAGTGGAATTAATTATCC 

AAGTTACTCCAAAAGACATAAAACTTACAGCTTTTCCTTCTGAGAGTGTCAAAGAAGGAGACA 

CTGTCATCATCTCTTGTACATGTGGAAATGTTCCAGAAACATGGATAATCCTGAAGAAAAAAG 

CGGAGACAGGAGACACAGTACTAAAATCTATAGATGGCGCCTATACCATCCGAAAGGCCCA 

GTTGAAGGATGCGGGAGTATATGAATGTGAATCTAAAAACAA AGTTG GCTCACAATTAAGAA 

GTTTAACACTTGATGTTCAAGGAAGAGAAAACAACAMGACTATTTTTCTCCTGAGCTTCTCG 

TGCTCTATTTTGCATCCTCCTTAATAATACCTGCCATTGGAATGATAATTTACTTTGCAAGAAA 

AGCCAACATGAAGGGGTCATATAGTCTTGTAGAAGCACAGAAATCAAAAGTGTAGCTAATGC 

TTGATATGTTCAACTGGAGACACTATTTATCTGTGCAAATCCTTGATACTGCTCATCATTCCTT 

GAGAAAAACAATGAGCTGAGAGGCAGACTTCCCTGAATGTATTGAACTTGGAAAGAAATGCC 

CATCTATGTCCCTTGCTGTGAGCAAGAAGTCAAAGTAAAACTTGCTGCCTGAAGAACAGTAA 

CTGCCATCAAGATGAGAGAACTGGAGGAGTTCCTTGATCTGTATATACAATAACATAATTTGT 

ACATATGTAAAATAAMTTATGCCATAGCMGATTGCTTAAAATAGCAACACTCTATATTTAGA 

TTGTTAAAATAACTAGTGTTGCTTGGACTATTATAATTTA ATGC ATGTTAGGAAAATTT CACAT 

TAATATTTGCTGACAGCTGACCTTTGTCATCTTTCTC 

TTCCTATATAGTTTATTGACAATAATTTCAGGTTTTGT^ 

GACAAATAATAAGCAAAGGGAGCACTGGGTTGACTTTCAGGTACTAAATACCTCAACCTATG 
GTATAATGGTTGACTGGGTTTCTCTGTATAGTACTGGCATGGTACGGAGATGTT TCACG AAG 
TTTGTTCATCAGACTCCTGTGCAACTTTCCCAATGTGGCCTAAAAATGCAACTTCl I 1 1 lATTT 
TCTTTTGTAAATGTTTAGGTTTTTTTGTATAGTAAAGTGATMm 

AAAAAAAAAAAAACCACTACAGGAGAAAACACCCCAAAAATAAGACAAAACAACAGAGGAAG 

CCGAAAGTGACACGCAACACACAACAGCCATATGACAAAGAACGACTCCCCACTCAGAGGA 

CAACCATAAATAACACCACAGCCCAGCCACATCAGATAAAGCAGCCAGATAACGAACAACCC 

ATCAACATGACAATGCGACCAAACGACCACCATGCGGGAGAAACAGCAGCACCACTTCACG 

AGAATTGCAACCAGCAAACAACAAGCCACCGACACGACGAAGACACACACAAATGACAAGA 

AAGCCCAGACCTCGAAACNN 
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>665 

ATAGGGAGTCGACCCACGCGTCCGGCGGGGAGGTCGCTCGACTCGGGGGGCGGC 
CGCCCGGGCAGGTACGCGGGGAGACTTTCCCTGCCGGCACATGGACCTGGCCCAACCCTC 
ACAGCCAGTAGACGAGCTGGAGCTCTCGGTGCTCGAGCGGCAGCCAGAAGAGAACACGCC 
TCTCAATGGTGCCGACAAGGTCTTCCCTTCTTTGGACGAGGAGGTCCCCCCGGCCGAGGCT 
AACAAGGAAAGCCCCTGGAGCTCCTGTAATAAGAATGTGGTTGGAAGATGCAAACTGTGGAT 
GATCATCACCTCCATTTTCCTAGGTGTCATTACAGTGATCATCATAGGCTTATGTCTTGCTGC 
AGTAACTTATGTTGATGAAGATGAAAATGAAATACTTGAATTATCATCAAACAAAACATTCTTC 
ATCATGCTGAAGATTCCAGAGGAGTGTGTTGCTGAAGAGGAATTGCCTCACCTGCTCACCGA 
AAGGCTCACAGATGTGTACAGTACATCGCCCTCTCTGAGTCGTTATTTTACTTCAGTTGAAAT 
AGTGGACTTCAGTGGTGAAAATGCCACAGTAACGTATGACCTGCAATTTGGGGTTCCATCAG 
ATGATGAAAATTTTATGAAGTATATGATGAGTGAGGAGTTGGTGCTGGGCATTTTTGCTACAG 
GATTTCCGTGATCAGAATATACCTGGTTGTGAGAGTCTGGGGCTTGATCCAACATCCCTCTT 
GCTCTATGAATGAAGTGATGGAGGCTGGTCTCTGTCTGAAAGCAGTGCTCTACCAAAGTCCT 
GGAGATTGAAGGGGATCCACTCGGGTTTGCAGAGAAGATTCTGTGGATTAATACAGAAGCA 
CCAGCAACACCAGAGGGGTGGAGACTCCTTTCTCTCCCGATTCTACAGTCTGGCTCTAAGC 
CCAGTAAAACAGCTCCCGAGCACTGCTTCAGCTGGGTCCAGTCTTGACAAAGGCAGGAAGC 
CAGCTAGGGTGGGGGCGATAGGGTCAGCGGGTATGTCCCACTGTTGGAGGTCACTGGTAT 
TCTGNNN 
>666 

tccggaaatctacaagaatcatagaattcaataaaaaaggtagaaagtaattttttta 
cttaaaaatatamttaaaataaatttttaaaatcataagcacataaatagaacttaccaggga 
gaaagaaaaacctgaaggcacaatttcttttctgttcaaaatgtgaacccaggatgtctctag 
atgatgatggatgataggtggggaga i i i i i i i 1 1 1 i i i i aatacagaatc tcatag ttttgga 
ttaattagcaccaatcagtttaaacactgactgttagmtagctgcatgggtttttttctttaa 
actaattaagcgttggctacttagtataagtaagtataagccgaattaaggttctgctacatc 
tgtgtttagaatatttttttaaaactaaataagtgttggctagtntgcggtgtaagcagaatt 
aaggttctgctacctctgtgtttagaatattcccaatggatttttcatttttcaggtgctattt 
tttgaccctgtatagactttaatttaaaatgaatttggtaacgtttctcctc tgtct ctacata 
tattcatgctttcacctgctcttttaacacctgcttttagtatctgaggcaci i i i ictgaact 
ctacttgtgcactggatccctcctcctttctctgccaggctgtgtttactttatccttacatc 
accacttagtgattcctttctttgtataaacatggtaaatgtcttcattagcctaaaaggaaag 
accaaataaaacctttcctaccac7tggatgcatttgcatcctgacttctgaaatgcctccag 
cctccattttctcccttcccagttattccttagcccagccatctctgtctttagctcctacaa 
ttttcttaggatattctgggaaagatgagcggagactgcccgccttgtcaaatctagtgtct 
i i 1 1 1 i cagtcctcacactgcttgacctatgtataacctcctatacttccctctttgcatactc 
ctctgggttttctgtggtagtcaagattcctccctgagatttatttcccatgagtcttgaccc 
ctcccctcagttggtgctatttcccx5ctacccgccctccgatgatcttatcagagcccacag 
gttcagttttcntrcatgctacctgaatgtcctgataaactggctcgctctcttctttaccttc 
cataatggcattaccatttaccacgccacccaagatacttactaggaacctcaaagtattgta 
tt c i i 1 1 i ctccatcacactcatacttaatcatcaagtccttttgagcttgtctcctcttgaat 
atgtcccttcttaattcctgctgccttcttagtaaaggccttcattcttttttccctagtaata 
atcttttccatatgttccagttaaaataccatgttctccctattccttattacatagctagcat 
tccttgaaaaaaaacaattctctcaggcctccatacctttagcatgttacccactctgcctct 
gctcttctggaactagaacactcatccttgaaggctgggcttctgtatgaaggttggtcctg 
cctccttacttgaggtgmgctttgtacatgcctgtattacggacatcctcttatttaagtgt 
ttgtctctttcgtcattgggactccagcacccagcatagtccctagtatactagttggtgcc 
gaataaatagtagctattattagaaaaggaagggtgaaattgacatgggagttagtaaaatgt 
atatggww^tgatttttaaagggaaaggtaatgattttctggcaggaaaagcagcaatgacaa 
gattacttmgtcttgtgaaatmcacttctcttccttgacctgctgcttcccttttttaccac 
acacacacgcacacataccacagccctttgagactgaaagcagctctattgagaatagtagt 
gtcaactgtattatgtagamttctaaagtttttgggattatttcatagccctgaccttgctac 
ttctctccactttatgtggcaggtttaatctcaggtctccctcatacacttctcagcctcagc 
acctaaccctcacacaacactccagtaltgatgcagtcaatcttgtataacaltttttgaatgt 
ccaatgtgcaaAgcacgatgttggaaattatacagaggtgaataagacaaaaactcttgctc 
tcaaagatgtcagtctttttctttgcaaggataacacatgtagagtaaaatgcataaagggga 
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CTMTTTTAAATGTACAGCTTAATTAATTTTTATGTATGTTAACACCCATGTCACCACCATGTT^ 

AGGACATTTCCAGCACCCCTGAAATTTCCTTCATGCCCCTTCCCAGTCTGTACCTACACCTCT 

AAATCTATTTTCAATCTTAATGGCCTTTTAAATAACTGGGCTTCTCACAACCATAGTGAACAGA 

AACAGCTGGGTTGTCAACGTCTAACCTAATACTTCAGGAAAACTCATGATGGTTTCCATGTTA 

AGAGAGACATGGAGCAGGGCACTGGCATGGTGGATGGATCACGCCTGTAATCCCAGCACTT 

TGGGAGGCCGAGGTAGGGGGATTGCTTGAGCCCAGGAGTTCAAGACTAGCCTGGGTAATAT 

AAGGAAAACCTGTCTCTGCAAAAAAAAAAAAACAAAAGAGGTTCACCCCCATTTGGAAAAACT 

TCCCAGGCCCAGGGGTTAGAAAAAATCATTATCGGGAAATTGGCATTTGGCCCAGGGTATTT 

ACAAATTCGGGGCCACTCCCCATTAAAGCTACCAAGGCCTCTCTTCCACAGCACTTGGGACC 

ACACCTACTTTACCGTCCTCTTGGGATCCAAAAAAAAGCCCATTTTGCCAAGTTAACTCTTAG 

GCCAAAAAACCTAGCTGGGGCGCTCCCACTACCCGGACTTCAAATTCTGCCACAGCGTTCA 

GTCACCAACCACGCTGGTTCTGTACCCAAGACTTTCGATCTGGAAAGAAAGACTCGAAAAAA 

GCGATATTCAAGACTGTCTTGCACCGCAAACGCAGGGAGCTCCTAACCGCGCGACAN 

>667 

GCGTCCGGGCTGATTTAATTGACAATTATCAAAATTACTGAATACAGAGAAAGGCAG 
GCGATTTGTGCCCTAAAAGTGACTAACGAGCCTCTGTGACTCCCACTACAGCAGTTCGCAGA 
GATGAAAGTGGCAACAGCCTCGGCACTAGGGGGTTTGTATTCTAGGAGAACGGCCGATCCG 
TCAGC^CTGGCTTCAGCCCCAGGCCTC^ATA^TT GGGCACTGGGAAGC TCAGAXGAGA^ 
ATC'lTGGTAGCTCCTGTTTTATTCCGCTCCAAACCTGGAGCTGAGCTGAGGCCATGGTCAAA 
GCCGACTCTCCAGTACCCCCAGAAGACACTAAGGCCATATGCCTCTCCCCCACCATCATTTC 
TTTTGTCGTTTTAACAGCTGAACTTTGTTCGATTTTATC 

GAAAGTCATCTATTTGGACGATGATGTAATTGTACAAGGTACTCTC GCTAA CTGCCAAGAACA 
CTTGGAAAAGAAGCAGCTGATAAGTAGGAATAACTGTCTCTCTTCATTTTTCAAATAACTTATT 
GTGCAGCAAGTTTTGACCTGCTATTAAGGTGTGAGNCAGTATTGTTGTAATGTGGAGGNNNN 
>668 

TAGGCTGGGTGCAGTGGCTCACGCCTGTAATCCCAGCACTTGGGAGGCCGAGGCA 
GGCAGATCACTTGAGGTCAGGAGTTCGGGACTACCCTGACCGACATGGAGAAACCCTGTCT 
CTACTAAAAAAAATACAAAATTAGCCGGGTGTGGTGGTGCCTGACTGTAATCCCAGCTACTT 
GGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGGGGCGGAGGTTGCGGTGAGCCGAG 
ATCGTGCCGTTGCACTCCAGCCTGGGCAACAAGAGCGAAACTCTGTCTCAAAAAAAAAAAAA 
AAAANAAAGATTCTATTAGAGATATGGCAGATGTACTCTCTGAGCTATTTAATTGATAAAGAA 
AAAGTAGGAGTTCCTGCTTTTTACTAAGATGATAATCATAATTATGATCATACTGATGAAAATA 
ATAAAATTGCTCTGACTGTGGTGAAGATTTTTTCCCATTTCTTCATTTAGCTATTCAGAAATA^ 
ATTTCACCCTCAGTTCATAACTGATATACTGCTAGAAGTTGAGGGTCAAATCGTGGCAACACA 
CCGTGCACTTCATGGCATTGTTGAGCATGAAACAACTCTGATAGAGCCAGAAATTAAGATTC 
GCTTATGGCTTACCCAAGGTAAATGCCAAGTCAATGGCAGAATGAAAATTCAAGCTTGGGGC 
CAGGTGTGGTGGCTCACATCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAGATCAC 
TTAAGCCCAGGAGTTAGAGACCAGCTTGG TCAACATGGCAAAACCCA GTCTCTACAAA AAAC 
ANNNNNNNNNNNNNNNNNNNNNNNNNNAC I I I I I 1 I IG I I I I I I 1 11 I CTGGTC GAAAATTTT 
TGTTGGMTTTTAAAGAAAAGAAAGGCAAAGTAGCACTCAGATGGCCTTTTTTTGTAAAG 
AGTCAACCTAATACTCTGGTGCTTACTTTGCAAATCTTTTCCATAAGTCAAGTATTAGTGTTAA 
CAATACACTTAAGAAGTAAGGATAAACCCATCAAGGTCCACAGCTAAATAACCAGCAGATTC 
CCAGAAACTTTATGTATTTGGGAAAAGTAAAATATACAACAGACATATCCXJTGCCCTGATTAA 
GAGGGTAGATAAAAACAAMCATAAAACAATTTTACXrrGAGATAGTAATAAGTTATTTGAAAAA 
AATACAACAGAATATAGGGAGAGAGAGCAACTACAGAAAGAAGACAGAAGGGTTCTGCTTTG 
AATAGTAAGGCTTGGGAATAGCTGAATTGTAAAACAAATCTGTCAGTCCAAAAACGAAGATAA 
TTCCATTCAACCGCTGACTACTGMTGGGAMGCAAACGTTGTCACGTCTTCTATTTCTCTCA 
GCAGTAACTATTACTTAAAGTCTCACTTTCCATACACAAGAGACAAAGAATCTAGTCAAAAGC 
ACATGGAATCATATCTAGTCATAGTGGTAGGTGAGCAATCAATGCCCAGGCAGCTGAAAGGT 
GGGAACTGTTAAAGCCTTACACCAAGGAAAACATAAACTTGTACCTCGGCCGCCACCGCGG 
>669 

GGCGGCCGAGGTACAGAGTAGGATCAATAAAATCTGTGTGTTACAGCGGCAGACTG 
AAGGA(X3GGTGCCTGTTTTCAGCCATGAGGTAGTCCCTGACCATCTGAGAACCAAGCCTGA 
CCCTGAAGTGGAAGAACAGGAGAAGCAACTGACGACAGATGCTGCCCGCATTGGTGCAGAT 
GCAGCCCAGGTTGGACTGAGTCACTG 

TAGGCATTACCATTCCTGTCTAGTAGGGATACATAGTTGGTTGCGCCTAAGTTGCTTCTGGC 
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AGMCCCAAGGAATAAATTTCTCCATATCGTTTCCTAGTTACCCTAATCTCTGCACAAATTTGT 

GTGTTACAGAAGCAGATCCAGAGCTTGAATAAAATGTGTTCAAACCTTCTGGAGAAAATCAG 

CANAGAGGAGCGANNN 

>670 

NNNNCTGAGTGGCGGCGGCGGCGACGGCAAACCCGGAGCTGCCGGCCGGCGCG 
CGGGAGGAGGACGCGGGTGCGGTCTAGGAAGTAGGTCCCGGGCTCCGCGCTCAACAAAG 
ACGGGGCCGCCCCCATTAGACGGAGCTGCGGGCGGAGGCTCCATGTTGGGAAGCGGCGC 
CGTTCGTGCTTGTTAGCGGGAATCCGGGAGCCGCGGGGTGAGCTGGCGGGGGCCGGGCC 
CTAAGTGAAGATGGAGGCCCCGCTGCGGCCTGCCGCGGACATCCTGAGGCGGAACCCGCA 
GCAGGACTACGAACTCGTCCAGAGGGTCGGCAGCGGCACCTACGGGGACGTCTATAAGGC 
CAGAAA TGTACACACAGGAGAGCTGGCTGCAGTAAAAATCATTAAATTGGAGCCTGGAGATG 
ATTTTTCTTTGATTCAACAAGAAATATTTATGGTTAAAGAATGTAAACATTGTAACATCGTTGC 
CTACTTTGGGAGTTATCTTAGTCGGGAAAAACTATGGATTTGTATGGAATACTGTGGTGGCG 
GATCACTTCAAGATATTTACCATGTTACTGGACCATTATCAGAATTGCAAATAGCCTATGTAT 
GCAGAGAAACCT TACAG GGTCTTGCCTATTTGCATACTAAAGGCAAAATGCATAGAGATATC 
AAAGGTGCTMTATTTTATTGACAGACCATGGCGATGTAAAATTAGCTGACTTTGGTGTGGCT 
GCAAAAATAACAGCTACCATTGCAAAACGAAAATCTTTCATTGGCACCCCTTACTGGATGGC 
CCCAGAAGTTGCAGCAGTAGAGAAGAATGGTGGCTACM^AA^ 
GTAGGAATAAGAGGAATTGAACTTGGAGAACTTCAGCCACCTATGTTTGATCT^ 
GAGGGCTCTCTTCTTAATGTCAAAAAGTAATTTTCAGCCTCCAAAACTAAAGGACAAAACAAA 
ATGGTCATCAACATTCCATAATTTTGTCAAAATAGCACTAACCAAAAACCCAAAAAAAAGACC 
MCTGCTGAMGACTTCTGACTCACACTTTTGTTGCACAGCCAGGTCTCTCTAGAGCCCTAG 
CAGTTGAACTGTTAGACAAAGTGAACAATCCAGATAACCACGCACATTACACTGAAGCAGAT 
GACGATGACTTTGAGCCCCATGCAATCATTCGTCATACCATTAGATCTACAAACAGGAATGC 
CAGAGCTGAACGGACAGCTTCAGAAATAMTTTTGACAAATTACAATTTGAACCTCCTCTGAG 
AAAAGAAACAGAAGCACGAGATGAAATGGGATTGTCATCAGACCCAAATTTCATGTTACAGT 
GGAATCCTTTTGTTGATGGTGCAAATACTGGCAAATCAACCTCAAAACGTGCAATACCACCT 
CCCCTACCTCCTAAGCCAAGGATAAGCAGTTACCCTGAAGACAACTTTCCGGATGAAGAAAA 
AGCATCAACCATAAAACATTGTCCTGATTCAGAAAGCAGAGCTCCCCAAATTCTCAGAAGAC 
AGAGTAGCCCAAGTTGTGGGCCTGTGGCAGAGACTTCTTCTATTGGAAATGGTGATGGTATT 
TCAAAACTGATGAGTGAAAATACAGAAGGATCAGCACAAGCACCACAGTTACCACGAAAAAA 
GGACAAACGAG ACTT CCCTAAACCAGCCATCAATGGCCTTCCACCCACCCCAAAAGTTCTGA 
TGGGAGCATGCTTTTCAAAAGTTTTTGATGGCTGTCCTTTGAAAATTAATTGTGCAACATCCT 
GGATACATCCTGATACAAAAGATCAGTACATTATTTTTGGAACTGAAGATGGTATTTACACAC 
TGAATCTCAATGAGCTACATGAGGCAACGATGGAACAGTTATTTCCACGGAAGTGTACTTGG 
CTGTATGTTATCAATAATACTTTAATGTCATTATCAGAAGGAAAAACCTTTCAGCTCTACTCTC 
ACAATCTTATAGCTTTGTTTGAACATGCCAAAAAACCAGGATTAGCTGCCCATATTCAAACTC 
ACAGGTTTCCAGACCGMTACTACCAAGAAMTTCGCTTTAACAACAAAGATTCCTGATACAA 
AAGGCTGCCACAAATGTTGCATAGTCAGAAACCCTTACACGGGACATAAATACCTCTGTGGA 
GCTTTACAGTCT6GMTTGTTTTACTTCAGTGGTATGAGCCAATGCAGAAATTCATGTTGATA 
AAGCACTTTGATTTTCCTTTGCCAAGTCCTTTGAATG I 1 1 1 1 G AAATGCTGGTG ATACCTG AA 
CAGGAATACCCTATGGTCTGTGTAGCTATTAGCAAAGGCACTGAATCGAATCAGGTAGTTCA 
GTTTGAGACAATCMTTTGAACTCTGCATCTTCATGGTTTACAGAAATTGGTGCAGGCAGCCA 
GCAGTTAGATTCCATTCATGTAACACAGTTGGAGAGAGATACCGTTTTAGTGTGTTTAGACAA 
ATTTGTGAAAATTGTAAATCTACAAGGAAAATTAAAATCAAGTAAGAAACTGGCCTCTGAGTT 
AAGTTTTGATTTTCGCATTGAATCTGTAGTATGCCTTCMGACAGTGTGTTGGCTTTCTGGAA 
ACATGG GATG CAGGGTAAAAGCTTCAAGTCAGATGAGGTTACCCAGGAGATTTCAGATGAAA 
CAAGAGTTTTCCGCTTATTAGGATCAGACAGGGTTGTCGTTTTGGAAAGTAGGCCAACAGAA 
AATCCTACTGCACACAGCAATCTCTACATCTTGGCTGGACATGAAAATAGTTACTAAGCAACA 
GAAACTGATCTCAAATGACAGGAAAATGAATATACTCCATTGAAAGGAAAAATAAGGAAATTC 
AATACAMCTGCACTA TGAT TTGCTTTAACTATTATGGGTTATATTGCAAATGATCTGTACTTT 
AGGGTAGAATTCMTATTTTCTGCAGCTGGAAACAGCTAGTCTATCTCTTGCCACTGTGTGGT 
GGT TATATCAA GTTTGCTTAATAAAAGCTATGAGACAAATAGTCCTCTAGTTCCAGGAAACAC 
AGTCTTTTTTTAAAAAAAACAATGTTTGTMCMGGGTGC^ATGGT^ 

ATTATCTT AAGAGAGGTAAATTTAG TGAT CATTTTATATCATGTCTT ATTCCTTCTTAATGAACA 
TAATTTGTTAAATTCTC AAG C AAG G TTTTC ACTTTT AT ATTG G CC ATTCTGT ATGTTTTTGT AAA 
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ACAGAATATTTAATCCTTATTTATTAATCTCTTGCTGGAGTGGTGTAAT GTATC TAACTT TTAG 

CAAAGGAGGGTTGCAGAGCAGCTTAAA I I I I 1 I I I ATAATGTATAAGAATTTTGTTTATCTTTT 

AAGAGTAGTAAAGTACTTTGAGTGTTTGGGGGTTCAACACACACATGCAAT TTTGC TTAACAA 

AAGTATTTTATAATACAGTTTCATACAGAATTACCTTAAAAGGGAGTCTTATGTTTTCAACTAC 

AGATAGTTGTAAGGGATCATACAGAAGATATTGATGATAGTTGAAATATTCTTAGAAGGGGTG 

TGTATGTCTAGCTGTGTCTACCATGTGTATGTATTCTTGACAAGCAGTATAAAATACCTGTGA 

TTTTTCTTTACATTAGGGATAATGCATAAGGAATTAATCTTCATATATATTATCATCCCTAATGT 

AGCAGGGGGAAGTATTTAATTGCCCATGATATGTATTTTACTTATACTATGC CAGA GAGGAAA 

CTATAAAGTAATTACACATGTAATCTTGGGTTTTTCACATATGTAGGTATTCATTTTGAGTAGG 

TTGAAGAAGAAAAAAAATATTTAAATGAATTGAATTCCT GATGG GATAGT ATCA AT AAGT ATTT 

AAAAGCCAGTATTCTAMAATAATAAAGGGTAGGGTCATTTTTGAGTTTGTTTTTCTTTTGCTA 

TTGTTAATATTCAAAATTAAAGTGTTACATTGGTACCTGTTGTCTTAATG CATTT ATTGAGAAC 

AGCATTGAGATGATGAACAAGGGGTTAGCAATAGCAAACTCTATAATTATTTTGACTAATTAC 

TTAAGAGGAAAACAGTATAAGTATCTCATTCAGTATTTAGCAATTCTGTAAAATAAGTATTATC 

TCTATTTTTCAGATGAGGAAGTAAGGGTTTAGCAAGGTTAAGAGATCTATCCAATTTACACAG 

CAAGTTAGTAGTTGAGCCTGACCATGAGTCTT 

>671 

>672 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGA GCCCT C 
TCTCCCATTCTGTGATGAGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTTTCTTTTTC 
GAACCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGAC CCGTGAGCC AACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTG I I 1 1 I I I 1 1 IATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCAT AGTT CAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTATTTTTCAAATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAAT 
AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 
GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 
>673 

>674 

CCACCTAATAAATAAATCCTTGCATGACAAACCTGCAAAATATTTTATCAGCTGTTATT 
GGAAAGTGATTTTAAGCAATTGCTTCCTCAGTGTCAGGGCACATGTGAATTTCCACACCAAA 
CAGAGCATGAGGAACCAGTTGACATGCTGGGTTGTGACTGGCAGCTTTAGCAGCCTCGGTA 
CTGAAGCCACACCAGTGTCCGGATGGAAGTCTGCATCTGAGGTTGCTCAGTGTC CCGG TCA 
TTCATTTACACATTTTAACTTGCATTAAAGAGCTGTTCTTTTCTGTGGCCTAGACTCTTTTCAC 
TGATCTCAAAATAAACTGGTTTTTTTCAAAAAAAAA AAACAA AAA CAAA AAAAAACACAAAAGC 
TGCATGTCTAAAATTACATGGAGTTAGTGTCTATTCTT TTTC C CCTT TTGCAGCAACTTACACA 
GC A I 1 1 1 I AACAC C I I 1 1 1 1 1 I CTAGI 1 1 1 1 1 1 G TTCGGTTTTGTTTTCCATCAGGAATTTGAGT 
TCTCTCTAACCCAGCTTACTGTGGGACATAGGAAAACTCAGTAGAAATACC TTTG GTGATCTT 
GTTGAGTTTAAGTCTGATCTTGATCTTAAACTCAGTAAGCCACTATCTGCAA TTTTGT ACATTA 
TATAGTATTTTGAAGATATGGAACClTATGAAAAAAAAA TAGC AAATTAGTTCTTTTTCCCCCA 
GAGGGGAAAGTTATGTTCTGCAAATAGTGTGTGTCTTATTTTACTGTTGAACAGCAATTGCTA 
TTTATTTTTTTATTGCCTAGAACTTCAACATGTTGTATAGGAATCCTGTAGTGCCACTAGTTAA 
ATGCCGAATTCTCATCTGGATGTTACCATCAAACATCAGT ACACTTG TCATTTCACATGTGTT 
TAATGTGACAGTTTTTCAGTACTGTATGTGTTAATTTCTACTTTTTTTAATATTTAAAATTGC^ 
TTAAATAAACATATTCTCAGTTGATCCCAAAAAAAAAAAAAAAACCCACGCGTCCGCGGACGC 
GTGGCGGACNN 
>675 
>676 

NNNNCTATCCCAGGAGCCCCGGGCAGGAGCCCCGGGCAGGAGCACCGCATGCTG 
GCCTCCCTCCCTCACAGGCTCGGTGTGCCCCAGCAGACCTAGCTGCCAGCAGTGACAACAT 
GCGTTACCTTCATGTCCACTGACGGGTCCCCCTGCAGCAGTGCCCACTCATACTGGACGAT 
GGCGTGGTCATCTGTGCTCTCGCGGCCGTCTAGAACCACCCCGTCTGTGGGCAGATGCAG 
AACCACATCCTGCCCAGCCTTGCTAAGTGGAGGCGCATCCTTTTCTGAGAAAGAAAATAAAT 
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AATTCATAAAAGATGATTTCTTATTTTTTCTAATTTATGGAGAGGTATCTTGTTTGCTGAATAG 

ATATGATTCGGCAAATAACTGCTAAGAGAATCCATATTAAATGGAAATTATTTTTCTATTTATTT 

TATGATCGTGGAATTTAGCTATAATATGCGCAGAAGAGGCTGTGTGGAGTGTTGGCTGGTAG 

CGATTTTGGGTACAAGGCAGCATACGAGGTCCCACCAATGTGTAAATATGGAGAAGCAGTTT 

TATTTTCTAGAGTGGATTTTTCACTTAATTTTAAAATCACTTAAGTTCAAAATACTGTTAAATAA 

ATTTATTTTAAAAGATTATTATTATTTTAGATGAN 

>677 

N l I II I I I I I I I I I ICCI I I I I I I II I I I I I I I I I I I I I I I I I I I AAACTATTTAATTC ACT 
CCTTTATTCTGGGATGTATATTACAGATAACACAACTCACAAATATACCATCAGACATTGAAAA 
CTAAGGCCATTCTGTGAGTTATTTTTAAAACTTGGTGTTTTGCACATAATGATCTTAAAAAAAA 
ATGAATTACCAAAACCAAGATTCTCTTCTAAAATGAAAATTTAATGCAGGTACAGGATAACTTT 
AGGGCTATATCTAATCTGAAGCTTATCAGGTAGCAAAACCATTTTCGTTTTCTACAGCATAAA 
TAACAGCTCTAAGGCAACCACTACCTCAGCATGAAGCTCATTTCTCCACGTTAGAGTAGTGT 
TTACCTGCTACAGTGACCAGTGTTTAGAGACCATTTCCCTTTCAGTAGCAAAAAGAGACTTTA 
CCTAAGAAACACACTACATACTACAGAATCCTTGGAACAAGAAACAGAAAGGGAGCTGTAAC 
TAAGGCACTGAAAGCACATTATTTGTATAAAGAAATGTAAACAATTTAACACCAACAGGCTCC 
CTCCGTTGGAGTCTTTATTGTAAATGCACACAGGGGCATCATAGTCAGGGCTAGAGTTTGAA 
GTCTGGGTGAAACAAATGTTTCTGCAGAGTTCAGAGTCTTGGCTGCCAATATATTTCTAACAT 
GGTGCTGTTGAATTA^CTATTTCAMGTGACTCMGTGGAAGCTGGTATT^ 
AGTTTTAATAGCATTAACAAACAAGGAAGAATTTTATAGGAGTCCTAAA ATTAT GGGCTCTTTC 
TMCATTTATTTGAGTCTTTTATCAAGTTCTTCTAATGMTTTTAGGATTATTTTGGCTTATTTC 
ATCAAGGMGTTTGGTGTAAGAACTTGTTACCTAATGAGTGCCCCTCCTTGTAAGTTCATATT 
TCAAGTTACATGGTTCATGCCATAAATAAACCACACTTGCTTTAACATCGTTCAGAATGGTAC 
ATTTAACAATTGGACATACAGCACTGTAAACAATTCAAAGTCCATTGAGCTTACCATGAAAGA 
ACTGAAACGTATGTAGGAACTGTGTCCTGCTGCAGACAAGCAGCTGCTCTGGCTCTGGTGC 
GGTGCGGTGCAGTGAGGTGAGGTGGGCTGGTGTGTGAAGGGAGAATTCCTGAGGCCAGTC 
ACAATTATTGAAGCTAAATTAATTTCTTCCTGACACTTTAGCATTAATTCTAAGTAGTTCTAAG 
TTCTAAACCATTAACTGTATAGTTAANNNNNNNN 
>678 
>679 

NAGTTGTGGGTCTTCCTTTGCAACGTTTCTTCTTCGCTGTGCCTCTGGTCGCCATCA 
CAAACTGCATTAGGAAATGAGAGCGAGCATGTGGCCTGGCTTCTTGATGGAGATCGTCCTC 
GCTCTTTTCATAAAGGGTCCTAGATGAACACCGATTCCCTCCTGTGGTGATTGGCTATGGCA 
GCCAGTGTCCCGTGTCCTCTCCATATGAGGAGTGAGGGCCTGCAGATCCCTCCATTGGCCA 
GCCTGGTTCTGGGAGAGAGATACTGAACTCAGCTTGGCCCTGGTCCCATTTCTTCCAGTACC 
CGCTGGTGGTCTCTGCCCTCACCAGAGCTGGAAGGACTTGATGTGGTTTGACCACATCACT 
GTAGGATTTTCTCCCAGATGGGGATGACCAGCTGCATCACTCCCCAGAGTCCTTCCGGAGA 
AATAAAAGCATAGGCATGGCGGCTAAGGGAAGAAGGCATAAGAAGGCAGA TTGA GGATTGT 
TAAGAAGACTCCGCCCTTGCCC^CAGCTCTGCCTACCATAGTATTGCTCCCTTTTGGTCACT 
GATGCACATGACTMGAAGAGTTCTCTCCTGAGTAACTACATGACT TTGGA GATCTTTGTCAT 
TCTCnTCACTGCTTATCTTCCAGMCTCATGATTACCCACACATGCCTTTTTACCAGGCAGTA 
AGAAATGCAGCCCCCCTAGGTAGTAGCATGGTCCCCTCCTTGGCCCACTCCACTCTTGCCC 
TCAACCTCTTTCAACCAAACATTATCACCCACCTTAAGAAATTAAAAAATAATTCTGTCCCAGT 
CTGTCTGAACTTAGTACATGATCCAGGATGTGATGGGATCTTAGGGCTTGGCTGGAAGGTTT 
CTCCAGTCAGCCATCTAGCAGAGCTGCAGATCTGGGCTGGGCTGTTGGCTAAAGTGCTCTT 
CACAGACACCTCATTCGGCTCTTCCTTCAGCXrrCTTCACTTATlTCTTACTCAGTCACTACTC 
AGCTCCTTGTCCATGTGTCCTTGAAGCCATCCTAGGTCTTATTCTGATTCTGAATTCTTCAGT 
CACCCATAAGCTTGTCCTTACCGGGAGTCAGTGGGTGTGTGTTCCCAGGTGGACTT AACCAT 
TCTTCTCCTTTATGATCCTTTCCCTTGGGTGGACAAGTGTGATTTGGlTGTAAGGCCATTTTT 
CAAGTTGCCTATACATTGATAAAAGAAATCCCACTAACGGAAGTAGACTGCATGCCAGATTTC 
AGTGTCTTTCTCCAGGGGCCAAGGTTGGACCCAGAAGTGCATGGGGTGCTTGGTGTCGTTC 
AGTGATGTAGTAAGGATACACGGTTCCAGACACGGCACMGAAATGC CTTCCTTG GCAGTTC 
AGCACCTTTTCTACAAATCTTTATTCTCTGTGAGCATGACACCCTACCGlTTTTTTCAACCGG 
TTGTCGTTAAATCCTAAAAAATAAGTTGTTCTACCTTTCTGTTCTACAGACCCACAGATGCAG 
GGCAGTCAGCdGTGGCAGTGTTTGAACCATCAATTGGGAGGGGAAGGTGGTTTCCTGTGCA 
GGAGGGGCAGGTCAGATTGCAGGATAGTTGTGCTCAGGCGCAGGTGGGCAGGCACGCTAA 
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ACACATTGGTTTTCCCCCTCAGACCATTCCCGGAGTAATAAATCCAGTTGGAGCAGCAGTGA 

TGAGAAGAGGGGATCGACACGTTCCGATCACAACACCAGTACCTGCCCGGGCGGCCGCCA 

CCCN 

>680 

NCAGCTTAGTGATGACTTTCCAAGCTTCGTTGAGAATCTGAAGTCGGTCACTCTCAG 
GAGGATAAGGCAAGGCCAAGTTTAATCCCAGTGATCGAAAAAGAAGATGCTTGGGGAAACC 
AGATTCATCACACTCTTTAATCATGCCAATGAAATCCATAGACCTTGTGGCGATGAACTCAGC 
CCGGAAGGCAGACATCACAGAATTCAACAGCAAGGCATTGTTTCCTAGTTTCTTACACCTTT 
CCATCATCTCGGTCAGCAGAGCCTCGGGGGCATGGTAGGAGATGCACTGGAAGATCCAGTC 
CATGGCAGGCGGGTACAAGGGGAGGTAAGATGGGAGCTCCACTCCTTGGACCACCAGCTG 
GTTCTGGACCGTATCCCCATGAATCTGTTTGAACGTAAGGAGGAAGTCAAAAAAGTTCTTATT 
TAGGGTTTCTTTGAGATGTGGGGCCACTTCCATTCCCACCCGGCACAGGTAGGCACGGGCA 
TACACCGACACTAGTGGGTCTCCGATCCCTCTGATCATGCATGTCAACCGGGGCAGGCACT 
CTGAAATTCCCGTTTTGGAGAGGAATTTGTTACATTTCAGGATGGATGCCTCCACGTAAAATC 
TTGGAATGAGTTCCCTGATGGAGGCAATCTTGAAAAACCAATTTAGGCATGTTTCCTTGGCC 
TTGCCATTTGCATTCTCTGGAGAAAAGTGATCTGGTAAGACGCTGCGGCTATCCACACACAT 
GGAAAAGATGCGCTCGTACACGAGCTTTCCAAATGTATCAAGTATGTCGGTGATAAGGACAA 
ATTTCCGGACGCGTGGGTCGACACN 
>651 

NACCGTACAGTGCCTGCCTTTTCCGTTGTACCTGAGCATGCTCAGGGACGGTGAGC 
CTTGAGAGCTGAGGCTTCGGCAGAAAACAGCCCTCCTGGGTAAATTCTCATTACTTGCCTAC 
TCAAAAGGATTGACAGAGTTTCCTGTTGTCTTGCCTGCACTTGGCCCCAGTTAAGAGGAGGT 
TGAGATCTATAGTACCAGCAACATAACAGGTAAAGCTCTGTGGCTGGTTTGTATGGGCCAGT 
TAGCCCTGCCAGCTGTTTCTGCCTTCTCATGTCTGTCCTGGATCCTAGCTCGGTCTCTCTGA 
GTGGCCTCACCTGATCGAGAAAGCAGCTTCGTCATTCTTTAGCATCAAACCTGGTGTCTCCC 
AGTGTGGGGAGAGCCTTTTGTCTTTGGAGTTGGGCCTAACCTGTCCCTCGCTGTCCTTTCTC 
CTCTAGGTTGTGCGCTTGCGACTTGGACACCATGCTGAGGGCACTGTGCCCCTTTCCTGGG 
TGTGGACAACAGGTCATAGGGAAAGGGGAGGGCTCTAGCGGGAAATTCCTTTGTAAACCAG 
TCTGTGTTCCTGTCATTTTAGATCGAACACCAGGGGGACAAGCTGGAGATGGCGAGAGAGA 
AACATCAGGCTTCCCAGAAGGAAAATAAACAGCTGAGTCTGAAGGTGGATGAACTGGAGAG 
GAAACTGGAGGCGACCAGTGCCCAGAATATCGAGTTCCTACAGGTGATTGCCAAGAGGGAG 
GAGGCAATCCACCAGTCCCAGCTGCGGCTGGAGGAGAAAACACGGGAATGTGGGACCCTG 
GCAAGGCAGTTGGAGAGTGCCATTGAAGATGCGAGGAGGCAGGTGGAACAAACCAAGGAG 
CACGCACTCTCCAAGGAGCGAGCAGCCCAGAACAAAATCCTGGACCTTGAGACCCAGCTGA 
GCAGAACCAAAACGGAATTGAGCCAGCTGCGGCGGAGCCGTGATGATGCGGACCGCCGCT 
ACCAGAGCCGGCTGCAAGACCTGAAAGATCGCCTGGAGCAGTCCGAGAGCACCAACCGCA 
GCATGCAGAACTACGTCCAGTTCCTCAAATCATCATACGCCAACGTGTTTGGGGATGGTCCC 
TATTCCACCTTCCTGACTAGCTCTCCCATCCGCTCCCGATCTCCTCCTGCCTGAGGCCACTT 
ATCAGGGCCTGGAGCCCTGATGGAAGCCATAGGAACTCCAGAGTTGCCAAGCCATAGCTGA 
GAAGCXJTGGTGGTTTTCCTCTCCCAGTGAAAAMTGGGTTCAGGGTCTTGTCCTTAGCTACT 
AGCTCTAGAAAAGTCCCAAAAGCAGCAGMGGTGAAGCAGGAAGCACTTGGTTTTCTCCTTC 
CTGATATAGTCACCTGTTGGAAGTGTTAAAATTTCCTCX3ACAGGCC1TAAATTTACTACTACA 
TTAGGGTACCACATTTTACTTACATGATTTGTTCCTTCTTTCTGAGAAMTATTT 
CCACAGTCCTTACGCTCATGTTAGGATTCTCCCAGTTTTCTGCTAACAGGGAGTCTCTGGGT 
G AGCCCACTGTTTTTTCGTCAAGCGN N 
>682 

CTATAGGGAGTCACCCACGCGTCCGGGCGGAGCTCCTTGTTAACGACATCCCCAAC 
CTCTGCTAACGGGAGCACTTCCTGAAGCTGAAGGTCAGCATAGACAAAGGGCCTCAGAATC 
GCGCAGGCGCAATTGTGCCCTGGTTCGCCAAGATGTCGTTCCCAAAGTATAAGCCGTCGAG 
CCTGCGCACTCTGCCTGAGACCCTCGACCCAGCCGAATACAACATATCTCCGGAAACCCGG 
CGGGCGCAAGCCGAGCGGTTGGCCATAAGAGCCCAGCTGAAACGAGAGTACCTGCTTCAG 
TACMCGATCCXJAACCGCCGAGGGCTCATCGAAAATCCTGCCTTGCTTCGTTGGGCCTATG 
CMGAACAATAAATGTCTATCCTAATTTCAGACCCACTCCTAAAAACTCACTCATGGGAGCTC 
TGTGTGGATTTGGGCCCCTCATCTTCATTTATTATATTATCAAAACtGAGAGGGATAGGAAAG 
AAAAACTTATCCAGGAAGGAAAATTGGATCGMCATTTCACCTCTCATATTAAGTCTGGCAAT 
GATGACTATATGTATTCCTGCCTAAATAAATCATCTATTAATCATTAAAAAAAAAAAAACAAAA 
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AAAAAAAAAAAAAGAAAACAACAAGAAAAAACAACACAAAAACAAACACCACAAACAAAAAAA 

AAAAAAGGGGGGGGGGCCGCAAAAAAATACTCTTCCCCGGGGGGGGCACCCATTTCTTCC 

CCCCCCTTCI I I I 1 1 I I I AAACGAGGGGGGCCCCCCAACAGGGGGGGTCATAATAAAAAAAA 

AGGCGGGGGGGGGCTATAAAACCCCGCCGGCGAGGCGAAACACCGTCACCCGGCGACAC 

GTTAGGGCAGACACCCACCCGCCGGGGGGGGGGACAACTGGGCACCACACCACCGAGAT 

AGCCGCCCGGACAAAAAAACTCGCGGTGCAGGCGGCACCCGACTCTACCGCCGGCGAACC 

TCGCCCGTTTCTTGAACATTAGGGGCCCCACGACAAGGTCGACAGCAACCACCGAATCCAG 

CACACTAACGTCAAGCCGTACGGCCAGAACCACTGTCAGAGACACACCACNN 

>683 

>684 

>685 

>686 

>687 

ACGCGGGGGCGGCTTCTTAGCTTTACGATGGCAACAAGTATGGCGGCTGCTAGTG 
GTAGATTTGAAAGTGCGAAGAGTATCGAAGAGCGGAAAGAACAGACCCGGAATGCCAGGGC 
CGAGGTGTTGCGCCAGGCTAAAGCCAATTTTGAAAAAGAAGAAAGGCGTAAAGAACTTAAGC 
GACTTCGGGGTGAGGATACATGGATGCTACCTGATGTGAATGAGAGAATTGAACAGTTCTCA 
CAGGAACACTCTGTGAAGAAAAAGAAGAAAAAAGACAAGCATTCAA^AAAGC^AAGAAAGA 
AAAGAAAAAAAAGAGCAAGAAACAGAAATATGAAAAAAACAATGAGTCATCTGATAGCTCATC 
AAGCTCTGAAGATGAGTGGGTTGAGGCTGTTCCATCCCAGACTCCTGACAAGGAAAAAGCC 
TGGAAAGTGAAAGATGAAAAGTCAGGAAAAGATGACACCCAAATTATCAAGAGGGATGAGTG 
GATGACTGTTGATTTTATGTCTGTTAAAACTGTGTCATCATCATCACTCAAAGCTGAAAAGGA 
AACTATGAGGAAAATAGAGCAAGAGAAAAACCAAGCGCTTGAACAGTCCAAACTGATGGAAA 
GAGAATTGAATCCGTACTGGAAGGATGGTGGGACAGGTCTTCCACCTGAAGACTGTAGTGT 
GTCATCGATTACTAAAGTTTCAGTGGTAGAAGATGGTGGATTAAGCTGGCTAAGGAAATCTT 
ATCTAAGAATGAAGGAACAAGCTGAGAAACAAAGTAGAAACTTTGAGGACATTGTAGCCGAA 
AGATATGGGTCAATGGAAATATTTCAGTCAAAATTAGAAGATGCTGAAAAAGCTGCATCCAC 
GAAAGAAGATTATAGACGGGAACGGTGGAGGAAACCCACATATTCAGATAAAGCACAAAATT 
GTCAAGAAAGTAGAGAATCAGACTTAGTAAAATATGGTAACAGTTCAAGGGATAGATATGCTA 
CAACAGATACTGCAAAAAATAGCAATAATGAAAAATTTATTGGTGATGAAAAAG ATAAGAGAC 
CTGGGTCTTTAGAAACGTGTAGAAGAGAATCTAACCCAAGGCAAAATCAAGAGTTTTCTTTTG 
GCAATTTGAGAGCTAAATTCTTGAGACCCTCTGATGATGAAGAACTGTCATTTCACAGCAAG 
GGCAGAAAATTTGAACCACTTAGTTCATCTTCAGCATTGGTAGCTCAGGGCTCTTTGTGTAGT 
GGTTTTAGAAAA 
>688 

NNNNNNNNNNNNNNNNNAAATTTAATTTCCTCAGCAAGGCCATTTTTTAACTTTCTG 
CAGAAAGGGTACACTCGCCAGCGGTTTTGCCACAAGAGTATACGGAACAAAGGAGACAGGC 
TCATTTATAATCTGACGCGGCCACCCTCCTGCTGCGTTCGGTTTCCATTGGCTGGGACGGG 
ACCTCACCTTCTGTATTTGTCCCGACTGGCTAGCACTTAGAACTTTTTAAAAGAGGCAAAGG 
CATAGGAGAACAAAGGAAGGAGGAAGTAACTTGTGGAATATTGAGAAAGGTAAAAACACCTT 
TAAATAAGGAAGAGGAACAGGCTATGACCTAATGCTTGTTTGGATCAGTATAAGCATGTTAG 
GGCAAATATTTAGGCTAAATTGTGGGAGCTAAGAACATAAAGTATATTGATTTTTTATTATGG 
CTAGCAGATATTTAAGAATGTTAGCACAGGTCTTTGAATAAATTTTGCTTCTAAGA GAAGTT A 
CTATTGGGCCCTAATTATATGGGGAGTAAAGTCTTTGAAGAGGAACCTCTATTTACTTTTTAC 
AATTCCCCCTTTTTATTTTATAATTCCTCTTCAAACTTCTTTAATATGTTTTGACTTAATTGCTTT 
GTTTGCCC7TCTAAGAGAAGTAATTTTTTCCAAATGGGGTGGAGGAAAAGTTAGAGTTAACTC 
TTTAAGAATGGTAGAGACAAGT 
>689 

NNNNNGTGCAGTAGACGTGTGTATAGTTTTATGACCAGGAAAAAGAGTTGTAGCTCT 
GTGTTGATTTTTCTTATCTCCTGCCCTCCCTCTCCAAAAGAAAAGACATAAATTAAACTAGGA 

actgagagggataagttagacctagcactgccaccagcccagtgctctctcagagaatcac 

atrgccttgtgtcattctaggtggccccagcagatggcttctctgatcttgccatgcaagta 

atgacgtctccatctaagaactacattctctctgtgatcagtgggagcatctgtatattgttc 

ctgattggcctgatgtgtggacggatcaccaagcgagtgacacgagagctcaaggacaggt 

agagccaccttgaccaccaaaggaactacctatccagtgcccagtttgtacagccctcttgt 

atagcatccccactcacctcgctcttctcagaagtgacaccaaccccgtgttagagcattag 
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CAGATGTCCACTGCGTTGTCCCATCCAGCCTCCACTCGTGTCCATGGTGTCCTCCTCCTCCT 

CACCGTGCAGCAGCAGCAGCTGGTCGCTGGGGTTACTGCCTTTGTTTGGCAAACTTGGGTT 

TACCTGCCTGTAGACAAGTCTCTCTCATACCAACAGAACTTCCGGTACTTCCAGAACCAACT 

CACCTGACCN 

>690 

NNGCGGCCGCAGGAATCTTGCTTGTCTTATAI I I II I I I I I I I I I CACACAGAAACCA 
ACCACAI 1 1 I I ACTGCATCTGCTCCACGCTGGATTCCAACATGCTGGCCCGGAGCGTGGCT 
GGCTGGMGCAACTCCAACAGGTTTTTCCCTTCCCCGTCATGTACATTATTTATTTTTGATCC 
TACTCACTGTCCCAAGTCCAGAGGCAGTTACAAAAAACACTCTTGATGCAAACCGTGAGTGG 
CTACAACACACGGATGGGGGTGGGCGCGATTCCCACAACAGGGAGTGGAATCCGGGAAGA 
TGATATATAGGGGCAAGACGCCCCCTTACTTGCTAAGAGTATATGGAGCTCAAAACCCACAA 
TTGCTTTGTTTTGTTTCTCAGTTCCTGGAGTATGTTGAAACTACTTGCTCTTAACATTAGTTCG 
TATTTTTCATCAGATATCTGACCTGATTTAAAACATGTTTGTTTGCATACATCTTTTTGTAGTG 
CACCTTATAGTTATTCCTACTGATATAGGATGAAGATTATAAATATCTGCATAAA AAGA GAAAC 
CATGTGACTCTATATGAAGACAACCATCACATTCCACAGCACATCATTGGTTCATTTTCGAAT 
TGTCAAGCAGTATTTGAAATGAGAGAGAGAGAGAATATAACTGAACACAAGCAC CACG ACAA 
AACAATCATAACAACAGAACCAAACCCAAACTTCTCTATTATTAATCATGTTAAAATTTTAGCT 
TTGTTTCTMCACTTTTCTTTACTTGTTATTTTAAGCTCCAGTAGCAGGATCAGATT TCTGCT G 
GGT&TAGGGAAATGAG~TTATGATCTGATCTCGAGTTCCA7\GGGA7^^ 

TTCCCCAGTTGAATAAACAGTACCATGTATATTATCTCTCGTGTTAGAATAGTGTTGTCTTCAC 

ATAAGACTCAAATAATGGTATTAGTCATTCATTTCCCTGAACACAGACACCCTCATGCGTGCT 

GACAGGTTTATAAGGATGCGGTGGCAGCCGCGGGTTCTGGGAGCTGCTAGACGGCCGAGT 

TTGATTTCTTGCAGTCCTGAGCGATGGAGCCCGGGGGTGCCTGGTTATTGTCCGCTTTCTCT 

CTCAGATGCTTGGCTTGTTTTTCAAGAGAACCTTTTTCGATATTCATTGCTCCATCGATTGGA 

TCCAGTCCTTGTTCAGAAAATTGTTTCAAGGCACTTAAGGCTGCCTGAAAGCCTTGAAT CCTT 

GCTAMTATTCCAGTTGTTTTGAAGGTTGTACCCTGGCCGGCCGCCCGGGCAGGTACATTTT 

GCTTCTTAGAAAAGCTAAGTCCTGGGTTCCCTCTGATTTTAGGTTCCAGGAACTTTCTTGGAA 

CACCCGATCGCAGANNNNNN 

>691 

NNNGCAGCCTCCGGAGTCAGTGCCGCGCGCCCGCCGCCCCGCGCCTTCCTGCTC 
GCCGCACCTCCGGGAGCCGGGGCGCACCCAGCCCGCAGCGCCGCCTCCCCGCCCGCGCC 
GCCTCCGACCGCAGGCCGAGGGCCGCCACTGGCCGGGGGGACCGGGCAGCAGCTTGCG 
GCCGCGGAGCCGGGCAACGCTGGGGACTGCGCCTTTTGTCCCCGGAGGTCCCTGGAAGTT 
TGCGGCAGGACGCGCGCGGGGAGGCGGCGGAGGCAGCCCCGACGTCGCGGAGAACAGG 
GCGCAGAGCCGGCATGGGCATCGGGCGCAGCGAGGGGGGCCGCCGCGGGGCAGCCCTG 
GGCGTGCTGCTGGCGCTGGGCGCGGCGCTTCTGGCCGTGGGCTCGGCCAGCGAGTACGA 
CTACGTGAGCTTCCAGTCGGACATCGGCCCGTACCAGAGCGGGCGCTTCTACACCAAGCCA 
CCTCAGTGCGTGGACATCCCCGCGGACCTGCGGCTGTGCCACAACGTGGGCTACAAGAAG 
ATGGTGCTGCCCAACCTGCTGGAGCACGAGACCATGGCGGAGGTGAAGCAGCAGGCCAGC 
AGCTGGGTGCCCCTGCTCAACAAGAACTGCCACGCCGGCACCCAGGTCTTCCTCTGCTCGC 
TCTTCGCGCCCGTCTGCCTGGACCGGCCCATCTACCCGTGTCGCTGGCTCTGCGAGGCCG 
TGCGCGACTCGTGCGAGCCGGTCATGCAGTrCTTCGGCTTCTACTGGCCCGAGATGCTTAA 
GTGTGACAAGTTCCCCGAGGGGGACGTCTGCATCGCCATGACGCCGCCCAATGCCACCGA 
AGCCTCCAAGCCCCAAGGCACAACGGTGTGTCCTCCCTGTGACAACGAGTTGAAATCTGAG 
GCCATCATTGAACATCTCTGTGCCAGCGAGTTTGCACTGAGGATGAAAATAAAAGAAGTGAA 
AAAAGAAAATGGCGACAAGAAGATTGTCCCCAAGAAGAAGAAGCCCCTGAAGTTGGGGCCC 
ATCAAGAAGAAGGACCTGAAGAAGCTTGTGCTGTACCTGAAGAATGGGGCTGACTGTCCCT 
GCCACCAGCTGGACAACCTCAGCCACCACTTCCTCATCATGGGCCGCAAGGTGAAGAGCCA 
GTACTTGCTGACGGCCATCCACAAGTGGGACAAGAAAAACAAGGAGTTCAAAAACTTCATGA 
AGAAAATGAAAAACCATGAGTGCCCCACCTTTCAGTCCGTGTTTAAGTGATTCTCCCGGGGG 
CAGGGTGGGGAGGGAGCCTCGGGTGGGGTGGGAGCGGGGGGGACAGTGCCCCGGGAAC 
CCGGTGGGTCACACACACGCACTGCGCCTGTCAGTAGTGGACATTGTAATCCAGTCGGCTT 
GiTCTTGCAGCATTCCCGCTCCCTtCCCTCCATAGCCACGCTCCAAACCCCAGGGTAGCCAT 
GGCCGGGTAAAGCMGGGCCATTTAGATTAGGMGGTTTTTAAGATCCGCAATGTGGAGCA 
GCAGCCACTGCACAGGAGGAGGTGACAAACCATTTCCAACAGCAACACAGCCACTAAAACA 
CAAAAAGGGGGATTGGGCGGAAAGTGAGAGCCAGCAGCAAAAACTACATTTTGCAACTTGT 
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TGGTGTGGATCTATTGGCTGATCTATGCCTTTCAACTAGAAAATTCTAATGATTGGCAAGTCA 

CGTTGTTTTCAGGTCCAGAGTAGTTTCTTTCTGTCTGCTTTAAATGGAAACAGACTCATACCA 

CACTTACAATTAAGGTCAAGCCCAGAAAGTGATAAGTGCAGGGAGGAAAAGTGCAAGTCCAT 

TATGTAATAGTGACAGCAAAGGGACCAGGGGAGAGGCATTGCCTTCTCTGCCCACAGTCTTT 

CCGTGTGATTGTCTTTGAATCTGAATCAGCCAGTCTCAGATGCCCCAAAGTTTCGGTTCCTAT 

GAGCCCGGGGCATGATCTGATCCCCAAGACATGTGGAGGGGC AGCC TGTGCCTGCCTTTG 

TGTCAGAAAAAGGAAACCACAGTGAGCCTGAGAGAGACGGCGA TTTTC GGGCTGAGAAGGC 

AGTAGTTTTCAAAACACATAGTTAAAAAAGAAACAAATGAAAAAAATTTTAGAACAGTCCAGC 

AAATTGCTAGTCAGGGTGAATTGTGAAATTGGGTGAAGAGCTT AGGAT TCTAA TCTC ATGTTT 

TTTCCTTTTCACATTTTTAAAAGAACAATGACAAACACCCACTTATTTTTCMGGTTTTAAAACA 

GTCTACATTGAGCATTTGAAAGGTGTGCTAGAACAAGGTCTCCTGATCCGTCCGAGGCTGCT 

TCCCAGAGGAGCAGCTCTCCCCAGGCATTTGCCAAGGGAGGCGGATTTCCCTGGTAGTGTA 

GCTGTGTGGCTTTCCTTC CTGAAGA GTCCGTGGTTGCCCTAGAACCTAACACCCCCTAGCAA 

AACTCACAGAGCTTTCCG 1 1 I I I I I CTTTCCTGTAAAGAAACATTTCCTTTGAACTTGATTGCC 

TATGGATCAAAGAAATTCAGAACAGCCTGCCTGTCCCCCCGCACTTTTTACATATATTTGTTT 

CATTTCTGCAGATGGAAAGTTGACATGGGTGGGGTGTCCCCATCCAGCGAGAGAGTTTCAA 

AAGCAAAACATCTCTGCAGTTTTTCCCAAGTACCCTGAGATACTTCCCAAAGCCCTTATGTTT 

AATCAGCGATGTATATAAGCCAGTTCACTTAGACAACTTTACCCTTCTTGTCCAATGTACAGG 

AAGT-AGTTGTAAAAAAAATGCATATTAATTTCTTC 

ACACTTTGAGGACATTTATGATTGTCCCTCTGGGCCAATGCTTATACCCAGTGAGGATGCTG 

CAGTGAGGCTGTAAAGTGGCCCCCTGCGGCCCTAGCCTGACCCGGAGGAAAGGATGGTAG 

ATTCTGTTAACTCTTGAAGACTCCAGTATGAAAATCAGCATGCCC GCCTA GTTACC TACCG G 

AGAGTTATCCTGATAAATTAACCTCTCACAGTTAGTGATCCTGTCCTTTTAACACCTTTT TTGT 

GGGGTTCTCTCTGACCTTTCATCGTAAAGTGCTGGGGACCTTAAGTGATTTGCCTGTAATTTT 

GGATGATTAAAAAATGTGTATATATATTAGCTAATTAGAAATATTCTACTTCTCTGTTGTCAAA 

CTGAAATTCAGAGCAAGTTCCTGAGTGCGTGGATCTGGGTCTTAGTTCTGGTTGATTCACTC 

AAGAGTTCAGTGCTCATACGTATCTGCTCATTTTGACAAAGTGCCTCATGCAACCGGGCCCT 

CTCTCTGCGGCAGAGTCCTTAGTGGAGGGGTTTACCTGGAACATTAGTAGTTACCACAGAAT 

ACGGAAGAGCAGGTGACTGTGCTGTGCAGCTCTCTAAATGGGAATTCTCAGG TAGG AAGCA 

ACAGCTTCAGAAAGAGCTCAAAATAAATTGGAAATGTGAATCGCAGCTGTGG GTTTT ACCAC 

CGTCTGTCTCAGAGTCCCAGGACCTTGAGTGTCATTAGTTACTTTATTGAAGGTTTTAGACCC 

ATAGCAGCTTTGTCTCTGTCACATCAGCAATTTCAGAACCAAAAGGGAGGCTCTCTGTAGGC 

ACAGAGCTGCACTATCACGAGCCTTTGTTTTTCTCCACAAAGTATCTAACAAAACCAATGTGC 

AGACTGATTGGCCTGGTCATTGGTCTCCGAGAGAGGAGGTTTGCCTGTGATTTCCTAATTAT 

CGCTAGGGCCAAGGTGGGATTTGTAAAGCTTTACAATAATCATTCTGGATAGAGTCCTGGGA 

GGTCCTTGGCAGAACTCAGTTAAATCTTTGAAGAATATTTGTAGTTATCTTAGAAGATAGCAT 

GGGAGGTGAGGATTCCAAAAACATTTTATTTTTAAAATATCCTGTGTAACACTTGGCTCTTGG 

TACCTGTGGGTTAGCATCAAGTTCTCCCCAGGGTAGAATTCAATCAGAGCTCCAGTTTGCAT 

TTGGATGTGTAAATTACAGTAATCCCATTTCCCAAACCTAAAATCTGTTTTTCTCATCAGACTC 

TGAGTAACTGGTTGCTGTGTCATAACTTCATAGATGCAGGAGGCTCAGGTGATCTGTTTGAG 

GAGAGCACCCTAGGCAGCCTGCAGGGAATAACATACTGGCCGTTCTGACCTGTTGCCAGCA 

GATACACAGGACATGGATGAAATTCCCGTTTCCTCTAGTTTC TTCCT GTAGTACTCCTCTTTT 

AGATCCTMGTCTCTTACAAAAGCTTTGMTACTGTGAAAATGTTTTACATTCCATTTCATTTG 

TGTTG I 1 1 1 I I I MCTGCAlTTTACCAGATGTTTTGATGTTATCGCTTATGTTAATAGTAATTCC 

CGTACGTGTTCATTTTATTTTCATGCTTTTTCAGCCATGTATCAATATTCACTTGACTAAAATC 

ACTCAATTAATCAATAAAAAAAAAAAGGGGGGGGGCAAAGAAACCTCANNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGGGGGGCC 

TTTAAACTAGTTTAAAAAAAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>692 

NNNNNNNNNNGCCTGAGGTGGGTGGCGGTGGAAGTTAAGGGAGTCAGGGGCTATC 
GCTCCTCGAGACTCGCAGTCGCGGCCACTGCAGTCACTTCGCCAGTTAGCCCTTAGGGTAG 
GAGTCGCGCCGGGAGCGGGTGTGTGGACGCCGCTTTGTTGCCTGAGATGAAGTTGGAGCC 
CTTGTTTTTGACATTGGATCCTATACTGTGAGAGCTGGTTATGCTGGTGAGGACTGCCCCAA 
GGTGGATTTTGCTACAGCTATTGGTATGGTGGTAGAAAGAGATGACGGAAGCACATTAATGG 
AAATAGATGGCGATAAAGGCAAACAAGGCGGTCCCACCTACTACATAGATACTAATGCTCTG 
CGTGTTCCGAGGGAGAATATGGAGGCCATTTCACCTCTAAAAAATGGGATGGTTGAAGACTG 
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GGATAGTTTCCAAGCTATTTTGGATCATACCTACAAAATGCATGTCAAATCAGAAGCCAGTCT 

CCATCCTGTTCTCATGTCAGAGGCACCGTGGAATACTAGAGCAAAGAGAGAGAAACTGACA 

GAGTTAATGTTTGAACACTACAACATCCCTGCCTTCTTCCTTTGCAAAACTGCAGTTTTGACA 

GCATTTGCTAATGGTCGTTCTACTGGGCTGATTTTGGACAGTGGAGCCACTCATACCACTGC 

AATTCCAGTCCACGATGGCTATGTCCTTCAACAAGGCATTGTGAAATCCCCTCTTGCTGGAG 

ACTTTATTACTATGCAGTGCAGAGAACTCTTCCAAGAAATGAATATTGAATTGGTTCCTCCAT 

ATATGATTGCATCAAAAGAAGCTGTTCGTGAAGGATCTCCAGCAAACTGGAAAAGAAAAGAG 

AAGTTGCCTCAGGTTACGAGGTCTTGGCACAATTATATGTGTAATTGTGTTATCCAGGATTTT 

CAAGCTTCGGTACTTCAAGTGTCAGATTCAACTTATGA TGAAC AAGTGGCTGCACAGATGCC 

AACTGTTCATTATGAATTCCCCMTGGCTACAATTGTGATTTTGGTGCAGAGCGGCTAAAGAT 

TCCAGAAGGATTATTTGACCCTTCCAATGTGAAGGGGTTATCAGGAAACACAATGTTAGGAG 

TCAGTCATGTTGTCACCACAAGTGTTGGGATGTGGATTTCCAAGCATTTCAACAGATGTGGA 

TTTCCAAGCAAGAATATGAAGAAG GAGG GAAGCAGTGTGTAGAAAGAAAATGCCCTTGAGAA 

AGAGTTCCCAAGCTTCTACCTTCCTTTTGTCACCTTACGTTTCATAGCTTTAGTATACTCAGG 

AAAAGAATGACCATCTTTTGTAGAATGTTTATACATTTTTGCATATTTCAATTTC 

TTTTAAAGCTTTAACTGGCTCTATAAATTAAGTTTGTGCTTTCCTTGAAATGCACTTAT^ 

T ACAAG C ATTTT AT AATTTTGT AT AAATGTCTATTTTCTCTAAAT ATTTTG CTTTCAGT AAAATG 

CTTTCCAACTCTGTTTAGTGTATTAATTACCAGTGGATTGGT^A^ 

TAAAAGTTACTGCCTATGCTTTTrACCTTAGGCTTACAGAATTAM 

GAAATATATTTTGGACTGTTGTGCACTGTGATTACTACTTTAAGGACTAAATGTATTTCTCATT 

ATTTTGAATCAAAGTCCTCCGTTTATTAACAGCAATACCCACATCCTCTTCATAGCCTATTAAC 

AACAGAGGTAAAACTATTATTCAAATTCAAAAACTACGGTATTGCCTTTGCTGTGGCAGTTAC 

CATCACCTTCACACTCTAAGGTAGCAGGTGACATTTAAAGCCTGCTTAAATGTCAGAATTTAT 

AAAGTGGGAATCTCATCTGAACTTTATACCTGATTTTTAGAAGCAAATTAGCTTCTACCAAATT 

AGCTAATTAGCATGCCATATTCACACTTAGAACAACTGATTAGTAAAGTCACTTGACTAAAAA 

CAGAATTTCTTTATAAACCACTTAACATATTTACTCCTGTACACAGACTATTCAAGAAAAACAA 

AATGGTAMTTTAATAGTTCAGACATCTTAGACAAGACTTGACTTTTGGGCTTCAGCAAGATG 

TGGAAAC 1 INI I AAAAGAA1 1 1 1 I GCTTTCTTTCTCTCTAAATTTTCCTTCCGTGCTTTGATGC 

GGGCTCGTTTCTCACGTTCCAGTCTGAGAAAATGGTCCACATAAGGCAAGGCAAAGAATCGT 

TTCCTATTGTATCTTTTATTTAGGTGCCAAGGTATAACCCACTGCTTGAACTTGTGCCAGATG 

ATTCTTCCAAAGATGTCTCTTCTCCAAGCACCAGGTCTAGCTCTTTCTTGACCAGTCTGAAGA 

AGCCTTAGGGCATCTTCTCTTTCCTGGACAACTTTATCTAATGCATCCATGGAATCTACTACC 

TTATCTAACCGCTCTGGACTTGGCATTGGCAATCTCTGCCGCTTGGCCTCCTGCTCT AGGG T 

TAGAAGCATGTTTCTTTCTTTCAGTAAGACATACCAAAGTT TGTGTA AATCTTCATTA CTTTTG 

TTCCTTAGTTGCTGACAGGTCCATGCTGCTCCAGATTTTACI 1 1 I I CTTGCCCCCAG I I I I 1 1 

GGGTCATCAAAAAATTCTTCTAGTCCTTTCCTTGACAATGTGGTATGAAGTAATCTATATTGG 

TGAAAGGATGTCACATTTGGTGTACTCTTAGGCAACAAACTAAGAGAAGACCTGCAACCCGA 

GTGAGCAGCGTCCTTGGGATTTACTAGGGAACAAGCTGCCTTCAGGAACGCTGAGGCTCTT 

CTACAAATACCCACTAGACTGGTCGCAGCCATGTTTCTAATGGAGACCGTCAGTTTCACCTA 

GGCCAGCAAN 

>693 

>694 

>695 

CCCCCGCGGTGGCGGCCGAGGTACGCGGGGAGGCATTCAGGCAGCGAGAGCAGA 
GCAGCGTAGAGCAGCACAGCTGAGCTCGTGAGGCAGGAGACTCAGCCCGAGGAAATCGCA 
GATAAGTTTTTAATTAAAAAGATTGAGCAGTAAAAAGAATTAGAACTCTAAACTTAAGCTAATA 
GAGTAGCTTATCGAAATATTACTTAGTCTTAATAATCTAAGAAGATCTTAAGAGATAACATGAA 
GGCTTATTTAAACAGTTTGAAAAAGGAAATGAGGA GAAAA GTATTTGTACTGTATAATGGAGG 
CTGACCAGAGCAGTTTAGGAGATTGTAAAGGGAGGTTTTGTGAAGTTCTAAAAGGTTCTAGT 
TTGAAGGTCGGCCTTGTAGATTAAAACGAAGGTTACCTAAATAGAATCTAAGTGGCATTTAAA 
ACAGTAAAGTTGTAGAGMTAGTTTGAAAATGAGGTGTAGTTTTAAAAGATTGAGAAAAGTAG 
GTTAAGTTGACGGCCGCCACCGCGGTGGAN 
>696 

TTGGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGACCGATGGCGCGATTTCA 
CAATCCTGCAGAACGGCCATACAAATTGCCAGACCTGTGCACAACGCTGGACACCACCTTG 
CAGGACATTACAATAGCCTGTGTCTATTGCAGACGACCACTACAGCAAACCGAGGTGCATGT 
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GTTGTCTGAAACCGCTGTGTCCAGCAGAAAAATTAAGACACCTAAATAGCAAACGAAGATTT 

CATAAAATAGCAGGAAGCTATACAGGACAGTGTCGACGGTGCTGGACCACAAAACGGGAGG 

ACCGCAGACTAACACGAAGAGAAACCCAAGTATAACATCAGATATGCGTGGACCAAAGCCC 

ACCTTGCAGGAAATTGTATTAGATTTATGTCCTTACAATGAAATACAGCCGGTTGACCTTGTA 

TGTCACGAGCAATTAGGAGAGTCAGAGGATGAAATAGATGAACCCGACCATGCAGTTAATCA 

CCAACATCAACTACTAGCCAGACGGGATGAACCACAGCGTCACACAATACAGTGTTCCTGTT 

GTAAGTGTAACAACACACTGCAGCTGGTAGTAGAAGCCTCACGGGATACTCTGCGACAACTA 

CAGCAGCTGTTTATGGACTCACTAGCCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGT 

AACCTGCTATGGCCAATTGTGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCA 

AACTCCTGGGCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAGGATTACGGGAGTG 

AGCCACCGCACCCAGCCAGAAMACGTTTCAMTATTGGAAMCCTTACTTTTJXGAATGAGC 

ATTTTTGCATCMGGGGTAACAGGGACATTAGGCTTTTTTTCTCTTAGACtCCAAACAGTAAG 

GTCAGAATTTATCAAGACATTACATAGGAGTAAGGGCACAGCCAGGGGTGGTGGGGGGAGG 

ACATTTTCCAGCACTAATTAACAGGTTTTATGATTCACTAGGTTGGCCCAACTACTGTTCTCA 

CCTAATTCCCAGGCACAGCGTGTCAGGAGGCCAAATGACACTTTCCAGTGCAAGTGCTTGTA 

GTATGAAGGGGGCAGAGATCACCTAGTGACCATCAAGCAGGCCATCCAGAGGCAAAACTCC 

TTATGTGAGGAATTTAGAAGTAATTAGACTCCCCTGTTATTTAAAGCTGGCATCTGGGTCCAG 

GCnCnCCCCAAAMCjrGTAAGTAACIAGAATXTGTACATGTCTGGCATG 

AAACTTATCGTGCAACCCTTGCTGACATTAAGACACCAAAATGTCCAAAAATGTAATCATTTA 

TCATGACCTMGTGGTTAATATGGCCCAAATTCCCTTTAAGCTCCTGCTTTAAGGTTCATAAA 

TATCCCTAAGGAAAATCCACTCAGTCCTCTCTTGCTGAGGCACCCTGCTGTACCTGCCCGGG 

CGGCCGCTCCACCGCGGTGAGCNNNNN 

>697 

GGCGGCCGCCCGGCGCGACCGGGTGAGACAGCGTCAGGCGCTTGATTTCCCTGA 
GTCCCGGTGCCTCAGCTGCCCAGTGCCCACGTTCGTAAGAAGGCAACAAGTTCTTCTCCTC 
TACAGAAGGATTTTGCAAACAATTCGGCAAGTTCCAAATGATTCTGATCGCAAATACCTGAAA 
GATTGGGCAAGAGAAGAATTCAGAAGAAACAAAAGTGCCACCGAAGAGGATACAATCCGGA 
TGATGATTACTCAAGGCAATATGCAGCTCAAGGAGTTAGAAAAAACACTTGCTTTAGCAAAAT 
CTTAACTATAGCATTATTCTGAAGGATTTTCAAAGTCTCCATGTGTTTTGTTGCATTTAGGATT 
AACAATGGACAACACAAAGCCCAGTCTTACTATTTATATGTACAGTATTTGGT GATAG AGAGC 
AAAGGAAAAACACATCAGAACAGTTGCCTTAACACTGAAAAACATACCCTGCATTTTGAAAAT 
GTTTATGGATGTCTCAGCAGTTCTTAAAAGAAGAAAAAAACCACTAACAAATGGCCAGTAGAT 
GCTGGACACAATCATTAGGGGAAGTGTAAATCAAAACTACTATGAGGTCGGGTGTAGTGGCT 
CATGCTTGTTATTCCAGTACTTTAGGAGGGTGTGGTAGGGGATCACTTGAGGCCAGGAGTTC 
AAGACCAGCCTGGCCACATGGTGAAACTTATCTCTACTAAAANNN 
>698 

NNNNNNNNNNNNNNNNNNGCAGGTTTTTGTCCACATTAATTTTCATTGACTTTCTAT 
CATTCTTAGCTGTCAGTCTGATATTGTACTAATCATATTCATTATAGACAGGATAAAAACTGAT 
AAAAATTTATTAGTAATTTCTTGAGCATAGCACTTTGGTAGGGCAAAAGCATGGTATCAGATG 
TACTCCAGGGCAGATGTCTTATTTGCTAGCCTTCCTGGTCAGTGTGTCTTCACTTTCTCTTGG 
TTTGTAGGCAGCATTACAGAAACAACAGGAAGTAGTAGGGGCTGGGTCTTCCTTGCCTACAT 
CATCAAAAGTGAATGCAACTGTACCAAGTAATATGATGTCAGTTAATGGACAGGCCAAAACA 
CACACTGACAGCTCCGAAAAAGAACTGGAACCAGAAGCTGCAGAAGAAGCCCTG GAGAA TG 
GACCAAAAGGTAGGTTTTGCATATGTGTTTGTCCAGATGTCATMTTCCAAATCTTGTTTTAAA 
TTCCTGATAGTGGCCATTGACAAGCATCACTCAGTGTGTTGCCAGAATTCACTCTGCCATGT 
TATAAACCTGAAAATCCATGCCTGTAGTCCCAGTCTCTGGATGTAGTGGTGCACGCCTGTAA 
TCCCAGCTACTTGGGAAGCTGAGGCAGGAGAATCGCTTGCACCCAGGAGGTGGAGGTTGC 
AATGAGCTGAGATCACGCCGCTGCACTCCATCCTGGGTGACAGAGCAAGACTCTGCCCCTC 
TCTTCCACGACATGAACAGCAAGGACAGAAGATTGTCCCCAGCTACGGAAAACAAGCTCCG 
GCTGCATTACCGTAGGGTCGTCAGGAACAAACACGATCCCTACGAGCGGGCCGTGTACCTC 
GGCCGCCACC 

>699 

CGCGGTGGCGGCCGAGGTA C 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 GTTAGTGTTTTC TG ATGT C 
TTTTCTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGATTTTTAG 
CmAGCTmGTGTTTGGGACTATGATCCATATTTAGTGMTTT TATTm GGGGGGGCAGA 
GTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATTTTTGTGAATTGCGGGT 



Page 217 of 355 



WO 01/42467 



811 
Table 4 



PCT7US00/33312 



ACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGGAGTG 

GAGGACTAGATCATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATCTTGTTGGGA 

CCCATGATGCCCCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGGA 

AGTTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATGCTGGGACCTTCTC 

TCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGAGACCGGCTGATTGTGGGAACAGCA 

GGCCGCAGAGTGTTGGTGTGGGACTTACGGAACATGGGTTACGTGCAGCAGCGCAGGGAG 

TCCAGCCTGAAATACCAGACTCGCTGCATACGAGCGTTTCCAAACAAGCAGGGTTATGTATT 

AAGCTCTATTGAAGGCGAGTGGCAGTGAGTATTGGACCCAAGCCCTGAGGTACAGAAGAAG 

TATGCCTTCAAATGTCACAGACTAAAAGAAAATAATATGAGCAGATTTACCCAGTCATGGCAT 

TTCTTTTCACMTATCCACAATACATTTGCCACAGGTGGTTCTGATGGCTTGTAAATATTGGG 

ATCCATTTAACAAAAGCGACTGTGCACTTGCATCGGGTACCCAGAGCATCGATACTTGCCTT 

CAGCATGATGGATACGCTTGGACAAGCGCTCATTGTTGACGGTGGACCAAAACTCCGGAAT 

GGTTTCACTCCGCAGGGCGTGGGAACAACCAGGCACGATTAGACAATCGCAACAGGCGCG 

GCGATAAACACAGACCCAGGGGGTTCATTAAACCGCATTTAGACCGCGAGCAGGGGTCTCA 

ACCCGCGGGGGGAGGCAGCAACGCACTTGGTAATGAGCACAGNNN 

>700 

>701 

>702 

>703 

TGCAGGAGTCCGACCTCCGTCTGTTCCTGGACGGAGACATCCTCCGCCAGGACAG 
AGTCTCCAAGGCTGCTACTCCTTCATCCACCTCAGCTTCCAGCAGTTTCTCACTGCCCTGTT 
CTACGCCCTGGAGAAGGAGGAGGGGGAGGACAGGGACGGCCACGCCTGGGACATCGGGG 
ACGTACAGAAGCTGCTTTCCGGAGAAGAAAGACTCAAGAACCCCGACCTGATTCAAGTAGG 
ACACTTCTTATTCGGCCTCGCTAACGAGAAGAGAGCCAAGGAGTTGGAGGCCACTTTTGGC 
TGCCGGATGTCACCGGACATCAAACAGGAATTGCTGCAATGCAAAGCACATCTTCATGCAAA 
TAAGCCCTTATCCGTGACCGACCTGAAGGAGGTCTTGGGCTGCCTGTATGAGTCTCAGGAG 
GAGGAGCTGGCGAAGGTGGTGGTGGCCCCGTTCAAGGAAATTTCTATTCACCTGACAAATA 
CTTCTGAAGTGATGCATTGTTCCTTCAGCCTGAAGCATTGTCAAGACTTGCAGAAACTCTCAC 
TGCAGGTAGCAAAGGGGGTGTTCCTGGAGAATTACATGGATTTTGAACTGGACATTGAATTT 
GAAAGGTGCACTTACCTAACCATTCCGAACTGGGCTCGGCAGGATCTTCGCTCTCTTCGCCT 
CTGGACAGATTTCTGCTCTCTCTTCAGCTCAAACAGCAACCTCAAGTTTCTGGAAGTGAAAC 
AAAGCTTCCTGAGTGACTCTTCTGTGCGGATTCTTTGTGACCACGTAACCCGTAGCACCTGT 
CATCTGCAGAAAGTGGAGATTAAAAACGTCACCCCTGACACCGCGTACCGGGACTTCTGTCT 
TGCTTTCATTGGGAAGAAGACCCTCACGCACCTGACCCTGGCAGGGCACATCGAGTGGGAA 
CGCACGATGATGCTGATGCTGTGTGACCTGCTCAGAAATCATAAATGCAACCTGCAGTACCT 
GAGGTTGGGAGGTCACTGTGCCACCCCGGAGCAGTGGGCTGAATTCTTCTATGTCCTCAAA 
GCCAACCAGTCCCTGAAGCACCTGCGTCTCTCAGCCAATGTGCTCCTGGATGAGGGTGCCA 
TGTTGCTGTACAAGACCATGACACGCCCAAAACACTTCCTGCAGATGTTGTCGTTGGAAAAC 
TGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCT 
GACACACCTGTGCTTGGCCAAGAACCCCATTGGGGATACAGGGGTGAAG7TTCTGTGTGAG 
GGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTTACAGCAATGCAGCATAACCAA 
GCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAGCCTGCAGCCTCACAAACCTGGAC 
TTGAGTATCAACCAGATAGCTCGTGGATTGTGGATTCTCTGTCAGGCATTAGAGAATCCAAA 
CTGTAACCTAAAACACCTACGGTTGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGTT 
GGAGGAAGTGAAAGAAAAGAATCCCAAGCTGACTATTGATTGCAATGCTTCCGGGGCAACG 
GCACCTCCGTGCTGTGACTTTTTTTGCTGAGCAG(Xn"GGGATCGCTCTACGMTTACACAGG 
AAGCGGGATTCGGGTCTCTAAGATGTCTTATGAATGCAGGTCAGAGGGTCACATGTTAACAC 
TAGAGTCTGTCGAGAGGTAGGATTTGACACTGGTTTTCTCACTATTTTTGGGAGATTCTGCAC 
GAGTCACGCACCCCCTTCACATGACGCTATGTACTTTCTCACAGGGATAATAAAGTTAGAGC 
ACTCTCGNNNNNNNNNNNNNNNNNNNNNNNN 
>704 

NNCTGTGGCGCGCGTCCTTTCCACGTGTCCCGGTCACCGGCCCTGCCCCCGGGCC 
CTGTGCTTATAACCTGGGATGGGCACCCCTGCCAGTGCTGCTCTGCCGCCTGCCACCGCTG 
CCCGAGCXXJGACGCTATGTCCAGCAAAGGCTCCGTGGTTCTGGCCTACAGTGGCGGCCTG 
GACACCTCGTGCATCCTCGTGTGGCTGAAGGAACAAGGCTATGACGTCATTGCCTATCTGG 
CCAACATTGGCCAGAAGGAAGACTTCGAGGAAGCCAGGAAGAAGGCACTGAAGCTTGGGG 
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CCAAAAAGGTGTTCATTGAGGATGTCAGCAGGGAGTTTGTGGAGGAGTTCATCTGGCCGGC 

CATCCAGTCCAGCGCACTGTATGAGGACCGCTACCTCCTGGGCACCTCTCTTGCCAGGCCC 

TGCATCGCCCGCAAACAAGTGGAAATCGCCCAGCGGGAGGGGGCCAAGTATGTGTCCCAC 

GGCGCCACAGGAAAGGGGAACGATCAGGTCCGGTTTGAGCTCAGCTGCTACTCACTGGCC 

CCCCAGATAAAGGTCATTGCTCCCTGGAGGATGCCTGAATTCTACAACCGGTTCAAGGGCC 

GCAATGACCTGATGGAGTACGCAAAGCAACACGGGATTCCCATCCCGGTCACTCCCAAGAA 

CCCGTGGAGCATGGATGAGAACCTCATGCACATCAGCTACGAGGCTGGAATCCTGGAGAAC 

CCCAAGAACCAAGCGCCTCCAGGTCTCTACACGAAGACCCAGGACCCAGCCAAAGCCCCCA 

ACACCCCTGACATTCTCGAGATCGAGTTCAAAAAAGGGGTCCCTGTGAAGGTGACCAACGT 

CAAGGATGGCACCACCCACCAGACCTCCTTGGAGCTCTTCATGTACCTGAACGAAGTCGCG 

GGCAAGCATGGCGTGGGCCGTATTGACATCGTGGAGAACCGCTTCATTGGAATGAAGTCCC 

GAGGTATCTACGAGACCCCAGCAGGCACCATCCTTTACCATGCTCATTTAGACATCGAGGCC 

TTCACCATGGACCGGGAAGTGCGCAAAATCAAACAAGGCCTGGGCTTGAAATTTGCTGAGC 

TGGTGTATACCGGTTTCTGGCACAGCCCTGAGTGTGAATTTGTCCGCCACTGCATCGCCAA 

GTCCCAGGAGCGAGTGGAAGGGAAAGTGCAGGTGTCCGTCCTCAAGGGCCAGGTGTACAT 

CCTCGGCCGGGAGTCCCCACTGTCTCTCTACAATGAGGAGCTGGTGAGCATGAACGTGCAG 

GGTGATTATGAGCCAACTGATGCCACCGGGTTCATCAACATCAATTCCCTCAGGCTGAAGGA 

ATATCATCGTCTCCAGAGCAAGGTCACTGCCAAATAGACCCGTGTACAATGAGGAGCTGGG 

GGCTCGTGAATTTGGAGATGGGGCAAGTACAGGCGC7AATTGTTGTGATAATTTGTAATTGTG 

ACTTGTTCTCCCCGGCTGGCAGCGTAGTGGGGCTGCCAGGCCCCAGCTTTGTTCCCTGGTC 

CCCCTGAAGCCTGCAAACGTTGTCATCGAAGGGAAGGGTGGGGGGCAGCTGCGGTGGGGA 

GCTATAAAAATGACAATTAAAAGAGACACTAGTCCACACACAAACAGAAAGACAACAACAAAA 

CAAAAACAACACGCGTCTCTTCTTGCGCAACAAAAAGCGACCGATATTACACCACATTCATAA 

GATACGCCCTAGGATACGGAN 

>705 

>706 

NNANMCGTACGAGTAAATTTTCATrACCTTTAATTAGGCAATGTTTCTTAGATAACC 
ATAAAACTGCAAAAGCAATTTTTAAAAATGATAAATAGGACTTCATCAAAAAGTAAACGCTTCA 
AAAGATACTACTGAGAAAGTCACAGAATAGGAGAAAAATCTGATGAGACTTTATGTCTAGAGT 
MTGMTTCTTGTTAACGAATAACCAACCCCCTTTTAAAAATGGGCAAAAGATTTGAATAAAC 
ATTTCACTACAGACAATAAACAAATGGCCTTAAGCACAAGAGATGCTCAACATCAGTAATTAT 
TAGGGAAATGCCAATCAAAACTACAACGAGATACCCTATATCCACTAGTATGGCTATAATAAA 
AAAGAGTAACAAACGTTGAGGAGGATATGGAGAAACTCGAGCCCTGGTCAGGTGTGGTGGA 
TCACACCTGTAATTCCAACACTTTGGGAAGCTGAGGCAGGCAGACTACTTCACTGAACCCAG 
GAGCTCAAGAGTAGCCTGGGCAACACGGCGAAACCCCATCNN 
>707 

TTCGGAAGGGCTGGGGCCTGAGAAGAAAGGGCGGTGATTCACAGCGCCGAGGAG 
GCAACATCCGGGATCCTCGCCCCTCTGGGGCGGAGGCGGGGCAAAAGAAGAGGGGCAGG 
ACTCGTTCCCGGGAACCGAACCTGGAATCCCCGGCGGCAGTGGGGCTGTTGCTGTTGCTG 
TGGCTGTCGCTGCCCGTCAGGCTGCCTTCTTTTGTCGTTTCCCAGCGCTGCGCAGGACTTC 
TCCTGGCGGCGCTGCGGATCCAGGGGGTCGGCTGCCAGGTACAGGTTTCCTAAAGACAAA 
AAAAAATGGAGGAATCTGTAAACCAAATGCAGCCACTGAATGAGAAGCAGATAGCCAATTCT 
CAGGATGGATATGTATGGCAAGTCACTGACATGAATCGACTACACCGGTTCTTATGTTTCGG 
TTCTGAAGGTGGGACTTATTATATCAAAGAACAGAAGTTGGGCCTTGAAAATGCTGAAGCTTT 
AATTAGATTGATTGAAGATGGCAGAGGATGTGAAGTGATACAAGAAATAAAGTCATTTAGTCA 
AGAAGGCAGAACCACAAAGCAAGAGCCTATGCTCTTTGCACTTGCCATTTGTTCCCAGTGCT 
CCGACATMGCACAAAACAAGCAGCATTTAAAGCTGTTTCTGAAGTTTGTCGCATTCCTACCC 
ATCTCTTTACTTTTATCCAGTTTAAGAAAGATCTGAAGGAAAGCCTGAAATGTGGCATGGTGG 
GGTCGTGCCCCTCCGGAAGGCTATAGCGGGACTGGGACAATGAGAAAGGTGGCATGGCCC 
TTGCTCTGGGGGTTCCAAAATATAAACAGAGAAATGGCTGGTCTCACAAAGATCTATTAAGAT 
TGTCACATCTTAAACCTTCCAGTGAAGGTATGCATAAGATCTTCATTGGGAAGAAGGGTGGG 
TAAGGGATATTCAATAAATAGCAAATTTTTATTTAACATAAGACAAGTGTGTAATATTTTCTAG 
AMTAGCCTTTTATTCTCAAMTATACATTMTTCAMTATATTTAATGCCTTCCTGGGATTACA 
CCCCTACCACAGGCGATCCAGACATTAATAATCAAGAATCAAATGACAGGTTTATAGGTTAAT 
ATTCTGAATCCTAAAATGCCACCGTCCTACTGGAATGCTCACCAAGTGATTCTGGACTGTGT 
AAGTAGCAGGGGCAAGACTAAAAGTTGCAATAAGCCTTGGATATGGGT 
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>708 

NNCACGAGGATTCCTTCCTTCTTTTGGTCGGTTCTGAGTGTGGGGTGTCTACTGGG 
GATCTGCTAAGGCTAAGAGGCAAAGATAGGCAAGTCACTCCCCTGACCTCAAGAAACTCCC 
AGTCTACAGGCGAAGATACACCACCCACCGGTAGAGTCGCTGGACCAGAATATTAGGTGTT 
CCAGTCAAAGTCACCCAGATTTGCCAAAAGACCTGGCACAAATGTCACTTCCACTATGAAGT 
CCCACTGACTTCCATATACAAGACAATCTGCTG GGAAT TTCTTGGGTTGACAG CTCTTG GAT 
CCCTATTTTGAACAGTGGTAGTGTCCTGGATTACTTTTCAGAAAGAAGTAATCCTTTTTATGA 
CAGAACATGTAATAATGAAGTGGTCAAAATGCAGAGGCTAACAT TAGA ACACTTGAATCAGAT 
GGTTGGAATCGAGTACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCA 
ACAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCATTGCTGGAGTGA 
TCTATCAGGCACCAGACTTGGGATCAGTTATAAACTCTAGAGTGGTAAGTGTCTTCACATTCT 
TTAAGCACTAAAGAAAACTTTTAATTAGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCT 
GCCTTGTGTAAGTTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGAG 
CCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATTATATAGTAATTTAGGTTCTGAAAAAT 
AGGTTCTGTCTTTGCATATGTAATATTTTGTGAGTATTTACTTTGGAAAGTTTGGTCGACCTAA 
TGATAAATTTAGAGTTTATTTTCCTTTTACMGCTTACTGCATTGCATGGTATTCAGTCAGC 
TTGATGAAGCTATGTCATACTGGTCGATATCAT 

>709 _ _ _ 

ACAAGCATGGTCCATACCACTGTTTACTTTTCTAGAAAGTTGTTAGACTAATTT^ 
ACAAAAATTCTTTATTGTCTTGGTAACAAAAGAAGCATACTAAAAATTCTCAATAAGGCACAGT 
GTCTCTAGAAGCTTGAGCATTCAACATAAACTTCTAATTAACACGA ACTT GTGCTCTTATTTCA 
GCCATTGCTGTGTGGGCTTGGAGCCAGGAGMGATGCAGAGGAATTTT ACAAT GAATTACTT 
CCATCAGCTGCAGAAAATTTTCTAGTTTTGGGGAGACAATTACAAACATGTTTTA 
>710 

ACGCGGGCTAATCCCAGTTATGAGGGCTCTGCCCATGACCTCATCACTTCCCAGAG 
GCCTTACCATCTAATACCAATACATTGGGTTTAGAATTTCAGCATGAGAATTTGGGGGAGACA 
GTCAGACTGTAGCGATGATTCTGGAGTATTCATCATTTAAGAGACACTTAAAAATGATCAGAA 
AGGAGAGGATGAAGGCTAGAACTAAGACTTTAGCGTTGAACATGGAAAGGAAGTGATGACT 
GCAGATATCTCCAGTACCTGGTGACCAGATGTACAGCAGCAGTGTGACTACCGTGGGTGCA 
GGTACCAGTAAGCAAATAAGAACTGAAGCAGGGCAGATATTTCATTTGGGCACCCACTGAGT 
TTTTGGTGATGGGTATAGCTATTTGATTTTGGAGTCTAGGGTGGATTTAAGTCTGGCTTAGAA 
ATATGGCTCTAAGGGGACATTCAGCATAAAAGTTAAAAAAAAAAAAAAAAAACCCACAGAGAA 
AGAGTGAGGAAAGAGGGAGGGCCAAGGGTAAAACCTTAGAACTTGAATAAGCAAAGAAGTC 
CCAGCACAGAAGCCAGAGGGAGAAAGAAACCAAGGAGTGTGAGGCTGGAAGAGAGAGGGT 
GGAAGATGCNNNNNNNNNN 
>711 

A C I 1 1 I I I I I I I I I 1 1 I I I I M I I I I I II I GATAGCCATATACCAAATAAATGTTCTGTGA 
CTAGGGGTTATGGCACAATGGGTATTGAGACACTAAAAACTC TGCTT CAGGCTTCCATCCTC 
TTAATTTTAGAATATCTCTGATTTCCTAATTTTCTGATTC 
TTTACTTTATGTTATTGACTGATCC^ 
TTCTAAATCAGATTCACTAATACTTTGATTCACTTCCAAGGA 
>712 

ACTTACAAAAATTTTTAACATTAGGAGGTAATTATAAGTAGATTCTGTGATTAGGACTT 
CATTCATGTATCTTTTGCTACATAAACCTTTGTTAGATTAAATGGAAGACACCTG CTAGGT GA 
TACTTTTTATAAAACATATGAGTAAGTCATATATCTTTGTTAAATTTCTGTA^ 
ATAAAGATGGAGAGAAAGGATGGAGTGATACTAAGGACCCTAATAACATCTCTGT TCAA ATTA 
ATTACTAAGTGATAGAAGTATTCATATGCCATTAAAGATTTGCCAATTCTATTTGMTmAm 
GATAMCTTGAAAATCAAATAACCTAACAGCTGTCTTTTCTTTCTTTCTAAACCCTTT^ 
TAGATTTAATATTTTTCTGAGTTTTCATTAMGAGTTATTTAT^ 

GTAGCATCGCAAAATAAAAAAGTCTGCATCCTTGCAAGTTATTCACTGCTCACGTGCTTGCTC 

TTCTCTGGTAAATTAAAAAAATAAAGATCAAGAAGAGTCTGGGAGGAGGAACAGATGAGTCA 

GATGGGTTGAATCCTGTGAGTAAGTGAAAGAGTAATAGGAAAAAAAACACTATGGTCATGAA 

AGAACTGCATCCTGAAAGGTTGTG 

>713 

NNNNCGCTCTTGTTGCCCAGGCTGGAGTGCAATGGCATGATCTTGGCTCACCACAA 
CCTCCGCCTCCCGGGTTCATATGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACA 
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GGCATGCGCCACCACGCCCGGCCAATTTTGCATTTTCAGTAGAGGCGGGGTTTCTCCATGT 

TGGCCAGGCTGGTCTCCAACTCCCGACCTGAGGTGATCTGCCCACCT CAGCC TCCCAAAGT 

GCTGGGATTACAGGCATGAGCCACCATGCCTGGCCAAAAATAAAGAACTTTTAAGACAAACC 

TGAAMTCCCAGTMGAGCCATCTTTTGACTGGCTTTATGTTACTCTTCAGATACCGTCTAAA 

AGGCTCAAGACCAGCCAGATTTTAGGTAGGGI 1 1 I I I GCTGCAAAGTAGAAGCCTACTGTCT 

CTAGAAAAGAAACGCAGTACTTAGGGATCAAATGGGGTGGCAGTGGGGAGGAGGAATAGTC 

ATAAAGATCAATGGTCATTAAAATTCATTCCAAAACAAAACTGCATATATACTTTGGAGCTCCA 

CTTC7TTGTTTTCGTAAATAAAAGAAACTAATTGACGAGTATGTACAATGTGCCAGGCACCTT 

ACAAGACACAAATATGCTCTTATAGGCTGGGGAAATAAGAAAATATGAATGAAGCAACCCAG 

GTCTTGAGCCAAAGAATTACCTGGGGTCCGTTGAGTTTCAAATCTGAAAATTTCTGTCTTTCA 

AGGTCAGCATCGCCCACAAACCGGCCGTTCTGAAACACAGCCCACAAGAAGACAATTCATTT 

TGTGGCCTTCTTTTGCTCTATCAAATACAAACGATC I I I I I I I CAAACAGGAAAAGGGCTTTC 

AAGAAGATATGTGTGGCCTGGAGTCCTTGTGTCAGTACTCATAAAAGAACCATTCACTCTTTA 

GTCTTAGCACTTTCCTCAAAATTGAAAATCAGGCCTGGAACTCTGGCAGACAGGGTCTCTGG 

AACATAAGAACGTAAACTCCACGAGGGCAGAGGGTTTTTTGGGATAAGTTTAGTTTAGTCTA 

GTGCCTTGAACAGTGCCTGGCACATAACAGGTGCTCAAAAACTATTTGCTGAATAAACAGCA 

CAGACCTAGATAATTTCCCTTACATGCAACCTTTTTGGAAAGCCATAAAAATGTAAGGAAAGT 

TGGAAGGGCTAAGTTGGGGGGTTTCCAAAGAGCTTTATAGTCTCATGAATCTTCATGCAGTA 

GTAGGAGTGGAAAGTGeeATTeeAGGeAGeTTTTTAWGAAAGAAGCAAGATGGCTATCATG 

TCCTAATGTAAAAAACAGAAATTTAATTAAAGAAAAAAGCAAGAGATACGAGTCTCCCTTTCC 

AAGTACAAAAACAAGCACCCCAACTCCCCTCAAGAAAACAGAAGGCTCAATATCTTTACCAA 

CAATTATTAGAGCCACAGAATACATTCCAAAATGTCATCCAGAAGTTGCTGTCTTAAGCAGCA 

GGAAATAATCTAATGACATTATACCACATAAAAATATATTTGCCTGCTCCTCTTCCAGTAGAAT 

AGTGAGATCCAACCACCTTGGGAGACTCTTCCTCCACCCCACTCCCATTACAT AGAGT GTAA 

TGCTGCAGGGAGAGGMGTTAAACATTACTTTCAGGAAGAAGGAAGGGTGTGGTTTTACTGC 

TAACGGACGCGTGGTCGACTCCCTANN 

>714 

CCCTTAGCGGCCGCCCGGGCAGGTACATATGCACTATTTAGAATATGACATTAATCA 
ACCACTAGAATTAAAATCAGGTTATAAATCCTCAAAATCACCAGAGTATAAATTTAAATGAAAA 
ACCCAGACCACAGAACAAAAACAGAAATACCAAAAAATAATCACAAAATATTAAAAACAGTAT 
ATAAACACAGTGACAGAATTAGGACTAAACATATCTGTAAAACAATAAATGTAAGGGTAATCT 
CACCMTTATGAAAMGACCTTCAGATCATATTTTAAAACAAATTTAAAAACTCAACTGTATGT 
TTATGCAAGAGACAGATTTAAAAATAAAGAGACTCAGAAAGCTGGAAATAAAAAGAAAGTGCA 
AAGAAATAGCAAACAAATACAGGCATAAAAAAAAACAAAGATCCCAATAGT 
>715 

ACGTGTGCTGGATATGCAGGCTTGTTACATAGAATTGGTGTAAAATTTGAAAACCAT 
GAAAAAATAAAACAATAAAGGATCTAGATGCTAATAATGTGGTTAGTTAACATGTTGACCATTT 
CAMGCAAAATAAGTCTTTGATGTTTTATACTATTCATAGCAAGATATAAGTATTTAATCTGCA 
AAGACGTGGATTTGAAAATTCAGCTGCCAAATGTAAAGAACAGATTCCTAGATTATTATTAAT 
AATATCTCTATAAATATTATATTTATCAATAATGGGT 
>716 
>717 
>718 
>719 

NNNNNNNNNNNNNNNNNNNNNNNNNNNGGAGACAGGGTCTCGCTCTATCACCTAG 
ACTGGAGTGCCTGGTGCAATCTCGGCTCACTGCAACCTTCACACCCCAGGCTCAAGTGTCA 
ATCCTCCCGCCTGAGTAGCTGGAACCACACGTGCGCACCACTAAACCCAG CTGTT TAATACA 
CCATTTTTAACCCAAAACATTAAGAAAAATATAGGAACAGTAAGTAGATTACATTTTGTAAACA 
GACAAGCTTACAAGTTTTCTCAAATATGAAAGTCATACTAAACTGGGAGACTGTTAACTTCTT 
GATGGGGTTAATCTCTAATATGAAGCCACAGTCATAGCTAACTACAAATTACATATACAATGC 
CAAAAATATTCAAAAATAACATTTTTTGCACCTTAATGATTACAAATGCTAACCAGCATAAAGA 
CACTGGAMGTTTCAGAATCTCCTCATCACATACTTTCAAATATCTTCCCTTTACN 
>720 

ACTTGAAGAACATGGTAAAAATATGTTCACAATAATATTTTATCTTAGAAATGTATTCA 
GTAAAAAATCTCTTTANTTCAACTATCCTCTTGATTCAGGGGAAAAAAGGATTAGCATGGGAG 
ATAACAGAATAGGAAGTTTAGGAGATAATGAGACTTCTGTTTTAGTAAAGTAAATAAGCTTTA 
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ATAGTTTTTTGGTCATGTATTCAGTTTACCAGCCTTGMGATATTTGTAGGAAATTTTAAAAGT 
TTCTCTATTTCATCCCCCATGATAAAAATTATATAGAATAAAAGCTGAATTGAACTTTCTTCAC 
AGCACACTGAAAAATATCTTCTATAGCATTAATCAGATCACAGAATGCATATTTAAACAAAAAT 
TTGACTAATTTAANNNNNNNNNNNNNNNNN 

>721 _ 

cggtacccccaacgctgctcacagaagaggcaagattaatttcctTGACATTGAG GAGTTG T TGGA TAATT 
ACTAAATTTGTCCTTGTTMATAAAGGTATAAAACAAAGATGTTTTTTCTTTTTTAATTTAAATT 
TTTTACAGAGCTGAGTGTAAAAATGTTAACTATGTTTTCTTTAACAGAAAGTTCTGTTTTTGTG 
ATCCTTTTAAAAATAAAGCTTCACGGAAGGTATGAGAATAGTATTTTTCAACTTTAAATTTCTC 
ATTACCAGAAGACCATGTGGTAATTCTCTGTATACAGTTAGAACAGCACGGAAACTTGA AGG 
CCTAMMATTAGCTGACCTTGTTAAAAATGTTGGCGTGAGCAGTATATTATTACCTATCTTTT 
TTTATTGTGTGTGTGTGTGTGTGTGTTTTAAACTAATTGGCTGAAATATCTGCCTGTTTCCCTC 
TTTACATTTTTCTTGTTTCTTTCCTTATTTATCTTTGTCCATCTTGAGATCTACTGTAAAGTGAA 
I I I I I I AATGAAAACAGTTCCAAGTTTTACTCTCAGTGGGTTTGGGACATCAGATGTAATTGA 
GAGGCCAACAGGTAAGTCTTCATGTCAGTGTTTGTTGAGGAACGAGCCTATGAGGTCAGTTT 
TCCCAAAAGGAAAMGGGCAGAAGGGATTTGTTCATTTTTACATCTCGTTTCTGTAATACACC 
TTTGACTTCATGGTTGATCAGACTTTGAAGTCTAAACAGAACGTAAGCACTTGGTGTATCGAT 
TATCATACTACACAGTAGACATGTTTTC MGGCATATCTTGTCAC TGTGTGmCTICTGACTT 
GTATCTTTCCCTAGAACTAMTAT^ 

I 1 1 I I I I I I AATCTAGCTTTTCAGCTGATAATGGTTACACGTGGTATTATTTCAAGTCCAAGAT 

ATTATGTATTCTATTTTAACTGTTTCCCAGTTTTGTA I 1 1 1 I I GTATTGGAATGATTATGAAATT 

AATGAGAAATCTTTAGAAACAGACTACAAAAGAGTAGTTCTTAAATACAGAAGTGATTGTGAA 

ACTTTGTGATAGCAATGTGTGTAGTAGCAGTTTTGTCTCAAATACATTTATCATTTGTTACTCA 

AAGGATGTTGAAGTATTAAAAGTCATTATGCTGTCTGTGGAATCCTACTATTAGTACAGAACA 

CCCTGC AGTG A I 1 1 I I CCGCCCATGTTAGCATTGAAGTTGTGAGCTCTACTTGCTTGTCTTTA 

TGGCCCTTTAATTCAAGTAATTGGTCAGTATCCGTATGGGTCTTTTATACCACCCGGTGGGG 

GCTAAACTAATTTAGCTGCTGCTGTATACTTACTAACAAGGAATAAATGTTAAGCTTTCTTCTC 

AGTATTGATGGATGGTATCTAAAAGTATTTTTATGTTTCTTTMCATGGCTTAAATTTTGAACTT 

AATGTATCAAGTTAGTATGGTCATATTAATACCTGTGCTTTTCAGATTCTTCAAACACCTAAAT 

GAAAGTGATAAATTCAAAACTGATCCTTTTAGTTCCTCATTATATGATATGAAGGGATTAACTG 

TAGCAGGATAGTCAACCTGACCGTACGGCATGGTGCTTTTTTTCAGGATAAATCTTCAGACA 

AAAAAGTGCAAACAAAAGGGAAAAGGGGAGCAAAGGGAAAACAGGCCGAAGTGGCTAACCA 

AGAAACTAAAGAAGACTTACCTGCGGAAAACGGGGAAACGAAGACTGAGGAGAGTCCAGCC 

TCTGATGAAGCAGGAGAGAAAGAAGCCAAGTCTGATTAATAACCATATACC ATGT CTTATCA 

GTGGTCCCTGTCTCCCTTCTTGTACAATCCAGAGGAATATTTTTATCAACTATTTTGT AAATGC 

AAGI I I I I lA GTAGCTCTAGAAACATTmAAGMGGAGGGMTCCCACCTCATCCCATTTTTT 

AAGTGTAAATG C I 1 1 1 1 1 I A AG AGGTGAAATCATTTGCTGGTTGTTTA 1 1 1 1 1 1 GGTACAACCA 

gttaacaltccacagatggggggttagtttgtatateCTAtaatacagagcatATTAAAtggcAATATGGAGTCAGTCCTG 

CATTTAATGTCnTGAACATTTTAAATTACTTCTATTACCATGTTGTTTTTTAGTAGAATTGTTTC 

CTAAAGAAAACCACTCTTTGATCATGGCTCTCTCTGCCAGAATTGTGTGCACTCTGTAACATC 

T1TGTGGTAGTCCTGTTTTCCTAATAACTTTGTTACTGTGCTGTGAAAGATTACAGATTTGAAC 

ATGTAGTGTACGTGCTATTGAGTTGTGAACTGGTGGGCCGTATGTAACAGCTGACCAACGTG 

AAGATACTGGTACTTGATAGCCTC 

>722 

ACATGAACCTATTAATAAACCATTCATGCTTCCCAGTTTGGCAGATGTGAGCAAACTA 
TGTATAGGMTTCCAAAGGTAACTTTTTCCTTTCATTACTTTACAGAAATACTGTCAA GTCCA A 
TAGAGAGCACAGACTTGGGAGGCGGATTGGGTGGGTTTGAATCTCTGCTCTGCCACTTTTAT 
TAATCATGTGAGTTGAGTATGTGACTTAATCTCTTTTAGCTCAATTTCCCCATCTGTAAAATAG 
GAATAATAAAAATACTGACTTCAGAGAGGTTTGTGAGGATCAATTAGACAGTCATGTTAAGTC 
TGTAMTTGTTTCTGTMTGGGCMGATAGCAMTATTnTTAGATTTTGTGGACCATGCAGTCT 
TTATCATAACTGCTTAACTGCCATTATAGTGAGAAAGCAGCCACAGACAATATGTAAATGAAA 
MGTGTGTCTCTGTTCCAATAAAACTTTATTTTCAAAAACCAGCTGGCTTGTCACATCTGGCC 
TAN 
>723 

ACTT ACTTTGTTGCTC I I 1 1 1 CTAAGTTTTAAAG ATGGATGCCAATCTCAGGC I ICI I I 
TCGTGTGTGTATGTGCGTATGTCCATAAATTCTCTTCTAATTACAGTGTAAGCCACATCCCAC 
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AAGTTTTGATAGTCACAGAACTGTATCGTCACACTATTTTTTAATTTCAGTAAGTTCTTCACTG 

ATCCCTGTGTAATTTAGAAATGTTTCATAATTTCCCTACATTGGAGGGGAAGATAGTTTTGTTT 

TTATTATTAATTTCTAGCTGTATTGAGCTCTTGTCAG AGAATA TGGTTTATTTTAGTCGTTTGA 

AATTTAAGATCTGCTTMTGGCAAAATGTATGGTCAGTTTTTGTAAATGTTGCCAGTAAGCTT 

GCGAATCATATGTACTCTAGTTTTGAAATCCATTGCTCA GTGG ATGTTCATTAGGCCAATTTG 

TATAATCATGTTGTACAAATCTATTCTGTTCTTMCTGTTTTTTGTTTTAAAGGTGTGGGGTCT 

TACTATGTTGCCCGGGCTGGACTCAAATTCCTCAGCCTCCCAAGTATCTAGAACTACAGGCA 

CGTGCAGCTTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>724 

ACTCCTCAGCTTGTGCTGCCCTTCTCGAATGACTCGCGTTTCCTGCTTTCATCACTA 
CACCTCCCACCGCTCTCCATCACCTGCTCTGCTCTTATAAGGATCCAGAGAAATGGAATAAT 
CTTATTGCTGATCTATGTAAACAAGTTGAAGAATCGTCTGAAAGAAAATACAGTGTGTCTAAA 
CTGGAAAAGTCCTGTAATAGTTTGTTCATGAGCATTTGCACAGTGGAGTTACTGTTTCATCAT 
GGGGGTACTGTGGACAAACCCAGGGCTGCTGGTGAGTCATGCCATCCTTACACGTCTTTCC 
TTGTAAGGTACTTTGTAGTGTCTGTCTAAATATTAGAAAGTTTCTCTGTTTCTAGATTACTTGA 
AAGCTAAGGAAAAGTTGTAGTTCTCTAATTATCMTTAGCATTTCTTTTATACTTTCAGTGTGG 
ATATTTGGGATTTCTTTATATATTTATTGCAAAGCCCTAGATCTTAGGGATTTGACN 
>725 

ACTAACTATTCCTAAATATTAAACACTGGTCAACTAAAATGCACAAATTCATGAATTG 
GATTTGCACTCAAACAAAAAAAAATACCATAGGCAGTATCATTTCTACCTTTGTAAGAGGCAG 
GAATATTCATTAGACTCTATGCTTGACTTTTCATATGTATTTTAACACTGTAGTAGGCTATCGG 
GTCTAG7TTAAGCTTCATTTCTAAACTACTCAACAGCTCAGAACTGACAAAGATCACAAGAAA 
TCMCTATTAACCTCTTGCCTGAAGACACAAATGAAATATTCCCTATTTTACAAAGCAAATTAG 
ATTCCAAGATTTTCCAAAGCCATACTCCTGCAGTTCACTTGGGTTCAAACTTAAAATCATAATA 
GTAATATACACATATTTACATTATAACCCATTACACATTATTTTCAACTCAATGCAAGN 
>726 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAAAAGGTATAT 
GTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAAATGTTCTGTGCTTAATCCAATAC 
ATCATTTAAATTCTTTTCACATTTGGACAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCA 
AAGTATTTTATCTAAATTGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTTC 
TCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAATTGGGACAAGTGC 
CCGCN 
>727 

ACATTCTATTGTTATCTCTATTTTTTGGATGAAAAAACAGCAGCACAAAGAAGTTCAG 
TAACTGGCCTAAGGCCACACAGCTTGTCTTCCTGAAGACTGGACCCAAACCCAGGCAGTCA 
TAGAACATGCTGGTCGCTATTGGGCCGCTTGCTCTATGGGGGACGGTGCTCCAGGAACACA 
GCAATGCGGTTTAGGATTCCAGGACCTGGGGCAGCTGCTGCTTCTTTCTTAGTTCTCGACAG 
ACCACTGAGTGCAGTTTITCTAMTCTTTTCCCCACTTTGATATGTGGTCCATAAAACTGCTT 
CCACACGTATAACCCACTGTGAAGTTTAAAATGATTTCATGTTTGGGCAAATTCCTACTGAAT 
GTTAAGCTAGATAGGAAACAAGTTCTGACTAACACAAANN 
>728 
>729 

ACTTATCAGGATGAAATCAGAATCACAGTTGGCCTTTTGCCATAAGGGA AGGGT ATT 
TGGAGAAGAGTCAACCACCACTCATGCCTCTCCCCTGCCCAGCAGCACCTTGGATTTTCCTG 
GCTTTATGCCTCCTGTTTCCCCTGGCTGAGTAACTGCAGGCATTAGGTTCCTCTACACACGA 
TATATTACAGGGAAATGGCAGCGATGGTCTGGAAGGGCAACACTGGCCTTCTTTCCTCCTGA 
GCACTAAAATCCTAAACATGCAACTTAAAAAAAAAATTCTAAATGTGAACACCACCTTTCAGTA 
ATTTATATTAATGTATCATCTCACCCTCTTTTCCTCCTCTTCCAACGCCCTTCTTTCTACCCAA 
ACTCCAATATACCAATTTGTTTGMCAGTTTTACATTCTAAGTGTCCAACTATTGCTAAAGGAA 
TGGATAAATTGTTGT 
>730 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAAAAGGTATAT 
GTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAAATGTTCTGTGCTTAATCCAATAC 
ATCATTTAMTTCTTTTCACATTTGGACAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCA 
AAGTATTTTATCTAAATTGCAAATCAAAAAACATCTATAACATCTTGWGGGGATACAAAGTTC 
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TCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAATTGGGACAAGTGC 
CCGCN 

>731 

NNNNNNNNGTAAACTAGTCTTCTAAGCTTTCATTACATTTTGTTCA AAATCA GTTGGA 
AAACTTTAATCAAATCACTCAACATTAGGAACCATATAAAAGCTACCATCTATTTTTGAAGCTT 
TTTGCAGACTGAAATTAATTGAAAAGTAAGCCTGAAAACAGGAAGACACTAAGGAATTAAACA 
AATTCAATGATAAGAGTTCAAATGTACAAATGAAATTCTGTAATTATTATTTGGAATATCTGAA 
CTCATGAGAAAGATCTTTTGAGGGTCTTCCTATCTTGATTAAATTTATATTCTGTAACAATAGG 
ATGGAATTGAGAAGTCCTATAATTTTGATGTATCTAAGTATTGGAAAACATTTAAAGAATCATA 
AACGAACACAACTTGGTAAGTCTTGTCTTATAAATGTTAATAAATTTGTCAAAGTATTTGTTAA 
AGAAAGTATTTTGAAAGGAGGTAAAGACATAGAACCTGTGACAATCGTGGACTGAATTATTCA 
CATATGTTAACATTTACATGTCAATACCAAGACAAAAAAGAATTTACGATATCCTCCACTTAGA 
ATTTACTCTACAATTATAGTTCAACACTTGAGAGTGTCTTCTTAATTAAAAAATTATGATCTACA 
CAGAAGAGTCAACTGCTGATGTCAACAATTTCAAATTTAATAGTCAAAAAATGAAACCATAAC 
TCTAAAGATTACAAGCAATATTATAGAAAAAATTAAGAATACGACCACATTGAACGAAGATGT 
ATTCTTCAGAAAAGTACCACTAATTCTGGCATTAGAGATAGATATAGAATTAACATTAAAATAC 
GTGAATATATTCCAGTACTATTTTGCACATGCACNNNNNNNNNNNN 
>732 

>733 

NNNNNNNNNNNNNNNNNNNNNNCAACACAAATCGCTTTTAGATACCCTTTCACGAAT 
CTAATAGGTTGTCACACACTGTACAAAACTATGTGAG AACGT ATACTACTTCTCGGCCACAAC 
TACTATTTTTAGATATTCATAAAATAACCTCTGATTGTGTTTTCAC ATTGAC CCATTCAGTTCT 
GTCCAATCTTATAATTCTGATTAAATGTTCTGGGCCTCAAAACTAATTTTTAAAAGGCCACTAA 
CTCCAAATCTAGGAACAAAACACTCTGTAAGACTACTGTAACTTGTATAAA ATTA ACTTGAAAA 
ATTCACTCACTCCAATAAAACTATGATTTATGTAGCTCATAAGAGGGTGAATTTTGAATATTTA 
CTCTATGAAAAAGCCTAAGCAATTCAATAAAAACTTGATMCTGCACGTTTAGTTTGCAGCAT 
CTTGTACCTGCCCNNNN 
>734 

NCATGCTCGAGCGGCCGNAGTTGTGAGGAATCTGCAGAATTCCCCTTTCGTGTGGA 
CGCCCTTTCAGGTACTTTCTCTGAATTTCATTAGCTACATTAAAAAAAGAAAAGATCAAATGC 
AATAGATAGCACTGTAATAGATTTTGCTACATTAAAAAAAATCCATTTGAATACACAGTGAACT 
AAAACACCAGAGTGGCTAAAAAGTCCCTTCATGCATATTTACTTAGCAGAGAGCTCTTGAGA 
AAGACCCAACCAATAAACCCCAACCAAAGCAAATCCAGCTACTTCTCTAGCTGAGAGGGTGG 
AATGACTCCAAAATATTGTTTCAAGCTCAAAAAGCCTAAAACAACTCCACATAAAANAACAAA 
AATCTATCTAATTGGACATTTACCTTTTTGGAAATAAAAGGCCCAGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNN 
>735 

AC I I I I I I 1 1 M I I 1 1 I I II I I » I GTCACAGACACAGGCTGGGAATTTCCCAAATCTTA 
CAAGTTCTCGTCCCCTTTCCCTTAACAACTCTTTCGGAGTATCTCCGTCCTTTCACACTTTATT 
GTAAGCGAGGAGAGCAGCCAGGCTGCACCTTTAACATTTCATTCACAGGATCTCAGCTCAG 
CCMGTCCTCAGCCATTTTGTAATGAGGATCACTTTCTTCCGGTTCCCCGTGACCTGTCCCT 
CGCCTCCTCTMGCCTCAGCAGAAAGGCCTTCMCATCCACTTTTCCACAACATTCTGTCTAT 
GATACCTGCATTCTCTGAGATGCTAGAAG CTTTC TCTCCAGCTCTCCCCTTTCCTCTCTGAGC 
CTTCACCCGAGTCCCCATTGATGTCCGTATTTTTACCAACAAGCTCTTCACCGCTATGGAGG 
CTTTCTCCAGCAGGTCCCTGAAAACGTCTGCANNN 
>736 

ACCTATTCATATAGTTTTATGTTATTTGTGTGAATTAAAAAATTTAGATGAAACAATTTT 
AGC ATCTAA I » I i I ATTAAATTTGCATTCTTTCCAACTTTTTGTAGAAGTTCCAAATGA GTTTA T 
AGAACTTAAGAAATTACTCAGTCTTTCTGCTGTCCAGTTTTATAATGTATGCTTCI 1 1 I I I I IC 
CCCTCAGAGGAAATAAAAGCGGAAACTGAAAAACAGAGTCCTCCTCATGGAGAAGCAAAAG 
CTGGATCAAGCACCCTTCCACCAGTGAAATCAMGACAAATTTTATTGAAGCAGACAAGT 
>737 

NNNNNGAATTCTATTACCCAATGTTTTGTGAGTCTCCAAAAGAGTAAAGGAAACAATT 
ATTTCAAGTTTCATATTTG AAAAATAACTGA I I 1 1 I I 1 1 GTAGTAAAGAG ATGCTTTATGTAGTT 
CTGGTCTTCTGGTGC I I I I I CTTTTCTTTTAATTTGATATGATATCTAATTTCATTCATGAATAA 
TGCGGCAACTTGTTGAAATTTTCCTTTTTGGAAATACATTAGGTCAGCCAATCAACCCTCAAT 
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GTGGAATCTACCCAGAGGAAATGATTCAGACTGGCATTTCGGCCATCGATGGGATGAACAG 

TATTGCTAGGGGGCAGAAAATTCCTATCTTCTCTGCTGCTGGGCTACCACACAATGAGGTGA 

GGACTGGGATCGGTTTGCTATGAAGTTTAGCAGACAAGAATTTCTTAATGCATCACTGTTACT 

GAGAAACCGAATAAAGGGTTTTCAAAACAAAAAAAAAAAAAAAAAAAAANNAAGN 

>738 

ACTATCTGCTCTGAATTAAAATTTAGAACAAAAATCACCTGCCGTGCCACTACACATG 
GACATAATCAACTGCTAAATTATGATTTGTTTTCTTCCAGTTACTTTTCCAATTAI I I I IACATA 
TACAMTATTTTCTTGGTAGAAGAACAAMGTGGCACTATTCATTGTGTAGTTTTTTTGTAACT 
TATATTTTACCCTAAGCATTTTCTCGTTGTCTTAAATTATTAATTGAAAATTATTCATGGCTAAA 
TMTGCCTAGGCTGCCATGAGTCTTTTCTCCTTCTATAAACCGTGTCAGCATTCTTTTATATAT 
ATCTTTCAGCACATCTGCAATGATTTCTTTGGAATAAATTTCTAAAGTTCGCTGGATCGAAAA 
GATTCAGGGATTT1TAGTGTTCTTTCAATTTGGCAAAGTATTTTTCAGAAACAAGCCCATTTCA 
GTTCTGAATAAACAAATTCTTTTTTATGTTGCATTTAAAATCTANN 
>739 

NNCTGGGCTTTAACTCCTGGGCTCAAGTAGTCTGCCCACCACGGCCTCCCAAAGTG 
TTGGGATTACAGGAGTGAGCCACCTTGCCTGTCCCAGAGCCTGCCTCTCTTAAC TGCT GCA 
CTAGACTACCTTCTTATTTTAAAAGTTAGCCTGCATTTCTCTTACCTGCATTTTAAATTTTATTG 
AGTAGTTATTTTATGAGCAGTCTTTGAAAAATTTTCATAAAGCGGGCTCjCCCCTGAAATT^ 
MCCCACA7TCCAGATTTACCAGCTGTGMTGTCTTGCCACACCTACTTGATCTCTCGCTATG 
CGCGTACACAGTTTCCTTCTTCGAAACAATCCAGAAGTAGGCTAGCAATGGTCACCCCTACA 
TACTTCCGCACACATCTTTAAGAACAGGACACCATTACCACACCCAAGAAAACCAGCATTTAA 
TGAATTTATTCAAGAGTATCATCCAACATACTCAAATATCCACAGCTGTTCCGAAAGTATCCTT 
CAATTCTGGATCCATTGATGGTTCACAGGTTGTATTTGGCTGTTACATCI 1 1 I I AGTTGTTATC 
CTTCAGAGTAAMCTGGCCTGCCCCTCTTTCTTTCTTTACAATATTGACTCCTTTGAGGAACC 
GGGGCTGGATGTGGAGCATTCTCCATTCATCTGATTGTTTCCATGTGACCAGATTCGGGTCA 
CAAATTTCTGGCAAGAACCCTTCACAGATGACCATGTATTGGTTATTAGGTAACAATAGATTA 
CTCAAGTAGCGAACTGGGTTGGCCTTTGGCATTAGANNNNNNNNNNN 
>740 
>741 

NNNNNNNNAGTAGAGACAGGGTTTCGCCATGTTGACCAGGCTGGTCTCAAACTCTT 
GACCTCAAGTGATCCACCTGCCTTGNCTCCCAACAGCTGGCATTACAGGCGTGACACCNGT 
GCCCGGCTGAGTTATGTAAACTTCAAAAGCCCACGGCCCGGGGCACACATTCACACACCCA 
CACCTTTTATAAGGAAGCATGCGTGTTCAGGACACACATCAAACACATCACAGTGGGTATCT 
GTGAGGAGGCATTTGGGAGCTAAAGACCAATAAAGGGGAAAAAATAAATCAGCATGTTTGTG 
ATTCTATTTTTTGTTCAAAAAAAAGTCTTACACACGTGTTATGTGTAGAGAAAAATGTTAGGAA 
GGATGTGTGCCAACATGTTCAGAGTGATATTTCTGGATGGTGGTAGTATGAGTAATTGACAT 
CTTTTCTATTTACTAATGAGCATTTTGTMCTTTTCTACCAAGAATGTTATATACAATATATACT 
TTTAAAAAATG CTAAAAGTT AAC AAAAC AAAAATG G ATTTC ATT AACTGT AT AAAAC ACCTGTT 
CAACCTATGCAATGTCACTCGATCTACATCCAGCCACTCAAGGTCTTCCATTGTCTGTCCTTA 
TCTTTCAGCTAGCTGCCATCCTCTCATCTCTGACTGCTTCTCTAAACCGCTCATGAGCATTAA 
TGCACTGCATCAACCTATCGTGTTCACCTTGTCCTTACTCTTGCTGTTTCGTGGCCTGCAAAG 
CCCATGTGCTCCTGCTCAGAGCACATCCAGACTCTGTTGATCCTTCAGCACAATGTTCCTCC 
CTCAATCCTTCACTGGGAACATTAGCCAATGATGACTCCATCCCTTCTAAAATACCCAGCACT 
GATGCTCTAGCATATATCAACTATAATTTCATCATTrACACCATTTAATAGMTTCTGAAGTTT 
CCTCCTACAAGCCTTTTCTTCCAGAAAGTCTGTCAGTACTTCAGGTTAGAGATGACTTCAATA 
TATGTCGCAGACCTCCCAAGGTGAGCATCACACAGCACTTATCATAACCACGAAGCAGCTCC 
ACAGAGGCTAAGATGAAAACAAAAATCTCAGGAMTTTATGTTTATAAAAATGATAC TTGC AA 
AAAAATGAATGGAACCATCTCCATTGCTTATTTAGAGTGTTGACTCACTGAATAAGATTTTAAA 
TTAGTCAATAGTATTGGATGCCTCTATATCTGCATATCAATAGGCTCATAAACAAGGTTGCTC 
AAAGAACTGCCCATCAACCACTTGGTTTCATCTCTGGACACCACACTGTTATCTTCCTTTGGC 
CTCTGTCCATAACGGGTCCAGGCTACGTGCACCAAAGGAAAAGAATTGGGTCCTTCTCCCCT 
CCCCTGGTTTGGTTAGGAGGGCGCAGAAAGAAGTCAGGACAGACCAGGTGTGACTGTCCCT 
AACCCAAAGCAGGCTACCGTGCAGAACCCAACCCAGGACATAATCACCAGCCATGCGGGAA 
CATGGTTAGCATGACCAGCACTCATCACAACGATCCCAGCCTTTGTATTAATGGTGCCAAAT 
ATAGTTTrCAAAAGCMtGTTCTACCATTCCCCACCTTCTMCAGTAATGAtCATTT^ 
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TTACTAATAGAAGTCCCATGGACTTAAGATCTGAGCAAATAAAGCTTTAATCTTCTTAAGCATA 

TAATTACTGGCATTTGAAAAGGCATGACATT 

>742 

ACAGGTTTCCCTTGCCTCAACTTCTCATCCTGGGTGA TGAG ACTGTTACTTTCCTTCT 
TGTATAAAGAGGGCAACTTTCATGTAGA AATTT TACCTCCTACTT TTAAGA AAAAGGAAAATC 
AGAGTGCTTTAAAGGAAAATCAGAGTGCTTTTCTTGCATCTGCTATTTTTCMGTGTCTTTAAC 
TCAAAAAAATCAATATGCCAAAGTGGCATGTTTGGGGGTATCTGGTTCTGAATTCCTTCAGGA 
AAGATAGAAAGCAAAAGCAAAATAATAGGTTTAAAACTAAAAATATCCAGGTGCGGTGGCTC 
ACGCCTATAATCCCAGCACCTTGGGAGACTGAGGTGGGCAGATCATGAGGTCAGGAGTTCG 
AGACCAGCCTGGCCAACATAGTGAAACCCTGTCTCTACNNNNNNNNNNNNNN 

>743 

CCACGCGTCCGAGAAAACTAACATTTACTGTATAAATGTTTGAAGGGCTTTTGTGTG 
TTGTCTTATTTAATCTTCACTCATTTTACAGATGAGGAAACTGAGGCTCACAGAGGTTAAATC 
ACTTTTGCAAGATCGCATTCAGTAGTGAAGCCATAACTGCGTAGCACGGTTCCACCTCCATG 
AGGCTGTCTTGGGTTCTTGTTTCTCAGGTGTGGTGAGCGGTCTCTTGGATCTGTGTGGTGAT 
CCGATCTTGCACTCCGTCACTGTGGCTGACTGCATTGTCACATTCACTTGGCGGAGGCCAAT 
TTCCTACAGGTGCTTTCAGGATCAGGTCACTGCGATGGTCTCTAAACACCATTCTGCTTTCTC 
TGCTCTCTTGTCTTTAGGAGCCGGGT GTGGG CTGA^ 
AGGAGTACAACGGGGTGATAGAAGAATTTTTG^^ 

GTTTGGGGAAGGTATGACTTGCTCTTCATGCCACCGTCCTTTCCATTTGGAGGAATGGAGAA 

CCCTTGTCTGACCTTTGTCACCCCCTGCCTGCTAGCTGGGGACCGCTCCTTGGCAGATGTC 

ATCATCCATGAGATCTCCCACAGTTGGTTTGGGAACCTGGTCACCAACGCCAACTGGGGTG 

AATTCTGGCTCAATGAAGGTTTCACCATGTACGCCCAGAGGAGGATCTCCACCATCCTCTTT 

GGCGCTGCGTACACCTGCTTGGAGGCTGCAACGGGGCGGGCTCTGCTGCGTCAACACATG 

GACATCACTGGAGAGGAAAACCCACTCAACAAGCTCCGCGTGAAGATTGAACCAGGCGTTG 

ACCCGGACGACACCTATAATGAGACCCCCTACGAGAAAGGTTTCTGCTTGTCTCATACCTGG 

CCCACTTGGTGGGTGATCAGGATCAGTTTGACAGTTTTCTCAAGGCCTATGTGCATGAATTC 

AAATTCCGAAGCATCTTAGCCGATGACTTTCTGGACTTCTACTTGGAATATTTCCCTGAGCTT 

AAGAAAAAGAGAGTGGATATCATTCCAGGTTTGAGTTTGATCGATGGTGAATACCCCGGTGG 

CCCCGTACTCCTGATCTCTCCCCTGGGGACTCACTCATGAAGCCTGTGAAGAGCTAGCACA 

ATGTGGGAGCGAAGAGCTGGACTGAGCATTGAAGCGTGGCTTCTCCTGGAAGACTACCGGT 

GGCTATTCGGAAAAACCCAGAATCCCTCCCCGGGTGTGAAATGGGGCATTCCCGTTTCAAG 

GGAAGGGACCCGGGGGGGGATTCTTTAAAACCGTTTGGAAGCTTGCCAGGGAAAACCCCC 

AGGGGGGGGCCCCATTTCCCCCTTTTACTCN 

>744 

acgcgggtg 1 1 i 1 1 i i i i gggtaattttcttgagttagaaatgtagttagaactgtga 
ctaacggcattgcctggaatgtgctacaaacacgattagatattcatttatctt(x;tcgtatt 
agactgcttgtatagagactcagtgtttagacattcatttctcttccttgtataa gactc ctt 
gtataagactcggtgttcatttatctttttaaattaaaccacaacaaatatat^ 
cattgcaatgtgcaataaataaatatatctgaagtagcattagccttctagttttaaataatnn 

>745 

ACC I I M I 1 I I I I M I M I 1 1 1 1 1 CGTCAAAGTCACTATTTGGGCCCTAACATAATCCCT 
GCTCAGAGCX3ACX3GAAAAAAGGCAAGCCTTTTCAAACATAACTCTCTCTACAAGCCAGCTAT 
TATGGCAAGGGAAAAAAGAAAGCATCTAGATAAATATCTATCAAAATTAACTTTAAGAGAAAT 
ACTCTCTTTCCTTAAAAGCCCTTATTTTTTAAGACACTAGAAAATAACT 
TGGTCTGGGGGCTAAAAACAAMCAAAAAAAATCCTCTTTTCTACATTTm 
>746 

NNCACCACGCGTCCGGGGGCGGGGCGGAGCACTCGGCGGAGCCGCTCTGCCTGC 
GTCX?GCTCTTCCCGCAGCCAAGGGTGGGCGCCGGTCCTAGGAGGCGCACGGTT GTAA GCC 
AGACAAAAAGAACTGGGGTGCCCGGAGTGCCAGGTGGCGGGCAAGCGGTGGGCTTTTCGG 
CGGGGTCTTTAGGATTTGCAGCTCCAGGAAGCGAGATGTCGAAGCCGCCACCCAAACCAGT 
CAAACCAGGGCAAGTTAAAGTCTTCAGAGCCCTGTATACGT7TGAACCCAGAACTCCAGATG 
MTTATACtTTGAGGAAGGTGATATTATCTACATTACTGACATGAGCGATACCAATTGGTGGA 
AAGGCACCTCCAAAGGCAGGACTGGACTAATTCCAAGCAACTATGTGGCTGAGCAGGCAGA 
ATCCATTGACAATCCATTGCATGAAGCAGCAAAAAGAGGCAACTTGAGCTGGTTGAGAGAGT 
GTTTGGACAACAGAGTGGGTGTTAATGGCTTAGACAAAGCTGGAAGCACTGCCTTATACTGG 
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GCTTGCCACGGGGGCCACAAAGATATAGTGGAAATGCTATTTACTCAACCAAATATTGAACT 

GAACCAGCAGAACAAGTTGGGAGATACAGCTTTGCATGCTGCTGCCTGGAAGGGTTATGCA 

GATATCGTCCAGTTGCTTCTGGCAAAAGGTGCTAGAACAGACTTAAGAAACATTGAGAAGAA 

GCTGGCCTTCGACATGGCTACCAATGCTGCCTGTGCATCTCTCCTGAAAAAGAAACAGGGA 

ACAGATGCAGTTCGAACATTAAGCAATGCCGAGGACTATCTCGATGATGAAGACTCAGATTA 

ATTCCTTTCTGGAGCTTTGAGATCTAAAACTTCTGTTGCTTTTGCCATTCCAAAACTTTGTCTT 

TGCCAGAAAAGTGTTGGTAACTATAAAGAAAATTATATATGAACACGGCAGTGTTGCACTGTG 

TTTGAGTAGMCGTGTAMTGMTTGTTCCCACCTTTGGTTTGCCAGTAAGTGACTGGATTCT 

TGGCACATTTGTGTTCACCAAAGTAGAACAAGAAGATATTATTTCTA TTTAT CAAGCAAAAGG 

AATTTTAAGA I I I I I I I I I I CTTTAAAAAC AAATTAG G A I I I I I I I I I I I I I I I I I I I I I I IAGTTA 

AAATGCTTTACCTCAATGGTTGAGATATTTTGAATGGATTTTTCAAGGGGGGGAAATGCTTAT 

TATAATAATAAACCAAAATACTTAACAGAAAATTGTCAGCTATTCTGACAAAAATAAACATTTT 

GAGAGACTTTATTTCTTTTGTCCGTTTCTGTGGTATCACTCATTGTCGTTAAGTAAGTAAAGCT 

TTTTATATTTAGGTAAGAACTGATTTTAI I I I I I AAATTATATTTTATATTTATTAGCACAGAAGA 

ATAATGAGAGCCACATTTTAGTTCAACTT 

>747 

GTCGACCCACGCGTCCGACTTGGCCGGGGACGCGCTGATGGGAGGATGGACATAC 
TGGTGTCTGAGTGCTCCGCGCGGCT^TOCAGCAGGAA^AAGAGATTAAAT.CXCXGACXGC 
TGAAATTGACCGGTTGAAAAA'CTGTGGCTGTTTAGGAGCTTCTCCAAATTTGGAGCAGTTAC 

aagaagaaaatttaaaattaaagtatcgactgaatattcttcgaaagagtcttcaggcagaaa 

ggaacaaaccaactaaaaatatgattaacattattagccgcctacaagaggtctttggtcatg 

caattaaggctgcatatccagatttggaaaatcctcctctgctagtgacaccaagtcagcag 

gccaagtttggggactatcagtgtaatagtgctatgggtatttctcaggtgatgtattgtcat 

gactcttggctgtttga i i 1 1 i 1 1 aagtattattatcatcattgccatttacagaaataatacta 

ttacaagttgtatccttagtgaaaaggacatttgccacagtttgaaaaacttgagaaaggagt 

tgggggggtatatgttttaac i i 1 1 i i aggcacaa i i i 1 1 aaggtttggttaaattttatatgt 

attctcaatatttmgggcaatcattggtactcttttgtttaggtatttccctcctgctgtgtc 

caggattgctgtgtggtggtgatgagtgctgggaggtgaaaaattaaaataagccatttacc 

agtcagcatcccaattaaatatttgatgtaactgtgatctttgagccaggcttatatattcatt 

ttcmgcagaggagttccccattttaaatagaggcattgtctgatgtgtttatggttaactgc 

atctggcttgggtctttctgttttcctttctttgctgaattagaaggggttactctgaagagt 

ccaggtcttacagtgtggttt 

>748 

AC1 1 1 I 1 1 1 1 1 1 1 I I 1 1 I I I I I 1 1 1 I II I I 1 1 I I I I CATTCAAGAAAGATAATTTTACACTT 
ATTCTTTGAAAGAAAAATTCTATGGAATTTTCTTCTTCTAATTAAATTCCAAAATACATTCTCTC 
AACCCTATGCCCTCATACTAGTAACTTGATGGTTAGCGGGTAAGTAGGTAGTAGTAAAAGAG 
CAAAAGGGGAAATTTGGGGAGCAAAAAAGGGAGAAAAAGAAAAAAAGGGACCCTTCTAGTTT 
CCTAATAGAAAAGCTAGAGAATTCCATTCCTGAAAATTAAANN 
>749 

NCTAATTTAGAAGGTTGTTTACAAACCCTTTGGAAAGGAATCTTTTATTTCCCAATTTA 
AAAGGGGTTTGGAmCCTTAAGAAGAGGCAAAATTTTTTTGTGTGGGACC CATGC ATAAAAA 
TTAMTGGATTTCCTAGTGGAGTTTTATAAATTAAAAGGTCAAAACTGAAGCTTTTTATTTAGG 
CTTTTCCAAATCAAGGATAAATATCTTACGCACGATATCTAGTGACAGAGGAGAAAGTGGAAA 
ATGACCTCAAGGAAGCTACGGGCACAACTGGAAGCTTTGTAGAAATTAAACATATTCAAGGA 
GCAAGAAATGAACTTTCAGCAGTCTAAATTTTCTAAATAACCAATAGTTGCCAATCTAAAATG 
GCAG AG AAGATGAAATTTGATAAACTGA A I MUM I A AAAATCCATTTACCCTACAGGTTTGC 
ATTTGTTTGCTGAAATTTACC I I 1 1 1 1 1 AGTTATATATATGTGTGTGTGTGTGTGTAATTTCTGC 
CAATAAATTCTAAATTACAAAGGTAAGAGAAAACCTAGTACATTACTAAATATATAAAGTATAT 
GTTCTGATTATGTATACTTGTTCTAGTGTCAAGTCTTTTTAAGTGGGTTTTTAAAAGTTTGTTA 
TTGGACTTGAATGG A I 1 1 1 1 GAGACTAGGTTAATTA 1 1 1 1 1 G AGGTCTTATCCTAAAAGGCATC 
TAAGGTACATGAATGGAGTATGGTGATTTTATAACATTTTTTATCAGAATGGAAAAAGAACTG 
TTTAAAAGTTTGATACTTTTAAATAGTTGG I 1 1 1 1 1 1 G CTTACTCTGGTAATGATTTTCTACAAA 
TACATAATAAATTGI 1 1 1 1 1 1 G ATTCTATATTCTGTATGCAGTTG AATATCCATTACTTATTCTG 
CTGTGCrrTTAATAGMTGGAATGTTTACAGGCCCTTAAAATATTATTTTTAAAAAACCTTCTGA 
AGATACATACCAAAGTTTTTCCAAGAAGATTTTATAATCAATtTAATAATGTAAGGTTTAT^ 
ATTCTATAATAGTATAGTTATTAAGGCAATTTTATGTTAGAGACTATTTTGTAATGTAGTGAGT 
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GGTACCTTTATAAGAAAAGTGACTGCCAATATATTTTTATAGCTGATCTTTATAAATTCTAATG 

TTGAG TTTTTAATGATTATTTTAAATGTTTATATAGTTTAGTAAAATTTGC 

TTTTTATATTATGGGACGTTTTCAGATTGGCTAATATTTGCATTGTAM 

TCTAAMTTCAAAAATACTGTCAGTACACCAGCGTTTAACATCTATATTCCAATTTGTATACAG 

TTTAAAATTGTACTGCAAAACTATTGTGTGCTCTTACACAGTATGCATCATATTGTTGTCTGTG 

AAATTAAAGGACATTTGATAGTCTACTGAATGTAAAATATAATGCTTGGTATATGAATGAN 

>750 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTGTGTGTGTGTGT 
GTGTGTGT AGACA AAATAAAATTCAGAAAGAGAAAATCTATTCTACAATGAAATTCAATCTCTT 
ACTTAGCTATTTTGAAATTGTGTCCCAATACCACATTAACAGAGCCAAAATGAAATTTAAAATT 
ATGGTTATACTATTATTCACACTAGGTAGGGTCAGGI I I I I I I GTCTGAATTAAATGGCTCCTT 
T ACGC TAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTAATAGATACCTGACCC 
ATTTTAAAAAGGAAGAGGGTTCCAATCAAGGTCTCTATGAAGTTTAGAAATGGGTTCAAAGCC 
TAGTTGT 

>751 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTGTGTGTGTGTGT 
GTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCTATTCTACAATGAAATTCAATCTCTT 
ACTTAGCTATTTTGAAATTGTGTCCCAATACCACATTAACAGAGCCAAAATGAAATTTAAAATT 
ATGGTTATAGTATTATTGAeAeTAGGTAGGGTGAGGTTTTmGTCTGM 
TACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTAATAGATACCTGACCC 
ATTTTAAAAAGGAAGAGGGTTCCAATCAAGGTCTCTATGAAGTTTAGAAATGGGTTCAAAGCC 
TAGTTGT 
>752 

acgCGTCCGCGgtcGCGTGGGTGAGCCATGTACTTCAAACAGAAGGCAGCCAATTACT 
AACTTCTGGTTGCTAGGTGTGGCTTCCTTTAAAATCCTATAAAATCAGAAGCCCAAGTCTCCA 
CTGCCA GTGTG AMTCTTCAGAGAAGAATTTCTCTTTAGTTCTTTGCAAGAAGGTAGAGATAA 
AGACACTTTITCAAAAATGGCAATGGTATCAGMTTCCTCAAGCAGGCCTGGTTTATTGAAAA 
TGAAGAGCAGGAATATGTTCAAACTGTGAAGTCATCCAAAGGTGGTCCCGGATCAGCGGTG 
AGCCCCTATCCTACCTTCAATCCATCCTCGGATGTCGCTGCCTTGCATAAGGCCATAATGGT 
TAAAGGTGTGGATGAAGCAACCATCATTGACATTCTAACTAAGCGAAACAATGCACAGCGTC 
AACAGATCAAAGCAGCATATCTCCAGGAAACAGGAAAGCCCCTGGATGAAACACTGAAGAAA 
GCCCTTACAGGTCACCTTGAGGAGGTTGTTTTAGCTCTGCTAAAAACTCCAGCGCAATTTGA 
TGCT GATGAACTTCGTGCTGCCATGAAGGGCCTTGGAACTGATGAAGATACTCTAATTGAGA 
TTTTGGCATCAAGAACTAACAAAGAAATCAGAGACATTAACAGGGTCTACAGAGAGGAACTG 
MGAGAGATCTGGCCAMGACATMCCTCAGACACATCTGGAGATTTTCGGAACGCTTTGCT 
TTCTCTTGCTAAGGGTGACCGATCTGAGGACTTTGGTGTGAATGAAGACTTGGCTGATTCAG 
ATGCCAGGGCCTTGTATGAAGCAGGAGAAAGGAGAAAGGGGACAGACGTAAACGTGTTCAA 
TACCATCCTTACCACCAGAAGCTATCCACAACTTCGCAGAGTGTTTCAGAAATACACCAAGTA 
CAGTAAGCATGACATGAACAAAGTTCTGGACCTGGAGTTGAAAGGTGACATTGAGAAATGCC 
TCACAGCTATCGTGAAGTGCGCCACAAGCAAACCAGC I 1 1 CI I I GCAGAGAAGCTTCATCAA 
GCCATGAMGGTGTTGGAACT05CCATAAGGCATTGATCAGGATTATGGTTTCCCGTTCTGA 
AATTGACATGMTGATATCAAAGCATTCTATCAGAAGATGTATGGTATCTCCCTTTGCCAAGC 
CATCCTGGATGAAACCAAAGGAGATTATGAGAAAATCCTGGTGGCTCTTTGTGGAGGAAACT 
AAACATTCCCTTGATGGTCTCAAGCTATGATCAGMGACTTTMTTATATATTTTCATCCTATA 
AGCTTAAATAGGAAAGTTTCTTCAACAGGATTACAGTGTAGCTACCTACATGCTGAAAAATAT 
AGCCTTTAAATCATTTTTATATTATAACTCTGTATAATAGAGATAAGTCC 
TTTCCCCAAACCATAAAACCCTATACAAGTTGTTCTAGTAACAATACATGAGAAAGATGTCTA 
TGTAGCTGAAAATAAAATGACGTCACAAGGCAAAAAAAAAAAAAAAAAAAAAAGaaagaaaaaaa 
aaagggggggggcccgcgcaaaaaaatatcccccgcgggggggccgaagag^^ 

gtacaagggggtcccccaaaaaaaaggggaatccttgtatataataacacgcgatgcggcaggggcgcgcggcgtttcacaaaaga 
cagcggggcggcgggggaaaaaagggccgacratgggggaacccctggtgaara^ 
ggggaagcacaataatgggagaaacaacxrtcgcgcccagacaac^atgatatgccaacacgcccct(^ 
ccacgatrtccgacatggtgcgtgtaccta^ 

gacac^c^gcgacccacccacgagcgtgctaagtgacx^taacgaaacaacagtacttattttacxxa 
cacaacaaraacro^accggacagcaccatgcacacra^ 

aagcccggaacccagacagacatagcagctaacaccaacccagcagcaatcacaccgaacacaacacactgacacacacagc 
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atcaccacagcgccagccacagacaccacaatggcaacgcccaccaccgacactcccacacacacccgcatgacacgcatcccc 

acaccaagca 

>753 

TTTTTCACAGTTTAATATATCTGAAATCATGATGCATATGCAATTAATTTCAGAATTTA 
GCTGCCTTTG I I I I 1 1 1 I I I I I I I I I GGTATTATATAAAATAATAATGCATCTTACAGGGGAAGT 
CATAAATCCAATGAAATMAGTATTTACCTGACATATTTTTTCCCATCTTCTTATTTCAACCATT 
TGACTGGTTGTCCAGCCCCAAATTGTTGGAC I I I I I I AAACAATTCACAC TGAC TGGCAGTCT 
TCACCTTTAAATAGTTGAGTTCCATCCCTTTAAMTCATTTAAAAACATGATTTTTAAATTTATC 
TCCATTACCTTATTTTGTGTTTAC I I I I I I ACTTTTATTTATTTCCTCCTTCT ATTAG ATG AATAA 
MTGTTCAATAGCTCCTCTTGTTCCCAATTCCAGGTTTTTAAACTCTATACATTTTGTAGTAAG 
TTTTAAGATCTCAGTTTACCTACTTACTTATAAATATTCATAAGAATGTATAAATTTATTTTATG 
TTTCTTACTAATACTCTAAAACAAAAAATGATCCCCGCGTTAATTAATNCTAGAAGTATCTCCG 
AGGGGGAGACCCGGTATCCCAN 
>754 

AC I I I I I I I I I I I I 1 1 I I I IGGTGGGGAGCTGTATTTATTTCCCAGGGCTGTCAAAACA 
MTATCCATAAATTGGGTGGATTAGAACAACAAAAATTTATTCTCTCTAGAGAAGAACGTTTTC 
TTGCCATTCCCTGGCTGCTGGTCATTGCTGGCAGTCCTTGTCCTTCCCTGACTAGTAGCTAC 
ATCATTCTCATTTCTGCCTCTGTCTTCATATGGCTGTCATTTCACTGTGTGCTTGTCTCTGGG 
TCTTCAAGTGGCCTTTTTATAAGGACACTGGTCATTGGATGTAGGGCCTACCCCAAT 
>755 

ACATGTTGGAAGGGTTTTTAAAATGTTTTGAAACTGTGCACAGGCCAAACCCAACTTT 
CAGGACATGGGTTTTCAACTTCTGGATGGTATGATGGGGTGATAGTAGGGTATAAAAGTATC 
CTGAGMGTTGAAAGCAGTGTGTGAATGGGGTGTTCTTTTCTCCCCACAATCCTTTCCCATC 
TGCTGACAGTAGACTTAGCACCTCACAGATGCTTGGGCCTGGAAATGAAGCCATGAAAATGA 
AGCCCTCAGCCTTCTTGGAGATCAGAGCCATGGTCCTCACCCACAGCACATGGG 
>756 
>757 

ACTTCI 1 1 I I I I I 1 1 1 I I 1 1 I I I I I AAATGAGTAGGAAGAGATGGTATCACAAACACAA 
AGCACAGGTTACTGTCTTTAAAAATTTGCGTTCTTCTATTCTCCAATGGAAGTGGGAACAAAG 
AGAAAACCCCTGTGTGTCCTAGCACAATATGGGCATTTGTGTGGATTTAATAAATGGGCATTT 
GGATTGTTGGGAAAATGTGA TCAA TCAGCAGGCTATAGAAACACAGTTTGATACGATGGTGA 
AAACTTGTCTACAATGATGTTTTTTCAGAAATGTTGGTGTGATTAGAACAAGTCAGCAATGAT 
GATGACAAAATATTTACATAATGTTATAGATGTGGCTTGCTAATGGAAATACCTAT CTGA GGC 
TGTTTAGGMTACACAMTTGAGAACCGTTTAGTTCAGTTTGCT TTAAA ACAGTGGTTTTCTG 
AACCC I I I I IATGTTCGTGATCCTATGATTAGTAACATCTTACCATTTTAGAATCACN 
>758 

AGAAGCTTTCCAAGGAGTTATGAAATCTTTGTAGACCAGAGGCCAACTATTATCACC 
TCAAGTCTGCTCTCACCAACAGCCCTTGTATTTTTCAGGGAGAAATCTCTAGGAAAAAAGTCA 
GACACCAGTGTAGTCCCCGCGTACCTGAGGGAGGAGAGACATAAATCCCTTCATCCCTAAG 
ACTGAACTATGTAACTAGCAGCCTCTGGCTTGTTFTCTACTCCCTGTCCCTCAGGATAAAATG 
TTGATATTGCTCATTTTCCTCATTTCCAACATTGTTTTAAAAC 
>759 

ACTCCGATTGCCTCTCCCATGCTTCTCTGCTTTCCAAAGAAAAAACTGACCTTGTATA 
GATCCTGTCAGCTGATTGCAGTGCTCT TAACT TCTCCATTGTGA GTTGT TCAGTCTGAGGAG 
TTAGGTATAAACCCAGAGTGGTATTCTC 1 1 1 1 CTGTTGTGTTTGGTTTTGCTTACATATTCAGG 
AGCTGCTCTTTACCCCCAGAACATCCGTATATATGTTTTTTTCTGTTTCTAGATT TAAAA ATAT 
TCCAGAAGCCTGGCCTCAAGATAGATAATATTTTACTTTTAATTTGGTGCCCTTGTTTTAGAG 
ATTTGAACTGGATTGCATTTAGTAAACCAAACCCCATCTTTAAAAAAATCATCTTAAAAAAAAA 
TAGTGGGCCGGACATGATGGCTCACATCTGTAAATCCCAGCACTTTGGGAGACTGAGGTGG 
GAGGACTGCTTGAGCCCAGGAGTTTGAGACCAGCCTGGGCAACACAGTGAGACCTTTCGTC 
TACANNNNNNNNNNNNNNNNNNN 
>760 
>761 

ACAGATATAAAAAGGCTACTATTCCAAGAACAAAATCCTGGAAACAAATGfCTATCAA 
GAAAGCAAAGATAATCTAAACAGCAGCATATTCATAGGATGACAAACTATTCAACCATTATAA 
AGAAAACCGAATCAAAAGCACTGGCTTATTAGACAAGAGTTTCCCAAACTATCATGCTAAAAC 
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AGTAACAGCGAGCTTCCAAATTAATGTTGCC I I I I I I I I I I I I I I I CCAAACTGAAAGGAGGGT 

GGGGAAAACAAACGCATCATATGTAAAGCACTGAGTCCAGCCTG 

>762 

ACGCGGGTATGGTTTTACGAACAAATTTTTAAGGAAAAAAATTATCATGGTTCTAATC 
TTACATGTTAACATTTCCTTGTTATGTAGGGATCAGACTTGTTATAACATAATTCCACTTTATA 
ATTCAATGAAGAAGAAAGTTTTGTCTGATTCTGAG GTATG TAATATTTCATTATTATTACCATA 
TTGATATTCTCTATATAAAAAAATTTACATATTGTAGTTTTCAGGTAAAAGCTGTTGTGAACATT 
ATTTTTTGTCTAGTGTAGTTAATTTAAAAAAAAAAAACAACTNN 
>763 
>764 
>765 

ACAGAAGCAATG I I I I I I GAAAGTTTTCTATCTGTGGTTTGTTGAATCCACAGATGCA 
GAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTCAGAAAATCAGTATTTCATACAATC 
AGCTAATAGCCTAATTTGTTGAGCACAGAAAAATACACTGAACCAATTCTGATTATTGCAGAG 
AAATGATTGGCAGGATATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAG 
TATACTCTCCGTCAGGAATTTTTGTTCCCTTGATCTTTTTGTGTTTATTGCCNNNNNNNNNNN 
NNNNNN 
>766 

ACAGAAGCAATG I I I I I I GAAAGTTTTCTATCTGTGGfTTGTTGAATCCACAGATGCA 
GAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTCAGAAAATCAGTATTTCATACAATC 
AGCTAATAGCCTAATTTGTTGAGCACAGAAAAATACACTGAACCAATTCTGATTATTGCAGAG 
AAATGATTGGCAGGATATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAG 
TATACTCTCCGTCAGGAATT^ITTGTTCCCTTGATCTTTTTGTGTTTATTGCCNNNNNNNNNNN 
NNNNNN - 
>767 

NNGAAAATAACCAGAGTTGGTTTCTGTCATGTACAATCAA AGGA GTCTAATGGAACC 
AAGTAGCAATGTTCCCGAAAACAAACAAACAAAAAACCCCAAACATTTTGCTGTT TCTT TCCC 
CTCTGTATTTGCTAACTTTATCATGACTTTATTCTTAAAGCCTATCACTGGTCTGCTTTTATTAA 
TAGATTAGTGGAAATTTTCACCTGGCCTATTAGCACCTTATAAAGAAATAGATTAAGAGTAGG 
AAATATATAGATGAAGATGTACTGTATAGAAGTTGTGTAAAATCAGTA TGAAAGTTC AATGTT 
GCTGTTCTTGCTCAGTGATTTTAAAGAAATTGAGTAGTTCCTATGTGAI 1 1 1 1 I I 1 1 A AC AACT 
GCATGGTAAACTTAGATGACTCTTCCCCCTGGATTTTACCTGGGAGTGGCCTTTTTACATTTT 
TATTTAAMGAGGGCAGGTTTGGCACTTTTATACTGATGTCACCMTGTTAATATTTCTTGGG 
ATCTCAGGAAGATTCATATTCTTTACAGCTGATACAGCACGGGCTGGAGCTCCTGCTAAGCC 
AGCCTGTATACAGAAGCAAATAAAAGAAAAAGAAAATGTACAACTCAGGTGTAGCTCATCATA 
AAACACTTACAATGTCN 
>768 
>769 

actt ai rrm i actaaggttttgttttggagacttgtttgaaataaagtgatcctcat 
tcaggatttagaaacaaaagttatactccacatgctagggattaggaaggctaatgtgaact 
gatcaaaagtatgaattatggaatgcctttagaatmtcaacttttaggtaatttgatactgct 
ataatttcaagcttagagaaaagttgtaagaatggcataaggaactcctatatatcctttatct 
agattcactaaatgttcattttgtgccatttgtgttattctttgtctcatcctagcccagtc^ 
cctaacaccaccagggataaaccagtagtctgan 

>770 

ACCTCTCATTTGTCACTTTTCAACACTTCCTGGCAGGCAGGCAGCATAACTGGTCCT 
GCTGGGTGATCCAGACCACACTCTGCAACTCTTTCTTCTGAGCCAGGCTCCCCTACTGTCTT 
TTCATTTATGTCAAGGCAGGGGAAGACCTCAAAGGGCTCTTGCATCCCAGTCTCACTTCCCA 
GAGAGGCACGAGGCCCTCCAGGATGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGT 
CCAGAAGATCACCAGGAGGGCTAAATAGTAGAAAGGAGAGTCTTATTGGTGATATGTTTGCA 
AACTGGGAAAAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAGAGGGCAAGG 
GCAGCTTGGATTTTGTGCCTTACAGGGTCGGTATTATATAATAGAGTCATGCATATTCAGTAG 
GTTTGGGGGAAAAGCTATATATATTTATGAGGGGAGCGAACTACATGGGCAATGGATAAACA 
TACATGTAACACATCXJCATGTTCACTTAGGGGCAGGATTTTAGCATTAAAATGAGGTGGAATT 
TGGCTCTTTACATCAAAAGGTGAGCTATCAGACACAAAGGCAGTTTGTGCACAAGCTCTCCA 
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AAGGGACTTGAGGGCTACAGCTGCTCATCTGGAAAGAATCCTTGTAAGACCAGTCCTCTGTC 

CAACCAGAGTTAGGAGGCATCTGACAATTTGCCTGATTAGCTGT 

>771 

ACAAATAAAGTATTCCAAGGGTTCAGAATAGAAAATGATTTCTTCCAGCTTGGGGAC 
ATTTGGGAAATTGGGATATCCTTTGGGGAAATGTAGTAATCAGTATATTCTGGGAAAACATAG 
TAGAGAATGAATAAATAAATTCCATTGAATTTGGAATATGTTGTCCATTCTCCCTGTAACTAAT 
GCTATCAAGATAAAGTAGAAATACCACATTTCAGAAACAGCTGGAGTAGACAGGTCTTCATA 
GGCTAGCTTGGAAACCTAATAGCTATTAATAATGAAATTTTAATTATACTCTGGATTCTAAACA 
ATGAACACACAGTGATC I I I I IGACTTGCTGCTTGTTTATAAGTTGGGGATGGTCTGAATTCA 
TTGTTGATTCAAAAGAAAACGAATAGTGTTTTAAACCTTTTATTTACAGAGACTATAATTTGTC 
ACCTTCCTACCAACATATCTTAAATACACCAAGACCTTTTACAGAAGCTTAAACAAGGGTGTA 
CCTGCCCGGGCN 
>772 
>773 
>774 
>775 
>776 

NNNNNNN^NNNNI^NNNNNNNNNNNNNGGNCTGCCGTGGAGAGGATGGATGGGA 
GGGGGAAGAACNAGAGCTTTGtTTAGAGGCTGTTGTAGTAATCCAGGTAAAGGCTT^ 
ATGTCCTGAACAATGATCAGCAATGGCAATGGAGATGACAGAACAGAATTTAAGAAGGAATA 
AAAAAGGCTTGCTGACTACTTGGATGTGGGTGATGCTATCCTTTGACACAAAGGANNNNN 
>777 

NNNNCCGCGGCGGCTGCTGCTGCTGCAGTGGGACAGGTGGCGGCGACCGGCGGC 
GTCCGAGGAGATTTAATCCAGAGACTGACTTCACTATAGAACCCACAGTTGTATCAATGGTT 

ggggaaagatagtggcaacaggcaaaggagaaacagctctgacatacaaagaaaatgagta 

tgctaaagccaagtgggcttaaggcccccaccaagatcctgaagcctggaagcacagctct 

gaagacacctacggctgttgtagctccagtagaaaaaaccatatccagtgaaaaagcatcaa 

gcactccatcatctgagactcaggaggaatttgtggatgactttcgagttggggagcgagt 

ttgggtgmtggaaataagcctggatttatccagtttcttggagaaacccagtttgcaccag 

gccagtgggctggaattgttttagatgaacccataggcaagaacgatggttcggtggcagg 

agttcggtatttccagtgtgaacctttaaagggcatatttacccgaccttcaaagttaacaag 

gaaggtgcaagcagaagatgaagctaatggcctgcagacaacgcccgcctcccgagctact 

tcaccgctgtgcacttctacggccagcatggtgtc7tcctccccctccaccccttcaaacat 

ccctcagaaaccatcacagccagcagcaaaggaaccttcagctacgcctccgatcagcaac 

cttacaaaaactgccagtgaatctatctccaacctttcagaggctggctcaatcaagaaagg 

agaaagagagctcaaaatcggagacagagtattggttggtggcactaaggctggtgtagtc 

cggtttcttggggagaccgactttgccaagggggagtggtgtggcgtggagttagatgag 

(xacttgggmgaatgatggcgctgttgctggaacaaggtattttcagtgtcaacccaaata 

tggcttgttcgctcctgtccacaaagttaccaagattggcttcccttccactacaccagcca 

aagccaaggccaacgcagtgaggcgagtgatggcgaccacgtccgccagcctgaagcgca 

gcccttctgcctcttccctcagctccatgagctcagtggcctcctctgtgagcagcaggcc 

cagtcggacaggactattgactgaaacctcctcccgttacgccaggaagatctccggtacc 

actgccctccaggaggccctgaaggagaagcagcagcacattgagcagctgctggcggaa 

cgggatctggagagggcggaggtggccaaggccacgagccacgtgggggagatagagca 

ggagctagctctggcccgggacggacatgaccagcatgtcctggaattggaagccaaaatg 

gaccagctgcgaacaatggtggaagctgctgacagggagaaggtggagc7tctcaaccag 

cttgaagaggagaaaaggaaggttgaggaccttcagttccgggttgaagaagaatcaattac 

caaaggtgatcttgagacgcagaccaaactggagcatgcccgcattaaggagcttgaacag 

agcctgctctttgaaaagaccaaagctgacaaactccagagggagttagaagacactaggg 

tggctacagtttcagaaaagtcacgtataatggaactggagaaagacctagcattgagagta 

caggaagtagctgagctccgaagaaggctagagtccaataagcctgctggggatgtggaca 

tgtcactttcccttttgcaagagataagctctttgcaagaaaagttagaagtcacccgtactg 

accaccagagagaaataacttctctgaaggagcattttggagcccgggaagaaactcatcag 

aaggagataaaggctctgtataccgccacggaaaagctttccaaagagaacgagtcattgaa 

aagcaagctggagcatgccaacaaagAgaactcagatgtgatagctctatggaagtccaaAc 

tggagactgccatcgcatcccaccagcaggcgatggaagaactgaaggtatctttcagcaa 
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AGGGCTTGGAACAGAGACGGCAGAATTTGCTGAACTAAAAACACAAATAGAGAAAATGAGAC 

TAGATTACCAACACGAAATAGAAAATTTGCAGAATCAACAAGACTCTGAACGGGCTGCCCAT 

GCTAAAGAGATGGAAGCCTTGAGGGCTAAACTGATGAAAGTTATTAAAGAAAAGGAAAACAG 

TCTGGAAGCCATCAGGTCGAAACTGGACAAAGCAGAAGACCAGCATCTCGTAGAAATGGAA 

GACACGTTAAACAAATTACAGGAAGCTGAAATAAAGGTAAAGGAGCTAGAGGTACTGCAAGC 

CAAATGCAATGAACAAACCAAGGTTATTGATAATTTTACATCACAGCTCAAGGCTACTGAAGA 

AAAGCTCTTGGATCTTGATGCACTTCGGAAAGCCAGTTCCGAAGGTAAATCGGAAATGAAGA 

AACTTAGACAGCAGCTTGAGGCAGCTGAGAAACAGATTAAACATTTAGAGATTGAAAAGAAT 

GCTGAAAGTAGCAAGGCTAGTAGCATTACCAGAGAGCTCCAGGGGAGAGAGCTAAAGCTTA 

CTAACCTTCAGGAAMTTTGAGTGAAGTCAGTCAAGTGAAAGAGACTTTGGAAAAAGAACTT 

CAGATTTTGAAAGAAAAGTTTGCTGAAGCTTCAGAGGAGGCAGTCTCTGTTCAGAGAAGTAT 

GCAAGAAACTGTAAATAAGTTACACCAAAAGGAGGAACAGTTTAACATGCTGTCTTCTGACTT 

GGAGAAGCTGAGAGAAAACTTAGCAGATATGGAGGCAAAATTTAGAGAGAAAGATGAGAGA 

GAAGAGCAGCTGATAAAGGCAAAGGAAAAACTGGAAAATGACATTGCAGAAATAATGAAGAT 

GTCAGGAGATAACTCTTCTCAGCTGACAAAAATGAACGATGAATTACGTCTGAAAGAAAGAG 

ATGTAGMGMTTACAGCTAAAACTTACAAAGGCTAATGAAAATGCAAGTTTTCTGCAAAAAA 

GTATTGAGGACATGACTGTCAAAGCTGAACAGAGCCAGCAAGAAGCAGCTAAAAAGCATGA 

GGAAGAAAAGAAAGAATTGGAGAGGAAATTGTCGGACCTGGAA AAGAAAATGG MACMGC 

CACAACCAGTGTCAGGAGCTGAAAGCCAGGTATGAGAGAGCCACTTCTGAGACAAAAACCA 

AGCATGAAGAAATCCTACAGAACCTCCAGAAGACGCTGCTGGACACAGAGGACAAGCTGAA 

GGGCGCACGGGAGGAGAACAGTGGCTTGCTGCAGGAGCTGGAGGAGCTGAGAAAGCAAG 

CCGACAAAGCCAAAGCTGCTCAAACAGCGGAAGATGCCATGCAGATAATGGAACAGATGAC 

CAAAGAGAAGACTGAGACTCTGGCCTCCTTGGAGGACACCAAGCAAACAAATGCAAAACTA 

CAGAATGAATTGGACACACTTAAAGAAAACAACTTGAAAAATGTGGAAGAGCTGAACAAATC 

AAAAGAACTCCTGACTGTAGAGAATCAAAAAATGGAAGAATTTAGGAAAGAAATAGAAACCCT 

AAAGCAGGCAGCAGCTCAGAAGTCCCAGCAGCTTTCAGCGTTGCAAGAAGAGAACGTTAAA 

CTTGCTGAGGAGCTGGGGAGAAGCAGGGACGAAGTCACAAGTCATCAAAAGCTGGAAGAA 

GAAAGATCTGTGCTCAATAATCAGTTGTTAGAAATGAAAAAAAGAGAATCCAAGTTCATAAAA 

GACGCAGATGAAGAGAAAGCTTCCTTGCAGAAATCCATCAGTATAACTAGTGCCTTACTCAC 

AGAAAAGGATGCCGAGCTGGAGAAACTGAGAAATGAGGTCACAGTGCTCAGGGGAGAAAAC 

GCCTCTGCCAAGTCCTTGCATTCAGTTGTTCAGACTCTAGAGTCTGATAAGGTGAAGCTCGA 

GCTCAAGGTAAAGAACTTGGAGCTTCAACTCAAAGAAAACAAGAGGCAGCTCAGCAGCTCCT 

CAGGTAATACAGACACTCAGGCAGACGAGGATGAAAGAGCCCAGGAGAGTCAGATTGATTT 

CCTAAATTCAGTAATAGTGGACCTTCAAAGGAAGAATCAAGACCTCAAGATGAAGGTGGAGA 

TGATGTCAGAAGCAGCCCTGAATGGGAACGGGGATGACCTAAACAATTATGACAGTGATGAT 

CAGGAGAAACAGTCCAAGAAGAAACCTCGCCTCTTCTGTGACATTTGTGACTGCTTTGATCT 

CCACGACACAGAGGATTGTCCTACCCAGGCACAGATGTCAGAGGACCCTCCCCATTCCACA 

CACCATGGCAGTCGGGGTGAGGAACGCCCATACTGTGAAATCTGTGAGATGTTTGGACACT 

GGGCCACCAACTGCAATGACGACGAAACCTTCTGATGAAGCCTCCAGTGGAGAACTGGGCT 

TGCTCAGACGCACTCGCATTGACACAACGTAACACCAGCATTG TGTGT GCAGACTTCAGGA 

GAACTCATGTTATTTTTTAACCCCGTCAACAAATCTAGGAAAATATTTTGATCTTCAACAAATT 

GCCCTTTAGTCTCCCCGTATGAGTTAGAATAATAAATATTTAGTAGGTGAGTTTTCACCTCGA 

ATTTTGTTTTCTTG A 1 1 1 1 I ACGTTTGMGACATTGCACCAGATGCCATTACATTTATTGGCCC 

CCCGACCTTGTAGAAAAACCCCTACCCTCACAATACCTTATTTAAGTAACTTTAAATTATGCC 

GTTACTTTTCATATTTGCACTAAGATATTTCCAGGCT GCAT TTGTATATTTAGAI I I II IGGTTA 

AGCmGACACTGGMTGAGTTGAAAAAATGTGCCATmGCATTTTCATCTACTC^ 

TATTTTATTCTTATTCAAAGAAATATCTGAGCTC^^ 

ACTTCAGGCTTGATAATACTTAGGTGTGATTATAAAATCATGAAGCAGGTAAAGGGAGGGGC 

AAGCCCCCAAACTGCTGTGGGGACATTTTATAATCTATATGCTGCACCCACTTAATCTACTGT 

GGTGTTTTGTTTATTAGTTTTGCATAATTTCAGCTTCTATATATTG 

AATCTATATTTTGGGAAAAAAACATACACAATGTGTCTTTCTTTTTGGACATTTACC^ 

AAAAGAAAACACTTAAAATGATCATTAGGACATAACAGACTAGGCCAGACATAGCATCTTGTG 

GCTTTGCAACCATmCATTTGTTTGTTTTCCTTTT 

GAATTTTCTCCAA 1 1 1 1 1 1 I 1 1 CCTTCTCTGGCAGGTATCCCCAGCAGTCAATTAACAATAAGC 

CAGTATAAMCACCTAMTAACCAATCTACAATCTCCCTT CACA AGTTTTTT^ 

ATGAATGTACGATGAGAAATTCAACGTTMTAATTTTGGATTTTCTTATCACAAAAAAGAAAAT 
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GAAGGACCTCAAAGCACCTGAACAGTTTATCGACCAGTTTGAATCTATTTATCTTCATTTGAA 

TGTCTTCTAGAATATGTAAAAAGTCATAAAATGTATCTTCCATGCTACATGTACAATAAGAACT 

TCTATAATTGTATATATGCCTTTGATGTATTTTCCCCTCAAGATTATCAACTGTGTGTTCGACA 

GTGAATATTCAATCTGGTACCAGTTGAAATTTTTGGTTATAAATGTAATACGAATTGTTTCACA 

AACAGAAAACATGTAAAGCAGTATTAAAATTTGGCCAAACAAGTGTTCTGTATCTACTTTAATA 

AATGGTTATTCTTTTAAATGAAAAAGGAATTAGAGGAATATTGC GGCCG CAAGCTTATTCCAA 

ATAGGTAAAATCATTAAAAAAAATATTTAATTGTAAAAAATA I I I I I I I I I GGGGGGGCCTCTC 

AANNNNNNNNNNNNNNNNNNN 

>778 

AGTCTTTATCTGTTAGAGATATACATTGAAGTATTTAAAGGTGAATGATATGTTTGGG 
ATTTACTTTAAAATAATTTCAGCCCCCGCCAAAAGAGTAAGGTGTTGGGGAGGGGAAGTATA 
AGTAAAATAAGAATGGTGGACTATTGATAATTATTGAAGTTAGGCGGGAATACAC ACAG GAA 
CTCATGAT ACT ATTCTT ACTA I I I 1 1 I GGTATGTTAAAAAATTTCCTTAATAAGGAG I I I I I ATT 
AATACCAGTTCTTCACATAGTCCTCCAAAAAAATAGAAGAGGAGGGAATACTTCCCAGCTTCT 
TCTGTGAAGCTAGTATTATCCTGATAACCAGCACCAAAGACATGACTGCTTACTGCAACTCG 
CTCCGGCCGCTGGGCGTAGCTGCGACTCGGCGGAGTCCCGGCGGCGCGTCCTTGTTCTAA 
CCCGGCGCGCCATGACCGTCGCGCGGCCGAGCGTGCCCGCGGCGCTGCCCCTCCTCGGG 
GAGCTGCCCCGGCTGCTGCTGCTGGTGCTGTTGTGCCTGCCGGCCGTGTGGGGT GACTGT 
GGGGTTGGGGGAGATGTAeCTAATGeCCAGCCAGCTTTGGAAGGCCGTACMGTTTTCCCG 
AGGATACTGTAATAACGTACAAATGTGAAGAAAGCTTTGTGAATTCCTGGCGAGAAGGACTC 
AGTGATCTGCCTTAAGGGCAGTCAATGGTCAGATATTGACACGAGTTCTGCAATCGTAGCTG 
CGAGGTGCCAACAAGGCTAAATTCTGCATCCCTCAAACAGCCTTATATCACTCAGAATTATTT 
TCCAGTCGGTACTGTTGTGGAATATGAGTGCCGTCCAGGTTACAGAAGAGAACCTTCTCTAT 
CACCAAAACTAACTTGCCTTCAGAATTCAAAATGGTCCACAGCAGTCGAATCTCGTCCCACA 
CCGCACAATCATGCCCTAATCCGGCGAGAAATACGAAATGGTCAGCATCGCATGTACCAGG 
TGCCATATTCATCCGGTGCAACATCTCCTTCTCATGTAACACAGGGTACAAATTATTTGGCTC 
GACTTCCTAGTCAACGTCTTACTTCCAGGCAGCTACTGTCCAAGTGGAGCTGACACGTTGCC 
AGAGTGCAGAAAACTTCAATTGTCCAAGAAACAGCACAACTCGACCATCCGAATAATCCACG 
GCGAACGTCGACACATGGCTTTCGACTACCTTGTAACGCTATGTCCGTCCCAAACAGGGCTT 
CACCCCGGACTGCGGACACCCACCCTCTCTCGTGCACCGTACCATACGCTTCAACACATCG 
TTACACTGCCACCCCTCTATAGCAGCCGCCACCCCCACAACCCGGCGTCGCACCCTAGTCC 
CAAGCACCAACCACAATTCTCCACAACACTCCCCCCTTTCGGTACACACTACA AAACC CACC 
CCACCAAATGCTCAGCCAACACGGAGTACACCTGTTCCCAGGACAACCAAGCATTTTCATGA 
AACAACCCCAAATAAAGGAAGTGGAACCACTTCAGGTACTACCCGTCTTCTATCTGGGTTCT 
CGTCCCTGTCACCCCAGGCTGGTATGCGGTGGGTGTGATCGTAGCTCACTGCAGTCTCGAA 
CTCCTGGGTTCAAGCGATCCTTCCACTTCAGCCTCCCAAGTAGCTGGT ACTA CAGGTGTGTG 
CCACGIACACCCGGCTAAGTTTTTGAAATTTATTT TTTGT AGAGACAGGATTTTCCTATGTTGC 
CCAGGCTGGTTTCAMCTCCTGGCCGTAAGCGATTTTTCCGGCCTCCCAAAACGTTGCGATT 
ATAAGTGTGAGCCACTGCACCTGGCCCCACATTTTCTTTATCCATTTGTACATTGATGGACAC 
TTAAGATGATTCCATATCTTTGCTATTGTGAATAGTGCTTCAATAAATATGTGAATGCANNNNN 
NNNNNNNNNN 
>779 

GGGGGTTTTACCATGTTGGCCAGGCTGGTCTTGAACTCTTGACCTCAGGTGATCCG 
CCTGCCTCCCAAAGTGCTGGGACTACAGGCGTGAGCCACCATGCATGGCCATTGATTTCTT 
AATTATAAAGATACATTAGATAATTCATTGCTCTn'ATCATTCACTTrCGGTTTAAGCACAGTA 
AGTGGATCTGAAAATAATTTCAGTATATATAAATTATATATCATTATCACATAAAGTTGATGAA 
ATAGTATATAGAATGTTTGTATGCTCTAAGACTAACTTTTAGATrTTCTTTrTATTCTCTCAATG 
GTGTGCAAAGTATAAATCAAAGCCATTCTGTGAAAAACTGCTTTCCTGGGTGAAAAGCAGTG 
GCTGTGCCAGAGTCATTGTTCTTTCAAGCAGTCATTCATATCAGCGTAATGATCTGCAGCTTC 
GTAGGTATGTTTCTGCCTCTGG AAAGTTA 1 1 I 1 1 GGTATGGTTTATACTATGATAATTTCTCTA 
TTAAAAAGTTAAACTTTAAAAGCCACGTAGATCCTrACCTCTTCTTACTGGAGTTTAGAAAGA 
GGGGGGTAAGANN 
>780 

CACGCGTCCGGTCGACGCCTCCTCATGCGTCCGCGTCCCGGGCTCACCGCCGCTG 
CCGCCTCGCCGAGGGGCCCGCGCGCCCAGCAGCCGCCGCCGCCGCCCGGCCGGCGCeC 
GGGGAATTGGCGGCGGGGCCCGGGGCCGCTCGAGCTAGGGTGACAGGCCCGGCCTCTAG 
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GGGAGGCCCGAGCCGGCGGGCGCCCCGGCCCCGCGTCTAGTTGTTCATGAAGCATGTCG 

GCCACCAGCGTGGACACCCAGAGAACAAAAGGACAAGATAATAAAGTACAAAATGGTTCGTT 

ACATCAGAAGGATACAGTTCATGACAATGACTTTGAGCCCTACCTTACTGGACAGTCAAATC 

AGAGTAACAGTTACCCCTCAATGAGCGACCCCTACCTGTCCAGCTATTACCCGCCGTCCATT 

GGATTTCCTTACTCCCTCAATGAGGCTCCGTGGTCTACTGCAGGGGACCCTCCGATTCCATA 

CCTCACCACCTACGGACAGCTCAGTMCGGAGACCATCATTTTATGC ACGA TGCTGTTTTTG 

GGCAGCCTGGGGGCCTGGGGAACAACATCTATCAGCACAGGTTCAATTTTTTCCCTGAAAA 

CCCTGCGTTCTCAGCATGGGGGACAAGTGGGTCTCAAGGTCAGCAGACCCAGAGCTCCGC 

GTATGGGAGCAGCTACACCTACCCCCCGAGCTCCCTGGGTGGCACGGTGGTTGATGGGCA 

GCCAGGCTTTCACAGCGACACCCTCAGCAAGGCCCCCTCCACCCATAAAGCATAACATGGA 

CATTGGCACCTGGGATAACAAGGGGCCTGTGCCGAAGGCCCCAGTCCCCCAGCAGGCACC 

CTCTCCACAGGCTGCCCCACAGCCCCAGCAGGTGGCTCAGCCTCTCCCAGCACAGCCCCC 

AGCTTTGGCTCAACCGCAGTATCAGAGCCCTCAGCAGCCACCCCAGACCCGCTGGGTTGCC 

CCACGCAACAGAAACGCGGCGTTTGGGCAGAGCGGAGGGGCTGGCAGCGATAGCAACTCT 

CCTGGAAACGTCCAGCCTAATTCTGCCCCCAGCGTCGAATCCCACCCCGTCCTTGAAAAACT 

GAAGGCTGCTCACAGCTACAACCCGAAAGAGTTTGAGTGGAATCTGAAAAGCGGGCGTGTG 

TTCATCATCAAGAGCTACTCTGAGGACGACATCCACCGCTCCATTAAGTACTCCATCTGGTG 

TAGCACAGAGCACGGCAACAAGCGCCTGG ACAGCGCC T TCCG^ TGCAJGAG.CAGCAAGGG 

GCCCGTCTACCTGCTCTTCA'GCGTCAATGGGAGTGGGCATTTTTGTGGGGTGGCCGAGATG 

AAGTCCCCCGTGGACTACGGCACCAGTGCCGGGGTCTGGTCTCAGGACAAGTGGAAGGGG 

MGTTTGATGTCCAGTGGATTTTTGTTAAGGATGTACCCAATAACCAGCTCCGGCACATCAG 

GCTGGAGAATAACGACAACAAACCGGTCACAAACTCCCGGGACACCCAGGAGGTGCCCTTA 

GAAAAAGCCAAGCAAGTGCTGAAAATTATCAGTTCCTACAAGCACACAACCTCCATCTTCGA 

CGACTTTGCTCACTACGAGAAGCGCCAGGAGGAGGAGGAGGTGGTGCGCAAGGAACGGCA 

GAGTCGAAACAAACAATGAGGGCGAACCAGTTTCTTACATGTTCTAACGTTTGACTTTGAAAA 

CAGTTTAAAACACGTGTGCTTGGTCAGCTCCAGTGTGTCGTCCCGTGCGGGGGTTGAGTGT 

TGCATCTTTGCCTTTCTTGTCGTTGATTTTTGCCCAGATGGATCTGCATTTATTTGTACTTTTT 

CTATGTATTATAATCCTGTAGAAGTCACTAATAAAGGAGTAI I I 1 II I I GTCA GCTTATCAATC 

AGACTGATCTAATGTGAAATGTAAGTATCCTTAAAAACAAAGCATCTATTTTGGCAGAA ATTG 

TGTTCTTAAATTCAGTCATTTGATATTCTGTGAGACTTCATATTTCTCATCCCTTTATTGCTTTT 

TAGCAAACATAAGAAACCATGAGTCATTTTGTCATTTAGAGTATTCTGATAAAATCTCTTGAAA 

ATACTGAAATCAAAAGGTTAATGATTTTT TGTTC ATTCTGATTTGTCAT TTTAT T ATCTGT TATC 

GGTCTAAAGTGCTAATTTACCCATTTGA I I I I I CTGCTAGACAGATAACTTTTAATTTTTCAAA 

TTTGGCAGACAC 1 1 I 1 1 I I I I 1 1 I I 1 1 G AAAATCTTTCCTTCCAG ATCTGTTGCCCACTG AACA 

GCCACCCGTCCCTCACTGTCCTGGTGTCCGATTGGGCTGGATGGTGTTGGGGCATGATGTG 

TGGAGGMCTGGAAGGTGCTTTAGGTCTGGTTCAGGGTCGGGCATTCTTTGTTGTTTGCACA 

T CI 1 1 1 1 AAATTTTACACCTTTTCTTAAGAATTCTAATGCCGTCTTAAGTTTTTATACCAATAAT 

GCTGAGCTTTAAGTGTAGGATCTGGTAGTACAGACAGTGTGATGGATGATGCTGCTG GTTGT 

AAATTTCATCGTGTGTGTCTAA 1 1 1 1 1 1 1 1 CCTGTTGAATGGGTAAAAACAAAACAAAACTTTT 

TTTAGMGATGAATTTGCTGTCATGTTTTGTGGAATGAGGGACCGTTGAGCTCACTACCACC 

TGGAGTTTGAGTTGAAGCATGAAAATGGTGCCCATGCCTGACGCTCCAGCGCCTGGATCTG 

CACGTGCCCTTGTAGAGGATCCTTACCGTCCTAGAGAGCAGACGCTTTCTGAAAACTACTTG 

CTCCAAAAGACCCTCTGAGTTAACGTTTCAGCTGTATCATTAGACTTGTATTTAGAGCGTGTC 

ACTTCCTCTGAACTGTTACTGCCTGAATGGAGTCCTGGACGACATTGGGI 1 1 1 1 CC TCTAG G 

AGAATACAAGCCTTAATAAACAATACTATTTAGCAAAAAAAAAAAAAACTCGGCCGATTTTTG 

CCAGGGGGGGCCCGGTACCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGT 

CGTTTTACAACGTCGTGACNNNN 

>781 

acgcGtccGGTGCGAAAGCCCCGGACTCGTGGAGTTGTGAACGCCGCGGACTCCGGA 
GCCGCACAAACCAGGGCTCGCCATGAAGCCAGGATTCAGTCCCCGTGGGGGTGGCTTTGG 
CGGCCGAGGGGGCTTTGGTGACCGTGGTGGTCGTGGAGGCCGAGGGGGCTTTGGCGGGG 
GGCGAGGTCGAGGCGGAGGCTTTAGAGGTCGTGGACGAGGAGGAGGTGGAGGCGGCGGC 
GGCGGTGGAGGAGgaGGAAGAATGTGAtGgTGGAGCCGCATCGGCATGAGGGTGTCTTCAT 
TTGTCGAGGAAAGGAAGATGCACTGGTCACCAAGAACCTGGTCCCTGGGGAATCAGTTTAT 
GGAGAGAAGAGAGTCTGGAlTTCGGMGGAGATGACAAAATTGAGTACCGAGCCTGGAACC 
CCTTCCGCTCCAAGCTAGCAGCAGCAATCCTGGGTGGTGTGGACCAGATCCACATCAAACC 
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GGGGGCTAAGGTTCTCTACCTCGGGGCTGTCTCGGGCACCACGGTCTCCCATGTCTCTGAC 

ATCGTTGGTCCGGATGGTCTAGTCTATGCAGTCGAGTTCTCCCACCGCTCTGGCCGTGACC 

TCATTAACTTGGCCAAGAAGAGGACCAACATCATTCCTGTGATCGAGGATGCTCGACACCCA 

CACAAATACCGCATGCTCATCGCAATGGTGGATGTGATCTTTGCTGATGTGGCCCAGCCAGA 

CCAGACCCGGATTGTGGCCCTGAATGCCCACACCTTCCTGCGTAATGGAGGACACTTTGTG 

ATTTCCATTAAGGCCAACTGCATTGACTCCACAGCCTCAGCCGAGGCCGTGTTTGCCTCCGA 

AGTGAAAAAGATGCAACAGGAGAACATGAAGCCGCAGGAGCAGTTGACCCTTGAGCCATAT 

GAAAGAGACCATGCCGTGGTCGTGGGAGTGTACAGGCCACCCCCCAAGGTGAAGAACTGA 

AGTTCAGCGCTGTCAGGATTGCGAGAGATGTGTGTTGATACTGctgtggtttgaatgttccctccaacactc 

atgttgagacttaatccctaatgtggcaatactgaaaggtggggcctTTGAGATGTGATTGGATCGTAAGGCTGTGC 

CTTCATTCATGGGTTAATGGATTAATGGGTTATCACAGGAATGG'GACTGGTGGCTTTATAAG 

AAGAGGAAAAGAGAACTGAGCTAGCATGCCCAGCCCACAGAGAGCCTCCACTAGAGTGATG 

CTAAGTGGAAATGTGAGGTGCAGCTGCCACAGAGGGCCCCCACCAGGGAAATGTCTAGTGT 

CTAGTGGATCCAGGCCACAGGAAAGAGTGCCTTGTGGAGCGCTGGGAGCAGGACCTGACC 

ACCACCAGGACCCCAGAACTGTGGAGTCAGTGGCAGCATGCAGCGCCCCCTTGGGAAAGC 

TTTAGGCACCAGCCTGCAACCCATTCGAGCAGCCACGTAGGCTGCACCCAGCAAAGCCACA 

GGCACGGGGCTACCTGAGGCCTTGGGGGCCCAATCCCTGCTCCAGTGTGTCCGTGAGGCA 

GCACACGAAGTCAAAAGAGATTATTCTCTTCCCACAGATACCTTTTCTCTCCCATGACCctttaA 

CAGCATCTGCTTCATTCCGCTCACGTTCCCAGGGTGATCTGAGGTAAAcinGaagaaaaTAAAAG 

CTgtgtttgagca 

>782 

NNACAGAGAGTGGTACATGAATGACTAGTTTTCTAAGATGTCCTTTTTATTGTGAATA 
AAATATAAAAGTTAAAGGCCCTCTGCTAAGTCACATAAAGTACAGCATATAAGTTCATATAGG 
TACAAATAAATGAGTTTGCAGTGAATTGGGCCTTCAAATTACCTCAAGTGACAGATAGTAAGA 
AAAGCTTCTTGAGCAGGTGGAGGTCACTGAATCCCCTACTATGCACTTATCAAGATTTTACTT 
ACTTTAATTTACTGGAAATTGATTTTTTAAAAAATGACTACACTGTAACAAGGGAAGGGATCT 
GGGI 1 1 I I 1 1 GTTGTTTTATTCTTGTT I I 1 1 I I AAGTAGTTCAAATTCTGAAACTGTG ATTTAAA 
M M 1 1 1 I ACAGTCAAGCATTCTGATTTTGAACATAACTCCCTTCCCTTTCTGTGTAACAAAGG 
TCTCTCTGTTATCTCTTAAATTTTGTTACATCTCCCTCAGCCTCTTTCTTTGTCCGTCTCCCTT 
CTGTCATTGTCTATGGATGTTTACCTCTCTGTTCTCCTAAAAGTTTGAAGATTAGGTCAACTCT 
TATTTCTAGTTCATTGGTAATTTAATCTTAA I 1 1 I 1 1 I I ICGTGAI 1 1 1 1 GTTGGTTGTATAATCT 
GCTGACGTATTTTTATACTCAAGTGTAGTTTTCTATTAAAAAGAAAAGTGGTTGGATTAAAAAT 
AGTAAGCTATGTAACCCTCATGTTACTTTCACTTTCAAATATTGGGTAC CTAAA ACATTACTTC 
AGAGATTATGTAATCCTATTATAGTATGTTTGCTTTCCTTTATTGTTGGATTTTACATTCTGATT 
TGGCTTTCCTCCAAAAAATGTATATCATGAAAGACTAGACAGTTATTTGCAAGTGTTTAGAAA 
GGTGTTAAAAATGTAAAGCAAAGAGTCTTAACTTTCTCCTAATTGGGAGAAAAATGCTTTAAC 
ATTACTATAATAATATTCCAGGTTTGGAGGGGGTCTCCAGGCCCCATATTTGCTGTTAATAGT 
TGGACCTTTTAGACCATGTGTTATTTGCAATCCCAGAATGATTGCTTCTGCTATTAGTTAAAAA 
GATACTATT C 1 1 I I CI 1 1 CTGTACAAGTGCAATACTCCCCTTGAAGTCTTAAAAACTATGGTGA 
1 1 1 1 1 1 1 1 I CTTTTCTGACCTATTCTTCCTTTAGCTAATGACAAAAAGAAACTCATAAAAGTCAT 
AGTATGTTAAAGGACACAACAAGCAAAGAGAAAAACACTCCACAATCAAAAGATTACAGAAT 
GTGGAAACCACTAGTCTGATCTCATGGTATCTTTATTTAAGCTAAATTTCCATGGAAATTAGTA 
ATCTTTTGCTTGAAAAATGTGTCCTAAAGTTG^CTTTTTACAGATTGAATCTTCTTAGACCCT 
CGCCCMTGCTCTAAATTAAGAACCTMTACTTMTATTTTTATTTTACTTCTCCCCTTTTAGAA 
ATAMCTTTTAAATAAAAGCAAAGCACTTAGCTGAGTTTTAAACACTTACATATCACCTATTGG 
AG AA A 1 1 I 1 1 1 1 IA AAAATATTTGGAGCAGTCCTGTTTTCATACAAATTTAAGTAAGAGGTATT 
TTTCTTATACATATTTATATGTAGTGTGCTAATTTTCTTTTTTTATACCTGTGTCCCTGTAGTAA 
MCTGCTGTAATATAAATACATGTTTTGTTAAAAGATAACATTTCTTTGGCATTTCTTTTAAAG 
GCAGTTACTGCATTTCTGCATTTGTACAGTATGTGTCTTGGCCATTTTAGATATTCTTT CTTTA 
ACMTACCAMGGTAATTAGACTATTTTAMGACTAATTGCTTGACAGTTTCTAGGGTATTTTG 
TGTTTTAGAANNNNNNNNNNNNNN 
>783 

ATTATTTTATATGTTATGTATATATTTAGGAGACAAATGAACATTTGTCTGTATCTGAA 
TCAACTGTACCACCCAAAAAGTGTGTGCCACACTGCATTGGCCTGGGACATAAAACTGGAAG 
CTAMCCTAGTATATTTTCCTTACATCCTCTGGGTACCAGGAGTCATGTTTGACAGCTTCTCT 
GCTTTTCTGACGCATGGCTTCCTTTTGTTCACAATTTTCTTACTGTAAGTCTTTCAGAGGTGG 
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TGAGGCTTGAGATTGCTGTTGATAGACAAGTTTTCAAGATCTATTTTCCCTTCATTCTAGGCT 

GGGGTGTCATAGAAAGTTTACCAATTTACTAGAGTGGACACTGGAGTACACTAGACCAGTTA 

GTACTCTTCACTGTCTTTGCCATGAAACTTTATAACATGGCTCTCCAGGTGTTGAATCTGGTG 

CCCTGTCACCCTGTGCTCAGGGAACACATGGCGGCAATCAGCATGTGAGGCGCAGAGGGA 

GGGCAAGCTCCCCTTGTGATATTTGAGGTATCAGCTGACTCAAGTCTCTCTCCCTTCTCTCC 

TTATTCTCATGCTACCTCTCCCAACCATTGTCTTAACTTCCCTGGCCAGGATGCCTGCCATAT 

TAGATGGAGAGGAGGCAGTTTCTAAATGGCTTGACTTTGGTGAAGTCTCAACTCAAGAAGCT 

CTGAAATTAATCCACCCAACAGAGAACATTACCTTCCANN 

>784 

>785 

ACAAGAGGATATGTGTGCATTACATGCAACCACTACACCATTTAATATCTGGGGTGT 
GAGTATCCGTGGGTTTTGGGTATCCGTGGGGGTCCTGGAACCAATTTCTCCTGGATACTGA 
GGGATGACTGGATTACTGTGTGTTTGTGTGCTTGTTTTTAAGCTTCAAAAGA TTATGT GATCT 
AGGAGTTGTTAGATTTTATTATTGGTCTTAAAAGATAAGCTTAGATGT^ 
TTTAGTTTACAGTGATTCATGAATCGGGCAGCTTCAGACCACAGGAGACATGAAGCAGGTAG 
MGTTTAAGAAAGCTTGACAAGCAAAATATTTGATTTGGN 
>786 

ACTAAAACTAAAACTGAGCAGTTTAAAACATTCATTTAAAGGGATATCTAATGTGTTTA 

TTATTMGATAAATAATGTTTTATGAAAAATGT^^ 

GCAAGAGTAACATTATTTTACATTATTGCATC TCAGT GAAAAATAAATGGCAACAAAATTCTTA 

TATCTGCTTCTGCAGTTMTTCTGTTCATTTTGTTTTGGTTGAAATATATGAAGGAAATCTGTC 

CTCACACAGTTGTGTAGTGGAAAAAGGGGGACTATTGTAACAGGCTGTGCACATAATTGTGG 

ATGATTTTCTTTGATACAACAACAAAACTTN 

>787 

NNNCGTCCTGGTTCTTTGAATCGATGGC TCACTCCCAG CCACTCTTGACTGACTGCC 
AGCTTAGCAGGGCGTAGCTTACCAACAAATC i I I I I I I I I! I I I AAAGCCAGACTGATTCATA 
GAAACTCCTTTACACTCTCCAGCCTCTCACCGCAAAATTACACACCCCAGTACACCAGCAGA 
GGAAACTTATAACCTCGGGAGGCAGGTCCTTCCCCTCAGTGCGGTCACATACTTCCAGAAG 
AGCGGACCAGGGCTGCTGCCAGCACCTGCCACTCAGAGCGCCTCTGTCGCTGGGACCCTT 
CAGAACTCTCTTTGCTCACAAGTTACCAAAAAAAAAAGAGCCAACATGTTGGTATTGCTGGCT 
GGTATCTTTGTGGTCCACATCGCTACTGTTATTATGCTATTTGTTAGCACCATTGCCAATGTC 
TGGTTGGTTTCCAATACGGTAGATGCATCAGTAGGTCTTTGGAAAAACTGTACCAACATTAG 
CTGCAGTGACAGCCTGTCATATGCCAGTGAAGATGCCCTCAAGACAGTGCAGGCCTTCATG 
ATTCTCTCTATCATCTTCTGTGTCATTGCCCTCCTGGTCTTCGTGTTCCAGCTCTTCACCATG 
GAGAAGGGAAACCGGTTCTTCCTCTCAGGGGCCACCACACTGGTGTGCTGGCTGTGCATTC 
TTGTGGGGGTGTCCATCTACACTAGTCATTATGCGAATCGTGATGGAACGCAGTATCACCAC 
GGCTATTCCTACATCCTGGGCTGGATCTGCTTCTGCTTCAGCTTCATCATCGGCGTTCTCTA 
TCTGGTCCTGAGAAAGAAATAAGGCCGGACGAGTTCATGGGGATCTGGGGGGTGGGGAGG 
AGGAAGCCGTTGAATCTGGGAGGGAAGTGGAGGTTGCTGTACAGGAAAAACCGAGATAGG 
GGAGGGGGGAGGGGGAAGCAAAGGGGGGAGGTCAAATCCCAAACCATTACTGAGGGGATT 
CTCTACTGCCAAGCCCCTGCCCTGGGGAGAAAGTAGTTGGCTAGTACTTTGATGCTCCCTTG 
ATGGGGTCCAGAGAGCCTCCCTGCAGCCACCAGACTTGGCCTCCAGCTGTTCTTAGTGACA 
CACACTGTCTGGGGCCCCATCAGCTGCCACAACACCAGCCCCACTTCTGGGTCATGCACTG 
AGGTCCACAGACCTACTGCACTGAGTTAAAATAGCGGTACAAGTTCTGGCAAGAGCAGATAC 
TGTCTTTGTGCTGAATACGCTAAGCCTGGAAGCCATCCTGCCCTTCTGACCCAAAGCAAAAC 
ATCACATTCCAGTCTGMGTGCCTACTGGGGGGCTTTGGCCTGTGAGCCATTGTCCCTCTTT 
GGAACAGATATTTAGCTCTGTGGAATTCAGTGACAAAATG GGAG GAGGAAAGAGAGTTTGTA 
AGGTCATGCTGGTGGGTTAGCTAAACCAAGAAGGAGACCTTTTCACAATGGAAAACCTGGG 
GGATGGTCAGAGCCCAGTCGAGACCTCACACACGGCTGTCXJCTCATGGAGACCTCATGCCA 
TGGTCTTTGCTAGGCCTCrTGCTGAMGCCAAGGCAGCTCTTCTGGAGTTTCTCT 
CTAGTGAACAATTCGGTGGTAAAAGTACCACACAAACTATGGGATCCAAGGGGCA GTCTT GC 
MCAGTGCCATGTTAGGGTTATGTTTTTAGGATTCXXJCTCAATGCAGTCAGTGT^ 
GTATACAAGAGGAGAGAGATGGACATGGCTCATTGTAGCACAATCCTATTACTCTTCXrrCTAA 
C A1 1 1 i IG AGGAAGTTrrGTCTAATtATCAATATTGAGGATCAGGGCTCCTAGGCTCAGTGGT 
AGCTCTGGCTTAGACACCACCTGGAGTGATCACCTCTTGGGGACCCTGCCTATCCCACTTCA 
CAGGTGAGGCATGGCAATTCTGGAAGCTGATTAAAACACACATAAACCAAAACCAAACAACA 
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GGCCCTTGGGTGAAAGGTGCTATATAATTGTGAAGTATTAAGCCTACCGTATTTCAGCCATG 

ATAAGAACAGAGTGCCTGCATTCCCAGGAAAATACGAAAATCCCATGAGATAAATAAAAATAT 

AGGTGATGGGCAGATCTTTTCTTTAAAATAAAAAAGCAAAAACTCTTGTGGTACCTAGTCAGA 

TGGTAGACGAGCTGTCTGCTGCCGCAGGAGCACCTCTATACAGGACTTAGAAGTAGTATGTT 

ATTCCTGGTTAAGCAGGCATTGCTTTGCCCTGGAGCAGCTATTTTAAGCCATCTCAGATTCT 

GTCTAAAGGGG 1 1 1 1 I IGGGAAGACGTTTTCTTTATCGCCCTGAGAAGATCTACCCCAGGGA 

GAATCTGAGACATCTTGCCTACTTTTCTTTATTAGCTTTCTCCTCATCCATTTCTTTTATACCTT 

TCCI I I I I GGGGAG7TGTTATGCCATG A I I I I I GGTATTTATGTAAAAGGATTATTACTAATTC 

TATTTCTCTATGTTTATTCTAGTTAAGGAAATGTTGAGGGCAAGCCACCAAATTACCTAGGCT 

GAGGTTAGAGAGATTGGCCAGCAAAAACTGTGGGAAGATGAACTTTGTCATTATGATTTCAT 

TATCACATGATTATAGAAGGCTGTCTTAGTGCAAAAAACATACTTACATTTCAGACATATCCAA 

AGGGAATACTCACATTTTGTTAAGAAGTTGAACTATGACTGGAGTAAACCATGTATTCCCTTA 

TCTTTTAC I I I I I I I CTGTGACATTTATGTCTCATGTAATTTGCATTACTCTGGTGGATTGTTCT 

AGTACTGTATTGGGCTTCTTCGTTAATAGATTATTTCATATACTATAATTGTAAATATTTTGATA 

CAAATGTTTATAACTCTAGGGATATAAAAACAGATTCTGATTCCCTTGAATGTGTGAATGTTTT 

TTTCTAAAAAAAATGTGGAGAAATATGGATAATTATGACATTTATCCCTCATTAAGCTGCCTAT 

CAGTTTGATTTGGACAACTTGACATTTATTTGAGACATTAAGCTACTTTCTGGTAATATATTAG 

gcatttctgcaatagctctttcaggtaactgaatattattaagcatagttttatcttgctttga 

ttaaacgtgttagggaaaaaatggaacttcataagctaatacattagaaaggggttAtgatta 

taaatcagaaatgcttgtgacattaagaaatgaggcacttgtgaaatttctttgaaatagcca 

gctcctctaatgtgtcttcaaaatataaagtgattcacaaaggcatgcatcacacctatttgt 

agcagcccattcattacataaaccagggcatacctgtgtgggctctgtgagtgaagggagg 

cttcactactttctgtgagcagtaaggactggtatctttctgtgagcaataaggactggataa 

agactgcatatccttgtgtcgtgtcagcaccaatacaataaggagggttttaatgtgaagca 

ggcaatcttccagccccttctggtcttggatgaaatagttgcacagagtattgcaccaaaaa 

tacacaatggaggctgaaaagttcaacatattttaagtcaattaatcaaattgcattgattctt 

gatgctttcttagaggcctacatgatttcttagattgctctgataaactatcataaggggtcc 

acctcccctcatttagctcccccagggatttcttttcccccatgtcatacacccagtcctaaa 

tcaacccccaaggctatccttccatcccttctgcagagggaacttttgtcagactctgcaac 

aaactcctagctctatccagagtgtcctctgctgctaagattggtatctttctcctcaaaagc 

ctggatggtgaatgggggtgcattagtcagaattctccagagaaacagaaaaaataagattc 

gcgtgtgtgtgcaaacatatatataaataaataaaaatatatttattnnnnnnnnnnnn 

>788 
>789 

ACTTTAATTTCTTTATAATTTGTTCAGCTATTTAAAAAGATAATCCACAATCTCCTACC 
GCCATTAGAGCACAGGAAAAAAAAATTCAAAAATAAAGGAAAAACATGGCTCATATATCTACA 
GAAGTCACAAAAATACTATAGGGCACATATACCCAGGCCTCAGCGGTGGGAAGAAAACATAC 
AACCACCGGGCAAAATGTTTGAACACTGAAGACGGG AA I 1 1 1 1 1 AGGGCCATNTCAAGACCA 
TGTTGAAGGTAACTGGGAAAGTCCTGGATAGAAATAGANNNNN 
>790 

NNNAAATTTTAATTGTTAAAATAACAAACTlTGCAGTGACAGAGTCTCTTTTTGGCAG 
CCATGAATAACTGTACTCAAGTCGCCCTTATGGAGCCCTTGATTCAGGCTTCAATAGTGTGG 
ACAGTGGTGATAAGAGATGGTAGGGAATGAAGTAAGTGI 1 1 1 1 1 A TGTTCCGTGTGTTATAAC 
ACCTGATTAAGAGAAAACAGAATGATGAAAATGAAAAGCGTCTTAACTGGATTCAG7TTCTCA 
CTACATAAAATACAGAAAAGTCAAGGTGGAGGCAAGATTCCCACCCTCTCCAGCAGAATTGG 
CATTCTGCGTCCTTACCGGCTTTCTGTCACGTGGATTTCCGCCTGTTTCCTCATTGCCTCATG 
GAAATAGTTTCATATCATAGAAAGGCAAACAGGAGCTGAGCCAGTTGAAACTGAAGCCTACA 
ATCTGAGGTGGGGGGTAATCTCGAGCAGAGGTGCTAGATGGTGAGAAAGCAAGTATGACTT 
TCGGCTGATGGGTATAGACAAGGACCTTACTATAGAGTATTCATGTGCTTCAGAGGAATAAC 
N 

>791 

ACTMTTCTTTTCCTCTTTCCTAGACCGATTCTAGTTTGTTGCCTTCCCTTTCCTCGG 
AAACCCCAAGTTTGTGGATGCTGCAGACACTCTGTGCCCCCCTGCATGCTGGGTGCCTGGC 
CAGCTGCCAGGGCATAAAGACAGAGACGATGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAA 
GCCCCAGTTCTTCCATGTTAGGTGATTTCTTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAA 
TGCTTAAAAAATATTAACAGCTTTATATCATGAAAGTTTTAACATGN 
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>792 

agGGCCGgttagaGAACTGCGCATCAGATGCGTGGccagaAAGTTCTTATATTTATGGAT 
TCGAATGACTTTTGGAAGAGTATTTCC CTCTA AAGCCAGGTAGTATTAGCTCAGAACAACATA 
ATTGTGTTGAGTTCATTCTAGGGTTTTCTTTTATATTAAGCCTGTATATAAACTTCATTATGGC 
TTGTGCTGTTACATTCCTCCCCAGCCTCCAGTAGGTAGAAGCAGTCCCTAATATAACCATGT 
AATACAGTGGTAACTTCATATCTGTTAGTTGACTGCAGCTGCATTCATGGTGAGCTGTGAATG 
TTATCTACAAAGTAGCCAGTAAAGGTTAAGTTTTAGTGTTCAGTGGTGTGGCCTTTAGCTAGC 
TACTGTGGCCTTCAGCTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGT 
>793 

>794 

ACGAACTTAAATTTATGATGAATATCTTTGATAATGAGAAATCCTGAGAGATTTTACTT 
TCAATTTTATTTTAATTTGAAAGAGCATATGACATCTGGAATATTTTTAACATATAGCCATACT 
GTTTATTTAAATTTGTAATAATAGAAATAGAGTAATTCTACTGTTGGATTTTAATTTTTAATCAT 
ATTAMGTTTAACTGGATTTTATTTTAGGACTAAAATATTTAGGACTAAATAAAATTTTATTAAT 
TAATTTAGGACTTTTGGGAAAAGATATTTCAGAAGTTCAGTGCATATCAAAAAAGCGAACAAC 
AGAGGCTTCATCTTTTGAAAACTTCATTGGCTAAAAGTGTCTTCTGTAATACTGATAGTGAAG 
AAACTGTTTTTACATCCGAGATGTGTTTGATGAAAGAAGATATGAAAGTGCTGCAAGACAGG 
CTTCTTTAGGACATGCTAGAAGAGGAGCTTCTTAANN 
>795 

CCACGCGTCCGAAACAGAGTACATGTGATATATAGCCAAAGCTCTCTTCTCTATAAT 
ATTAGCTCTCACAGCCATTGGGGTCTTCTACCATTCAGAGCTGATAAGCAAAGATATCAGCG 
TACTGGAACACAGAACAGTGCCTTGCATACATACCTAGGACAATATCTGCCACAAGGTAGGC 
ACTCAAATATTCATTGAAGGAGTGGCAAGATGGTAACTATTCACATCAACCCCGACAGACAC 
CTTTTTGCAATGACTATAACGCGTCCTGACCAAGCCTAAAACCAATATGTGTGGTTGATTTGT 
ACCCTAGGTGATCTTTGGCTTCCTCAAGTTTTTGCACCACTCAGAATCATTTCATATACCACC 
TTTGGCAAACATGCCAGACCTGCAGTAGACTGAAGGAAGCTCTCCCAAGCTCTAAATTGATT 
AATTTATTAGTTCCTAGAAGAAAGAGATTACATGTTTATCTTTTTGTTACAGAAGAAACTTTGA 
ATAGCAGTTGAAAATTTGGCAGGGTGGACCACCTAACTTGACAGTGTATTATT GTGTCT GTTT 
TGAAGGAATAAAATGGAATTATTTATAAAGTTTTCATTTGTATTAGAGAGAGCCATTTTTAAAA 
TTTCACATTCAATTTGTAACATTCTAGAAGACAGATTATCTTCTTTCTGTATACTGTGTGCAGT 
AGGTATTTAATAAAATATTAACAGAAATGTAAAACAGTGATTTCTCATAGG GCTAC TTATACCT 
TTGTATTTTGGTTMTGATGATAACACTTGTCAAAGGGCCCTAG GATT AACTTTTTCCCGTAA 
ACCCCCTTATTTTGTGTTTTTAATAAGTTAAAGGGCCATAATTTCTTTT 
>796 
>797 
>798 

ACA AI I 1 1 1 ATGTTTACAGCTGTAACCCCTGAGTTAT CAAG AGATGGAACATTAGATA 
TGATTTATTCCTATTTAAGATAATAGGACATTGCTTGATTACATTTTCAGAAGATATTTATCCAA 
AG AAA I 1 1 1 1 1 1 1 1 1 1 AATCTAAAGGAAAGGTTTTGATTCTTATGAGAAAAGAATGAGATTTCTT 
TAACTGGAAAATTGATTTATGTCCTACAGTCCATTGTGTAGTGATGTTGGATCAATCAGGTAT 
CGCTAGGGTGTCTGTAGAAGTATCTATATATTGCTTTTTAAGTTCTTAT 
>799 

ACCATGTAGCTCTACTTTT(XJATATACAGAGTTGTTTCCTAGCTTTCTGCTAATCTAA 
CTGGATTCCTCTTCCCCATTTCCTCATTTACTAGATTATAATGCACATCACATAATAAAAGCTT 
AAAAATGGGCTTTCACAGTTACTGTTTTCTTTTTAAATAATTGTGAGAGAGCTTTTGCATCATT 
TATTATCTAATCATGATTCAAGTGACTAGGCTGTAGCACCCAAGAACCTTGCCTTAAAACAGT 
TTATTTTACCCMTAATACTACinTGCCTTCTTAClTAAAAATGTCCCGTGCTTAACCCrnTG 
CTCTTTATTTTGATTTAAGCACTTGACCCTAAAGTCCTGCTTCTGTCTTACAGAAGATTGTTGT 
CATTTAAAAAATAAAACAATCAGTACTAGAACTAGCATAAATAGTAATATCTAACATGATCATT 
TGTATTATATAGGCATATTTAAGTAAAATGTGTTTCATTCCATTCAGTATTTCATAAAAGGACA 
GGCCTCTGGAAAATTAGTTTTACTCCTTAGGTTTTCTCATCCANN 
>800 

NNNCTCTATTTTTAACAAGGCTCCCTCAAGATATTAATGTGACAAACTTACATAGCCA 
GCTGTAAGATATCTTTCAAATGCGCAAGTAACCTAACAGATTTGTGCATGTCAGCCAGTAATT 
TCAACATACATTATAAATATGGCCAATTTTCCCAAATTCTAAATGAATGGAGATAAAATGCTAT 
ATAATAAATATGTTAGAGCACCTTTCTTGAGAAACTTCTAAAAGGAAAAAATAAAAGACATAAT 
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TATACTCACACCACCAGTAAAACCTCTGGTCACCTGTTTTGGGTTGTGGAATGCCCCCAGCA 

GCCGAGAGACCTATATTAATATCAACAGAGAAATATCACACACAGAATTAAACCACATACAGT 

AAACAAGAGCGAGGAAGTCCTGATGGATGGTAATGCTGCAACTTGGCACAGATATATTCAGT 

AGCTTCCCAGGAATACAAATCTCATGTATTAGCTCAATGTGGCAAGCTATCTCAGATTTGAAA 

GCCTAAATACTCAGATTTTTACTTTAGATTGAGT 

>801 

ACTGATTATTCTCCTGCTTAGGGAGAAGCGGAAGAAGGCCCTTGGAACTGTGAGTTT 
TGCATTCCAACTTGCTAATTCAACATAGATCCTAATTCCTTAAATGCTTGTAATTAGAAATTCT 
CGTGAACTGTATTGG I I I I I GTCAAGCAATCTGTTTGGGGAACTTGAGCAACTGGGGCACTG 
CTGGCTAGGGTGAAGTTTATTTAATTTGTTTTTATGACATTCTTCATCTTGGAAATGGGGTTTT 
CAAATATTGCTTTCCCAGGCATCATTACTTATTTGCTGGTTTTTATTTCAAGANNNNNNN 
>802 

CCCTTTGAGCGGCGCCCGGGCAGGTACGATAGGCATGCAATTAAAGAAGACCTGC 
CTCAAACATTTTCTGTGTGACCTGAGGCAAGTCCTTTTATAGCTATAAACTAGGGACAATATT 
TGCTGTCAlTTTTTCTACAAATGTCACAAAGAACAAATTTGAGCCTGTCGCTGTGAAAGAACT 
TAGCAAATGAAAGCATCCTAGGGAGTGTTTrAGATATCGATATTTTTATCCAATTAACTTTTCA 
AAATGAAGTTATTTGCTCACTGAAACTGAAGT 
>803 

>804 

ACCTTGCACAGTGCCTTTTAAA1TCATTTTGCTGGACAGTTGGCAGGCTCTTTCACTT 
GAGAGGCTATATCTTAACGATTTAGAATGGAGAGTTTGGCTCAAGCTCCCTGTGTGTGGTCt 
GTGCTTTCTATACTTTTATTCTTGGTATTCCAGAGTCTGGAGGCTTCTC I ) I I I AAAAATTGCT 
AGGCTCCTGCCAAATGTTATAATTTGGGGATGTGAGTTCACTAAGAAATCAACTGACAAGAG 
GCAGATTAATAGGAGAAATGACATCGAAATTTATTAGCATGCAGGGGGAAAAAATTGATTAC 
CAAATATCCCAGTAGGGTAGAGATGCTTATATACCCCACCTCTTAAGAGAGAGGGAAGTGGA 
TGATTTTAGGGGAATAGTAAATACTTTNTATGGGAACTCACTGGGCTTGAAGAATATAACAAA 
AGCCTGGGACAAAGTCTGTTGGGCCCACAGAACAGACAGTGGTTTATGACAAAAGNN 
>805 

ACCGGGTGGCGGCCGCCCGGGCAGGTACTATTACTAGGTTCATTGTTTCCAGAGG 
GGTGAAACGGGGCTTTGGAGAGG7TAAATAACTTGCCCAGGGTCACACAGCTATTAAGTGG 
TAAAGCTGGGATTTACATGAGCCCAGACAAAGAACCCAAGAAGCTAAGCTATTCTCTTGTAA 
TACCTCCAACATAGGAGGCAAGAAGTGAGGTATTATACAGGTTGAGGAGATAAAGGGGAGA 
GAGGCCTGCAGTGCTAACAGGAGGAGCTGGGATTCATCCTGGCTTGTTCTGATAGGTCAGT 
TAGTCTTAGAGATACCCATGAGGTCACCTACTCAAAATGGGGCTCAGAGTAGCCTTGTCCCA 
TtCTTGTCCAGTGGGCGCAGCTACAGTCTTCCTGGCCTGGAGTGACTGGAGGCTGTCCCCA 
CGTCCCACTTCAGTGAGGCATTCATGTGCACCCAGCACACTTTCTAGCTTTATTTGCCTGGA 
GGGGAAGATTCTCCAGAACCTTGTTAAGATGCACAGTGTGGTCCTTGGACTGGCAGTGTGG 
CCTCGGCAGTCCCTGGGAGCTTGTTAGGAATGCAGAATCTCAAGCTCCTCCCTACTGAATCT 
AAAGCTGCATTTTAACAAGATCCCAGCTGTTTCGTATGCACATGAAAGTTTGAGCAGCACTG 
CTCTAGAMGTTACTTTTATCTTTACTGTGCCCACCAAAGTAATCAAACTTTGTGAAGT 
>806 

NNCTGTTTCCTGTGTGTAAAAGGACGGCACAGAAACATGGGCCATCGGTGTTTCCN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGGTTCACATATATAC 
ACACATATATAGATATATACACCCACATATATATTTGCTGACATTTTAATGTGAAGTTTTAGTC 
TGGGATATAAAATGGAATGTATGACATCCTCAAATGTCTGAATACTGTTCACTCCTATGTTTTA 
CATTTAATTTTCCAAAGCAAAACATTTCAGTTGAGGATTTTATTAGAAAATAAATAATCATTTAG 
CCATATCTAGAAACCAGAATAAACAATGCCATAAAGCCTATAGGAAAATGCAGGTCAGATTCA 
TAAATATTCATGTGTTTACTTTCAGTACAGGGAGGAATTTGAAGTAGATAGAAACCGACCTGG 
ATTACTCCGGTCTGAACTCAGATCACGTAGGACTTTAATCGTTGAACAAACGAACCTTTAATA 
GCGGCTGCACCATCGGGATGTCCTGATCCAACATCGAGGTCGTAAACCCTATTGTTGATATG 
GACTCTAAATAGGATTGCGCN 
>807 

AATTCCCATGATGTCAGACCACTGGAGTTTCCAGGGGCAACACCCCATAACCGTCC 
CGCTGCAGAAGAGCATCAGACGTTCAGTAAGAATGCAAAGGGTATCTCAGTGGGAACCGCG 
GACCAGGAGAGCTCCCAAACCAACACATGGCTAGGGCTCTCTAGGCCCTTTCAGGCTAGAT 
CTTGACGAGAGAAGAGTAAAGATCTTTCTGAGGTTGGTGCAACTGAGGAAACGAAAGTTTCG 
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GCCTCTGCTGTCAGATCTATGAAAGGAAAGAACTGTGAACTTGTCCCCTTTTGTTTTCTTTGA 

CTTAAAACAAAAGAAAATCACTGGAACAAAGTCTTAAAGTAATAACAGAAATGTCAGAAAAGT 

TGAACATCTTATGGGCACATGCGGTGAGTTACGCTAACTTATAGCATCCACTGAGATTAGCC 

GCATAGGATTCTTCCCATGTTAGAGCTAAAAGGACCTACTGTCCGCCAGCTGCA7TGCAGN 

>808 

ACTATCCCCTACCTATAAGGCATTTATAATGTGCTGGGCA TTGTG ACACTTTTCATAT 
ATTATCTCATGAAATCCTCACNAATAATTCTGAAGGGTAGCTGGTATTTTTATCTCCACTTTAC 
AATTCTGAGGCTTACAGAAGTTAATTCAGTGGCCCAGGGTCACACAGTTTAC AAGTG CCACA 
TTGGTGAATATAAAGTAGCAACTTCTAAGTTTCACTCTCCCACTTCCCTAGTTATTTTCCTAAG 
GCATGAATGTCTGGGAAATAGCATGCATCAGATNTTCCACCTCTTTAAAACTCTTCAGTTCAT 
ATAATNTAGGGTGTGACTATTCATAGATACCTTTGAGCTAATCTTCTGGGAGCCAATGTAACC 
GCAATGCACACTGCAAAACAATGCACGCTTTCTCTGTAAATT AAAA ATGCCAACCGAGCTTG 
GGAAAAGCCCATCTTTTGATATGAACCAATAGGGCAGTTTAGTTTTAGAAATAAAGAAAGTCC 
ACTGTTCCTGCNNNNNNNNNNNNNNN 
>809 

AC I I II I ICTTTT CI I 1 1 I I 1 1 1 1 I I I I I GGAAGAATATTGCATACCTATTAGAAAAGTC 
TTTTAACAATTAAAATTGAAAATGACTGACAAACTTACACTATTTGATTTAAATAAATAAATAAA 
TGGTCACATGATAACAATCTCCTGATTGATATGCTTTATTTAACCAGGTTCTCAAACCATTGG 
ATGTGAAAAGGAAATTTTAGAATGCAGAGGTAAGTGTTGAGTG'lTlAATGGGATTTCATATtA 
AACATTAAGATCGTATTTGACTAAAAATCTCTTATATACATTTCTAATACTGAA GCAA ATCGCC 
AACGTGACTGTAAATTATTTGAAAAAATCACAAATTTCAGTTAAAATTGAATAATTTTATTATAG 
GTCTCATAAT C I I I I I CAGCTTACATGGAATCAATGTGTCTTGA I I I I I ATTCTCGTTAATTTTA 
TAAGGCCTTCATCTCCTTTCGGTAAATGATTGCCCTCTCATTCCATTTAATGGTGGTTGTTAC 
ACTAGCAATCTGTGGAATTTTACATGTGGTTCGGGATTTTACAAAAANNNNN 
>810 

ACTCCATTT C I I 1 1 I ATTCATATTATTTCACCAAATAATATTCCA CTGTGT AGATCTATC 
ACATTTCGTTTAGCAGTTTATCAGCTGGTGGACAATTTGGCTGTTTCCATTTTTTGGCTGTTAT 
GAATAATGCTGCTATGAGTCATAGAAACCATTCCTCTTACTCAAGAAACAGGTTCTCCAGAAA 
CTAAGCTAAACTTGTTTGAAATGTAAATTCTCAGGTATTCTCAGTATAGACCTATAGATTCACT 
TAGCTGGTGGGGTCCACCCAACTTCTTTTAACAAGTCCTCCAGTGGATTCTGATGCAATGCT 
AACATTTGTGAACACTGTCAAAATCAAAATGGAGTCACTTGTGTTTAAAAATCCTGACAAATA 
AAGCCAGGGACAGCTATGAAGAGAGGGTTCTCATGCATCAATGCCtGATTAACANAAACTAT 
CCCAAATGACTCTGCANAAACCACAATCCTGCACAAAGGTCATCACAACCTTACACAAAAAAT 
ATCTTCACAAGGACANN 
>811 

ACGCGGGGAACAAACCAACATTTGAGCCAGGAATAACTAGAGAGGAACAATGGGGT 
TATTCAGAGGTTTTGTTTTCCTCTTAGTTCTGTGCCTGCTGCACCAGTCAAATACTTCCTTCAT 
TAAGCTGAATAATAATGGCTTTGAAGATATTGTCATTGTTATAGATCCTAGTGTGCCAGAAGA 
TGAAAAAATAATTGAACAAATAGAGGATATGGTGACTACAGCTTCTACGTACAGCAGCAGCA 
TTATATTGGTATAAAACAGGTATATCAAATATTAGTGAAGTGTATGGAGACACGCCAGAATGG 
ATACAAAGACAAACAGTATTACAACATAGTTTTAATGATTGT 
>812 

ACCTMGAGTTATTAATACTATTTCAGTAAAAAAAAAAATTTAATAAACCCTGTGTGAT 
CCCATTGTAACAGAAAGGCTGATGTTTTCTGTTGTGAAATACAAATG CAAGG AAAAAATCATT 
TCTTTGTTTCAAAGGATGCATTTCTTCCATAAAGMTAATTTGTATTTATTTTTAAGGGTTTATT 
TTAACTTATACATCAGCCTATATAAMTACATTTCAAAATGATCTGTGCTCTTTAAA TTACC AAA 
AG C AAATGTT AA I I 1 1 1 I 1 1 ICCCTCTAACAGATAACMGTTTTACTCCTATGCTGATTTTTCTG 
GTGCCACTGAAGNNNNNNNNNN 
>813 

ACATGTGCATAAGAGGGAATGCTTCCCTACATTACTCCAGAATACAAAGCTTCTTTCT 
GCCTTTCTCATCCACATAATGGAAGACACTTCTTGGGTGAAATACTCCACAGTTATTTCAGTT 
CTCACTGGTGAGTCTGAATATAAGCTCTATGAGAGCAGGGACCTTGTCAGTCTTATTCACAA 
TATCCCCAGCCTCTAGAACAAGGCTGGCACATAGTAGATGCACAAAAGGTGTTTGCTGAATG 
AATGGATGACTGAGTCTGTGTGGGGTAATGATAGGGCTAAGGATGGGACTCTAAACTCAGG 
TTTCCTCTGTGGGTTTCACAGTTTACTGGTCTTAAGAGGAGAGTTTCCTAAACTTGCCTTATG 
ATAAAAACCACCTTCAGCATTTGGTAAAAATTACCCATTCCTGTAGATTCTGAGTCAGTGAGC 
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TGAAGT6GAGCTGATGAATCTGTTTTTTGTGATACTGCTGCTGCTGCGGTTTTTAACACATGC 

TTCAGGTGGTTCTAAGCTTAGGAAACCTTGCCCAAGGATACCATCCTGTCTCNNNNNN 

>814 

>815 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATGGGGGTCAG 
TAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGCACAGCTTGCTTTAAACATG 
AGATCCAGCTCAGTGATCATGCGGGGGAAAAGGCCCGGCATTGCTGGAACTCCTAATATTT 
AAAMGATGATGGAAACTTGAMTTTTATATTTMTCTTCTCATTTTTAAGTGTTGGCAATGTA 
TTGAAGACTTTGAAGCCTCTCTGCTGGTCAAACAAGATGTATCTGTAGGCTGGATTTAGTCC 
ACAGCTGGCCAGTTTGAAAACTGAATCCTGCTAGCCTTAATTTAAATTTTTTTAAATTTAATTT 
GCTTTGATTCCTGCACTCCTGCTCAAAAAAATCTTCAATGGCTCCCCACTGTCTGCAAGGTAA 
AGTCCAAACTTTGTCACCAGTCCTTCAAAGCAACCCATGACTATATCCAAGACCCCAAACCAT 
ATTTCTACCTTATAGCCAGTCTCCATCTTCCACCGCAACCAGAATGATAGTTGAATTGTACTC 
TAGGAAGGAAAATATTCAGAAAGGCACCAGTCCTGGCCATGAGGGCTGCTTCTGGGTCCCT 
AAGCTTTTTCCTTTCCTGCAGTGCCCTACACTGTGCATGCCTATCAATGAAACCCTGTCCATC 
ATTAACCATCCAGCTCAAATACCACCTCTCCACAAAACATCCCTGATGGCCCAGCCAAATGC 
CCCTTTGCTCTGAATTTCCATGGGACTTTATATCACTCACATGACACTTACAACATACTGCCT 
TGTTTTGGCATTACCTACATAGCT^TTTTCCC^ 

GTTTGGGTTTTGCACTATATTGAATATCCCTGTAGTGCTTTGTACATAGCANNNNN 
>816 

NNCGCGTTGAGGCGGCTGCAGCAGTTGCGCGCTGGGATTGTTGCGGTGCGCTGGA 
GCCGAATACAAAATACAGTTAAAATAAAATGTCAACCTCCTGGAGTGATCGGTTACAGAATG 
CAGCAGATATGCCTGCTAACATGGATAAGCATGCCCTGAAAAAGTATCGTCGAGAAGCCTAT 
CATCGGGTGTTTGTGAACCGAAGTTTAGCAATGGAAAAGATAAAGTGTTTTGGTTTTGATATG 
GATTATACCCTTGCTGTGTACAAGTCCCCAGAGTATGAGTCCCTTGGTTTTGAGCTTACTGT 
GGAGAGATTAGTTTCTATTGGCTATCCCCAGGAGTTGCTCAGCTTTGCTTATGATTCTACATT 
CCCTACCAGGGGACTTGTC7TTGACACACTGTATGGAAATCTTTTGAAAGTCGATGCCTATG 
GAAACCTCTTGGTCTGTGCACATGGATTTAACTTTATAAGGGGACCAGAAACTAGAGAACAG 
TATCCAAATAAATTTATCCAGCGAGATGATACTGAAAGATTTTACATTCTGAACACACTATTCA 
ACCTACCAGAGACCTACCTGTTGGCCTGCCTAGTAGATTTTTTTACTAATTGTCCCAGATATA 
CCAGTTGTGAAACAGGATTTAAAGATGGGGACCTCTTCATGTCCTACCGGAGTATGTTCCAG 
GATGTAAGAGATGCTGTTGACTGGGTTCATTACAAGGGCTCCCTTAAGGAAAAGACAGTTGA 
AAATCTTGAGAAGTATGTAGTCAAAGATGGAAAACTGCCTTTGCTTCTGAGCCGGATGAAGG 
AAGTAGGGAAAGTATTTCTTGCTACCAACAGTGACTATAAATATACAGATAAAATTATGACTTA 
CCTGTTTGACTTCCCACATGGCCCCAAGCCTGGGAGCTCCCATCGACCATGGCAGTCCTAC 
TTTGACTTGATCTTGGTGGATGCACGGAAACCACTC I I I I I I GGAGAAGGCACAGTACTGCG 
TCAGGTGGATACTAAAACTGGCAAGCTGAAAATTGGTACCTACACAGGGCCCCTACAGCATG 
GTATCGTCTACTCAGGAGGTTCTTCTGATACGATCTGTGACCTGTTGGGAGCCAAGGGAAAA 
GACATTTTGTATATTGGAGATCACATTTTTGGGGACATTTTAAAATCAAAGAAACGGCAAGGG 
TGGCGAAC I 1 1 1 1 i GGTGATTCCTGAACTCGCACAGGAGCTACATGTCTGGACTGACAAGAG 
TTCACTTTTCGAAGAACTTCAGAGCTTGGATATTTTCTTGGCTGAACTCTACAAGCATCTTGA 
CAGCAGTAGCAATGAGCGTCCAGACATCAGTTCCATCCAGAGACGTATTAAGAAAGTAACTC 
ATGACATGGACATGTGCTATGGGATGATGGGAAGCCTGTTTCGCAGTGGCTCCCGGCAGAC 
C O 1 1 1 1 I GCCAGTCAAGTGATGCGTTATGCTGACCTCTATGCAGCATCTTTCATCAACCTGCT 
GTATTACCCTTTCAGCTACCTCTTCAGGGCTGCCCATGTCTTGATGCCTCATGAATCAACGG 
TGGAGCACACACACGTAGATATCAATGAGATGGAGTCTCCTCTTGCCACCCGGAACCGCAC 
ATCAGTGGATTTCAAAGACACTGACTACAAGCGGCACCAGCTGACACGGTCAATTAGTGAGA 
TTAAACCTCCCAACCTCTTCCCACTGGCCCCCCAGGAAATTACACACTGCCATGACGAAGAT 
GATGATGAAGAGGAGGAGGAGGAGGAAGAATAAGGAGGAAAACCAAAACCCCAAGCACCC 
ATTAAACAAGTCCTGGCAGGACTCACAGGAACAAACGAGGTCCCTGTTAGGGTTCTACTCG 
GGGGAGGGAGGGGGCTCCATGAAAGGTACGTCTGAAAAGTTTCTGAAGATTTTATTATCATA 
GATACTTGTTTTGGTTTTGTGTATCTGTACTCTCTGCAGATGGTCCAAAATTGTAATGGAGTC 
TGTATTAGAAGAAAATAAGGGTAAAATCAGGCTGAACTGCATGTATATGGCTCCACTGTGGC 
TTGTGACACTTTTAAAATCATCCGTATGTCAGTGTATCTGGATACACGAGGAAAAGGAAAGA 
GTCTCAGAGTGGAACAAAGAGTGGGAAGAGGTGATCTGTAATGTTACAAATTGTGCTATTAC 
TCCAAGGTCCAACTTTTCCAGTGCATTACATGGTATTGTATATCAGTGGAGAAATGTATTATT 
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TCCATGATCAAATGTAGTCTCTGTTAAGGTCAAGTTTTCTTTTATAAGCCTTTAATTCATCCTC 

AGTGACTCTGGCAAGGCTGCTTCTCTATCACTGGCTTTGCACAGAAGTATG CTCT ACTTGCG 

TTGCTTTAGGGCAGGATTCTATmGAGGGAAMGACAGTATCCTTATTACCTmGTTTGm 

AATAGCACAAATGCTTATTTGTTATCCAAAAACAACCTCCTTCTTATCTGTGATAAATCTATAG 

AAAGAATTTAGCTGCAAGTGGACAAAGGAACAAGCCCCCAGAAAAGAAAGGGAAGAACTGC 

CTTCTTATACTACAGAACATGCATTAGTGTGGGCTATATAGCTGTGGCTCATGCTACCCAATT 

CCAGATTTCTTTGTCCTCTAAGAGTTGATTGCTGTATATTAAAATTGAACATCAGAGGATGGG 

AAGAGGGCTCTGTAAGCCAGAACCTTACTAAAGTAGAGGGCACAATCAGTGTGAATAAATTC 

ACTTCAGAATCTCAAGTCAAGGCCAGGCACGGCGGCTCACGCCTGTAATCCCAGCACTTTG 

GGAGGCCGAGACAGGCGGATCACCTGAGGTCGGGAGTTCGAGACCAGCCTTACCAACATG 

GAGAAACCCCATCTCTACTAAAAATACAAAATTACCTGGGCGTGGTGGTGCATGCCTGTAAT 

CCCATCATCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGCGGAGGTTG 

CAGTGAGCCAGGATTGTGCCATTGCACTCCAGCCTGGGC AACA AGAACAAAACTCCATCTC 

AAAAAATAAAAATCCCAATCCCAAGTCGAAATCACCTCTTGTTTTAAACAAGAATGA ATCA TTA 

CTGTGTATGTTAGGGTATTAAAACTGTTTCACCAGTACAGTGAAAGTTGTTTCAACATTTTAAA 

CAAACAGTGGTTATAGACTCTTTCTTTAACCATTGTATATTTTCTTCCATTCTTGTCATTGGTC 

AATAGGGGAGGGTAGATTAGCTGCTCCAGAATTCAATAAAGTGTAATATTTCTAACGGTGAC 

TTTGACCTATTCTGTAGTACAACTGTA^^ 

ACATCAGTTTGATATTCTCTTAAAGGAAATAAATATTCMGAAC TGATT ATGTTCTAACATGAT 

TATATTCATGGTGTTACATAGGCCTCAATTTTTTCACAGAAAGATTTTTGGAACAGGACTGTG 

AAGTGAGGCTTTTTAAAAAATTATTTTATAAGCAGAGAACACAGCCTGATAACTTAGTCAAGG 

ATATACTGTCTGTCTCACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACATA 

CATACATTCTAAATGGTATATATTGGGAATATATGCCCCTTTAAAAGAATCAGGTCAGAAATG 

CAATAACAATTAGACTAGACTGTTGCCCGTGTTAGGAGAATGTGTGGT CATC CTAGTTACTAA 

TTACTCTCACTCAAGATGGAGAtGTTGTCCAGTTTAACATAGTCTTAAGTTTTCTTAAACCCAA 

ATAATTTATGAGTAGCTTATTACATCTGCAGAGCTACCTTATTATAATAGTACCTGCCCNNNN 

>817 

ACATGTAATAGACACTATGCTACAGCAAAAGCTTTTCTTATTGTCTTTAAAATTT TCCT 
GGGTGCATAAAACTATGTNGGTAACTCTTTCCCAATTTTTAACTTTTACATTAC^ 
CAGAGTAAAAAGTCATTTAACAAAGGCAGATAGAAAGGCCTCAAATCCCTGA GGACCA AAAA 
TCCCAACACATTTTCAAAAGGGAGAAAATTTCTTTAAA CTTCA TGGGAAAAGTATTTTTAACAT 
AATAGAGAGGCTTTATGCAGTCTTTGACAAGATGATACTTTTGGAATAGAACAAGAAGAGGA 
AAATATTTCATATTATMTATTACTGTGTCAAATTCTATGTTGTCAAAAGAGTGACTATCTCTG 
ATGANNNNNNNN 
>818 
>819 

NNCGCGTTGAGGCGGCTGCAGCAGTTGCGCXaCTGGGATTGTTGCGGTGCGCTGGA 
GCCGAATACAAAATACAGTTAAAATAAAATGTCAACCTCCTGGAGTGATCGGTTACAGAATG 
CAGCAGATATGCCTGCTAACATGGATAAGCATGCCCTGAAAAAGTAT CGTC G AGAAG CCTAT 
CATCGGGTGTTTGTGMCCGAAGTTTAGCAATGGAAAAGATAAAGT GTTTT GGTTTTGATATG 
"GATTATACCCTTGCTGTGTACAAGTCCCCAGAGTATGAGTCCCTTGGTTTTGAGCTTACTGT 
GGAGAGATTAGTTTCTATTGGCTATCCCCAGGAGTTGCTCA GCTT TGCTTATGATTCTACATT 
CCCTACCAGGGGACTTGTCTTTGACACACTGTATGGAAATCTTTTGAAAGTCGATGCCTATG 
GAAACCTCTTGGTCTGTGCACATGGATTTAACTTTATAAGGGGACCAGAAACTAGAGAACAG 
TATCCAAATAAATTTATCCAGCGAGATG^TACTGAMGATTTTACATTCTGAACACACTATTCA 
ACXJTACCAGAGACCTACCTGTTGGCCTGCCTAGTAGATTTTTTTACTAATTGTCCCAGATATA 
CCAGTTGTGAAACAGGATTTAAAGATGGGGACCTCTTCATGTCCTACCGGAGTATGTTCCAG 
G^TGTMGAGATGCTGTTGACTGGGTTCATTACAAGGGCTCCCTTAAGGAAAAGACAGTTGA 
AMTCTTGAGAAGTATGTAGTCAMGATGGAAAACTGCCTTTGCTTCTGAGCCX3GATGAAGG 
AAGTAGGGAAAGTATTTCTTGCTACCAACAGTGACTATAAATATACAGATAAAATTATGACTTA 
CCTGTTTGACTTCCCACATGGCCCCAAGCXJTGGGAGCTCCCATCGACCATGGCAGTCCTAC 
TTTGACTTGATCTTGGTGGATGCACGGAAACCACTCTTTTTTGGAGAAGGCACAGTACTGCG 
TCAGGTGGATACTAAAACTGGCAAGCTGAAAATTGGTACCTACACAGGGCCCCTACAGCATG 
GTATCGTCTACTCAGGAGGTTCTTCTGATACGATCTGTGACCTGTTGGGAGCCAAGGGAAAA 
GACATTTTGTATATTGGAGATCACATTTTTGGGGACATTTTAAAATCAAAGAAACGGCAAGGG 
TGGCGAACTTTTTTGGTGATTCCTGAACTCGCACAGGAGCTACATGTCTGGACTGACAAGAG 
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TTCACTTTTCGAAGAACTTCAGAGCTTGGATATTTTCTTGGCTGAACTCTACAAGCATCTTGA 

CAGCAGTAGCAATGAGCGTCCAGACATCAGTTCCATCCAGAGACGTATTAAGAAAGTAACTC 

ATGACATGGACATGTGCTATGGGATGATGGGAAGCCTGTTTCGCAGTGGCTCCCGGCAGAC 

CCTTTTTGCCAGTCAAGTGATGCGTTATGCTGACCTCTATGCAGCATCTTTCATCAACCTGCT 

GTATTACCCTTTCAGCTACCTCTTCAGGGCTGCCCATGTCTTGATGCCTCATGAATCAACGG 

TGGAGCACACACACGTAGATATCAATGAGATGGAGTCTCCTCTTGCCACCCGGAACCGCAC 

ATCAGTGGATTTCAAAGACACTGACTACAAGCGGCACCAGCTGACACGGTCAATTAGTGAGA 

TTAAACCTCCCAACCTCTTCCCACTGGCCCCCCAGGAAATTACACACTGCCATGACGAAGAT 

GATGATGAAGAGGAGGAGGAGGAGGAAGAATAAGGAGGAAAACCAAAACCCCAAGCACCC 

ATTAAACAAGTCCTGGCAGGACTCACAGGAACAAACGAGGTCCCTGTTA GGGTT CTACTCG 

GGGGAGGGAGGGGGCTCCATGAAAGGTACGTCTGAAAAGTTTCTGAAGATTTTATTATCATA 

GATACTTGTTTTGGTTTTGTGTATCTGTACTCTCTGCAGATGGTCCAAAATTGTAATGGAGTC 

TGTATTAGAAGAAAATAAGGGTAAAATCAGGCTGAACTGCATGTATATGGCTCCACTGTGGC 

TTGTGACACTTTTAAAATCATCCGTATGTCAGTGTATCTGGATACACGAGGAAAAGGAAAGA 

GTCTCAGAGTGGAACAAAGAGTGGGAAGAGGTGATCTGTAATGTTACAAATTGTGCTATTAC 

TCCMGGTCCMCTTTTCCAGTGCATTACATGGTATTGTATATCAGTGGAGAAATGTATTATT 

TCCATGATCAAATGTAGTCTCTGTTAAGGTCAAGTTTTCTTTTATAAGCCTTTAATTCATCCTC 

AGTGACTCTGGCMGGCTGCTTCTCTATCACTGGCTTTGCACAGMGTATGCTCTACJTGCG 

TTGCTTTAGGGGAGGATTCTATTTTGAGGGAA^GACAGTATC^ 

AATAGCACAAATGCTTATTTGTTATCCAAAAACAACCTCCTTCTTATCTGTGATAAATCTATAG 

AAAGAATTTAGCTGCAAGTGGACAAAGGAACAAGCCCCCAGAAAAGAAAGGGAAGAACTGC 

CTTCTTATACTACAGAACATGCATTAGTGTGGGCTATATAGCTGTGGCTCATGCTACCCAATT 

CCAGATTTCTTTGTCCTCTAAGAGTTGATTGCTGTATATTAAAATTGAACATCAGAGGATGGG 

AAGAGGGCTCTGTAAGCCAGAACCTTACTAAAGTAGAGGGCACAATCAGTGTGAATAAATTC 

ACTTCAGAATCTCAAGTCAAGGCCAGGCACGGCGGCTCACGCCTGTAATCCCAGCACTTTG 

GGAGGCCGAGACAGGCGGATCACCTGAGGTCGGGAGTTCGAGACCAGCCTTACCAACATG 

GAGAAACCCCATCTCTACTAAAAATACAAAATTACCTGGGCGTGGTGGTGCATGCCTGTAAT 

CCCATCATCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGCGGAGGTTG 

CAGTGAGCCAGGATTGTGCCATTGCACTCCAGCCTGGGCAACAAGAACAAAACTCCATCTC 

AAAAAATAAAAATCCCAATCCCAAGTCGAAATCACCTCTTGTTTTAAACAAGAATGA ATCA TTA 

CTGTGTATGTTAGGGTATTAAAACTGTTTCACCAGTACAGTGAMGTTGTTTCAACATTTTAAA 

CAMCAGTGGTTATAGACTCTTTCTTTAACCATTGTATATTTTCTTCCATTCTTGTCATTGGTC 

AATAGGGGAGGGTAGATTAGCTGCTCCAGAATTCAATAAAGTGTAATATTTCTAACGGTGAC 

TTTGACCTATTCTGTAGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTG 

ACATCAGTTTGATATTCTCTTAAAGGAAATAAATATTCAAGAACTGATTATGTTCTAACATGAT 

TATATTCATGGTGTTACATAGGCCTCAATTTTTTCACAGAAAGAlTTTTGGAACAGGACTGTG 

AAGTGAGGClTTTTAAAAAATTATTTTATAAGCAGAGAACACAGCCTGATAACTTAGTCAAGG 

ATATACTGTCTGTCTCACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACATA 

CATACATTCTAAATGGTATATATTGGGAATATATGCCCCTTTAAAAGAATCAGGTCAGAAATG 

CAATAACAATTAGACTAGACTGTTGCCCGTGTTAGGAGAATGTGTGGTCATCCTAGTTACTAA 

TTACTCTCACTCAAGATGGAGATGTTGTCCAGTTTAACATAGTCTTAAGTTTTCTTAAACCCAA 

ATAATTTATGAGTAGCTTATTACATCTGCAGAGCTACCTTATTATAATAGTACCTGCCCNNNN 

>820 

ACTAGAATTAGTTCCAACTACTGCTGGTGATAAACTCACCATCTACCTTCACTTGTTT 
TCTCTTAATTCTCCAAGAAGTAATCAGGTGAATAAAGAATCATCATCAGATAATATTCTCCAAG 
ATTCTTTAAGAAATTAATTTTTATCTACTCTTAAATGATTGCACAATTATAGGATAGAAATTACT 
ATCTTGTGCTCTAATTCAAATTGCTCTTAATGATCCTAGAGAGAAATGAATTACTAGAGATAAA 
AGATAAATTTTGCTGTGGTTTGCGATCTTTGTTTCTTTCCTTAAAACTTAAC 
>821 

NNNNNNNAGTAGAGACGAGGTCTCGCCATGTGGCCCTGGCTGGTCTCGAACTCCA 
GAGCTCAAATGATCCACCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGAAATGAGCCAC 
CACACCTGGCCTGATTGTTTTTAAATGGCAGCAAGAACAGGGTTGGACAGCAAGGGCAAAT 
CACACAGTATGTGGCATATTCAGAATTGGTTGTGAGTTTCCAGTAGAAAGCACTGAGAATAT 
CCATAGGGCAAAATGGAATACTAATAATCCTCATTTGCCTTTGCCTTTGTACTGGAAACCAGA 
CCTTACTTAAGCCCACCAAAGGCAAGGTTTGGGCCTGCCACAGCGGATTTCAAAAAGACAAA 
GCAATGCAAGCCACGTGTTCAAAATGCCCTAAGTGGCTATTCAGGTAATATATAAAAGTAAG 
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ACCAGGCTAATTAGTATACAATGGGGTAAACCAGAGAGCAGAAAGCCCTTCTTTAAAATGAG 

CCTACCACTGCTTGGCCTCAGTGTGAATTTAGACCCCATCTTCTGATA TTTCA GGAGAAAGTA 

AAAATCTAGATTTTTATCTAAAATCTTTTTAATTTTTAAACAGTCACCTGATTTTAACGAAATAC 

TATGTGTGCACAATGGAACTGTCTACGGGAATGATCTAGTCCAGAGGATACCAGGTTCCTCA 

CAATGTCTTATAAAGTTGTTTAACCCATAGTACCTGCCCGGGCGGCCGCTGCCACCGCGGT 

GGA 

>822 

ACAGAGCATCTTAAGGTTGGAAGGACTCTTAGAGACCATAGTCCAGCCTCCCACTTG 
ATACTGAAACACGTTTGTGAATTCATGGCCGATGTCTAACTTCCCTCACCACCTTTCCGATAT 
GGACAGTTCTCATGCCCAGAAGCAAAACCTTCTTTATTGTGCCTGTCCTCCCTTGACTGTCAT 
GCATATAATCAGCATCTTTCCCACTAAGTGAAGGGCCCAGACTCGAGCACAGGAGCACAGC 
ACCCCTTAAACTCACGAGGGGCTGCATTCACACCATCAGCAGGGAGATTACACTTGTGTCAT 
TTG 
>823 

AACACATTTTGATATATCAAGAAAATAAATGGAAATGGGGGTGATAATTTATATTTGT 

aatttacaaatcaaacatctatcatacacttactatgtacgcggggagagaaagaggcaacta 
cattgcctggaggaagcctaaggaacccaggcatccagctgcccacgcctgagtccaagat 
tcttcccaggaacacaaacg taggagacccacgctcctggaagc accagc.ctttaxct.ctxg 
accttcaagtcccctttctcaagaatcctctgttctttgccctctaaagtcttggtacatcta 

GGACCCAGGCATCTTGCTTTCCAGCCACAAAGAGACAGATGAAGATGCAGAAAGGAAATGT 

TCTCCTTATGTTTGGTCTACTATTGCATTTAGAAGCTGCAACAAATTCCAATGAGACTAGCAC 

CTCTGCCAACACTGGATCCAGTGTGATCTCCAGTGGAGCCAGCACAGCCACCAACTCTGGG 

TCCAGTGTGACCTCCAGTGGGGTCAGCACAGCCACCATCTCAGGGTCCAGCGTGACCTCCA 

ATGGGGTCAGCATAGTCACCAACTCTGAGTTCCATACAACCTCCAGTGGGATCAGCACAGC 

CACCAACTCTGAGTTCAGCACAGCGTCCAGTGGGATCAGCATAGCCACCAACTCTGAGTCC 

AGCACAACCTCCAGTGGGGCCAGCACAGCCACCAACTCTGAGTCCAGCACACCCTCCAGTG 

GGGCCAGCACAGTCACCAACTCTGACTCCAGCACAACCTCCAGTGGGGCTAGCACAGCCAC 

CAACTCTGACTCCAGCACAACCTGCAGTGAGGCCAGCACAGCCACCAACTCTGAGTCCAGC 

ACGACCTCCAGTGGGGCCGGCACAGCCACCAACTCTGAGTCCAGCACAGTGTCCAGTGGG 

ATCAGCACAGTCACCAATTCTGAGTCCAGCACACCCTCCAGTGGGGCCAACACAGCCACCA 

ACTCTGAGTCCAGTACGACCTCCAGTGGGGCCAACACAGCCACCAACTCTGACTCCAGCAC 

AACCTCCAGTGGGGCCAGCACAGCCACCAACTCTGAGTCCAGCACGACCTCCAGTGGGGC 

CAGCACAGCCACCAACTCTGAGTCCAGCACAACCTCCAGTGGGGCCAGCACAGCCACCAAC 

TCTGGGTCCAGCACGACCTCCAGTGGGACCAGCACAGCCACCAACTCTGAGTCCAGCACAG 

TGTCCAGTGGGGCCAGCACAGCCACCACCTCTGAGTCCAGCACGACCTCCAGTGGGGCCA 

GCACAGCCACCAACTCTGAGTCCAGCACAGTGTCCAGTGGGGCCAGCACTGCCACCAATTC 

TGAGTCCAGCACAACCTCCAGTGGGGCCAACACAGCCACCAACTCTGGGTCCAGTGTGACC 

TCTGCAGGCTCTGGAACAGCAGCTCTGACTGGAATGCACACAACTTCCCATAGTGCATCTAC 

TGCAGTGAGTGAGGCGAAGCCTGGTGGGTCCCTGGTGCCGTGGGAAATCTTCCTCATCACC 

CTGGTCTCN 

>824 

ACCCCCATTATAGTAGGGAGACTGAATCTTCAAAGTTACAGGGTGAATCAATGATAA 
TGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAATTGGGAGATATTAGATGATGACATC 
TAAGTATTAAAATAAGGAGATATTAAATGATGACTCCTAGAAATGAACCTGAATAAGGACTAC 
CGCAATGTGTGTGGTGTGGGAAAGGACAGTTCTTTTAATGGCTGGCTGACCCAGCCTCAATT 
TTCTTGCAGCTTCGCCGACACGAGGTGACCATCTGCAATTACGAAGCATCTGCCAACCCAG 
CAGACCATAGGGTCCATCAGGTTACCCCACAGACACACTTTATTTCCTAAGGGCTGGCCAAG 
GCTCCCATAGAGGCGCTGTGTCAGTGAAGATGTACGACTACCTGTTGGGAAGGACAAAGGG 
GATGAGGCTCCAGAGAGAGTTGGCTGCCACAGCCTCTGCCAAGCTTTGTCTTTGGGGGCTT 
GCTGCAGAAACCTGGGCCTACGGAAGGTACGACACCACTGGGAGGGTTGTGTAGGTGCCA 
GGGGACCATCGTGGTTCTCTAGGGCGCTGTGGAAATTGGGTCTTGGGCTGGGTGGCATCT 
GGCAGTCATGGATMCACTTGCTTTTCCAGTTAATGTGGCC ATGTGA TTCCAAGTGTCATGTT 
GCTTTGTGGCAAGATTGTTGTGTGACTTGTTTTTTTGTTTTTGTTTTTGGTTTT^ 
CTATTTGTGGGCTATAGGAAACTTTCTGATGCCTCCGGATTGTGTTAATAATAN 
>825 

GTCCGGTTGAATAGATTAGTTTTTCTCAGTAACTTACTATCCAGCAGACTGGCTTTCC 
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TGAGACTTGAGGTTGTGGCTTATACTGGAATGAGACCACTGTACGTGTAGGTGGTTCAGATC 

CTGCGTAATGGCAGCATGAGGACTTAAAAGGTGGTTTTCATTTTGAAGATGGCTATGTAGCT 

TGTAAGGTGTATCACAGCAGTACCTCTCATGGCTTTTTGGTTCCAGCAGTGAGGGCATTGGT 

GAGATCMTGGTAMCTGTGCAAGCTTTCTTTTTATCATTAGGAAATGTGAAACGTTGGACAA 

ATTTTGAGTTTTAACAAGGACAAAAAGTTGAAAGAAAAGGCACAGTTAACAAAAAAGGGTGG 

CTAGATTTATCTTGGGTGATGGAGGAAATGAGAGAGGAATGCTCTTGAAAGGTGGTCTGTGG 

ATCTGTCTGAATAGAAAGAGCACAGTAAGTATGCATTGCCGGAGAAAACGTCCTTGAAGCTG 

CTTGTCTCATGTGTATGATGTGCTTTTTAAATCATGCCCCTCGTTGCCTGCCTAATCTGTGAC 

TCCCTAAAAACTAACTGGGCCCATGTAGATGGGGCTGCAACCAGAGCTGAATAACATGTTAG 

GCTCACACATGCATCAGCACTGCACACTGGAATCATTGCTCTTCCTGGACTTTGTAGAAATC 

AGTCTCAAGTGCTTCAAGAGTCTGGCTCCTGCTACTTTTATCTGTCAGGTAGCACATAAGGTT 

TGCAGGGTTTATATTTTGTATAGAATCACAGTTGTGGAGAAAAAGTAATAATTTCTCAATGAAT 

TTTAAAAATGGGCCTATTTTCTATCCCCGTGGTTCATCTGATATAATTAGTGTTCCCTGTGAAT 

TCCCCCCCTCTATGGGAAGGATGCCTTTACTCTTTATCAGTAATAAATTATGACTGTTTTCATA 

TTGCCTTAGGGTTATTTCCCTGTGTAAACCATTGTCTTTTGTTTTGGTTTTCTTTAGCATTATG 

AAGCTTTGGTATTGTACAAGGTCAGTAGTAAGATGCTCACTAGTCTCAGGGCTTGTGTAATAT 

TCTGGGAGGTCATTTAAATGCCAGAAATGGTCAAGCAATTATACACAGTATTTATGACTCTGT 

TAAGCATACCGTTTGTCTGTCACAT TAGTA GATTCTGAGATTAAAAAAAATTTTTAAAGAGTGA 

TGATTTAAATAATTTGTAAAAGGGTeTTTTCAAGCTCTAAC^ 

TTTCTACAGAATTAGATGTTAGTAGTACAGTACTGCATATTCAGGGAAAAAGTGTGAGGAATT 

GATTTCAAAATAGTTCGTTCTTGTGTTTGACCTMGAATGATTGTCGCATGAAGTGTTTGTTTT 

TACAGTTTAGCATATATAAACAAACATGATAGGATTCCTTAAGATGTTACCACCCAGGGGGCC 

ACAAGCCAGCCTGCTGTCTCAGGAAGCTGTAGAAGGAGTGTTTGTCAATTTCTTGTCACTGG 

TTTGCTGACTTACTGAGGATTAATTGTTGCCTTACAATGTTACTGAAATAAACTGTTTAATATA 

AAAAAAAAAAAAAAGTCGACGCGGCCGCGAATTTAGTAGTAGTAGGCGGCCGCTCTAGAGG 

ATCCAAGCTTACGTACGCGTGCATGCGACGTCATAGCTCTTCTATAGTGTCACCTAAANNNN 

N 

>826 

ACTCAACAAGCAGCTGACTTATGTTTTATTGGACATTGTGATACAGGAACTGTTTCCA 
GAGCTCAATAAGGTACGCGGGAAAGTCAACTCAGTTACCTCTGTTTGGTGTGTGTATCACTT 
GCAGATGCTGTCTACCACCTTTTCAGTGACATCCTAGAAGCTTCTCTATTACCACAGTAACTG 
GCTAACTAGATATGATCTTTCCCTAATTTTCATGAGCATCTTTTTTCTGATATAAACCAGGGAG 
GGAAAATAACAAAGTTGCTTCACTCTGAAGGAGTATTCTCCTCTAGTACCNN 
>827 

ACATATATGAAAAGCCAACATTCTAAAGTAGAGGTTCACTTAAI I I 1 1 I I 1 1 1 1 1 ICAA 
GAGAGGCTTCTTGGTAGTTTCATCACACAGTGGTTTTATTAGGGGATGTAAGGATTACAGAA 
ACATCGTATTTTTTAACATATAGTATTTTTTGAATATGATTTGAATTAATATAGAAAAGTGCATT 
TTTTCCAGTTTTTTTAGGGAAAAGGAGATACTTCACCAGGAGGATAAAAAGGAACAAGAGGG 
GAAGGGGAAATAAAAATTCCAGAAAGATGAAAAATTGTTGATGTAAGATGGAGGCANN 
>828 

NAGCTGTTTCCTGTGTGTAAAACGACGGCACAGATGCCGTCTCCGTCGCCGCTCCC 
TCCTGTGAGGGATACCACCGCAATTCGCCCTTATCGTGGCCGCGGCCTATGTACAAACAAG 
CTTTGTTAAACTAACCCTTGCCATCCTGGCTACTTTACCCAATTAACCACCCTAGCCCAGGAC 
GTT7TGCTTTATCACATGTTCACAGTTTGCTATTCTTTGTTCAATCTTGTAACTGACTGCAACT 
GCTTCTGTGGGTCTCTGTTTCTTTATGAAGTTTCCCAGGCCATACAAAACTTGTGTT AGCCT A 
TCTTCTGTCAGTTTMTTGTGGAACTCAGCCAGGCCCTTMGAGGATGGAGGGGAGTTTTTC 
CCACAGCAGTTCTGAATGGGATGAAGTGAAAAATAAAATCTCCCCATTGCCACTACACCACC 
TCCAGATGAGTCTTGCAGCAGAAATACCGTTTAACTGTTTCTGCI I I IAI I 1 1 1 1 ICTGATTAT 
CATCCAGTTTTATATATTCATATCTGTGTGCT1TGATAATTATATATACATACTTTTTTGATATT 
ATTTACTTATTCTTTACATTGAAAAGGAACTTGCTCTGTAATCTACATTCCCTTTCCTCCTACA 
1 1 1 1 1 1 1 1 AGTTTTCTTCATTTGGTTTCTAATTGAAACTAGAGGTAGACTGACTGTAAATAGAA 
AGTAGTTTCAGCTTCAGGACCTTTAATTTCTCAGGCTCCTTCCAATGTTCTGGACCTAATTTC 
GAATTTGCAGTATGTN 
>829 

NNNNCGAGGTCG ACGG TATCATAAG 1 111111111111111111 1 GTTTAAAATCATTT 
ATTATTATCAGGAGTGCCTTTTAGGTGGACCGCTCTGTATGACTCTCATGCTTCAAAACTATT 
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TTTTATTCAAGTGACTTACAATGGCCCTAGGAAACAAGTTCTGTTATTATCCCCCATTTTAAAA 

TGATGAAAATGGACAAAGCAAAAGCAAGCAACTTAACCAATACCCCATGGCCTCACAGCCTT 

TAGAATAGTCATATTATATAAATATGGCAATAACAATGCACTGAAAATGTCTCCAAAACAAACT 

CTACATTTTAAAAAATGTATAACAGGAATCTAAGGAAGGGGTCTTACTTCTCTG ATTCA GGGA 

GTGCGAAATCCCTTAAACTCATATCAGACCTGTGATGA ACAAA CTCACACTAAGTTTTAAAAA 

CTGCTTAATTTACTTTATCATGACTAGTAATATATAAGAATTTTGTATATACTTTATTAAAAATA 

ACTTTGGAAAACTATTTTTGCCTGATCAGCAATAAAACTACTGATAAGATAAGCTGGTTATCA 

MTAATTCCCTAGTGTTAATCTGGCAAATAATTGTTATAACCCAATCTTGTGAATTGAAGACAG 

GCACATTATAGATAATCAAAAATATTAGAMCACATTTAAAATGTCCATATGTTTAGTATAAAT 

AGAAAATTCATTGACTAAAATAAGTCATGAAACATGGACTGGAATTTTGTGAGCTATTAAGTTT 

CATTTTGTTTTACTGTTTTAAAATTTAAATAGTT^ 

TCTTAAAATATTAAAAAAATAACTTTACAAACACACAGATATGACTAGCCATTTTATCTAAGTTA 

TAAAATAGTTACCCCAGGGAGCCTTCAAGATCCCTATATTTTAAAGCTTATTTCAAAAACCAT 

CACTACTTCACATTTTTAAACTGCATCCTTGCATTACAGAACTGTAAATGTGTTGTCATACAGT 

MATATCCACATCCCAATTCTAATTACACCATTCTTGTTGTTAAC ACAGAGC ACTGCTTCTAAT 

AAAAGCATGGCATAGTTCTACAGTTTCAATGGCAAAATTAAAGG I I I I I I I I GTTGAAGAGAT 

AATGAAGCAATCACCAAGATATTTGAAACAACAAAGTTAACATTACAATGATTTCAAGAAAAA 

CTAAGAATATATACACTTACATAAAACAAAAAAAAGGAATAATTC^T^A^ 

gagagacagatttttaaaatatttggattctttagcccatatggaaa 
actggagagagaaacagaaagagacagagagaaagag agag atgctacttgacattttaaag 

ACCAAAAACTTGCAGTAGTAAAAATACATTCTGAAAGTATTTTAAMCTTAAATTTC ACTGG CA 

AAAGTAGGTAACAGGGGAGACACAGATTCAGTGCCCCGCGTCTATACAAAGCACCTTTTGG 

CCACATTCCTGTCCTGGAGACCAGCCAATGTCAACTGATCTATGAATCTGTTATTGCTTGTGA 

GT 

>830 

NNNNCGCGGCCGCGTCGACACGGCTGCGAGAAGACGACAGAAGGGGGAACGCTC 
GGCGCTGCCGGGTGAAATCGTAGGACAGTGAAGATGCTGCTGGAATTGTCCGAGGAGCATA 
AGGAACACCTGGCCTTCCTGCCTCAAGTGGACAGCGCGGTGGTCGCCGAGTTTGGGCGGA 
TTGCTGTGGAATTCCTGAGACGCGGCGCAAACCCAAAAATCTACGAAGGCGCCGCCAGAAA 
ACTCAATGTGAGTAGTGACACTGTCCAGCATGGTGTGGAAGGAT TAACG TATCTCCTCACTG 
AGAGCTCAAAGCTCATGATTTCTGAACTGGATTTCCAAGACTCTGTTTTTGTTCTGGGATTCT 
CTGAAGAATTAAACAAATTGTTGCTTCAGCTTTATCTGGACAACAGAAAAGAGATCAGAACGA 
TTCTGAGTGAATTGGCACCAAGCCTTCCCAGTTATCATAACCTTGAATGGCGACTAGATGTA 
CAGCTTGCAAGTAGAAGTCTCAGGCAACAGATTAAACCAGCAGTGACTATAAAGCTACACCT 
TAATCAAAATGGAGATCACAACACCAAAGTTCTGCAGACAGACCCAGCCACCCTGCTCCATT 
TGGTTCAACAACTGGAACAAGCATTGGAAGAGATGAAGACAAACCACTGTAGGAGAGTTGTT 
CGCAACATCAAGTAGTACCAGTTTTAAGGTTTTAATTCATTTGAATCACTTATGAATTGATG 
ATACAGCAATTACTTTTCAAAATTAATTTTTTATTAATTCATGAT^ 

CAGTATCTATTCCAAGATACTGAGGTCATAATCAGAAGCTAAGCTGGGTGCAGTGGCTCATG 

CCAGTTATCCCAGCACTTTGGGAGGCCGAGGTGGGCAAATCATGAGGTCAGGAGATTGAGA 

CCTTCCTGGCTAACATGGTGAAACCCCATCTCTACTAAAAATATAAAAAATTAGCCAGGTGTG 

GTGGCACGCATCTATCAGAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAA 

CCTGGGAGGTGGAGGTTGCAGTGAGCTGAGATTGTGCCACTGCACTCCAGCCTGGGTGAC 

AGAGTGAGACTCCATCTCAAAAATAATAATAATAATAATAAAGTAAAAATAAAAATAAAAAAGT 

AATCAGAAGCTAAAGTAMGTTCCTTTCCTGGTGCTAACTGTGGTCTTCTTGACACAT TAAGA 

TGTATTTTGTATTTTAAGAGTCTCATGCTCTACCGTTGGAACTAGCCAGATGGCCATTATT^ 

GTATTTTAAATACATAAATAGGATT GAATC AACTAGAAA TGAAT CTA TATG TTCTGTATATATG 

AATGACTATCTTG f I I 1 1 GCTACTTCTTTTGACTGCTTAATTTTAT TATTT TCATCTTTATTGATC 

AAATTTGAAAATAAAATTCACAATGTAATACTACTACTATGCAGAATTTTCTAAACAGTTCAGT 

ATTT7TGACTTTTAAAAACACCCCACAGTGTTAATAGCCACAGAATATTGAACATCAATAGGAT 

TTTTAATGCTATATTGTTATAGGCAGTTTATTCATTTTTCTTTGTATATGAA 

ATATTGCCTAAGTTTGAGTGATCATGGTTMTTMTTGGCTTAAATAGTAGTCAAATTTGTGTG 

GTCGTATATTGTATTTTATCAAGGACTAATTCTTCCACCATACCCAAAGCATCTAGGAGACAC 

TCTGTCATTTACATTTACAAATAATGGATGCAGAGAAATATAATCAATTCTTGATTGTCCTGGA 

TACAAATTATAGTCACTTTTTATAATTTGAATAMCTAfGATGAGGG^ 

TTACATTATAGGCAACTATCCCTTCTCAAAACATMCTTGATTTATGTTTTGTTTTA 
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TAGGGAACCAAAAGCTTTTGGTCTGAAAAACTCAGGTGCTGATTTGTCAGGTCAGCCTGAGA 

GAGTGCAGAGATACTGAGGTCAGCTTAGGGAGAAGAATTGTATGGAAGGGTGGAAATGAGG 

GTTCAGTCTTAACTATGTGTCCAAGACCTTATCCTGAGAGTCTTCATGGAATAATCTAGAAAG 

GGCTGTAGAAGCAATCAAACTCTAAACTGCGCTCTAGACTTTGTCAATACTTTGCTTCGTAAG 

AATTAGGGATTTTCATATCAGAGTGATACCATGTTGCAATCTCTTTAGAGAAGAGAGAGCCTA 

GCAGGGAATAGGCTAGTGGAAGAAAAACATACTTGAGATGGTTACCCATTGGTCCCTGCAG 

GCATCTGGGCCACCCTTTTCCTGTAGGTATATATTCTGCCGTTGTGAAACAACTATATTATTA 

GATGTCAGCAAACTATAATCAGAAATAATTTTTAATTATAGTGGCAACTTGATTAATGAAGCTC 

TCATATACAACCTCACAAACAAAAAGAAACTTTATTACGTGAAATAGTAGCAT ATGTCA TTGG 

GTTTAAAAGCAACATGCCTGCAAAACATATGATAAAAAATACCTCTGTAAGGGTTTTTATTTGT 

CCACCTTCGATGGAAGGTAAACATGGCTGATCCCAGCCAAGATGAAACAATAGCCCTTTGTC 

TCCTCAGAACAACCTATCTCCAACTCTTTGTCCACTGTTCTTACCCCAATTAAAACAAGAAAG 

CATGTGCTAATCC I 1 1 I I I AATTTTTATCAACCTGCCTTGGCCTCCTTTCACTGTACTCCATTA 

TTCCTTCTGTGATGTTCTACCTTCTTCACCTTTTGAGACCAGGGTGAGTTGGGAGCAGTTTG 

CCTACCTTCTTTTAGMTCTGGGGCTTATCTTTTAGTACAAGCCATTGAATAAGCCTCTTCCTT 

I I I I I I GCTCAAACATTCCACATCClTGTGGATTCCCCTGCATTGTTTGTTTTATATAACATTT 

GATATTTGTTGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCTCCAGT 

A TGACCCAGGTT TCTTGACTCTGAGJAAJGCACCTTCTATAACTATCTAAATO 

CTTTTTGGATTATGAGTATGCTGACTTTTCACGATTGGCTGGTGCATGTTTAGACTTAAATGT 

CATATCCTTCATGTCTCAAAGCCAAAATAGTAACATCTCATCTCAGAACAGAGCTGTGACCAC 

ATGCCAATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAGTCTCCTTAAATGTTT 

CACAAMTGTCMCAAGCTTGTTTTGTTATTGATATTTCCGAGATTGGGCACATTTAAGACAG 

TAAACGGGAAAGGTGGTGAAGATGCTATAAGAAGATGCTGTATCTTGAGAATTGAAAAATGA 

GAATCTGACATGGTTTGAAAAATCATGAAGGGTATATATAAAGGATGCATGTGTAGGAGCCA 

TTAAAATTCATAACAGTATGTGCCCCTTCAGCGTTTTAATCTTATGAAGTGGTTAAGAGATAA 

GTCTTCGGAGTTGGACAAAAGGATTTGAATTTAGGTTCTGTGGATTATTATGGGTCCTTGATA 

AATTCTC AAAG CC I I I I I I 1 1 IGTTCATCTCTAAAATAGGAATATAGGATTACCTACCACATTG 

ACTCGTAAGGACTATATGAGACCATGTATATAGAATGTTTAACATAGTACCAGGCTTTACAAA 

GAACTCAATAAATGTTTACCATTATTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNGGGGGGCCCTTAAATTTTTTAAAAAAAAAAACCCCCCCCCCCTC 

CCCGGGACGNNNNNNNNNNN 

>831 

ACATGTTACTGGGTATTAAATGCGTTCATAGTAGGGTATTAAATCAGCAAGGTCCCC 
ATCCCAGAAAAATGTGCAGTTTGTTCAATGGGAAAGATGCAGAGACAGTTTCAGTTAATATAC 
TAAGTGCTAAGATTGGGATGTGCACAAGAAGCTGGAGGTAAAAATTCTGGAAAACTGAACGT 
GAAGTCACCACTAGGCAAGCTGCCTGTAATTGAGCTTGCTTGTATATGACCAA TCAAC CTTT 
GCTTGTTGAAGGGTTAGTTATCTAGTTTCCTCCTTTTCTTTTTTGGAATTTGGTCTTTTAAGGT 
CTTGATAATCTTTCTAGTCTAGAGCATGTGAACAGAACAGAAGGAAAATCAGGACTCAGTTTA 
CTTAATTTAAGCAAGCATTGGTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACT 
CTCTTATTAGCATGGATGCTTMGAACTTCAGGGTTTGGAGGTCAGCTGAACAGCTGTTTTT 
GCACTCTN 
>832 

accctaggcagggacagtcaagaaaacttcatggatctgtagtgtaaagctaggga 
gaaagaggaagagatcctgtttgaatttctgtaactagcgtatctccagataatgcatgaaca 
gcjcagtaaagatgaacgcagattattgatggaaagaacacacatggagaagagaaaaagcaa 
gtccacagagctttttaacatacactccctcacccctacccccagcttagaagggcaggaac 
ctgctgtccaaaacaggaaatataggaaataccagctgagaaactatccacttgacgtccat 
gagcccagctgcccctctcacctcactcctattttaagtcagtgacacacagtcatgctttc 
cttttctgcacctgaaggagtgatgtcactccagactgagtccttattagaggtgatgatag 
agttatttttagacctgggaatggtctaaaacattttgcctcagcctaatcattggatccttc 
aaggaaatggatattctgatgcacatcccaccxjggtgtcctatcaaatggaaccttagctct. 
caggcaacttgttagtttgaaggcagtgacaatgaggccaagaatgactcctggctcctcca 
ctctgccatcacaggctgagccagagcctcccacatcagaatgccccccccgtgccagtgg 
aagtgatctctmgtaaaactattcctgccctctctagcctactttctctggtccgccn 
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>833 

. AC I 1 1 1 I I I I 1 1 1 1 1 1 I I I 1 I I I I I 1 1 GGGTCAAGTAGAAATCAAACAGTCCTAATGGA 
GTTCATATCTTATGGCATTATAGAAAGGCTTAGTTATGAAACTATCTTGTTATTGTTACTATTA 
CATTGCCTGGCTCATATATATAAAGCATTTAGAGAGACTGTTCCAATAACTCTCATTTAATTG 
GTGAAAAAATTAAATATTGGTTTAGATACTTACCTAAATATTACTAGTTAAATTCAAAGTAAAT 
GAGTCTGTATCTTTAAAACTACTTGGCAGTAATAATTTTTAAAAGTAGATTTTTATTGCTTTTCT 
TGAACTAACTAGTGTTCATACAACACAGGTAGTTTTA TTTG TGCCTGGAATTA AGGAG TGAGA 
CACATTTGTAAAATGTTCACAATCAACGCCTGTCCCATTTTAAAATCTCACAAG I I I I I CTTCA 
TGATTAACACAATTCACAAAATAAGAAATGGTATTTGGTCATTCTCTGAGT TCAAT CT GTGCT C 
TAGTAAATATMCTTGTGAGGAAAAAGTAAAAAGGTCAAGAGTCTAATTCATTTTCAGTTTTTA 
AAACTATANNNNNNN 

>834 

AC1 1 1 I I 1 1 I I I I I I I I I I i I I I I I I I IGGT1 I I I I I ATCTGACCACTTCCAGGAACAAA 
GCCAGGGCTCTCTGGGCACCTGAGTATCCATTCTCTTTGTATCATCCATTCCATGTCCAGAA 
CACATTCACATCCATGCTTATAGTTCCTCATTGCCTGAAGCCTGCTGGGTGGGGCATAGTAT 
GAATACTTGCCCTCATCATCCCCATTTCACAGATGCATAAACAGAGGCCAGTCAGTATGCCT 
GCAGACTGTGGATAGAGCCCGAAGCCTCAGGTTAGGCAGCT TGCAT CCAGCTGTGAGTCCC 
AGCTAGGGGAACTGAGTCAGCCTCCATCACTCCGTGTCTCGGTTTTCTGACCTCTCAGGTG 
GGTATGATGATGGTGGSTTTGGAGGGTAGCTGTGAGTAtTAAATTACGU I UA I GCAGGGCA 
GGTGAGCCCCCCAAATTGGGGTTTAGCTTGCGAGAGTTCTTGGCTNNN 
>835 

ACI I I 1 I I I 1 1 1 I 1 1 1 I I I 1 I I I I I I I I I I I I I I AATTCAATGGAAGAAAAGTCCAGCTTA 
ATAACTTTAATGGAGAAAGAAGGAAGCAGTATAAATTTGTGGAGACTCCAATCACATGTCCTC 
CACTCTGCTACCCTGGGCCCAAAATAAGGGAGGAGACACTCAGAGCCAGGTG TTTCCCTTG 
ATGGGAATGTGATCAGGTGCGACATGGGCTCACAGCCTCACTGAGGCTGGATCI 1 1 I I I I IC 
TGTTCCCTCTGAGTCATGGAAGTGTTCAAAAGGAATCATGAGGGTATTTCGTTACTTTACTTA 
CNNNNNN 

>836 

NNNNNNNATTGTAAAAACATGCCAAAGCANAGCAGAGGCTTTTATTGCAGATAAGGC 
TGTGTnTCGCTCAGAGACCAATTGTGTAGATGCCTAGGACATAAATGGTGGGGATCGCTAT 
TGAAATTAAATTAATTATTGTAAGTAGGACTCAGTTCTGTAACACATCTAATGATATGCTGCTC 
AGTTCTGTAACACATCTAATGGTATGTTTTGATACAGATGCATCCAAGAAGTCAGATTCAAAT 
CCGCTGACTGAAATACTTAAGTGTCCTACTAAAGTGGTCTTACTAAGGGTAAGAAGCTGAGG 
AAAGCAAGCTCTCTGCCTGCCTAGATTTGTGTGTGTCACCCCAGCCTACCCTGCTCCCCCTA 
AMGTTAAAACTGAAAATGATACTTTTGCAAATAATACTTTGGGCAGATCCCACGTAAGGCTG 
ATTTTAGA 1 1 I I I CACTAATGTGTAAGTCTCTTTGCTAAGTACA GTGT TTAAGACTGCAGTGAG 
TAATTAAATATTTGAAATTGCTAGAGClTCAGATAGTTTATACATTTTGGTGCTTG CATAG ATG 
CTTTTGTAACTCTTTACAGGCTTAATATATGTTTTAGTGTTTTAAAGAAATACTAACTTTTGGGT 
GCTTTGGGGATGAAATTTTTCATTATGTCGTTTGGGATTGAGAACATTTACCATCA CTAAGT C 
ATATn"ATATACCTCTGCTAGGTGTTTGTAAGTTATACTTGGTACTTGMTTTGTlTATTTTTGT 
GTTTAAAGAACATGGTTGGTGCGGGAGAGGTGGATGAAGACTTGGAAGTTGAAA CCAAGGA 
AGAATGTGAAAAATATGGCAAAGTTGGACAATGTGTGATAT TTGA AGTAAGAGCGI 1 11 CI 1 1 
TGATGTTTATMCACAAGTTGTAATTGGCACATTACAAAACATTTTCTACAAACAGGACAGGG 
TATGCTATAAGTAACATTCTTACTGCAGAAGATGACAGGC GTTGG TTATTTGTACTTCTCTTG 
CTCAATTATTACAG7TTTAAACATAAAGACAATGATTTCAAGTTTTATTTGATGAAGAAACAGG 
AATGCTTCATGATTGAGGATCAGTATGATGACTGAAGACCTTGATTCTAGCGTGCTCAGTAG 
TTTAGTTCCTTAGACATGCCTTTGGTTTCAGTCATTTGGTGAGTATTTAGTGCCTCTCACATG 
CACTGCACTGTGCGGAGAGCACTTGGATTACAGGAAGCATGCTCTGTACTCTCAGTGGTGT 
GTTCAGTTGAAGAAACACATAAAATAACTGAAAGATATTCAGTTACTAGACTAGGTAGTATTG 
ACTAAGTTCAGGAGTTGAGAAAAGGATTAGATCAGTGAAAAAATAGACTGCCTTGTGAGCAA 
TAGCAGATATGGGCTGCGCTTTGAAACGAACAGGTGGGATTTGCAGGGAAGGGTATTCTGA 
TTGGGATAATGGCTCGTAGGAGACAGTGAAGATCAGGACTACCAAAATGGAATGGATGGGC 
CTGTTGGGGATTAGCAGAAGTGCTTAGGTGGGTGGAATTACAGAGGGCT AGGAAA GCTAGA 
CAGACTAGTCAAMTGAGACCTGATGTGAAAGGCCACTAGGGCACCAGCCTTTTTAATCTGA 
AAGCTCf GCTTCCTCTG I I 1 0 1 1 I ATCCTGTTGCTGGTTGTTGACCACATAATTATTTGTTTAC 
GTCATCAGCTGGCACAGGGCCTTTATGAGGTCAGAGACTGCCTAGCCCTGTGTTCCTGGCA 
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CCTAACAATGCCTGTCATAAAAACAGGCATTCAGTACGTTTTTGATGATGAACAAATTATACT 

TATTTCCTTGGTATTTGACAACTACTTGACTGTATATGATGATAATTAGAATATCCACTCTGAG 

AAATCATTTAAAAGAGAAAACTCATTCAATGCAATCTCAAATGCCTTT ACTCA TCACGCTCTCA 

TTTTCTTCCAGATTCCTGGTGCCCCTGATGATGMGCAGTACGGAT ATTTT TAGAATTTGAGA 

GAGTTGMTCAGCAATTAAAGCGGTTGTTGACTTGAATGGGAGGTATTTTGGTGGACGGGTG 

GTAAMGCATGTTTCTACAATTTGGACAMTTCAGGGTCTTGGATTTGGCAGAACAAGTTAAG 

GGCGAATTCGAAGCTTACGTAGAACAAAAACTCATCTCAGAAGAGGATCTGAATAGCGCCGT 

CGACCATCATCATCATCATCATTGAGTTTAAACGGTCTCC 

>837 

AC I I 1 I I I M I I 1 1 I 1 1 I I I M M 1 I GCAAACTTTAATAGGTTTTCTTAG CTTG ACAACT 
CATTCTCTATATTCACGAACATCTCCTGACTTGTTCCTTCAGTGGAGATACCCTTTTCTAGCC 
AGAGTTGGCAAAAGTAGCAATAGCATGCATTGGCTTGTTTGAGAGGCCCTGGGTGAGCCTTT 
GTTGCATAAAGTAGGAGGTCTG7TATTGTCTTGGTAGCATATGCCTTCATTATAAGTTTGCCT 
CTTTGAAAGAATATTCAAAGACCAACACAAAAGAGAACATTTCCAGATCCAAGAGAGTGTATG 
TAGAAACAGTGACAAGTTAGAAAATCAACTTAGGTATCAGATAGCAGCCACAAAATATGTTCT 
GAGGAAAAATTCATAGCAATTTATAACAGCTGAGAAAAAGAGGGAGGATGCGGGAAGGTAG 
ATTTTGTCAGMCTTACTAGACTAAGGATNTATTGCATATTTTTTACTAATTAMTGTTGGGGA 
TGNNN 
>S38 
>839 

ACAGACAAGGGGGCGACTGGCATGTGGTTTGTTTCTGGTCTTGTAGTCGGTTTGGA 
ATTTTCTAAGTCAGGGTGGGGTGGGGGGACTGTGCACGAGTCATGTGCAGACTGGAACCCA 
TCTCCCCCTCGGTCTGCAAGTTAAAACAATTGGGTTGTCCTTCTCAGCATCTGCCAATGTCT 
CTTACTCAATCTTGGATCAAAAGGGCGTTGGAGGAGGAGGCTGGGAGGGAAATCCAGACAG 
TTCTCCGCCTCTGACATCAGGTCCAGCTGTTAGCATCGTGCTGTGGGTCCCTGAACAAGAA 
GCAAAGTCAGGACTGGTTTGGCCAGGTAGGTGAGGATCCAGTGTTGGGTGATTCTGATCCA 
TGCAGCCCTTAGAGGCGACACAGACGTGAACTGGACATTCTAGGAAGAAAGAGCCGACTGC 
CGGGTGACCTGTCTAGTTCACATCCACTCACCATTTCCCTCCTCGTTCCTATTCTTAGAAATA 
AGACTCTGACGCTCTCTTTTATACAGGCTAGTCCCCTATAGGCATGTCATGGTGATTATTTGC 
AATCCTCCTGACTTTCCTAAGAAGAGATCAGACTTANNN 
>840 
>841 

NNNNGATAACAGAGTTTATATACCTCCTGTCCCCATCTGTACACTTAAAAATGTATGT 
GCTGTTCTAATGCTACTTATTATTATTCCCTTCCTTTGTAGAATGTATCACACTAAAAGTGTTT 
AATCCTGACTATAACAATTATTTGTTAACTATTAAAGGGGTAATTATACTCTAAGCTTCCAGTT 
TTCAGTTAAAACAAAAATGATTAATATGCCTATACAGAACTTTCTCCAGCAC TTGGTA AGTATT 
TTTTAAAGTGAAGTCTATTCAGACTGCAACCAGTAAACTATTTATGCTTATAATTTTTCTCACG 
ATGGATTTCTGTTCCTTTTGTTGCATTGTTTGTGTTTATTTTATGTG ATC I I I I I I AGCTACAAG 
GTGGGAAAATGACAGTGGTTTAGAGATAAGAAGCACATGAATGGAAAGTAAATATGTGGAGA 
TTTTTGGCCACTCTTGTAACTACTATCTGAAGTAGTTTTAAATANNNN 
>842 

ACTAGCTGTTTGGGAAACTGAGGATCATAGCTCACTGCAACCTCCACCTCACAGGCT 
CAAGTGATCCTCCCACCACAGCTTCCAAATAGCTGGGACCACAGGTGCA AGCCA CCACACT 
TATTAATGTAGATTTCCTTTGTAGATGTAGATFTCTTTTACAAAGTC 

GTCCTATGTCTGCAGT7TCTCAGAATMCCAGCTCAAAATATGCCAGAGAAGTATATTTTGGG 

GTGGCATATTCTAGTCTCCTCCAGTCATATTTTGGGGTGGTGTGTCCTGAGCCCCAACAAGA 

TAGGTTTCATTTTTGAAAATTGCTCTTCCAGTCCCACTGTTCATCTCATAAGCCCAGGAATCA 

CCACCTGTTGATTTCCTAGGCATCTTCTTGCTCAGGGTAGTAGATGTTTGGTGGACTAGAAA 

TGCAGGGAGAAGAAAAGGAAGGCTTGGTGATGTCAAGGATTTTTAAAAGCAAACTATCTCAC 

TGTGTTCTCTCAATAGTCACCCTCTGTGCTGCTCATTCCATGAGGCTTAAAGCTGATAACTGG 

GGGACAAAAGGGTTAGGGTAACAATTTATTTTTGTCTCX?TGACAAT ACAC ACATMCTTT^ 

GCTGTGGTTGGGGAAAATATAACTGTGGATTAATTCTGACTCATTGTTTTGGAANNN 

>843 

A CM 1 1 1 1 I I I I I I 1 1 MM t GCCTATTAATTGATTAGGAAAAATAGGTAGACCCTGAG 
TGAAAGTAGAAAAGAACCAlnrCTGGTAAAAAlTCTGAAAGTAGAAAAGAACCTT^ 
AGGTATGTCTTAATAGAGCAGTGCTAAGACAGGTGGTTAGGTATGTGAATGCATGCCACTTA 
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GAAAAGAATATGAAGGAGAAGGGACCAAGAAGGCAGATACATTGCCCCTGATAAAGAAGTC 

ATTTTTCTCTCACCTTTACATAAATATCAGCCACTAAAAATCTAGGAGCACAAATAATGAAAGC 

GAACCCTGTTCGCTCTGNNNNNNNN 

>844 

ACAAGAGAACGGACGGCACTTACTGAGCCCATCGCAAATGTCAGGCTCTGTGCTAT 
ACTTACATATCCCATAATCTTCAAGACCCCTCAAGACCCCACAAAGTAACACAAAGCAGGAA 
ACTAACTCAGATTTACTTGCCAAAGGTCACACAGTTAATACATGGTGGAATCAGGACTCAAAA 
TCAGGCCTGTGTGACTCCAAAGTCCAGTGCTCTCTCCACTTTACCAGGTAACCTTCATAATA 
CCGGATTGGAAATCAAACCTGTCACTTACTTTCTATGTCCCTGAGTGAGTCACAACTTCTCTC 
AACCAGCNNNNNNNNNN 
>845 

ACCAGGAAATTGGTTTGATTGCCATAGGCTAACCTTGGACCAATCACTGTGGCCAAA 
TACATGAGGATCCTTATTGGCTCCTTCTACTAGCAACAGATGGTTTAGAGAACAGTGTATCAC 
AG AG AAATG G G G ATC ACTATTAT AG G C AG ATTG A AT AATAAATGTTC ACTCT ACT ACTC AATA 
MTATTTGTTGAACAAATCAAAGCTGATCCCTTTTTTCAAAATTTTTAATGTGACTCTTAG 
ATGGTGGATCCAGGAGAGAAGATTAGTGCCACACTGAAAAGAGAATTTGGTGAGGAAGCTC 
TCAACTCCTTACAGAAAACCAGTGCTGAGAAGAGAGAAATAGAGGAAAAGTTGCACAAACTC 
TTCAACCAAGACCACCTAGTGATATATA/^GAW 
GCCTGGATGGAAACAGAAGCTGGGAACTACCATGACGAAACAGGTGAGA 
TTATGCTAGAAGCTGGAGATGCACACTGGAGCGAGGACTCTGAAGCTGACTGCCATGCGTT 
GTAGCTGATGGTCTCCGTGTAAGCCAAAGGCCCACAGAGGAGCATATACTGAAAAGAAGGC 
AGTATCACAGAATTTATACTATAAAAAGGGCAGGGTAGGCCACTTGGCCTATTTACTTTCAAA 
ACAATTTGCATTTAGAGTGTTTCGCATCAGAATAACATGAGTAAGATGAACTGGAACACAAAA 
TTTTCAGCTCTTTGGTCAAAAGGAATATAAGTAATCATATTTTGTATGTATTCGATTTAAGCAT 
GGCTTAAATTAAATTTAAACAACTAATGCTCTTTGAAGAATCATAATCAGAATAAAGATAAATT 
CTTGATCAGCTANNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGCCCCCCCCGGGGGGGA 
CCCCCMTTCCCCCTTAGGGGGGGTTTTTTCCCCCCCCCCCGGGGCCGGNNNNN 
>846 

ACTTTACTTATTTATTTATTTATTTATTGTTTTACTAT^ 
TC7TAAAATTGTTAGTTAAAATGTTTTCTTTC 

TGGCTAAACTCCTAAGGGGATAAGGAGGCGCTAGGAGAATAGGCAGGTTGGAAAAGGGTAG 

TCGGGACTTGTCCAGATTCTTGTGTGGTAGTCTGGGTAGTCTGTATATTTACCATATGGGCT 

ACAAGACACACACACACACACACACACACACACACACACACACACACACACACACACACCCT 

TGTGAGCATTTATTAATTCGCAGTTGATGGTGCATAGTTTGCGGAGTGGGTAAAGGATATGT 

TACTTTTGTAAGTANN 

>847 

>848 

GGATGTTTTCTTCAGCTGTATGATTCTATCATACTTGAAACTGATGAAAMTTTAGTAT 
CCTATGTC 1 1 1 1 I IA TAGATCTTATGATTTATCAAGGGGATTTATATGTCTTATTCTCCATATAA 
GTCTAAAAAATCACATTGAAATTCTTAGTGATAGGTTGACTACACATCATTTGTTGCCAAAGT 

cattacctcmgctttgtaaattcttctagataaaaggagacttgtgattagagmctgaat^ 

cagccatttaaacctgtagacatagaaaacaacccagtggtcaaacctgagcttcaagagga 

agcccaagtcctcctgtttcctgaatggcttttccactccaattcatcacatatctgctaaga 

cacatttgcaggtagaatccatmtmtatctgttatttatgatctacctaatatttaaaggag 

aagaaaagaagtagccttcgttgcagccaacatccaacaataagtcccacccttaatgacat 

ttcaaagccttcagatcacttctgacatgtctgtccaatatcattccaatcaatagtcttgcat 

ttaaataggttgtttmctcggtggtattgagactgtaaccttaatggctcaggtcttttagc 

tttgttctttgtcataatctgcactcctggccagactgaccaaacctgggctgcaaaggaaa 

gag^tttgaattgatcaccaatgtatgaaaaatacagaacccatgtctggctcctaaactcct 

ggtaatmttcccx3ccatcgtagcaagtgtcccatgcattcagataaagcagtcataatttat 

ggtgtattttaccgaattggtccagcatattggtcctacaaggctcagccaagaaatgtatc 

tggtgccttamctacagatttctggtgactcttaaaagtggtttacaaagattgagaaaaca 

attagattgaagagttttgcntcaagtagacctc 

agcactgtagmtttcacacaggcacaagcataacaccagtactttagcagcqgccaacagt 
tgcAtctattaaacgttttgagaaatgacat^ 

ttagaagtccaggtaacatataaaatatattcagacctagttttactttccatattgttgctcc 
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AAAGTAAGGTAAATAGGAGTTTTAGTTGTACTGGCCTGTAAGATTTTTTAAATTACACAGTGC 

ATGACAACAACTAAAGCCAACTCAGTCCTTCTCTTGGCATTGTGAGT TGAG GACCTTTAGCC 

AACTGTTAGCTCATCTGACTATCTGTCTAGACCAAGGGTCGGCAAAGTTTTCAGTAAAGACC 

CACAGAGTACATATTTTGGAGTTTGTGTTGTCTGTACCAACAGACAGACATGGTGTCTGTCC 

CAACTACCCAACTCTGCCATTGTAGCACTAAAGCAGCCATAGACAAGATGTAAACAGAAGAG 

CATGGCTGTGTTCCAGTAAAACTTTATTTACAGGCCAGGCATGGTGGCTCATGCCTGTAATC 

CCAGCACTCTGGGAGGCTGAGGCTGACAGATCATCTGAGGTTAGGAGTTTGGGACCAGCCT 

GGTCAACATAGTGAAACCCCATCTCTACTAAAAGTACAAAAATTAGCCAGGCATGAN 

>849 

CGGCCGAGGTACAAAAGTTCTGAAATAACACTATAGGCTTAAGGAATAAGGGACCA 
GAAGTAGCCTGGTAGCCAGTGTATTTCTGGCTTTATACATTCCTTAGGAAAAAAAAAAACTTT 
ATAGACGTATTTMGTAGAATTAAGGTTTACACAAATGATTTTTTGAGAGAGAGAGTCCCTAG 
GACCTAAACATTCGTTCTACGGAGATAGGGTCAACACGCAGATATTTATTTAGCAGCATGGT 
CTGCAGAAGTAGGAGGAGGTGACCAGATGTGATGGATTATGCCTGTAATTCCAGCATTTTGG 
GAGGCTGAGGTAGAAGGATTACTTGAGCCCAGGAGTGTGAGACCAGCCTGGACAAAATAGC 
AAGACATCATCTCTCCAAAAAATAAAAGAATTAGTTTGGCACACAGGCCACGGCCATGACAA 
GGGTGACTTGCGGTCGTTTTAATCACAGGAAACAGCGTATGGCCATGATTACTGGCCGTCG 
TTTTACACACAGGAAACAGCNN 
>850 

NNNACATTATCCACATTTAACACCTTTTCAGTTGATGGCTGATTATCTGATTTTGCAA 
ATGGTGCCTCACTGTGGGGATCCCCTCCTCTATTCTCAGATGTGGTGATGGTCCCCTCGTTT 
TTCGACGTGCCTCCCGCTGTGGGCTGCAGTGTCATATGAATCTCGGAAGCACATTTCAGAA 
GTCTTTCTATCTTTTGTTCATAATCTTTGAGTAGTCTCTTCACTTCttGTTGACTCTTCTGTGA 
AGGCAGCTCTTCACACAGCTCCCTCAGGACTTCCATGTGGTGATTAAGCTGGTACAGGCAG 
CCTTCCTCAGAAAAGCAGGCCTCATGTTCTTTGATGAGACCCTTGGTCCTTCCTCTACGGAT 
AAGTTTCTTTTCTTTATTTATTTGCTTTTCMGTTTTAAAATATTGTCACTAAGCTTTCCI I 1 1 IC 
AATATCTATTTTTAGTTGTTGAACATATAAAGACAGTTCATGATGAAGAGACTCCCATTTGGCA 
CAGACATCTCTACTCTTTTCTTCTAAAGACATCTTTATGTCCTCAGTTACATTAI I I I I IAGTTC 
TTCAACAGCTTTCAAATACTTGGCCAGACTTTTTGTATTAGAAATTATTAGTGCTTCCTTGTGT 
TTTGAAATGAGTTCACCGGGGCTCTCTCTTTGCCCCAGTAACTGCTGAGCCCTCATCATATA 
TGATTCAAGTTCCTTCTGGGATTCTTCCATCTTCAGCCTGATGTCCAAATCTGGTGAAACGTC 
AGTTAAGTTCTTCAACGCTGCAATGAGTTTTACCACATTGATCTGGACTTTCTCTTTAGCTTCT 
TGAATCTTTGCCTGAAGCCCAGTTGTGAGAACATGTTGAAAGGACTCCTGGCTTGAAATATTT 
TGTATATCCATTTGTAACATATCTTCACTTCTTGCCATAAGCTTTCATCAAACATAGAGCCCTT 
TGGCAATAAGATGCTTCAAAGATTCTTCCATTGAGGTGTCCACATCATCTTGATCCAAAACAG 
ATTTGGCTTCTGCCTCCCAGATTTCCACTTGTCCAATGAGI I I I I CAACATCTTTAGCCACTTT 
TAGTTGCCCTGTGAATTCTTCATTTTC 1 1 I 1 1 CATGTTTCTCTCCAGCCTTTATATTTTGATTAT 
AATTTTCAGGAAGTTCTACTGACATATCTGTTGAAAACTCAACAGTTGCTTTCTCTTCTTTAGA 
TAGAATATTTCCAGAATTGTCAAAAGTGGGCTGATCC TGTT TTTTTATCATCAGTGGCAGGTT 
CATTTCAAGTTGAG 1 1 1 1 1 GAAACCAACTTTCTCCATCTTTTATTCAGCCTTCTCAGTTCTTTA 
GAAATAGATGATCCMCCACATCATTGCTGACTTCGACTMGAMTTTCCTGCTTCATTTAAA 
GTAGCX3TGTTCTAGATTCCACTGGGCTAGTGTCTCAAAGGGTACCTCTTTAATTTCTTCCTTC 
TTTGTCTCCTCAAAGCAAGCCCTTAGTAAGCGAAGGTTTTCCACATAAGTAGCCCAACATGC 

cagcactttttgtagagtggacttcacattatatatattttttctatacatacaaacatcagat 

ttcaccatcatatactgtttattaatattctgacattctccagccaaattcttataaatttctcc 

acatttttgaaaagaagtatcaagtcgagctaggaatt c 1 1 1 1 1g i i caataaatttatgccag 

tcttccagcaataattccacagaltctctgctcccatatttaatgttccaaatatccaattttg 

atttcacttcatctaccaaaccaagaactaagcacttgtagtaatgaaattctagaagtagaa 

taa a i 1 1 1 1 1 ctccaaaatgttgttgattcgtcttttcatttcctccaatttgttaggtggtac 

caatggcmgtgattttcatccttattttcaaaggtaaggagaatgttcgaatgatgctcaaa 

tctatccatcaggctcntgaataaagtcattttctcttgtatcagagtcacggcttgagagtg 

atcctgggaggctgacaaatcttcatccataagctcttctagctcctggagccaagcttcag 

mgatggaggggtgggggcaaggcatmtttagctttattttccatgcattaatctggtga 

tcgaggccatcccaggcttctctcaactgtaaatgatccttgtccagctcatccagatcccg 

ttttattgacaggacatccaaaAaggactttttttcttcattgaatgactccataaaggacag 

caggctattataci 1 1 i i aaagtaggtatcattctctgaatcctttagcaacttctgtagtttt 
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TCCTTTTGCAGAGTTAACCAGCCCATAGCATCTTTCACCTTTCCCTGAGCCTCCTCTCCAGTC 

CCAGGGGCATCTTTGGAATACTGCAGAAACTGTGCCACATAGGTCATGATGGACTTTTCATC 

AGGATCAACAACATCCACATCTTCTGGTTCCAGCAATCTGGGGATTTTTAATTCTTGTTCTGC 

AATTCTGAAGGCCTCTCTCAGATTGTCTTTGTTGGATCTATGCTTCACACTCTTCATGTCAATT 

AGGTCTGGTCGCAAGGCATGAATGATGGCCAAAAAAGCCATCCCATTTCTCCAACTTGACTT 

AAAATCGGTCACATTGACAGACTCATAGGTGGCGCATTGTTCCTGAGCCCACAAAAGAAGG 

GCCTTTCTTGCAGACATTTGCCATCTTGCTTGCACTTTAGAGCATTTCTTAGCTGGAGGACTT 

GAGGCAGGAGATGAGTCAACCACACTCACATCATCCAGGGAAGGCTGATTGTAATTGCAAG 

AAAGAGTCTGGGCAAGCTTCTCAATATGAAAGTGCAGGATAATTGTCCAAATTAGGCCAAGG 

ATAATGGATGGGTTTCCATCAATGATATCAGTAACATGAATATTTATTAGCTTAATTGATCGGT 

TTCTTAGGAATGTCAAGGCATGTTCTATATTGATTCTACACTGGAAGGTATTAGATCCTTTATC 

CCGAGGCAACTGTTGCCCAGAAAGTACTTCTAGCAGATCCAGGAGGACATGCCCCTTTTTAA 

TGTCTGTGAATAGGTCGGATATAACTGAGGGAGAAGTGTGCCTGGCCAACTGTGAGTTTATC 

CAGCACGTGAAGGCTTTCTTCTGGGTGTCTTCCTGTTCAGCTTGCAATGAAATATGGAGATC 

GTCGATGCCCCAGGAACCCTGTTCATCTTCGGTGGGAAGCTCAGGACTAGATGCCATTCTTT 

GACTCAATGGAGATTATATCATGTCCATCTCAGTTGAAGAAGTGAACGTCCGCCCGGCCGAG 

GGGCAAGGGCGCGGGCCGGGGCCGCCCGAGGTCGGCGCCCCGCTTGCCTGGCTCTCTGG 

ATCGCGCCTTTTGCTCGCTCTCCCTCTCGC I I I I I CAGGTCCGGCCGAAGGCTCTGGGCGC 

AGSTGAGGTCGTGCC 

>851 

ACCTATATTCTATGCAAAATTTATAAAATAATCCTTGAACATGAAAACTCATCTTAAAA 
TTACACGAATTAAGTAAGCATGCAATACAGACACTTGCAGGATGCCTGGCCTCTGGGAACTG 
CTCCTGTCTCTGTGTGAATGTAGAAGTGAGGCTCAAACTCTCTCTTAGGAAAATTTTCCCTTC 
CCACTGCCCATCCATTTCTGCTGACTCAACAATTCCCACAGAGGAAATGGGAATAGTATCAT 
CAACTAGCAGTCCTCCCATGCCAACAGATTTGGGGTCCTTATCTAAGTGTTTCTGCAGCCGG 
TCTTCCCTTCCTGACTTCCCGTATTGGCTCGTTAAAATGATTAGCTGGCAATACAGGTATGTT 
TGGACTGCTATTGGTGGTGAGTTTAATCTTCTAACTGTGTTTTGTGAAAGGAAATATTCCCTA 
AAAGCTTTGGTGTCACTTAAAAAAAAACAACTATATATGATTGAAAGAAATTTGAGATATTTTT 
GTTTCAACAAAAACCACTGAGTTTATGTCTAAGAAGAAAATTCAATAAGCATTTATCAAGTGCT 
TAGGATATGCTGCAATGTATGT 
>852 

ACTAGCAGATGATGGGACAGTGACAGCTGGGAGGGATGGGATGTGCTTGCTTCATG 
TCCCCTCCCCTCTGCCTGCCTCAACCTACACAGTCCTGTCTGGTGACGTGCCAAAGTCCTTC 
CTGCCTTGCAGAGAGGCCTCTCTTCGTCGAACATGGGCCTCAGGAAAGACAGCCTGAATGC 
CACTACCCCAGGCTTGTGGAAGGTTCTGCATCAGTGTGGCATTGTTGCGATAGCCCTCAGTT 
GATGCTTGTTTGTGGTGTTGGGAGGCAGGAACTACTTTAGGAGGGTGGAGGGGTGAGAATG 
AGAGAGGACTTGCCCTGAGCCACCCAGCTGTGGTCACCTGATGGCCCGGATGGCTACATAA 
ATCCTGGGAGATCCGTTGTCCTCATAACCAGAGTGAGCTGGGCTCCAGACCAGCCCTATGG 
GAAGAN 
>853 

NNNCACATACATACACACTAACGCTCAGCATAAACTTTCCATTACACTTAGACAATGA 
CTTGTGGAGGAAAAACAAGGATAAACAAGAGTCTCAAGAACTTAAGAAAAACATCAGAGTTG 
ATTATTTAG C ACTTTCTC AG G ATTCTAAG G C AAT AAG CCT AATTC AAAAC GTG AAATTGTTCTC 
TATTTCCCATTAGTCATTAAATGAGATAAATGACAAGCTATTGCTGCTTCTCCATTCTGTTTTC 
AAAGAACATTACAAAAATAAACCAGTGTGTTCTCTAACAGTTCTAAAAACAGTTTGAN 
>854 

ACCAGAAGCAAGGCAGTTTAGGGACAAAGGGCATGAGCTTAGAGTCAGATTTCCTA 
GGTTCAGATCCAAGCATCACTACTTATTTTCTTTAAGAACTTGGGCATCTGTAAACCAGGGAT 
AATATCTTCTTCAAAGGGCTTGTGTGAAGATTCAACAAGGTAATACATATAAACGTCACAGAN 
N 

>855 
>8S6 

NCCTCAAGTGATCCAGCCACTACAGCCTCCCTAAATGCTGAGATTACAGGCAGGTA 
CTTCGACGCCCAGCCCACTAAATTCCTrCTTAACCTCTCMGtATTTTTATTTCCAGTGTGTTT 
TTCAGAAATGTAAGTAAAATAGTGTAATTCAGGGTGTATAAGGAAGCiTTGCAATGTAACAAGG 
CATATTGAAAAAACCCTTTGTACAGAATACAGCATAATGAATACAACAACTAGCATCAAACTC 
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AGTGTATATAAGAATGGCTAAGTGACCATTAGTCATGTGAAAAGCTTAACAACTATTAAGCTC 

TTATTTTCTTACTAAAAAACAATTTTMGTTCTTTCAAGGCTATAGTTACGCTTTACATAAGAG 

GCCCTATTACCCACTAATTCTTAAAATTTCTACCTACTTAAAATTTCTTTAGACATTTCCAAAG 

GTTAGTAAAGGAAGACATAAGATATGCTTACTTAAATCCTTGCTGGTTCCATGCCTGGCCATA 

CATTCCATATGCAGGAACTTACCCACCANN 

>857 

ACCATGAAATAGGACCTTCTACGGTTTAAAATAAATGTTTGTTTTTTTCTAGCCCTGT 
AGGTCAATGAATGCCTGACTCCAGTGACAGACCATAATTATCCAAATCTCTCATTTATGAATA 
TGGAATATAAATATGCTAAATTGATTATGTCATGAATAGACTTCTTTTTTGCATAACAATGTTT 
GGAGTTTCTCACCTTTCTCCTAGCCTTCTTTTTCTTCCTTAAATGTAGCCTGGAGGATTCCTA 
TCTATTCC ATAN N 
>858 

NNNNAGTCGACCACGCGTCCGGTTTTGTAGCAAAGTTTTCCACACAGGTCTTATACA 
TGTCCTGTAAAAGGTATTCCTGGATTTATATA I I I I I AGATTGCTATTGGTTTCCCATCTTAGT 
TAACTAATTGATTATTGTTGGAATATAAACATATTTGAATCTTTTGTTGTTACATACCCTTTATT 
GATGATAATTCTGCTATTTCTTTCTCTTAACTGAGAATTCCTCCAATTTAAAACAAAGCCTTTC 
AATGAATCCCTCAGCAAATGGA GACTGA GCAAACACATATAAGCTACAGCCAATAGGTCAGG 
AGCCAGGTG6TAGMTAGACTCTTTTTTCAAAAGATGGCTCTGGCGTCTCCTTTAATAGTAGA 
GATGGATTTTTGTGGAGTGGTACATATGCAGCTCTTGCTAGA^TTAGGTGCCTG 
CTACTACCTCTGCCAGAGTCTTCTGACCCTGTGACAGAAGATTTCTGTGTGTGCTCCATGGG 
GAAGACTCTGCAGCCCAATCTAAGCTGTTATTTCCATTTGGTCAAACAGTATTTCAGTGGCAT 
CTGGTCTGGCATGAGAAATCAATTCAGTCAGGTCTCTTCTGGAAGAATATTCTAATTGATTAC 
AGGTCCCTATAGTTGTTCCTTTTGGGTTTTGA I I I I I CAAATGACCAAGTCCCTTATATGGGA 
AGGGGCTGGGGCCTGACTTTTGCACTGGGCCTGAGTTGTGGTATGCATTGCATCACTCTTAT 
TGTTTCTGAACTTTCTTGACCACATTCAGATTTCACTCTGGGATGTTGTAACAAGTCCATGTTT 
GTTGCAACATGGGGTAAGGTTATTACGAAGGAGAGACACAGCGATCAGTGTATAAATCCAAT 
CTATATTGATGGTCTGGAGAAGAACTCACATTTGTACCACAAGAATCATCTTCCTTGTACTAT 
AACCCTTGAGTAGATGACACCTGCCTTTGGCAAGACTTGGAGGAGAGACACATGCTGGTCA 
TTTGACCAATTTCCAGTCTCCTACCTGGGACCCTGGGGCTATTCCCTTACTTTTTGTCATAGG 
CATTAATAGTCAAATAGTGGGATAGAGCCAACAGGTATGATTATAATATATATGTTGTATTTGA 
AAATTAGGCTCTGAAAAGGAGATATTAATGTGGTGTACTTATGTATTTCATACTTTAATAATGA 
AGTGACCTTATCfCTCCAAAATGTAGCCACTGTTAACTGCTATTTATGTATTATTCACTGAGTA 
TATTACTATCTTTGTATTTTCTACAAAGATTTATCAGCACAATTGTGAGAAATCTTCAAAA CCTT 
TTAGGGTTCCAATTAAGTTGGTAATAATGATGCACTTGGCAATTGTTTATAAAGGGATCATTTT 
AG AAAAAGGAGGAAAGTA I I I I I ICCCTCTTCAAAGTGTGACTTGTAGTCTTCACCTGGATTT 
1 1 1 1 1 1 I I I CTGTTTAACCCAGTAGGGCTTTGTTCTCAATGCAGAATCTCCTGTGACCCTTGA 
CATTTTAAGGGATTAATTTTACAAGTCCCATTAATAAAACTTGTTCCTT CTTACT CTATACTAAA 
TACCTTCTTTTCCTTATTATACAGCTCATACATACCCATATCTAAAATTA7TTTTGTTCAAACTC 
CAATTATCTTATAGGATTTAAGATGCTATTTAATTGGGTAAGTCTGGCCCACACCAAGATAGG 
TGATAAAATGGTGAAACCTCAGAGTTAAACAGGCTACCCTGTTGAGGGTGATCTATTTGGAA 
AGGAAAAGAAGGTTATGATAGGCTGTGAAAACTTGGAAGGAAGTTAAGTCAGATGGGATGTT 
TGAGGGTGAGGGAAAAGAAAGAATATGTTTGGTAAGAGCAAAGGAGAGCCCATTCTATAACT 
TTAGGTGAGAGCTGATATCTATCAGGGTTTGAATATAGCTCCTACAAATCATTCTGCAATAAT 
TCATCTACACGTTTGAGCACTCCAACTAAATTTTAATTACCTCAAAGGTAGGGACTTGATCTT 
ACTCAATATTGTATCCCAAGACTTGCTGGGGGCACTGGCTCACAACTGTAATCCCAGCACTT 
TAGGAGGCCGAGGTGGGAGGATCAGTTGAGCCCAGGAATTCAAGACCAGCCTGGGCAACA 
TAGTG AG ACCC ATCTGT ACC AAAAAAAAAAAAAAAN NN 
>859 

ACTGGCTGGACTTGAGGTGGTTTAAGTTGGCAGCTACATCGAAGGACTTCTGAAAA 
GCTCAAGTGACAGTTACACCTTTGCACTCTCCACATTCAGCTGGCCT7TTCCCTCAAAACATG 
GATAATCTTCAAACCTCCCTGAACAGGTGGAAATGCGTCTTTCCTCTAAGCCAAGTTCTCAGT 
CCACATTAGTCCATACTTGGCTACAGAATTGACGTTTGTGGCCACAATCCTACTAGAAATGAC 
ClTTGGGTAATATCClTATCTTGTTGATCTAGTTAGGGTCAAGTAAAACGAAATAGGTfrrCA 
ATCAAATACTAAGAAGCTCACAAAATGGAATTTAGGTGAAAACACACCAAAGTAGTATTAAAG 
TTCAAATTCCAAAAG AAATACTTGCATTAAAAAAG AAAAGCCATGCATGGTGGCTGGCTATGC 
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CTGTAGTCCCAACAATTCGAGGTGGGAGGATTGCCTGAGCCTGGGAGGTCGAGATTGCAGT 

GAGCCGAGATCGTGCCACTGT 

>860 

ACTTTATGCAGAAGGAAAGCAATTGCAGATGGAAAAAGCTGAGATGCTATAAGGAAT 
TACGGATTTTATAAAGAGATCACCATGTGGGTGAATGTAAATATAGATGAACAATGAAGCATA 
AACAAAATTTTAATATCTTACAGGCTAAAATATTTAGAAATGAAAGACAACAATAGCATATAAG 
TTAAGAAAGGGGGTAAAAAGAATCAAGAGCATTCTAAGGTCCTTATATTACCTGGAAGGAGA 
GTAAAGATAATGACTATCTTCAGGCTGATAAATTAACAATGTATGCTGCCATTN 
>861 

CGTCCGAAGAGGTTGATAGTTTATGGAAAGAATTGGTC CGCTC TCCCAAAAGGTGCT 
GGGATTACAGGCGTGAGCCACAGCACCCGGCCTCCTTCAAGAATTTTAATAGTAAAATCTTA 
TAAGTGGATGAGGAGAGTAATTAATATATAGAACATTACCAATTATAAATACATAT TTAAGT AT 
AATTTAGTGTTTTCTGGAAAGAAATCMATGTGTTTCTGTGGGCATTC 

GAATTTTCCAAGCTTTCTACAATAGCCATACATTCTGCAATATTTATAGTCTATAACTTATTATC 

TCTAGTTGACAAACATGGTTCTTTGTTTCTTAMTTATAA ATGTCT TTAAC CTAAA AAAATTAAA 

TAGTCATTCAGCTTACAGGTCTGCTTAAAAAACAGAACATTTTTTAGCTTGTTT^ 

TTTTTAATGTTCCTGTGCAATTAGTACTTTTTACTTTAAACATATGCACT^ 

CATTTTAGGCACTCATTTCAGTATTTTCTTTCTGCTTACATTAGAACAAAAGCAAATGTTGGGT 

TCTATnGAATCTTTTCCATGTGGATGT ATTTGT ATGGTT^ 

AGACTTCTATACTAAGCTTGGTTTAGATTTTTTGTTCTGC I II I I I I I I I I I I! I I ICCCCCATT 

GAGCAGTGTTCTGAAAGTTGGATGGTTCAGTTTTCACTTTCTAGTTAGGTGTGMGACGTTTT 

CTCCTTTCATTTCCCCCATGCTGATTGAGTGTTTTCCTGTACCATAGTAACTACATTGATTACT 

AAATCAGAATTCATTTAGCTCACCACATCTCTTGAATGTGATTGACCTACTTGAAAAATATTAA 

TACCTTTAACTTTTGGAAACTATTAGTCTTCATA AACTA CCCCAAAGCCACTAAAATGAAACAA 

CATTGTGTGCTTATGTAAGTATTATCTAATGGCATTTTCTTTATCTCTTGAGAATTATTTCMTT 

CCAGATACTTGTTAGAGATTTTCTAAAACTTTTTGGGTCTTTCAGTGAAGTGAAGACTTACGA 

TCCTTCTGGTGACTCCACACTTCCAACCTGTTCTAAAAAACGCAAAATAGAACAGGTAGATAA 

AGAGGATGAAATTACTGACAAGAAAGCCAAAAAAGCCAAGATTAAAGTTAAAGTTGAAGAAG 

AGGAAGAAGAAAAAGTGGCAGAAGAAGAAGAAACATCTGTGAAGAAGAAGAAGAAAAGGGG 

TAAAAAGAAACACATTAAGGAAGAACCACTTTCTGAGGAAGAACCATGTACCAGCACAGCAA 

TTGCTGTATGTTTG I I I I I AATTATCGGTTTTCACTTGGAGGGGCCAGTTCTCTATATTTCAAT 

CTATTTTCTATATCAGAAATGAGCAGGCATTTTAAAAMTGGTTTTCATTGATGGAGAGGTAA 

AAGTGAAATGGCTTTGTTGTATTTATATTATAAMGGCCATTTCCCAAATC TAGAATT TATTAC 

TAAAAATCAAGTTTGCATTGAGGGGAGGAGTATGATTTGCTCAAGCTTACI I I I I I IATAGGT 

GGGGTTTTTATATTTTCAATGT 

GTTGGCTATTTTC 

>862 

NNNNNNNNNNNCGGGGTACTTCTAGAATTAATTAACGCGGGAATTTTGAAATATTTT 
CCATGTACATTAAATCTGATACCATGCAAGGTTATATGAAAATGTCTATCTAACAAGTAGCTTT 
TTATGTTGCCTATCATTATAGTAAAGATTTAAAACTATTTCTGTGTTCTAGTGATTCAAGAAGA 
CTGCTCAAATTTGCAGATATTTTCAATTTACTTAAMTAGCCAAGTTATGCCTTGTTAAAMTT 
AAGAATTCACATCAAAGAGCTTTGATTTACAAAMGT GTACT T TTAGG GATCAGCAGTTAAAA 
CAACTGGATTCCCAGATACCAATGCTAGAGGTMTAGTTTTGATTTTAAGATGGTGATGGACC 
ACTTCCCTTTCAGGACATGTCAACTCAAACTTAATCTGGAATGTACACATTCCATGCTGGGTC 
ATACCTGAGTGCCAGTGGAATATMTTTGGAAGGAATAACGTTGTTGAAAAACATCCTCTACA 
GACAATATGMCAATGCCTTAGTCATCTATTGATTATGACMTATACTCTTGAACAAATTGTTT 
TCGGTTCTGGTTTCTGTGGTACTAATANNNNNN 
>863 

ACTACACCTCACCACCTGGGTGTCTCTCAGACGTTACCAAGAGACAGAGTAAACCC 
ATGCTTTCTCCTATCCAAACCAGTCTCTCCTGTTCCCTGCTTTGTCCAAACCCAGTTGCAGGA 
ATTTATGTCTTAMGTAAACCATCGTATGATMTTTCCCCTGAAAATGTGCCTATTAAAAAAAA 
ATAGGATATGATGGGAGGCAGACATAAACATTCTGGTCMTTTATTGGTGTTATTATTTATTTC 
AGTTMTAMCTGCCXJTTTCGCTATC 

>864 

NAGTCCCCATTATCAAGATTTAAAAGAACACTFMTTAATTTTCACACTGCATATCTGAT 
TCCAACTTCTCTGAGGGTTACAACTGATTGCAAAAAGTACTCCATGCTCTCAAATGTAAGGAT 
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TCATTTATGAGAGAGTGAACATACTGCTTGTAGCTAAAACATTACAGGAGACCTTAAAAAGGG 

GTATAATTGGTCCCTATGTGAAATGAACCTGACATATTTTTATAAATTATTTGTGCATGACTAT 

CTTTTGTTGATAGCACTAGGAAGACTTCTAACGTTTAAATACTTTATT TGCCCT CAATTACTAT 

TTAAAAGTCCTATAATTTTAAGTAATTTTACAGCTGACAAAGATAAATATTTTTTTCTTTTAGTT 

TTTCTAATGTCTTGGAGGTAAAGTGGAAATGGCCTGTTTTGACACATAATTTCTAGAACTTGG 

AGTTAATTTGATCAGTTACAATTGGGG I I 1 1 I 1 1 1 CAGTTTCAAGTTTTGTGGTGGATACCTTT 

TCCTGCNNN 

>865 

ACATGTTACTGGGTATTAAATGCGTTCATAGTAGGGTATTAAATCAGCAAGGTCCCC 
ATCCCAGAAAAATGTGCAGTTTGTTCAATGGGAAAGATGCAGAGACAGTTTCAGTTAATATAC 
TAAGTGCTAAGATTGGGATGTGCACAAGAAGCTGGAGGTAAAAATTCTGGAAAACTGAACGT 
GAAGTCACCACTAGGCAAGCTGCCTGTAATTGAGCTTGCTTGTATATGACCAATCAACCTTT 
GCTTGTTGAAGGGTTAGTTATCTAGTTTCCTCCTTTTC 1 1 I 1 1 I GGAATTTGGTCTTTTAAGGT 
CTTGATAATCTTTCTAGTCTAGAGCATGTGAACAGAACAGAAGGAAAATCAGGACTCAGTTTA 
CTTAATTTAAGCAAGCATTGGTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACT 
CTCTTATTAGCATGGATGCTTAAGAACTTCAGGGTTTGGAGGTCAGCTGAACAGCTGTTTTT 
GCACTCTN 
>866 

NNNNNNNNNNNNNNNNNNNNAGGTACTATGGTATGCCCTAACTAAAAAATAGATATA 
GGATAGTGATACTTTGATGAGGACTATGAAAAGGGACAGTACGGCTTAGTGGAAAAAGTTTT 
AAGTTTTCTACTGTTATTGAATAAAATTACATATAGTGTGATTCTTATTACTTGAAATTAGGAG 
GAGAAAGAATTTTTTGAGGTAAATTTGAAAAGACATAAAATAGACTACCCTGACAAAAATCTT 
CACAGATTAAAAATACTAATATTTGCATTGTCATGTATATTACAAACAGTATTCCTTGTCTTTT 
GC I 1 1 I I IGTTTTGTGTTTAGTGTTTCTTGCTATATGAAATATAACTTCTTTATGCAGCCTAGA 
CI I I I 1 1 ICTTTGTATTTCCTGACCTTGTTGTCATGTTTAGAAAGCCATACTCTAAGAAAACTA 
AGT 
>867 

NNNNNNNCATGCAGCCAGGCTAGACCGGCTCAGCCCCACTTCAAGACAAAATCTCA 
GCACCCATTACTCACCATACATATTTATGCAGTGAGCTGCATCATGACCAGCTATCATCTTAC 
CTCATAG I 1 1 1 I I ICTCTGGTAGAGATAATTAACTTATTATGCTTGATCAGTTAACTCTTGCTT 
AGAAATTTAAAAMTATTTTTAAGTGACAAATTCTTTGTAGAAATTTTTGAAAATAGAAATATTT 
GMGTAGAMGTTAAAATCACCCACAATTCTGCTTTTGTTAACATTTGAATATGTTGTCTTCCA 
TGATATATMCAAAATTTGTCTGGGTATTGCATATGTCGTCCTTTCCTTCTTAATATTGCATTT 
TGAGCATTTAACCAGAACACTAAATATTCTCCCTAGAACATATGGATTTTGAATAATTTAACTA 
ATTATAAAAATAACTTCCCTAATGGTTCTTTGGGCTCTTTAAAGGTTTGCTGGTATATGTTCAG 
GGTATGAACACTTAAGGCTCTTGACCACATACTGCCATACTGCCATACTGGCATACTGCTTTT 
AAAAAATAATTAAGCN 
>868 

GCGTCCGGGCTAAG CATCCGCCGCTC ACCTCCCAAAGTGCTGTGTTACACAGGCCT 
GAGCCACCCAGACCAACCTGTTTTTCTTTTTTCTTFTAGCTCACAAGAAGGAATNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNTATGTTGTATACTCTCTACCATGGGGATGAAGACACAAG 
AATTATGATAGTTCATTGAAAAAGGTTGAGAATTCAGAACTTGTCAGTTTCCACCAATAATGG 
CAAAGATACAATATGACAAAGTTCAGTTGCTTAAATGAATCTAGGAATGAAGAATCTAGAAAT 
TATAATGGAGAGGTGATTAGGAGTTTAAMTGGTTTATTGATTGGAGATCCTTTATCTGGATT 
ATATAGGGCACACTTTGCTTTAGGAATTCCCCCTTTGATCTTGGAAAACGGCTTTTAATTGTA 
CATTAATACTGTATTGGTAANNNNN 
>869 

NGTACATTAAATTAAGCATACTAAAGAAAAAAGGAATGTTTTCTTAGCAATTTAAGAA 
CTTGCTTAAAAAGAAAAAAAGATCAACCACTCCCTCTAGTGACAAAAATTAGCCACAAGATGA 
AATTCAGTTAAAATTCCAAACACTGTGGAGATGGAMGCCTTGTATTTTAGATGAAAGGATTT 
ATGGCTGGMTTAAMGAAATTAAAAGGCAGAAAAGTGGGTGMTGGAAAACATTTACTTTTT 
GTTTTTAAGTGTTAATAGCCAC I I 1 1 i GTCCAGTCTGTATCTCCTTTCA TTAGTCTTTATATATA 
TATATACACACACACACACACGTATGTTATATATACATATAATGGTTTATGTATTATATATGGT 
ATATATACACTTATATGTTATATATATGGGNNNNNNN. 
>870 

CCCTTGGCCGCCCGGGCAGGTACTAATATTCTTCAACAGAATGCAATAAAATACGAG 
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CTACATAAATCCAAACTTGGTTCAAAGGTAGCTATG I UN! I AAAAAAGTTATTATAACAGAC 

AAAGCANATGCAAACTTATCCTTCCAAACCCTGATAATTGGTAATACCAAATAACTGGTATCT 

AATAAATATACAAATCAAGAGAATACCTTGCTAGCTAAATTAAAAAAAAAAAAAAAAAACTATC 

CATACTTAACAACCAAGTGCAACTNTGTAACCAAAGTGTTCCTTAGCTCCCGCGN 

>871 

NATGTACAAGGGCTTCTTTGGTGATAGTTTCTACTCTCTTTAAATACTGTTCTG TTAT T 
TTTGAAATCTGATCAAGAATTGACACAATAAATCTCTTTGATATTTATACTTATGCCTACTTTTA 
ACCTTTTAGGAAAACTTTATGAATTGGAATATTCTAAAATCCTGAAATAATTTGGAATATTCTA 
AAATTCTGAAGAGAATATGAACGGATTGTTGGAATGGAACTTTTACCCGA TTCC CTCAGACTA 
GAGTGTTCATACGACATTTTGCCAAGAAGTTCCTATAGAGGCAATATCACTTTTAGGATGGAT 
GGGTCTAAAAGGATCATATTTAGTTTCTGGTTATTCATGGTTGCACTCACTTTAGAGGATGTG 
TTCCTATTAGGTTGCTGCTACTATNTGTCTCTCCTAAATAACAGTATGGAATTATAGAAAGAAA 
GGTTGGGAGAATAGTCGTGTGANN 
>872 

ACAGTTCTGTGTTTTTCAATTGATACATACTACTTATGTAAGAAAAATGAGTAAAAATA 
GAGGGCCACACAGGCAACAGCCATTAGGTTATGCACAGAGAAGGAAAAACTTCAGAGGTTG 
TGCTGCCATCTTCTGGAACAAACAAGAATCTACAGGAACAGAAACATGATGGAAG AACAA GG 
GTTAGTTACTGCAACGAAAAAACATGGCAGGAAAA AAAACC ATTT^ 
TTAACCATGAATGAAAACAAATGGGAAAA CAACA ACAACAAAAAACAAAACAAAACA 
AAGAATGACCAAATACAGAAATTATTAATGTTTTACANN 
>873 

GTGG AAAC AAGG ACTTTGCAC AG C ACCTTCCAG CCC AAC ATTTCCC AGGTA AAGGG 
CCTTCCCTCCCTTGMGACCATTATCCCTGCCCCAAATGCAATGGCAGTAGTTGACATTTTTG 
CGCCTTTTATCTTCTTTGAATACTTTGAGATGCACAGAAATAGAAATGAGACTCAAAATAAGC 
GTCATATCAAAAGGGAATTTTTTTGTAAGAATTTTCAGGTAACTCTCTAAATCTAGATAGGAGA 
TTGGCCATGACTCAGAACAAACCAGAACCAGGGTCTCTCTGTGTCTCATCTGTTTCTCTAAG 
TCTGCTTCATCTGCCCTCTTGCTGTGATCACCTTCCTATGAGTCCAGATATTACAGAGAGTCC 
TTGAGTGCTTGTGTGTTGTAATGCAGCCCCATCTACTTCTAAATGCATAGGGATTTGTTGCCC 
AAACTTGGCTCCTTTGCCCACCATGGGACCGCTGAGCTCCAGCGAGGTGGGCAGGGTCTG 
GGAAAGTGATTGAGCTCGGCCCAGTTCAGGAGGTGCCATCTGAGACTACAGTATCAGGGAG 
GCGAGGACCATGTGGATAGCAATGGGGGACATTCCACTCCAGAAGATGGAGAGTAGTTTCC 
ACAGAAGCAAAGCAAGACATGGCCACTGACAAAATAATCTATGTGGAAGCTTGTTATAATGA 
AGATGTCCAGGCCATGTCTGCAGAGATTTGGATCCAGTAGGTCTAGGGTGGGTCCAGGAAT 
CTGAATTTTAACAAGTACCTGAAGAGGTTCTGATCACACTTTAAGAAATATTAATCTAGGCCG 
GGTGCGGGTAGCTTAAGGGAGTCGTCTAGAGTCNN 
>874 

NNNNNNGCGTGGTCGCTTTTCGAGGTACTGAG GATGAC TAGATGACAAATAATAAG 
AAAAAATGGCATTGACTTTGTATAGMCTTAATAATCAGATTTTTAAAGAGGTTAGTCTATTCT 
CTTATTTGAGAGATATGGAAACTATCTAGGCCTAAAGACTGTAAATCTGCCTGGAATCAGATA 
GTTGGCAGCAAAATCAGAAATAGAAAGCAGTTACTCAACAACCAACAGTTTAATTTAAGAAAC 
ATTTGACAAGCATCTCCTGTGGATAAGACCCTATGCAAGATGTCATGAATATAAATATGCACA 
GTAGT 
>875 

NNNNNCCTGTGTGTAAAACGACGCGCCAGTAGCCTTGGCCATCGCTGTTTCCTGTG 
ATGGATACGACCGCAATTCGCCCTTATCGTGGCCGCGGCCTATGTTCTTTAAAAATAACAGA 
GTGTGATTTAAGAATACTCAGACTAGAGCCTTCAGTGAGTTGTCTGAGGGAAAGGAGTGAAG 
TCAGGACTTAGATAGAAAGATTACAAAGAAAGTCAAAGTAAGCAGAGGAAAAAGATACCAAA 
ATGACAGCTTCAGAATAAGCAGTAAGGGAATAAAGAAAACAAAGTTGTGTGTGTGTGCATGT 
ATTACATGATAAATCCATGGAAAAAGAACTCGCAATTTACTAAAGGAATAATTCATGGTCATA 
CCAATTTCTGTGTCCAAAACTAACTTGATTAGTATCAGAAGGAAAGTCAATGTTTAAACAGTC 
CTTCCCACATCTGCTACTTCCATAATGCCTATGCAACTGTCATAAATTAAGAGTAGAGAAGGG 
CACAGGGCCCACTGTCAAAACAAACAGGCAATTCT 
>876 

GTGGAMCAAGGACTTTGCACAGCACCTTCCAGCCCAACATTTCCCAGGTA AAGGG 
CCTTCCCTCCClTGAAGACCATTATCCCT 

CGCCTTTTATCTTCTTTGAATACTTTGAGATGCACAGAAATAGAAATGAGACTCAAAATAAGC 
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GTCATATCAAAAGGGAA I I I I I 1 1 GTAAGAATTTTCAGGTAACTCTCTAAATCTAGATAGGAGA 

TTGGCCATGACTCAGAACAAACCAGAACCAGGGTCTCTCTGTGTCTCATCTGTTTCTCTAAG 

TCTGCTTCATCTGCCCTCTTGCTGTGATCACCTTCCTATGAGTCCAGATATTACAGAGAGTCC 

TTGAGTGCTTGTGTGTTGTAATGCAGCCCCATCTACTTCTAAATGCATAGGGATTTGTTGCCC 

AAACTTGGCTCCTTTGCCCACCATGGGACCGCTGAGCTCCAGCGAGGTGGGCAGGGTCTG 

GGAAAGTGATTGAGCTCGGCCCAGTTCAGGAGGTGCCATCTGAGACTACAGTATCAGGGAG 

GCGAGGACCATGTGGATAGCAATGGGGGACATTCCACTCCAGAAGATGGAGAGTAGTTTCC 

ACAGAAGCAAAGCAAGACATGGCCACTGACAAAATAATCTATGTGGAAGCTTGTTATAATGA 

AGATGTCCAGGCCATGTCTGCAGAGATTTGGATCCAGTAGGTCTAGGGTGGGTCCAGGAAT 

CTGAATTTTAACAAGTACCTGAAGAGGTTCTGATCACACTTTAAGAAATATTAATCTAGGCCG 

GGTGCGGGTAGCTTAAGGGAGTCGTCTAGAGTCNN 

>877 

>878 

ACATGTTTGTAAAATTCCTTAAAATATTTATGCTCAAACCAACATTTCCATTTTATCTAT 
CTTAAATATATCTTCCTCTTCTTTACGCCTAATTTCTTAAACTCCCAGAGTI I I I I I CTGTAAGA 
TCTAGTCATCTGTAGCACTTCTCACAAATTAAGCTCTCTTATGCCCCAAACAGTAACGAAAGA 
GGTCTCTTAGTTGGACAATAAGCAGTGAAAGATATTTCTTATGGGACAAGAAATTAACATTAT 
TAGTCAMTGTTGATGCCGGTAGGCTGAGAAATGAp"CTC^TTAAMG^CCCl^CTTTTA 
AAeCTeTCTTAGA'AAVVACATTAGTTAGATGAA^rtNNNNNNNNNNNNNNNNNNNNNNN 
>879 

NNNNNNNCAGGTACAAGGAGCTAGATCATCAAGGAAGGTCAGGGCAGGGTTCACA 
GGATGAGGGCACTTTGCCATTCTTTTGTGATATTGGTCAACAAATGACACAGGTTATTTACAA 
TCTTGACCTTTTGGAAAAGATACAGCAGGTAATAGCCTACAGGAAAGAGGAGGTAGAAAACA 
AGTGCCACAGTAGAAACACTTTGATAGCTAAGATGCTGTCTATCCCTTGTGGTTATTCTGTGC 
AGTTGTCTGCCTGGGTTCTTGGAAAGTCCCAATCTAAGGGTGCTTGATTGCGCCCAAGGATG 
TCTGCATTCATTCACTGGGAACTTACAAGCCCTCTTGCTTCAATCAACTCCTCAATCAGTTTC 
CCAAACTCTAATCCTTACTAGACTGCGAAAAATTATTCTCCTTTTTACAGCAATGGAAAAAGG 
CCTTTGTGGTATCAATCTGTGTTATGTGTATATTATTAACCATGTATTTTTATATAGTTGT 
>880 

ACATACAATAGAGTATTATTCAGCCTTAAAAAGGATGAAAAAATCCTGACATGCTAAA 
ATATAAATGAATGTTGAGAACATTATGCTAAGTGAAATGAGCCCATCTAAAAAGGCAAATACT 
GTATGATTTCACTTAACTGTGATATCCAGAGTAAACAAATTCATAAAAACAGAAAGTAGAATA 
GAGGTTTCCAGGGACTGGGAGTTACTTGATATAGAGTTTCAATTTTGTAAGATAAAAAAGTTC 
TGGATATTGGTTGCACAGCAATATGAATATACTTAACACTACTGAACTGC ACAC TTAAAGATG 
GTTAAGATGGTAAATTTTGTTAGGTGTTTCTTACCACATTTTACAAAAAAATTTTAATTAAAGG 
MTTACAAMTGTACAAAATACTATTCATCATTGTGTTTCCAGTTTATATTCAACACAGCAGTA 
TTTCAGGTATAGTAATTAACTTACTATCATTTGAAAAGATGTCTATAGCTTAGTAAATATCCAA 
CTCTTATTCATACATTTTGTGATTATCTAAN 
>881 

ACCACTGCACTCCCACCTGGGTGACAGATCAAGACCCTGCCTAAAGAAAAAATTTAA 
AAAAATAAAAAATTTAAGAATATTTCTATGCCCTTTACCAGGCCAGCTTAATCAGACTTCTCTA 
GGCCTAGGACAGGCTTAAGATCAGTTAATTTAAAACACTTCTGATGTTTCTTGAGCATTGAAA 
AGTTTTATTCTrrCTGCTTGTGTTTTCMTCTTTTTGTGTTTGTCTm 
CGTATTTGGTTTGGTTATCTGAAGTTTMTTGCATTCATTGTGTTTATAGTATTTATCCCTGTA 
GTGTTGGAATTACCAGTCACTTACATTCATATTTTAG 1 1 1 1 1 I GCCTTATCTCCTN 
>882 

ACTTTTTCTTGAATATTTCCAGGGCACAAGATATTCTTATAC AGAAAC CTCAGAATGG 
AAAATAGCTAAGACATAAGCAGTGTTTCACAGAACCATCCATCAGTCTTTTTTAGGATGTAGC 
AGTCTTCCATGTATCACTTAACCAATCATTATTCTTACCCCATCTTTTTGGGCAGGGGGTGGT 
AGMTTTAAAATTTACCATTACTAAGACAGGGTGATAGTAAGCATAGAATTTTGGGATGTCTT 
TTTlTTCCnTGCCCTAAACCTTCAGAGTTCTGCCAGGTGATTCAAATGTTAAGATCCCATAAT 
.CTCGCCTGTGTGCTCAAGCGAACACTAACACTTTAAAAAGTGGGAATGAAAAATCTGAACTG 
TTGAATTAGACACAGTATTTGGGCCCCATCrrCAATTTCAGAAAGAACAAGTGGAGATATCAA 
GGCCATTGCGGCCTTCTGTAGTCATACN 
>883 
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>884 

ACTTTGATACATGTAAAGTGCAAGGCACCTTGCTAGAGAGCATAGGAGCTATACTAA 
GATATAGAGTCCTGCCACAAATACACACAAAATAACATGAATACAAAGTGTCCTAAAAGTCAT 
GCCAAATAAAACAGAGCATATAACTGGGCAiGAGGGATGGAGAGTCACATGCTGGAGGAGGT 
GAGCGTTGACATGGTCTTATGGGATATGAACTTGAGATGTTGAAGTAGAACTGAGACATTTC 
TGGAAAACTAGATGTATGAACAGAAGCAGGAGGAATAGGAGAAGGTTTGGAAAACAGCAAG 
CAGCTCAGTTTCTTGGGTGGTCCAGGAGAAGAAGCTCAAACAACAGTCAGTGATAACACTAA 
AAAAATCAAAAATTTTAAAAGTCTGGAATCACAGCATAAAGAACCCGTATGCAGGANNNN 
>885 

ACAATAAACAAGACAGTGCCTGCTTGTGACCAGGGGCTGGGCCTCTTCATAGCTCT 
TTTCCCTGCCTTTTGTCTTC AGAG TTGATCTGCTTCTTACACATTCACTT^ 
ATCTTAGAAGCAAGGATCATTTTTAATTGGTTTGTTTACTTCAAAGTCCCACTCATCAGAGGC 
AGGGTTTCGCTTATATTTGGCTCAACTACTTTCTCTTGCTTGGTTTAGTAACACTAATGTTTAC 
TAACATTAAAATGAAACCAGTTTTGCAGCTAGCATCTATTGACAAATATAATTATTTATTTCAA 
ACTGTATATTCCAAATTTAAACATATTCAATGCTTATTGAACATTCTAACATAATAGCTTATGAT 
AAAGGAAAATATAACATCTGGTTTTGGATCTGAAGCACAACCACTGCN 
>886 

ACATATGGCTCGGCAAAGGGGGACTGGATT^TAMnQT^TMIATAGTMGGAC 
AAAATAAATGTAAAAAAGATAGAAGTAAATGTGAGAACA 

AGTAGAAAGTAATTTTTCTGCTTTGTCACTCAAATAGCTGGCAGACCTGACATCACCCTGCCT 

CTGCTTCCATGCTCTAAAACTTTCCTGGGCCTCAGATTTGGATGCTAATATGATTTTCCACTT 

AGTGGATAAGAGCTCCCTGGAGAAGGGCTCATTCTTGGATGGACAACAGAATTAGAGCCTG 

AGTCTAGAGCTAATAAAACAAAGACAAAGAAGGGATCACGCAGAAAGCTTGGTAAAGACTGT 

CCTGGCCAATCTGATTACAGTCAGTTGGTAN 

>887 

ACCGATGAAAGTTTAAATCTAATCAACAGTATTATGCACTGGTTGAAGAAAACCAGG 
ATTAAGACGGAGGATAGTCAGCATGGAATCTAAGAAAGGAAAAGTCCGGTAACTATATGTGT 
TCATTAGATTCTAAGCTGTTAAGGGAGAAAGACCCTGAGTCTAATGAATATAAACTTTAAANN 
NNNNNNNNNNNN 
>888 
>889 

ACTAAACAGGCCAGATATATTCTCTCATTAACTTATTGCCTAGCAGAGAAGACCAACA 

TTTTTAAAAGTTTATACATATAGTTMTTTCTATTATGATTATATGATACAAATGGAAAGTGCTA 

TGAAAATGTGGAACAAAAGAGAATAATCTGTCTGAACAGTCAAAGAAGACTTCTGGGAGATG 

ACATCTGAGCTAAAGGTTGAACAAGGAATTGGAAAACAGCTGGCATGTGCAAAAGACTTGAA 

GACTGAAGGAGTTAGCCT7TAAAAAAATGAAGAAAGTTCTATTTGGCCAGAGCAGAGTTTCA 

AATAGTGCCTCACAGGCCACGTTAAAGACCTGAGGCCTTTATTCTAGGAGAATAGGGAGCTG 

CTCAAGGAAT7TAAGCTTGAGAGTGACAAGATCAGATTTGCAATGCCTTTCAAGAGGTAGTTA 

CAAGGAGTTGGGTCTCTGACCCTTTGCAATTATACCCATTCTAACTAAGAATGGGGAAACTTT 

TATATCCTGTCTTTAANNN 

>890 

ACTTG CCTTG C AAAATTATATTAC AAG AAG AAG CAC ACTTGTTATAG AAGTG CT GAAT 
TGTATGGAACCTAAATCTGTCAAGTTACCCTGTCTTTCAGGGTCCGTCTCCCCACCTCCCAG 
ACCTCATTATATTATCCCGAAAAGAACACGATCTCTTTAAGGCTAGGCAAGTATTGCGCTGAT 
GAGCCAGGGACTGCCCACCAATTGGCAGGCCCATTGGGTGATAAATGTCCAAGGACCTCTA 
GGCTGACGACACATTTTTCATCATTAATCCAGCCTATTGTAACCAGGGCCACTCACATTGATT 
CGGACTAGGGGGCATCATCTGCTGTTAAGAGGGTGATGACTCGCTAAAAATGAGGGCCTGA 
AACTAATCAAATATATTTAGAGCCTTCCCTGGCAACTTGCTGGGAGAGCAGCAGTAGACAGC 
TAATAGGGGAGCCCCAGACAGGTAGCGCGGAGCTCACCATGCN 
>891 

ACCACTTCATGGCTAAGCATGTGCGGGATGGAACCGGTCTTCCTGGGCTTACATCT 
TTGCTTTGCCTCTTCTTrCCCT.GTGATGAGTCTTGGGGTAGGCCTCAAAGGCTGAATCTTCA 
ATATAAATACAACAGTGAATGAACAACAAATGGTTATTTTAAAGATCTATCTTGGATGGCTATT 
TMTTTCACTAMCCCC AGGTT GCTCACCTGTTiGACTGGAACAAACAATAGT(XCTTCTTCAT 
GCGGGCATGGTGAGGGTTTTMCCCCGCATTGTCCACAAAGACCGCTtAMTTATAGTAGAT 
GCTCAGCAAATCTGAGCTATTATTTTTATCACGACTGTCAGAGGTCAGATCAGGCTTCGGGG 
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TCAGACACACCTGGGTTCAAATCCCAGCAGGGCCACTTACTGTTGGAGCCGGGGCAAGTCA 
GTTATTCTTCCCTGAGGGTCAGTTTTCTCATCCCTAAAATTCCAACTAATAATACTCATCTTTC 
AATGATGCCGGGAGGTCTTAAAAATAATATAAGTTCAGAATGATAAAACAGGCTGGCACAAA 
.TTGGATGGCAGCAMTGTCCTTGCAGCCCTGTGTCTCCTGCCTTAGTTTGTGTTGAGGATTA 
GGTCAGATAGTGT 
>892 

ACTACAGAACAGGAACAATCTGCCATGTGTGTTTACAACTTCAGAAAGCCCTGGAAT 
GACAGTTGCCAGGGCAGTTCTTCTGAATTTGCAGGTCAGAATTAGTGGATGATGAATTTTTTT 
CACACATGGTCMCTCTGTGCCACCTGCTACAAGATGTTGGAACAGGTATATTTATTTATTTA 
ATGATGATCAATGATTCTTCCAACATCAGGGAACATCAGGGAAATCAGCTAGTA TATG CTCTT 
TTTGAGGATTTTCAGCTCCAAATCCTGAAAGCATTCATGAAACTACATAAATTACTTTTGTTAA 
GCAAATCATCATAAGTAAATCCAGTCATATGAATCTGGAAGGATTT GCTGG TGGGCACTAAC 
ACTGACCACATGTTTCAGTGTGGGCAAGTTTACCATCCATCACGGATTTTGTGCTTGGTGAA 
TTGTAGGGAGTGAAAGAGAGAAGGATGTTTGGCCCAGTTGTCTTTTTTACCTATATCTGAAAT 
TCTCACTTAGTCAAGAACAAAACATTTAGACATTTAATTTCCTTTTGGGGTTNTAAGTGATACA 
TGTTTAAAANN 
>893 

ACT^CATT>^A/^ 
GCATAAAGAATGAGAATGGCATAGACATCTTAACAGTGCCACAGAAACTAAAAAGTAGTTCT 
GAGTAAAAATGMCTATTTACCCAGCCAAACCGTTAATTAGGTATAAAGGTAGAGTTAAGACA 
TTTATAGACATACAAGATATTAAGATTACTGAGTCAATTGATATTCAACAGGGGTGCAAATGG 
AGAAAAAGTCTTTTCAACAAATAGTGGTGGGACAAATGGATAGCCACATGCAAAAGAACATA 
TATATAAGAGCTAAAACCATAATGCTTTTAGAAGAAAATATAGGGTTTATCTTCATGACCTTGA 
ATTTGACAAAGGATTCTTGGACATGACACCAAAAGCACATGCAACAAAAGAAAAATTGGAGT 
GATATGATTAATAN 
>894 

ACAGGTCACACAGCACATCAGTGGCTACATGTGAGCTCAGACCTGGGTCTGCTGCT 
GTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGGTGTCCAGGGATACGTCCATCCCC 
GTCCTGCTGGAGCCCAGAGCACGGAAGCCTGGCCCTCCGAGGA GACAG AAGGGAGTGTCG 
GACACCATGACGAGAGCTTGGCAGAATAAATAACTTCTTTAAACAATTTTACGGCATGAAGAA 
ATCTGGACCAGTTTATTAAATGGGATTTCTGCCACAAACCTTGGAAGAATCACATCATCT 
>895 

ACAGGTCACACAGCACATCAGTGGCTACATGTGAGCTCAGACCTGGGTCTGCTGCT 
GTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGGTGTCCAGGGATACGTCCATCCCC 
GTCCTGCTGGAGCCCAGAGCACGGAAGCCTGGCCCTCCGAGGA GACAG AAGGGAGTGTCG 
GACACCATGACGAGAGCTTGGCAGAATAAATMCTTCTTTAAACAATTTTACGGCATGAAGAA 
ATCTGGACCAGTTTATTAAATGGGATTTCTGCCACAAACCTTGGAAGAATCACATCATCT 
>896 

ACCTTGAGCTGCCTCAGCACTCTTTTGCCATTCGTGCTAGAAACAGCCAAAGCCAGA 
CAACCAAATTACAGATGCTTAAATGTTAATGCCAGACACCAAGGCTCCGTGAACTTCCCTGTT 
GAACATCTGACCCCGACTACTTGAGGACATGAAACCTAACTGTGCAGCTAATTACACCTTCC 
AAGGGCAATGACATCGGGTCCTATGATTTTATTCAGGAAAGCAATAAGGCAATCGGGGTCAC 
TGTGAACATCATTTGAAGGGAAGTAACTTCrrTAGCTTTATTCCACAAATGGTCTA 
>897 
>898 
>899 

ACTGACAGATGCCTGGGTAACCATGTCCAATGTTCAATTTACTTTCTGCTGGACAGA 
TAGAAGGCTCTCCTGCAGCCTTTTCGTCTTCGGGTGTCCGCTGGTAAGAAATCCGCCACACA 
AGAAAGCACTGACATTTGGAGCCTCATCAGGTTCAGAGTTGAAAGTGAAATAAAGGATAATA 
ATCTTTGTCTTATTTTCTTTGTTTTAATGTTTCCCAACTTACGTTAGGACAA 
CAGATGTCCCTAATAGTAATTGCAGGACATGTGTTTTCTCATTCCTATCA 
>900 
>901 

ACCTATGAGATGCATTTGAAAACTTACCTTGTTTATATGTTTCTTCTGTTGCAATTTCT 
TCCAtTACCTGGMTAGCTGCTTTGGACGGCAAACCAAGCAATGCCCTTTCACAGCTGTG 
ATGAATGGGGAAAGAAGTCTTGGTAAGGAAGCAATTCAGAGAACATGGGAGCATCTCATGG 
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CAGCAGTCACAATTTTGTGTTGCGT AATA TTTCAG GAAC TTGCAACCCTGATAACTTGTGCCT 

GCCTGTCTGTAGGCCTTTAATGATGTTTTATTGAATTTTGGN 

>902 

NNNNNNNGAGTTTTTAAAACTGTACTTCTATACAAGGCAAAATGAACTCTAAGTAAAA 
AAGAAAATCACACTTCTAAACACAAATTAACCATTTCAGTATTTAATTGCTCCTAAAAGGTGTA 
TTCTACTTCATTAAATGTAAGAGAAAAG GTTA CCTACATTACGCAGTTTAAGAAACAGGATAA 
ACmAGCATATAAACAGTCTGATTACATTTTCACACTTTCAACCATCTTATT TATA CTCTACAT 
TAGATAATCTTTAAATTCCATCATAAGGTTTCCCATGTTAACTCCATATAAAATTTTGTAATCCT 
GCCCACCCCATGTCAACTCAGTGTATACTACTACTAAGCTTCAGACTCAAATTTATTTCCAAA 
CCAAAGAACGCTCAAGGGTCTTTTCGCATGCTGCAACTGCTCAATTCACAGAATCACCCCTA 
AGGGTGMAAAACAGAGCATACAAAGCAGACTTTTTTTCAACCACTCTTTAACCTAATATTCA 
TAATAATTTAAGAGTAACAAATAATATACACTTAC 
>903 

ACTGGGTGACAGGAGAGAGCTCATGTGACCCGAGTCTGGGTGGTCTCAGGCATGG 
TATAAAGAACTAGGCCAACCAACTGCACTAGACATAGAAACTAGCTGAATAAACTCATCCACT 
CCGATTTCATTTCAGGTATCTCATGAGAAACTAGAGGACAAAAACAATTCCAAAATTAACAAA 
ACAAAGTTTACTCTAGCCATCAGTGCCAATGAACATAAATGACTGCCTGAGAGTTATATTAAC 
AAAATAATTAATTCAGACGAATTAAGGAATTAAACCAGCTATGGGAAATATACACTCTATACTT 
AG ATGCACATTT 
>904 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAAGTTACTGAA 
AAAGGTGACTAGGACTCTGTTTATGAAGAAAGGTTAGTATTTAAATCATGAAAAAAAAGTAAG 
AATACTTTATTATTCAAGTAACTTAAAATTGTAATTCAGATTGGCTTTTATGGTATCTAAAACAA 
TCTGGGCTGCTATAAAAATTCAGTCAACTTCTAAACTTCCAAACACAAAATAGTTATACTCAGT 
CTAAGAATATCCGACCTACCGTGCAGGACCAGAGGGCTCATCTCTTGCCGAGCTTATTACAG 
NNNNN 
>905 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAAGTTACTGAA 
AAAGGTGACTAGGACTCTGTTTATGAAGAAAGGTTAGTATTTAAATCATGAAAAAAAAGTAAG 
AATACTTTATTATTCAAGTMCTTAAAATTGTAATTCAGATTGGCTTTTATGGTATCTAAAACAA 
TCTGGGCTGCTATAAAAATTCAGTCAACTTCTAAAC7TCCAAACACAAAATAGTTATACTCAGT 
CTAAGAATATCCGACCTACCGTGCAGGACCAGAGGGCTCATCTCTTGCCGAGCTTATTACAG 
NNNNN 
>906 

ACCTTTGCTTTAAATGCATACTAAGCTGTGAATGACTGATATCAGAGACTTTCTTGGA 
AGTAGGTTTCATAGGATGGAGGACAAATGAAACTTTATGGGCGAAGAAAGAAGGGTCAGTTG 
GGTGGTGCATTGAMTAAGTGGTTCCAAAAGCAAACTAGGTCAACTTTTTAACTGGCTAGTG 
AAAATGAGATTCCTCAGGATACAAAAGCAAGGAGAAGACAGGAATAAATCAGGACTCCAACA 
GGCAGAACAGGATTTATTTAGGGCATGCAATGTGGAGGGCCCTAATGGGAACATGACAGTG 
TT 
>907 

ACAAATTGCATTGTCAATTTATATTTGTTTCCCCACTAAAGCCTCCAAACCTTGCTTG 
TTTTGTTTAAGTATCCCTGGGGCTCATCACAGGGCCTGTTGAAGTTCI 1 1 1 GAAATGAATTGA 
AGAATGTGAATAATAGTTCTAGTTCTT CGGGA TAATGGAAAGCTAATAAGGTTTATGCTAGAG 
GCTCTTACTGCTGGGACTCTCTTCTTGTTTTTGGTTTTTAGGAAAAAAGCTAGAAAATCCAAC 
TTCAGCTAGAGTAACAGTAGTAACTGACTTGAAAGTATGTCAAAAC 
>908 

ACCTATGAGATGCATTTGAAAACTTACCTTGTTTATATGTTTCTTCTGTTGCAATTTCT 
TCCATTACCTGGAATAGCTGCTTTGGACGGCAAACCAAGCAATGCCCTTTCACAGCTGTGGG 
ATGAATGGGGAAAGAAGTCTTGGTAAGGAAGCAATTCAGAGAACATGGGAGCATCTCATGG 
CAGCAGTCACMTTTTGTGTTGCGTAATATTTCAGGAACTTGCAACCCTGATAACTTGTGCCT 
GCCTGTCTGTAGGCCTTTAATGATGTTTTATTGAATTTTGGN 
>909 
>910 

ACTCAATGGGGTAGGGTGTCTTGGG ATCTG ACTGTTTCTTAG ACCTTCAATGCTTCT 
TGGCTTTCCTCACTGCTAGTTATAATTCAGTTTTCTCAGGTCTAAGTCATTCATCACTCTTTTG 
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TCTGCTTTTCAGCTTCCAAAAATTCATTGCTATTATCTCCTCTCCTGTTTTCCCTATGGTGTGT 

TTGTGTCTTTTTCTTTAAAAAAATTCCTTTGTGGTGGT7TTAGGGGAGTTTTTGGGAATATATA 

NN 

>911 

ACAACCTAGCCAGCTGCACAGCAGCTCTCCAAGAAAAAGGTGTATATTAGACAGATT 
CAATTATTCATCTTGTGATTATGAGTAGTAACCAAATTGTCTATGTAATTTTCTTATGGTGAAC 
TACCCAAAGCAAGGCCTCACCTTAGGCTACCAGCTTGACTCTTAAGTGGACAGAAAGAGCCA 
AAGGCTAAAAGGTTTGTGAGAAACCTCATGAGCACTGAGTGTTCTAGTTCCAGATGAAAACC 
GGTTTCAGGTATGAAGCAAGAGGGAGTGCTAATTGGTAGAAGTAATTACATCTTT 
>912 

ACAACAGAGCACAATGCTTAGATTTGGGTGGATTTGAATAAGATGAAAGATAAATTAT 
GATTTTGTTCAAGTGTTAAAATAAAACTAAGACACTTAAGGACCACAAAAATTTAGACCAAAG 
TATCTTGTAAATTCTACCTGGTGAAAGTTTGATATAGCACACATATGACTTTTCTATATTATTTT 
CTGTTTTGAGTTTAGTAGTAAGCAGATGGTTTGTATTTTCTTTAGTTGCAACTAAGTGATCAGT 
TTCATGATTTCTCTTACTATGAAACA I I I I I 1 1 I I I I I I CTTAACAGTTATCTTAAAAGCAACTC 
TGGGTCTACTGGGCTCAAAAAATGAGAAATCTAMGAAAAACTGGAATTTTTTTTCCCCAAAT 
TAAATGAGTCCTGGTATAATTTAAAGCCTATTCTTTGTAGTTTCACCN 
>913 

AGGACAAAGTTATTGGGTAGATGCAGGTCAAGAAGATCTTCTACTGTATTTTCTTCTA 
AGAGCTTTTACATATAGGTCAATGATCAATCTAAAATTAAGAGTTGTGCAATCATTAACTCTAG 
CTTTAGACTGGTATACTAATTGGTTTGTATACGAACTGGGTTAAAGGCATAGGACACATGCA 
GGCTGTGTTCATTTCACAGCAGGGCTCTGTAATTAGGCAATAATTACTTACCATCATACCTAG 
TGAGGCAATATGGGAGAAACAAAACAGGCCATACAGCTTCACTATTATTCCTACT 
>914 

NNNACTNGAGGACCAAGCCACAGAGCAAGCGCTAAAAAAAAAGNNAACTAGAACCT 
NACCACTGNNNCACGCACCCCAATTTCATAAAATGTATCAGTAAAAAAAAACAATTATCTAAA 
GTTTTTTAMGTAMGAAAMTTATTTATCACATAGGTAACTTGGTGTCAACTAGGTAACTGAT 
CTATTTTAATTTAGGAAGTTAGTGTCTTCCTTCCTCAATTTTCAGATnTCTGAGGGGAGGCT 
CAAAAGGCCCGAGAGGCTCTCTACAAGGAGAAAGCAAGCCAGAGAATCTGA 
>915 

ACCAGAAATGGTAAATATATGAGTAAATATAACACACTTTTTTCTTTTAAAATTTTATTT 
AAAAGGTAACACTTTGCAGCAAAATAATTAACAATGTATTGTGGGTTATATAGTAGTAAGATG 
TTTGACATAAATTACATAAATAATTGGAGCAGGGAAATAGAAGTGTGTTGTTGAAATGGTTTG 
ATATTATATATGAAGTGGTATATTATTATTTCAAGGTAGCCTTGATAAGTTAAAGGTTACATAT 
TGTAAACCCTACAATAATCATTACAAAATAAAGAGATATAACAGTAAGN 
>916 

ACTTCATAGAGGTCCAGACCCCTTGCGTCTGGCATTCCTTTGGTCTATAATTCAGTA 
AACTCTGCTAAAAAGGAAACGAGACTAGCTTGCTGTGGCCCCTTAAGCGACCCAGGGTAGC 
TTGTGATGGTTCAGATTATGATTTGTTCTAGAGCTTTTCCAGAGGCAGATGTTGAGGAGTTTA 
TCCTATTTGTCCCCTTCCCTTTAAACAAACAAAAGTGCCGGCTGGACGCAGTGGCTCATGCT 
GGTAATCCCAGCATTCTGAGAGGCTGAGGCAGGCGGATCACCTGAG 
>917 

ACTGCCTGGCATGCATCTTCTCGATGGTCTGTTATCTTGTGGGAATGACATTCGTTA 
AGTTGTTTTCTGTGTGCATCCCACCCAAATAAAGAATGTTTCATCAGCAAAGTGAATTGCCGT 
ATAGTCATCAGACTCTAGAAATAAATTATCAACGATGACTGCAGTGGGTGAGGCTGTTTGT7T 
ATCACATCACTTGAGAACAGAGTAAAGTGAGTTTCATATTTTCCTGAGTCTTGAATTCTCATTT 
TAGACATCTGTTCAGAAGCTTTCTAAGCCATGGAGTATTCTAAATGAG 
>918 

NATAGGGAGTCGACCCACGCGTCCGGGGGAGTAAGGTGGTCAACTATAAACAAGC 
ATTTTCAGTGTAT7TTTAAGGTTCATAAATAAAAATAAATGTGCAGGACAGAATTTTAGGGACA 
TTAAAATGATTAAAATGAAAAAGTATTACAATGCTAAAAGATTTATGAGATGACTATTTTGCAT 
TGACTAGACTAAAAGTTCATTTAAAATATTAATATGTGTATTACAGTGCTGAAAATTCTTAGGA 
CAT7TAAATGACATGGTTACAGACTCTGTCTTTCCMGT ACTTAACAATTGCATTTCATGGTTC 
TGATGTCACTTGAGAGGCATATTTTATTGAATCGCCTGTATC AtCTG GCCTATAAATAGAACT 
CCCCAG AATATCTACAAAGTGGTAATGCATTAAATATAGGGCTTTTCACAGCACTTGCAGGG 
TAGTAGGCAAACTTGTTGATAACCCCACGCTCTGGTTCTATTATTGTATTACCACCGGCTATG 
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CTGCTTCACATCTTAGAGCATACTGTGCTACTTGCTGTCCCAGCAA TCAA TACTGAGTCACAT 

CTGGATGGCTTGAGCAAGCCACCTATGGCGAACCACGCAAGAACCTTTTCTG CTGC CATGT 

ATTTAGGATATGGTTGTGTGTGACTTGAGACTGCTTGGGAGCCATTCTGAACATTTTCATAAT 

GACTTCCTCCATAATCAGTCTGGGAGACCGTAGGGTATATGATAGTTCTTAACATGATTTGCC 

TTCTTGAACTAGTTCTAAAGAAGACCCATGTTGATCTGA GTCTCA TACTTTAGCTAATT AAGT T 

CAAGGGAAACACCATTTATTTGAGGGMTTATCTCATTATTTTTTGCTMCCAAACA 

AAATGCATTAAAAAAAGACAAGTGACCACTGCTGAAAGCTGTTCCCAAAGCCATATGCATAC 

CATCTGGTATTTCTTCCCACGGCCACTGTTTCAGTATTCTGTGGCAGGTCGGAGG GAATC AG 

GGACACATTTCATACTGCCATGAATAAAAGAGCAGGGAAAGTGAGGACATACTTTGTTTTCA 

AGGGGAAGAAAATGATTTTCTTAATATAAAGTTATTGGTAACTTTATAATTGTAGTACTAATGT 

GCAANNNNNNNNNNNNNNNNN 

>919 

ACTTATCAGGATGAAATCAGAATCACAGTTGGCCTTTTGCCATAAGGGAAGGGTATT 
TGGAGAAGAGTCAACCACCACTCATGCCTCTCCCCTGCCCAGCAGCACCTTGGATTTTCCTG 
GCTTTATGCCTCCTGTTTCCCCTGGCTGAGTAACTGCAGGCATTAGGTTCCTCTACACACGA 
TATATTACAGGGAAATGGCAGCGATGGTCTGGAAGGGCAACACTGGCCTTCTTTCCTCCTGA 
GCACTAAAATCCTAAACATGCAACTTAAAAAAAAAATTCTAAATGTGAACACCACCTTTCAGTA 
ATTTATATTAATGTATCATCTCACCCTCTTTTCCT 
ACTCCAATATACCAATTTGTTTGAACAGTTTTACAn 
TGGATAAATTGTTGT 
>920 

ACTGCTATTTCTAGTTCAAAATCACAGATTTTCAGATTGAAAAAATTTCAATCCACTTA 
TTTTTCAAATGAGATAACTGGGACAAAGAGAAATTCCATGACTTGCCCAAGATTACCTACAGT 
TTAACTGTCAGCGGGGCTTAAAACCACAATCCACATCTCCTGACTC CCAA TCCTTTCACTTAA 
AACAAACAAGCACACAAACAAAAAAGATTTCTAATAAAGTGGAATAATTTTAAGAAAGGCAAG 
TATCACTATTTTACAAGGAAAAAATTAAATCATTTTAACAGATTGGCAAAACATGAACTAGTTC 
TTGGGGGGAAAAAAGAGAAGTCTTACAAGAAAAAATGTAATCAAGAGAGTGCCAAATTCGGT 
AAAATGCTT 

>921 — 

ACTCACATGTAAACTTCTACTTTCCCCTTCAGATTACAGCAACCATCATGCCAAAGCT 
ATACACTCTCAGGGAATCCCTGTGGATTTCACTGATGACCACTTGACCAACTATCATAAAGAT 
CAAGGCCAGGGGTTCTCAAACTCTCAACATTTGTGTGCTCATCTCCCCTTCACCCAGAGACT 
CCCCAGGGCTGCTGGGCCACACTTTGGTTTGTTTGACTGGAACATAGTTTGAAAGGGATGG 
AAATTTCCAAAAGGTGTTAATAGACACATAAAGATTTTTAAATATTAAAAAAAAGAAAAAGAAA 
GAA 
>922 

NNNACTTTACAGAAATACGGAAAGTGACCATGCAAGATGTCAGGGACTCTTCATATT 
TTATCTCTTTCTGAMTAAMTCATTTTGMCTCTGGGGGTACCTGGCMCTTTCTCACATATT 
GGAACTATGTCATATGGGTTGGCCACAAGAACCTGGCGTCTTTCTCGCATATGGGATCTATT 
TTTAAAGACATATGGCCATAAATGTCCCAAGAAATACCCAGGTAGAGATGAAAGCAAACATG 
TACATATATATAAAACACACACACAAACATGtTCATGTACATACAGTATGCACTCCCTTCTCTG 
TGI M 1 1 I GTCTGAGTTGATGATTTGGAGCTCAAAGAGCTAGCGGAGGGAAAAGCTGAAGCC 
ATTCAAACACATAATGAGAATTGGAGATGTAAAAGAAGGCTGAGTTCTAGGAGTTGCAACAA 
CTTAGGAGATAACAGAACCAATTCGGAATGAGCAGGAATTGTAGGAATGCAGGCGAGGACT 
AGAAGAATCAGCTACATGCTGTTTACTGGCAAAGCAGGAGAAATGTGACTGAGGACAGTATG 
CCACTGAAAACTGATGAAAGAGGAGGGAGACAGGAGGACAGGGCTCTTGTGGGTAGCAGG 
MGACAGAATGGAAATAAACCATGTTAACAAGATGGCTTTTGGCAGCAGCAGCAGCACCAG 
GCCAGCTGTCTCTCTCCTCCAATTCAAGTTACCACCACAAAACCCATTTGCAGTGG GAAGA G 
CTGCTGCATATCCGAGTGGATTAAGGTTATTTATTCACATGTGGACCATTCATTT AATTTT TGT 
TTTCTGTGTTTCCTAAATGATTATCATTGGAGGTGCAGC^ 

MGTGCTTCAAAGTTTAAGCATTTATTTCMCCAATAGTGAGTTAACCTCTGTGTTATAGAAAT 
TATCTGAGCAAAGGTGGTCX^AGCAGGTTCTGTTTA TCAGT GGGGATCGMTTTCTGCTGCTA 
MTGGCAAAGAAAMCTAAAAATAACAAACTCCTGGTTITGTCCCAATCCCTTTCTGCAGAAC 
TAGTCAAAGCCCCAACAGAAAAGATGTTAAAAAATCAAGTA CTGTA GCCtTAAAGGTGTCACT 
CAATTTGCATTCTACAGCTAAGTGTAGAACTCAGAAGTAGCATT^ 

GTGGCAGACTGACATTATCTAAATTAAGCCTGGGATTTTATCAAGACAGACTATCTTCATAAN 
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>923 

ACTG TTGTCT CATGCTCTCTTTCTGTTAATAGCACCTCAATTCTACTCTGGGGGACAT 
TCCTCCTCTCTTTTTGGTCTGGAATGTCCCCTGGCTTCAGGGACAGCTCAACATGGGCCTGG 
ACAGTCAAATTCCATCCCCAAGCTTGGGACTCAGGGAGACCATCCAGTGACTGTTCCTGAAG 
TGCTGGGAAGGCAGAGCTCCCTTTCTGCGGGGTGCTGAGTGATGGGACGACAGTGTGGAG 
CTACTGNGCTCTCCAAGCCGGTGCCCAGGACCAGCCTGCCTGAGAACGAAGCCAN 
>924 

ACTTGCCTTGCAAAATTATATTACAAGAAGAAGCACACTTGTTATAGAAGTGCTGAAT 
TGTATGGAACCTAAATCTGTCAAGTTACCCTGTCTTTCAGGGTCCGTCTCCCCACCTCCCAG 
ACCTCATTATATTATCCCGAAAAGAACACGATCTCTTTAAGGCTAGGCAAGTATTGCGCTGAT 
GAGCCAGGGACTGCCCACCAATTGGCAGGCCCATTGGGTGATAAATGTCCAAGGACCTCTA 
GGCTGACGACACATTTTTCATCATTAATCCAGCCTATTGTAACCAGGGCCACTCACATTGATT 
CGGACTAGGGGGCATCATCTGCTGTTAAGAGGGTGATGACTCGCTAAAAATGAGGGCCTGA 
AACTAATCAAATATATTTAGAGCCTTCCCTGGCAACTTGCTGGGAGAGCAGCAGTAGACAGC 
TAATAGGGGAGCCCCAGACAGGTAGCGCGGAGCTCACCATGCN 
>925 

NNNNNNNNNNNNNNNNNNNNNNNNNNGGAATAATTAAATAAGAGTAAACATTTTAAA 
ACATATAAAAATAACTTTAAMTATAGTAAC^CTT^ 

TAACATAGCATCCCTCAAACTATACA^ 

ACATCTATTCTTTGAATAAAGCTTAAAATTTGTTTATAATTTTCAAACTAAGAAAAGAAGTA 

GAATAATAGCTCCATCCMTTTATAATTGTCTTAAAGAGAATGATTATGTATCATTTCTTGCT^ 

GTCTTTTCTAATACCCAGTCAATCACCTGTACAGCATTGTTGTTTGCTGTTTTCTTC^ 

CAAATAGACCCCTTGAAGTTTTAAGATCCTTTAGATAGAACTTAGAGATTTCAAAGAGACGCT 

GGCTGCATGCAGTGAMCATTCATGAGTCTCGGTAATACTGTGTTTCTTCAGGGTTTCAGTA 

ACTACTTCTTTCAGTATCCGTGTGTGTTTCTGTGATCTTGATTCCTTAATTTGCCTTGATGTTT 

TTGATTCATGCATACTTTTTTGACCTGAACTGGTCTTTGTAGCAAGTTTTG^ 

TAGGAATTGGAACCAATGGACMGTCACTGGTMGGACCGCTCTGTTTGTGGCTTTCTGGAT 

GTCACATGATGATGA TAGTGA TTACTATTACCAGTTGTCTGAGAAAGAAGAGACTCTGAACTT 

TCAGATTTCACAAGTCTTTTTCTGGGATAAAGGCAATTCAGATCTTTAGATCTCCGTTTCAATC 

GGGATACTTCAGTTCGMGTTCATTTTGTAAAACTTCTCCGTCAGGGACACTTCCAGGATCT 

GACGAAACTACAGGAGATGGAAGAGGGCTCAACACAGTAGGTACTGGAAAACTTTCTCTGG 

TGCAGGTAGTTTGAGTTTCATAACGAATAAGACGAGACTGAAGTTCANAAAATCCTCCATCTC 

TTTCCAAAGCTTTTCGGTCATCCAAGCAATATTCAATTCCATGATAATGACATACTGAGGCTT 

TCTCAAAAGGTAAGACCTGAAGTTTCCCAGGACTAAGTTCTGGTGTCAAAACAAAAGTCTTTT 

CCCCCTTTrGAATCGGTAAAGGTTGAAGATCTCCAANNNNN 

>926 

ACCCAAACACAAGATTGCTAATAGACTGCTAATAATAGAACTTAATAAATGAAATAAT 
TTATTTCATTTATTGTTGCTTGGAATACAGAAAGTGCTTAGTAAATATTGAATGAATCAACAAA 
GTACCTCCCAATATAGAGAAATCACTTCTGAAAAGGATAAAACCAAGTTGATCCTATTCAATC 
GAAGGCATCTT7TGGGGCTGTTACAGTTATTTCCTTTATTTGAAGAAGGAATATGATATACCT 
ACTTTGTTCCAAGTCACTGCTTATAATGTGCTAATGGTACCT 
>927 

ACGCGGGGATTGCTGATGGATCAGTGAGCCTGTGTTCATGCCAGTGAGCTGCTGTG 
GCTCAGATACTGATACTTTCTTTCCAAACAGCATAAGAAGTGATTGAGCCACAAGTATACTGA 
AGGAAGGGCTCCCTCGAGTTGTGGTGTGAAGAGATAAATCACCAGTCACAGACTATGCACC 
CGACTGCTGCTGTTCAGTCCAGGGAAAATGAAAGTTGGAGTGCTGTGGCTCATTTCTTTCTT 
CACCTTCACTGACGGCCACGGTGGCTTCCTGGGGAAAAATGATGGCATCAAAACAAAAAAA 
GAACTCATTGTGAATAAGAAAAAACATCTAGGCCCAGTCGAAGAATATCAGCTGCTGCTTCA 
GGTGACCTATAGAGATTCCMGGAGAAAAGAGATTTGAGAAATTTTCTGAAGCTCTTGAAGC 
CTCCATTATTATGGTCACATGGGCTAATTAGAATTATCAGAGCAAAGGCTACCACAGACTGC 
AACAGCCTGAATGGAGTCCTGCAGTGTACCTGTGAAGACAGCTACACCTGGTTTCCTCCCTC 
ATGCCTTGATCCCCAGAACTGCTACCTTCACACGGCTGGAGCACTCCCAAGCTGTGAATGTC 
ATCTCAACAACCTCAGCCAGAGTGTCAATTTCTGTGAGAGAACAAAGATTTGGGGCACTTTC 
AAMTTMTGAMGGmACAAATGACCTmGAATTCATCTTCTGCTATATACTCCAAATATG 
CAAATGGMTTGAAATTCAACTTAAAAMGCATATGAAAG 

GGTCACCCAATTTCGCAATGCTGTCCTTCCACTTGCAGAGACCCCAATCCTGGAGCCATCCT 
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GTGCTATAATTTCTTTTATTGAGAAATGGAAGCATCGTTGCTGGGTATGAAGTTGTTGGCTCC 

AGCAGTGCATCTGAACTGCTGTCAGCCATTGAACATGTTGCCGAGAAGGCTAAGACAGCCC 

TTCACAAGCTGTTTCCATTAGAAGACGGCTCTTTCAGAGTGTTCGGAAAAGCCCAGTGTAAT 

GACATTGTCTTTGGATTTGGGTCCAAGGATGATGAATATACCCTGCCCTGCAGCAGTGGCTA 

CAGGGGAAACATCACAGCCAAGTGTGAGTCCTCTGGGTGGCAGGTCATCAGGGAGACTTGT 

GTGCTCTCTCTGCTTGAAGAACTGAACAAGAATTTCAGTATGATTGTAGGCAATGCCACTGA 

GGCAGCTGTGTCATCCTTCGTGCAAAATCTTTCTGTCATCATTCGGCAAAACCCCATCACCA 

CAGTGGGAATCTGGCTTCGGTGGTGTCGATTCTGAGCAATATTTCATCTCTGTCACTGGCCA 

G CCATTTC AGGGTGTCC AATTC AACA ATG G AGG ATGTC ATC AGTATAG CTG ACAAT ATCCTTA 

ATTCAGCCTCAGTAACCAACTGGACAGTCTTACTGCGGGAAGAAAAGTATGCCAGCTCACG 

GTTACTAGAGACATTAGAAAACATCAGCACTCTGGTGCCTCCGACAGCTCTTCCTCTGAATTT 

TTCTCGGAAATTCATTGACTGGAAAGGGATTCCAGTGAACAAAAGCCAACTCAAAAGGGGTT 

ACAGCTATCAGATTAAAATGTGTCCCCAAAATACATCTATTCCCATCAGAGGCCGTGTGTTAA 

TTGGGTCAGACCAATTCCAGAGATCCCTTCCAGAAACTATTATCAGCATGGCCTCGTTGACT 

CTGGGGAACATTCTACCCGTTTCCAAAAATGGAAATGCTCAGGTCAATGGACCTGTGATATC 

CACGGTTATTCAAAACTATTCCATAAATGAAGTTTTCCTATTTTTTTCCAAGATA 

CTGAGCCAGCCTCATTGTGTGTTTTGGGATTTCAGTCATTTGCAGTGGAACGATGCAGGCTG 

CCACCTAGTGAATG^A^TCAAGACATCG^ 

CCATATTGATGTCACCTT^ 

TGGGACTGGGTATCTCCATTGGAAGTCTCATTTTATGCCTGATCATCGAGGCTTTGTTTTGGA 

AGCAGATTAAAAAAAGCCAAACCTCTCACACACGTCGTATTTGCATGGTGAACATAGCCCTG 

TCCCTCTTGATTGTGATGTCTGGTCTATGTGGTGCCACAGTGGACACCACGGTGAACCTTCT 

GGGAGTCTGCACAGCTGCTGTGTTCTTTACACACTTCTTCTACTCTCTTGGTCTTCTGGATG 

GTCTGCTGGGTCCCTGGGGTACGGATCATCTCGGTTCATCCATGGCAGCATTGAGAGGGGG 

GGGTTGCGGGAGGGGGCCCCTTTTTGGTTCCTGTGGTCGCCCTGCACTCAAGAGGGTGGG 

TGCTGCCGGGACCCCCGTTTGCCCCGGCGGGGTCGGGGCGCCACCAGGGCGGGGAGGA 

GGCCCCGGCGCTCCTGCGTGGGAGGTGGAACNNNNNN 

>928 

ACAAGAAAGAAAACAAATACCAAGTATTTACAGATCCAGAGAAAGTTCACAAGAATG 
GGAGGATGCCAGTTCCAATGCTTTGTAAAGTCAAAAATAGCCACATTGCAAAACAAACAAAA 
AAAAACGAGAACGTTCCCGAGTGTGCCTCCAAAACATAAAGGAGAAAATCATACAGAAAAAC 
CTCATGTAAGGGTTGGAACTTGAGCAACCAGCTATCCAAATACAGAGGGGAATCCTCGCTTA 
GCTAGGGCATGGCCTGAGAGAAGCCCCTTCCTGCTTTCAGAGCCTACAAGTAGTCCCCAG 
>929 

ACTTAAGCAATAAATCTGAGCMTTATCAGGTTATTTTATTGCATTTCTAATGAGTTCT 
TCTAAAAAAAGTCAATCAATTATCACTGCTATATATGTT CTGTGT GTAAGGAGTGCTTGAGAG 
TCTTTMTTGTAACATTTATTAAATAAGAATAAGAGGACATTTTTAAAGGAATTAAAGGAACAT 
TMTTCCTTCATAMTGTATAGTGCTTAAGCTCTGCTTTAAAAGGTCTTTCCATGTGCTCTTGG 
GTAACCACTTAGGGCTGAATTCATAGTATAAATATCAATAAATGTTGCAATCACAAT 

>930 

NNAGGCATGCGCCACCACACCCAGCTAATTTTrGTATTTTTTAGTAGCG^TGGGGTT 
TTACTGTGTTGCCCAGGCTGTTCTTGAACTCCTGACCTCATGATC CACCCACTT CGGCCTCC 
CAAAGTGCTGGGTGGGCGTGAGCCAACCGCACCCGGCCCCCAAI I I I I I I I I ICCAAAAAA 
GTMCCAGAAAAGTCATCTCAAGACAGTGTTAGAGAAAGCGTTGTGTTTCCTCCTCTGAGTC 
TTAAGTGGGGGCTTCATGGGAAAGGGAGGATGACTCACTTACTCTGAAATCTGGGCCCAGG 
AAGGACCTCTCCCATCCTTGGAGCCTCCTCATTCTCCTGTCTCTCACTGTCCCCCCACCTCT 
ACCATGATGTCCTCATTCTGGAAACCCCGA GCAG GGATAGTGGCTTGGGCCCTTCGTCTGG 
CTTTTCTCCCCACACTTGCTCCCTTCTAACATTTTCTCCCTCATCTGACATGGAAGGGGCAAT 
GGTTAACCCAGGAGGGAGGGCAGAGAACAAGGGCCXJCACATCCTGGCTCTGCCTCTGACA 
AGCTGTGTGACCTTGGGTATCAGCTGACTCATCGGAGAAGTGAGGAGGACGGACTTGGGCC 
GTGTCTGGATATTAAACTTTGTTGGGTCCCTGACCTCTTTGAGAMCTGATGCATGCTTCTCA 
AGAGGCCGCAAGTGCATTTTACACACTATTTCAGGCACCCCACAGATCGCGCAGATTCAGGC 
TCCACAGGCTTCATGTTGAAAACTCCTTAAGTGACAGTGGTCAAGGTACCCACCAACACTTA 
TTTAACCTTGACAGTTTGCAAAGNNN 
>931 
>932 
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>933 

ACAGTATGTTTCCACTTATGGACAGATAATTACGTAGTAAACATAGAAACACACGAAC 
TGAAAGGACACACACCAGTATCAGAACTAAGTCACCCATGGGGAGGGACAGAAGGAAATAG 
GATGGAAAGGGGTTGAGGGACTTCAACTGTATTTGTGATGTTTTAGTTCTTTAAAACAAAAAT 
CTAAATGACATTTGAAATATGAAACAAACGCAGAAAACATCAAAATGTCAACAATACTTAAAC 
CTGAGTGTTGGGTGCCTGAATGTTATATTGGTCTCTG 
>934 

ACCCAGTATATGAGCAATTGCTCAGCAGTGTTTGGATATAGGGAGTGGATAGCTATT 
ATTAATTGCAGATTATTTTGGAAGGAAAAACACACAGAGAATTATGTATCTTTCAGTGTAAATG 
TTAGTTCTAAAAACAATCATATTATTTACAAAGCTGCAGTTATAGAACACAATTCTGATTTCTG 
CCTCACCCCCACGGTTAATACTGTA'AAACATTTCCTACGTTTCATCTGATAGTGTTATTAAAAA 
TAGCTGTTATTTTTAATAGCTATACTAAAACATAAAAATGTTTAGGCCAGGCGTG 
>935 

ACCTAATTCATAAGATAAGGATTAAATGAATTAAAATATATAAATCCCTTAGATAACAA 
TGCTAGGCATATGTTAAGCACTATGTTAGTATCATCAAATGTTGTTGTTACTGTTATGGAATTT 
ATCACAAATATGTAATTATATGTTTCGTAGTGATTATTCATCACCCCTACTGGACTCTAAGGTC 
TGTGAGGATATGTCTATTTGGTTTACCACTGTATCCTCAACAACTGCTGGTTGTCCCTATTGT 
AGGTGTTAGGTATTAAGTGCATGATAGTGAATACATAAAG^ 

GAAAeeAGATAATCAAAA^GAAXGATWTTMTCACTTAATAAGTTTCATCTCCCAGGGATAAG 

AAAACATAGGTAAAGAGAGATTAAACTACTCCTTCAAGTTCAGGCAATTCAGTATTCTAATTG 

AAAGTGTTGTGTTTCC I I I I I AAGTCTAGTTTTGCTTTTGTGTTTATATGTCATAATTAATTGTG 

TTAAAACATAATTTTAGAAACCGATCTTTCTATATCCCTCTTTTCTATACCCCCCAATTTTACTT 

CACTTTCTTAAACAACAATAAAAGTCTCCTGTAACATAAGAAAGCTTTTCTTCCTAATTATCTT 

CTTTAGGT 

>936 

ACTACAGATTAAGTATTAATATGCTGTGAGTGCAGATAGAGAACAGAAACAGGCTGT 
TTGATTTCACCATGGTCAATGCTCTGATGTGCCAAACACAGGAGGTTGTGGGAACATATAGA 
CAGTGACCAAACTTTTAATGAATACAGGAAGATTTTCTGGAAAAGATGACATGTAGCAGACA 
GCTGACAGACGAGTTTACCAGGTTCAGAACTTAAGTGATAATAATCTTTTTATCATAAAATTTT 
AAGTGTGGTAGAGAATAAAAGTTTTGAATTAAATGTTGAATGAAATGTGTTATG 
>937 

GTCGACCCACGCGTCCGAAGAGGTCCTATGACAGGATCAAGGTAAGTATGTAGATA 
AAG ATGCGTACATTTCTTCTTCTTCCTC 1 1 1 I I I 1 1 1 I 1 1 I I AAGGTGTTACTTGGCTGGATCA 
ATTCCAGCATCTAATTTAGTTAAGAGACTTTAAAAAGGGATTATATATTGGAGAAAAAGGCAG 
AAATTAAMGTGTATTTTCAGTCTTAATATCTCACATAAATGACCTTAGAATTGGCTATGTTAG 
TAGTTAGTTTATGTGGTACATGTTAAACACCAGTAGAGAAACAACTATGGTTGTGATTAAATC 
ACTTGACTTTCCTGCCAGAGCTAGAATCTTAACTCCTTTAAAAGACGACTCTGGGAAATCCAG 
TGTTTGTATGTAAAAATAAAAGGTAAGTTAATTCTAGATTGAGGGGCAGAGGCTATTTCTTAA 
TCTCCAATCTCCTTGGGAAGGGAAAGTATTAGGAGGCAGTAATGGAGTAGAAAGGTGGGGA 
TGGCAAATAAGAGAAAGATTTAATGTAACAAAACTGTTTTGTCCCTCTTCTTAAGTAAATAATT 
ATTGGMTMTTAGTGTAACATCACATAGTMTGTGTATTTTGTCTTGACTAAGTTGTGTAAAG 
GAATGT CI 1 1 I IM TTCAGCTTTTCTTTTCTCCATGCTAGTGTTATCAGGTTTTGGTATTTATTT 
ACTTACAGCATATGTTATGAAGCTGG1TTGAAAATTGGTTTTAGATATATCTGCAAGTTTACTA 
CTTTGACTGTAAAAAAAAAAATGAAAAAGTAGTTGACATCTGTCCTCAGAAGAAGTTTGCAGG 
TTGCATATTTGTGTGTAAATACACAGGCTAAAAGGTAATTTATGTTCCTTGGGAATTGAAATG 
GTCAGTGGCCCGTTACAGAAACTTATCAGTCATATATCAGCACCAGTTCATTCTTTTGCACCT 
TAGGGACCATCTGTCCCCTGAGGTGACCTGAGAAACAACCAGTTGCCCACAGACTGTTAT7T 
CTTCAAGTGAGCCAGGATTTGATTTCACTGCCTTATATTCTATTTTTAGTGTACAGTGCTTTGA 
TTTTTTGGAAAAACTTAAATTTTAAACATATTTGAAAAATGTTATAAGACTTGGACATTAAGTCT 
GTTGATAGCCAAAGTCAGTTTACCAAAGTAAAACAAATAAATTCTATGCTTCTTCATTGTCAAA 
GAGCAGTCTGCCATCATGTGGATATAAATGGACTATGTAAAGTGACATGGTGCTTACTCTCT 
ACCTAATAATAGCCTCCCTCCTGTTCCAAACAAGATAACCAACAGGTATATTTAATTTACCAG 
TTAATATGTTTTGGATAATTGGCTGCCTTGAAATGCTATATGTTTTATAGTACATCATAGCTTT 
AGTTTTCTTGATAAGGAAATTACAGTTACATCCTAATCGATTATTAAACTATCACTGTGTCTAA 
GAAtGGTGGMGAAGATAGGGAATAGGTAGGGMGTCATtATAAATATATTTTCACTGGCCA 
GGCGTGGTGACCCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACG 
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AGGTCAGGAGATGGAGACCATCCTGGCCAACACAGTGAAACCCCGTCTCTACTAAAAATACA 

AAAAGTTGGCCGGACGTGGTGGCAGGCGCCTGTAGTCGTAGTCCGAACTACTCAGGAGGC 

TGAGGCAGGAGAATGTTGTGAACCCGGGAGGCGGAGCATGCAGTGAGCCGAGATCGTGCC 

ACTGCACTCCAGCCTGGGCGACAGAGCAAGACTCCGTCTCAAAAAAAAAAACATTAAAAAAA 

AATGTATTTTCATTTGTGACTCCATCTCAAAAAAAAATATATTCTTTAAAAAAGAGAGAGAGAG 

ACCTGGAGTAGAGATTCTGTCAAAGAACNNNNNNNNNN 

>938 

NNNNNNNNNNNNCGNGGGTACTTCTAGAATTAATTAATAGATATAATTGATTACTGG 
TCAGAATAGCAAAAAGAACTAGAAAACTTGAACAACACTAAATACCAAGTATACTTCACCAGA 
TATCTATAGAACATTCCACTCAGCAACAGCAGAATCCAGCAGAATATATATTCTTCTGAAGTG 
TATGTGGAACATTCTCCGGGATAGACCATATGTTAAGTCATAAAACGAGTTTCAATAAATTTA 
AAAGGACTGATATCATACCAAGTATGCTCTCTGACCAGAATGGAATGAAATTAGAAATCAATA 
ACAGAAGAAAATTTGGGAAATTCACAAATATGTAGAAATTAAAAAACACACTCCTTAAACAAC 
CAGTGGGTCAGAAAAGAAATCACAAGGGAAACTAGAAAATACTTTGAGCTGAATGAAAATGA 
AAATGTAATATACCAAAACTTATTGAATGCAGCTAAAGCAGTGCTTAGATGGAAATTGATAGC 
TGGCAAATGTCTGCATTCAGAAGGAAGAATCATCTCAAATCAGTAACATTGCCTTCTACCTTA 
AGACTCTAGAAAAAGATCAAACTAAGTCCAAAACTTAG 
>939 

NNNNCTCTTCTTCCATACTCTlTrAATTGGATATGCCAGTGTGTCTCAGTAATTTCCA 
GTGGCTGTAAAACTTTGAGAAATTTTGTAGCTTTTAGAAACCACATACCTGTATTGCCT GATT 
GCTTATTAAGTGATCTCTTAGAGGTTTCCAAAGTTATGAGTTTGAGTTTACAAGTGCAGTT^ 
TTCCATGAAAATTTCAGTGGTGACAAATTATAGAATTTATCATTCAATTCAGTCTTAACTAGAA 
ATAATTGCATATAATAAAACAGGTTCTTGACTGTTCTTTTTGTCAGTGTTTAAGAATAGAGACA 
AAATAAAGTTAGATTTGAGTGCCTCAGAAGATATTAGAAAATAGAGATAAGGTTTATGGCCTT 
TAAAAAATTAAAGACAGTATTGGGGGAAAGAAATGAAAATTGGGACCGGGCGTGGTGGCTC 
ACTCCTGTAATCCCAGCAGTCTGGGAGGCCAAGGTGGGTGAATCACCTGN 
>940 

ACTGCCACTTCCATTTTGTAAGTGAAGCCCAGAGAAGCAAAGAAATGTGCCCTAGGT 
CACATAGCTAGTCGGTGGCAGAGCTGTGATTGGCAGGTTGGTCGAATGCCTCCAAAGCCCT 
CGACCTTCCCACTATACTTCACGCATCTCTAGAGAAGAGAC AGAA GTAG CCAGGAT GAAGGT 
CTTCAGGTTTAAGAAGAACTATGAAAAAGCAAAAGATTTTTC 
AAGGAAAACTTTAAATAATAGCAAGAGTGCTATAGGTAAGATATCAGAA 
>941 

ACCTCGTGGTTGAACTTATTTGGGGACAGAATTGAGACGGAAAAATTTGATATCAAA 
GGAAGTATCAAAACCCTTGATGTGGTTAAGAGCATGGATAGTGAAACTAACCTCTGATGTAT 
GGTGAGAGAGCAAAAGAGAAAGGATTGCAAAGAAACTGGAATGTAGAGGATGAACATATTG 
GTAATAATAATACTGGTGGAATTGTTATTCAGGAAAAAATAGCAATTATTCCTGTTCATATCTC 
AAATCATTGTATGTTGTTTATTTAAAGGGAGACATGGTAGAAGATATCAAATATAAAAATGTTA 
TCCTTCTGGTTTTCAAATCAAAACCAGGAATAACGCATATCACACACAAAACTCATCAATGTG 
GCCAATTTTCCATAACATT 
>942 

ACATGAAAATGGCTG I I I I 1 CCCCACATTAGTCAG CTCT GGATTTTGCATGTGTGGG 
GCTTTTTTT1 I GATAGTTATTTG I I I I 1 I ATTTTAAAAATTTATTTTGCCAACCCAGTAGAGAAC 
AGCTG^GCATCTTCTCATGTATTTATTC 
TTATTGGCCATTTGCCGtCTGCTGTGAAATGTCTT^ 
MCACTGAAGCACATTTTTAAAGACTTCTGATGATTTTTATTGTC 
>943 

ACTTCAGGAGATACATTCTGCTAGTTTGGGGTGGTGTGTTCTATAAATGTCAATTTAA 
TCCAGTCGGCTTATGATTTTCAGTTCTATATTCTTACTGATTAATGTGTATATACTAGTTCTGT 
TACTAAGGAGGGATGTTA AATTA ATCCCTAGCTGTMTTGTGCATTAGTTTGTC TCTTT TCAG 
CTGTTCTAGCTCCATAAATTTTTGGAGCTGTTAGGTGCATATACGTTTAG^ 
CTTGGTGAACT AGACCTTTTATCATTAGG AAACTGTCCATATAACCA 
>944 
>945 

ACCTGCAAGTCCAAAGAGGACCAGGAGGATCCCCGCCAAAAGAAGGGTAATCGATG 
GGACACCAAAGTTATCAGTCAAGTAAGGCAGAAATGCTTGAATGAATAAATGTATATAGATAG 
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AAAGTAGAGACCTTGATAAAGTCAAACTCCTTGCCTTTACAAGTGTGTGTTCAGCAGCCATG 

CAAGGGAGATGCCCATCTGGCAGTGGCCCAGGGCAAGGTGTCAGAGCCCTAGTGGCAGGG 

AGATGGCATCCACATATGAGGGAGGGTGACATGGTGCTAACTGGGCATCTACATAGGGCAG 

GGGGACAGTGGTGATGTGAAATTGATTACATCAGGGTNGACGGAGTACCTGCCCGGGCGG 

CCGGCCACCGCGGTGGA 

>946 

NNNNNCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGATCCTGAAGTTGA 
ACTGGTGCAGCAGTAGTATCGTTATGCTTGTTAGCCTTCATAATCCTTCCTAAGCAATAAAAT 
ACCCATGTGGTCGAATCCCAGGACACGTTGAATTACAAGCTCCAAGTTTTTCCGCTGCAGCG 
TATCCAAGTGTGCTTGGAAAGAAGAACAAAATTAAACATGCTATTTAGAGCTTTCAGGGCTAA 
CTAGATTTTGATGTTGTCATTGTAGCAAATAGTTCTAGAGTGTGGAAGAAGTTGAAAATGTTT 
TTATGATACAGAGA I I I I I ATTGTACTGCATATTTAATGAATTATTTTATAAATTGCTGTTGTGA 
AGCATTTGTGAATGACCTGCCTCCTAGCTTTCAATGCTATTGCCCAGGCTGACTTTTATTGCA 
ACTGTTTTATGATACAGTTTTGCATTGTATGTGTTTAC I I I I I AAAGAAGCATTTCCTGGGAGG 
TTTCTTTTTCTGGTTATGAAAATAATATATGCTTATGGGGAAAAATTGGAAAATAGAAACAAGT 
ATCTAGAAGAAAAATCACTCATAATTCCAGCACCCTGTTAATACTTTGTCTTTTCTTACAGTTT 
CTAATATGTGCATGCATAGTATATCAATGTGGTTTTACAAAGAGTGTGCAAATTATGATTCTCT 
1 1 I I I ACATCATTCATGCCATTCTGCATTTTCCACTTAATACTATACTATTGGTACTTTACCAAT 
CCCTTAAGTATTCTCCTACATAGCATTTAMGGTGAAAfCTACCACCTCCfATTTTTMTATTT 
ATGTTGTTTTGACTTTTCAGTATAATAAATCATGTTTATATGTAAAGG I I I I I ATCTCCGGTTAT 
TACTGTAGAATAGATTTCTGGGAAGTATAAGAACAGGAGACATAAATATTTTTAGGTCATTGA 
TACATMTTTGAAAATGACTCCTAGAAAGATTTTAACAATTTGTGTTCTACCAACGGTGTTTGA 
GGGTGTC 1 1 I I ICTCATTGTCTCACCAGTAAATGACAATTGTAATTTGTTTA TTTGCA AGGCAA 
MAAAAAAAAAAATTGCAATTTGATATTTAAAGAGATTAAACTTTTTCTCAGATTTTTATTTGGT 
AATTTGTATTTC I 1 1 I I AGTGAAGCTCTTGCTTTTACCCTGGCTACTACCTATGATTGTGTTAT 
GTCCTGGAGGAGAGGGAACTTGGCTGAGGGGGACNNNNN 
>947 

ACCAGTAGATGAGAACTACTTATTTAGAGTGGCAGAGCATGCTATAGAAACAAAATA 
TGAGTAATTCTAACTGTAGTTATGTTATATTAGCATAGTGAGATAGTAACATTAATAGAATTCC 
TTAGTGGAATTTCTTAATGCTTCAGTTCAATCTAAATTAGTATTAATACTTTAAGGCAGGAAAT 
CTGTCCGAAAGCATTTGTAAATTTAAAAAGCATTGAAATGAGAAGCAGAAACAAAAAATATTC 
ATTTCTATGTATTGCTCTATCTATATTATATAACTGATTTACTACCATTAAATTATAAAATATTAC 
ATGTTCAGCGTATTGTCCTTCTGCAGTTACTGATTTATAACTTTAATAGTAACAGATGTAGCTT 
TATTACTAG 
>948 

NNNNNCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGATCCTGAAGTTGA 
ACTGGTGCAGCAGTAGTATCGTTATGCTTGTTAGCCTTCATAATCCTTCCTAAGCAATAAAAT 
ACCCATGTGGTCGMTCCCAGGACACGTTGAATTACAAGCTCXJAAGTTTTTCCGCTGCAGCG 
TATCCAAGTGTGCTTGGAAAGAAGAACAAAATTAAACATGCTATTTAGAGCTTTCAGGGCTAA 
CTAGATTTTGATGTTGTCATTGTAGCAAATAGTTCTAGAGTGTGGAAGAAGTTGAAAATGTTT 
TTATGATACAGAGATTTTTATTGTACTGCATATlTAATGAATTATrTTATAAATTGCTGTTGTGA 
AGCATTTGTGAATGACCTGCCTCCTAGCTTTCAATGCTATTGCCCAGGCTGACTTTTATTGCA 
ACTGTTTTATGATACAGTTTTGCATTGTATGTGT7TACTTTTT AAAGAAGCATTTCCTGGGAGG 
TTTCTTTTTCTGGTTATGAAAATMTATATGCTTATGGGGAAAAATTGGAAAATAGAAACAAGT 
ATCTAGAAGAAAMTCACTCATAATTCCAGCACOJTGTTAATACTTTGTCTTTTCTTACAGTTT 
CTMTATGTGCATGCATAGTATATCAATGTGGTTTTACAAAGAGTGTGCAAATTATGATTCTCT 
TTTTTACATCATTCATGCCATTCTGCATTTTCCACTTAATACTATACTATTGGTACTTTACCAAT 
CCCTTAAGTATTCTCCTACATAGCJATTTAAAGGTGAAATCTACCACCTCCTATTTTTAATATTT 
ATGTTGTTTTGACTTTTCAGTATMTAMTCATGTTTATATGTAAAGGTTTTTATCTCCGGTTAT 
TACTGTAGMTAGATTTCTGGGMGTATAAGAACAGGAGACATAAATATTTTTAGGTCATTGA 
TACATMTTTGAAAATGACTCCTAGAMGATTTTMCAATTTGTGTTCTACCAACGGTGTTTGA 
GGGTGTCTTTTTCTCATTGTCTCACCAGTAMTGACAATTGT AATTT GTTTATTTGCAAGGOAA 
AAAAAAAAAAAAATTG C AATTTG AT ATTTAAAG AG ATT AAACTTTTTCTC AG ATTTTTATTTGGT 
AATTTGTA 1 1 I C I 1 1 1 I A GTGAAGCTCTTGCTTTTACCCTGGCTACTACCTATGATTGTGTTAT 
GTCCTGGAGGAGAGGGAACTTGGCTGAGGGGGACNNNNN 
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>949 

ACCAAGAACTAAATTGTGATACGATAGGTGACTTATGAGTAGCACAGAATGTAATAG 
GCCCATCTCTACCTAGTTCTGGTCACCACACTTCTGTCAAGGTAGCTCGGAGAGACGGTGTC 
TACTTATTCACCACATCATGAGATCACCTCAAACTGAGCAGGCAGCCAATGAAAACCGTGAG 
CTTTCTTTACATTAACTTTCTGAAAGTCA I I I I I I CTTATTCCACTTTGTGCC I I I I I I IAAAAG 
CTGCAGCTTCATGGAATTTAATCCTGGTATTTAAAACACTN 
>950 

ACTTGGTAGGTTGATCTCTTTCATTCTCATGGTTTAATTACCATCTATTCACTGATTAC 
TCCCAAAACTGTATCTATAGTCCAAGACTGTTTCTAAAAGGTCTGCACCCACATATGCAAATA 
AATACCAGATATCTCTCTTGGTTATATTGCACATA 
>951 

ACTCTTAGGAAAGAGTAATGGGGTTGAGGATGGTTAATTTAGCCCATCCTAACTTCT 
GTGAGA l I I I I I I CAGAATATTTTGGATGGTTCTCTCACTTTTGTTATTAAGCATTTGGGAAGA 
AGATTCTGCAGCCTACTCAGGTGAGCCAATCTCATGGCATTGAACAGAGAAGATATGTTTTC 
ACGTCTCTAACCAGTGTTTTTCATAGTGTAAGTCAGGCCTTTCTCCTTTGATCTAAGTGGAAC 
CAAGAGGTTAGATACTCCCTTTTCTTTAGTTATATAATGGGCTTCATGTAAC 
>952 

ACACTCTGTAGGTCTACAGGTAAAAAGCTATTACGJTG^CA^CATTATAACGTAATXaT 
MGGTCTGGATTACATGCCTAAAAATCCAATGATTCTTGGMCCATCAMfCTGTTAAGACTG 
AAAAGAATACCAATGTTTAAATATATCTATAAAATGCAGGTCAAGGGGCTAAGAAAATTGCAA 
CACTAGAAAACCAACAAACTTAGGTTGTTCTAACATACATACACAAATACAGGAGGGACGTTT 
ATGGGTCACATCTGCGAAACATTTTTTCCCAAAAAGCTGMTTTTTAGGCTTGCGTGTAAGTA 
GATATAGAAGAGTGCACTTTTGGGGATCCTCAN 
>953 

ACCACCAATAATTATGCCCACAATTTTATCCTAAATAAGAGTGATTCCCTGTTCCTTTT 
CCTACAGAACATGTTTCTGTCCGCAAAGAGAATAAGAAAACATGACCCCTCCATCCAGAACC 
AAACTAAACTCAGGAGTGATTAGAATCACCTGTGGGCATTTTCCCCCAAACCACCCATACTC 
TGTAGATTCTGATAAGCGCTCTTAAAGAAGCTACAGCTCTTCCCCATTCCCTATCTGAAAGCA 
AGGAACCACTGCTTTGGTCAGGAAACAGGCATACAACATCAGATGTGANNNNNNN 
>954 

ACCAGATGTTGTAAAATTTACTATAATTAATAGGAATTAATTAATGAATGCCAAGGGG 
CAGAGCCACACTTCCTATGATAGTTCCTTGCTATAAGGTGCTATTTANNGTTCTCTACATTTA 
CTCCATAGTAAGCTGTTGTTTGAGAAAAAAAATGCCAGTTTGGTGCGTAGTAGANN 
>955 

ACCTTTAAGCCAGATTCATGGTATGAAGGCAGCAGCATAGCACCTCCATTGACCCAC 
ATGGGGGCCTGCCTTGGGCTTCATCAGCCCTTTGGAGTCTCAGATCCCTCACCTGTTAAAG 
GAGAGTAATACTACCCACTTACCTTTTTGGGTTGTTGTGAAACACACATAAGACAGTATTAGG 
AGAAGTAAGGTCTGAGGGCTGGGCTTTGGACCCAGCGGCCCCTAGGTAGAGGCCTGTTGA 
ATTGGATGACAGTGAACTTTGCAGCATTTCCTAACCTCAGAAGTTCAAGAGCAGGAGCCTGA 
GTGTTTTAGGTCCCTGGTATGGCTGTGGATTTCCAGGCATGCAGCAGCTCTGGGGCCCCTG 
CTTCCTACCCGCXJAGTGGTTCCAGCTCTTTGATTAACTGAAAGGGAAATTTTTCNNN 
>956 

ACTTCTGCTTTATTCAGTCTAGGTAAGAAATGTAATGGATGTGTGCAGGTGACATAAT 
TTCAGGG G AT AAG GT AAAAATTAG ATG AAG CCCAAG C AAATATTCTTAAAAAG AAAAACTTAG 
G A I I 1 1 1 I 1 1 1 ACAAAAGTTAACTTAAAATGCATTATCTAGAATAATGTTATAAATCAACGTATA 
GAGACXaTTAGTGMTAGTT CCCTTC ATTAGGATGTTGAAGGAATATGGTTTCAATATTCAACA 
AATGTCGTGATGCCTATAAATTTTTCTACAAACAAGAGTATGN 
>957 

ACTTCAGGAGATACATTCTGCTAGTTTGGGGTGGTGTGTTCTATAAATGTCAATTTAA 
TCCAGTCGGCTTATGATTTTCAGTTCTATATTCTTACTGATTAATGTGTATATACTAGTTCTGT 
TACTAAGGAGGGATGTTAAATTAATCCCTAGCTGTMTTGTGCATTAGTTTGTCTCTTTTCAG 
CTGTTCT AGCTCC ATAAA I I I I IGGAGCTGTTAGGTGCATATACGTrTAGGATTATTTTGTCTT 
CTTGGTGAACTAGACCTTTTATCATTAGGAAACTGTCCATATAACCA 
>958 

ACTCCAT AATAT AATCTTTT AAATG G G C AACTTCT AAATATTG ATAC AACC ATTAATAA 
TAATGCTTATAGGGTAAAAGAAAATTTTTGAAGCACTGAATTCAGTAACCTGGGTCATGGTCC 
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AATTTTGCTCACTACTTCATATCTTTTATGTAGATTATTCCTATAAACATGTTCCCTAAATTCCA 

CATCAGTTTGTAAAGTCAATGGATTAAATTATTCAAATGTAGCTATTTAACGGTCAGTAACAAT 

GCCTAGAAACCTATTTATTCATCTGTAATATTAAAAAGCTGAATTTGATGATCTTGAAAAATCC 

TTTCCAGATTTACAACNNNNN 

>959 

>960 

ACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTCAAAAAAAATTATCAGCAGAAGA 
TAATATAGACCCCAAGGCTAAAGGGAACCATTATCATCTCTAGGCCTGAAAGCCTAGGAGAG 
GGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGATATAGCCAACCTTGGTGGCCTAATA 
GAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCTCTAATCTTCTGCTAGTATCCCTATTAAT 
TTAGCCTAATTAGAAGCTGGAAGGTAGGAGAGCCTCCATGGGCAAAAAGCTGTGTAGAGAA 
CATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACAGATTGGTATGATTATCTATACT 
TTTCAGATGAGAACACTGAGAGTCAAAATTAAGTAGATTTGCCCAAGGCCATATAGCTGGTA 
GGAGCTATAAATAATTATCTCAAGAAGTCATTATTACGTGGATCATTCAAGAAATTTCTGGATT 
TAGAAAATAGCCTTAAAATATGAAACAAATATTAGCATTTGTTAATTTGAGATGTTATGTTCAC 
AGATATTGGTMGATTATCATTTTTAATTTATGTGTTTTAAAANNNNNNNNNNN 
>961 

ACTCCAGCCTGGGT^A^AG^TGA^AJATGT^CAMAAAAATTAT.CAGCAGAAGA 
TAATATAGACCCCAAGGCTAAAGGGAACCATTATCATCTCfAGGCCTGAAAGCCTAGGAGAG 
GGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGATATAGCCAACCTTGGTGGCCTAATA 
GAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCTCTAATCTTCTGCTAGTATCCCTATTAAT 
TTAGCCTAATTAGAAGCTGGAAGGTAGGAGAGCCTCCATGGGCAAAAAGCTGTGTAGAGAA 
CATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACAGATTGGTATGATTATCTATACT 
TTTCAGATGAGAACACTGAGAGTCAAAATTAAGTAGATTTGCCCAAGGCCATATAGCTGGTA 
GGAGCTATAAATAATTATCTCAAGAAGTCATTATTACGTGGATCATTCAAGAAATTTCTGGATT 
TAGAAAATAGCCTTAAAATATGAAACAAATATTAGCATTTGTTAATTTGAGATGTTATGTTCAC 
AGATATTGGTAAGATTATCATTTTTAATTTATGTGTTTTAAAANNNNNNNNNNN 
>962 

ACTTGAGAATATGATTGTAAATTTGATCAGCAGCTACAACATTTCAATGATGCATATT 
I I I I 1 1 ICAGATGCATTCCTTTGATTGAATTTAAAGTCAAGCTTGTGCTTCTGGATGGTTGCTT 
TGTCAGTGAACACTTGGATTTGGAAAATACAGCACCTGGGTTGGTTTTGAGAGAAAATGGTT 
TCAACTTTATAATTACAGTTTTAACCACCACAACAACAAAATTAGGATGGTAGTGAAATGGAA 
CTAAATCAAATGCAAGGTTTTAGTTTAATAGAACAATGTCATCCTTTAATAATCTTTAAAGAAG 
AACAACTTAATAACCAATAACAAAATTGAAATAGGTCAAC 
>963 

ACTTGAGAATATGATTGTAAATTTGATCAGCAGCTACAACATTTCAATGATGCATATT 
1 1 1 1 I I I CAGATGCATTCCTTTGATTGAATTTAAAGTCAAGCTTGTGCTTCTGGATGGTTGCTT 
TGTCAGTGMCACTTGGATTTGGAAAATACAGCACCTGGGTTGGT7TTGAGAGAAAATGGTT 
TCAACTTTATAATTACAGTTTTAACCACCACAACAACAAAATTAGGATGGTAGTGAAATGGAA 
CTAAATCAAATGCAAGGTTTTAGTTTAATAGAACAATGTCATCCTTTAATAATCTTTAAAGAAG 
AACAACTTAATAACCAATAACAAAATTGAAATAGGTCAAC 
>964 

CCGGGCAGGTACACTGCATAAAGCCAGAGTTAAAACTTCACTGCCAGCCTCTGAAC 
AGAAGGCTGTTCTATCCACACTATCACAAGACCTGGTGGAGTTGAGGCAACTGCTGAATTAC 
CATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGATAGGCTCTTAAAAAATAAATTT 
ACACAAGAAAATCAGCACTGTAAAGGTAATTGATAAGCCCAATAGAAGGGAAACCTATACAA 
AGAAATAGAAATAACTAAGCAATCTGAAATGGACTTTAAATAATGATGTTTACAATTCTCTAAG 
AGGAAAAGGAGCATTAGCATCAGTGAAACAAAAGTAGGGCTATAGAAAAAACAATACTTATG 
AAAAAACCAATTGGAMTTTTTAGATGGAAAAGCGTGAAATAAAAAATTCAACACATGGTCTA 
AAGAATAAACTGCACACAGCTGGAGGGAAAATTAATTAATTTTACGAAAAAACAATTAATCTT 
ACAG AATGGTAAGAG ANNN NNN 
>965 

CCGGGCAGGTACACTGCATAAAGCCAGAGTTAAAACTTCACTGCCAGCCTCTGAAC 
AGAAGGCTGTtCTATCCACACTATCACAAGACCTGGTGGAGTTGAGGCAACTGCTGAATTAC 
CATACAGGGAAGAATGAAtTCAAGAAAATTCCCATGCAAGATAGGCTCn"AAAAAATAAATTT 
ACACAAGAAAATCAGCACTGTAAAGGTAATTGATAAGCCCAATAGAAGGGAAACCTATACAA 
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AGAAATAGAAATAACTAAGCAATCTGAAATGGACTTTAAATAATGATGTTTACAATTCTCTAAG 

AGGAAAAGGAGCATTAGCATCAGTGAAACAAAAGTAGGGCTATAGAAAAAACAATACTTATG 

AAAAAACCAATTGGAAATTTTTAGATGGAAAAGCGTGAAATAAAAAATTCAACACATGGTCTA 

AAGAATAAACTGCACACAGCTGGAGGGAAAATTAATTAATTTTACGAAAAAACAATTAATCTT 

ACAGAATGGTAAGAGANNNNNN 

>966 

ACGCGGGTCAAAAGGATGAAAATGTTTTCTGTCAGAATGAAATTCAAGAAAACTTAA 
AGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCAATGTCTGGTGTCCAGTCAG 
TTACCAGGCATGGAAAGAGACAGAAAAACATGAGCCATCATGAGGAGAACAATTAGCAGAAA 
CCAAACCAGAACTGACATACATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAAC 
TGCGTTCCATATGTTCAAAAAGTTAGAAACATGAAAGATACAAAAATAAAATCAAACTTCTAAA 
GATGAGAAACTGTAGTGTTTGAGGTGAAAAATATGCTAAATGGCATTA 
>967 

ACGCGGGTCAAAAGGATGAAAATGTTTTCTGTCAGAATGAAATTCAAGAAAACTTAA 
AGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCAATGTCTGGTGTCCAGTCAG 
TTACCAGGCATGGAAAGAGACAGAAAAACATGAGCCATCATGAGGAGAACAATTAGCAGAAA 
CCAAACCAGAACTGACATACATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAAC 
TGCGTTCCATATGTTCAAAAAGTTAGAAACATGAAAGATACAAAAATAAAATCAAACTTCTAAA 
GATGAGAAACTGTAGTGTTTGAGGTGATWWTATGCTA^TGGCATTA 
>968 

ACGCGGGCGGTCTGTGCCCCATCACCATTTCTAAAGCACCCTACCCTCATGGCAGT 
GTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGATACAGTCAGCTGACGTCTGGCAC 
CGCCTGTGCTGGTGTGCGCTAGCCTACTCACTCCCTCGGCCCTCCCTCAATCCTTTCAACTA 
TATTTATTAGTTCTCTTTAATGGAAAGTATATAATCCCTTAATGTCAGACCTTGAGTGGCACTC 
AGCTTTATTAATTTATTTAGGTAATAAATTTACCTTCCTAATTAATTCTCAGTAGTCCTGGGAG 
CTGTATTATTTTAAACATCTTGCACAATGTTTATAGTTCTGCGNN 
>969 

ACGCGGGCGGTCTGTGCCCCATCACCATTTCTAAAGCACCGTACCCTCATGGCAGT 
GTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGATACAGTCAGCTGACGTCTGGCAC 
CGCCTGTGCTGGTGTGCGCTAGCCTACTCACTCCCTCGGCCCTCCCTCAATCCTTTCAACTA 
TATTTATTAGTTCTCTTTAATGGAAAGTATATAATCCCTTAATGTCAGACCTTGAGTGGCACTC 
AGCTTTATTAATTTATTTAGGTAATAAATTTACCTTCCTAATTAATTCTCAGTAGTCCTGGGAG 
CTGTATTATTTTAAACATCTTGCACAATGTTTATAGTTCTGCGNN 
>970 

>971 

ACCAAGATTATGATAGCCTCTTAAAACAAATTGGAGGTTATAACCTTTTTCTATTCTCT 
GCAACAGTGGATATAGGATTGGAGTTATTTTTTTCTTAAGTTTTTGGTAGAAACTAGCCAGTG 
MGTCATGTGGGTTTGGATTTTCTTTGTAGGAAGGTTCCTAATTACTAATT AGCTn TCAAAAT 
AGTTATG^GAATATTCAGGTTTTCTATTTCTTCCTGTGTCAATTTTGTTGTCI I 1 1 I CTATAAAT 
TTGTTCATCTATAATTTTAATA I I I 1 1 GGTATAA I 1 1 I 1 1 1 CAAAATAATCTTGTATTTATTTACA 
AGACAGGATCTTAATGTTTAATGACAGGATCTACAGTGT 

>972 - «- 

NNNNAAGGAAATTTTTTTCCCCCAAGGGGGGGGGG CCAAT TGGAAATTTT GGGGG C 
AAAAAATMCCCTTTTAAATGGTTTTTAGCXDCTAGGGGAAAATTTTTAAAAAAAAMGTTTTTA 
GGGGAAAAATAGGGTCAAAATTTGGGGATTTGGGGGTAAAAAAAAATTTTTTTATTGACAGAT 
TGAGACCCTGGCTCAAAAAATTTTTTTGATTATGAGNNNGANGAAGGAAAAGAAAAGAAAAG 
AAAAAACAAGAAATTAGCTCATGAATAGCCAGCCTTATATTATAATTATGTGACACTTTGGATA 
TTTCAAAGCACATTCACAAAGGGTATGTCACTTAAATACCTCAAAATTTCCCTGTTATACATGC 
AGATCATTCCCCATTCAGCCCTGGTATGGACTGAACTGTGTACXJTGCCCGGGCGGGCCGCT 
CGAAAGGGCCGAATTCCAGCACACTGGGCGGCCGTTACTAGNN 
>973 

NNNNAAGGAMTTTTTTTCCCCCAAGGGGGGGGGGCCAATTGGAAATTTTGGGGGC 
AAAAAATAACCCTTrTAAATGGTTTTTAGCCCTAGGGGAAAATTTTTAAAAAAAAAAGTTTTTA 
GGGGAAAMTAGGGTCAAAATTTGGGGATTTGGGGGTAAAAAAAAATTTTTTTATTGACAGAT. 
TGAGACCCTGGCTCAAAAAATTrrTTTGATTATGAGNNNGANGAAGGAAAAGAAAAGAAAAG 
AAAAAACAAGAAATTAGCTCATGAATAGCCAGCCTTATATTATAATTATGTGACACTTTGGATA 
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TTTCAAAGCACATTCACAAAGGGTATGTCACTTAAATACCTCAAAATTTCCCTGTTATACATGC 

AGATCATTCCCCATTCAGCCCTGGTATGGACTGAACTGTGTACCTGCCCGGGCGGGCCGCT 

CGAAAGGGCCGAATTCCAGCACACTGGGCGGCCGTTACTAGNN 

>974 

>975 

>976 

ACCTCTCATTTGTCACTTTTCAACACTTCCTGGCAGGCAGGCAGCATAACTGGTCCT 
GCTGGGTGATCCAGACCACACTCTGCAACTCTTTCTTCTGAGCCAGGCTCCCCTACTGTCTT 
TTCATTTATGTCAAGGCAGGGGAAGACCTCAAAGGGCTCTTGCATCCCAGTCTCACTTCCCA 
GAGAGGCACGAGGCCCTCCAGGATGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGT 
CCAGAAGATCACCAGGAGGGCTAAATAGTAGAAAGGAGAGTCTTATTGGTGATATGTTTGCA 
AACTGGGAAAAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAGAGGGCAAGG 
GCAGCTTGGATTTTGTGCCTTACAGGGTCGGTATTATATAATAGAGTCATGCATATTCAGTAG 
GTTTGGGGGAAAAGCTATATATATTTATGAGGGGAGCCAACTACATGGGCAATGGATAAACA 
TACATGTAACACATCCCATGTTCACTTAGGGGCAGGATTTTAGCATTAAAATGAGGTGGAATT 
TGGCTCTTTACATCAAAAGGTGAGCTATCAGACACAAAGGCAGTTTGTGCACAAGCTCTCCA 
AAGGGACTTGAGGGCTACAGCTGCTCATCTGGAAAGAATCCTTGTAAGACCAGTCCTCTGTC 
CAACCAGAGTTAGGAGGCATCTGACAATTTGCCTGATTAGCTGT 
>977 

ACTTTAAAAAGTAAACAAATTTAACTGAAGCATGGCTATTAGTTAGTGATTCTTTGTA 
GATTTTCTGGAAAGTCTTGTTTGTTTGTATTAAACATTAACTCTGCTGTATGCTGTAAATACAC 
TGCTAAGATCAATATTGAAAAACGAACAATAATACCAATTCATATGGACCTTCAAATTAGTCTT 
ATAAAATTTTATGATATGGTATTATCCAGCCAACTGACTTTGAGACTGACAAAATATTCTAACT 
TTAACCAGGTGATTCTTGCATTCTTTGGTTTAAAACCTCAAGTTTAAAAATATCNNN 
>978 

ACGACTTCACAACACCAACCACAGGTCTCAAGGTCAAAAAATGAGCTAGGAGTAAAG 
TATCTGCTCCAGAATCTACCCCCATCCCAGAAAGAGCAACCCAACTGTGTCCTGAGTGGCTC 
TTAGAGTTTAAGACTCTGAATGAATGCCTAAATTTAGAAAGGGTGTGGACCAAGGGATTTTTG 
GTTAATGTTCTCTAAAGCAGGCTGACTGCCAGGATTTCAAGTCAGTGATAAATTTTTAATTTTT 
ATT A I I 1 1 1 1 1 ICCCCCGCGTANN 
>979 

ACCTGGCAGCAGAGTAGGCACTAATATGTGTTGAATGAGTAGGTGAAATAAACAAAA 
ACCTAATGGCGATGGAATTTTATGGAAATAAGTAAACTTCATTATTGCTGAAAATACCGCAGA 
TAAATAGAGGGAGGCAGTGTAATAGAGTGGAAAGAGCAGTAGACCAGGAGTCAGACAGTCG 
AGGATCTCATTCTAAATTTGAAGGTGAATAGCCATGTGGCTTTAGACAGGACTCTGAACCAC 
CTTGTTTTCTTATCTGTAAAAGGGGGAAGTCATAATAGCTACTCCTGCCTAACTCATAGGTTG 
TTGAGAAAATGAAGTGN 
>980 

ACATTACCTTTTATGTATGCTGGAATAAGAACTTGTGTCTACATGCATGTAGAAACAA 
TGGAAGGATAGGCAAGAAAATGAAAAAAAAATGATAACCTATGGGGAGTGATGGCCACTAGA 
TGACTGGGGACAGGGGCTGGTGAGTGAGCGCAATTATCTATTTAAACAATCAGAAATGCTCC 
CTAAATTACAAGTTTCTAGTTAAATGCAGTAAGAAATTCCCCACAAGCTCTGCAAAATAAGTT 
CTGTCMTCAAATCTTACATGATGCATTAACTGAGCTATTTTAAAATACTACCATGAATTCATC 
TTTAMGTGTGA(nTTGTAAAGCAGATAAT(XTCCTGTTTTTCATACATTGCGTTTCCTA 
TGATTACACTACACAAAGAATACAATATTAAAGGACCATTCAAAATTAAATTAATTTTGTTTCTA 
ATTAAAGGTTAAATCAATGTGTATTACCAACTCAAGAAGATAAAGACCGACNN 
>981 

CCTTTGTTTATCTTTGCAGTTTGGTGGTTTTCTGTMTGATAACATGTGGTTCCATTCT 
Cll I CI lA TTTGTGTGTCTGCTTTACCAATGAGTTrTATACTTTTGGGTTTTCATGATGGTGAA 
TATAGCCCTTTTGCTTCCAGATGTAGGACTCTCnTMGCATTTATTGTAGGGTCAGTCTAGTG 
ATAATAAATTCCATCAGTTTTTGCTTATCTAGGAAAGACTTTAlTTCTCCTGCATTTCTCA^ 
AGATCTGTGCTGGGTACAGTATTGTTGACTGGCTAACAGAGGACCAATTAATAAGCCAAAGA 
AATGGCTCTTTAACAATGAACATTTCTGCCATCMCTGACAGATCCCAGGAATAAATGTTTTC 
CAGTGAGGAGACTTCTCTGGTTTTCAGAACACCTCTGGCTGCCCCTGCCCACCCCATAGAA 
GGGCTATCCCTCCAGGTCAGGTTAGCATCATCACCTAGAGCCAACAAGTCAAGGAGGTGAT 
GGTTTGCCTTTGACATCTCTACCCAGACCAGACTCCACTGAGAAGACTCTCCCTTTTTCATCA 
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CTGCCCTACCTAGTTAGTTGGTCCTGCCCTGGGGCCAGAGTTTCACTAGGGGCTGAATAGT 

ATACTGTTAGCTCAGGCAACAGATGAACTCTGCCTCCATGCGCAAATACAAAAAGCTATCTC 

TGCTTCTTTTTCACTCACTTAAGATTTTGGAAGAATGG CTCC TAAAGCGGGTGATCATCTGCC 

CTCACGACCTACAGTGCCTCAGCATCACATGCTATTCATTTTGCACAGCAAAACCAGGAAGT 

GAATATGACTGTTATCCCTACTTCACAAGTAGAGAACTCTGAGGCCCTGAGAGGTTAAGAGG 

TGCAGGTAAGATTTGAACCTACGGGCTGTGTGCGGTGGCTTATGC CTGTA ATCCCTGCACTC 

TGGGATTACAGGCGTGGGCCACCACACCCGGCCTACTGCCTACCATTTTGCCCAAGCTTCC 

CAGTACTAGAAGAACCC 

>982 

ACTTAGATCAGATGGATTGAAACATGACAGCCCCATTTCATCTGGCCGGTTAAGGTC 
CTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATGAGAGAGAGAATGGGTTTC7TTAATT 
GCCAGATTGTCTGAACACAGCCTCAGCTACTTCTAGGAATAAGACGAAGCAGTGAGGAAGTT 
GCCAGTTGAGTGATTCTTGGGGAAAAAAATTAGCATTCAGTGCCAGCTCTCTAAAGTGTGGA 
TTCTGGATTCTGGTAGAAGCCAGTAAAGAAACGTTTTCTCTGGAGTGGAAGCTAGTAAGATT 
TATTCTGTGGTGATGAAGCCATCTGAAACCTTACAAGCAGTGTGGTTGTATCAGCATATGGG 
AGCTGACTGCCTCAGGACTTTGGAAGCCTGCTTCTCTGTGCCTCAGCCGGAACTCAGGTTA 
CTCAGTAGTCATTTGCTAATTTCTGAGAACGCAACACTCCTGAAGGGATAGAAAGCATGAAC 
AATACCCAAAC I I I » I AGACTAGTACTGTGTGTCAGGTATTGTAACATTCATTCAGTCCCTGA 
AATG7ACAAACTAGT7ATTGCTCCCCTTTTTCATTTGAGGATACTGATG 
GTGGCTTGCCCTGGGTCACATAGCTTGTAAATGCCGAGCTAGCATTTGAAN 
>983 

ACAGTGACATTTCAAGACATGGCCCAATGCACAAGCAACTTCCCAAAGCTGTAATTC 
ACGAGATTCCTCAGGGTCCTCTAAGCTCCTTGAGGGCAG AAACT TATCTTTGTATTACAGCT 
AGCCTTCAATCAGTAGGTGTTGAGCTGATTTTCTTTTTCCTTTTTAAACT 
CAGCTTCAGTGGCTATGCCCAGATGGTCTGATTCTGAAGGACAAGAGAATTCAGTGGCATAA 
GCCCTGTGCTTGGCANN 
>984 

GGTTCTAGCTTTTTAAAAAAGCAAATCCCTAGAATCTTAAAACAATTGATATCTAGTTT 
GCTAGTATGTGATATT CTAG TCAGAATTCCTCTTGGGAGTGAGTTGGAAGAGGGTTATGGTG 
GTCGCTAGCATTCTCATTTTCAAGACCACTCTGTTCCTTTCTTAGACCATGTTTCTCA 
GCAGTCATGCCCGAGCTGGAGACAGGAAACCAGACAGCAGTCTGCCCTGATAAGGGACAG 
CATTGTCTGAAGGCGGGGAATAGCCCTGCTTTTACCCCCAACTCAGCTCTCTTTGCTTGAAA 
TTTAGTAGTCATAGAAGAGGCACAATGCTGTTGACAGTTTCTGAACCAAAACTAGGATTCATT 
TCTTCCAAAGCAAAAAAATAGTGTCCTCGGCCGGGCGCGGTGGCTCACACCTGTAATTTCAG 
CACTTTGGGAGGCCGAAGTGGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTAGC 
CAACATGGCAAAACCCCATCTTTACTAAAAGT 
>985 
>986 

ACATGGAATACATAATTTTGAAATGGAGTCAGGGCTTTCCTMTG^TCCATTTTGTAA 
TTCACCTAACAGCTGAGGAAAGGTCCAGAGAAGGAAGAACTCAAGGTTAGTAGACAAACTTG 
ATATTGAGTTGCACTGGCTGCCTTCTCTTTTTGGTCCCCTAAAGAGTATT^ 
CAGCTTAAGTTGTGGACAAATATCMGGGGAAAAGTATTTACAGTTAACGTTGGAATCACAC 
GGTTTTCGNGGGTTGTGCCTCTTTACCCTTCAACTTTGGTGGTTCTAAAGAGGGACGATTAT 
TAGTTGCTTTCACTAAGGAGGGGAAGTTCATGATGGAGCAACN 
>987 

ACCTGGCCTAGAAAATA I MINIMI I GAAATGGAGTCTCACTGTGTCGCCCAGGCT 
GGAGTGCAATTGGCGCAAATCTTCX3TCTCAAAAAAAAAAAAAACAAMCAAAMTAAACTTTA 
CTCAAATATCACTTTCTGTTAAATGTTCTTMTTCCTTCAATCATCCC^CTCTTCTAACTCTCA 
CAGCACTTTCTTCCACTACGGCACGCATCACACGCCAACTACTCACCAGTTCACGTTTTCCG 
CCCTCTCTCCCACTTGCCCAATCACAGAGTTCCTAAAGAACCAGGACTATGTTCTACTAGTCT 
TTGTAGCCACTGCACTCGGAATGGTGTCTAGTACCTGCCCGGGCGGN 
>988 

ACTCCTGTTTCTACAAATTTATCTTATAATAATTTGTCAAATGTTGAGTGCACAGATTT 
ATTCATTGCAGCATTTGTTTTTCATATCAAAAGATGGGAAACATTGTGCAAACAATGCCCATC 
AGTAGTGGiATTGATTAAATAAATTAGGTATATCCAATAATTGAATATTATGCAAGTATATAAAA 
AATAAGAATCATGAATATGGAAAGATTTCGAAAATATATTGCTAAGATTAAAAAAAAGGAAGG 
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GGCAGAAGAAAATAAGTTGGGTAAAAAAAACCCCAGAAATGTTTACTAATAATTATATTTAAA 

AACTCATAGGATAAACAAGAAGGTAATGAAATAATTAAT 

>989 

ACATCTCTGGAAGGTGATCCTTCTTATACAGATACCAAAAAGCACTTAGTGATTTATT 
TTTTGTCCAGGACAGGTTTCTGAACATTTCTGCTTGTAATCAAAATGGCCTGGTAAATGTTTA 
TAAACTTATTTTAGCTAATTGATGAAACTACTGTAGTTTTCTTTTAAGTTTATATCAGGATACCA 
AAGCAACATATTTAGCCCCCACGTCTGTTGAGTCTTTAA AGGA CCTACTAAGATTATTAGTAT 
AGATTCTCAAATATTA I I I I I I CAGAAGGATGTATTCCTC I I I I 1 1 GCTGTGGTAGTAGAATTT 
GTAATTAGAGTTTATGGAGAAAAAGGACTAAGGGGAAGGGTGGAGGTCACAAATTTATAAAA 
GCCCTGAACTATTTCTCATTTAACACGTATTCTCTGATCAI 1 1 I I I CTAGTGTGTTA I I I I IGTT 
TGTTGTTTTGAACATCTGAAATAAACATAGGCTGGGCAGGGTGGCTCACACCTATAACCCTA 
GCAATTTGGGAGGCTAACACGGGAGGATTGCTTGAGTCCCGGGAATTCGAGACCAGCCCTG 
GCAACAAAGTGTGAGACCCTGTCTCTACCAAAAAAAAAAAAAAAAAAAAAAAAAAGT 
>990 
>991 

CGGTACCCTAAAACTTAAAGTATAATAATAATAAAATTAAAAAAACCAAAAACAAAGAT 
TAACAGAAAACAAAACAACAAAAAAACTCCCAGCATATACATTGAGTCATTTGCAGGTTTGGG 
AGGGGGGGAAATGCTTTTTTGTATTAGGAGAAAGGGAAGTTTTCATTTTAAATGTCTATATTA 
CTTAAAGTTTGCAATAAATATrTATTACTTTCAACAGTGAA^iAAAATTACATV 
AATAGCACAGTAATACAGACTATAGTAATGCTAGAGAACATAATGAAAAACAAAGAAAATATG 
GGGGGGAAAATAGCNNNNN 
>992 
>993 
>994 

ACCAAGTTGTTCTCAAACTTTCATGTTTGTGTATACAAATCAGCTGAGGCCTTCACTA 
AACTACAGATTCCATGGCCTGGCCCTCAGAGATTTTGACTCAACAGGTCTGAGTTGGGACTA 
GAAATATGCATTGCTAATAGGCACCCTGACAATTCCGATGTAGGTGGTCCTTAGAACATATTT 
TGAGAAATATATTCTGTAGTCN 
>995 

TACCATCATCTGTTTCCCTCTGGTTATAAATCTTTAATGAAAACGGATTTAAAAAGTCA 
CATTATGATGCTCGAAGCTCTGACCTCTCATCACAATGAGAAGCAAAAGACATGCCATAAAG 
ATGATATTTCCCACAGGAACGATATTAGAATTATGTGATGCAATCTCATCCAAGGTCATGGTA 
TCAAACCAGACACAGCTAAAAATGTATCATAATAGCAAGGATACAGTAGCAAGGATGGGCCT 
CAATAAACATTTAAAGTGGAAAAATTCTTCTCTAACTCATATCAAGTACCTGCCCNNN 
>996 

>997 

ACTTGGCAACAATAGCTACAAAGGATAGGATACTCAATTGCAAGTAGACTTTTAAAAT 
AAATTCACTTACTTCTATTCCCAACTCAATCTAGAATATTATTGGTGATAGTGAAAAGACCAGA 
CAGATGACATTACTTCCAAATTTTACCAATCTAATTGTTTTTACTCACACCTGTAGATGTCACT 
TTAAAAATGTGAATATTAATTTCTTCAAAACTACTCCAATTTAAGTAATGAGTTAGAGCTTTGG 
CAACCATTAAAGCTCTCTGTTCCCAACTCTAACAATATGTGGTAAT GTCTT CCCTGACTTCAT 
TTTATGTTTACACAAAATCAAAGGTTATATTTMGGTTTTCTACATTTTTTT GGATA TTTACCTC 
CTTGTMTTTAGTTTTATATGTCTGTATTACAAMCATATTATATTCMGMTTTTTAACACTTA 
GAGTAGAAGTGAAATTACAGGTTGAAGATTATTAAATTAN 

>998 

ACGTGTTTTACTTGGTGCTGTAGGTAATGCTAATTCATGATAAATTTTG AGAAC CACT 
CTAGGGTAGTATGTTTCCMCAGTTTAGGTCATGAGCAACCTTGAGAAATACACTTTTAATCA 
TGACTCAGCACACACACTCACATGCACGTGTGACTTAGACGTTCCATGAAACAATGCTTATC 
TTACAGTGTGTTTTCTGCTCTGGTATTTTTACTTATATTC TATTA AATAGATATGTGTGTATAAA 
CTTATTGATATAAAAATGTGGTCATGATCCACTAAAGTGATTTTACAAGCCACTAATGGG 

>999 

ACI 1 1 1 I I 1 1 1 1 I 1 1 I I I I 1 1 1 1 I I I C I I I 1 1 1 1 I I I 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 I I M I I 1 1 H 
CCACTTGGGTTCTCCTTTTTTATTATTCGGCAAAATGATAAAAACCTAAAGCCTGTTTATATAG 
GGTTTTCATGGCTAGAGTTGTATAAAACTGCATTTTGTCAGTTTGAATAAGCCCATTTGAATG 
AGTCAAATTTTTTAAAAGCCTCGAGATCCAACAAAGCTGGAAAAAAGTAGGGGTGGGGGTTA 
AATGGTTCATTTGAGATGTTGGCCTTCAGTACCATGAGAGGGAAAGCAGAACAAANNN 
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>1000 

ACTAACTGAATATTTATTTAAAAAAGCATTAATTTATCTATCTATATAACTAAATCTATC 
AAATATTCTTTAAAACACGAACCAAAGTTAATCTGAAACTCTTCCTGTGAAAAAAGTCATGTAT 
TATATGCCTTCAACACAGAATTTGTCATTATTTCCTGTGGCATTATACTATGCCCTTTGTCATA 
TGC l M i l l I CCCATAGAGCATTTTTTCCCATAGAACTTTGTATTCCTCCACTTCTACCACCTT 
TCTTTGAAGAACTCTTATTTACCATTTCTTGGACTAAATTAGGAAA 
>1001 

ACCCAGAATATGGTATATCTCTTCATTTATTTAGCTCTT TTTA AATTTGTTTTGGTAAT 
ATTCTGTGA 1 11 1 II 11 1 11 11 11 1 1 GGTATGGAGGTCTTACATCTT TTGTA AAATTTATTCCTA 
ATACTTTGGATTTTGACATTATCATAAAAGAAAATTATTTCACTGACTTTTCCAGTTTGCTGCT 
GGCCTAAACATATCAGTAATTTTTTATATTTTAATCTTGTATCCTATGACTTTGCTAAATTCATA 
TATTAAATAGTTGCTCCATAGATTCCTTAAGATNN 
>1002 

CGCGTCCGCTGTGGTGCGATCTCAGTTCACCATAACCTCTGCCTCCTGGATTCAAG 
CAAGTCTCCTGCCTCAGTTTCGCAAGTAGCTGGGATTACAGGCATGCGCCACCATGCCCGG 
CTAATTTTGTATTTTTAGTAGATATGGGGTTTCTCTATGTTAGTTAGGCTGGTCTTGAACTCCC 
AACCTCAGGTGATCTGCCTGCCTTGGTCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCGC 
CGTGTCCGGCCTATCTCTTCTTTTTGTAGCATAATGTAAATTAGTCTTTATCTCTTAGAGAAGC 
ATGATTGTCATATCACATATACTTCAGTGTTTTGTCCATTCTTGAGACAA 
CTTGGCATTAATTAGATTGTGATCATAAGTCAAAATGTCATTGGTTATAAAGTGGTCATCAGA 
CCATGCAGACTATTACTAATATTGGTTATGTTTTAGTTTATTGCAGTGAAAATACAAAATTTAA 
AAGTTATTGTAGAGAATTATCATACCCCCCAAAATGTGTCATTGGTCCTCCAGGACTCTGTAG 
TCCCCATCCAAGAAAGACTGTGATAATTGTCAAGGGGTTAGTATGGTCTGAGCATGGTTGAT 
GGTGCTCTGTCATTCTGGTATTAAACAACCTGCCAAATGTCTTGATTACATGT CCTAA AAAAG 
TGAGGGGAAGAGTGTAGGACAAATGCAAAATAAAATAACACATTTAGCTATAC1TTTAGTATT 
TTTCATTATGGAGACTTCCATATTTAAGTGACCCGATTTCAAGATTCTTTTATATACAGCCAGT 
GGACTTTGTGCCTTAACGTAACCTGGTGCATAAGAACGTGGGGGTGGGATAAGGAGCCCTT 
TCTGCATGTACTGGCGGCCATAATCCAGAGACATGTGTGTCCGGCCCGAACCGGGGGTGAT 
CTCNN 

>1003 ; 

ACATCTGTTTCTGAAAGCA I I I I I CACTGAACCAATTTTCTATACCTTTTTCTTGTATT 
CTTTTCCTTAGCTTTTGTTTATATGGTTGCTATATTTTTCAAGCCTCATACCAGTC^ 
CCATGATAAAACTTCATCAAAGCATACTTGGGCAAATTTCAATTATCAAGTAAAATTGTAAAGA 
AAAAI rm I ACTAGTTTGGAAATAGATCTACATGTTTGATTTTCTTTCCTTCCTCCCTCCTTTG 
TTTCTTGTCTTTCTCTCCCCTTTCCTAAAAAGTTMTGGCTATCATTATCTTCACCAAATTAGT 
GTTTGTATACCCATAAAAATGNN 
>1004 

NNAAGATCATGCACTCCAGCATGGGTGACAGAGTGAGACTCCGTCTCAAAAAAAAA 
AAAGACCAAACACCACATGCTCTCACTTATAAGCAGGAGCTGAATGGTGAGAAGACATGGAT 
ATATGGAGGGGAACAACCCACACTGGGGCCTGCCAAAGGGCGATGGGAGTTGGGGAAAGC 
ATCAGGAAGAACAGCTGATGGATGCTCGGCTTAATACCTAGGTGATGGCTTGATCTGAGCA 
GCAAACCACCATGGCACACGTTTACTTATGTAACTGCATATCCAGCACATGTACTC CTGAACT 
TAAAAGTTGAACMCAAAAAAAGAAGGAAAATGCGTTMTACCTTATTGTAATTATTATTTTTT 
GGAAGACTATTTTTTATATTCAGAAGAAGTGTCAGAGTCAGCAGAMGGGATTATTTCTCCAT 
TTACCTACAACAATGGTTTTAAATGACTGGATAGATAGAAATCTCTTTCAACTTAACTGCTTAG 
CACATTGCAI I 1 1 ICTCTGTTTCAAGTTAGTTTTCCAAAGGATTACTGACTTTTTACCTAATTT 
GCTAAGGGATGTCAGGCCTTAATGACATATTTCTCCTCAAATAAAGATACAACATGCTTTTAC 
TGTGTGAN 
>1005 

NCTTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCACGCCCAGCCTATGGTAAA 
TATATTTTGAACTACAAAGGTGCTGTGGTACTTTAAAGAAAAACTATTTTTACTAGTTTATCTG 
MTGGTCTGTGGACTTTATTTAGAAACTGTTTTTC^ 
CAGTGTATTfTGTTACTTCTCTAGTA^ 

CAGCATTTAAATATATTATGAATTGCTTAGCAATGAMTGCAAGTATGCATCT TTTAC TTAAAG 
ATACTATTTATGTATTCAGCTACAGAGATGAAATAGCATTT^ 

AAAATTTAAGTCCTTACAGCATTTGGGGATTATACACTTGGATTTCAAAATTGATAAAACCCTT 
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GTGAACATATCTAATAGATATTCTGTTTACTTGTAGAAATAATATAATGTGTCTGGTTCTGTTT 

TGTTAGACA 1 1 I 1 1 I ATGTTCTACTGAATCAGAATAGTCAGTGTTATATTCCTTATTTCAAGAAT 

TCATCTATTTTATGGCTACATCTCATATGTGCTATGAGGACTTCTAGCCAGTGGGTGGCGCT 

GTAATACCGAAGTACTGCACTGCTTTGTTCCTGTTTCCTTGTGCTGATTCCTTTCTAGTATTTA 

GGTAACATTACCGGATGGCATTCCCTTAAATTCCACCAATCTTAATCTTATTTTAAAATGGCTA 

CTTTTAGGGGGTGGGGTACGGTAAAACTTAATAGTACGTGTTTATCTCAGTTAATGTCTGGAT 

ATCTATATGCACTGGTTAACAGTCCCGACCGTATATGATGGCGTATTTAGGAAAGATATAATA 

CTGGCCTTTTAATATAAAAATCAAAAAGAGCGAAAAAGAGGGGGGGAAATCCCGGGGGCCT 

AAGCCAATATTAAAGGAGAAAGAGGATAAAAAGCGGTAAAAGAGCGAAGATGTAGAAACCC 

GTGAGTAGACAAAGAAAAGTATAGCTGTATANNNNNNNNNNN 

>1006 

ACATAGTTCTGCTTGCATTGGTCCCATTACAATCCTGTCTAAATCCTGAAGTAAAAAT 
GAATACCATAGTGAAGAAATTACTTGTGCATGTGAAAGAGGCTGGTCCAACTCCTTAATTGC 
AACAGGGATTTGATTCTTCTACTAGTAGTTAGGAAAGGTTGCATTAATATTCAGTAGTTAAAAT 
GTGCGATTCTAAATTTTTTGTAATTTCCCATGAGAGAATAAATTTTTTCAAAAATATTCCCAGT 
AGGTGAATGGCTTTAATACATGGTATCTGTGAAGATGGCAAATAAAATGACT 
>1007 
>1008 

ACACTGGCTCACCTCTCAGGGCTTTGCTCCTTGGGAGGCTATTCAAGCTCAGCATC 
ACCTGTCTCACATCTGTCTGGGATCCTCAAACCTGACCTTTGTAAATTTCCACTAACTGAAGA 
TTGTAGAGGAAAAAAAAAAACATCTTATCGAATTCCTGCTCTTATAGCTGATTTTAGCTATTAG 
GAAAACATCCCAAGTTGAGCTTTTCTATTCCTAGAATTTCAGATTTCTTTCC 1 1 ! ! I AAAAATTT 
TATCTCCTTTTATAGTAGTAAAAATATTTTCCI I I I I 1 1 I I GGAATGGAGGTCTTAAGCTCAGT 
GTCAAAAATAAAATCATTTTA 
>1009 

NNNCTTCTCTATATTTTTAAACTTCCTTGATTCTCACTTTTCTCATATATAAAATGAAAT 
CAATGTTACAGTCAAAATTGCCTTTCAAAAATTCCTTMGTCTACCCATTTTCAGACTTAGTGA 
AAAATATATAGTCTAGGACCTATAGTGTATAATAATGCACACTTAAGCGAAGGAAATGGTGAG 
CTAGGCTAGAGAAAGACTAAGGGAGCATTTATATACATTTGCCTAAAATATTTAAACTTTCAG 
GGTAACTCGGTTGAGAAGGGATGAGTGAAGAATTCTAGAGAGTACCTTCTTGCCTACAGCGT 
TTAGCTCCGTTTGTTTTGCATAAAGATCTGTTTTCTGACTTCGCATGAGGGGTAGTATGTTCA 
GCTTATTCTCACTATGTAAATTACTTAGTAAATAATAGGAAGAGATGTTGAAATACAAACTTTC 
TGCCACCAGACCTTCACTCTATTGCAGTCATTTTCTCCCACTCTCCCCCCTCTCTCCCACTTC 
CTCTGAGGATTACCTTCCCCTCTCTCAGCATTCCTCTGTCAGTGGCI I I I 1 1 1 1 I CCTTTGGC 
ATGCAAACATGCTCAAGTCTGTCTTATAAAAAATAAAAAAAAAATNNNNNNNN 
>1010 

NNNCGAGGTACTCTTTTCAGATGAAAGTGTTCGGTCACCTGGAACCTGTGAGTATGT 
GGTTTTTGATCTGTGACTAAACTGTCACCCATTTCCCAGTTTCTCTGCTCCGTCAAATATCAA 
CATTTTACCAGGTTTCTCTGTTGTTGCCAAACCTGTCATTTTTATTTGGTGTGGCTTCTTGGG 
AAACTTCCATGGCCCATTTGATGGGAATCAAACAGTGAAAACAAGGACAGATGCAACAGAGG 
TGGCATCAGGAACAAATGGGTCATAAGAACTTACCTTGGCAGCAGCCCCAGAATGGTCAGG 
AGGAAAGGCACTCTAAGGTATCAGAAGGTAGAAAGGAGAGGTTGGATGATAGAATGGGGAA 
TGGATTCCTCCTCGCGTTCACAGAAATGAATTAATGGGAGACAN 
>1011 

ACTGAGACACTGGATCCTAAGAAAATCAGAGTTATAGCTAGTGGCAGTTATCAAGGG 
AATGCAGAGGTTTCTGTATTCTGAGCATGTTCCTGTAATAGGATAGATAGGCGATGTGGCAG 
CAACAACTCCCAATTCGTAATGTCTTAAAACAAAAACAAGTTTTATTTCCCATTTATGCCATGT 
TTCCAGCACAGTTTCTCAGAGGGCTGTGCTCCATGCATTTACTCAAGGTCTGGGAATGATCA 
TGGCTACACTATCTTGCAGCCACCATATTTGGAACCTGTTGCCACTCTGATGGCAGCAGAAA 
ACAAAAGAAACCCAAAGATCATGTATGAGCTATTCACT 
>1012 

ACGGGCI Nil IGTTCTTGTGCAGTAACAGTGAGGGCATGATTAGCCATCTTTGCCA 
GCTGATGTGTTGTGGACACCTGCCTTGTTACCACTCTAACAGGCCCGTGTCAGCAGCTCCG 
CTTCCTCCTGACAAGCTGCGAGCACAGGGGACAGCACAATCTGAAACTCTTACAGATACCAA 
CAGCAACAAAAATGAAAGCAGTTATGGTGGGCAAGCATTAATCTAAAA I M I NI I AAAGGAC 
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AAGCTTTTTTATATTTGACTCCTACTAATAATAAGGATTTGGTGGGGGGAAAGAGAAAATAAA 

TTTCAATAAGATTTTTCCTCAAGGGAAGCAAACNN 

>1013 

ACGCGGGGGGTCTCACCATGTTGGCCAGGCCGGTCTCAAATTCCTGACCTCAAGTG 
ATCCTCCCCCGTCAGCCTCCCCAAAGTGCCAGGATTATAAGCAGGAGCCACCGCGCCCAGC 
CTATTTTGTTTCTTAAA I I I ) II IGI I I I I CAGTCACCACAATTTC ACCAT GCATAAATCACAAC 
GGTTAACAATTTAGCATCTTTGCCTTCTTTTCCT 

ACACGTTGCATTTTGCTGCTTTCCTTAACAGCGTCTAAGTCATCAGCACTCTATTGTGATGAT 

TTATCTTAAAAATATTCCAAGCGATCATTTTTAGTAACTGTGTAATATTATATCATAAAGTTAAA 

ACATAATTTGTCATTCAATTGTTGAAATTTTTAGGTTACGTATATTTTCTCTTATAAATA^ 

ATATGTTTATAAAAAGTTATATACAGTTTTTTATAAATCTTTGTGCATACTTTA 

TAGCATAGAGACTGTGGAATAGGATTTCTTGAAAAAAGGTAAAAGTGTGAGTATGCATATATA 

CTGGTACATATATGNNN 

>1014 

ACTTATTCAGACAAGAGTTCTGACTCTCATGCTTGAGGATAAGA TTATA CATTTCAGT 
ATTACATTGAAGATATTTCATTTTTAACCAGACTAACTTAGTATATTGTTATTTT^ 
AAAGAAATATTTTCATAGAAGCTAATGCTGAGTCTTTTGATAATTTGCCGTATCTTAGTCAATC 
CCAAAAAATTTATTTTCTACTATTTACATATTATCCTAGTGGATATTACATTACTTA CTGAAGCC 

TTTGGTTCTATGTITCATCTACTCAGACTT^ 

ATTTGTTTCTCGATTACATGTATGAGATTTCAGAATTTATGAGATCATAGGTCAAGTGAAAGG 

TCACAGTTGAGAGGTCAAGTAAGAAGCTAAAATTTGTGAAACCAAAGAAATGACAGGACAGT 

GCCAAATGAAAGGTCAAAAGTCAAGTGACAGACTCAGT 

>1015 

>1016 

ACTATTATAATAAGTTAACATATTTCCCCTATATGCGGAAAATGCTGACTATATCTTTT 
GGTTGCTTTGGAACACTATCTCCTCACAACAGTCCTTGTCTACAGAAATGGGAAAGGGAAGG 
ACACATTTTGGTTTCTGCAACATGGCAACATTCGTAAAACCAGAAATGATGTGTGACAAGAAA 
CTAAAGAACTGGACGAAATTCACTTCCATTCACCCTGGTTAAAGCTTCCTTGAATCAGAGATA 
AGAMCAACATGAAAAATCTATTCCTTTTAGAAAACAAGTCTTTAACCCAGAGGTTGGTTTATT 
TTGAAAAGGAATTAGACTCTGGGCCCACATACCGCTCGTTCAAAATATAATGCTGTGGTTTCA 
ACTCCTGCTAMTGTTGCTGTGACTTTTAAGCAGAGAACTTCTAAAAGGAAGTAACCTAGGG 
AGGGGCTGATATAACTCAGACATCAATAATTCATTTTATTGGAAATAGGAGTAGTAGTATGAA 
ATG CT AG C AG ACTGTTTC A N N N N N N 
>1017 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATGGGGGTCAG 
TAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGCACAGCTTGCTTTAAACATG 
AGATCCAGCTCAGTGATCATGCGGGGGAAAAGGCCCGGCA TTGCT GGAACTCCTAATATTT 
AAAMGATGATGGAAACTTGAAATTTTATATTTAATCTTCTCATTTTTAAGTGTTGGCAATGT^ 
TTGAAGACTTTGAAGCCTCTCTGCTGGTCAAACAAGATGTATCTG TAGGCTG GATTTAGTCC 
ACAGCTGGCCAGTTTGAAAACTGAATCCTGCTAGCCTTAATTTAAATTTTTTTAAATTT 
GCTTTGATTCCTGCACTCCTGCTCAAAAAAATCTTCAATGGCTCCCCACTGTCTGCAAGGTAA 
AGTCCAAACTTTGTCACCAGTCCTTCAAAGCAACCCATGACTATATCCAAGACCCCAAACCAT 
ATTTCTACCTTATAGCCAGTCTCCATCTTCCACCGCAACCAGAATGATAGTTGAATTGTACTC 
TAGGAAGGAAAATATTCAGAAAGGCACCAGTCCTGGCCATGAGGGCTGCTTCTGGGTCCCT 
AAGCI 1 1 1 i CCTTTCCTGCAGTGCCCTACACTGTGCATGCCTATCAATGAAACCCTGTCCATC 
ATTAACCATCCAGCTCAAATACXJACCTCTCCACAAAACATCCCTGATGGCCCAGCCAAATGC 
CCCTTTGCTCTGAATTTCCATGGGA CTTTA TATCACTCACATGACACTTACAACATACTGCCT 
TGTTTTGGCATTACCTACATAGCTCATTTTCCCAAACACCTAATAATATTCACAGAAGGAAGA 
GTTTGGGTTTTGCACTATATTGAATATCCCTGTAGTGCTTTGTACATAGCANNNNN 
>1018 

ACGCGGGT(X)CTTATTTTCTGGTGTTTACTTGGGATGCATCAGTGAACAAAACAAAG 
GTATCTGTCCTTATGAAATTTATATCATAGCAGAGGAAGACTGGAAATGAATAAATAAATAAA 
GAATGGAGTTTGTTGGAAGGTAATMGTTCTGTGiGAMCAAGGAAA ACCA AGGCA 
TtGGAGTGCTAAAGTGAAGGTGTGAGAACAGATTGCTCTTGCTCAGTTTTCTiQTCTT 
TTTAGGAMTTGTCATTCTCTGTATGOT^ 
TTTAAGATAAATTATATAAATATAAATTATAAATGTGTGT 
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>1019 

ACTTAGTTACTCCTTGCCCATAGACGTGTTTGACCTAGAAAAATTTCTTATACGCAAC 
AGATATTCATGAAATATATATTAAAATAAAGCTTGAAGGGTGAATTAAATAAATATTTACTTGG 
AAGCTACAGTGGGTGAATTAAACAAATATTTACTTGGAAGCTACTTTATAGCCACTGGGCTG 
GATTTCATATACAGAGTTCTTGCCCTTGGGAGTTTTACAACTGCTTAACACTTTGTCTATGCT 
AGAATACATAAAAAAAAAAAAAAAAAAAAAAGTACCNN 
>1020 

NNNNACAACACACATACTTTAGAGATAATCAGAAGCAAATATTTTTTTAAATGCCAGA 
ATATACACATAAGCATAGTTAAATAAAAAAAAATGTTCACTCTGTTGATGTTAAAGTCCATGGA 
CTCAAATCTCTTTGGACAATTGTGTTCAAAATTTTTCACACTGAGATATATTTACAGGTGGGAT 
TTATGTTAAGGCCAATATACTTACTCACAGAGACACAAGAGAATACCAAAGTACCTAATGCTT 
TCAGCCCAGGAGCAGAAAGAGAAGTGGGCTCTTTGCTTTGAGAGTCTCTGAAAATTATTCAA 
TACCCTGGGACAAATTAAATGAGGTAGATCCTTCTTTGAATTTGTTAATAAAGCATGCTTGTTT 
TGTCTCCATAAAACAGGCTTTGACCATTAAGGTTTATATTTTAAATGGGTAAATTTTATTGTAA 
TACACTAATTTTAAGAAAAGAATTAACTCATGGCTTAAAAGCAAAAACCAGACCTTGGATTTC 
ACCCATAACTTTAAGGCTGGTCATTTTAACCCTGATTTGACACACTCTTATTATGGTGTCTTTT 
CTCCTTATTTGGCTAAATATTTCTGACCATCATAGCAATCTTTTCTATAAAGGAAGCAGGCAA 
GAGAGCTAGAGTGAAAATGTTAAAAACAAAACAAAAAAGACAGCATACTGGCTACCAGTTTTT 
CTT-AAITAAGATGATGTGTTTTCGCAATTGCGTAAATTAGAATA^ 

ATATTTCTrCACTGAAAGAAAACTTACTTCTACATGTAAACCTGCCATATACTTTTTCAATTAA 

GCAATGGATCAAAAGNNNNNNNNNNNN 

>1021 

ACTTACAGTCTTAAGATATCCATACACCCCCACATCCGTCCTTTGTGCGAGAAGATT 
ACTGAAAATTTMTTCCATTTATGTCATTGGATTTGTAAAAAACCCCTTCTGGATTCAAAGATG 
AAGGCCTCACTTACTTTATTTTTGTCATTTTCACAGACCCCTTATGTAAATGCCTCAAGAGTAA 
GAATCTTGCTCAAGTGATTTTTGTATCTCCAATGGCTAACAAGGAGCCTGACATAGAGTAGCT 
GCTTGGTAAATATGTGTTCATTCATTCAACAAATACCCCCAAGGNN 
>1022 

ACCGTGTGGGCCACTAATACATAAGCATCTGTGTTGGCTGGGGGTAGGTGTAGGGG 
GTGCTTGGGGAGAGATTTAAACAAACCCTTTCCTCTACTTGCAACATCTCTTAAAAGCTTGTC 
ATCATGTTACTTCCTATTTCTTTAGAGTTCATlTGTTTAAGACGGAAACGTGCTTCATCTTGTT 
CGCTTTTTCTGCATTCTTTGTAAACTTAATATTCTAATTAGCCCCAACACGGAAAAGAATGTAA 
CACAACTGTCTTAGTTGTGCCATAGAGTTAGAATCTATCTATTAACATGTTTTAGTAATAACAA 
GAGAAATAATAAAAACACACCTATTATGA6AGGGTGCCCATGCCAATAAATTTGAAACATTAC 
CAGGAATATAAAGGAAGGAAGGAAACAGGTGGAGACACTCAN 
>1023 

NNNNNACTATGGGGAGCTATTATAGA GATTTT AAGTATGGAAGTTGACAATGATCAG 
MTATGCAGTTTGGGAACAATTACCTCTGGTGTTTTTGAAGAAAATAGAATGCAGAAGAGTAA 
GCCTACAGATAGAAAGCATTTAGGAAGCTCTAGTAATAGTCCTGGTAAAAAGTAAGGAAGCC 
CTAAGTATTGCCACTGCAAATAGAAGAGTGGATTCAAAGATAAGTAGGTAGGATTAGAAGTT 
AATTTATGTGCAATGGGAGGGAAATATGGTTAGTTTCAGGTTCCTGGTTTGGGCCGTTGGGT 
GGTTGATGGGATTATTTCCCCAAATAGAGAATATAGAAGTGGGAAGAACACATAATTATGAGT 
GAAAACATTAATTAATTTAGAAAATGTTGTTTGAAATATATGTACTTTCTCTAAGTTGGTGAGA 
TAGAACTGCCTTTGGTACACTAGAGTATGTTGGTGAAAATTTGTTCTACTTATGGCATGCTTG 
TCCAACCTGCGGCCCAGGATGGCTTTGAATGCAGCCCGACACAAACTTTGTTAAAGCATTAT 
GGATTTCG ATTTC 1 1 1 1 1 1 1 1 I 1 1 1 GGCTGATCAGCTATTGTTCATGTANNNNNN 
>1024 

NNNACCCACAATGGAAAGATGGTCTTCCTGCATTGTGAAGGTTGTTCTCATCAACCA 
AGCCTGCAATGACTAGACATTCTAAAGAGAAGAGTGATGGCAATGGAAAGAGGACACATCCA 
CTTGCCAGGTCACTTCTATCAGTTGATGACATGCCATATGTTATGGCTAGGTCAGCTTTCCAC 
AAGTATGCACATGCAAAATAGAACTTGGGAAAAAAATCTTTGATTTGGCCCTCTACCAAGTGG 
ATCAGTGTGTCAGAGJTCAGTTGAGCAAAGGTCAGAGTTTAAGTTGAATCTCCAGTCACTCTT 
TTGAAGATATTTGGTGATGCCAMTTTAATTTAGGATATTATGTAGGTAAGTATTCTGTCAGtT 
CATTTATAGfGTGMTTTACAGGATTTAGCCTTAGTCCGAGAAAAACTGGCCCCTGGCCCAG 
ACTATACACCAGGCAGTTCTAAACATATACMTTCATGTTMGGAAAAMCAGATTTAGAACTT 
ACATTACTCCTAAATAACATTTATTTCCATGTGACTTGCATGTCTAAATAAAATGAATTTGGCT 
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TAGTAAGGCTTTCATTTATCTTCATCTAAACGCTTTTCCACCAGTACTCATCACAAGACTCCC 

CAAGGTTATGAAGCAGATTGATATAGAAACTCCATTTCTAGGACAAAAACGAGGCACCTTGA 

GAATGGACCCAAGCCATAATAAACTAGTAATGCATTTTCCCACACAACC ATATA AAATACAGT 

GAGCCCTTGATCAACCTTTGCACAAAAAGMTTGCTCATTAAGTCTTTGATTTTTTAAAAAAT^ 

GCACTTGGTTTTCTAGAAAGAGGATCTGCACACTAACTATTCGATTTGTTTGAATATAGTCAG 

ATTATTATGTCTGTGTTTATTAGGCTTAATTTGAAMGATTTTTGGTTAGTATCTCCACTTCTAT 

GATCAAACACTATAGAGTTCAAGACCAGCCTGGGCAACATAGTGAGANNNN 

>1025 

ACTTGTTTCTCCCCTTCGGACCACTCTCCCCACTAGACAGCTGTATGGCCGGCTCC 
CTCACTCTCCTCAGGTCTATCAGAGGGTGGCCACTGACCTCATTGTCTCAAACATTATATAG 
AACACACACGCACCCATGCACGCACACCGTCGTTCTTCATCCGCCTGGTTCCGTGCACTATT 
CCAGGACCTACAGCAGTGCCTAGAACACAGMCATCCATTAGCAACATTTGTTTAATGAATTT 
ATAGTGCCTAAACCTGCACAACTCTGACTTTGCCTTGCTATTAGAAAATGCAAGGCCAGGCG 
CGGTGGCTCACACCTGTAATCCCAGCACTTTGAGAGGCCGAGGTGGGCGGATCACTTGAG 
GTCAGGAGTTCAAGACAAGCCTGGCCAACATGGCGAAACCTATTCTTTACTAAAAATACAAA 
AATAACCTAGGGCTGATGGCATGTGCCTATAAN 
>1026 

NNNNCGANAGTCTTCTAGNATTAATTMCTTAGTTC 
ACTCAAAGTGTAGAGCACAACAGCAACTGTGCTTGACCGTACTCCTTGGTTTACATCTATTGT 
CTTGACAAMATATTAATAGCATTTCCTTTCACTTTTAGAAATACTCGAGTTTG 
TTAGGTTCACTTTACCCTCATGCTATAAATTGGTGGTGTTCTGGTTGGACTTGGTGAATCAGG 
AGATTGTATAATCAACAATTACCCAAAGCAGAGATTCTGATTTAGTAGGCCAAGGGTGGCCT 
ACTAAATGTGCATTTTAAGAAGGCATGTCTAAGGATTCAGGTAGTAGTGTGAGAAGCAGTAC 
TCTGTTTCTGGTACTGAGGCTAATGGTCTTAGTTGGGATAAGGAGAGTGGGGAAGGGGCAG 
GGGGAGATGATGAAATTCATTTATCCTCTGTGATGCTATGGAAGAACAATTAAGATCATGTTT 
CCTACTTGATTTTAGTTGCTAGTCATTTCTTAATCTAAGCACCCCCTATAATTTACCTATGTCA 
TCATGCAAAATCACCATCGGTAATAATGTGGGGGCGGGGGAAGTCTATACAAGAATATTAAG 
GCCCTGTGCGTGAGCATGTCTATAGTTAAAGACTTAATGAGAAAGCATCAAATTGTGGTGCA 
AACAGCTGAAAGTAGAAGTAAATCACAACGTAATAAGATGCAACTTTGGAGGAGCTCAAAGC 
AACAGATACGTTTTTATCCAAAAAGGAGTAAAACAAAAAAATCGTCAACGGCAGTTCC TTCAG 
ATAATCAACTGATGATTTCATTTGAAAACCATMTTAACTAGCGTTGTTTGTAAAATAACTTTTT 
TCCATTTATACTTTTTAATGTTTATTAAATTACTTTTCTCTAT^ 

AAATGTGTMGTGGTATAAATGTCCCATGTGTCTTTTATTCTAGAGCATAAGAAAAGATGGGA 

AGCTACCTCAAACTTGTTTTGAGGCAAATGTAGTATGAATCCCTAAACATAACACCAGTACTG 

CTAAATGACAGTTATCTAATCTCACTGATGAACAAGAATANNNNNNN 

>1027 

ACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAGTTTGTTGCCTTCCCTTTCCTCGG 
AAACCCCAAGTTTGTGGATGCTGCAGACACTCTGTGCCCCCCTGCATGCTGGGTGCCTGGC 
CAGCTGCCAGGGCATAAAGACAGAGACGATGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAA 
GCCCCAGTTCTTCCATGTTAGGTGATTTCTTGCAG CTCT TGGTATCTGCAGAATTAGTGTGAA 
TGCTT AAAAAATATTAACAGCTTTATATCATGAMGTTTTAACATGN 
>1028 
>1029 

NNNNAAACATTTNAGACTCACTGTGTAGCCTTCTTGGAATCGGGAATTCGCTTAATG 
CTGTCCGTGAAAAAATAGCCTTTMCATCTGTTTGATTGAGATTTGTGATACATAGAAGTTGG 
GAGGAAGATGTGGAAAGCCCTAAGAGAGCTACTTGCCAACCCCACCATCAGGTCTGCCTCA 
GTGTTCCTAGTCAGGACAGACGAGGCCGAGTCTGATATTAGATAGTCTTTGAATGCAACATA 
AACAGACCACAGGGACTGGTATGTAGCAAATGGTCAATATATAATGTACATAGGAANNNN 
>1030 

ACTTTGACCTGTATGTAAACTCTAGTTACTTTGGTCTTCTCAGGCTCTTGACTCTTTC 
ACAATTAMGTAGTCTTTGAGGCTCAGCCTGCTTTCCTCA TAGCT ATGCTATGGCCTGGACA 
CTCAGGGGAGTATAAGCTGAGGCAMCATGGACTCATTTGTTTTCTAACTTTCAGGGATTATT 
GTCCATCATTGCCTGATGTCCAGTGTCTTGiAAAAGCAATT 
>1031 

ACCATTGTTTTGTTCAAAATCACM7TTAAATACTTCGTGATTTTAGAAATAATGGAGC 
CACGTTTTCACCATTAAGGTGAGTGATTGTTCAGATACATTTGGCACTGTCCATAGGTTTATG 
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GCTTCCAACTTGTTTAAGACCATTCCCAGAGTGAGAGCTGATTTGCCATGGTTATGAAGCTTT 

CAGGATATAAACTATAAGAATGACAAACTACAGCAGTTGAAAATGTGTCTTCAGATACTCACT 

TGCAACTCCCATTTATGTCTCTAGGGATTGAGAAATGAGGATCGAGGGACCAAATCTGGCTT 

GGTCAGTAAGAGTGTAGGTAACATATAAATATTAATGTTCGTTGCAGTTAGTGTGGT 

>1032 

NCTGTTTCCTGTGTG^AAAACGACGGCGAGTAGTCTGGGTCATAGCTGTTTCCNNNN 
NNNNNNNNNNNNNNNNNNNftlNNNNNNNNNNNNNNNNNNNNNNNNNACAGTGGTGTGATCG 
CAGCTCACTGCAGCCTCAACCTCCCGGGCCCAAGCAATCCTCCCACCTCAGCCTCCCCAGT 
AGCTGTGTTCCAAAGAAATTTATTTATAAAACAGGTGTTGGGCTGGACTTGACCCGTGGGCC 
ACAGTTTGTCAACTGCCATTCTGTAAGCTTAACATGTGTTAATTACTGCAATCTGAATAACAAT 
GCTATGATATAGACACTGTGTTCCTTTTAATAGACAAAGGAACCCAGGCACAGAAGGATTGA 
CTAATATGACCAAAGTCACACTGCCAGTGAGTAGCAAGCCTGAGCTCTGAACCATGACAGTT 
CACATCTTCCACGACAGCAGCTTCTCAATGCTCTTTGGAGGGACCAGAGCCCAGGCAGTAG 
CAACGGCTATGAGGTGGTGAGACATGACCAGCAGATAAGCCCTGGGCAATTGGCCAGAGCT 
GGAGGGAGTGGAGAACTAGCCATNTGTGACTTTGTGAACATCCCTGGGGAGTCTGGAATTA 
NNNNNNN 
>1033 

ACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGGAGTCAAAGATAGTTCCAAAACT 

TTTGAAGAGAACAGTGGATGAATAeTGTTTAeTGAGATG 

TTTGGAAAGCAGAAATACGATCAAGACTTCCATTTTTGATACATTAAGCTTGGTATGTTTAATT 

CATAGCTATATAGAGGTATTAAATTGGCAGGACAAAATCATAGCTAGAGATAAAAATTTAGAG 

TTCACCAGTGTAAAGATGATATTTGATGGCACAGGATGGACTTTCTTCTGGGATTTGAGTATA 

CATAGAGGAAAGATGTGAGGATTGAGCACCAGGGGACTTCAACATTGACAGGCTCAACAGA 

GGAGAATTCCCAAGAGGATGAGGTTCCACCTTTAGGACCGCCAAAGAAGACTTCCCAGACA 

AGN 

>1034 

>1035 

ACCATTTAACTGAGTGAAAGCTTTACAATTGAGGGGTTACTCATTAGCAGGACCTGG 
GTTTTGTTTTTAATCTCATTAACCCCTTGTTACCCATTTGATAACAAAGACTTCAAGGAAGAAT 
TTGCTCAAAAATCTCTGGGAGACAGTAATAGCTTCTTGGGCCTGACTGATAAACTTTTTGCCT 
CCAGCAATGGAAATGTGGGAAAATTCCAGATGCTAAATGATCTGGCTTGGACCCAGCAGGTT 
GAGGTAGTGGAGCCTTTCGATTGAGGCACAGCCCAGGACTGCTGCAAGGGAGAGGCACAA 
CAGATA 
>1036 

CCCACGCGTCCGATCAAACCAGGAGCAGGTGCAGCCCGGAGGCCCCCCCCGTGG 
GGAGAAGCGGCTGGGGGGTCCCTGCATCTTGTACTGCGGCCCCTCCAACAAGTCGGTGGA 
TGTCCTGGCAGGACTGCTCCTGAGAAGGATGGAGCTGAAGCCCCTCCGTGTGTACAGTGAG 
CAGGCTGAGGCCAGCGAGGTTCCCAGTGCCGCGTGTGGGCAGCAGGAAGCTGCTCAGGAA 
GAGCCCCCGGGAGGGGAGGCCGAACCAGAGCCTCAGGAGCATCACCCTGCACCACCGGA 
TCCGGCAGGCCCCCAACCCTTACTCGTCGGAAATCAAGGCCTTTGACACCCGGCTGCAGAG 
AGGGGAGCTCTTCTCCAGGGAGGACCTGGTCTGGTACAAGAAGGTCTTGTGGGAGGCTCG 
GAAGTTCGAGCTGGACCGGCATGAGGTCATCCTCTGCACCTGCTCCTGTGCAGCCTCTGCC 
AGCCTCAAAATCCTGGACGTGAGGCAGATCCTTGTTGACGAGGCAGGCATGGCCACGGAAC 
CTGAAACCCTCATCCCCCTGGTGCAGTTCCCACAGGCCGAGAAGGTGGTTCTTCTCGGAGA 
CCACAAGCAGCTGCGGCCTGTGGTCAAGAATGAGCGGCTGCAAAACCTGGGTCTGGACCG 
GTCTCTGTTCGAGCGGTACCACGAGGACGCACATATGCTGGACACTCAGTACCGCATGCAT 
GAGGGCATCTGTGCCTTCCCCTCTGTGGCGTTCTACAAGAGCAAGCTGAAGACGTGGCAGG 
GCCTGAGGAGGCCGCCCAGTGTQCTGGGCCACGCTGGCAAGGAGAGCTGCCCTGTCATCT 
TTGGCCACGTGCAGGGCCACGAGCGGAGCCTGCTGGTGTCCACGGACGAAGGGAATGAGA 
ACTCCAAGGCCAACCTGGAGGAGGTGGCTGAGGTGGTCCGTATCACCAAGCAGCTGACCC 
TGGGGAGGACCGTAGAGCCCCAGGACATCGCCGTGCTCACGCCCTACAACGCGCAGGCCT 
CTGAGATCAGCAAGGCCCTTCGGCGAGAGGGCATCGCCGGGGTGGCCGTGTCCTCCATCA 
CCAAGAGCCAAGGGAGCGAGTGGCGCTATGTGCTGGTGAGCACCGTCCGCACCTGTGCCA 
AGAGCGACCTGGACCAGCGGCCCACCAAGAGCTGGCTCAAGAAGTTTCTGGGCTTCGTTGT 
GGACCCCAACCAAGTGAATGTGGCTGTCACGCGGGCCCAGGAGGGGCTCTGCCTGATCGG 
AGACCACCTCCTTCTGCGCTGCTGCCCCCTCTGGCGTAGCCTCCTGGACTTCTGCGAGGCT 
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CAGCAGACCCTCGTGCCTGCCGGCCAGGTGCGCGTCTGCAGGAGGCCAACTATGCCTTCC 

TGAAGAGCCCTCTCCACCTGCAAGGTGCCAGGACTGGGCAGGGAAAGTCCACGGGGCCCC 

ACGAACGGACCACGCCCTGCGACATCACCCGCCCGGGCCCAGCCTGCCTCCTGGCCTCAG 

GCTCCCCTGGGCCAGGACACTGAGTGAAAAAGAAAGAAGAACGGAAACAGCAACGAGACC 

CGCAGCACACCAGACCACACCTGGCCCACCAGGCAACCCAGCACAAACCAACAATGACACT 

CAAAGCAGCAACCTGCGACCAGCGACAGTGAACACCAGAAAGATCAAGGACCAGACACCAG 

CAAACATGTAAAGAGAATCCGTGTGAACGGAACAACAACAAAACAATAGAACAACACAACAG 

ACACACAAAGCGACAACAGCAGACCGACTGAAACACCCGGCGTAAGCAAGCAGCAAGACTG 

ACCCGGTATCTATAGAAAGAGAGAGTCAGTCGCTACATCACAACATCACTAACTGAGGACAC 

GCGCACGAGCAGCCACACAGCGAAAACGAACGACCAAAGACACAGCAGACCGCGAGCGAT 

AGCAGCGCACAGCACAGACATCACAGCAGCCCCTACGCGGCCCGAGAACCCGAACAGGAG 

AGACGAGCACCCTGCCAGACGAAAATGAACGAGCAGCCAGAAGAGGGCGAGGAGCGACCG 

AGGAAACAAAGGCGCAGAGGGAAGAAGAN 

>1037 

ACCATTTAACTGAGTGAAAGCTTTACAATTGAGGGGTTACTCATTAGCAGGACCTGG 
GTTTTGTTTTTAATCTCATTAACCCCTTGTTACCCATTTGATAACAAA 

TTGCTCAAAAATCTCTGGGAGACAGTMTAGCTTCTTGGGCCTGACTGATAAACTTTTTGCCT 

CCAGCAATGGAAATGTGGGAAAATTCCAGATGCTAAATGATCTGGCTTGGACCCAGCAGGTT 

GAGGTAGTGGAGCCTTTGGATTGAGGCACAGCCCAGGACT^ 

CAGATA 

>1038 

ACTTTGACTATTTTTTAGCAACAAATTACTTTTGACACACAGCACAATTGATTTAACA 
TTCCAATTTTGGAACTATTGGATAAATMTGATGGGATTTAAATAAAGCAATCCGATTCTACTA 
TTACAGCATAGGGTCTCTTGTAGTCCTCTTAGTAAAAACTATTGTGACACTTCCTTC TTTCTCC 
AAATATTCGGCCTGGAAAGACCTAAATACAATGCAGGGATTGAATCAAATTCACACAI I I I I I 
TTCCTACGGAAACAACAACCTTTCTTGCTTATATTTAACAAAAACTAGTATAGATTCCCTTTAT 
ATTMTAGTTATATGGTATTTTTTTCTCAGAGTAGAAATCAGGTTTATAGGCTAAGAATATAGG 
CTAATTTGGAGCATAACACTAACCAGCATGAACCTAAGTGAGTACN 
>1039 

ACTTAGATCAGATGGATTGAAACATGACAGCCCCATTTCATCTGGCCGGTTAAGGTC 
CTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATGAGAGAGAGAATGGGTTTCTTTAATT 
GCCAGATTGTCTGAACACAGCCTCAGCTACTTCTAGGAATAAGACGAAGCAGTGAGGAAGTT 
GCCAGTTGAGTGATTCTTGGGGAAAAAAATTAGCATTCAGTGCCAGCTCTCTAAAGTGTGGA 
TTCTGGATTCTGGTAGAAGCCAGTAMGAAACGTTTTCTCTGGAGTGGAAGCTAGTAAGATT 
TATTCTGTGGTGATGAAGCCATCTGAAACCTTACAAGCAGTGTGGTTGTATCAGCATATGGG 
AGCTGACTGCCTCAGGACTTTGGAAGCCTGCTTCTCTGTGCCTCAGCCGGAACTCAGGTTA 
CTCAGTAGTCATTTGCTAATTTCTGAGAACGCAACACTCCTGAAGGGATAGAAAGCATGAAC 
MTACCCAAACTTTTTAGACTAGTACTGTGTGTCAGGTATTGTAACATTCATTCAGTCCCTGA 
MTGTACAAACTAGTTATTGCTCCCCTTTTTCATTTGAGGATACTGATGCCCAGATAAGATAA 
GTGGCTTGCCCTGGGTCACATAGCTTGTAAATGCCGAGCTAGCATTTGAAN 
>1040 

ACTCTTATCAACTGTTTTATAGATGAGAAAACATTAGCCACAGCTTAG CTTAT TTGAA 
GTCACAATAATATTAACTAAGTAAGAGCAAAAGCCAAGATTCAAATGTAGATTATTTTACTACA 
GACTGAGAAACGAATTAAACTAGGAGCCTAAGATACTTTCTGGAATTGAAATGATACATTATA 
TATACCTATAAAGATAATTGGCTATAGCTTCCTAAACTACAAATTGTCATAAAAATGACTTCTG 
TCCTATATCAATTAGAAACTGGTATTAAAATTGAGTATTATAAGACAATAGAATGN 
>1041 

NNNACTGCAGGGCCCAAGAGCATACAAAGCTAGTTATTTGGATCCAAAGTTGGTCAA 
GTGTGCAGTGTTTAGACATCATGATCTAGGCAAACAGAATTCCTGGCCTGAAATATGTCACT 
AGTTAGAAACATTAGAAGCTTTCAGGTAAATAAATATAAAAAACCAGTCAACCGTATTCTTATT 
TCTTCGTCAGAGAATCATGTGTCGTTTGGTTTAACTTCCTGCTGGATTCTGGATGGGAGTTGT 
TGAACATATTMTCTCATTATTTTCTGTAGAGGACAGGTTGTCCCCX3CCTTGCTCATTAGCGC 
CCTGACTGCTTGTTAGGGCTCTCTGCCTCTGGCGCTGTGACCAGCACX3GTTGCTCCAGCAG 
GCAGCAGTGCGTGGGCCTGCTCTCCATGGCAGAGACAGGGCTGTGAAGCTTGGGT 
>1042 

ACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAGAGAAGGTAAAGGCAAGGGCTC 
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ACTGGATAI 1 1 1 I AAATTGTAGGGATGTCCTTTGCTCTGGGTCAATTTTAGGATCAAATATAAA 

AGCACCTATAGCTCAGAGTATCTTCTAACATAAAACTTCTGAGATACCAGAAATTTTCCAAAA 

CATGGTATAAACAGTATGAAACACTGGGTAGATAAAAGCTTTCTCTAAATCTTAAAGTGCTCA 

AATATCATGACCTGA I 1111 I AGTTTTAG AAATCAGATA I I 1 1 I CTATTCCATATCTTAAACTTT 

CATGTTAAATTCTAGTTCTGACAATGTAGGGTTCTAI I I I I I I CAGGTGATTGTTGGGAGCGT 

ATAGAAGCATATATAAATATGGAATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTCAAGCC 

TCTAATCAAATAGATTGATGCTTCAGAAACTTAACAGAATATTATCTGCAATTTGGCATAAATG 

CATNTTTCTTGGGGAAGTTTCCATGGTCAAAATTATTAGTCATTGCAAAACAGAAAAGTTTGA 

CAACTGGAAANN 

>1043 

ACCCGTTTGTCCATGGCTATTCCAAATACCCCCATGTTTATTTAAAATGTATATATAAT 
CAGTTACATAAAAAGAGGTATGCTTAAATTCTCATGACTCTATGGTTGGACCTCTGTGGTTGG 
AGCAGGCAATAGAAATGTCTGTAATTCATTTAAAAAAAAAAGTGACTTTCCTACCTTTAGATA 
GTGAGGACAATCTGTTAACTCTTTGTGTTGATAAAAGGAAACATTTCAGGGCACGGTGAAAG 
AAATCTCTACCATGTATAAGGTTATATATATACCAGAAGCAGTGGAGTTAGGACCAAATTAAG 
ATTTGAC 
>1044 
>1045 

NN6GTCCGGTTGTGAGCTATTCCAAGAGTACAGCCATCAACAGTTAGTCCCAAGAGT 
TGGAGGCATTGTTGGGGAAAGAGATTGCAATAGACTGGTGCAGATCAGTTACCTGAAGCTC 
CTGCCTTATCTGAGGCCTGGTGATGCTGCTGTGTGCCCAGAAGCCAGTCATATGGATGTCTT 
GACCTGTCCAGCACACACCTCAGTAGTAGGAGATATGGGTCTTTGGAATGCTTTATGTGTGA 
TGAGGATGAAACAGTTAAGTGCTACTTTCTCATCCTCGGCCTTATGACATTAGTTAGTTGTGT 
AAGATTTTGCAGGGAGGTATTCCCTCCTCTACCCTTTCGTCACAAGCCCCTCTCATTCCTCT 
GAAAAGGTTCCATACTCCAGTCCCTACCCTCAAAGAAAGATTTTACTAAGCAAAAGTATCTAT 
GGCTCTCTCTGTTCTCCTTGCTTTAGCTAGCACAGCTAAACTGGGATCTCACCAGTCTGACA 
GGGCAACCTCCAAGATTCACAACCCAGGAAAAGTACTGCTTTGCGTAAGTTTAATCAAGACC 
AGAGCAGAGACAGGACACAAAGTCAAAAGAACTCAGTCAGCNN 
>1046 

ACAGCACTTTCAAAGTAGTGGAATATAAATCTTTCCATTTAACAGCAACATTCAAATA 
TTTCCCATTCTGCTTATTATTCCTCTCTGAAGGTGATACATAGAAATATAGGAGCAAACACAG 
CAATGCAGGCGCTCTATGATCTGGTTTGCTCACATAGATCTTAAAAGGAGAAGAATGAGGGA 
TTTGCCTACAACCCACAGCCAATCTATGTGGACACAAAGGGTGACTTCTTCCTTCTATTACGT 
TCCTTGAGGTAGAAATGGTAAACTAGCATGACCTCGAATCATAATTTAATATCATTCTAN 
>1047 

ACATTATTGGTAGTATCTCAGAATCCTGCTTAGCTTTTGAGATAAACCAAGTCATGAT 
ATTTTGGGTAATATGGCCATAGGTATCATGCAAGATTGAACTGCCCAGTATTTGCCTTTTTCA 
ATATTTACTTTGTAAGAACCTGACACTGTAGGTCCTCACCACACCAAAACCTGCAACATAAAC 
TTCAATTTTGGGCAACTCATAGACCAAAAAAGCTAAACAAAACAAAAAGGAAAAAACCCTCTA 
TATACMTCACCCTGCTTGTCTACATTTAATTTGCTTCATTCANAATAAGCAGTCACN 
>1048 
>1049 

GGGGACATTTAGTTCGGGCATGAAAAAGAAGTTAACAAGCAAAGGTACCTATAAACA 
AAGGCATCATAAATAGATATAAAGCCAGAAGAAAAGGGATCTAAAGTAGACAGAGAAGATAG 
GCTGACTCTCCAGTTGCAGATTTTCATTATCAGCTCATCACACCACCGAAACTCTCTGGTGAT 
TTGCTATCCACATCCATGGCGTTTGGTGGCCCTAAAGATTGTAACGGCCCCCATCCTCTTGG 
TTAAAATGGCAGGTGTGTTGACAAGAACTGTCTTAGGTACCCCCTGCCTGCTGGGCATCACA 
TTCTTCTTGGTATATATTAAAAGAACACAAGTTTGGGCCAGGCACGATGGCTCATGCCTGTAA 
TCCCAGCACTTGGGGAGGCTGAGACAGTGGATCATTGGCGGTCAGGAGTGCAAGACCAGC 
CTGGCCAACATGGCAAAAN NNN 
>1050 
>1051 

ACCCATCTCTTCCATTCTGGGAATCTGGGAAACTAAGCCTGTAACTTGTAGCTTGTA 
GAATGAATGATGGAGTAGAATAAATAAGAAAGGAATATATCATTAAATGCACAGGTTAAATAA 
ATAAAAATCTATTAATAAAGAGCCTAAAGAAAGAAAGATGACATTTCAGCACATATTGGGTGA 
AATAAGTTGTTTAGTCCAGCACTTCTCAATTTTTAGTGGATATGTGAATTGCCTATTAAAATGC 
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AAATTTTAAATTAGTTAATCTGGGTTGG ACCTG AGTCTGCGTTTCCAACAAGCTCCCAGGTGA 

TGTCAATGCTATTGGTCCAAAGACTATGTTTTGTGTAGCAAGGGTTCTAGATACAATTACATT 

AGAAAAGATCAGAGAAAAGTGGAGTGATTGT 

>1052 

ACGCGGGTATAGCTATATACTCATATTTTTATTTTTATGTAAAATTTCCAAAATGCTTA 
ATATGGCAGTATAATAATTATAACTAGATTTACTTCAAAACATAGACATAAAGAAGATTACATG 
CCTGTAGAAGTTCATTGAATTAGGAATCACATGCTATTTATTTTAGCAGATATCTTCTTAATTA 
AATGTTTGACCCATGTGAAGTCATTTAACAGATCTGTTACGCATTATTCACATATGCAAAATAA 
TCTATATGATCTGAATACCATTTCCATCTTTAAAATTACATATTCCT 
>1053 

AQAATCAAAAAAAGAGAAAAAAGAAATGGTGTTAAAAGCCACAGTAAACATAAACCTC 
ATATCAAGTATAAAACCACACACACTTTGCTCTTCATCCGGACAATGCCCAAAATTATACTGA 
GGTATTGGGGTGGGCTGATACCTTCAAACAGGGAGAGAGGGACCATGTTCAGGAGGTGTAT 
TCCTCGATTTAGGTGGTGACTGAA I I I I I I I I I I I AAGACAGGGTCTCACTCTGTCACCCAGG 
CTGGAATGCAGTGACGTGATCTCGGCTCACTGCAGCATCAACCTCCTGGGCTCAAGCGATC 
CTCCCACCTCANN 
>1054 

ACAATGAAAATTACAAAATACTGTTGAGAGAAATTAAAGAAGACAAATAAATGAAAAG 
AGACGGAACATGTTTTCGCTTGTAAAACTCAGTAGGATTAAGATCTCTTCTCTCCCACGA 
TATAGCTTTAMGCAATCAAAATCAGACTGGTTTTGTCTGAACGTTTTTGAATAAGTCAATGG 
CTTATTTCAAAATTCATATGAAATTTCAAATGCCAAAGAATAGGCAAAATATTTCAGAAMGAA 
GAAAGATTGAGGATTTGCAATAACTGACTTCAAAACTCACTAGAAN 
>1055 

NNNNNCAGGCTAGAGAGATGTTGGAAATAGTTGTTAAATTGGCTTAACTTTCTCAGG 
ACACCTTGTACCCACCACGTTCATGTCTCCTCTAGCCAACTATAAAGTTATTAACACAAGAAC 
CCTGTCTTATTCATCACAGTATCACCCACAGGGGCTGAGACAGTGCTTACACAGAAATGGCC 
CTTGATAAAATATGGGCTGAATGAATGAACATATGAATTTGACACTTTGAGAACTAAATTAAAA 
GTTATTTCTACTAGCATTTTTAACACAAGAACTATTGAGATTACTTATATATTAGTAG TAAAA TG 
TTTGCTTTATTCATTTGATTGGCAAACTTATAATGAACTCAGTGAAACTTGTCCACCTTTTTCT 
ACATGTTGAAATTTTCAAAAATCCATAAGATTACTCCTCACACACACACCTCCAAGTATCCATA 
GAGATGGACCTACTTCATACCATTATATTCATAATCCAATTATTTCTAGAAATCCCATTGATTT 
CAGGGAACTGAATTTGATAGCCAGGAGGCATTCCACTGGCTTCTTAAAGCN 
>1056 

ACATTMCTCACTGACTTACTCtGGGTTGCTATTGTATTAAAATTCTGTATAGACATTA 
CGTAGCCTCAGAGTTGAATTTGGACTGCCCTTAAAATAAAAAATTCTTAAATCTTTAGTGTGG 
TGTCTATTAA I I I 1 1 ATGATGATTTACAAGTTGGAAATGATTACTTTGCAAGTCATAGTTTACTT 
TGAAGTTAATAAGAGTGATTACAGTAAAGGAAAAATGCCATATATGGCATTGTTCTTAACAGC 
TTATGAAATTTGGAAAACGATATTTTAGAAAGCTTTCTCTTGTTGGCTGGAATGAAGN 
>1057 

ACAGCTTGTTCAGGATATTTCTTCTATTTTTCCllTGAGTTCTTGTTCATAT^ 
AATTTCTAGTAGTTCTTAATGTATTTTAACCAATAGACTTTTGTCTTCCTTCTGCTTA 
CTCGTAAATGCTTTTTGTGACTTGTCTM 
ATTTTTAGTATGTCATCAATCTTTTTTTGTGTTTAGTAT^ 

TATG AATAGTCTACTTCATTG A I I I I I I I I AAAGTCATTTCATTTTTTATTTTTGTAG CT AC AAAA 

TCAN 

>1058 

>1059 

ACTTTAACAAATTAAAAACAAATTTTAATTTAAAATATTTTAGAAATTTTA 
TTTATTTMTGAAGGGCTGCTTTTAAGAAAACTTTAAATCCTCACGTAAACCACCACCACCTG 
CAAAGTATTMTATTCMCTTTTTCAACAAAATGCCTGCTATGTATAAGCTACTGAAAGAAGAC 
AAAAATTAATAAAATGTGTCCCTCCTCTTAGATATCTATAATCTAGGAAAATGAACACATTCTT 
TTCAGACACTAMCTCCATMGAACAGGCATCAGATCTATCTTATTTACCACGACATCCTGAG 
AATGGAGCACAGT.GCCTGACACATAATAGAtGCTCATAATAGATGCTCAGGGTTTATAGTCA 
GTGMTAAGTAMGAMTGAGTGAGCAAATATCTCTTAAAAAGAACAGACTTTTAAAGTTAAC 
AAiGCAGTGATGTGTTATTCAGTAGCAAATAAG* 
TGCTTCCTACTATGACTAGATGTTGGTTGGTGATAGTTTATATGANNN 
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>1060 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGTTACCAAAACCCATCCAACTAAAAAT 
TTAAGCTTTTTGCATTTTAGTGGATGCAAATTGTGTCTTAGTAAGAAGAACATACAAAAACTAA 
GAAAGATAATGTTGAAGAAAATAACAAAGCTTAAGGACTTAAACTATTACCATCAAGACATGT 
ATAACTACAGTAATTTTAAAAACTGTTTTCTTGCATAAGTATAGAGAAATGTACCTCGGCCGC 
GACCAC 
>1061 

AGTTACGCTTTATGATCTTGAATATTTTCAGTGTTTAAGGAATCTCTTCCTTCTTTGAT 
CTCCACTGCATGNAAGAACTCTGTTGCAGGTGTTAACAAGGAAGTTTGAAATAGAAAGCCAG 
AACCTGCCCCCCAAAGATCTGACAGTAGTAGAAGGAGATCCATTATTAAGAAGGTATAATGG 
CAACANAAGAATAATCACAAATTATCTGTGTGTGTAATATGTGTTGTGTGGTGTGGGTCAAGG 
AGATGAGGAAAGTGGTTAGGGAAN 
>1062 

ACTTTAACAAATTAAAAACAAATTTTAATTTAAAATATTTTAGAAATTTTACTTAATACA 
TTTATTTAATGAAGGGCTGCTTTTAAGAAAACTTTAAATCCTCACGTAAACCACCACCACCTG 
CAAAGTATTAATATTCAACTTTTTCAACAAAATGCCTGCTATGTATAAGCTACTGAAAGAAGAC 
AAAAATTAATAAAATGTGTCCCTCCTCTTAGATATCTATAATCTAGGAAAATGAACACATTC7T 
TTCAGACACTAAACTCCATAAGAACAGGCATCAGATCTATpTTATTTAC CACCA CATCCTGAG 
AATGGAGCACAGTGCCTGACACATA^TAGATGCTCATAATAGATGCTCAGGGTTfATAGTCA 
GTGAATAAGTAAAGAAATGAGTGAGCAAATATCTCTTAAAAAGAACAGACTTTTAAAGTTAAC 
AAGCAGTGATGTGTTATTCAGTAGCAAATAAGATTGTTTCCTAATGTCATAATTCAATTNTCCC 
TGCTTCCTACTATGACTAGATGTTGGTTGGTGATAGTTTATATGANNN 
>1063 
>1064 

ACTTACTACAAGCAGCAAAAGGAAGCTCTAGAACAAGGAATTAAACACAGTGTTTGT 
TTCCAATCGCAGAAGAGGCCATGAGCACCATATGTGTGTCAGGCTTATCATCTGAACCAAAG 
AAAGGCCAATCCTTCACCTTTCTTATGACTCTTATAGGCTGCAATATTTCACTTGGCCATAAA 
CAACTTAATATCTCACACCTAGTAGTATTCAGTGACACAGAAAGGGAAAGAGAAAGGATGAA 
GAACAGAGGAAAGAGAAATAATTTCCCAAGATACAAATTTAATATTCTTTCCAAAGCATAAGA 
GCAATTAAAAAATANNNNNNN 
>1065 
>1066 

ACCCACATGATCCCAAAGAGGAGGGGCCCTGTATAAACAAGAACCAACCAACATAA 
AGCAGTGACTACAGGCACCATGACAACAAAAGGAGTTTTAAAGTGCATCTTCAAATAGCACA 
CAATTTTCCAATTTAAATAGTTTGGAATGAATCAAAGGGAAAAAAGCATTAATTAGATACAACT 
GAATTTCTCAAAAGTATATTAACACAGCCTACAAATAAATCCTCAAATGTACCN 
>1067 

ACCCTCCGTGACTTTTCAGGGTCTCCTGGTTGAATGAATTTGCAGAAGGATTAAAAT 
GTGTGTTCTTATTTGTGCCTTTGTATTTCTCCCATTAAGTAGTGTGTTGGAGGCTTATTAGAAT 
AAGCTGAGAAGGGTAATAACATAAACACATACCGTAGGCAGCCCTGACATTAAACACATNAG 
GTAGGAGCCNNN 
>1068 

ACTATATTAGTGTAGCAATTTTCCAAAAGCCATTCATCTTAGAGGGCTAAATGATTTT 
ACCTTATCMTTCCCCTGTGAAAAAATATCTCTAMGAGGTTTTCTGCTGGAAAATATTGTTG 
CTGTCACATTGATATGCCAACAAAAGCTAAGCAGGGAAGTCAGGCCAAGAAATATCTCCCTG 
CAAGAGAAGGCATCGCACATGTATCTCTCCATGCTATTTAAAATTGCATTCTGCAACATAGAA 
AGGATAGGCCATGCTGCAGAAGCCAGGTCCAGGAAAACTGCTTTCTTTGGCCTTTACACACT 
CCTTTTGGAGAGATGCTGGTGAAAGCAGCAACTACCATCTGCCTTCTGTTGACTTAGTGTCA 
GCAGGTGGAGGGAGGAAGGAGGGCATCGCAGACATCATTCTATTATCTCAACCTTGCTTTCT 
CGGATCCAAAGGCCAAGAAGTTGCTGCTCCATGCCCTCAGAGCTCTAATTTGGCACCTCTTC 
CTGAAATGAGAGCTTGAAAGGGCTTCTGCTCTGGGTGAAACCGGCTCGTGGCCCGGGCCAA 
TTCTGCTGGCTTCXaCGTCTGTCAGTGTGTCCTAATCACTGTTATAAGTGTGGTTCTGCGGAA 
CATCTTGTAAAATATTTTCCTATTGCTCCAGCAACATCTCCTGTCTAGACAATCTAATTATGAA 
CACAGAGCAAATAGCTGAAGTGTATGCCGCCCCCAAGGGTTGCATAACTCCAGGAATGGGG 
CTAGGAAGACAGGGGAGGGAGGtGtGTGTGATGTtTATTACTTTTTTGTTGACCTGACCAGA 
AAATTGAGTGCTCCAAAAGAATCTGGCTAACTTTTAATTAAGAAGAAATGATCTGGTGGAAGC 
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TGGCATTTTGTTG I I I I I CCAAAGTCAGTGGAGGATTAAAGGTACTGATGTGTTTCCCTCTAA 

TCACGTCTTTTTCTTGGCTTCAAAGGTGGTTTGTGGTCTTTGCGGTAAAATAAGNNNNNNNN 

NNNNNNNNNNN 

>1069 

ACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAGAGAA GGTA AAGGCAAGGGCTC 
ACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTGGGTCAATTTTAGGA TCAA ATATAAA 
AGCACCTATAGCTCAGAGTATCTTCTAACATAAAACTTCTGAGATACCAGAAATTTTCCAAAA 
CATGGTATAAACAGTATGAAACACTGGGTAGATAAAAGCTTTCTCTAAATCTTAAAGTGCTCA 
AATATCATGACCTGATTTTTTAGTrTTAGAAATCAGATATTTTTCTATTCCATATCTTAAACTTT 
CATGTTAAATTCTAGTTCTGACAATGTAGGGTTCTATTTTTTTCAGGTGATTGTTGGGAGCGT 
ATAGAAGCATATATAAATATGGAATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTCAAGCC 
TCTAATCAAATAGATTGATGCTTCAGAAACTTAACAGAATATTATCTGCAATTTGGCATAAATG 
CATNTTTCTTGGGGAAGTTTCCATGGTCAAAATTATTAGTCATTGCAAAACAGAAAAGTTTGA 
CAACTGG AAAN N 
>1070 

TAGTGAACCTACTCGGCCTAAAAAGAAGTATTAGCAAACCCAGAAGCTAATACTGAA 
AATTTAGCGAGTCAGCTTTACAAAGACACGATCTTATCACATTTCTGTTAAC AACCT AAAAGG 
CCTTCAATTTTCCAAAATGGCCGGATCTTCATTGTGCTATTTTTAATAAGTTATTTTTGGAATA 

TGTTTGAGAAGGAAT-AGAAGTGGATTTT-AMTeAA-TTGA 

AATCTACCTCCTAAGTTCATTATTCACAAGTGTTGTGTACATTATATTAATGAAATTTATCTAGT 

CCTTGCAAACTTGTGCCTATTGATTTTCATTAGTGTAAACTAAAGAGAGAAACTTCACACTGA 

CATTTATAATTGTAAGAACTAAGAACCAACCATCAGCTTTTCTATGCCAATCCATGCCCTTCA 

GGAAGTTCTTGAGGCCTTGAGGTTGCTAGTTTAGTAAATTGCTTACTGGGACATTAAAGCAG 

CTACATTTTGGAAAGAGGGAGAATTAAGTTTTTTGTTGTTGAATTTATTATCACTAAGTAGTGT 

AAAGCTCTTTTAGATTCCAAAAGGAGGAAAAATTGCAGGTCCATTAATCAAAATGCTGCAAAC 

TAAGACNN 

>1071 

ACCAAAACTGAAAAAAGATTGTGTATCCAAACATTATTTCACATAAAATGTATTTTGAT 
AAAGTAAATTCCCAAACCATGGTGCTCAGAGGTTGTAACAGTCCATGTAAGTTGAAGAAAAA 
GAGTTATCAATCAATACGTGACTATCAATCATTTATTTAATCATTATTTAGTTTTCACANN 
>1072 

AC I I I I I I I I I 1 1 1 1 1 I I I U I I GAGACGGAGTTTCACTCTTGTTGCCCAGGCTGGAGT ' 
GCAATGGCGCAATCTCAGCTCACCACAACCTCTGCCTCCCGGGTTCAAGAGA TTCTC CCGC 
CTCAGCCTCTTGAGTAGCTGGGATTACAGGCATGTGCCACCATGCCTGGTTAATTTTGTATT 
TTTAGTAGAGACAGGGTTTCTCCATGTTGGTCCGGCTGGTCTCGAACTCCCGACTTCAGGTG 
ATCCTCCTGCCTTGGCCTCCAAAAGTGTCAGGATTACAGGCGTGAGCCACCACGCCCTGCT 
TAAGTTTTAATAAGATCTCTTGGCAACTTTTTACGACTGGCAACTTAGGTCTCACAAACACAG 
AAAAG CTTGTCTTT AAGTATATTGTCTTTG AAAAGTTAATAC ACTCTCTAAATG CTCCATTTAA 
AATGATTTACTTTATAAATGCATGCACTGAGAGAAAAGATATTTGAATGATATACANCCACAT 
GTTAAATTAACTGTGATTGTTTCTAAGTATTGGCACTATGGTCAANNNNNNNNNNN 
>1073 
>1074 

ACTGGGTCACTCTGCCCCAGCTCTCCAAAGGCATCAAGATCCGACTGCTAGGAGCC 
CCGGCTTCTTCCCTGACCTGCCCGTCTCCTACACCCTCTGGTCCTGCTCCAC ACTGG TCTAA 
TAACTGGTGTTCCACATTCCTCTAACGTGCACAACACAGTCCTGCCCCCGTGCTTTTCACCT 
CCTGTCCATTCCTCTTATAACGCTCTTCCCCAAATCGCTTGCCCATGGCTTGTTTGCTCATCN 
NNN 

>1075 

NNACAGCCATGTGTACTTTATAGMCTTAGAGGAAAAATCTAGTATTTTGTGTTTTCC 
TATATATTTATTGTTTCTATTGCTCTTTCTTCATTCCTGAAGATGCGGCATTTCCT TTCAG CCT 
MTGTTGACCTTAGCTTTTCTAGCAGATCAGTCTGCTGGGGATACATTCTCTTTGTTTTTCTTT 
GAGMTGTATTTATTlTACTTTCATTCCTAMGGATAlTTTAGGTGGATATATAATTCCGAGTA. 
GATGCTTGCTTCCTTGAGCACCTCMtGATGCCATTTAGCTGTCTTTTGAClTCTCTGAT^ 
TGGTGAAAAATClTTGTMTGTAAACCTTAlTCCCCTCTGTGTGGTXaTGTAATTTTTTTCTAGC 
TGCTTTCAAAAA I ITTTTCT1 IGTTTrrGGTTTTCAGCAGCTTAATTTGATGTGTATCTAGTCAT 
TTTCTTTAAGTTTATCCTCTTTGAAGAGTACTGAGCTTCTAAATCGGTAAAI I I 1 1 GGCNN 
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>1076 

ACTTCACTGATTTATGGCAAGTCAGCCAATCCATCAGTGCTCAAAGCTCCTTGTATT 
GTCAGGAATGTCTAACATTATTTGTCACTCATTCAGAATTAAACTGCCAACTAGTAGCATTTG 
TTTTGTGTCTGATAGATTCTTCATGCAGAAAGAATAAGTAAAATGAGATGGGACACAAATCTG 
AGTATAGCATTGTCATTACTTTTTGCTGCACAGATTACTTGCAAGAAATATTCTAGTCTGGGG 
CATAACAGAATCCACAAATTCCAGATTTAAGAAATAGGTCTATATAAAGCTTATTTAATATTTG 
GTATANNNNNNN 
>1077 

ACAGAGTAACCATGACTTACTAGGTGTTATGATGAAGGTGTATGTGTGTGTATATGT 
GTGGATGCATGTNATAAGTGTGTGCATTTGCACACATAAGAGTTTTAAGCTGCTCCTGTCATT 
TATTGATGGTCAAAGGTTTCTTTTGGCTATTGCTGGACTCTTAAGATTGTCTTGTAATTGTCTT 
TTTGTTGTTGTTGAAAATTAAGGGtGTATATTAAAGGTAG I 1 1 I I ACCCAGATCTTATATGTGT 
GATAGCTCACGTCTGTAATCAGAAACCTACTGTTTAATGGCCACCCAATTGCCATTAGCTTCC 
TAGAGGGTGATTTAATAAACTATCTTCTTTAAAACTCATTTAAAATTAGAGACATGTTTGCATA 
CAATGGATTAATGACGTTTTCACACTAACCCACAAAAGTCTGCTGCACTTTCTTTTGTAGGCC 
TAACATTCATTTCATATGCATTGAATATTATTGGTGAACTTGCATTAATTAN 
>1078 

NNNNNNNNNNNNNNNN NGCA TTGATATGAATAGTTTCACTAATTCCATTCATGGTTA 
GTGTAAACATTCT7AAAACTTTGTTTTA7GGGATTATCAGAGTM 

TATGGACTATAAGTAACTTAA TGCT TTTCTTTCCCTATTTCATATCCCCATATTTGGTGCAATA 

ATTTAATTCACTTACtTCATTATTTTGTTTTGCATTGTATTTTACACCTACATTTACACTATTAAC 

TTATTTGTACATACTTAAATGGTTTCAGTGTGAAAAAGCAGCTTCTGACCTAGCATTCACACT 

AGGCGGTGGCGTTCTCCTGCTGAACATTTAACAATTCTCAAATCTCTAACATCAGATGAGGT 

CACTGTAATCCGGATAAAATGAGATACTGTAATCATGCCTGAGCACAGATAAAAACAAAGTCA 

CTGTGCAAACCATAAACAGCCAACCTCTTCTTGTGGCTAACATGGGTGACTGTTGCTTCTTTC 

CTTTCCTCCCACCCACAACANNNNN 

>1079 

>1080 

>1081 

ACACGATGTGGCTGACATTTGGCTGGAGTCTGCTAAGATGTCTTCTTATGCTGGATG 
GACGCAGACCTGTAACACCTCTGTTTTTCATCTTCTCCACCATATTTTTCATCAGCCGCCTCA 
TTGI I I I ICCTTTCTGGATTTTATATGGCACGCTGATCTTGCCTATGTATCACCTCGAGCCTTT 
CTTTTCATACATCTTCCTCAACCTACAGCTCATGATCTTGCAGGTCCTTCACCTGTACTGGGG 
TTATTACATCTTGAAGATGCTCAACAGATGTATATTCATGAAGAGCATCCAGGATGTGAGGAG 
TGATGACGAGGATTATGAAGAGGAAGAGGAAGAGGAAGAAGAAGAGGCTACCAAAGGCAAA 
GAGATGGATTGTTTAAAGAACGGCCTCGGGGCTGAGAGGCACCTCATTCCCATATGGCCAG 
CATGGCCATTAGCTGGAAGCCTACAGGACTCCCATGGCACAGCATGCTGCAAGTACTGTTG 
GCAGCCTGGCTTCCAGGCCCCACACCGACCCCACATTCTGCCCTTCCCTCTTTCTCACCAC 
CGCCTTCCCTCCCACCTAAGATGTGTTTACCAAAATGTTGTTAACTTGTGTTAAAATGTTAAAT 
ATAAGCATGCCCATGGATTTTTACTGCAGTTAGGACTCAGACTGGTCAAAGATTTCAAAGAN 
NNNNNNNNNNN 
>1082 

CCACGCGTCCGGGGGCCGCGGCCCGGGGATCCTCTCGCGCCCGCGGGCTCCAAT 
CGCTGGTCCTCACGCAATCCTAAACGGTTCCCGGGCGAACCGGGGCCCGCGCGCGCCAAG 
GCCGCCGAGACCCTCAGGGGCGTGCGGGCCTTTGGTCCCCGCGGGACCCTGTGGGGGGC 
CTGGGCGGCGGCGCCCCCGACCCAGCCAGCGGACGGGCCGGGGGGGGAACCGGGAGGT 
CCCGGGGGGCGTCCACGGGGGTGTCCCCGGGGGTCTCCGGAAGGCGCCGGCGGAGGCT 
CCCGCGCTGCGCTTGAAAATCGCGCGCGGCCCCGCGGCCAGCCTGGGTAGGGGCAAGGC 
GCAGCCAATGGGAAGGGTCGGAGGCATGGCACAGCCAATGGGAAGGGCCGGGGCACCAA 
AGCCAATGGGAAGGGCCGGGAGCGCGCGGCGCGGGAGATTTAAAGGCTGCTGGAGTGAG 
GGGTCGCCCGTGCACCCTGTCCCAGCCGTCCTGTCCTGGCTGCTCGCTCTGCTTCGCTGC 
GCCTCCACTATGCTGTCCCTCCGTGTCCCGCTCGCGCCCATCACGGACCCGCAGCAGCTGC 
AGCTCTCGCCGCTGAAGGGGCTCAGCTTGGTCGACAAGGAGAACACGCCGCCGGCCCTGA 
GCGGGACCCGCGTCCTGGCCAGCAAGACCGCGAGGAGGATCTTCCAGGAGCCCACGGAG 
CCGAAAACTAAAGCAGCTGCCCCCGGCGTGGAGGATGAGCCGCTGCTGAGAGAAAACCCC 
CGCCGCTTTGTCATCTTCCCCATCGAGTACCATGATATCTGGCAGATGTATAAGAAGGCAGA 
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GGCTTCCTTTTGGACCGCCGAGGAGGTGGACCTCTCCAAGGACATTCAGCACTGGGAATCC 

CTGAAACCCGAGGAGAGATATTTTATATCCCATGTTCTGGCTTTCTTTGCAGCAAGCGATGG 

CATAGTAAATGAAAACTTGGTGGAGCGATTTAGCCAAGAAGTTCAGATTACAGAAGCCCGCT 

GTTTCTATGGCTTCCAAATTGCCATGGAAAACATACATTCTGAMTGTATAGTCTTCTTATTGA 

CACTTACATAAAAGATCCCAAAGAAAGGGAATTTCTCTTCAATGCCATTGAAACGATGCCTTG 

TGTCAAGAAGAAGGCAGACTGGGCCTTGCGCTG GATTGGGGA CAAAGA GGCT ACCTATGGT 

GAACGTGTTGTAGCCTTTGCTGCAGTGGAAGGCATTTTCTTTTCC^ 

1TCTGGCTCAAGAAACGAGGACTGATGCCTGGCCTCACATTTTCTAATGAACTTATTAGCAG 

AGATGAGGGTTTACACTGTGATTTTGCTTGCCTGATGTTCAAACACCTGGTACACAAACCATC 

GGAGGAGAGAGTAAGAGAAATAATTATCAATGCTGTTCGGATAGAACAGGAGTTCCTCACTG 

AGGCCTTGCCTGTGAAGCTCATTGGGATGAATTGCACTCT AATG AAGCAATACATTGAGTTT 

GTGGCAGACAGACTTATGCTGGAACTGGGTTTTAGCAAGGTTTTCAGAGTAGAGAACCCATT 

TGACTTTATGGAGAATATTTCACTGGAAGGAAAGACTAACTTCTTTGAGAAGAGAGTAGGCG 

AGTATCAGAGGATGGGAGTGATGTCAAGTCCAACAGAGAATTCTTTTACCTTGGATGCTGAC 

TTCTAAATGAACTGAAGATGTGCCCTTACTTGGCTGA I I I I I I I I I I CCATCTCATAAG AAAAA 

TCAGCTGAAGTGTTACCAACTAGCCACACCATGAATTGTCCGTAATGTTCATTAACAGCATCT 

TTAAAACTGTGTAGCTACCTCACAACCAGTCCTGTCTGTTTATAGTGCTGGTAGTATCACCTT 

TTGCCAGAAGGCCTGGCTGGCTGTGACTTACCATAGCAGTGACAATGGCAGTCT TGGC TTTA 

AAGTGAGGGGTGACCCTTTAGTGAGCTTAGCA 

CAGCCAGTTAAAAGATGCAGCCTCACTGCTTCAACGCAGATTTTAATGTTTACTTAAATATAA 

ACCTGGCACTTTACAAACAAATAAACATTGTTTGTACTCACAAGGCGATAATAGCTTGATTTA 

TTTGGTTTCTACACCAAATACATTCTCCTGACCACTAATGGGAGCCAA TTCACAATT CACTAA 

GTGACTAAAGTAAGTTAAACTTGTGTAGACTAAGCATGTAATTTTTAAGTTTTATTTTAATG^ 

TTAAAATATTTGTTAACCAACTTTAAAGTCAGTCCTGTGTATACCTAGATATTAGTCAGTTGGT 

GCCAGATAGAAGACAGGTTGTGTTTTTATCCTGTGGCTTGTGTAGTGTCCTGGGATTCTCTG 

CCCCCTCTGAGTAGAGTGTTGTGGGATAAAGGAATCTCTCAGGGCAAGGAGCTTCTTAAGTT 

AAATCACTAGAAATTTAGGGGTGATCTGGGCCTTCATATGTGTGAGAAGCCGTTTCATTTTAT 

TTCTCACTGTATTTTCCTCAACGTCTGGTTGATGAGAAAAAATTCTTGAAGAGTTTTCATATGT 

GGGAGCTAAGGTAGTATTGTAAAATTTCAAGTCATCCTTAAACAAAATGATCCACCTAAGATC 

TTGCCCCTGTTAAGTGGTGAAATCAACTAGAGGTGGTTCCTACAAG7TGTTCATTCTAGTTTT 

GTTTGGTGTMGTAGGTTGTGTGAGTTAATTCATTTATATTTACTATGTCTGTTAAATCAGAAA 

M i l l I ATTATCTATGTTCTTCTAGATTTTACCTGTAGTTCATACTTCAGTCACCCAGTGTCTTA 

TTCTGGCATTGTCTAAATCTGAGCATTGTCTAGGGGGATCTTAAACTTTAGTAGGAAA CCATG 

AGCTGTTAATACAGTTTCCATTCAAATATTAATTTCAGAATGAAACATAAI I I I I I 1 I I I I I I I II 

GAGATGGAGTCTCGCTCTGTTGCCCAGGCTGGAGTGCAGTGGCGCGATTTTGGCTCACTGT 

AACCTCCATCTCCTGGGTTCAAGCAATTCTCCTGTCTCAGCCTCCCTAGTAGCTGGGACTGC 

AGGTATGTGCTACCACACCTGGCTAATTTTTGTATTTTTAGTAGAGATGGAGTTTCACCATAT 

TGGTCAGGCTGGTCTTGAACTCCTGACCTCAGGTGTTCCACCCACCTCGGCC CCCAAAG TG 

CTGGGATTGCCGGGTGTTAACAATTTTCTTATAGGGGACCTTGMTTAACTGCCTTTTT^ 

CGAGAAGCTCGGACTTGCN 

>1083 

>1084 

NCCGAGGAA 1 1 1 1 1 I 1 1 I I I I 1 1 I I I I GCATGACTAACAATTCATTCAATGTGTGTGTA 
CTGCTATGTGTCCTCATGCATGAGCTATGTCAApAAGGACAATCTACTGATAAGAGAAAATG 
AAMTGTACAAGTTGTAGGAGACTAAACATGGTtTTMCTTAGTACACATTm 
CCCCGTGATTAAGTTGTGAACAAATGAACATGCCACATGTCAACAAACTGAACAAACATGGA 
TTGTTAGTGACTTAGAGGTGGAGGGAGGGCTAGAGAGAGGCTAGCTGTGTTGGTCTGCCAA 
TCTCCTGTGTCCCACACTGGCTACAAAAATACAACCACTGGGTAGGTAGGGCTCATCTAGAA 
(XAGAATTAGGAATMGGATTGAGAAGAAAACTCAGCAAGGGTGATGAATGAGTTTCAGCTC 
ATTGCTGGAGTTAGCTGAAGAATGAATAGGACACAGTGGATGAAGGAACAAGCTATTCCGG 
GGACCTTTTGAAGCCCTCGGACCTCACATCCCTAATAGCTAAAGAAGGATAAAATGGATGTA 
AGCCAGTGCTAATGGTTCCCGCGN 
>1085 

NNNACATTATCCACATTTAACACCTTTTCAGTTGATGGCTGATTATCtGATTTTGCAA 
ATGGTGCCTCACTGTGGGGATCCCCTCCTCTATTCTCAGATGTGGTGATGGTCCCCTCGT^ 
TTCGACGTGCCTCCCGCTGTGGGCTGCAGTGTCATATGAATCTCGGAAGCACATTTCAGAA 
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GTCTTTCTATCT1TTGTTCATAATCTTTGAGTAGTCTCTTCACTTCTTGTTGACTCTTCTGTGA 

AGGCAGCTCTTCACACAGCTCCCTCAGGACTTCCATGTGGTGATTAAGCTGGTACAGGCAG 

CCTTCCTCAGAAAAGCAGGCCTCATGTTCTTTGATGAGACCCTTGGTCCTTCCTCTACGGAT 

AAGTTTCTTTTCTTTATTTATTTGCTTTTCAAGTTTTAAAATATTGTCACTAAGCTTTC CI I I I I C 

AATATCTATTTTTAGTTGTTGAACATATAAAGACAGTTCATGATGAAGAGACTCCCATTTGGCA 

CAGACATCTCTACTCTTTTCTTCTAAAGACATCTTTATGTCCTCAGTTACATTAI I I I I IAGTTC 

TTCAACAGCTTTCAAATACTTGGCCAGACTTTTTGTATTAGAAATTATTAGTGCTTCCTTGTGT 

TTTGAAATGAGTTCACCGGGGCTCTCTCTTTGCCCCAGTAACTGCTGAGCCCTCATCATATA 

TGATTCAAGTTCCTTCTGGGATTCTTCCATCTTCAGCCTGATGTCCAAATCTGGTGAAACGTC 

AGTTAAGTTCTTCAACGCTGCAATGAGTTTTACCACATTGATCTGGACTTTCTCTTTAGCTTCT 

TGAATCTTTGCCTGAAGCCCAGTTGTGAGAACATGTTGAAAGGACTCCTGGCTTGAAATATTT 

TGTATATCCATTTGTAACATATCTTCACTTCTTGCCATAAGCTTTCATCAAACATAGAGCCCTT 

TGGCAATAAGATGCTTCAAAGATTCTTCCATTGAGGTGTCCACATCATCTTGATCCAAAACAG 

ATTTGGCTTCTGCCTCCCAGATTTCCACTTGTCCAATGAGI I I I I CAACATCTTTAGCCACTTT 

TAGTTGCCCTGTGAATTCTTCATTTTCTTTTTCATGTTTCTCTCCAGCCTTTATATTTTGATTAT 

MTTTTCAGGMGTTCTACTGACATATCTGTTGAAAACTCAACAGTTGCTTTCTCTTCTTTAGA 

TAGAATATTTCCAGAATTGTCAAAAGTGGGCTGATCCTGTTTTTTTATCATCAGTGGCAGGTT 

CATTTCAAGTTGAGTTTTTGAAACCAACTTTCTCCATCTTTTATTCAG^ 

GMATAGATGATCCAttCCACATCATTGCTGACnCG 

GTAGCGTGTTCTAGATTCCACTGGGCTAGTGTCTCAAAGGGTACCTCTTTAATTTCTTCCTTC 

TTTGTCTCCTCAAAGCAAGCCCTTAGTAAGCGAAGGTTTTCCACATAAGTAGCCCAACATGC 

CAGCACTTTTTGTAGAGTGGACTTCACATTATATATATTTTTTCTATACATACAAACATCAGAT 

TTCACCATCATATACTGTTTATTAATATTCTGACATTCTCCAGCCAAATTCTTATAAATTTCTCC 

ACATTTTTGAAAAGAAGTATCAAGTCGAGCTAGGAATTCTTTTTCTTCAATAAATTTATGCCAG 

TCTTCCAGCAATAATTCCACAGATTCTCTGCTCCCATATTTAATGTTCCAAATATCCAATTTTG 

ATTTCACTTCATCTACCAAACCAAGAACTAAGCACTTGTAGTAATGAAATTCTAGAAGTAGAA 

TAAAI I I I I ICTCCAAAATGTTGTTGATTCGTCTTTTCATTTCCTCCAATTTGTTAGGTGGTAC 

CAATGGCAAGTGATTTTCATCCTTATTTTCAAAGGTAAGGAGAATGTTCGAATGATGCTCAAA 

TCTATCCATCAGGCTCTTGAATAAAGTCATTTTCTCTTGTATCAGAGTCACGGCTTGAGAGTG 

ATCCTGGGAGGCTGACAAATCTTCATCCATAAGCTCTTCTACCTCCTGGAGCCAAGCTTCAG 

TTTGATGGAGGGGTGGGGGCAAGGCATMTTTAGCTTTATTTTCCATGCATTAATCTGGTGA 

TCGAGGCCATCCCAGGCTTCTCTCAACTGTAAATGATCCTTGTCCAGCTCATCCAGATCCCG 

TTTTATTGACAGGACATCCAAAAAGGACTTTTTTTCTTCATTGAATGACTCCATAAAGGACAG 

CAGGCTATTATACTTTTTAAAGTAGGTATCATTCTCTGAATCCTTTAGCAACTTCTGTAGTTTT 

TCCTTTTGCAGAGTTAACCAGCCCATAGCATCTTTCACCTTTCCCTGAGCCTCCTCTCCAGTC 

CCAGGGGCATCTTTGGAATACTGCAGAAACTGTGCCACATAGGTCATGATGGACTTTTCATC 

AGGATCAACAACATCCACATCTTCTGGTTCCAGCAATCTGGGGAI I I I I AATTCTTGTTCTGC 

AATTCTGAAGGCCTCTCTCAGATTGTCTTTGTTGGATCTATGCTTCACACTCTTCATGTCAATT 

AGGTCTGGTCGCAAGGCATGAATGATGGCCAAAAAAGCCATCCCATTTCTCCAACTTGACTT 

AAAATCGGTCACATTGACAGACTCATAGGTGGCGCATTGTTCCTGAGCCCACAAAAGAAGG 

GCCTTTCTTGCAGACATTTGCCATCTTGCTTGCACTTTAGAGCATTTCTTAGCTGGAGGACTT 

GAGGCAGGAGATGAGTCAACCACACTCACATCATCGAGGGAAGGCTGATTGTAATTGCAAG 

AAAGAGTCTGGGCAAGCTTCTCAATATGAAAGTGCAGGATAATTGTCCAAATTAGGCCAAGG 

ATMTGGATGGGTTTCCATCAATGATATCAGTAACATGAATATTTATTAGCTTAATTGATCGGT 

TTCTTAGGAATGTCAAGGCATGTTCTATATTGATTCTACACTGGAAGGTATTAGATCCTTTATC 

CCGAGGCAACTGTTGCCCAGAAAGTACTtCTAGCAGATCCAGGAGGACATGCCCCTTTTTAA 

TGTCTGTGAATAGGTCGGATATAACTGAGGGAGAAGTGTGCCTGGCCAACTGTGAGTTTATC 

CAGCACGTGAAGGCTTTCTTCTGGGTGTCTTCCTGTTCAGCTTGCAATGAAATATGGAGATC 

GTCGATGCCCCAGGAACCCTGTTCATCTTCGGTGGGAAGCTCAGGACTAGATGCCATTCTTT 

GACTCAATGGAGATTATATCATGTCCATCTCAGTTGAAGAAGTGAACGTCCGCCCGGCCGAG 

GGGCAAGGGCGCGGGCCGGGGCCGCCCGAGGTCGGCGCCCCGCTTGCCTGGCTCTCTGG 

ATCGGGCCTTTTGCTGGCTCTCCCTCTCGCTTTTTCAGGTCCGGCCGAAGGCTCTGGGCGC 

AGCTGAGCTCGTGCC 

>1086 

NNNNNNNNNNNNNNNNNNMNNNNNNNNGGAGACAGGGTCTCGCTCTATCACCTAG 
ACTGGAGTGCCTGGTGCAATCTCGGCTCACTGCAACCTTCACACCCCAGGCTCAAGTGTCA 
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ATCCTCCCGCCTGAGTAGCTGGAACCACACGTGCGCACCACTAAACCCAGCTGTTTAATACA 

CCATTTTTAACCCAAAACATTAAGAAAAATATAGGMCAGTAAGTAGATTACATTTTGTAAACA 

GACAAGCTTACAAGTTTTCTCAAATATGAAAGTCATACTAAACTGGGAGACTGTTAACTTCTT 

GATGGGGTTAATCTCTAATATGAAGCCACAGTCATAGCTAACTACAAATTACATATACAATGC 

CAAAAATATTCAAAAATAACATTTTTTGCACCTTAATGATTACAAATGCTAACCAGCATAAAGA 

CACTGGAAAGTTTCAGAATCTCCTCATCACATACTTTCAAATATCTTCCCTTTACN 

>1087 

>1088 

NNCACGAGGATTCCTTCCTTCTTTTGGTCGGTTCTGAGTGTGGGGTGTCTACTGGG 
GATCTGCTAAGGCTAAGAGGCAAAGATAGGCAAGTCACTCCCCTGACCTCAAGAAACTCCC 
AGTCTACAGGCGAAGATACACCACCCACCGGTAGAGTCGCTGGACCAGAATATTAGGTGTT 
CCAGTCAAAGTCACCCAGATTTGCCAAAAGACCTGGCACAAATGTCACTTCCACTATGAAGT 
CCCACTGACTTCCATATACAAGACAATCTGCTGGGAATTTCTTGGGTTGACAGCTCTTGGAT 
CCCTATTTTGAACAGTGGTAGTGTCCTGGATTACTTTTCAGAAAGAAGTAATCCTTTTTATGA 
CAGAACATGTAATAATGAAGTGGTCAAAATGCAGAGGCTAACATTAGAACACTTGAATCAGAT 
GGTTGGAATCGAGTACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCA 
ACAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCATTGCTGGAGTGA 
TCTATCAGGCACCAGAC TTGGG ATCAGTTATAAACTCTAGAGTGGTAAGTGTCT TCACA TTCT 
TTAAGCACTA^GAAAACTTTTA^TTAGCTACCTTGCTTCCAGTAAtCAAACTAGAGCTCCTCT 
GCCTTGTGTAAGTTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGAG 
CCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATTATATAGTAATTTAGGTTCTGAAAAAT 
AGGTTCTGTCTTTGCATATGTAATATTTTGTGAGTATTTACTTTGGAAAGTTTGGTCGACCTAA 
TGATAAATTTAGAGTTTATTTTCCTTTTACAAGCTTACTGCATTGCATGGTATTCAGTCAGCTT 
TTGATGAAGCTATGTCATACTGGTCGATATCAT 
>1089 

NNGAGTCGACCCACGCGTCCGCTTGTCTATTTCAAGTTTGAGTAGGCTGAGGAAGA 
GGCGGAAGGAGGGTTGGTCTTGCTGTCTTACAGGTGGCAGAGGTGAAAGAGGTGAAAGTC 
CACAGGTACACGGACTCATGTAGTTCAAATCTGTGTTGTTCAAGGGCCAACTGTATTTCTCTT 
GTAGTTGGCTTGCCTTTTCATG I I 1 1 I AGTTTTGATTAATGCATGGATTTTACCATCAI I 1 1 ICT 
CTMCMGAAAGGAATGTAAGTTTACTCTAGCATATGATAAACAGGCAGTCTGAGATTTTACA 
GAGCTTATTTTCTGAGGAGTTCATTGTATTACATCATTTCATTTGCCI I 1 1 I GTCTTTACATAG 
TAGATAGGGATATGTACCTCCCTTCGCCATCATGTAACTGAAATAACTGAGGAATTGTTATTG 
TGCTACAAAACTGAGAACAGATGAAGATTCTGTAATGAATACTTAGATCATCTATTTTTTGTTG 
ACATTTTGCCTAGATGATGTGAAATTATAACTATTGATTCTGTTGAAAGAGANNNNNNNNNNN 
NNNN 
>1090 
>1091 
>1092 
>1093 

TATAGGGAGTCGACCCACGCGTCCGGACAGCACAGACAGATTGACCTATTGGGGTG 
TTTCGCGAGTGTGAGAGGGAAGCGCCGCGGCCTGTATTTCTAGACCTGCCCTTCGCCTGGT 
TCGTGGCGCCTTGTGACCCCGGGCCCCTGCCGCCTGCAAGTCGGAAATTGCGCTGTGCTC 
CTGTGCTACGGCCTGTGGCTGGACTGCCTGCTGCTGCCCAACTGGCTGGCAAGATGAAGCT 
CTCCCTGGTGGCCGCGATGCTGCTGCTGCTCAGCGCGGCGCGGGCCGAGGAGGAGGACA 
AGAAGGAGGACGTGGGCACGGTGGTCGGCATCGACCTGGGGACCACCTACTCCTGCGTCG 
GCGTGTTCAAGAACGGCCGCGTGGAGATCATCGCCAACGATCAGGGCAACCGCATCACGC 
CGTCCTATGTCGCCTTCACTCCTGAAGGGGAACGTCTGATTGGCGATGCCGCCAAGAACCA 
GCTCACCTCCAACCCCGAGAACACGGTCTTTGACGCCAAGCGGCTCATCGGCCGCACGTG 
GAATGACCCGTCTGTGCAGCAGGACATCAAGTTCTTGCCGTTCAAGGTGGTTGAAAAGAAAA 
CTAAACCATACATTCAAGTTGATATTGGAGGTGGGCAAACAAAGACATTTGCTCCTGAAGAA 
ATTTCTGCCATGGTTCTCACTAAAATGAMGAMCCgclGAGGCTTATTTGGGAAAGAAGGgtac 
ccatgcagttgttacctGTACCAGCCTATTTTAATGATGCCCAACGCCAAGCAACCAAAGACGCTGGA 
ACTATTGCTGGCCTAAATGTTATGAGGATCATGAACGAGCCTACGGCAGCTGCTATTGCTTA 
TGGCCTGGATMGAGGGAGGGGGAGAAGAACATCCTGGTGTTTGACCTGGGtGGCGGAAC 
CTTCGATGTGfCTCTTCTCACCATTGACAATGGTGTCTTCGAAGTTGtGGCCACTAATGGAG 
ATACTCATCTGGGTGGAGAAGACTTTGACCAGCGTGTCATGGAACACTTCATCAAACTGTCT 
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TCTCAGCATCAAGCAAGAATTGAAATTGAGTCCTTCTATGAAGGAGAAGACTTTTCTGAGACC 

CTGACTCGGGCCAAATTTGAAGAGCTCAACATGGATCTGTTCCGGTCTACTATGAAGCCCGT 

CCAGAAAGTGTTGGAAGATTCTGATTTGAAGAAGTCTGATATTGATGAAATTGTTCTTGTTGG 

TGGCTCGACTCGAATTCCAAAGATTCAGCtx:acactagcgttcacaagcagatacatatccacaatggacaaggc 

aaccaatacccagtggacataaacccaagcatgcacagacatagatagaagtcatggttgctagcatgtcccaggcatggatgtgcat 

cattcatgggtgcatcaaaagcatcaccaggtgcacactggataatagcgttggatagtatggtaccctccaccacctagggatactcga 

cacactggtgcgagaagagcagctcacctgaccccaacaccagcagtccacaacgggacaccccaagctggaagcacatacaac 

aaagaaaacgacatccaggactccaccacacctacacggactctcccggactcccatccacgcgccaaactggataaacccaacta 

gcacacggcgacccatccgaccacagctagaccacgcacaccccccagcacgcacaaccccacccacaccacacaccacccct 

gtgcgctaccaactcgcgccctccccggacaccgccgcaccaccccccacgccactggacatcccacaacaaccacgccgggcac 

acacaaacgacaacaactccgccacacgactacacaccactacagcccgccactaaccgcaacgcccccaccccaggcacaca 

ctacgccaacccgccaccacggcaaccacgcgcgatgccacacaaacacaaccgggcgaccaccccgctcccacacacccaca 

accaacacgcaaacacctccccaccaccacccacaacaacaacgaactcccaggcccagggatagacactagcacacccacac 

gtgaaccgcacacacacaccaccacccaaaacggcgcactggcgcacataacccggcacgcgccgacgcagcacgacgcaac 

ccgcacgccgagatcagcaaaccacacaacaggacccacgcggtcagcagccgtcgccggcacctccacgacaacaccacagc 

cagcgaccagaccaccagcccatacacgcccctacacagccaaccgccocctgcaccgcacacgcaagcaacaacaagcgaca 

ggctgaaacagcccgccaacgcaccagcccccctgcagcgaccacggaccaacacaggggcatgcaccagtagcaccgagaca 

actggacagcgccacgcaccacggcagtacacgatccaccgacgca 

>1094 

NNNNNNGTAGAGACAGGGTGTCACTATATTGCTCATGCTGGTCAAATATTATTTGTA 
ATCATCTTTCATCTAAAGAATGAATTAAATTTACTGAAAGCAAATAATGGAAAACTATATGGCT 
TACAAAAAGAGTTGTGATTCACATCATAAAAGTCACTCTTTTTCTCAATTTCTTGGGTACATGC 
CCCAGACTTCGCCATAACTTTTCAAGTTAATTACACCTGCTACTGTTTCACTTAGGGGCACTT 
TGCTTAACCTGTAATACACAGAAGGGGTTGAGAAGACAAAACACTGTTAACTTCATTATACCT 
TTGACAAAGTAATATTATGTGACATGATGTGTTTTCCTCAAAATATTAGAGCTGCAGATTTAGC 
TGATTCAATTTATGGGACAATTTGTTATGTGATCTAACAATTTGACATATAATCTAGAAAGCAG 
GTTTATGATCAAAAATTGATTTTATATATATACATATAAATCTATATGGCTGGGAGCTATGGCT 
CACGCCTATAATGCCAGCACTTTGGGAGGCTGAGGCACAAGGATCGCTTGAGCTCAGGAGT 
TTGAGACCAGCCTGGACAACATGGCAAAACCTCCTCTCTACAAAAAAATTCAAANNNNNNNN 
NNNNNNNNNNNNNNNNNNNNN 
>1095 

acgCGtCCgtCttgaatgCAAAAAATatatatagATACAAGTCTATCATTTACTACCACAAAACA 
CACAAATCAATTAAAAGTTAAATTTTATGAAAACATACAGACTGTACGTGTAAGCAAATTTAAA 
ATGCAGTATTAAATCATAACTCTATAGCCGCCACTGTCCGGCCACAGCCTAACGCTCTTCGC 
TGTCGTTTGCGGTCTCGCGCAGGGCGGCCCCGGTTCTGGTGTTTGGCGTCGGAATTAAACA 
ACCACCATGTCGAGCAAAAAGGCAAAGACCAAGACCACCAAGAAATGCCCTCAGCGTGCAA 
CATCCAATGTGTTTGCCATGTTTGACCAGTCACAGATTCAGGAGTTCAAAGAGGCCTTCAAC 
ATGATTGATCAGMCAGAGATGGCTTCATCGACAAGGAAGATTTGCATGATATGCTTGCTTCT 
CTAGGGAAGAATCCCACTGATGCATACCTTGATGCCATGATGAATGAGGCCCCAGGGCCCA 
TCAATTTCACCATGTTCXJTGACCATGTTTGGTGAGAAGTTAAATGGCACAGATCCTGAAGATG 
TCATCAGAMCGCCTTTGCTTGCTTTGATGAAGAAGCAACAGGCACCATTCAGGAAGATTAC 
CTAAGAGAGCTGCTGACAACCATGGGGGATCGGTTTACAGATGAGGAAGTGGATGAGCTGT 
ACAGAGAAGCACCTATTGACAAAAAGGGGMTTTCAATTACATCGAGTTCACACGCATCCTG 
AAACATGGAGCCAAAGACAAAGATGACTGAAAGAACTTTAGCTAAAATCTTCCAGTTACATTG 
TCTTACTCTCTTTTACTTCTCAGACACTTCCCCCACCCTCATAGAACCTGTTGCATGCAACTT 
AGTTTCACAGCTTTGCCTCTTC 1 1 1 1 1 G ATGTATTTATTCCAGACCTTTCTGCCACTTAGCACT 
TGTATAATCAGACTGGAAATGGGGATGAGGGTGGGGGAAGTGTCTGAGAAGTA AAAGAG AG 
TMGacaatGTAACTGG^gattTcaggaTGCGTGTGAActcGaTGtAATTGAAATTCCCCTTTTTGTC 
AATAGGTGCTTCTCTGTACAGCTCATCCACTTCCTCATCTGTAAACCGATCCCCCATGGTTGT 
CAGCAGCTCTCTTAGGTAATCTTCCTGAATGGTGCCTGTTGCTTCTTCATCAAAGCAAGCAAA 
GGCGTTTCTGATGACATCTTCAGGATCTGTGCCATTTAACTTCTCACCAAACATGGTCAGGA 
ACATGGTGAAATTGATGGGCCCTGGGGCXJTCATTCATCATGGCATCAAGGTATGCATCAGTG 
GGATTCTTCCCTAGAGAAGCAAGCATATCATGCAAATCTTCCTTGTCGATGAAGCGATCTCT 
GTTCtGATCMTCATGTTGMGGCCTCTTtGAACTCCTGAAtCTGTGACTGGTCAAACATGG 
CAAACACATTGGATGTTGCACGCTGAGGGCGCTTCTTGGTGGTCTTGGTCTTTGCCI I 1 1 IG 
CTCGACATGGTGGTTGTTTAATTTCTGGCCAAGCACTGTTATGAAGGCATAGGGCTTCCTCA 
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AAGAGAAAGTCTCCAAAGTTGATTTCTTACTCTGACAAAGACTGTCCCCATTTAATCCTCACA 

ACAGTTGCCTATGGTAGGTACTCTTATTCCCATTTTACTACCAGTATAACATAACCTCTCTGA 

GCCTCAATCCTCTTATTCCCATTTTACTACCAGTATAACATAACCTCTCTGAGCCTCAATTTTT 

CATCAGTAAAACATGATATCTACTTCAATGCAAAGAACTAATTGAGATAACATATGTAAAAAGA 

CTAGtcagttcAAAAAAGCgg 

>1096 

>1097 

caTttaacTTtttattaCTTTTTAAAAATCCAAATTCagaTAAATTaacacACTAGGTTAGAACCT 
CAATTGTATTtgatacagaAGGTATTGATGACTTTATTATTCTGCAGGTACAT GTCC AGGGGCCC 
AGCCTCTGGGCCCAGTAACTCAGCTACTCTTTGTGGCTTTCTTCATGGCI I I I I I I GTGGGCT 
GCCACGCCCATCTTTATCACCAGAATGAGGAACTCCTGGAAGTTAACTGCACCATCAGTGTT 
GATATCCAACTCTTTGAACCAGACGTCTGCACCCTTTTTCCTGATATACTGAGGACACTCGGT 
CTCTAGCAATTTCTTCAGGTCATCCCTGTAGACGGCATGGAAATTCCCCTTTATCAGGGAGT 
ACTTGTGGTAGACGTCGATGATAGAGTTCAAGGCTTTCTCCAGCTCGGTCAACATGATGCCC 
ACGGACTTGCCCCACCATGTCTCTTGTCAGCTGTCTTTCAGAAGACCTGGTGGGGCAAGTC 
CGTGGGCATCATGTTGACCGAGCTGGAGAAAGCCTTGAACTCTATCATCGACGTCTACCACA 
AGTACTCCCTGATAAAGGGGAATTTCCATGCCGTCTACAGGGATGACCTGAAGAAATTGCTA 
GAGACCGAGTGTCCTCAGTATATCAGGAAAAAGGGTGCAGACGTCTGGTTCAAAGAGTTGG 
ATATGAAGAeTGATGGTGGAGTTAAeTTC 

GTGGCAGCCCACAAAAAAAGCCATGAAGAAAGCCACAAAGAGTAGCTGAGTTACTGGGCCC 

AGAGGCTGGGCCCCTGGACATGTACCTGCAGAATAATAAAGTCATCAATACCTCAAAAAAAA 

AAAAAAAAAAaaaaaaaaaaaaataaaaaaaaaataaataaaaaaataaaataaaaaaaaaaccatgtcggccgccttgg 

cccagctgattttagactcgggcaagtttaggcatgcggcccgaaattggggctaacttgcccaattccgcctaatggggagcgtattcaa 

attaactga:cgtggmaacaagtcggaattgaaaaacccttgctgtacccaacttaatcgccttggagaaaatccctttlgccagttggcg 

taaata 

>1098 

>1099 

ACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCCGGGATGAAGGCCGTGTTGGGGC 
TAAACCACACTCTGGAATTCTGTCAGCAAATTCCTCGCTGTGTGAACTTGAGCAAGCCATTC 
ACCTTTCTTAAGCCATTTTCTTGATATTTCACAGAGCCTCACCAAGTATTCAACGAGAACATG 
TAAGTGAAATGCTTCACAAAATGCCTGGTAAATAATAGATGCTTAGAAAATGGTAGAGAGAGA 
AAAGAGCAGTCTCTGCCCTTTAATGTACCTCGGCCGCGACCACGCTAAGG 
>1100 
>1101 

ATAGGGAGTCGACCACGCGTCCGCGCTCTACATTGGGGCGGGATGTGGGAGCGGC 
TGAACTGCGCAGCAGAGGACTTTTATTCTCGTCTCCTTCAGAAATTTAATGAAGAAAAGAAAG 
GAATCCGTAAAGACCCATTTCTCTATGAGGCTGATGTCCAAGTGCAGTTGATCAGCAAAGGC 
CAACCAAACCCTTTGAAAAATATTCTAAATGAAAATGACATAGTATTCATAGTGGAAAAAGTG 
CCTTTAGAAAAGGAAGAAACAAGTCATATTGAAGAACTTCAATCTGAAGAAACTGCCATATCT 
GATTTCTCTACTGGCGAAAATGTTGGACCACTTGCTTTACCAGTTGGGAAGGCAAGGCAGTT 
AATTGGACTTTACACCATGGCTCACAATCCTAATATGACCCATTTGAAGATTAATCTGCCAGT 
TACTGCCCTTCCTCCCCTTTGGGTAAGATGTGACAGTTCAGATCCTGAAGGTACTTGTTGGC 
TAGGAGCTGAGCTTATCACAACAAACAACAGCATTACAGGAATTGTCTTATATGTGGTCAGTT 
GTAAAGCTGATAAAAATTATTCTGTAAATCTTGAAAACCTAAAAAATTTACACAAGAAAAGACA 
TCACTTGTCTACTGTAACATCCAAAGGCTTTGCCCAGTATGAGCTCTTTAAGTCCTCTGCCTT 
GGATGATACAATCACAGCATCACAAACTGCGATCGCTTTGGATATTTCCTGGAGTCCTGTGG 
ATGAGATTCTTCAAATCCCTCCACTCTCTTCAACTGCAACTCTGAATATTAAAGTGGAATCAG 
GAGAGCCCAGAGGTCCTTTGAATCATCTCTACAGAGAACTGAAATTTCTTCTTGTTTTGGCTG 
ATGGTTTGAGGACTGGTGTCACTGAATGGCTCGAGCCCCTGGAAGCAAAATCTGCTGTTGA 
ACTTGTTCAGGAATTTCTGMTGACTTAMTAAGCTGGATGGATTTGGTGATTCTACAAAAAA 
AGACACTGAGGTTGAGACCTTGAAGCATGACACTGCTGCAGTCGATCGTTCCGTCAAGCGT 
CTTTTCAAAGTTCGGAGTGATCTTGATTTTGCTGAGCAACTGTGGTGCAAAATGAGCAGTAG 
TGTGATTTCATACCAAGACTTGGTGAAGTGTTTCACATTGATCATCCAGAGTCTACAACGTGG 
TGATATACAGCCATGGCTCCATAGTGGMGTMCAGTTTACTAAGTAAGCTCATTCATCAGTC 
TTATCATGGAACCAtGGACACAGTTTCTCTCAGTiGGGACTATTCCAGT^ 
AATTGGTTTGGACAAACTAAAGAAAGATTATATCAGTTTTTTCATAGGTCAGGAACTTGCATC 
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TTTGAATCATTTGGAATACTTCATTGCTCCATCAGTAGATATACAAGAACAGGTTTATCGTGT 
CCAAAAACTCGACCATATTCTAGAAATATTAGTCAGTTGCATGCCTTTCATTAAATCTCAACAT 
GAACTCCTCTT1TCTTTAACACAGATCTGCATAAAGTATTACAAACAAAATCCTCTTGATGAGC 
AACACATTTTTCAGCTGCCAGTCAGACCAACTGCTGTAAAGAACTTATATCAAAGTGAGAAGC 
CACAGAAATGGAGAGTGGAAATATATAGTGGTCAAAAGAAGATTAAGACAGTTTGGCAACTG 
AGTGACAGCTCACCCATAGACCATCTGAATTTTCACAAACCTGATTTTTCGGAATTAACACTA 
AACGGTAGCCTGGAAGAAAGGATATTCTTTACTAACATGGTTACCTGCAGCCAGGTGCATTT 
CAAGTGAAGTGTGCTGATGAAGTCCTCTATAAGCACAATGGGAGGCGGGAGGCGGCCAGC 
-CTGGTTCATCAGCATCCAGTCCTCTAGTGCTGCCACCTAATGGACGCTTAATAATCTCTGGA 
TACTTGGAAATTCTGAGATGCATTTGTGGCCAGTCTCCAGCATGCACACAGGACTTGGATTA 
TGCATTTGTGTGTGACGTCTTACTCTCCCTCCCAGCTGCTCCTTTTGTCTATTATTCTAAGAC 
CTGTCTGAGGTATGCATACACTTCTGCAAGCTGGNNNNNNN 
>1102 

ACGCGGGATTCCCCCATGTTTTCTTCTAGAAGTTTTACAGTTTTACGATCTACATTTT 
TGGTCTATGACCCATTTTGGTTAAATTTTGTGTAAGGGATGTTATACATGTGGAGGTTCATTT 
TTTTGCATGTAMTATCCAATTGTTTCAACACCATTGGTTGAAAAGACGGTATGTTCTCCTTTG 
AATGCTTCTGCGCCTCAATTAAAATCAGTTTACTCTATCTGCATAAGTCTACTTCTGGGCTGT 
CTACTCTCTTTCATTGATCTGTATGTCTGTCCATTTTCCAATACCACTGTCTTTATTACTGTAG 
TTTGATAGTAAAGCTTGAAATGATAATTGTATAGTAAGTCTAAiA^AArATCACACAGGTTdGAAA 
TGCACAATTAGTATGCTAAATCAGAGCAATCTTGTTGTTTCAAATGGTTTATGGGAGAAATAT 
TAGCCAGTGTCTTCACATGCTCATTGATGATAACTGTAGCTTATGTGAAATCATTGTTTCTCA 
GCCTTGCCAGCTATTTCAAAACCACTGCCTGTGCTCGGTAAGTGTTGCCTGTGTCATCATTA 
TTGTCTGGACCAAGGTGATCATAATTTGATATCTGAGAATGGTTTCTGCTGCATAGTAGATGG 
CAATGACAGGAAACATCCTGATCATTCGTCCTGAAGACTACTTTCTGTTACTGCTAAAATTTA 
ATAGTATTATCATCCTGCCTCCTAAATTTTTACATCAAAATAATTGTTAAGCACAGGACTTAGA 
AAATMTTTGAAAGGCGATGTCATTTAAAATAATTTTTAAAGTGATTTTGTAGATTCATAGCAC 
TACACTTTATAAATACCTCATCTGAAGAAACCTTTGTGTTAGACGTTCCCAATAGCTGGGAAA 
CTGCCCATGAAATGATCTCAGTTACAAACN 
>1103 

NNNATGTTGTTAAGATGTGTATAGTAAACAGAGTTGTGTCTAGTGCTTGTTTTCATGA 
ACTTTTGGCAGATCTTTCTTAGTGACI I I I I ATCTTCCTCGGGTGTGTCGGTGTGTTACCCCC 
ATTTGTGTA I 1 1 1 I 1 1 IGTAGAATGGACATGCCCGAACGATGTTTGCATTGAAAAGTGCACGG 
AACTGGTTGACGCTTCAGAGAGGAAAAGTGTGTCCCGCCCCCCACCGACAAAAGAGGCCGT 
TTTTCCI I 1 1 1 1 1 I I IGGCATGCAGCATATATAAAATGTGATCTAGAATTGAAATTGTAAAACA 
GAATAATCCTCTTAAAGAAAATCAGCCTATGAACAGTCAGACTTGTCCTTCCATGGAAAACAT 
AATCTAAA CTTCTT TAAAAACTGGCCATATTTTTTCAGTCTGTAATTCGAATAATGAAGATGGC 
ATAACAAATTTTTTTGCTTACTAGGAATGCGCAAAAGGATGAGATGGATACACAGGTTTAAAA 

aaaaaaaaaamggccactgggatatttagtatttgtccagatgcaaaacaatttcagaataa 

caaaatacacaccttgctttaggc cacg tatatgatacacttcatagattctcaaacaaaaga 

tgaaaatttcagtccacattaaacattttaaagcataacttctaatattttgttaaaaataagtc 

aaactaaaggcataaatcagaattacctgttaacatagtggggaaagtagggaagccctcca 

ggggccccgtgccccaagtaaaagacaaggagttaaattttacaatgaaatccacgtatact 

caggctctttacactaataatcaaagtggagaccaaccagttcctaaagcataaaagagtgat 

tttaagaamtatcacattttgagttacggtatattcatcacatttttccctgtaattttcac'n' 

taacagtgatagtcttagcagcaaaaatttgctgggaatgttaggaaaaaaggaagccacac 

atacctactmtttaaaaatata taaa ctattnttacagaagggcaggtttaaaagaaaatcc 

aatcatgatcttttcatgccattttttgtcaactttccatacacacgcagacgctaacaaagta 

ctgtgtcatatacactgaagtgtcctgaagatgcctgtgagctgctgattccagctggtacc 

agggaagcatgtgtggctaagttgcaacaaacttaaatttgttccccttagttcttcatcttt 

ttaaaagctgaataaacttaatgtcaatcgggtggggccggtattaacagcatcaaccgc7t 

gcttactatgaatcatccgcaacagaaacccacgtgcattctccattcttaaaaagtcagtgt 

aaaactaacggccacttcctccctaggtgcctactatcgctatgtctgacagcatctgtaac 

aggacaagctcacctctctctacacggattcatccaaagccacacactaggcgaaattctcc 

cagtggaatcaaaacactggaagtagagcaagaacctcatgccaacattggcccaatcacac 

ctcagtgacttaggagttcatcatatttgatcataaaattgctcccggcgccaaaccttacac 

ctaaagactgtagttttaaaaagccactgtaccgtccacaattattctgaccactcttttctaa 
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ATGGAGAATGTGCTACGCACTGAAGATCAGAACACACACGCGGGAGCCCTTGGGCACTGAC 

CCTGAGCCTGTACACAAGATCAGCTGGTACTAGTCTCAAATGATTCATGAGGACTCAAAGTG 

GAAATTTAAACATTCAATTCTGTGTATCATTCATGTGCCCAGAGTCTTCAAAGAATGCTCGTG 

TTAGTTACCTGACACCTCTGGAGAAGTGACAGGGATATTCGTGTGAATAACCATGGCTCCCT 

TCCAGACAGACATATGGAATCTTACTCTTAAAAAAGTAAAGATA TTTC AGATATCAAATGTATT 

ATAATATACTGCGGTCTAAAGTTAAAGGCAAAATTTACACACGATTTTCTCTTCCATGACTTTA 

TTACATGTTTCCTAGTGAATTCACACGGCTCGTGTGTCAAAGCTCCCAGGCAC GTCAC TTGG 

TCACAGTTTTCATGTGCGTGGGGTTGATCATGGTACAAATGCCTATGCGCATCTTTTTCTCG 

GATGGTCTCATTTGACTTTCATTTCGTAAGGGTTCACTCTCCATGGT GTAG ATGATAAGCTAC 

CACATTTGTGCTTTTMACCCATTCCTGGCAATCCCCCTTTATCTTCATTTTGTCTTTAGGG 

GATAAAGAAGTAACACTACCTCATGAATAGAAACTATGAAGCCAAAAAACTCCTTCACAAGCT 

GTTCATTTCTTTTTAGAATGAAAATGCAGGTCCTGAATTCTCGTGAAGCAGCCCACAGGGTTA 

CAGGCCAATGATTCGAACGCTGAGGTGAACACTTAGTACTCGCATTTGAGCTTCAAAGTAAA 

AATAAAGCAGAGGACAAACGCCTGTCACAGCGTGGCAGCCCGGTTCATTTGGTAACAGAAC 

AAGTCTCACACGTCGGCTGAGCCCACCGGAGAGAAGCACACAGGCCAGCTTCCTTCTGAAC 

ACAGCCAGGCACCTGTTCAAAAGCCTCTCTGGTGGTGGCGGTGGACCCCAAAACCCACGG 

GTTGGAAGAGCCTTTGGGAAAGCAAATTGATACCCTGATTGCAGTCCTTGAAGAA ATCA CTT 

AGGGTTAGTTTAATAAACGAACATTAAAAAATCTTCCAAAAATTGCATTCAAATGTATT TTACA 

CTTrAGGCAGTTCTTAAGAAGGGAGAGTGCAG*!"lTCTTACACTAACATTA 

>1104 

GCACATACCAAGCATTGTCTGTAACAGAATAATGTCATGGACACACATGCAGATAAA 
TATACCTACTAAAATTCTTTGAATGTATGAAATGCTATTGTGGTTAATGAAATGCACATTCACT 
TAAACAAGCG l I I I I I CAGTTCCTATAGG I I I I I I I I ATTCATGTGTATCAGTCCTCCATCTGT 
AGAAGCTAAAAATACAATAACTCTCTTATACTGGTACTTGCAATGGTTTGACATTAAGAGAGA 
GACTATACATTCACAGAGGTTGGGAGCTTCTGTCTAGCCTGTTGTCCAAAACTGCTTA TATAA 
TTTAGCAACTAATTTTCACTTTTGACAACTATTTTAATT CTAGA GAATACGTTTA 
CTTACAGTGTTATCTATCCTTCCAATGACTTATTATAAATTTTAGAATGTATTTCTATAGGGTG 
GAAAAATCTCCTTTAGTCAGAATTGAACAGTTTTCATGAAGAACATGTTACACCATGTAGAAA 
CATGGGT 
>1105 

CCACGCGTCCGCTGACTGTCTCTCTCTGTCTTGTAATATTGCCACTGCGCATATGTT 
ACTAGGAACTGATACCCACAAACACACATACGCACGCACGATCTCACTTCGATCTATACACT 
GGAGGATTAAAACAAACAAACAAAAAAAACATTTCCTTCGCTCCCCCTCCCTCTCCACTCTGA 
GAAGCAGAGGAGCCGCACGGCGAGGGGCCGCAGACCGTCTGGAAATGCGAAGCCTAAAG 
CGTTTCCTCGCTTGCATTCAGCTCCTCTGTGTTTGCCGCCTGGATTGGGCTAATGGATACTA 
CAGACAACAGAGAAAACTTGTTGAAGAGATTGGCTGGTCCTATACAGGAGCACTGAATCAAA 
AAAATTGGGGAAAGAAATATCCAACATGTAATAGCCCAAAACAATCTCCTATCAATATTGATG 
MGATCTTACACAAGTAAATGTGAATCTTAAGAAACTTAAATTTCAGGGTTGGGATAAAACAT 
CATTGGAAAACACATTCATTCATAACACTGGGAAAACAGTGGAAATTAATCTC ACTA ATGACT 
ACCGTGTCAGCGGAGGAGTTTCAGAAATGGTGTTTAAAGCAAGCAAGATAACTTTTCACTGG 
GGAAAATGCAATATGTCATCTGATGGATCAGAG CATA GTTT AGAA GGACAAAAATTTCCACTT 
GAGATGCAAATCTACTGCTTTGATG CGGAC CGATTTTCAAGTTTTGAGGAAGCAGTCAAAGG 
AAAAGGGAAGTTMGAGCTTTATCCATTTTGTTTGAGGTTGGGACAGAAGAAAATTT 
CAAAGCGATTATTGATGGAGTCGAMGTGTTAGTCGTTTTGGGAAGCAGGCTGCTTTAGATC 
CATTCATACTGTTGAACCTTCTGCCAAACTCAACTGACAAGTATTACATTTACAATGGCTCATT 
GACATCTCCTCCCTGCACAGACACAGTTGACTGGATTGTTTTTAAAGATACAGTTAGCATCTC 
TGAAAGCCAGTTGGCTGTTTTTTGTGAAGTTCTTACAATGCAACAATCTGGTTATGTC ATGCT 
GATGGACTACTTACAAAACAATTTTCGAGAGCAACAGTACAAGTTCTCTAGACAGGTGTTTTC 
CTCATACACTGGAAAGGAAGAGATTCATGAAGCAGTTTGTAGTTCAGAACCAGAAAATGTTC 
AGGCTGACCCAGAGAATTATACCAGCCTTCTTGTTACATGGGAAAGACCTCGAGTCGTTTAT 
GATACCATGATTGAGAAGTTTGCAGTTTTGTACCAGCAGTTGGATGGAGAGGACCAAACCAA 
GCATGAATTTTTGACAGATGGCTATCAAGACTTGGGTGCTATTCTCAATAATTTGCTACCCAA 
TATGAGTTATGTTCTTCAGATAGTAGCCATATGCACTAATGGCTTATATGGAAAATACAGCGA 
CCAACTG^TTGTCGACATGCCTACTGATMTCCTGAACTTGATCTTTTCCCTGAA 
AACTGAAGAMtAATCAAGGAGGAGGAAGAGGGAAAAGACATT<3AAGAA<3GCGCtA 
AATCCTGGTAGAGACAGTGCTACAAACCAAATCAGGAAAAAGGAACCCCAGATTTCTACCAC 
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AACACACTACAATCGCATAGGGACGAAATACAATGAAGCCAAGACTAACCGATCCCCAACAA 

GAGGAAGTGAATTCTCTGGAAAGGGTGATGTTCCCAATACATCTTTAAATTCCACTTCCCAAC 

CAGTCACTAAATTAGCCACAGAAAAAGATATTTCCTTGACTTCTCAGACTGTGACTGAACTGC 

CACCTCACACTGTGGAAGGTACTTCAGCCTCTTTAAATGATGGCTCTAAAACTGTTCTTAGAT 

CTCCACATATGAACTTGTCGGGGACTGCAGAATCCTTAAATACAGTTTCTATAACAGAATATG 

AGGAGGAGAGTTTATTGACCAGTTTCAAGCTTGATACTGGAGCTGAAGATTCTTCAGGCTCC 

AGTCCCGCAACTTCTGCTATCCCATTCATCTCTGAGAACATATCCCAAGGGTATATATTTTCC 

TCCGAAAACCCAGAGACAATAACATATGATGTCCTTATACCAGAATCTGCTAGAAATGCTTCC 

GAAGATTCAACTTCATCAGGTTCAGAAGAATCACTAAAGGATCCTTCTATGGAGGGAAATGT 

GTGGTTTCCTAGCTCTACAGACATAACAGCACAGCCCGATGTTGGATCAGGCAGAGAGAGC 

TTTCTCCAGACTAATTACACTGAGATACGTGTTGATGAATCTGAGAAGACAACCAAGTCCTTT 

TCTGCAGGCCCAGTGATGTCACAGGGTCCCTCAGTTACAGATCTGGAAATGCCACATTATTC 

TACCTTTGCCTACTTCCCAACTGAGGTAACACCTCATGCTTTTACCCCATCCTCCAGACAACA 

GGATTTGGTCTCCACGGTCAACGTGGTATACTCGCAGACAACCCAACCGGTATACAATGGT 

GAGACACCTCTTCAACCTTCCTACAGTAGTGAAGTCTTTCCTCTAGTCACCCCTTTGTTGCTT 

GACAATCAGATCCTCAACACTACCCCTGCTGCTTCAAGTAGTGATTCGGCCTTGCATGCTAC 

GCCTGTATTTCCCAGTGTCGATGTGTCATTTGAATCCATCCTGTCTTCCTATGATGGTGCACC 

TTTGCTTCCATTTTCCTCTGCTTCCTTCAGTAGTGAATTGTTTCGCCATCTGCATACAGTTTCT 

GAAATGGTTGGAGAAGTT-AGTTGAGGTACCGAGAGTGATAAGGTGCCCTTGCATGCtTCTCT 

GCCAGTGGCTGGGGGTGATTTGCTATTAGAGCCCAGCCTTGCTCAGTATTCTGATGTGCTGT 

CCACTACTCATGCTGCTTCAGAGACGCTGGAATTTGGTAGTGAATCTGGTGTTCTTTATAAAA 

CGCTTATGTTTTCTCAAGTTGAACCACCCAGCAGTGATGCCATGATGCATGCACGTTCTTCA 

GGGCCTGAACCTTCTTATGCCTTGTCTGATAATGAGGGCTCCCAACACATCTTCACTGTTTCT 

TACAGTTCTGCAATACCTGTGCATGATTCTGTGGGTGTAACTTATCAGGGTTCCTTAT7TAGC 

GGCCCTAGCCATATACCAATACCTAAGTCTTCGTTAATAACCCCAACTGCATCATTACTGCAG 

CCTACTCATGCCCTCTCTGGTGATGGGGAATGGTCTGGAGCCTCTTCTGATAGTGAATTTCT 

TTTACCTGACACAGATGGGCTGACAGCCCTTAACATTTCTTCACCTGTTTCTGTAGCTGAATT 

TACATATACAACATCTGTGTTTGGTGATGATAATAAGGCGCTTTCTAAAAGTGAAATAATATAT 

GGAAATGAGACTGAACTGCAAATTCCTTCTTTCAATGAGATGGTTTACCCTTCTGAAAGCACA 

GTCATGCCCAACATGTATGATAATGTAAATAAGTTGAATGCGTCTTTACAAGAAACCTCTGTT 

TCCATTTCTAGCACCAAGGGCATGTTTCCAGGGTCCCTTGCTCATACCACCACTAAGGTTTTT 

GATCATGAGATTAGTCAAGTTCCAGAAAATAACTTTTCAGTTCAACCTACACATACTGTCTCT 

CAAGCATCTGGTGACACTTCGCTTAAACCTGTGCTTAGTGCAAACTCAGAGCCAGCATCCTC 

TGACCCTGCTTCTAGTGAAATGTTATCTCCTTCAACTCAGCTCTTATTTTATGAGACCTCAGC 

TTCI I I IAGTACTGAAGTATTGCTACMCCTTCCTTTCAGGCTTCTGATGTTGACACCTTGCTT 

AAAACTGTTCTTCCAGCTGTGCCCAGTGATCCAATATTGGTTGAAACCCCCAAAGTTGATAAA 

ATTAGTTCTACAATGTTGCATCTCATTGTATCAAATTCTGCTTCAAGTGAAAACATGCTGCACT 

CTACATCTGTACCAGTTTTTGATGTGTCGCCTACTTCTCATATGCACTCTGCTTCACTTCAAG 

GTTTGACCATTTCCTATGCAAGTGAGAAATATGAACCAGTTTTGTTAAAAAGTGAAAGTTCCC 

ACCMGTGGTACCTTCTiTGTACAGTMTGATGAGTTGTTCCAAACGGCCAATTTGGAGATTA 

ACCAGGCCCATCCCCCAAAAGGMGGCATGTATTTGCTACACCTGTTTTATCAATTGATGAA 

CCATTAAATACACTAATAAATAAGCTTATACATTCCGATGAAATTTTAACCTCCACCAAAAGTT 

CTGTTACTGGTAAGGTATTTGCTGGTATTCCAACAGTTGCTTCTGATACATTTGTATCTACTG 

ATCATTCTGTTCCTATAGGAAATGGGCATGTTGCCATTACAGCTGTTTCTCCCCACAGAGATG 

GTTCTGTAACCTCAACAAAGTTGCTGTTTCCTTCTAAGGCAACTTCTGAGCTGAGTCATAGTG 

CCAAATCTGATGCCGGTTTAGTGGGTGGTGGTGAAGATGGTGACACTGATGATGATGGTGA 

TGATGATGATGACAGAGATAGTGATGGCTTATCCATTCATAAGTGTATGTCATGCTCATCCTA 

TAGAGAATCACAGGAAAAGGTAATGAATGATTCAGACACCCACGAAAACAGTCTTATGGATC 

AGAATAATCCAATCTCATACTCACTATCTGAGAATTCTGAAGAAGATAATAGAGTCACAAGTG 

TATCCTCAGACAGTCAAACTGGTATGGACAGAAGTCCTGGTAAATCACCATCAGCAAATGGG 

CTATCCCAAAAGCACAATGATGGAAAAGAGGAAAATGACATTCAGACTGGTAGTGCTCTGCT 

TCCTCTCAGCCCTGAATCTAAAGCATGGGCAGTTCTGACAAGTGATGAAGAAAGTGGATCAG 

GGCMGGTACCTCAGATAGCCTTAATGAGAATGAGACTTCCACAGATTTCAGTTTTGCAGAC 

ACTAATGAAAAAGATGCTGATGGGATCCTGGCAGGAGGTGACtCAGAAATAACTCCTGGATT 

GCCACAGTCCCCAACATCATCTGTTACTAGCGAGAACTCAGAAGTGTTCCACGTTTCAGAGG 

CAGAGGCCAGTAATAGTAGCCATGAGTCTCGTATTGGTCTAGCTGAGGGGTTGGAATCCGA 
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GAAGAAGGCAGTTATACCCCTTGTGATCGTGTCAGCCCTGACTTTTA TCXG TCTAGTGGTTC 

TTGTGGGTATTCTCATCTACTGGAGGAAATGCTTCCAGACTGCACA€TTTTACTTAGAGGACA 

GTACATCCCCTAGAGTTATATCCACACCTCCAACACCTATCTTTCCAATTTCAGATGATGTCG 

GAGCAATTCCAATAAAGCACTTTCCAAAGCATGTTGCAGATTTACATGCAAGTAGTGGGTTTA 

CTGAAGAATTTGAGACACTGAAAGAGTTTTACCAGGAAGTGCAGAGCTGTACTGTTGACTTA 

GGTATTACAGCAGACAGCTCCAACCACCCAGACAACAAGCACAAGAATCGATACATAAATAT 

CGTTGCCTATGATCATAGCAGGGTTAAGCTAGCACAGCTTGCTGAAAAGGATGGCAAACTGA 

CTGATTATATCAATGCCAATTATGTTGATGGCTACAACAGACCAAAAGCTTATATTGCTGCCC 

AAGGCCCACTGAAATCCACAGCTGAAGATTTCTGGAGAATGATATGGGAACATAATGTGGAA 

GTTATTGTCATGATAACAAACCTCGTGGAGAAAGGAAGGAGAAAATGTGATCAGTACTGGCC 

TGCCGATGGGAGTGAGGAGTACGGGAACTTTCTGGTCACTCAGAAGAGTGTGCAAGTGCTT 

GCCTATTATACTGTGAGGAATTTTACTCTAAGAAACACAAAAATAAAAAAGGGCTCCCAGAAA 

GGAAGACCCAGTGGACGTGTGGTCACACAGTATCACTACACGCAGTGGCCTGACATGGGAG 

TACCAGAGTACTCCCTGCCAGTGCTGACCTTTGTGAGAAAGGCAGCCTATGCCAAGCGCCA 

TGCAGTGGGGCCTGTTGTCGTCCACTGCAGTGCTGGAGTTGGAAGAACAGGCACATATATT 

GTGCTAGACAGTATGTTGCAGCAGATTCAACACGAAGGAACTGTCAACATATTTGGCTTCTT 

AAAACACATCCGTTCACAAAGAAATTATTTGGTACAAACTGAGGAGCAATATGTCTTCATTCA 

TGATACACTGGTTGAGGCCATACTTAGTAAAGAAACTGA^GTGjCTG^AC^TC^ATTCATG 

eeTATGTTAATGCACTCCTCArrCCTGGACCAGCAGGCAAAACAAAGCTAGAGAAACAATTC 

CAGCTCCTGAGCCAGTCAAATATACAGCAGAGTGACTATTCTGCAGCCCTAAAGCAATGCAA 

CAGGGAAAAGAATCGAACTTCTTCTATCATCCCTGTGGAAAGATCAAGGGTTGGCATTTCAT 

CCCTGAGTGGAGAAGGCACAGACTACATCAATGCCTCCTATATCATGGGCTATTACCAGAGC 

AATGAATTCATCATTACCCAGCACCCTCTCCTTCATACCATCAAGGATTTCTGGAGGATGATA 

TGGGACCATAATGCCCAACTGGTGGTTATGATTCCTGATGGCCAAAACATGGCAGAAGATGA 

ATTTGTTTACTGGCCAAATAAAGATGAGCCTATAAATTGTGAGAGCTTTAAGGTCACTCTTAT 

GGCTGAAGAACACAAATGTCTATCTAATGAGGAAAAACTTATAATTCAGGACTTTATCTTAGA 

AGCTACACAGGATGATTATGTACTTGAAGTGAGGCACTTTCAGTGTCCTAAATGGCCAAATC 

CAGATAGCCCCATTAGTAAAACTTTTGAACTTATAAGTGTTATAAAAGAAGAAGCTGCCAATA 

GGGATGGGCCTATGATTGTTCATGATGAGCATGGAGGAGTGACGGCAGGAACTTTCTGTGC 

TCTGACAACCCTTATGCACCAACTAGAAAAAGAAAATTCCGTGGATGTTTACCAGGTAGCCA 

AGATGATCAATCTGATGAGGCCAGGAGTCTTTGCTGACATTGAGCAGTATCAGTTTCTCTAC 

AAAGTGATCCTCAGCCTTGTGAGCACAAGGCAGGAAGAGAATCCATCCACGTCTCTGGACA 

GTAATGGTGCAGCATTGCCTGATGGAAATATAGCTGAGAGCTTAGAGTCTTTAGTTTAACAC 

AGAAAGGGGTGGGGGAACTCACATCTGAGCATTGTTTTCCTCTTCCTAAAATTAGGCAGGAA 

MTCAGTCTAGTTCTGTTATCTGTTGATTTCCCATCACCTGACAGTAACTTTCATGACATAGG 

ATTCTGCCGCCAAATTTATATCATTAACAATGTGTGCCTTTTTGCAAGACTTGTAATTTACTTA 

TTATGTTTGAACTAAAATGATTGAATTTTACAGTATTTCTAAGAATGGAATTGTGGTAI I I I I I I 

CTGTATTGATTTTMCAGAAAATTTCAATTTATAGAGGTTAGGAATTCCAAACTACAGAAAATG 

TTTGTTTTTAGTGTCAAATTTTTAGCTGTATTTGTAGCAATTATCAGGTTTGCTAGAAATATAA 

CTTTTMTACAGTAGCCTGTAAATAAAACACTCTTCCATATGATATTCMCATTTTACAACTGC 

AGTATTCACCTAAAGTAGAAATAATCTGTTACTTATTGTAAATACTGCCCTAGTGTCTCCATG 

GACCAAATTTATATTTATAATTGTAGATTTTTATATTTTACTACTGAGTCAAGT TTTCT AGTTCT 

GTGTAATTGTTTAGTTTMTGA(XaTAGTTCATTAGCTGGTCT TACTC TA CCAG TTTTCTGACAT 

TGTATTGTGTTACCTMGTCATTAACTTTGTTTCAGCATGTAATTTTMCTTTTGTGGAAAATA 

GAAATACCTTCATTTTGAAAGAAGTTTTTATGAGAATAACACCTTACCAAACATTGTTCAAATG 

GTTTTTATCCAAGGAATTGCAAAAATAAATATAAATATTGCCATTAAAAAAAAATTCACTGGCC 

GTCGTTTTACAACGTCGTGACTGGGCCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACAT 

CCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT 

TGCGCAGCCTGATGGCGNN 

>1106 

NNNNNGTACCACTTCATCAAAATCATGGATCTTGGCTGGGTGCGGTGCCTCATGCC 
TGTAATCCTAGCACTTTGGGAGGCTGAGGCAGGCAATCACTTGAGGTCAGGAGTTCGAGAC 
CAGCCTGGCCATCATGGCGAAACCTCATCTCTACTAAAAATACAAAAGTTAACCAGGTGTGT 
GGTGCACGTTTGTMTCCCAGTTACTCAGGAGGCTGAGGCACAAGAATTGAGTATCACTTTA 
ACTCAGGAGGCAGAGGTTGCAGTGAGCCGAGATTGCACCACTGCACTCCAGCTTGGGTGAT 
AAAATAAAATAAAATAGTCGTGAATCTTGTTCAAAATGCAGATTCCTCAGATTCAATAATGAGA 
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GCTCAGACTGGGAACAGGGCCCAGGAATCTGTGTGGTACAAACCTGCATGGTGTTTATGCA 

CACAGAGATTTGAGAACCATTGTTCTGAATGCTGCTTCCATTTGACAAAGTGCCGTGATAATT 

TTTGAAAAGAGAAGCAAACAATGGTGTCTCTTTTATGTTCAGCTTATMTGAAATCTGTTTGTT 

GACTTATTAGGACTTTGAATTATTTCTTTATTAACCCTCTGAG I i 1 1 I GT ATGTA TTATTATTAA 

AGAAAAATGCAATCAGGATTTTAMCATGTAAA TACA AATTTTGTATAACTTTTGATGACTTCA 

GTGAAATTTTCAGGTAGTCTGAGTMTAGATTGTTTTGCCACTTAGAATAGCATTGGCACTTA 

GTTTTGGAGGCAAAGTGGGGATTATTGTCAGGTTGTCCTGTTCTATAAAATTTAAGGTCAGGT 

TGGCCCI I I I IGGGAAAGTTGCCTTTAAGATTGTGGCATGGTTCACGGGTTTGCTTAAATTTG 

TGGTATAAAATTCTAAAAAAGGGGATTGGGGTCATAGGGGAAAGGGGAAGAGAGGTAAATG 

N 

>1107 

NGTCTGTGAGATGTTACCACTAGTATTTGGAAAAAGAATAAAAATGTGGCCGGGCGT 
GGTGACACATGCCTGTAATCTAGCCACTTGGGAGGCCAAGGCAGGAGAATCGCTTGAACCT 
GGGAGGCGGAGGTTGCAGTGAGCCAAGATTGCAGCATTGCACTCCAGCCTGGGCAACAGA 
GTGAACTCTGTTCAGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGGTCATTAGTTATTAATTTTACACAGTTAACACTGAAAAATGAATGATATTTAATC 
ATTGTCACTTACTGAGAAGCAAGAAC AATGA GTGAGCCCAAAGGAGTCTACTACCATACCTA 
TTAAGTGTAGGGAAGGGTTTAAGTATTTTTTACATACTTTTC 

GGeATGTGAAATGGACAGAAGAAAATTTTCCCAGGTGTTCTACTCTCATCAGAACAGCTTGG 

TGCCAGTGACCTCCACACTGTTAGCTGGCTCCCATACTGCTTGAAGGGCACCAGTCAAGAG 

CTGTCAAAGGGAGTCTCCTCAGAAATCAGCATTTGTGGGAGATCCCACTTCCAAAAAGGTAG 

TGCAGCAGTGCTGTTTCCGAGCAGCAGTGAATGTGGGGGCTGAAGACGACGCTTTACAGGG 

CCTTGCTTAGGCCCTGGGGATGGGAGTAAACAGAGTCATGATATGAGGATGTAGTGAAATG 

AGTTTCTGCANN 

>1108 

NACGAAATTTAATACGACTCACTATAGGGAATTTGGCCCTCGAGGCCAAGAATTCGG 
CACGAGACAAAAATTAGCTGGGCATAGTGGCGGGTACCTATAATCCCAGCTACTCGGGAGG 
CTGAGGCACGAGAATCACTTGAAGCCGGGAGGTGGGGGTTGCAGTGAGCCGAGATCACAC 
CACTGCACTCCAGCCTGGGCAACAAGAGCAAAACTCCGTCTCAAAAAAGATGAAAATAAAAT 
AAAATATATATTTACAGGCCTACAACTTTTGCCTCAGACTGTTCCCCTTTTCTAAGGGTATTCA 
AGTTTTCACCTTTTAAGCTTCATATCCTCAGTGCTTGTAGAATGATGAGCTTAGAGGTACCAG 
GTCATTGCAGTTGTTTGCTTAAAGACT TATTGA AATGGTTACTGGCGTAAATACTTGGCCAAC 
TCAACTTTATTGCCCCTGATCTTTTCCATTTTTGTTTCCACCTTMCCTATAGCAGCTCCTCCA 
AATGAGGAATGCTGTAAGTAAGACTCATCAAACAGATTTTAACCATTTTATTATCCTGTGTGT 
CCTTACATTGCTTCTGTGAGATGTTTTTTTCTTATCTGAGATGAACTTTCAGGAGCCTATTTGA 
ACTCCAGACTGGTGTTCTGGGGCAAAGAG CTAT TAGCCAAACTGATTCTATGCAGGTGAAGG 
ATGCACTAAAGTTCTCACTTTAGTGAGAACTTTTCTAGCTATTCCAATACAGAGTTCTTTCTTA 
TAGGGCTATTGATATTGACACCAAATGG ^GTGG CTTCTCAGCCTCTTAATGTCTTAAGTAAGT 
GCTTAATTTGGAATAGAGAAACCAGTATATTTTAAAAAAGAAAAATATTCTTTGTA^ 
AAATTCTCCCATTATAACAGTGAACAGAGCTCCAGGTAATAACGCATAGGCATGTCAGGTTG 
CATCTGTATATTTGACTACATTAGTATTAGTGACATCAGGTGGATATAAAAGAAAACCCTTGG 
AAAGAGAACTGCCTTAGCCATGATTTCGTTAGTAGACCTATTTATGATTCAATTGCAATTTTCA 
GATAGGATGTGAACATGGAATTTCATTGAAAATAGTTTAATTTTTTATATAAAAGGTT^ 
ATAATGTGTGTCAGTGACTATmCAAAATCATTTC 

CATTGCATACACATATGCACACGTATGTGCACGTGCCACACATTTTTTGTATAATGTTGGGTT 
TGATTATAAAAGTGTTGTCAMTGTTTTATTTATCTGC 

TTGAAATTTTTGCGCATTGATGCATTGAAATAAGGAAAATTATTTATCTCTGAGCACTAAACTT 
ATTTTTGCATATTTCTGTAATATTGCAGTCCCCAGATCCAGAACATGGGAAGTTAGGGAAAAT 
GTGTGATTTTGTGTTTTGMTTACTGTCAGAATTACATACACAA TTACMC 
AGACATTTCATTGTACTGCAAAAATCTGAATATTTATATTTCTTGT^ 

GCATTTTAATATGTTGAGCCACTGGAAATTTGTAACAGATTAATTTGTTATAGGAGTTTAAATG 

TGTTGTCATTGTCTCCATTGTCTTTGTCGAGAGCCTATTATTATGGAAACAATAAAATTTATTG 

TGTCAGTTGATTAGAAAACTAAAAAAGAAAAAAAAAAAAGAAGAAAAAAAAAAAAAAAAAAGG 

AAAAAGGAAAAACACAAGAAAAAAAGAAACAAAAACAGAGAGAAGAAAAACAGAACAGAAAC 

AGGAGCAAAGAACCAGACGACACTAAATACTGAGTGGGAGAGGGAGGGTAAGCAGCAATGA 

ACTAGGATAGGTCATAGGGAGGCGGAAGGACCAAACAACGCGACGCCAGTCAAGACATGG 
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TCGACAAGGAAAAGAGGGAGGACGACAAGCCGTGACGGATTGTGATAGATACAAGAGGAAG 

ACGGAGCGAGAGGAGACACAGCACCGCGCGCGCGAGCCACGCAAGGGCACGCGGCGACA 

CAGATAGAGAGGAGAACCCACATAGTGGGGGGGGGAGAAGCGGAAAAACACACAAAGAGA 

GCGGGCACAGTGATGCCAACAAAGCAAACGGTGGGAGGGAACAAGCANN 

>1109 

NNNACACAAGATTTACACCACTAAAACACAACATAAACTAGG CACA GTGGGACACAC 
TTGTAATCCCCCCTACTCAAGAAGCTGAGGCAGTAGAATTACCTGAGTTTTAGTCCAACGGT 
GAGTATACACACGTACATACATATACATACACACACACACTCTCTCTCTATATATATAGGTGTT 
CATCCATGGGGTCCACAAAGATAACTAGAGTACATTTTGGGCCTTTAATCCCATCTAAACAAT 
TTGCTGTTAACGAAACTCAAAAACAGAAATACCTATATTTTCTCGCTAAATCCAATTGTTACCT 
ATGATGAGTAAAGACACTAGATCTGCAGGTCCTAGTACAATCTATACATAAAAGGCCTTCAGA 
TTTGAGGCACAAAAAANAAAGGGCAAAAAAAGAAAAAAAAGAATAAAAAACCTTCTACACATT 
TCCTTCTTTTATCTGCAATATGAGAAGGAATCCTTTCTAACTCTAATAACATATTAACAAGAAT 
TAAGAACACGATTGTCGGGGAACTCAGATGTTGGCAAAGCTTAAAAATAAAAAAACAAGGGC 
TGGGTGCAGTGGCTCAGGCCTATAATCCCAACACTTTGTGAGGCCGAGGCAGGAGGATTGC 
TTAAGCCCAGGAGTTTGGGATCAN 
>1110 
>1111 
>1 1 12 
>1113 
>1114 
>1115 
>1116 
>1117 
>1118 
>1119 
>1120 
>1121 

NNNNNNNNNNNNNNGAGACAGAGTCTCACCCTGTCGCCCAGGCTGTAGTGCAGTG 
GTGCCATCTCAGCTCACTGCAAGCTCCGCCCACTGGGTTCACGCCATTCTCCTGCCTCAGC 
CTCTCGAGTAGCTGGGAATACAGGCACCCACCACTATGCCCGGCCAATTTTTTCTATATTTA 
GTAGAGACGGGGTTTCACCGTGGTAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCCA 
CCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCCTGCCGGGCTGAAAA 
ATAACCCTTTAGATATCTACAGCTTTAAACTGTGTGCAGTCATGAAAAGCAGACATTGGGAAG 
TCATTGGCATTTAATAAATTGCAGAAAAATTATACAGTAAATACATTACAATCATTAATAATAG 
GCTCTAATGAGAAGAATTTAATAAATAATCATTAAAAAGACAGCAGAATTTTATCTGTTCTCAA 
TATGTTGCTGCTCTTCTTATCAAATACTATAATAAAACTATATG ACTA TAATATAGATTTCAGG 
AGCTAAAAAAAGCCTTATATTTTCAAATAAAAGAACAATATAMTTTTGCAAAATATGACGAGC 
ATTACTGCAGTATAAAGTAAATATCTGGAATTAAAATATACCATCATTTAGATATAGACTAAAA 
AAAAAGAATATAAATGTTAATGATTCCTTTCTGCCTGCAGTGAGCTTAAAATTACAACCAAAAA 
TTTTAATAAATATGTAGCACX5TACAAGACATTTTATTMTAGCTTACATAATGTGGAAATTTGA 
GCAATTTATTTTAGAATTTTTGAATCTAAAAATCACCAGCTTGACATTCATTTGAGA 
ACATAAAGCGGAATTCCGACGACCACAACCACCACCTCGCGCTGGACCCCTGCCTCAGTGA 
CGAGAACTATGACTTTAGCTCCGCCGAGTCGGGCTCCTCGCTGCGCTACTACAGCGAGGGT 
GAGAGCGGCGGCGGCGGCGGCAGCTCCTTGTCGCTGCATCCGCCGCAGCAGCCTCCGCT 
GGTCCCX3ACGAACTCGGGGGGCGGCGGCGCGACAGGAGGGTCCCCCGGGGAAAGGAAAC 
GTACCCGGCTTGGCGGCCCGGCGGCCCGGCACCGCTATGAGGTAGTGACGGAGCTGGGC 
CCGGAGGAGGTACGCTGGTTCTACAAGGAGGACAAGAAGACCTGGAAGCCCTTCATCGGCT 
ACGACTCGCTCCGCATCGAGCTCGCCTTCCGGACCCTGCTGCAGACCACGGGTGCCCGGC 
CCCAGGGCGGGGACCGGGACGGCGACCATGTGTGCTCCCCCACGGGCCCAGCCTCCAGT 
TCCGGAGAAGATGACGATGAGGACCGCGCCTGCGGCTTCTGCCAGAGTACGACGGGGCAC 
GAGCCGGAGATGGTGGAGCTTGTGAACATCGAGCCTGTGTGCGTGCGGGGCGGCCTCTAC 
GAGGTGGATGTGACCCAAGGAGAGTGCTACCCGGTGTACTGGAACCAGGCTGATAAAATAC 
CAGTMTGCGTGGACAGTGGTTTATTGACGGCACTTGGCAGGCTCTAGAAGAGGAAGAAAG 
TMTTrAAnGAGCMGAACAtCTCMTTGTTTTAGGGGCCAGCAGAfGCAGGAAM^ 
TATTGAAGTGTCAAAATCCATAGATGGAAAAGATGCTGTTCATAGTTTCAAGTTGAGTCGAAA 
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CCATGTGGACTGGCACAGTGTGGATGAAGTATATCTTTATAGTGATGCAACAACATCTAAAAT 

TGCAAGAACAGTTACCCAAAAACTGGGATTTTCTAAAGCATCAAGTAGTGGTACCAGACTTC 

ATAGAGGTTATGTAGAAGAAGCCACATTAGAAGACAAGCCATCACAGACTACCCATATTGTA 

7TTGTTGTGCATGGCATTGGGCAGAAAATGGACCAAGGAAGAATTATCAAAAATACAGCTAT 

GATGAGAGAAGCTGCAAGAAAAATAGAAGAAAGGCATTTTTCCAACCATGCAACACATGTTG 

AATTTCTGCCTGTTGAGTGGCGGTCAAAACTTACTCTTGATGGAGACACTGTTGATTCCATTA 

CTCCTGACAAAGTACGAGGTTTAAGGGATATGCTGAACAGCAGTGCAATGGACATAATGTAT 

TATACTA GTCC ACTTTATAGAGATGAACTAGTTAAAGGCCTTCAGCAAGAGCTGAATCGATTG 

TATTCCCTTTTCTGTTCTCGGAATCCAGACTTTGAAGAAAAAGGGGGTAAAGTCTCAATAGTA 

TCACATTCCTTGGGATGTGTAATTACTTATGACATAATGACTGGCTGGAATCCAGTTCGGCTG 

TATGAACAGTTGCTGCAAAAGGAAGAAGAGTTGCCTGATGAACGATGGATGAGCTATGAAGA 

ACGACATCTTCTTGATGAACTCTATATAACAAAACGACGGCTGAAGGAAATAGAAGAACGGC 

TTCACGGATTGAAAGCATCATCTATGACACAAACACCTGCCTTAAAATTTAAGGTTGAGAATT 

TCTTCTGTATGGGATCCCCATTAGCAGTTTTCTTGGCGTTGCGTGGCATCCGCCCAGGAAAT 

ACTGGAAGTCAAGACCATATtTTGCCTAGAGAGATTTGTAACCGGTTACTAAATATTTTTCAT 

CCTACAGATCCAGTGGCTTATAGATTAGAACCATTAATACTGAAACACTACAGCAACATTTCA 

CCTGTCCAGATCCACTGGTACAATACTTCAAATCCTTTACCTTATGAACATATGAAGCCAAGC 

TTTCTCAACCCAGCTAAAGAACCTACCTCAGTTTCAGAGAATGAAGGCATTTCAACCATACCA 

AGGGGTGTGAGGTGAGGAGTTTTGTGCCGCCGACACTATGGAGAATCTATAACAAATATAGG 

caaagcaagcatattaggggctgctagcattggaaagggacttggaggaatgttgttctcaa 

gatttggacgttcatctacaacacagtcatctgaaacatcaaaagactcaatggaagatgag 

aagaagccagttgcctcaccttctgctaccaccgtagggacacagacccttccacatagca 

gttctggcttcctcgattctgcattggagttggatcacaggattgattttgaactcagagaa 

ggccttgtggagagccgctattggtcagctgtcacgtcgcatactgcctattggtcatcctt 

ggatgttgccctttttcttttaaccttcatgtataaacatgagcacgatgatgatgcaaaacc 

caatttagatccaatctgaactcttgaaggacatgaatggcctaaaactgai i i i i 1 1 i 1 1 i ic 

cgttaaaatgtgtgtgtcaagatacggagatttcagggttaaagtatatttcagttttcttta 

gggcaacatatatttgaatttaaaagcactttatttaaaaaaaaaaaaaaaaatccgactaaaa 

aaaaaaaaaaaaggaaggccgctagactagtctagagaaaaaacctcccncacctcccccaa 

aacctgaaacatagnaatgaataaagann 

>1122 

NNNNNCGGTTTTCCGGGCAGGTACGCGGGGGCGGCCCGTTCCAGAGGGCGGCGC 
TCGACCAGTTGCCTGACGAGAGCTCTTCAGCAAAAGCCCTTGTCAGTTTAAAAGAAGGAAGC 
TTATCTMCACGTGGAATGAAAAGTACAGTTCTTTACAGAAAACACCTGTTTGGAAAGGCAG 
GMTACMGCTCTGCTGTGGAAATGCCTTTCAGAAATTCAAMCGAAGTCGACTTTTTTCTGA 
TGAAGATGATAGGCAAATAAATACAAGGTCACCTAAAAGAAACCAGAGGGTTGCAAT GGTTC 
CACAGAAATTTACAGCAACAATGTCAACACCAGATAAGAAAGCTTCACAGAAGATTGGTTTTC 
GATTACGTAATCTGCTCAAGC7TCCTAAAGCACATAAATGGTGTATATACGAGTGGTTCTATT 
CAAATATAGATAAACCACTTTTTGAAGGTGATAATGACTTCTGTGTATGTCTAAAGGAATCTTT 
TCCTAATTTGAAAACAAGAAAGTTAACAAGAGTAGAATGGGGAAAAATTCGGCGGCTTATGG 
GAAAACCACGGAGATGlTCTTCTGCATTTTTTGAGGAAGAGAGATCAGCATTAAAACAGAAA 
CGGCAGAAAATAAGGCTCTTACAACAAAGGAAAGTTGCAGATGTTTCACAATTCAAAGATCT 
CCCAGATGAAATTCCTTTGCCTCTGGTTATTGGAACGAAAGTTACAGCACGATTACGTGGTG 
TTCATGATGGTTTGTTCACTGGACAAATAGATGCTGTGGATACTCTTAATGCTACTTATAGAG 
TAACTTTTGATAGGACAGGGCTTGGAACCCATACCATCCCTGACTATGAAGTTCTCAGTAAT 
GAACCTCATGAGACAATGCCAATTGCTGCCTTGGGACAAAAACAGCGGCCTTCTCGATTTTT 
TATGACCCCACCACGGTTACATTATACTCCTCCTCTCCAGTCACCAATTATAGATAATGATCC 
TTTATTAGGACAGTCGCCGTGGAGAAGTAAAATTTCTGGCTCTGACACTGAAACATTAGGTG 
GTTTTCCAGTAGAATTTCTTATCCAAGTGACCAGATTATCAAAAATTCTCATGATTCACCAAG 
GAACATATCAAGAACATCAGGGACATGAACACAGAAGCAGAAACACTGGCAATCATATTGCA 
TGCCAGTCAGCATTGGATTCACGCGGAGATTTGCGACAATCGGTCTCGGGGACTTGAACAG 
GTGAACACAGGGCCTAAACACAGTTTGGGTAACGGTCACCGGATTGCTATGAGATTGTCCC 
AACACGGGGGTCCAGCTGAGAGATCAGCGAAGGTATTAACCCGTGTGTAGCGGCGAAACAC 
CCGGCACAGTGTCCGCGCGACATCCTCAGCGGAGAACCCGTCTTTACAGGGGCACTGGGC 
GACAGCAATTCAGATCGCGACTGGTGACCAATTGTGCCAGCGGACGCCCCTGAGCAACCAA 
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CTCAGAGTAACGAAACATGATCACGAGCACTAACAAACGATAAGTGAAGCGAACGGCCCAC 

GGCTGCAACGACTGCTTCCTCATCATACATCTTTCATTATGAN 

>1123 

ggaagaggacataagcagctctatgaccaatagcacagctgccagtagacccccggtcaccctgaggctggtggtccctg 
ctagtcagtgtggctctctcattggaaaaggTGGATGCAAGATCAAGGAAATACGAGAGAGTACAGGGGCT 
CAGGTCCAGGTGGCAGGGGATATGCTACCCAACTCAACTGAGCGGGCCATCACTATTGCTG 
GCATTCCACAATCCATCATTGAGTGTGTCAAACAGATCTGCGTGGTCATGTTGGAGTCCCCC 
CCGAAGGGCGTGACCATCCCGTACCGGCCCAAGCCGTCCAGCTCTCCGGTCATCTTTGCAG 
GTGGTCAGGACAGGTACAGCACAGGCAGCGACAGTGctgAGCTTTCCCCACACCACCCCGTC 
CATGTGCCTCAACCCTGACCTGGAGGGACCACCTCTAGAGTTGACCAAGCTGCACCAGTTG 
GCAATGCAACAGTCTCATTTTCCCATGACGCATGGCAACACCGGATTCAGTGGCATTGAATC 
CAGCTCTCCAGAGGTGAAAGGCTATTGGGCAGGTTTGGATGCATCTGCTCAGACTACTTCTC 
ATGAACTCACCATTCCAAACGATTTGATTGGCTGCATAATCGGGCGTCAAGGCGCCAAAATC 
AATGAGATCCGTCAGATGTCTGGGGCGCAGATCAAAATTGCGAACCCAGTGGAAGGATCTA 
CTGATAGGCAGGTTACCATCACTGGATCTGCTGCCAGCATTAGCCTGGCTCAATATCTAATC 
AATGTCAGGCTTTCCTCGGAGACGGGTGGCATGGGGAGCAGCTAGAACAATGCAGATTCAT 
CCATAATCCCTTTCTGCTGTTCACCACCACCCATGATCCATCTGTGTAGTTTCTGAACAGTCA 
GCGATTCCAGGTTTTA AATA GTTTGTAAATTTTCAGTTTCTACACACTTTATCATCCACTC 
ATTTTTTAATTAAAGGGTTTTAAT^ 

GTTTTATAAGCTTCTCCCTGG I I I I I I II I I I I I II IGGI I I I I I I I I I I I GGCTCATGAATTTTT 

CTGTTTGTCATGGAAATGTAAGAGTGGAATATTAATACATTTCAGTTTAGTTCTGTAATGTCAG 

GAATTTTTCAAAAAAATTAAAAGATGGACTGGAGCTTTTTCTTTGTGAATAG AAACT GGATGC 

CACAGTGATTCATGTGGGTTTTATTCCTCTTGTCTTGCTGTTATTTTTGTA CC 

AAAGGACCCTTCTTGGGTITTGAATGGAAGCCTTTATTCCGGTTAAGATGTTTTCT^ 

ACCACTTCCATCI I I I I I IGTGGCCCTCGATCCTATTTTTCCCTGACTCCATGCTTGGTTGGC 

CCTTATAAAACTTGTGCCCAAAAGATTGAGGATTAGACTTTCCGAGGACTTACCTGTCCTAG 

GGGAGTAGGCAAGCACTTCCACTAGGGAGGGGGTGGGGGAAAGGAATGACACATGACATA 

CATGGCATACACATTAAGCAGTTGATCATATGTCTGACTGGGTTCCAGTT TCTTG GGAATGTT 

GGTCCCCTTGTTCAGGCTTGCATATTTTAAACTAAAAATTTCAGTCTATTGTTTTTAGT M 

CATTTATAGTCCTCCATAACAAGTTAGAAGGATGTATCTGCTACCATTTATTCCTATAATTTTA 

GAAAGTTGGGGCTTGACATTATACTCATTTAGTGAGAGTAGATGCAAAAAAGTGGAGGGGCA 

GGAGAACTTCTCCAGACACCTCAGATAAAGTCCGGAGCCCAAGGCTTTATCTTAACCATGTA 

TGGT 

>1124 

NNNNNNNNNNNNNCGAAATACTTCTAGMTTAATTAACGCGGGGAAGATTTCCAAAA 
CTAGATATCCATATGCAAAAGAATAATACAGGACTCTTATGGTACTAGATACACAATAATCAA 
CTCAAAATGATTAAAGATTATACACAAAACTTGCAACCATAAAGCTCCTATAAAGACAACCTC 
AGGTGTGCGTATATTTAGGGCAACTTGGATGTATGCTTAGGGTTCGCAAAA AGTAAACAAAA 
ATACAAGGGAAAAAAATTATTGACAATGAACTGCTTTGGTAGTGATTTGTC 
TTGATTAGTAACCAACAGCACAGCCACCAAGAAATTATGCACATGTGGGACCACGTCAAGCT 
GAAGCGTTTGTGCCCAACAAAGGAAACAATAAAGAAAATAAAAAGGCACACTAAAAATTACAA 
GTTTGGGATAAGGGATTATTTTTGAAAAGGTACAAGCGAGTCATACTACCAGCTGGCA AAAA 
MTAACTAAACAACAGAACCATTGCCAGACAAAAACTGGGCATATAACCGGATTAGATATTTT 
TCCAAAGAAGACAGGAAACTGACCGAATGTCTACTAAAACGTGGTTAACATTACTACGTCAT 
GAGAAAAATGCAGATCAAAACCACACTCAGATCTTATCTCACTCCCATAGAATGACATTACCA 
AAAGATCCAAAATATTTAAAAAGACAATCCTGGTAGTGAATTGTCTTCGGGTCGNN 
>1125 

ACAGAAAAAGACACATTTAGATAAACTGAAGCAGATTAAAGTGACTTTATAAGACAAC 
ATCTTTG ! I I I I ATGTTTAATTTCAAGTATGGTTAAGCACTAATTTAATTCAGTGCTTTCTGCTT 
ATTCTGTTTCTAGTAACTCTTACAGAAACAAGTGTAGTCAGTAGCCAACATACATCCATGTCA 
GCCTATATATGACTTACTAGGAGGGCTTAGTTTTTTAAAAGAGATGAAAAATAAAGAGAAGGT 
CTAGTATTTTCCTCCCACATTCCAACAGATCATTTTATGTGCCCCCTTTGGGTGAGCACATTC 
CATGTTGTAGACCATTGATCATAGTAGTCAGAGCATGGAGCTCTGGAGTTCAGAAAAATTATT 
TTATTATTGTTGTTATGACAAAAATAATTACCATGTAAAGGAAAAGAAAAGAAACTCAGCGAAA 
AAANNNNNN 
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>1126 

cgtccgcccaCGCGtccgggCGGAACCCCGTCAGGAAAGCGCACAAAACTGCTCTTAAGT 
CATTGCAGAGCTACCGCTTCGGTTAGCCAGCCACGAAGTTCTCGCGAGAGTCGTCTCCTCG 
ATACCAAAGCTGGTGTGAGACGAGACAATCCTGCCCCGCcgCGGGATAATCAaagtTTGGCCG 
GACCTTTGAGCATACACCGAGAGAGTGAGGAGCCAGACGACAAGCACACACTATGGCGCTG 
AAACGGATTAATAAGTTGCAGCTTTTCACCCGAAGCTATTTATCCGAGGGACACCGGGAACT 
GATGTAAAAGGCATTCTGGAAGCTCCCTTTTCCTTTTGGCTGGAGAGTGGGGGTGGATAAG 
GGGTGCGATGGCAGTAAGGGAAAGCTAATGTACCTATTTTTGCCTCATTCTATTTAATAACAC 
CCTTGTTTCGTTACTTGAAATGTGGTTTGATAGTATATTATCGATTTAAGTTGAAAAAAAACTA 
GGAI 1 1 I ICGGAGCTCTGGGAGTGAGCGGAACCTCCACCTCCGGTGGTTTAGTCTCATTTTC 
TTGCTCTAACTTCTATCCCGCATTTTAAGATGGCGGCTGCTTTAACTGGTTCAGGCTCTTTCC 
GGCATCTCCTTTCGTAATAATGTGAATTAATATGATTTGTTAAATGTTAACTTTTATATCGCGT 
TGTGCACTGCTCTAAGATCCTCTGCTCAAAACTTACCTAAATTCAAACTCTTAAACTGTATTTC 
CCI I I I I IGTGACTTGTATTTGTGTGATGTGTTTGGTTGTTGCACAATCGAAGAGGGTGGAGT 
GTTTACAGCTAACTTGAAAAAAATGTCATGGAATAAATTCAGCCTTACTAGAAAAATTGTGGA 
GTGTCGGAACTTAGTGATTTGGCCCGTGACCCTCCAGCACAATGTTCTGCAGGTCCAGTTG 
GGGATGATATGTTTCATTGGCAAGCCACAATTATGGGACcTAATGACAGCCCATATcaaagCG 
GTGTATTCTTTTTGACAATTCATTTTCCTAp^ACT 

TACAACAAGAATTTATCATCCAAAiTATTMCAGTAATGGCAGCATTTGTCTCGATATTCTAAGA 

TCACAGTGGTCGCCTGCTTTAACAATTTCTAAAGTTCTTTTATCCATTTGTTCACTGCTATGTG 

ATCCAAACCCAGATGACCCCCTAGTGCCAGAGATTGCACGGATCTATAAAACAGACAGAGAT 

AAGTACAACAAGAATTTATCATCCAAATATTAACAGTAATGGCAGCATrTGTCTCGATATTCTA 

AGATCACAGTGGTCGCCTGCTTTAACAATTTCTAAAGTTCTTTTATCCATTTGTTCACTGCTAT 

GTGATCCAAACCCAGATGACCCCCTAGTGCCAGAGATTGCACGGATCTATAAAACAGACAGA 

GATAAGTACAACAGAATATCTCGGGAATGGACTCAGAAGTATGCCATGTGATGCTACCTTAA 

AGTCAGAATAACCTGCATTATAGCTGGAATAAACTTTAAATTACTGTTCCI I I I I I GATTTTCT 

TATCCGGCTGCTCCCCTATCAGACCTCATC I I 1 1 I I AATTTTAI 1 1 I 1 1 GTTTACCTCCCTCCA 

TTCATTCACATGCTCATCTGAGAAGACTTAAGTTCTTCCAGCTTTGGACAATAACTGCTTTTA 

GAAACTGTAAAGTAGTTACAAGAGAACAGTTGCCCAAGACTCAGAATTTTTAAAAAAAAAAAA 

TGGAGCATGTGTATTATGTGGCCAATGTCTTCACTCTAACTTGGTTATGAGACTAAAACCATT 

CCTCACTGCTCTAACATGCTGAAGAAATCATCTGAGGGGGAGGGAGATGGATGCTCAGTTG 

TCACATCAAAGGATACAGCATTATTCTAGCAGCATCCATTCTTGTTTAAGCCTTCCACTGTTA 

GAGATTTGAGGTTACATGATATGCTTTATGCTCATAACTGATGTGGCTGGAGAATTGGTATTG 

AATTTATAGCATCAGCAGAACAGAAAATGTGATGTATTTTATGCATGTCAATAAAGGAATGAC 

CTGTTCTTGTTCTACAGAGAATGGAAATTGGAAGTCAAACACCCTTTGTATTCCAAAATAGGG 

TCTCAAACATTTTGTMTTTTCAITrAAATTGTTAGGAGGCTTGGAGCTATTAGTTAATCTATC 

TTCCAATACACTGTTTAATATAGCACTGAATAAATGATGCAAGTTGTCAATGGATGAGTGATC 

AACTAATAGCTCTGCTAGTMTTGATTTATTTTTCTTCAATAAAGTTGCATAAACCAATGAGTT 

AGCTGCCTGGATTMTCAGTATGGGAAACAATCTTTTGTAMTGCAAAGCTGTTTTTTGTATA 

TACTGTTGGGATTTGCTTCATTGTTTGACATCAAATGATGATGTAAAGTTCXaAAAGAGTGAAT 

ATTTTGCCATGTTCAGTTAAAGTGCACAGTCTGlTACAGGTTGACACATTGCTTGACCTGATT 

TATGCAGMTTMTAAGCTATTTGGATAGTGTAGCTTTAATGTGCTGCACATGATACTGGCAG 

CCCTAGAGTTCATAGATGGACTTTTGGGACCCAGCAGTTTTGAMTGTGTTTATGGAGTTTAA 

GAAATTTATTTTCCAGGTGCAGCCCCTGTCTAACTGAAATTTCTCnTCACCTTGTACACTTGA 

CAGCTGAAAAAAAACAACATGGGAGTAATAATGGGTCAAAATTTGCAAAATAAAGTACTGTTT 

TGGTGTGGGAGTTGTCATGAGGCTGTGTTGAAGTGACTTATCTATGTGGGATATTGAGTATC 

CATTGAMTGGATrTGTTCAGCCATTTACATTAATGAGCATTTAAATGCAACAGATATCATTTC 

AGGTGACTTAACATGAATGAATAAAAGTCAATGCTATTGGATTGI 1 1 1 1 1 GTTTGACAAGTGC 

TATCTGTGCCACTGATTTAACTTCTGTAGTAACAAGGGCATTACCATTCTTCACCTTTCCTAAT 

TCTGATCCCATAGTTTTACAI I 1 1 1 CCTGT7TATTTTGATTTTGTTCACTGCTTTATTTCTTAAA 

GTTCTAGCACATCTGTGACTCCTCCACTTCCACATTTTTGCACTGCTTACACTTACGTGCAAT 

CTTATTCCTTGTCTGCACACACATGTGGAAAGCTAGAAATAMTGTTAAMCTTACTTTTTATA 

AACATTTTMTATGTAGTTTGGACATGATTTATTGACTTMGGTTCTTCTCTAAACTGGAAGTG 

AAATGCATGCCTTCTGAAGATGTTCTGGCTTTGTTAATTCTGTAATCATTTCATTGGGGAAAA 

AACCAGCTACGCAG I 1 1 I I CCAATGAGTGAATTTTTTCATTTTGTGTTTTGCTTAAAACGGCTC 

CTTCAGGGTAGATGTCATACTGCATAACTTTTTTGGATTCAAATTATGAATGAGAAATTAGTTA 
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ACATTCTGCTCCACAAGGTAAGAAAAACTGCTCTTTGGCTCTATTTTCAAAATTACTTCTGAG 

ATGCATATAGTCTCAAAATAACAGCTTTAGTAGGCATATCACTTCTTGAAAGCCAAACATGAG 

TGTAAGACACTTTTATGAAACACGGTGGATCCCTAACTGGCTTTCAAATTGACCTTTATAGCC 

TTAGACAACCCTTAGGTATTTACGGAGATGACTTCTTTGATTGTCATAACAATTAGTGGATGT 

GTCCAGTTCTCTGTATCTTTGACTTGATGCTTTATACATCATTTCATTTGTTGCTTCTAAGGGA 

ATAAGCCATAGAGGCTTCTCCAGGTTTAAAAGAACAGTAAAGTACCTGGAAAACCAACATTTT 

TGAATGTATGGACACTGGACATGAGATATGTACAATGAAATCTTAAAAGAATCTAAGAATTTG 

CCCTCTTTGCCCCACTCCACCCAGTAATTTGACATTACTAGTG CCATG TATAGGACCCAACT 

GAGTATTAGAATCAGTTTTGACTATGTCTTTGTATTTCCTAAATCTTTTAATGCATAAACCGAA 

TTAGGGTCCAGTTGGCCTGTTAATGGTAAATTTACATTTTAAATGACTCAGTTTGTTT7TCCTG 

GGCGAGTTTGCAATGTGATAATCAGATTTTTTAAAACTGATTAATTTGCTTTCTTGTGTGGGT 

GTACTCACATTTTAAAGTATGAACCACAGTTAACTAGTGGTCTCAGGGGTAGTGAAACACTCA 

C I I I I I I I I I I GTTTG I I 1 I I I I I I GTTTGTTTGTTGAAATGGCTTAGTTGAAGTATACTTAAGG 

TACTGATCATGCTGTGTTAGTAATTTGGGCGGGGAGGGGGGTAACTCAGCCATGTTTTGTGT 

TGGCATAACAAAACTGTTAATGATTGTTGATTACACTTTTAAGTGAATTTGTCTTTTATGAGGA 

ACCCAGTGCAAGTCACTAAATATTGTCTAATAGTGACATCTGCATAAGACTTGTAATAGCTGA 

AGTTAATTGAGCTTAAAGGAATTGTTACCATTAAAGTCTGTG 

>1127 

GGGTGCGGMTGGTAAGTATATACCTCTTA'rAAAATCTTCGAATGGCTTCCTCTTTCT 
TGGACTGAAAAATGTCCATTTTCCTACCACCTGCAACATTACTCTTCTCTTGCTTACTCTAGTA 
CTGCAAACATGGATTCTTTATTGTTCTTTAAACAGACAAGCTCCTGGCTCAGGGCCTTTGCTT 
TCTTGGTTCCTG I I I I I ICCCACATACCTACATGGATCCATCTTTGTCTTTCACCTCCTTTTCA 
TTTCTGCACAATTGAGTTTTCAATCAGAACTTTCCGACAGCCCGTTTTAACATTGTAAATTCTT 
TCCATCCCTGGCCTTTTCAATTCCTCCATGCTCTGATTTTCTCCATCGCGCATTTTATCATCT 
GATATACCAAATATTTTACTTATTTTCTCTACTTTGCTCATGCATTACAATGACATCTCCATGG 
AGGAAGATG I I I I IGGAI I I I 1 1 I 1 1 I AACTGCTGTTATCCTCAGTGCTCAATAGTAGGTACG 
CGGATGAAATTCATTGTATAGGTGATTCGTGCAACAGCTTCTGAATTTTTTCCTCCCTCACCC 
ACCTTACAGCCATTAGTCCTATAATAATTTAATTTGGGTTTGTGGGTATAGAAACTGTATTTGC 
ACAATAATGATAAAGCCACTCAGGCTCATCTAGTCATTTCCTGAATTTATGTGTGTAGGAGTA 
CCACAGAGCACAAAAGATGGGCACCCCCAGCTGCAGCCGACTGTCAGAGGTGCAGGCCTC 
CCTGCATGGATAGTCCTGGGCCAGCCACACCCCCGAGTTCCACCCTATCAACTCCCTGGAG 
ACTTTTTGGTCACATGCACTGCGCCCAGGTGATGCTCTGTATATTTGAGGAAAGACACCCTA 
ACCAAGACACATAATTCTCCATGGTATTGGAGGCCGACCGCTGCTCAGCTGCCCTCTCTCTC 
ACCCAGTAAATGCAGAAAGCTCTTAGGACAGACAGAAAACCTGCCATGGGGCTGCITCCCT 
CCCTCGCAGGGCTGGCGGAGGCTCCGCATCGCCTCTCTCCTAGGATACAGAAACCATGGC 
AACGAAAGTAGAATGTAAAACTCGCAGCAGATATCAGTGGGAAGGGCTGGGGGAGGGGGC 
ACCCAGCTGCCTTTCCTCCCTCACAGGAGCCACCACCAGCCACCTCTCAGGAGAAGCCAGA 
GGCCCTGGCCAAAGATAGGAGGAAGAAAGAGAACTCTCCATAGAATGTAATTTATAGATGCG 
CGTATATGTATATATATCTATTTATATGTAAATAGGCATATATGAAGATATATATATATAGTCTA 
CTTTTTAAACTCNNNN 
>1128 
>1129 
>1130 
>1131 
>1132 
>1133 
>1134 
>1135 
>1136 

NNACCACGCGTCCGCAAGGACAGGTGCGTGTCCATCCTGTGTTGCAAATTCTGTAA 
ACMGTGCTCAGCTCTAGGGGAATGAAGGCTGTTTTGCTGGCTGATACTGAAATAGACCTTT 
TCTCTACAGACATCCCTCCTACCAACGCAGTGGACTTCACTGGAAGATGCTATTTCACCAAA 
ATCTGGAAATGTAAACTGAAGGACATCGCATGTTTAAAATGTGGGAACATTGTAGTTTATCAT 
GfGATTGTTCCATGTAGTTCCTGTCTTClTTCCTGCAACAACAGACACTTCTGGATGTTTCAC 
AGCCAGGCAGtTTATGATATTAACAGACTAGACTCCACAGGTGTAAACGTCCTACTTCGGGG 
CAACTTGCCAGAGATAGAAGAGAGTACAGATGAAGATGTGTTAAATATCTCAGCAGAGGAGT 
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GTATTAGATAAATGGAATTATGATATATATGATATACAAACTTTTTTCTATTTAAAAATATATTA 
ATGGATCAACTTTAAAATTGTTAGTTGCCAGTGATCTTTTTTGGAAAACAAAAATGGGGCATT 
TGTTGATTTATTTATTTTCTGTCTCTMTTAGTTACCTCAGTTTGATTGAAGCCAGTGGAGTTG 
TGCTTTTCCTCTACTTCTACTTCCTCTCCCCCACCTTTTTCTGCCCAGTGTAGGTGTATTCTTA 
AATTCAGACGGGAAGATTCTTTCACATATCACTCAGTTACCTCCCAATCTGGGGGAGTTTTTC 
TTACAACTTGATACCAGATACCATTAATTTTACATTCCTGAATAAAGGCCTAGTACCCACGCA 
TATTTCAACCATGCATATATCAAGTTCAACCGAGTTTTAATAGGGGATTAAAAAAACAAGCTG 
TTAGGTTTCCATGGGCACTGGTTCTCATAGGTTCTATTGGTGATAACTGCTTTAACATGGAGC 
AAGAGTTTGTGAATCAGGAAATAGAATAAATTAAAATTTAAAATATATAGAGGAATCCTCTTGA 
TTGCTCAGCATGATGTTAGATAAATGAGTTTGTCAGAAAATATCAGTATACGCTGTTTACCAA 
TGTTATTTATTTACATTCTTCTAAAGCCATTATGGATATTGTATTATGAGAGCTAAACCTAAATA 
AGTTATCCTGTTCCCTAGGACCTTCTCTGTAAATAGTGAATTTTAGACGAGTAGTCTGTCCTA 
AATCTTAAATAGAAAAAAAACTAAAGCGATTTGCTTAAGCCATTGTACATTATAAAGAGCTGTT 
TTGTTTTGCTTTGCTTTGCTTTGTTTTG I I I I I 1 1 AAAGCTGCATTCAGAGCCACAAAGGAATA 
GGAAAGTAGGGTAGTGTTGGATTCTGGTTTTATGTAACTCTAAAATAAATGTATCTCTTTAATA 
_ JCTCAGTTGTAGGG ATTTTGTCAATACCAAAGCAG ACTGAGTTGTGGTTTTGTAAATAAAGTT 
TTTTCTAAAAATGACCATTCTTCCTTTAA 1 1 1 I I I GTTATGCCCACATATTGTATGTAAAAATAT 
AAATAAATAGTACTTAAAGTATTGGGTGGGGGGGAAACACCCCCCCCCCCAAAAGGGGGCC 
AAATTTTTGTTGTGGTGGGGGeeeeeeeeAAAAAAGGGGGGGGGGGGGCCCCCCCCCCNN 
NNNNNNNNNNNNNNNNNNNNNNNNN 
>1137 
>1138 
>1139 

TCTAAAACATGCTAACCTGACCTTTTCCTTCTMTTTGTTTTTAACTTCATTCGAGATA 
GTACCTCTCACTCACAGATATTTATTTGGTTATCAAGTGAAGATAGGTGTGTCTAAAAGTGAT 
CTTCTGAATCCTGTCTCCCTAGAGGTACTAGTATCTAGAGTTTACCCAGAAAATTTTATGATT 
GTMCAAMGGMGTAGTGACTTATGAAGGTTTTGTTTCTTGAATTTTACTTTTGCTACTTGTC 
CAATAGTGGCTAGTTTACATTTATGGGAAATTTTATAGTTTGCATAAACAAAGTATAAACTTAA 
GGCACAGTGAATAACTATATTGATAAACATAAACTAGCCACTATTGGACAAGTAGCAAAAGTA 
AAATTCAAGAAACAAAACCTTCATMGTCACTACTTCCTTTTGTTACAATCATAAAATTTTCTG 
GGTAAACTCTAGATACTAGTACCTCTAGGGAGACAGGATTCAGAAGATCACTTTTAGACACA 
CCTATCTTCACTTGATAACCAAATAAATATCTGTGAGTGAGAGGTACTATCTCGAATGAAGTT 
AAAAACAAATTAGAAGGAAAAGGTCAGGTTAGCATGTTTTAGAACTATTGGTAAACTATAATT 
CATGGGACATTATATAATCAAAAGATTAATATTTTAAGCACTAAGTTATAAAGGGTTTACACCC 
ATGAATAAAAAGATTACCATCACTTACTATGAACCACCATTCCATGAATCCATGTAGCTGAAC 
ACTCCTAATGAAAAGTTTAATTATCCTTCAACCTGTAGTTGAAGAACTCAGTTCATGTTCATTG 
ACAGATTTCCATTACAGACCCACTATAWGATGTTACTTTCTTTGACACTATATTTTATATAGAT 
ATATTAAAATTGAAAACTTAATGCTGTTTAGAAGGCTATTAATATAACTATTAATTTCTGAAAG 
CTTTGAGTTTCTGAAAAGGCTTTTAAGATCAAAATTTCTGAAACACTCCACACATTCTTCCTCA 
CCCACATTTAATTATAAATCAATGTTATACTGATAAAAGGTTCTATACACACATTTAGAGATAT 
ATGTGTGTGTGTGTGTGTCTGTGTGTGTGTATATATATATAC 1 1 1 1 1 I CCCCCCAAGATGGAG 
TCTCACTCTGTCGCCCAGGCTGGAGTGCAGTGGTGCAATCTTGGCTCACTGCAACCTCCAC 
CTCCX5TGGTTCAAGTGATTCTCCTGGGAGGCAGAGGTCGCAGTGAGCCGAGATCATGCCAC 
TGCACTCCAGGCTGGACAACAGAGCAAGACTCGGCATCAAAAAAAAAANAAAGATATTTTAA 
TATATTCAN 
>1140 

ACCAGATTATGGACTCTGCTTCTGGTGTGGGTAGTAGGTGGAGGGTAGCCAGGAGG 
GCTTGGGGTGGGTCATCACCTCACATTTGAGATGGGGTTTTATTTTGCAGATTCATGCATTG 
ATCACAGG(X5CATTTGACACTCCTTATGMGGGGGTTTCTTCCTGTTCGTGTTTCGGTGTCC 
GCCCGACTATCCCATCCACCCACCTCGGGTCAAACTGATGACAACGGGCAATAACACAGTG 
AGGTTTAACCCCAACTTCTACCGCAATGGGAAAGTCTGCTTGAGTATTCTAGGGTAAGAGGA 
GACTTTTAAGTAGCCAAGTCGGTTGTTAGCAGATAATTACTCTAGGTCAGCCTTTATCAACCX5 
GAGTCCCTCATCTGAACTACAG.AACACAGAAMTGATTGAGTGACTCTTCTCAAATCTCCTCA 
GGATGGTATGTGACTAGTATCATTCTAGATGCAGAGGGGAGMGTTAATTTATTACAGTGGT 
AACCTTTGAGAAGTGGTTCTCnrTAAGAGTGTGGCCCTGAGCATCTGGGAACTTGTAGCCGAG 
CAGTTTCTGGGGCCCTATCTTAGACCTACAAAAGAAACTCCTGGGTTGGGGCCAAAAATCTG 



Page 301 of 355 



WO 01/42467 



895 

Table 4 



PCT/US00/33312 



G I I I I I 1 1 GGTTGTTG I I I I I I GTCTCAAAAAAGAAAGAAAAGAAAATTTCTTAGTGTTCCTAG 
TTGACTGTATTAGCTTTATCAGCCATG I I I I I I I I I I CCTCTTTACCTAGAAAACAATGTTGGG 
CTGACTTACNN 
>1141 

>1142 

CCGATATAGCAGAAAGCATGAGTTTTGTTGTGAGACAGACTTAGCTCTACATCTTTTA 
TGTGAGACTTAACCTG 1 1 I I I I CTATGGGCAAATGACCT GAACTC CTGAATCAGTTTCCCCAT 
CTGTAAAGTGAGGATGAAAATAGTATCTACTTTATTGAGATTTTTCTTATTCATCTGTAGCATC 
TTTGTGTAATGTCATATGGATGTAACTTGGTTGGTACTATTAGCAACTGTGATG ATGAT GATT 
GTGAATCTTATT7TCATATCTTGGGTTTTCTTACAGTGAAATATTTGTTGCTGTTATTTTCTTTG 
TAAAAATAAACCATGTTTGCATCTTGGTCTTCTTTCCATTTGGATTCAAAAGTTTTATAGTGAT 
TCCTCCTAGTAAAATTGCATTTTCTCCCTAGGAGTACTTCTTTGATTCCAGAGTATTAACAGAT 
GGAGAACTGGCTCCCAATGATAGATGTTCCCGTGTGTGTGGAAAAATAGGCCACTACATGAA 
AGACTGCACCTAACAAGGAAAAGGTTGGCAAATGAATATATATCAACATTTGAGGAAAATAAA 
TGAGAGGCCAATTTGTAGCTATAATTATGTTCAGAAATGTTTAACTGAGAAAGTTTAGGGTAT 
TTMTTATACCTAAGGTAAATGTTCATTTGAGTGGAATTTTGTAATAGGGTAAG ATTTG CATGT 
GGTATAATAGTATCTTCTAACATTCA7TTGTTCATTTATTCATTAATTCACTCAG 1 1 I I I I I I IG 

i i i i ig i i i i ig i i i i i ai i 1 1 igi i i i i i i i gagacggcatctcgccctgtcgcc caggct gg 
agtggaatggtgtgatctcggctcactgcatcctccgcctcccagtttcaagtgatt ctcct 
gcctcagcctcccaagtagctgggattacaggcgcacaccacaatgcccagctaaatttttg 
tatctttagtagagatggagtttcaccaacattggccaggctggtctcgaacgccn 

>1143 
>1144 
>1145 

>1146 

ACCAAGGTGAAATTTGAATGTGTGAACGCATTGTTCTGTGGAGTTCTTTTCAAAGAG 
ATTTCAAAGCCACAAGTTAGATAAGCCCAAGAAGTAAGGCCAGAGTGAGATCGAAGTAGGC 
CTTTCTTTTAAAAAATAATAGCTTTTATTTTATGTCAGTATCTTCTTTACAAATCTAACCTTCCC 
TTTTCACGCTTTTTGAAAAGATAGCTAAAATTCAGTGTGTTCCTCTTATTATAAAGGATTGGGC 
TAATAGTTAAGCATTTCAAAACATTTCAGTTTCGTTAATCAGAAGCTGCAGTGGGTTTGTTTTA 
TAGCCAGTTTGCTTTTAAATTTGGCCATGTGGGCTTTAAGTTCAACGTATTTGTGTTCTCT7TA 
TTGTTACTCTCTCCAGAGTATTACCCAAACTGTGAAGTCTGTGTTTATGGGGATGGCAAACAT 
TCATTCTATTCGGAGGAGTTTTCAGTCTCTGCGGTTGCTGTGCACTCAGATGCCAGATCCGG 
GAAAGTAAGN 
>1147 

NNNCCCCTTTTTTTCCCCCCCTTTGGTCCCAGGTGGGTTCCCC CAAAAAC CCCCCC 
CCAGGGGGGGGAATTTCCCCCCAAAGGGGTTCCCCCCAAAAAACCCI I I 1 1 I 1 1 1 1 1 1 1 1 1 1 I 
TTNTNGGCTATGTAATACTGTCTAATAATTGAGACTTTTAGAATCTAGAGATGATCAGAGTGA 
TCTTTTGGGCTGGGAATTCATCAGGAACTGGGTCTGTAGGAACCTATTCTCGGGCTTCCCAT 
GGCCTTTGATCTCCTGTTACGGTCCCTCCACAAACATAACATGAGGCGACTTGTAGAGACTG 
GGCTACGTGTTCGGCTAATTGCAAAAACAAATTTTTAGTTTTTCCTGGAATCTCAGGTACTGG 
CACATTTAGTTCATCATAGAAAGTCTGAAATACTGGTTCTGGAGAGCGTTTTTGAACCTCTCC 
TTTTATTAGGATGCTTACACTAGGATCTAGTCX5TTTTCCATCAATGCCTAATGATACATATTTT 
CCTTTATTACATTTGGGTCTGAGGGGTTTGTGATTATCAATTCTAAAAGGTTGCAGCTCCCAC 
TCGTGCAGGAGGGGCTGACTTTTCC 1 1 1 1 1 GGAGCCAAACAGGATC I I 1 1 I IATCTTCTGTTC 
AAGTAGCCCAAATGACACAAGACCAGTATTGACACATCTCACATAAATATGATTCTTGACAGA 
TATACTTA I 1 1 1 1 1 I I C TGTGTAA CI 1 1 1 1 1 1 CCAATTTAGAGAACCGCATCCTATCC ATGCT G 
CTTACTATCAATAGTGGCACAAGCGTCAAATTTTAAGGTTACATTTTTGGGACCCCTTTTTCTT ' 
CTGTTCTAGCTATTACTTTACrrGTGTCACCTAGAAAAGGACCAGTCCTTAGTCCTACTTCAA 
AGACTGTGATCATGGGAGGTTCAAAGGGGTCATAGCACACATCGGGCTGGTCACTTCCTGG 
ATTACATACTTTATACTGAGTGTTATTATACAAACAGGTTCCTTTTGGAGTTCCTAGGCATTCA 
TAATMCTATAAMTMTAGGACTGTAGCMTCTTTTGTCCTACCTCAGTGACTTGATGTATAT 
ACTGGAAACAGTCTCAGTCTGAGGAAGGTCAGTTGAAGTCCTTACTGTACAAGTCCAAATTT 
TAAGGAAAATGAGtCCCGCGATGAGTTTCCTCATGCTTCAGCTGTGCGTGGACCAGTCAGCT 
TCCGGGTGTGACTGGAGCAGGGCTTGTCGTCTTCTTCAGAGTCACtTTGCAGGGGTTGGTG 
AAGCTGCTCCCATCCACATACAGCTCGCAGTCTACTGATGTTTAAGGTTGGTCTCGGAGGTT 



Page 302 of 355 



WO 01/42467 



896 

Table 4 



PCT/US00/33312 



GGGCCTACTAGGGTAGACTGAGTCTAACACCTCTACACAGTTTATGTTCAACTGGGCTCTCT 

GATACCAGGAGTAAGGTGTGCAGGGTTAGGGTGTCGCAAACTTCAGTGGTTATGCGGGAAT 

TTTCACAGAGCAAGCTTTGGTATCTAGTTAGTCTAGCATTCGTTAGCTAGGATGCGCTTTGGT 

ATTTATTAAAATCATCACAGCATGGGGAGACTTTAGGTTTTGCCCAAGAGTTAGCTTATCTGC 

TTCTTATGCTAACAGGGCCATTGCTGCCAGGGCCCTTAGACATGGGGGCCAGCCTTTGGAA 

ACCCCATCTAGTTGTTTTGAGAGATAGGCCACTGGCCTTGGCCAGGGCC CTACA GTCTGGG 

TTAAAACTCCAACTGCCA I 1 1 I I I I ICTTTTTGA CACATGGAG TGTAAAGAGTTTTGTCAGGTC 

AGGTAGCCCCAGGGCTGGGGCCGACATGAGTTTTTCTTTTTAACTCATGAAAAGCTCGTTGC 

TGTTGGTTGTAATAGATGTAGTGTATCTAATTTACATTTTTATTGACTGTCATCTACCAAAATA 

TTGACTTCAGTCCTGTAACTATTTGATTTCAAGCTTTAAATTGATCTGGTATTCCTTGCGGGG 

CTCCAATTGCATCTAAATATACCCGCGT 

>1148 

NNNATGTTAACAGGTAATGTAAGAAGTTCTCTGAAATGTCAGCAAGTAAGTTCTGAA 
ACACATCATGCATGAGTAGGAATAAAACCCAAGTTCCCCATAACGTAGATAACTTAATGCTGC 
ATAAAAATATGAAAGTGTAACCCATGAAGGACACTTTTTCTTTCCACTGCAAAGTTAGCCACT 
TTGCTG I I I I I CCTC I I I I I I AAACTTTGAAAATAG ACTCTTTCCAGAAATTGGAGCAATAATG 
GTGTTACCACACACAGATTAAATMTTTGTAGATATTTTAAGTGACTTTTGGGCAAAACTGGA 
ATGTATACTTTTACCTTGTTTCAAACACCTAAGACCAGTAATTTAAAAATTACTAAAAGGTTTA 
GTTTGTTCATTAATAAAACATTTAACAATTCAAATTATATGCACCTTTTACCTAGTTGAAAAAAA 
TACACATTCCTGTTTTCACATTATAGCAACTGATTAAGCTGAAGCTGTAAGTCATTTTTTATAG 
ATGAGTGATCCGCATCTCCATCMTTAGAACACTGGAAAAGATGTTTTATAAAAGAGGTATTT 
MTTTTGTTTGTAGGATTAACTCATGCAAATAATAAAAAAGATATCCTGTTGGTTCAATAGTAC 
ACTTGCNNN 
>1149 

NNAAAATGGAATCTGTTCGGCCATA I I 1 1 I A I I I I I I I I I 1 1 1 1 I ACTGCCTCAGGTAT 
AATTTTGCAATGGCGGTTTCGCAACTTGCACTGTCCTGACTACCTCTGTTATCATAACTAATC 
TAGGTAAACAATTAAAATAGGTAAATGTAATGCGATAAATACTTGGGGACAAACTGGTCATAA 
TTTAGAATCTCAAGCTATATTAAATAATAGATATTTCATTATTTGGGTATTTTCCAATA AAAAT G 
TATTGGAGGAAAACCTTTCCCAAAAAAAAGTGTAACCTTTTTAAAAAGGTGGAATAAGTTTTG 
CCTAATTCAAAGCTTATTTAAAGGTTTTGTGTAAAACAAGGTAA AAGAACCA TGAAATAAGAA 
AGATGTAAATAAAGGTACAAAAATAAAGTGAGGATTTTTGGI I I I I I I I 1 1 I GGTAAGAAGGCT 
TAAAGAAAAATAANNN 
>1150 
>1151 
>1152 

ACAAGCAAGACTTTCCTTTAATATTGATAAAGAATTGAGTATCATGTA TGCAT TCCCT 
TTTATGATATACAATTAATTGTAAGTTATTTCCCCTTGTA TGCAA CCATCCACATTTTTCTTCTG 
ACX)TTTTCCTCMGTCTTACMCTACTTTTA ATGACT GCATTTTGGAGGTGGTCCCAGGAGAA 
CAGATGTTGCCTTATAATGGTG 1 1 1 1 I CCA 1 1 1 1 1 1 1 CTTTGATTGGGCAAGGGGGTTGGAAG 
TATTATTTAGTCATTATATGGATTCCTCTAAAAATTGTTCAATAGAATATGTATTCATTTATTCA 
CTTACTTATTGTTTATTTATTGCCTAGAGTATACCCAACACTGAGGA TACAATA ATGATCAAGA 
CAGGTCTAATTTCTGTCCCATAGAGCTTAAATTGTAATTAGAAAGAA1 1 1 III I AAATAANNNN 
N 

>1153 

AGTTAGTGTCATGTTCATCATTAGCACCATCATCGTTTTTATCACATTCACCCATGGA 
TCACCGGTACTACATAGAAAGGGCTTGGAAGTCTGATTCAGGAAAGGAAATCAGGAAAGAAC 
AAAGGAAATGAAGGAAGAATAAAAAAGAAGAGAAGTCATTGAAAAAGTATGAAAAAATATGAA 
ACAGATAACAAGAAAGTAGAGGAGATTCCAAAAAATACAACCCAGGTTTTCTGCCCTCATTCT 
ATAGAGTCTTGAGAATTGTAGGGTGTAAGAAATAAAGAATCAAGTCTGAGAGATCCCTTTTGC 
TTCTTTCTTGTCTCACTGATCTGGAACCCAGGTTGCCAGCTGGCTCCCAAGCAGACAAAGCC 
CTCnTAAATTATTTTCTGGATTGCTTGTCTTTCTCCnTCTTAATTGAAGACTTTTCTGGGCTCT 
GTTTCATGCTGAGACCAGGTAGACAAATGTGTAAATGCATGCATTTCCTCGCTGAACCGGAC 
>1154 
>1155 
>1T56 
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>1157 

ACAGGCTCCTGCCTTTMGAGCACTGTTTTGCTTTTGGGGCAGAAAGCATGGACTTT 
TAAAGGGGGACTTGGCATGAATGGCATTCAGAGGAGGGAGTGAGCAGTTGGGGGTCTGCG 
TGACTCGCTTTCGTGCTTAATCTACTGGTGGTCGAGCTGGCTGCATCACAAGCAGAGCTAG 
GTTGTATAGTGGCCTTTGTCTCAAGACACTCTCCAGGTGGGAGAGCCTTCCATCAGGGACAT 
ACTTTAGGTTGCAAATTGACTGTTGTCTCTTGAGGCMTCTCCTTGTGGGAGAGAGTTTCTG 
CCCTGGAGCTTCAAAGTAAGCACGTAGTTAGATAAGCTTCCAGTGTAGTGAGTGTCTGGTGA 
AGGGAAGGTAAAGGTTATGATTGCATTTCTGAAGAGCTAGGTAGGAAATGGGAACNNNNNN 
NNNN 
>1158 

GGAGTCGACCCACGCGTCCGCGGACGCGTCGTTTCTGCTGACTCCAGTGTCCCGA 
GAGGCGCCGCTTCTTCCGCTTTCTCGTCAGGCTCCTGCGCCCCAGGCATGAACCAAGGTTT 
CTGAACTACTGGGCGGGAGCCAACGTCTCTTCTTTCTCCCGCTCTGGCGGAGGCTTTGTCG 
CTGCGGGCTGGGCCCCAGGGTGTCCCCCATGGCGGGGCCGCGGGTGGAGGTCGATGGCA 
GCATCATGGAAGGGGGCGGCCAGATCCTGAGAGTCTCTACGGCCTTGAGCTGTCTCCTAGG 
CCTCCCCTTGCGGGTGCAGAAGATCCGAGCCGGCCGGAGCACGCCAGGCCTGAGGCCTCA 
ACATTTATCTGGACTGGAAATGATTCGAGATTTGTGTGATGGGCAACTGGAGGGGGCAGAAA 
TTGGCTCAACAGAAATAACCTTTACACCAGAGAAGATCAAAGGTGGAATCCACACAGCAGAT 
ACCAAGAGAGGAGGGAGTGTGTGGGTGTTGATGGAGGTGTGMTGGGGTGTGTTGTGTTTGC 
TGCTTCTCCATCAGAACTTCATTTGAAAGGTGGAACTAATGCTGAAATGGCACCACAGATCG 
ATTATACAGTGATGGTCTTCAAGCCAATTGTTGAAAAATTTGGTTTCATATTTAATTGTGACAT 
TAAAACAAGGGGATATTACCCAAAAGGGGGTGGTGAAGTGATTGTTCGAATGTCACCAGTTA 
AACAATTGAACCCTATAAATTTAACTGAGCGTGGCTGTGTGACTAAGATATATGGAAGAGCTT 
TCGTTGCTGGTGTTTTGCCATTTAAAGTAGCAAAAGATATGGCAGCGGCAGCAGTTAGATGC 
ATCAGAAAGGAGATCCGGGATTTGTATGTTAACATCCAGCCTGTTCAAGAACCTAAAGACCA 
AGCATTTGGCAATGGAMTGGAATAATMTTATTGCTGAGACCTCCACTGGCTGTTTGTTTGC 
TGGATCATCGCTTGGTAAACGAGGTGTAAATGCAGACAAAGTTGGAATTGAAGCTGCCGAAA 
TGCTATTAGCAAATCTTAGACATGGTGGTACTGTGGATGAGTATCTGCAAGACCAGCTGATT 
GTTTTCATGGCATTAGCCAATGGAGTTTCCAGAATAAAAACAGGACCAGTTACACTCCATAC 
GCAAACCGCGATACATTTTGCTGAACAAATAGCAAAGGCTAAATTTATTGTGAAGAAATCAGA 
AGATGAAGAAGACGCCGCTAAAGATACTTATATTATTGAATGCCAAGGAATTGGGATGACAA 
ATCCAAATCTATAGAGTATTTGCCTCTTAAATGATACCTCATTGATATATTGCACTATTTCATA 
AATACTATAAAATAATGACTAGGAAGTAACTTATTAAAGGCTATGACTTAAATTTGAAGATGAA 
GTACAGTGTTCTAGGTTTGCTGAGAAGGCTTCATTAMTTAATCTCACTTTGAATATCTCCTG 
AGAGATGGACAATGAAATATCAGTTGGTGGATATGTGTGATAGCTGATTTCAATATTGAAGTA 
TTGAAATAAAATATTCTTTACACCTGAAGTAAAAAAAAAAAAAAAAGGGCGGTCGTTAGACTA 
GTTTAGAGAAAGAACCTTCCACANN 
>1159 
>1160 
>1161 

NNNAGATCCCAGAGGCTGAACACCTCGACCTTCTGTGCAGAGCAGATGATCCCTGA 
GCAGCTGAAGACCAGAAAAGCCACTATCCGGAGGCTGAACACCTCGACCTTCTCTGCACAG 
CAGGTCCAGCATCCTTTGAAGCATGAGTTCTTACCAGCAGAAGCAGACCTTTACCCCACCAC 
CTCAGCTTCAACAGCAGCAGGTGAMCAACCCAGCCAGCCTCCACCTCAGGAAATATTTGTT 
CCCACAACCAAGGAGCCATGCCACTCAAAGGTTCCACAACCTGGAAACACAAAGATTCCAG 
AGCCAGGCTGTACCAAGGTCCCTGAGCCAGGCTGTACCAAGGTCCCTGAGCCAGGCTGTA 
CCAAGGTCCCTGAGCCAGGTTGTACCAAGGTCCCTGAGCCAGGCTGTACCAAGGTCCCTGA 
GCCAGGTTGTACCAAGGTCCCTGAGCCAGGCTACACCAAGGTCCCTGAACCAGGCAGCATC 
AAGGTCCCTGACCAAGGCTTCATCAAGTTTCCTGAGCCAGGTGCCATCAAAGTTCCTGAGCA 
AGGATACACCAAAGTTCCTGTGCCAGGCTACACAAAGCTACCAGAGCCATGTCCTTCAACG 
GTCACTCCAGGCCCAGCTCAGCAGAAGACCAAGCAGAAGTAATTTGGTGCACAGACAAGCC 
CTTGAGAAGCCAACCACCAGATGCTGGACACCCTCTTCCCATCTGTTTCTGTGTCTTAATTGT 
CTGTAGACCTTGTAATCAGTACATTCTCACCCCAAGCCATAGTCTCTCTCTTATTTGTATCCT 
AAAMTACGTACTATAAAGCTTTTGTTCACACACACTCTGAAGAATCCTGTAAGCCCCTGAAT 
TAAGCAGAAAGTCTTCATGGCTmCTGGTCTTCGGCTGCTCAG GGTT CATCTGAAGATTCG 
MTGAAAAGAAATGCATGTTTCCTGCTCTGCCCTCATTAMTTGCTTTTAATTCCAAAAAAAAA 
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AAGTCGACGCGGCCGCGAATTTAGTAGTATCACATTTGGCCCAAACCTCAGGATTCTCCCTC 

TGCCTGTCTTACTTCATGGT 

>1162 

>1163 

>1164 

>1165 

>1166 

>1167 

ACTTTTCTGTCTTCTAA I I I I I AAAATTATTAATGTCTTCTA I I I I I Ct AAGGCTGATTT 
TTTCTAATGTCTGTA I I I I ICC I I I I I I I CACATCTTGACATAAGTAGAGTTCATTTATTTTCAT 
TT ATTCTTGTAT AATAA AATT ACTTAAGGTTAGG AAT AATTAAGTTTTG CTCCC ATG I I I I IATG 
TGTAACAATCTCAATGTTGTATGTCATCTACTTCAAAATTTCAAGCTTCCCCTTTAAAATACTG 
TTTAAAAAACTTTATGAAACCAGTATTTCTCTCAACCTTTGTGTAATACCTGGTTTTACTTTAAT 
GTGGTCAGATAATTTAACCTGTACTGCATCGGCAGTGCCTTCGGACTGTCTATTTGACCTGC 
AGTCCAACCTATGGCCTTTCTCCTTT TGTCT CTAGTTCATTCTCTAACCACCAACCATGAATTT 
CAGGGMCTCTTTTCTCATTCTCTTTGTTTTGTGGCCACTTTCACAATGTAGAAGGAAAAAAC 
CAAATGACCCCACTGTGA 
>1168 

acGCGTCCGGCTGTAGGAGATTGGGTTTcaaaaagticGGATGTAAACATTGACATCCAG 
TTTCCAGCCATTATGTCTCAGCCAGATGTCCTCTTACTTGTTCAAGAATGTTTAAAGAACAGT 
GACTCCTTTATTGATGTTGATGCAGACTTCCATGCTAGGGTGCCAGTGGTGGTGTGCAGAGA 
AAAGCAAAGTGGTCTTCTGTGTAAAGTGAGCGCAGGAAATGAAAATGCTTGTCTGACAACAA 
AGCATTTAACTGCCCTTGGAAAACTAGAACCAAAGCTGGTTCCTTTGGTGATTGCATTTAGGT 
ACTGGGCAAAGCTTTGCAGTATAGATCGCCCTGAAGAAGGAGGTCTGCCACCTTATGTGTTT 
GCCCTGATGGCCATTTTCTTTCTTCAGCAGAGGAAAGAACCCCTTTTGCCTGTATATCTAGG 
ATCATGGATTGAAGGATTCTCATTAAGCAAACTAGGGAATTTCAACCTTCAAGACATTGAAAA 

agatgttgtgatctgggaacatactgacagtgctgcaggggacacaggcataacaaaagaa 

gaggcaccaagagaaacgccgattaaaaggggacaggtgtcattaatattggatgtgaaac 

accagccttcagtaccagttgggcagctctgggtggaattgctgcggttctatgctttagaa 

tttaatttggctgatttagtgataagtattcgtgtcaaagaattggtatctcgggaattgaag 

gattggcccaaaaagcgcattgccattgaagatccctactctgttaaaagaaatgtggcaag 

aaccctaaatagtcaacctgtgtttgaatatatacttcattgtttaaggacaacatacaagtat 

tttgctcttccacacaaaattacaaaatccagccttctaaagcctctgaatgcaattacatgt 

atttcagaacattctaaagaagtaataaatcatcatccagatgtacaaacaaaagatgataag 

ctcaaaaactcagttttggcccaaggtcctggtgctaccagttcagctgcaaatacctgtaa 

ggtacagccacttactcttaaagagactgctgaaagttttggaagcccaccaaaagaagaaa 

tgggaaatgaacacatcagtgtccaccctgaaaactcagactgtatccaagcagatgttaac 

tctgatgattacaagggtgataaagtataccatccagaaacaggaaggaaaaacgagaaaga 

gaaagttggaaggaagggcaagcatctgttgactgttgatcagaaacgtggagagcatgtt 

gtctgtggcagcacacxatmtmtgagtcagagagcactttggatttagaaggcttccaaaa 

tcccacagctaaagagtgtgagggacttgccactttagataacaaggctgatcttgatggag 

aaagtacagaaggtactgaggaactagaagactctctaaaccactttacccactcagtacag 

ggccagacatcagaaatgattccctctgatgaagaggaggaggacgacgaagaagaggag 

gaggaagaagaacctaggctcaccattaaccaaagggaagatgaagatggcatggctaatg 

aagatgagttagacaacacctacactgggfcaggggatgaggacgccctatctgaagagga 

tgatgagttaggcgaagctgctaagtatgaagacgtgaaagaatgtggaaaacatgtagaaa 

gagctctcctagtggaacttaataaaataagtctcaaggaagaaaatgtatgtgaagaaaatt 

cacctgtggatcagtctga 1 1 1 1 1 1 1 1 atgaattcagtaaacttatcttcaccaaaggcaagt 

ctcctacggtagtgtgcagcttatgcaaacgagagggtcatctaaagaaggactgtcctgaa 

gacttcaaaagaatccagctagaacctctgccaccattaacacccaagtttttaaatatctta 

gatcmgtctgtatccagtgttataaggatttttctccaacaattatagaagatcaggctcgt 

gaacatattcggcaaaacctagaaagtttcataagacaggactttccaggaactaaattgag 

cctgtttggctcctccaaaaatggatttgggttcaaacagagtgaccttgacgtctgtatga 

caattaatggacttgaaactgctgagggattggactgtgtcagaactattgaagaattagca 

agagtcctcagaaaacattcaggtctgagaaacatcttacctattacaacagcaaaggtgcc 

aattgtgaagttcttccatttgagaagtggtctggaagtagatatcagtttgtataacacatt 
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GGCCCTTCATAACACAAGGCTTTTATCTGCTTATTCCGCCATTGATCCCAGAGTGAAGTATTT 

GTGCTATACCATGAAAGTATTTACAAAGATGTGTGATATTGGTGATGCATCTAGAGGCAGCTT 

ATCATCGTATGCATATACTCTTATGGTGCTATATTTTCTCCAGCAGAGGAATCCACCAGTCAT 

TCCTGTCCTTCAAGAGATATACAAAGGTGAAAAGAAACCTGAAATATTTGTTGATGGCTGGAA 

TATTTATTTTTTTGATCAAATAGATGAACTGCCTACCTATTGGTCAGAATGTGGAAA AAATA CA 

GMTCTGTTGGGCAGTTATGGTTGGGCCTTCTTCGTTTCT ACACA GAGGAATTTGATTTTAAA 

GAACATGTTATTAGCATCAGGAGAAAAAGTCTGCTTACAACTTTTAAGAAACAGTGGACCTCA 

AAATACATTGTTATTGAAGATCCCTTTGATTTGAATCATAATCTTGGAGCTGGATTATCAAGGA 

AAATGACMATTTTATAATGAAGGCTTTTATCAATGGT AGAAGA GTATTTGGTATTCCTGTCAA 

GGGATTTCCAAAGGACTACCCCTCAAAAATGGAATACTTTTTTGATCCAGATGTGTTAACTGA 

AGGAGAGCTGGCCCCAAATGATAGATGTTGTCGAATTTGTGGAAAAATCGGACACTTCATGA 

AGGACTGTCCTATGAGGAGAAAAGTAAGACGGCGGCGAGATCAGGAAGATGCCCTGAACCA 

AAGATACCCTGAGAACAAGGAAAAAAGAAGCAAAGAGGACAAAGAAATTCACAACAAGTACA 

CAGAAAGGGAGGTGTCAACAAAAGAAGATAAGCCCATACAGTGCACACCTCAGAAAGCCAA 

GCCAATGCGGGCAGCTGCTGACCTGGGGAGGGAGAAGATC CTCAG GCCACCAGTAGAAAA 

ATGGMGAGACAGGATGACAAAGACTTMGAGAAAAACGTTGTTTTATTTGTGGAAGAGAAG 

GGCACATTAAMAGGAATGCCCACAGTTTAAAGGCTCTTCAGGTAGCCTTTCCAGTAAATATA 

TGACTCAGGGAAAAGCCTCAGCGAAGAGGACCCAGCAGGAA^^^ 

CAGCACTCTAAATGGCCACTCAGGCGTTCCTATTCACTCGGAAAAlTAGGTT CATT^ 

GACACAGCAGTGTAGATCAGGCTTCAACTTAACATTTAAGGGAAATGTCAGAI I I I I I I I IAA 

TTTAATGAAATTGTTAATGAGGAAAAATTTTTAATATAGTCTTATCTACCACACATCCCCATAG 

ATTTAAGGATTTTAATAGAAAGTCATGATGTATGTATTTAAGCCACGTTAAAAGAAAAAATATA 

ACTATGGACCGGTATTCAGTGAATACAGTTTCATGGTTTTTAATTCTTTCAA AGCACATTAAA A 

ATGGTGTGCTGATAMCCCCAAGTAAATTMCCCTTTTTC 

AAGAGGGGAAATTATATTTATTGTTGTTTACTGAATCCTGGTGTGAAAGCATATCAGATATGT 

ATGAACTGCTACTGCTGTACTTCCGATTTACGGACATCATTTTATTGCTATTTGTAGACGTGA 

TAACATGAACATGAGTACCTATTTATGTGGGCCTTCAGTGGATGGGCAGTGCCACTCAGGTC 

TCTGGGGTTTCCCTCTCTAATTTTAAGTAAATTGACATATAACTACTATGCTTATAAAAATGAA 

GTAAGGAAAACAAGTAGTCCTGTTTGCCACTAAAMCATTTTC AAAG GAAAAATAAAATGAAA 

GTACTTTTTACTTTTTATGATACTCAGAAATTAGGATGAAGAACTTTTAAAATTGCTGAAGA^ 

AAAGAGGTTATCTCTGCCAGTCACAAGTGTGGCTGGTGTCATTCTGGGTCTGACTGGAGCC 

CTCCTGGACTGTTTCTTTAATTTCAAAAGCCCTGCAGACATAGTACCTGGTCAGAACTATGCC 

TCG GTTTATTT ATC ATTTTG AAATAAAATC AAAATTTC AACCTGT AAAAAAAAAAAAAAaag 

>1169 

GCGTCCGAAAAAAAAAAGTCCTAAAAATGGAAAGCCTTCGAATGGTTTATAAACAAG 
GCAGTGCCTTGATCTGATTTGTGTTATAAAAATTTCAGTCTGGCTGCAATGTGGATAATAGTT 
TGGAATGGGGAAGAGAAGATGTTGGGAAGCTAACTCTCCTAGCAAGAATGATAGAATAGCTT 
ACAGTAGGGTAGTGGCAGTAGTGGAGGAGATGGAATAATGGAGATTCAGGGGCTTGAATTT 
GTTMCCATTTAGTTCAACAATATTTATTGATTGGCTTCTCTGTTGTGAGCATATCTCGGAGA 
GGAAGAAAAACAAGCCAGGATAATCCCCAGGTTTCTGGTGTATAAATGTTGGTACTACTCTG 
CGATGGMTGGAAAAAGACTTGAGGCCCTGAGAACTGAACCATGATTAGGAGCCTTGGAAC 
AGTAGCAGTTGTCATCTGTGTAAATAAGGTTATTGATTTCTAAAAGGTCTATGTTTAAT CAGAT 
GGATTAGTCATTCTGTCTTTCACACCTGTGGTGACTMTTCAAAGGAAAAGCCCTATCATTTT 
GCCAGCTGGTGTTTAAGAGTTGCTTTGTTTTCTGTGAAACCAGGTGTACTGCATTAGAAAAGT 
TTATTCMCTTTTAATCATTAAGC 

TATTAAAMTGTTGGATTCCTGTAATTCCAGCATTTTGGGAGGCTGAGGTGGGAGGATTGCT 

TGAGTTCAAGAGTTCAAGACCAGTCTGGGCAACATGGTAGGACCCCATCTCTACAAAAAGGA 

AAAAACMTTTGGCCTGGGAGTGCACGCTTGTGGTCCCAGCTACCCAGGAAGTTAAGGTGG 

GAGGTTTACTTGAGCCCAGAAGGTTGAGGCTGTGATGAGCCATGATCGTTTCATTGCACTCT 

AGCCTGGGCAACAGAGTGAGACCCTGTCNNNNNN 

>1170 

>1171 

GTGGCGGCGGCCCGGGCAGGTACGCGGGGGGAGGGCTCGGAAGTCTGGTTTTGG 
GCGGGAATTGAAACX^GCCGCTGAAGCCAACAAGAATTTGAGAACTGTAAATACCAAGCCTTG 
AAAGGGACCATGGTGCG GCCT GTGAGACATAAGAAACCAGTCAATTACTCACAGTTTGACCA 
CTCTGACAGTGATGATGATTTTGTTTCTGCAACTGTACCTTTAAACAAGAAATCCAGAACAGC 
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ACCAAAGGAGTTAAAACAAGATAAACCAAAACCTAACTTGAACAATCTCCGGAAAGAAGAAAT 

CCCAGTACAAGAGAAAACCCCTAAAAAAAGGATGGCTTTAGATGACAAGCTCTACCAGAGAG 

ACTTAGAAGTTGCACTAGCTTTATCAGTGAAGGAACTTCCAACAGTCACCACTAATGTGCAG 

AACTCTCAAGATAAAAGCATTGAAAAACATGGCAGTAGTAAAATAGAAACAATGAATAAGTCT 

CCTCATATCTCTAATTGCAGTGTAGCCAGTGATTATTTAGATTTGGATAAGATTACTGTGGAA 

GATGATGTTGGTGGTGTTCAAGGGAAAAGAAAAGCAGCATCTAAAGCTGCAGCACAGCAGA 

GGAAGATTCTTCTGGAAGGCAGTGATGGTGATAGTGCTAATGACACTGAACCAGACTTTGCA 

CCTGGTGMGATTCTGAGGATGATTCTGATTTTTGTGAGAGTGAGGATAATGACGAAGACTT 

CTCTATGAGAAAAAGTAAAGTTAAAGAAATTAAAAAGAAAGAAGTGAAGGTAAAATCCCCAGT 

AGAAAAGAAAGAGAAGAAATCTAAATCCAAATGTAATGCTTTGGTGACTTCGGTGGACTCTG 

CTCCAGCTGCCGTCAAATCAGAATCTCAGTCCTTGCCAAAAAAGGTTTCTCTGTCTTCAGATA 

CCACTAGGAAACCATTAGAAATACGCAGTCCTTCAGCTGAAAGCAAGAAACCTAAATGGGTC 

CCACCAGCGGCATCTGGAGGTAGCAGAAGTAGCAGCAGCCCACTGGTGGTAGTGTCTGTG 

AAGTCTCCCAATCAGAGTCTCCGCCTTGGCTTGTCCAGATTAGCACGAGTTAAACCTTTGCA 

TCCAAATGCCACTAGCACCTGAGTGTGGTACAGGAGGAATGTTTGGTTGGGAGAATCACAG 

CTTTACAAGGGTGTTTATATTTGATTTGTGTTTATATTTGAGGCAGGTATTGTAATATAAA^ 

ATCCATTACCATGTCCTATAAATGACCTCTAGCCATTTTATGATTATGTTCTCTGTAAAACTCT 

TCAAGAC TTCAAT GAGAAGTTTGTTTATAAGAATTATCTTCTCA TACC TTTCCTTGTC 

GTATTGTGTTTTTeTATCAGTTCGAGATGA^ 

TGATGTGCCTTTCTAGCTTTGTCTAGTTTATAGCACCTTAACTTTAACTGTTCAGTTTTATCTG 

GCAGAGGAA AACAT TCTTATTTCTTT CAGA AGACATTTCTGAMTCTTATAAGCTACTTAAGCT 

ACGTTG TCAGT TTTATCGCAAAGATGTTTTGTA7TTTAGCCAAATC I I I I I ATAGTACAAACTT 

AGAATTATTTTACACACTAAAATGGTT GCAG TTTTATGGCATATGTCTCCGATTTAGATGGTTA 

TTCTCTAGAAAATAGTATTTAAAGACATTTTATGAAATCTTCATTGTCAAAACCTTTAATAAAAG 

TGGAAATATTTGAAATGCCCTTTTTCTTGATACCACTCATCCACGTGTTCCTGATTTGTCCAC 

ATTTCATGA TAAAA TGAGAGCTCTGCAGAGAATGTTAGCCTTTCTGTGTAAATGTAATCTTCA 

AGTAGTCACTTTTGTTAAGTTCTTTAGAAAGTAGTTGTCAAGTACTTAGTCATCCCTATTATGA 

T ATGAG ATAGTACAGTTTTCAGGAAGCTTAGATCTGAATTATTGTGAAAAACAATGGTATGAA 

TATTTTATATTTACATGAGAATTAATAGTTCTGATCAATTTTATAAAAATTTTCAATTC 

GTGTTAAAATGTTATAACTCAGTTTCTGGTTATGACTATCTTTTTAGGGAACTATATTAGAATG 

GGTAGTGGCTTGTTAAAAAAAAAAAAAAAAAAAATTGGGCGCGGCCGAAATTAAACGTGGGG 

GCCGAGAAAGGACGGCGGAACGCATCAGGGTCACAAAGCGGCGCGGAACAGGGGGTCGT 

TAGCAGCAGCCN 

>1172 

>1173 

>1174 

>1175 

gaGCTctagMTCATATTTATTTGATTTGCATTACCATTAT^ 
AAAACTACATAAGATTTTATAATAAATGCAACCACTCTTACCTGCTTAAGCAAATATAAACAAA 
CACTC(XJAGGCCTATTGTTTTTAAGGCTGTATATTTCACTTGATGGAAAAAGTGATGAACAGC 
AATGACTTCCCAAGA AAAA AGAAAGAAAAGTGGGTGTTAGATATTCCTGAAAGCCAGACTCT 
AATCACACAGAGGAATTTTATTGTAAGTTACATGCAAAGCAAATTAGTTCTTCAGGAAAATAA 
ATAAATAAATGGATCAACTAAGATATACTAAACCTCAAAAAACCCTGAATAAAGATAAAGGTA 
AAAATGTATTAATAAAAAAAACCCTTAAAATACTTAAGAAAGTATTAAAATACAAAACGTTAAC 
TTCTCTACAGTCAMGTTTCATTCACAGGGAGCTGTAGGTCAGTTGGTTGTTGAAMCTTATT 
TGAGAAAGTCAAAAMTMTTGCTTTATTTCTCTGTTTCATTAGTACTMTTCACAGGATCTTT 
GTAGGTTTTATCTGAAAGAAGGATATAAAAACTTAAAAGTCAGAGCAGGGAAAGGGGAGTAA 
TAAATTATTAAGAACAAACTCAGTGAGACTTGACTTCACTTATGATACATGGGTAGAAAGAGC 
AAACCAGCCTTCTTCTTTCTGTTTCTCAATCTTTGCTCTTGGATTAAGAGGTGTGAATCTCCC 
ACTTCCTGAGGTGGCATTTAGTGGAGAACAAGAATTACCAGTAGCCCCGGAAGATCTTCTTG 
TATTTATCCCGCTGACGGGAGAGACAGTACTACATTTTGAGCTTTCTGGGGCTTCT 
GGAATAGATACCTCAATTGTCCTCTTTGCTCCTTCAGTCCATGCTCTGAGAGGTAAC TGAAC A 
GGTGACATTGGTccacgagcctccatacfflgtt^attcaatt^ 
TAAAAGCAGTAGTTTGAGATGGACATTGCCTCTTCATTGTATT^ 

GTGGTTATAGCTTGACAAGCAATTAACTTTAAAATGGTAGATTCCGTAACTTTAAATTGGTAG 
CTTTCATTTGCTTAAAATTTTTTGGCATATGCAGATAATGTTCTCATCAGTAGTAAGAATCTCA 
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GGGTTATGCTTATTCCCCAATGGAGGTATGACATATAATCTTTTCTGCCTTTACTTATCAATTC 

ACCAAGGAGCTGTTTTCTCTGCATCTAGGCCATCATACTGCCAGGCTGGTTATGACTCAGAA 

GATGTTATCTGAAAAAAGTTTGATAATACAAAAGCTAC CATC AGAAGAAATCCCTTCAGGATC 

ATTAAGCCACTTCCTTTGCTCTGCAGTTTCTATAGTAGTTTTAA ATTAT TATTAAATCACCTGA 

AAAAAATTCCAAAAGAGAACCACACACTACCATATCCAAACAACTTTTGCATTTCCCATAATT 

GTAGTTAATGTCAGCCCAGTAGGCCAGACCAACCCCCAGTTCAATACTTTCCTTCCCCAAAA 

GCTCTATACTTTGAAGGAAAACAGATACAGTATCAAATTATGACACTTTCCTTGCCCAAATTA 

ATGCACTGGTACACCCAGTGGCTCATATTTAACTTCCCCCAGCTTCCCAATTCAAAC TGGGG 

GGAAAAAAACTAAATCATTGGGAGTTACTTGCCAACTTGGAAGTTGATATTTCTTTACTTTT^ 

CATTCTAAGACTTTAAGTTCTCTGGCATGAGTTTATCTGCAATCATAAACTAAACAATTACCTA 

AACCCACCCCACCAATCCCAACCGTAACAGGCCACTGCCAACTAATTGCCAATATTTGCCCC 

TCCCCTTTAATAAAACTTTTAAGAAGTCACATTATTGGAAAACTTAACTTCAACATTTAGCCTA 

CTCAAGCTCTTCTGAAGTTCTCCTGAGATGACTGAATATGAACCAAAGCTGCACTGTGCTGT 

>1176 

>1177 

>1178 

>1179 

>1180 

>11Si 

NCTGCAGAATTCGCCCTTGAGCGGCCGCCCGGGCAGGTACTTAGGCTTTCATAAAA 
ATACAGCAGGGCAAGAGGACCAAGATGGAGGCAGTGATCAGGGAATCTCAATGAGGGTGA 
GACTGCGACAAAGACTTGAAAAAGGTGGAGAAGCAAGCCTTGTGGGTATTTAGGGTAGCAG 
TAGTCCAGGCAAGGGGAACAACTAGTGCAAAGGCTCTAGGAGGCAATGTGTTTGAAGTGTT 
TTAAGAACAGTAAGGAGGCTAGTATGGTTAGAACAGAATGAGCAAAGGGGGCAAAGTGGTA 
GAAGGTGAGATCAAAGAGGTAATGAGGCCATTGTGGAGGCCCATATGGACTATTGGAAGGG 
CTTTGGCTTTTACTCTAAATGAGGCAAAAACCATTTTAAGCAGAGAGGAGTGATATGACTTGA 
TTTCTTGTTAAAAGGATTATTCTAGTTGCTGTTACAGAAAAAGATTACAGGGGTGCAAAGAAA 
CAGGGAGACAAAAGAATATAAGATTTTCACTGTAACTTATATCTAGTATGCTTGCTTATACTTG 
AAAATGCATATCCAGATAATTGTAGTAAATTCAAATATTATGTTTATTTAATAGTACTAACATTG 
ATATGCTGGTTAATTATGATTAGGAGCACTAATAAAGCACAAATCAGGGATTCCCAAAAAGAA 
TGTTAAAAGGGCAGTCAGCTTTTCCTGTGCCAGAAATCAAAGTCATAGCAGATTTGGGGCAA 
ATATGTCAAAGTCAAACTTACGCACATCACTACTGAGAAGACAAAGATGAATGTGTGACAGTT 
TCCTGCCCCCAAGAATCTTTAAGCATTGTGAAGGAAGATTAATATAGCCAAATAACTAGAGTG 
ATCAGTTCTACCAGAGAGGACCAGTTTTGGAAGCCAGAGGAAAAAAAAAAAAAAACAGAAAC 
AAAATGATGTTTGAATTAAATCTTTAAMGTTTCTCTTATAAATTTACCMGCCACATATTGGG 
AATGGTACCCCAGGCAGAAGGAGTAGAGTAAGCAAGCCAGAAAGGAAATACTATGGTGCTT 
TTGAGTAACTGCAGTGTGGCTGAAGAATGTGGAAAATGATGAGGATAAAGAGGTGGACAGG 
GAACTAGGTAAGGGAGGGCTTCCTTTTAMTMTTAGACCTTGTCCTGTGTACATTTAATGGG 
ATTTTAATCAGGCCATAATGCCAAATTTCTTTACTTCGGAAGGATCTTTATGGTGATGGTTTC^ 
NNNNNNNNNN 
>1182 
>1183 

>1184 _____ 

cttaTTTTTCccacttGCGTTATGatGgtATCAATAAGAGTC 
TTAAAATCAACTTTCACATAAAAATATGCATGTGCCTATATTTATACACATCTGTATTTACGTA 
CAATTGTCAAAGTCTTAAAGGCTGGGGTTTATATCTCTGCCCATCCCCTCCCAACCCCAAAAT 
CCCTAATAGAAAGGTTTTCATCTTGCTTAAAAAGACAAAACAACTAAAAAGACTATAGCTCTTA 
GCAGTCAGGCTGGTGGATCAGTGAATGAGAGAGGACAAATTGGCGAATCAGGGCTGCCGAT 
CAGCCGCACGGGGCGCX5GAGGATGGGGTTGGGGGGATTAGCTGCCTTGGGCTGAGTTTG 
CTGGTCCTGAAGATTACAGTTTTGGTTAGAGAGAGAAGCCTGTCTAGCATGCTGACTCGGTC 
TACCTCAAGCTTTGAAAGTAATGTCTAACCCTGCTGCCAGTTTATCACAAGTGCATTAAAAAT 
ATAGAGAACCATCAAGTTCCACATTTATATGCAATCAAACTGAAAAGGACCAGACAAACAGTG 
CAAAGGTCAAATAATTACTGTTTTATATTGGGACAGTACATTTCAGATTTCAACCAAAAGACAA 
AAATGCAGTTTAACTCAAAGGCACMCAATTGAAACACAGAAAATAATGGCATCTCTTGGATG 
CCTTATTTCTAAATTAAACAAAGAAGTACACAAATTTTGTTCCCTTCCCTCCCCCAGTGCAAG 
CCCACMGCTTTTTCCAAAGTC7TGAGCTTTTGATGCTGTCCCGCATTGTGGACTTGTGAGG 
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CGCTTGGATGTAGCAATGAAACAAAATGCTTGAGAGGTCTAGTGAATGGCATTCAAAAGGGA 

CCTCAAAGTGCAGACATATCTTTTTCAAATATGTTACAGGCTGAACTGGCTCTTTGAACACTA 

TCACTGCTGCTTAAATCCAGGAAGCAGGCTTTAAAAATGCAAAAGGCATACAAGTTGTATTTC 

AGTGCAAATCTTTAGCTGGTTATTGGAAAAGATTCCAAAAATTAAAAAAAAAAAAAAAATCCTT 

TGTGTCACCTGCCCCTCCCCCCACCCAAAGCCAAAATGAAGAAAAGACAGAACAAAACAAAA 

ACAGMGAATTACAGATGACTTTGGAATCATTTAGGAATCCACTACTTCCAATCAGAATGTTT 

AGAAAAATACATTAAAGAATCATTTTTTAAAAAACACAAAAGTAATCTTGCTTTCTGAGACTGC 

TCTTCGGGTATAGAATGAGCTTCCGTGTGGAGTGCGTTTGAACTTTGACCTTAGCTGTGTGC 

GAGGTGCAGGCGCTGGGGGAGCTTCAGGCTGTGGTGTGCGAGTGACCGCAGGGGAGCGT 

GGGGTGGCTGCCCGCTGCCGAGTCAGCCGTTGAGCCCTTAGGTCGCAGTGCGTCCGTGGA 

TTTTAGTAATGTTCTCATCACTTTGTGACACACTCTGCTTCAGCATCACAGATTTTACAAATGG 

TTCAAATTCAATGAAAAAGATTCGCCAGAGGCTGAAAACATCAAGACCTCAAAAATATGAATG 

CAAAAATATTCAGGGGAATGAACTAATTTTGTAGATACCTACATACAAAGTTTCTAGAACATCT 

ATAAAACCACAAAGTCATAAGAATTTGTTTTCCATTACATTAGTTTATATAAAATGAATAAATAG 

TATTTATAGATTTAATGTGTCTrATGTACATATACATGTGCTCTGTTTTAGCTTAAATAAAAATG 

CTACAAAGTCGGAGCGGACGCgTgg 

>1185 

caAAATGTAAAATAGCCTTTAGGACTGAattagaGtGAAG I I I I I I IGGTTCCAAA_GccGT 

agacaaaaagtctgcctcatat^gttggtctccaaagataAAttccaaagaaatttatccatc 

tttagacacgacaccagcacatttttctactgatacggttttacatagttaaggactaaataa 

aaattgattattcagaatgattatgtttataatttgttctaagaaactacactaaaaagattttt 

taaaaaagcttctatattctttaaaattttctttgtgacccccacaacttttcagagaatattg 

tttacagcactgcctatcactgtttccatactaaaataattattttctctttatgct ataat gaa 

AGTTAAATTATGCTTAATCAAAATGACTATGGCTATGGGGTGGCACTCATTTAAAATTTTTCAG 

CAATGAAACTTAAATTTATTACCTTTCTTCTAATGAATATAGAATAAAAGTA TTGA TACCTTTAA 

GCATACTMCACAAGAAACTAAAAGCAAAAATTACATATTTAATCTTCAGCTTTTAATAGATTA 

TATATATTAATATTCCAGGTTTTAAGGAATTAAGTTACATTAACAATAAAAAATATTCCATATAT 

TCCCTTATAAAAGGTTCTATTAATTCTAAGAGTTCTCAAATGGGCTTCAATAAGAATGATGGG 

TTTAAAGATGAAGGACATGACACGCTCAAAATTAAGAAAAATGCTGTATTTGAACTTGC AAGG 

ATAATTGAACACTTTGGTTATAACATACTTAAAAGATTTCTGTTAAAATTTAATTTCCTTGTTTT 

CAAATTAAAAGGTAGAACAGTCTCCTGAAGGTAATGTAGGTGGGTCCCTTGCTTTTCACTTAC 

TATAAACTGTGCTAACCAATACATGGAGGTGAAGGGGGATATAAAACACAAATTATTTCATCA 

CTGAAATAATTAGCTGCTAACATGACTTCTAAAGAACAGGTATAATATAAAACTAAGAACTTAT 

TTCAAAATATGAATAAAGGCACTAATTACAAATGTACATTTTTTAGACAGTATCTTACAGTTCA 

CTGATTTACAATGAATGTCAGAAC CAAT GCTCTAGTATTAGATACTTGCTTGGGTTAAAACAT 

TCTCTTGGAGTAAAGAATAATCAGTTTTCACGTTACTGTGACAGGAAAGATTGAGTGAAAACC 

TAAAAAATACTCTTAAAAAGTCTTACATGAATTTCCTAATCATGAACTTTTCCCAATCAGCACC 

GTCTACACTGATGCCMTTTCATCTTCAACACATGGCTAACATAAATCATTTCTAATCCAAAAC 

TAACCAAATATTTTTTAAAGGATTTACAAAATAAATTGTATTTTAAAAATTAAATAGCAAATTTG 

AGTCTATACTAGTAGTTGGCAAAATACAATCAACTATTAAAAACACTTTTAATATAATGCTGAT 

GTGGTAATATAAAAAATAACCATATAATTTGAGAGAAGAAAATTGAGCCAGCCAATC TTACTA 

GATACAAGAAGGCAGATAGTCATTTCATAAGAACAAATACAGGAGTACTAAGTATGCTTTTTC 

TCAGGACAGACTTAGGGAAACTACCCTCAGTACTTACGGTAAACAACACAACCAAGCAGAAA 

TTCAGGCAAACTGTGCTTAGGTAAATGGCATTTTCTTAATTCCCCCACATCCCACACACACCA 

CAAACCATCCATATCGATTTATGTCTGCTTTTCGCTCATGTTCTTGATTATGGGTTATATTAAA 

AACTAAGTTAAACTACACTTATCCTCTACTTGATACAGAATCACTAAGAAAACGGCTTAAAAC 

AMGTTAMCAACTACTTTCCAAAGCCCAGAAAGCTTTCCTTTGGCCACTGTTCAGTTCAAGG 

GTGTGCTCCAACTAAAGATAAATCAGAAAAATGTTACCACATTCGACTAAATTAACTTGACTA 

AATATAATAAACCAAGCACACCTGAAAAAAGAGCAAAATTTAAATCAACTTACAAAAATATTAA 

AATTAAAATACCAATTTTGAACACATATTTTGATATTATGMCTTTGTATCTTTTTTATCAAAATT 

AAAMGTACTGCAAAMTGAAGTATTAl^CTCTAAGTATTCAlTTTATCCCTTTCATTTCAGCA 

AMTCACACATTTGAATAAACAGGATCGAAATACGACACTTGTCTTTCCTCTTAATTTAAGGAA 

TATATTGTTTAGATTATTGTTCATATTAGACAACTGCCTCAAAAATGTTTTAATGCCATCCAAT 

AAATAAACTTTTGATAG ATTATGAC > I I I I 1 1 AATTTTAAGTTGTTAAGAATATTAACTTTGAGT 

CTCCTATTAATATTCTAAAAGCTAGGATTCAATTCAGCAGTTTCCTATAACATTTTAGAACCCA 

AGGCATAACTACAAAGATGGCAATTGTTTCAAGTCTATTACATAATACCGTCAAATAAATTCAA 
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GGAAAGCCATGTAGTTTTTTAAGTAACATACTGCTGGTAGTAAAAATGCTATGACAGACACGA 

CTTCAAATTTTAAGAAACAAAATGGACTGTTCATACTTCGGCTTCAGCTACTGCCCAAAGCAG 

CTGTGATATATCTTGCAAAGAAAAGAG CTAAA ATTTCTGTTGATAATAAAGTTGTTTGTAAACT 

G ATGCTAAAATATATTCC AATTGTCTTA I I I I I AGTGCTGGTATGATTTACTAACTTCTGATAG 

TTTTATATGCATTGAATAATGTGATATTCTTAAAATAACAGATTTATTCAAGAATATTTAACATC 

AAAGTTGGGCTTTCAAATAAATATTTTACCTTGGTTAGTTTTTGAACAAATGTTGCAGGCAGA 

AGAGTGGACTTGATTCCTTTAGATAAATAAACAGCCTACTTAATTTCCATGCAAATAACAACTT 

AAACATTATTCCATGACTCAACAGTAATGTGGGGGAAAGTTAAAAGGCAAGTACTCATGATGT 

GGAATCTTCCTTACATATATCCTCTAGGCAGATTTCTTTCTTTACAGTAAGTTCTGTCCGAAA 

GATGAATGGTTTATAGAGGGAACAAATATATTTAGTGCTGGAGAAGTCTGCAGGCAGTACCT 

GATGGTTTCCAAGACTACTCTATCAAACCAGTAATTCTCTGGTTGGGAGGGAGTGCTGGTCA 

AGAATTGAAAGCAATTGGTCATTAAGGTTATAAGAATATTTCAGAAGACATCACGCATATGAC 

AAACATTTCTTACAAGGCAGTCACTGATTAATTAGAATAAACAGAAGAATTGTTGCTGAAAAC 

ATAGTTATACATTACATTCATCCAACTGAAGATTAGTGTGTTAAAAAAAAAAAGTTAAGAAAAA 

ATCTTTTATGTTCCAGTTCAGCTGCACTTGATTCAAGTGTTGCTCTCAGAGGTTTGTGTTGTT 

ATAAATTAAACATGCTGCTGCCTTAGCAGCCAAAGGTACTAGGAAAAAATGTTCATGTCACAG 

AATAAATAGAGCAGTCTCTTTCAAGCAAAAAAGTTATCTCACACCAATCCGGGAGGTCATCCA 

CTCTAGACCTTGGCATAACCCTTCTCCTGTGAGAGCACAGCAGGATTGAATGTGCCATGGAT 

GATG&TTAATTGMCTMGGGTGAGGTATFTCGAGATTTCAGCTGCTGTCATACACCCTTrCA 

TATCCTGTTTATTTGCAAAGATAAGGACTGCAGCCTTCCGTAAATCCTCATGAGCCAACATTC 

TGTATAATTCTTCTTTTGTAATAGCTAGTCGTTCCCTGTCAATGCTATCAACAACAAGAATGAT 

GAACTCTGTATTTGAGTAATATGTGTTCCAGGATGATCGCAGAGACTCCTGACCACCAATAT 

CCCACATAAGAAMTGAGTGTTCTTCACAACTATTTCTTCAACATTGC7TCCTATGGTTGGAG 

AAGTATGMCCACTTCATTCATTAAGAATTGGTAAAGAATGGTGGTTTTCCCTGCATTATCCA 

GTCCCACTATAATTACTTTGTGTTCTTGGTTACAGAAGAGGCTCCACAGTTTGGCGAAGATCA 

GCCCCATCACGAGCACCGGGGCGGGCCGCGGGGTCCCTCGGCAGCAGGTGCCGCTGCGC 

CGGGTCCCCCACCGCGGCGCGGGCTGCGCGGAGCCGAGGAGAACCCGCCTGAGATCGCG 

CAGCGAGGGCACTGCTAGGCCGAGAAGCCTCGACCCGACCACTCAGAAGGCGCCGCGAC 

GAATCCCCACCGGACAGCCCTTTGTTTCGAGCCCACTGAGCCCAACGCCGACCCGTAGTCC 

CCTCGGTCTGTACCCACCTACCCGGACGC 

>1186 

NNGAGTCGACCCACGCGTCCGCTTGTCTATTTCAAGTTTGAGTAGGCTGAGGAAGA 
GGCGGAAGGAGGGTTGGTCTTGCTGTCTTACAGGTGGCAGAGGTGAAAGAGGTGAAAGTC 
CACAGGTACACGGACTCATGTAGTTCAAATCTGTGTTGTTCAAGGGCCAACTGTATTTCTCTT 
GTAGTTGGCTTGCCTTTTCATGTTTTTAGTTTTGATTAATGCATGGATTTTACCATCATTTT^ 
CTAACAAGAAAGGAATGTAAGTTTACTCTAGCATATGATAAACAGGCAGTCTGAGATTTTACA 
GAGCTTATTTTCTGAGGAGTTCATTGTATTACATCATTTCATTTGCCI 1 1 1 1 GTCTTTACATAG 
TAGATAGGGATATGTACCTCCCTTCGCCATCATGTAACTGAAATAACTGAGGAATTGTTATTG 
TGCTACAAAACTGAGAACAGATGAAGATTCTGTAATGAATACTTAGATCATCTATTTTTTGTTG 
ACATTTTGCCTAGATGATGTGAAATTATAACTATTGATTCTGTTGAAAGAGANNNNNNNNNNN 
NNNN 
>1187 
>1188 
>1189 

NNMCATTTATTCAGACCTTGCTATGTTCCAGGCATGGTTTTAAGCACTTAAACAGTC 
ATTAATTTATTGTTTTTAAI 1 1 1 1 1 1 I ACATGGTCACAGTAAGAAATACANTNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCCCCAACTGGAATAGGTGTTCACC 
ATTGCTGTGTATGATAGATTCTGATAGTTCGTTGTCTATTGTAGGAATTAACAAACTTTTCCTA 
TAAAGGGATAATAAATATTTTAGGATTTCAGCTAGGTCCTGTGGTGACTACTCAACTATGCCA 
TTGTACCATGAAAACAGCCATAAATAAACATTAAGTGATCAAATGGGCACTGCTAGGTTCCAA 
CAAAACTTTATTTACAAAAACAGACAACGGGCCGGGTGCAGTGGCTCACGCCTGTAATCCCA 
GCACTTTGGGAGGCTGAGGCGGGCGGATCATGAGGTCAGGAGATCAAGA 
>1190 

GCGTCCGAAAAAAAAAAGTCCTAAAAATGGAAAGCCTTCGAATGGTTTATAAACAAG 
GCAGTGCCTTGATCTGATTTGTGTTATAAAAATTTCAGTCTGGCTGCAATGTGGATAATAGTT 
TGGAATGGGGAAGAGAAGATGTTGGGAAGCTAACTCTCCTAGCAAGAATGATAGAATAGCTT 
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ACAGTAGGGTAGTGGCAGTAGTGGAGGAGATGGAATAATGGAGATXCAGGGGCTTGAATTT 

GTTMCCATTTAGTTCAACAATATTTATTGATTGGCTTCTCTGTTGTGAGCATATCTCGGAGA 

GGAAGAAAAACAAGCCAGGATAATCCCCAGGTTTCTGGTGTATAAATGTTGGTACTACTCTG 

CGATGGAATGGAAAAAGACTTGAGGCCCTGAGAACTGAACCATGATTAGGAGCCTTGGAAC 

AGTAGCAGTTGTCATCTGTGTAAATAAGGTTATTGATTTCTAAAAGGTCTATGTTTAATCAGAT 

GGATTAGTCATTCTGTCTTTCACACCT GTGG TGACTAATTCAAAGGAAAAGCCCTATCATTTT 

GCCAGCTGGTGTTTAAGAGTTGCTTTGTTTTCTGTGAAACCAGGTGTACTGCATTAGAAAAGT 

TTATTCAACTTTTAATCATTAAGCATTGTGATAAATTGTAMCTTAGAAATTGTTTGGTTTACTG 

TATTAAAAATGTTGGATTCCTGTAATTCCAGCATTTTGGGAGGCTGAGGTGGGAGGATTGCT 

TGAGTTCAAGAGTTCAAGACCAGTCTGGGCAACATGGTAGGACCCCATCTCTACAAAAAGGA 

AAAAACAATTTGGCCTGGGAGTGCACGCTTGTGGTCCCAGCTACCCAGGAAGTTAAGGTGG 

GAGGTTTACTTGAGCCCAGAAGGTTGAGGCTGTGATGAGCCATGATCGTTTCATTGCACTCT 

AGCCTGGGCAACAGAGTGAGACCCTGTCNNNNNN 

>1191 

>1192 

>1193 

AC I I I 1 1 1 I I 1 1 I I 1 1 I I I I I I I 1 1 1 I 1 1 I I 1 1 I 1 1 CATTCAAGAAAGATAATTTTACACTT 
ATTCTTTGAAAGAAAAATTCTATGGAATTTTCTTCTTCTAATTAAATTCCAAAATACATTCTpTC 
MGGG-TATGG6eTeATACTAGTAACT7GATGGTTAGCGGGTAAGTAGGTAGTA6TAAAAGAG 
CAAAAGGGGAAATTTGGGGAGCAAAAAAGGGAGAAAAAGAAAAAAAGGGACCCTTCTAGTTT 
CCTAATAGAAAAGCTAGAGAATTCCATTCCTGAAAATTAAANN 
>1194 
>1195 
>1196 
>1197 
>1198 
>1199 

aatattaGATGAAGTTtctcAaAcattccttgaGaCATggcaggacAGcgccaGGGATccTccttcAgGAA 
GAAACTAGATTTTACATTGGTACTAATTCAATCAAAATATTTAAAACATTTTTAATATGGAAACT 
GAGGCTTTTTCACTCTAAGAATCTGCCTCCAAATTCAAGCTG AAGAT TTGGATACACTGTGAT 
TCTGAATAAACAGTCAAGAAACACAACATCAAACAATAAAAGCTTTTAGCCAAATGTACAGTA 
TCCAGTAAAAAAAGGCATATTGAGCTTTAACTGCATCAATCATTTGCTGTTCTCTACATTTGCT 
CTGCATTATAACAAGATGAAAAATAAATACTTGGTTAATCTGCTTATTTCATGCAAATTTGTCA 
TGTAAAGGACCTCTCTTATTTGTTCTCTATTTAATATGTTATCAATCAACAT ATAAT CAAATAG 
GTAGGTGACCGTTATACCTTGCCTTCAGCTGAATTTAGAATTCTCTCTATATTTTTAAGATGTC 
TTAAGCATACTCAGAAATGAAGGACTCAAGAAAATGTtCAGTCTTTTATTT AAAAAC TATAAAC 
AGTCACCAAAGTAAATAAAGCCATTCTATAACATAAACTGTTAGG TCTATA TTTTTTACTGCAC 
ATCCTMGGACACAGCAGAAATGGTGGTtGGGAGGCCTTCCACATTTTTGGATGCTAATAGA 
ACAGGCAATAGGCAGTTATAAATGGATACATTTCACGCTGGGGGAAAAAAGACAATTTAAGG 
AAGTGAGCAGTTrCTGAGCAGGAATGTGGTACAGTATTAAGAATGGAAGAATAATACAATAA 
AATTCCACACTATATTAAGATAGAAAAAGTAGTGAAGAAAATATCATACCTGCACATAATGCA 
TATATAACACAGGAGAAAACCTGTATAAAATTCCATGTATTTAAACCAATTTACAAATACAAAA 
AATTCTGTCCAAGCTCTGAGcctggTACACGACAAACGTTTACAGTGGATACATGTTAAGGAAA 
ACCaaaaaataccttcaaatagtttttcttctaaaaaatgacatgagatatattattccatactctttcagccagcaaaatgagttctacaag 
gtgtataata 
>1200 
>1201 
>1202 
>1203 
>1204 
>1205 

NNNNNCTGGCCTGTCTCCTTCTTATTGTATTGGCGAGTCTGGGCATTTATGGAACGC 
ATCTGTGGGGGTGGTCATATGCCAGTGAGCTATGATCATACCACTGCACTCCAGCCCGGGT 
GACAGAGCMGACCCCATCTCTTAAAAAGAAAAAAAAAGAGATCCCATTTCATATTCATCAGA 
7TGGTAAAAATAAAAAAAAATCTGACAAAGCCAAGTCTTGATGAGATATGGAGTACCAGAAGC 
TAATCCCCACCGGGGTTGGTTTAAATAGGGACTAACTACTTTGGAGGACATGGAAGATACCT 
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CAAGTTTAAATGCTTATAACCCAAGGCTCAGCAATATTCTAGTTAATACTCTAGAGGAATGCT 

TGCACAGTGCCCAAGAAGGTATTAAAAGAATGTTTATTCAGGTGTTATTTGTCATAGTGAAAT 

ACTGGAAGCACTGTAACTGTCCATTACAGAAGAACGGATAAAAACTATTGTGACTAATTTATA 

TAACAGTATAGCATACGGCAGAGAAATGAGTGAACTAGAGCTACATGAATAAATCTCAAAAC 

GAATGTTAAGACAAACAAGGCCGGTTGCGGTGGCTCACTCCTGTAATCCCAGTACTTTGGGA 

GGCTGAGGTGGGTGGATCACTTGAGGTCAGGAGTTTGTGACCAGCCTGGCCAATGTGGTGA 

AACCCTGTCTCTACTAAAAATACAAAAAATTAGCCAGGTGTGGTTCATCNNNNNNNN 

>1206 

>1207 

NNNNCCATTGCTATTATCTAAAATAAAAAAACCTAGATTTATGGTCI I I I I I IGAAAAT 
CAGAAGGATCTAACAACACTAGACTCACATTCCTACACATATCAACTAGACAACTAGACAAAG 
TGATTACCTTACAATAGGCAAACACTTTCTAGTTTTCTACTTCCCACAGTTTTCCCTAACACCG 
TGAGTGAATATTAGTTGCCATTTATTACCACACGTACAGTGTTGTTTTTTGACAGTAGGGACA 
CAGTTCCATGTACCTTGATCTCTAGCAACGAGGGAAAATAAGAAAGATCAAGATTATTGTGTC 
TAAAGAAAACTGGGAATATATATACTTGACCCGCTTCACTTGCTTACATTGTCTGTCTGATTC 
TTCCAAGCATTAATTAGAATTTGCAACTCCTAGCTGGGCACAGTGGCTCATGCCTGTAATTCC 
AGCACTTTGGGAGGCCGAGGCTGGTAGATTACTTGAGGTCAGGAGTTCAAGACAAGCCTGG 
CCAACATG^C^A^CC^CjAJ[CTCTACXAAAGGTACAATAACCAGCGTAGGAT 
GCCGGTGGTCCCAGCTACTCAGGAGACTAAGGCAGAGAATCGTTTGAATCCAGGAGGCAG 
GGGTTGCAGTGAGCAGAGATCGTGCCATTGCACTCCAGCCTGGGCAACAGAGCAAGACTCT 
GTCTCAAAAAAAAAAAAAAGTCGACGCGGCCGCGAATTTAGTAGTAGTAGGCGGCCGCTCT 
AGAGGATCCAAGCTTACGTACGCGTGCATGCGACGTCATAGCTCTTCTATAGTGTCACCTAA 
ANNNNN 
>1208 

ACGCGGGGATAGTTGAAATGGAGGGCGGGGAAGTCAGGCAGTGGTTTCTGAAAGC 
CAAGAACTTAGTAGCACTGTGCCATTCTCTTGCCTGATCCAGTGCCATTCCCTTCACTTGATA 
TCTGTTTACTTTAGAGGAGGCAGTTTTTGAGAAAGGATCATAAATATCCTGGCCCAGTGCCC 
CAGGAGCTATGACAAGCAAAGGAACATACTTGCCTGGAGATAGCCTTTGCGATATTTAAATG 
TCCGTGGATACAGAAATCTCTGCAGGCAAGTTGCTCCAGAGCATATTGCAGGACAAGCCTGT 
AACGAATAGTTAAATTCACGGCATCTGGATTCCTAATCCTTTTCCGAAATGGCAGGTGTGAGT 
GCCTGTATAAAATATTCTATGTTTACCTTCAACTTCTTGTTCTGGCTATGTGGTATCTTGATCC 
TAGCATTAGCAATATGGGTACGAGTAAGCAATGACTCTCAAGCAATTTTTGGTTCTGAAGATG 
TAGGCTCTAGCTCCTACGTTGCTGTGGACATATTGATTGCTGTAGGTGCCATCATCATGATT 
CTGGGCTTCCTGGGATGCTGCGGTGCTATAAACGACAGTCGCTGAATGCTTCATGTACGTAA 
TATCCTAGGCTCGCTTCTGCTCCTGCTCCTGCAGGTGCGAGACAGGTATCCTAGGACCTGA 
AAACAAATCTAAGTCTGATCGCATTGTGAATGAAACTCTCTATGAAACGACAACGCtCTGAAG 
CGCCACAGGGGACAGTGACAACCAATTCCAGGAACGCCATACACTGAGTCACCAAGGACAC 
AGGTACAACATGCGGCGGAAAACGCGACAACTGGCGCTGGCTGACTCCGGCGGCACACCA 
ACTCCAACAACCCACTATCCTCGAACATCACTGAGCCAGACCAACCACTACAGCAGGAAAAA 
CAATGCACAACGCCCAATACAAGGCAAAAACACAGCAACACCACAGAGACACTGCAAGCAC 
CCATCCCAAATACAGAAAAACTACCTACGCCACACCACCGCCAAGCCAAAGCACGACAACG 
GCCAACACCCACAGACAGCAACCGGCGACAAACACTGGAGAACAAAGAGCACACGCAACAA 
GAAAAAACGCGCCCAGAAAATGGCCCAGAACAGCGAACCCACGAAACAGAACAAAGACACA 
NNNN 
>1209 . 

ACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCCGGGATGAAGGCCGTGTTGGGGC 
TAAACCACACTCTGGAATTCTGTCAGCAAATTCCTCGCTGTGTGAACTTGAGCAAGCCATTC 
ACCTTTCTTAAGCCATTTTCTTGATATTTCACAGAGCCTCACCAAGTATTCAACGAGAACATG 
TAAGTGAAATGCTTCACAAAATGCCTGGTAAATAATAGATGCTTAGAAAATGGTAGAGAGAGA 
AAAGAGCAGTCTCTGCCCTTTAATGTACCTCGGCCGCGACCACGCTAAGG 
>1210 
>1211 

AGCCTGGCTGCCTTGCTCTCCTTACTGGGTCTGTCtCTGCCACCTGGTCTGCCACA 
GATCCATGATGTGCAGTTCTCTGGAGCAGGCGCTGGCTGTGCTGGTCACTACGTTCCACAA 
GTACTCCtGCCMGAGGGCGACAAGTTCMGCfGAGTAAGGGGGAAATGAAGGAACTTCTG 
CACAAGGAGCTGCCCAGCTTTGTGGGGCATTCCAGAGAACCATGTGCTGTGAGGGCCTTCC 
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GAGTCCATCTGTTTAATCCTGTCATTGGAGACTTGAGAAACCAGAGCCCAGAAGGGAAAAGT 

GATTGTCCCAAGATCACACAGCACTGGAGAAAGTGGATGAGGAGGGGCTGAAG AAGC TGAT 

GGGCAGCCTGGATGAGAACAGTGACCAGCAGGTGGACTTCCAGGAGTATGCTGTTTTCCTG 

GCACTCATCACTGTCATGTGCAATGACTTCTTCCAGGGCTGCCCAGACCGACCCTG AAGC A 

GAACTCTTGACTTCCTGCCATGGATCTCTTGGGCCCAGGACTGTTGATGCCTTTGAGTTTTG 

TATTCAATAAACTTTTTTTGTCTGTTAAAAAAAAAAAAATAAAAATAAATGGGCGGCCGCCGG 

GCCCCCTTTAATTTTTTAAAAAAAAAACCCCCCCCCCCCCCCCCCGGGCCGGAAAAAAAAAA 

AAAAAGCCCAGGGGGGGGGAAAAC I I I I I I I I GGCCCCT TTAAG GGGGACAAAAAAAAAAAA 

TCCCCCCCAAATTTTCAAAAAAAAAGCTTTTTTTCCCCGGCTTTTAAGGGGGGGGGGGCCCA 

ACCCCAAAAGGGG I I I I I AAAGGGGGGGGCCCCCCGGGCCCCCCCCCAAAAATAAATTTTT 

TTCCCTTTTCCAAAAAAAAAAACCCCGGCCCCNNNNNNNNNNNNNNNNNNNNNNN 

>1212 

>1213 

>1214 

NNNACAGATGAAATTGGCGGCAGTTTATTAGTCACAACTGCTCACAGGGAGGGAGG 
TCACCACATGCCATGCGGGGTCACAGGAGAGTTGCATTTGGGAATAGAGTGAACCAGTAGG 
GGCTGTGGAAGGCAGGCTTTGCAGTAACAAGAGGAAGAGGCGATTCCTGGCTCCTCCAGAT 
GTGACAGGCTTGTTTGAATAATTTTCCAGGCTGGAGGGTTGTCAGCCACGTTGAGACCCAAG 
GAGGGTACCTCGGCCGCGANNN 
>1215 

NNAATNCACCGNGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
CTGTAGTGCTATTCCCTAATGAGCAACTAAGAGAAGACACAACAATAAACCATGGAAGTGTT 
GGGAGGCCATGGAAATGATTTAGAGGTATAAAATATTCCCAAGTTTTT ATTA TAAATTTTTATT 
CATAGGTTAAAACATATAAGCATAAGTGATTGTACAGGTGTGACTCCCTTTTCTAGGAGAGAA 
AATAGCTTTATTTGAAMCTCCAAAAGCTACTTAATCTTACCAGAGGTTTTTAATAGGGGAACT 
GGGTTTACTTACAATGAAAGCATATTTTCATTCTGCTATAGAAAAACATATCCCTGCTCATTCA 
GTAAATCTAAGATTGGAATGCTTTCTAGAACTATGCAATATTTGAATAATTTCTAGAAATGTCT 
AAGAAACAACCTTTTTTATTTTAAATCATCACTTACAAACGTAGTCTGAGACTGCAAACTAGTT 
TTCACTTGACTAATCCATCATTATAGATTAGTTACCATTTGCTCTATATAATCTATTGAAGAAA 
CTATTGTTATTCATATTTTGATTAATTTTACTAGCAACAAATTTTTATTTTAGTAGCATTGCATTT 
ACCTTAAATATGTAAAAATGAAGTTGTAACAGGATCAAATATGGAAATGGCAATGGT AACT CT 
GCCTAGAACATAGTTGAATGTCCTTGGTTGTCGGTAAGATGCAAAGATCTATACAAATTTTAT 
CATAGGTCAAMTTATTTCTAAATATACAAACAGTTTCAACTATTTCTTCCTCCCTAAAACTAA 
AACCAAACCAAACCCAAATGAAGAAACCTAAACTTCTTTTCATCTAAT AGTTAT ACCCAACTA 
GATAATAGTAGCTTCTAGACATCAATAAAAAGATTTCATTTTAACTGTCTTTTTAATTTGTAAAA 
TATATGAGTATGGAATTTTGTATCTAACTTGAAATTTCAGATGTTTTAATAATCCAAATACGTT 
CTTCTTTAGCATGTCAAAGTACTAATAGTTAAAAAATTTCTTTAGATCTAAGCATATACATTACT 
TGACTTTTTCAAAAGTATCAAAAAATTGATAGCTGCAGAAATGCCATTATTTGATTTTCTAAAA 
AACATTGATTCATTCTTAAATGTGTATTCTTTAAAAAATAGTAAATACCTCAAGAGTGACAGAA 
AACTTTCCTTTTCTGTTCTGTAATGCTAATTTAAACTTTGAGTCTTAGTTTAC ATGGTCA TAGG 
GGTTAAATAAAATGTATAACTGTACAATTAATTGTGTTCTTGTGACCTGATGATTTTTTGAAAA 
TTTGCTTTTCTCTTTMGAAATTTAAGTTTTCAAGGGCCGTATTAGTTATCTAAATATTTTGGG 
CTAATGTTGACTTATAAATAAATAAAAATTTAGAAATATATTCATGATGACAATTTTGTTACTTA 
CACTGCCTATTCTTTATTTC 1 1 1 1 I I AGTTCAAAGGTGAAATTTTGACCTTTGTATTAACAAAG 
CCTCAAGAAAAGAGAAATTCTGCCTTTTAAACATTGGTlTTCCTTGCATTTTATGGTGGTGTG 
ATTTTGCCTCAGCMTAATAAAACATAAAATATGTTGTTGCATCAAGTTCAGTTTGTCTGCTGA 
G ATT A 1 1 1 I IAAGAACCAGGTTGAAGCCTCTATGCCTAAAAAAGCGTTTATTGTCTGGATACA 
TATAAAGCAAGATATATGGCTACAAATAAGTCTTGCAACCAAAATTGGTATATTAAAATTTACT 
GCACACTTTGAGATTGCTGCCA I I 1 1 1 1 GGTGCTTTTTGGACCTCGTCATAAAGGGATGTATC 
GTATATTAGGGAAAATTACTCAAGTTACACATTCTACATTAACTGCGCTGTATTATCTACAGGT 
AC AATCAATG G ACC AAT AGTTCCT AAATTAGT AAT AAG G CTTACCTT ACAAAAGTAATG AAATA 
ACACTGATATTTCTCTTTCAAAGGCTAAGAGCAATTCTTGGTCCTGAGCTATTCAGTTCATAC 
AATAACTACTGTACATGCTACAACATCTGAATATTAATGGTTTTGCtGCAGATTCTGGGTAtG 
AGGATTAGCtTGAAAGCAATACAtTTGCTMCATGAATCATGACTCACATTATCCCCGTGTGC 
TTTACTACCTGTATATGMTGCAAATGTTGTTACAGAAAATATGCfTGAAATGTCAATACAGTG 
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TGCAATTAGCGTTGCATTGTCATGCTCCAGCATGTGATATCTGTATGGTGAAGTTATTTCAAT 

TACTCTGATACATTACTATAATAAAAAAGTTTAACCNNNNNNNNNNNNNN 

>1216 

>1217 

NAATTTATTAAAAATTTAAAAAMATGAAAAAAAGCTGCATGOT 
GTTATTCTACATTGTTGCCATTATTACCAAATATTGGGGAAAATACAACTTACAGACCAATCTC 
AGGAGTTAAATGTTACTACGAAGGCAAATGAACTATGCGTAATGAACCTGGTAGGCATTATTT 
ATTGAATTATCAGCATTCCAGATGTCCAGCACATTTTTAATAGGAAAGTATTGGGAACAGATG 
TCATTATTTTCAGCCTAGGTTTTAGAACATTTTAGTATGTCATGAATTATCTTCAAAAGGATCA 
TAAATCTTTTTTAAAGGTCCATTTTATTTAAAATATATAAAAATAATCACTGCACTGCAACCTG 
GGTG AC AG AG AGTCTG N N 
>1218 

NNACAATGTTAAATATCTGACTTTTCTATGATTTGGCTTTTCTGCCTTGAGTAACTATT 
TAAATATCTGCGTGATCTTCTTTTATTTGGGCTACTTCTAGAACAAAACAGAGGTATTTACAAC 
AAACCACTTCCCACAGGGCCTTTGAACCGTTTACCTAAGTCAAGTGTAATGAAAAACATAACC 
AAATGCACCATGGGGTTTATTGTTAGATAATAAAAGGCTTAAAAAGCCCCTAGACCCTAAAGA 
TGCCTGGGATGGATGATTGATGCTCATATGCTACTTGAGCATGTA 
>1219 

ACCTI I M I I I I M I I I I I I I I f I CGTCAAAGTCACTATTTGGGCCCTAACATAATCCCT 
GCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAACATAACTCTCTCTACAAGCCAGCTAT 
TATGGCAAGGGAAAAAAGAAAGCATCTAGATAAATATCTATCAAAATTAACTTTAAGAGAAAT 
ACTCTCTTTCCTTAAAAGCCCTTATTTTTTAAGACACTAGAAAATAAG TTACT A TAAAA AGTGG 
TGGTCTGGGGGCTAAAAACAAAACAAAAAAAATCCTCTTTTCTACATTTTTTAGTTTTCTG 
>1220 

ACAGAATTATCAACTGATTTGGTCAGTTGCTTCCAATGCTGGTTGATTTCCCTCATTG 
TGTAAACATTGACAGGTATGTGACAAATGGGAAAAAAAATCCAAATAATAAAGTGACATATTG 
GTGTTCATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCI I I I I I I I I I N I I I I I I I I I IGTT 
ACTTAATAAAAAAACTGAGTTTTATTTCACATGTATTTT 
TGACCACCGCTACTACTTAGTCCTATCATAACATTCCATACATACTTAAAANN 
>1221 
>1222 
>1223 

ACACTGAACAATTTGTTAAGATAGATCTCACCTTGTGTTCTTACTGAAAAAAAAAAAG 
AAAG AAAATAG AAC AG AAAAG C AATTG G ATTTTAATTCTG G AAACTCCTTTCTCTTCCTTAC AT 
CCAGGAAATTTGCTGTTTATTTTGAAMGCAAATTTAAACCTATTTAAGGGAGAGAGAGCTCT 
TGTAAAAATTCATTTATTAGTTCTGGACCAATGTTATTTATAAGCTATTATTTCAA ATGATA AAA 
AATAAATGCATAATACATTTGATGATAGAACATTTTTCTTTTTAAATAAG^ 
AAGCATTGAATATGTTTGTTTCTAATTTCCAAAGCT^ 

AGAAGAATTGTTATGTATGCATGTTCATATCACTTTTGAATGACTCATGTGGCTACAAATGCA 

GCAATCTGTGGTTATCATGGACCATGAACTAGATAAACATTCCTGCTTTTCTTAACATTCCTTT 

CCTGTGCCTCATTAACTAATGTACATAATAAAACATCTTTATTTCATANNNNNNNNNNNNNNN 

>1224 

>1225 

CCACGCGTCCGGCTGTTATCACAGTCTT7TGGAAGTAATTCCTTAGTTAGGTAATGC 
ATGATTCTTGCAAATTAAATTTTATTTGGAAAGTTCAGTAACAGCCTTATGGCTTCCATGCTAT 
AATCAAAGGGATGTATTTGATTCAGTTAAGATAGAATCTGTGTTTCTAmCTTTTA 
TATTAGAAAAGTAATGCTCTGTATAGAAACTAGAAGAAAATTAAAATCATCTAGTCCCCACCT 
ACCAGACAACCAGCTTTGATGTACATCATTTGATGTATGTTTTTGTTTTTTTAACATAA 
TTATATCCTTTTCCGCCAGCTGTTTTCACTCAATACATTGTGAAAATATTTTCACATATGTTGC 
ATGGGTTTCTATAACATTTGAAATGACTGCCAAATATTTCACTGTATGATCATCATTTAATATT 
ATTATCAATTTTGTATATTTAAGTTAGAACTTTTCCATTACCATAAACATCATTATGMTGAGCT 
TTCTTGAACTGTATTTTAATATACTTCCTTAGGATAAATGCTTAAAGTMTAATTATTGAATTGC 
TTTCCAAAAACATTGCACTCCATCCCAATTGTTTTGGAATACCCTTTACCATATAN 
>122(B 
>1227 ' 
>1228 
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>1229 

NNATACCACCTTCCTAATAGTATTATGACTTCTTATTTAAAATAAATAACAATTGCCGG 
TTTTCTGTTAATCAGTTTTCTTAAAGCCAGTGTTTCACTATAGTGTATGCATCAGTGTGAATTG 
TGACTTAGGAAGGGACACCTCAACAGTTCACAAAGTACCAGAATTCAAGGAGGAATGCAGA 
GAGAAATAGMGGMGCTGCTCCATTTTTCATCATCTACGCATCTATTTGGAAAGCACTGGAA 
TTCAGATGCAAGAGAACAATGTTTCTTCAGTGGCAAATGTAGCCCTGCATCCTCCAGTGTTA 
CCTGGTGTAGA I I I I I I I ICTGTG 
>1230 
>1231 

ACTCCATAATATAATCTTTTAAATGGGGAACTTCTAAATATTGATACAACCATTAATAA 
TAATGCTTATAGGGTAAAAGAAAATTTTTGAAGCACTGAATTCAGTAACCTGGGTCATGGTCC 
AATTTTGCTCACTACTTCATATCTTTTATGTAGATTATTCCTATAAACATGTTCCCTAAATTCCA 
CATCAGTTTGTAAAGTCAATGGATTAAATTATTCAAATGTAGCTATTTAACGGTCAGTAACAAT 
GCCTAGAAACCTATTTATTCATCTGTAATATTAAAAAGCTGAATTTGATGATCTTGAAAAATCC 
TTTCCAGATTTACAACNNNNN 
>1232 
>1233 

ACTCCATAAWAATCTTn^ ATGGGCAAC TTCTAAATATTjGATACA 

tmtgcttatagggtaaMgaaaattittgaagcactgaattcagt 

mttttgctcactacttcatatcttttatgtagattattcctataaacatgttccctaaattcca 

catcagtttgtaaagtcaatggattaaattattcaaatgtagctatttaacggtcagtaacaat 

gcctagamcctatttattcatctgtaatattaaaaagctgaatttgatgatcttgaaaaatcc 

tttccagatttacaacnnnnn 

>1234 
>1235 

NATGTAGAGAGGGAGTTTCACCATGTTNCCCAGGNTGGTCTCAAGCCTGGTTTCCT 
GGGCTCGAGCAGTCTNCTGCCTCAGCCACCCAAAGTACTGGGATTACAGGCATGAGCACCC 
AACCCATCCTACTCTGTGTATTTCAAAAATATTTTTTCTGCCCCTCT 

TACTGCTTCTMCAGTTATGTAACAGAGTGTACATATCATGCCTTACAAATCTTTGCTGTTAAC 

TGTAGCATCCAAAGATGATAGGGTGAGTACTCTGTAAGTCTGGAAGAACAGGTCACATTTAT 

TCAGACTTCTCCCCCACAATTTTTAATCAAGCACCTCCCAGTAACAAGTTATTTAATTAGATC 

GATTTTAAGTTGACAACAGATGTATCAGATGAGGAAAAAATTGAGCATGTGTGGTGTGATTAT 

ATAATAGAATTGGTTTCTATAAACCATTTATAGTATTCAACTTTTATAGTATTAC TTTTT CAGAT 

GTATGGATATATAGACTATTATTTACTAATTGAGGCTCTGCGAAGTGTA GTGT ATTTTACAAAC 

ATMTTAAATACTATCATTTAATATGCCTGATACTAACATATATTAATATATTTTAGCATGGTTT 

CAAAAATTTTAATTAGGAATTTTTGCCTTTTATTATATCAGAAAGTATATTTT 

TCCAATAAATCATTATGAATCTTGTAGTTGGTCCTGAACTTGGAGTGTTAAATTTTGAATTTGC 

CANNNN 

>1236 

NNNCGGATCTATGATAGAGTAGAATAAAACCTCTTTCGTCTACAAGCCACACTTATC 
CAAAATTCTGTTGACAACTCACACTTGCTAT TATA CCTGCTTCTATTCTCCTAGTTAGTCCCTG 
TGGGTTTATAC C I » I I I ATTCTTTCATTGTTATTTTMTGAGGTTTCTGTAGGAAGCAGAGTTA 
AATGCCTATGTTTACTCCATCATGGTTATCTGTAAGTCTGAGGTGAATTTCAAAAACTCACGA 
CATGATCAAACAAGAAGGGTACTCCTAAAGAAAAAGGAACAGTTAGAGAAAAAGTACAGGGG 
AATGAAAGAGCATGGTATAAATAAGTAACAGGAAGTATTTGCAGTAGAAGAACCTCAGTGAA 
GTGGCCTGAGCACTAGGGCAAAACAAGCCAGAGTGTGAATCCAGGCTCTGCTATTTAGTCG 
TCATATGACCCAGGATATGTTTCTTCTCTCTGAGGCATCTCACTGCTGGGCATGCACACTTC 
CACTCCCTCCCTGTTTTCACN 
>1237 

CCCCTCGCCCGTCACGCACCGCACGTTCGTGGGGAACCTGGCGCGCGTGCGGCG 
GCTGGGCACCGCCATTTTGGCCGGTGGCCGTGAGAACACGCTGTGTGGCTGAAAAGTGAA 
GGCAAGAGCTGATTTGGGCTCTGTGCTCCCCTCCGCAAGGGGATCGTTTTCTCCAGAAGAG 
CTGGATAnctrrCGCCCAGTTATGGCAGACAAGTTAACGAGMTTGCTATTGTCAACCATGA 
CAAATGTAAACCTAAGAAATGTCGACAGGAATGCAAAAAGAGTTGTCCTGTAGTTCGAATGG 
GAAAATTATGCATAGAGGTTACACCCCAGAGCAAAATAGCATGGATTTCCGAAACTCTTTGTA 
TTGGTTGTGGTATCTGTATTAAGAAATGCCCCTTTGGCGCCTTATCAATTGTCAATCTACCAA 
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GCAACTTGGAAAAAGAAACCACACATCGATATTGTGCCAATGCCTTCAAACTTCACAGGTTG 

CCTATCCCTCGTCCAGGTGAAGTTTTGGGATTAGTTGGAACTAATGGTATTGGAAAGTCAAC 

TGCTTTAAAAATTTTAGCAGGAAAACAAAAGCCAAACCTTGGAAAGTACGATGATCCTCCTGA 

CTGGCAGGAGATTTTGACTTATTTCCGTGGATCTGAATTACAAAATTACTTTACAAAGATTCTA 

GAAGATGACCTAAAAGCCATCATCAAACCTCAATATGTAGACCAGATTCCTAAGGCTGCAAA 

GGGGACAGTGGGATCTATTTTGGACCGAAAAGATGAAACAAAGACACAGGCAATTGTATGTC 

AGCAGCTTGATTTAACCCACCTAAAAGAACGAAATGTTGAAGA TCTT TCAGGAGGAGAGTTG 

CAGAGATTTGCTTGTGCTGTCGTTTGCATACAGMAGCTGATATTTTCATGTTTGATGAGCCT 

TCTAGTTACCTAGATGTCAAGCAGCGTTTAAAGGCTGCTATTACTATACGATCTCTAATAAAT 

CCAGATAGATATATCATTGTGGTGGAACATGATCTAAGTGTATTAGACTATCTCTCCGACTTC 

ATCTGCTGTTTATATGGTGTACCAAGCGCCTATGGAGTTGTCACTATGCCTTTTAGTGTAAGA 

GAAGGCATAAACATTTTTTTGGATGGCTATGTTCCAACAGAAAACTTGAGATTCAGAGATGCA 

TCACTTGTTTTTAAAGTGGCTGAGACAGCAAATGAAGAAGAAGTTAAAAAGATGTGTATGTAT 

AAATATCCAGGAATGAAGAAAAAAATGGGAGAATTTGAGCTAGCAATTGTAGCTGGAGAGTT 

TACAGATTCTGAAATTATGGTGATGCTGGGGGAAAATGGAACGGGTAAAACGACATTTATCA 

GAATGCTTGCTGGAAGACTTAAACCTGATGAAGGAGGAGAAGTACCAGTTCTAAATGTCAGT 

TATAAGCCACAGAAAATTAGTCCCAAATCAACTGGAAGTGTTCGCCAGTTACTACATGAAAAG 

ATAAGAGATGCTTATACTCACCCACAATTTGTGACCGATGTAATGAAGCCTC TGCAAA TTGAA 

AAeATeATTGATCAAGAGGTGCAGACATTATCTGGTGGTGAACTACAGCGA 

CCTTTGCTTGGGCAAACCTGCTGATGTCTATTTMTTGATGAACCATCTGCATATTTGGATTC 

TGAGCAAAGACTGATGGCAGCTCGAGTTGTCAAACGTTTCATACTCCATGCAAAAAAGACAG 

CCTTTGTTGTGGAACATGACTTCATCATGGCCACCTATCTAGCGGATCGCGTCATCGTTTTT 

GATGGTGTTCCATCTAAGAACACAGTTGCAAACAGTCCTCAAACCCTTTTGGCTGGCATGAA 

TAAATTTTTGTCTCAGCTTGAAATTACATTCAGAAGAGATCCAAACAACTAT AGGCC ACGAAT 

AAACAAACTTAATTCAATTAAGGATGTAGAACAAAAGAAGAGTGGAAACTACTTTTTCTTGGA 

TGATTAGACTGACTCTGAGAATATTGATAAGCCATTTATTAAAAGGAGTATTTACTAGAATTTT 

TTGTCATATAAAACTTGAATCAGGATTTTATGCCCCACATACTCTGGAACTTGAAGTATAATAT 

ACTTAATATAACATAAAAAGCCAGTTGGGTTCTAAATTGTAGTTGAAACACAGAAAATGCCAC 

TTTTCTGTTCCTGAAGAGGCTCTTTTGTGCATAATATTCTAAAATGAAGACATTTCAAGCTATA 

CAAATTACTTCCAAGTTTTCATGATGTATGGGMGATTTTCAGTAGGTGTATTATATTCACGGT 

ACCAAATGCTGACCAGTGTTGCTCCAT7TTTTAAATCTTGAAAAGGGTTTCTGTACTTACCTG 

GTTTGCCAAGTATGCCAGTGTAATGAAACTGCCCTTATTTTAAAA GCCA GTCAAAGATTCCAC 

TGATTGACATTTGATAAATAAACATCAGGATTATGT7TATTGTTTGTTTTCAGTCTTTGCACTAT 

ATTACCAGTATATGGTTTCCGAGGAAGATTATCTACTGCAAAACACCACTGTTGGAAAAATAG 

GTATTTTTAAATTGTTTTTAATC I I I I 1 1 GGTGCTTTTAAACATGTTTAGCAAAAACCAATTCAG 

TTCCATTCCCCGCAAAAAACCCCTAACTTTACTCTGAAC I Mill I GTTTTTGCATTCCATGAG 

GTTCTGTATTCAGTCATTCTCTAGGTAATGTCATTTTTGTACACATATATTTATATAATCACTGA 

TTGAGATTTAGGAAAAAGCATTTCTAMGMT ATTT GCTTCCCTTAGAACTACAGACTCGAAA 

TCTTTAAAG ATGGTGCCTAAGCATCTATGTA I 1 1 I I I I I AAGTTCCACAG ATTTTTCTGTTGGG 

CAGCCAAGGATTATAAACCACTTCCCTAAAGGCAACATTAATGCAAAAGTCCCCAGATGGCA 

ATACAAAGTATCCCCTGGTACCACATATATTCAT7TGTGAGTTTGGATATAGAGCACATTATC 

TAAACCATTTTGTAGTTCCAAAAACCCATCTAMTTTCTTGAGTTCCfGAATTTTGAACAGGAT 

TACCTGGAGCCTGGAGCCACTTTAAGTTGTACTTCTGACTAAACTGGAATTATGAGTGAGGA 

AGAGTGTTTACTAAATAAATGACTGGGGCAAGCAAAATTGAGGAGGAAATTAGAAACTG7TT 

GACAAACTTTAAGAGCTACTTGAAATAACAGAAGTCTTGATTAATATGCAAATAATGGCTAGA 

MGTATGGTTTMCTGGACCCTATTATGCCTTTTAAAAATAATTTCAGTAACCCATAAATACAT 

GTTGTAAAAAATTCAAATATACAGAATGGAATAAAAAAATGA TCTCCCT TTATTACCCTCCCAA 

AGGTTACCAGCGTTTG AATTTAATAATGTATATTCTTTCATGC I Mil I CTGTGGACTTACCTA 

AGTGTGAATATGTAAAGGGTTTGTTTTGTATACAAATGGGATTATACTAAAATAAGTAATGCCT 

ATTTTTAAGGATAGGTTAAATTTGTGAATGATCATTTCAAATATATTGAATAAAATAAGCAAAA 

GCTATTGTTATTTACTGATCCTGGATTGTCTTAAAGAAAGTACTTGTGATATAAGAGCACAGT 

TCTACTTACTGCTMTGACAGAATATGTATTAAACGTATTTTCATGTAAATGAAATCTTTAAAAT 

ATGTATCTTAAAATTTTACATAGCAACAGAAAGGCCTACAATTGCTAACACAAGAAAAATAC 

ATAAAATCAGTATAAAATCAATGCAGATGTTAGCAAAAGAATGAGACTACTTCATATGTCCTA 

ATTGGAAAAAGTCTCAAATACTTAAAAAAACAAAAAACTGGAACAGTTTATTATACf ACCATTT 
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TTGTGAAAATATACAAAATATTGAAATAAAGGAATACTCACNNNNNNNNNNNNNNNNNNNNN 

NNNNNNN 

>1238 

ACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTATACAAACCCGAAACTGTCTACAC 
GCAGACTTTATTCTTCTACAACCAAATTCCTCAAACACACAATCTGAACAGTAGCAGTGAAAG 
GGAGTTTAAGGTGGGGGTGAAGGAGAAAGGAGTAATATGGTTTTTTAGTAATATAGTAATTTA 
CATTTTCAAAAATCTTCAGTGTTTCACTATCTTAAATGAATATTTATTCTGGTGGGCCTCCCAT 
TTCTCTTCTCCTGTTAAAAAAATGACTGTTATTAACTCCAANN 

>1239 

NTCCCCGCGGTGGCGGCCGCGGGAACGCGGGGCCCATTTCCCATCTTTCTTTTCA 
GTCCTTGCGCACCGGGGAACAAGGTCGTGAAAAAAAAGGTCTGAGGTGCCGCCATTTCATC 
TGTCCTCATTCTCTGCGCCTTTCGCAGAGCTTCCAGCAGCGGTATGTTGGGCCAGAGCATC 
CGGAGGTTCACAACCTCTGTGGTCCGTAGGAGCCACTATGAGGAGGGCCCTGGGAAGAATT 
TGCCATTTTCAGTGGAAAACAAGTGGTCGTTACTAGCTAAGATGTGTTTGTACTTTGGATCTG 
CATTTGCTACACCCTTCCTTGTAGTAAGACACCMCTGCTTAAAACATAAGGATGTTTCAGTT 
CCTCCATTTAACAGATATGAAGAGCATTTTAAGAGGTGCAGCCTCTGGAAGTGGATCAAACT 
AGAACTCATATGCCATACTAGATAT GTTT GTCAATAAACTTAAAACATAAGGATGTTTCAGTTC 
CTCCATTTAACAGATATGAAGAGCATTTTAAGAGGTGCAGTCTATTG^ 
TGAGTGGTATTAATGGACAGGATACTCTCTGTGAATTA'GCTTATTGTGGCTCCCGGGCCACC 
CATCTTTTCTGGTCAACGGGGTGAAGTCTCTGCGCGGGTCCCCCATATGAGGGGCGTGGTA 
TTAATTCCCGATAAGCCCGGGTACAACCTGGTTTATGTATGCGGCAAAATACAAAAAACCTA 
CCTCTCTATTCTATCTCCCTACCATCACCCTTATTATAACATTCACAGCCAGACTAATCATATA 
ATATCTCTTCGACACCACAATATCCCAACTTGGATTCGTCACCCGATGGAGGCACAAGCCAG 
AACGCTAAGCGGGACATTCTTCCATTCTACACCCAGTAGGTCCTTCCTAAATGATGAGTGAT 
TAATCCAACACCAGGTCATAACATTATATACCTCAGCAGGAATTCAACCCTAGCAGATAATTA 
TAGTTCAGAGTTATGAAGACCGTATCGGACTGTATGACCTAGCGTTTACCACGGAATGGGGA 
TAAAGGGGAGTAGACAATACGAAAAGCCTCTGATCGATAGATTCGAAAAGTATACATGCACA 
GCGCAGTACACACACAN 
>1240 
>1241 
>1242 
>1243 
>1244 

ACAAATAAAGTATTCCAAGGGTTCAGAATAGAAAATGATTTCTTCCAGCTTGGGGAC 
ATTTGGGAAATTGGGATATCCTTTGGGGAAATGTAGTAATCAGTATATTCTGGGAAAACATAG 
TAGAGAATGAATAAATAAATTCCATTGAATTTGGAATATGTTGTCCATTCTCCCTGTAACTAAT 
GCTATCAAGATAAAGTAGAAATACCACATTTCAGAAACAGCTGGAGTAGACAGGTCTTCATA 
GGCTAGCTTGGAAACCTAATAGCTATTAATAATGAAATTTTAATTATACTCTGGATTCTAAACA 
ATGAACACACAGTGATC I I I I I GACTTGCTGCTTGTTTATAAGTTGGGGATGGTCTGAATTCA 
TTGTTGATTCAAAAGAAAACGAATAGTGTTTTAAACCTTTTATTTACAGAGACTATAATTT 
ACCTTCCTACCMCATATCTTAAATACACCAAGACCTTTTACAGAAGCTTAAACAAGGGTGTA 
CCTGCCCGGGCN 
>1245 
>1246 
>1247 
>1248 
>1249 

NNAACTTATTTAAAACAAAACAATTTTGTAGGTATTATTATACCCATTTCACAGATGAT 
GATAAATGAGACCAATAGAAGTTAAATAACTTGCCAAAGGCCACACAGCTGGTGAGTGATGG 
AGAACGAATTAAAACTCAAGTGAGCATAATTCTAAAAGCCATCTTCTCGTTAGTGTTTCTCAC 
TATCCAGGTCTGCCTTTGCCTTATTTAACTGAAGTTAAGCCATCCTTACCTGTGATCACCTAG 
CCTCTCAGTTTGGGGGGATGATTACAQCGGGTTTTTAACTCCCAATGTTCTGGTCCAGTTTG 
CTTTACATGTTCTTAtTTAtACATTGTCAAGGATGACCTCAGGACAGTACAGCAAGGACACAG 
TGGCACTTCACATTTTG7TCCCACGAAATGACTGGGGCATAATCTCAGATCATCTTCCTTTAG 
MTGTGGAAACATCAGCAGAAGMTATTAGTGTTTATACAAGTCAAATCCAAAATGACACATG 
TGAAAACTAATAGAGCTGACTTTCAGCCATGATAGCTTTGGCACACCTCACATCCCTTTGTTC 
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AACCTCTCTTCCCTCAACGGAGAGCTGCATTC CTGG GAATTTCTGTTGTGCACTTTTCCCACT 

TGCCCTGCTGTCATTTAAAGGTGAACATTCTAGTTTTGCTAAGAAAACCCTTTCCTTCATTTG 

GMTGAACAGCAATTTTATTACTTTTGACCTTAAAATGAGTTTGCTGCCTTCAAATCTTTTCAG 

CGCCTTCATCACGCTCTGCTTCGGGGCGATCTTCTTCCTGCCAGACTCCTCCAAGCTGCTCA 

GCGGGGTCCTGTTCCACTCCAGCCCCGCCTTGCAGCCGGCCGCCGACCACAAGCCCGGGC 

CCGGGGCGCGCGCCGAGGACGCGGCCGAGGGGCGAGCCCGGCGCCGCGAGGAGGGGG 

CACCCGGGGACCCGGAGGCCGCCCTGGAGGACAACTTGGCCAGGATCCGCGAAAACCAC 

GAGCGGGCTCTCAGGGAAGCCAAGGAGACCCTGCAGAAGCTGCCCGAGGAGATCCAAAGA 

GACATCCTACTGGAGAAGAAGAAGGTGGCCCAGGACCAGCTGCGTGACAAGGCGCCGTTC 

AGAGGCCTGCCCCCGGTGGACTTCGTGCCCCCAATCGGGGTGGAGAGCCGGGAGCCCGC 

CGACGCCGCCATCCGCGAGAAAAGGGCAAAGATCAAAGAGATGATGAAACATGCTTGGAAT 

AATTATAAAGGTTATGCCTGGGGATTAAATGAACTCAAACCTATATCAAAAGGAG GCCA TTCA 

AGCAGTTTGTTTGGTAACATCAAAGGAGCAACTATAGTAGATGCCCTGGATACACTTTTTATT 

ATGGAAATGAAACATGMTTTGAAGAAGCAAAATCATGGGTTGAAGAAAATTTAGATTTTAAT 

GTGAATGCTGAAATTTCTGTCTTTGAAGTAAATATACGCTTTGTTGGTGGACTACTCTCAGCC 

TACTATCTGTCTGGAGAAGAGATTTTTCGAAAGAAAGCAGTGGAACTTGGGGTAAAATTGCT 

ACCTGCATTTCATACTCCCTCTGGAATACCTTGGGCATTGCTGAATATGAAAAGTGGTATTGG 

MGJSAACTCO^CCTGGGCCTCTG^ 

TTGGAGTTTATGCACTTGAGCCACTTATCAGGAAACCCCATCTTTGCTGAAAAGGTAATGAAT 

ATTCGAACAGTACTGAACAAACTGGAAAAACCACAAGGCCTTTATCCTAACTATCTGAATCCC 

AGTAGTGGACAGTGGGGTCAACATCATGTATCAGTTGGAGGACTTGGAGACAGCTTCTATGA 

GTATTTGCTGAAGGCCTGGTTAATGTCTGACAAGACAGATCTGGAAGCTAAGAAGATGTATT 

TTGATGCTGTTCAGGCTATCGAGACTCATTTGATCCGCAAGTCTAGCAGCGGACTAACTTAT 

ATCGCAGAGTGGAAAGGGGGCCTCCTGGAGCACAAGATGGGCCACCTGACCTGCTTCGCT 

GGGGGCATGTTCGCACTCGGGGCTGATGCAGCTCCCGAAGGCATGGCCCAACACTACCTT 

GAACTCGGGGCTGAAATTGCCCGTACTTGTCATGAATCATATAATCGAACATTTATGAAACTG 

GGACCAGAAGCTTTCAGATTTGATGGTGGTGTTGAAGCCATCGCTACAAGACAAAATGAAAA 

ATACTACATCTTACGGCCAGAAGTTATGGAGACTTACATGTATATGTGGAGACTGACTCATGA 

TCCAAAGTACAGGAAATGGGCCTGGGAAGCCGTAGAGGCCTTGGAAAACCATTGCAGAGTG 

AATGGAGGCTATTCAGGCCTAAGGGATGTTTACCTTCTTCATGAGAGTTATGATGATGTGCA 

GCAGAGTTTCTTCCTGGCAGAGACATTGAAATATTTGTACCTAATATTTTCTGACGACGATCT 

TCTTCCACTGGAGCATTGGATCTTCAATAGCGAGGCACATCTTCT CCCT ATCCTCCCTAAAG 

ATAAAAAGGMGTTGAAATCAGAGAGGAATAAAAAGACATTTTATATTTTATTCTGCTCCATTC 

CCTTCACTGTATACCTTAATAATTCCTTTTCTGGTAATCAGGCACATGATGAACTTTGATTAGT 

AGGTCTGTGATTMGTTCTTAAATTGTTTTGCAGTCTTTTATGTTTATTATCATA GGTAT AGGT 

GGACCTAAATTCCTTATCATATCCTTTATTMTTCAGCCAGTGTATCCACCAGlTTTTTGTTTA 

TGTTTTTAAGTAACCTATTATCTCTGGATTTCATGAAGGTGTAATATCGTTTTTGTTAAACTGA 

ATAGAATTGTATAGCGATGACCTCrrAATTATAATTTGATTTGACTGCAAMCTTTTTCCTCCT 

CTAAGAGGAGATGATGTCTGCTTTAAGCTGTAATGTTTTGCCATGTTGCAAAAAGCCATAATA 

ATAAGTATAAAAMGCTTTTTCCTTTACAATTTCATGTTAATCTGGTTTGTCTGTCCACCAGAG 

ACAGATCTTCTGTGACAGCCTCCTTATGCAGGTCTATCATTATTTGATAGAATGTCTTCTAAA 

ATACTTCACTCACATTGTAATTCAAATTAGAAAGTCATTCCAAAAGGATCATGTCATGTTGACC 

TCATTTC ATCGG AACTGCAGTAT A 1 1 1 1 1 GTTGGTTAATTATATTAGTGTTTTCTATTTTGTAAA 

TGTGTCCTTTAATTTTACTTTAAATGCCCTGTGTCATTTCTGGATTATATACTAGTTAATTTCTT 

CCATTCXJCTACTACACAGAGAGGTGAGCTTTCAAATTTTGCAGAGCTCTGCTATCACTGAATT 

ACATTTATCTGAAGAAMTAGTACAACTTMTGGATTAGCTTTTGGGTTTAACTGAATATATGA 

AGAAATTGGGTCTGTCTAAAGAGAGGGTATTTCATATGGCTTTTAGTTCACTTGTTTGTATTT 

CATCTTG A 1 1 1 1 1 1 1 CTTTGGAAAATAAAGCATTCTATTTGGTTCAGATTTCTCAGATTTGAAAA 

AGGCTCTATCTCAGATGTAGTAAATTATTTCCTrTCAGTTTGTGAAAGCAGGATTTGACTCTG 

AAAGAAGCTTTGCCMTTTTACTTATTCGTGATCAATCAAGGAAAATCTAATAAATTTTAGGCC 

AAATAAGAATATAGCATATTTAGTATGGTTATAGTCAACACAGAGATCACAACTTAGAAGAAA 

TATAAAGAAATGGCCACTCCCCATCCCCXACAGTCCTGGAGTAAATCAAAATCAATATATGAT 

TCTTTTAVVACAlTMGmGAAATAG'GAATGGTTTTCTCAAGAATAGATTTGGTC^ . 

GTGTTTGCnTACATtGGCCCACTATATATACATATATATTTATGtAGATATACTTCCAfGAAAG 

GGCTAATACGATGCATATACTGAAGGGCMGGACTTTGACCATGTCMTTTTCAGCCGAGAA 

TGGTCAGAAAGATCAGTACAACCCCATGGATTAGGCTGAAACATATGAAATTGCTGCATTTG 
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TAGTTTAAAAACTGTCAGCAGT TTCAT ATGGTTCCACCTAATATTATTG AAGAC AATTATTTTC 
TTAGCTATCAATAGGCTTAATAGTTTTAGTTATTTTAGCTTT^ 

TTTATCGGACAGGACCATCTTTATGACCTGCTTTCTGTTTTTCAATATCATACATTGGTGTATG 

TCAAAGAATAAATTAGTAAAATTAGTAAATGAAAAAGACTCTTCCGTACATCATTATTTCCATG 

CTAATGTGTGTCTGTGATCCAGAATAACTTCTCCCACTCATATCTTCAGTTCACCTAATGAAA 

TGAATGGATAGCAAGAGCCCTTTGTTCCCAGGACTTTAAGGCAAAATATTAAAAATTATTGCC 

MAATTAAGAATATAATGTTTGTATAAATGTCCTTGAATTTGCCATTTAAATTAACTCATTTTCT 

TTrCACTTTGATTTGAMGCTGATMGTATTTCTGCAGCAGATAGAATATTAAAATCAGGTTGT 

GTGTACACACTGCACTATGAGGTACCTTGGTGTCCTGGTGTGAATAGACAAGAAGCTGTACT 

ATATGTTGCTCTCTCAGTGGCAACAATGAAGTTTTTGCAATTCTAGAACTTGGAI I I I I I I I I A 

ACAAAAGTCCCAAAACACCAAAAATGTAAACAAGATAAGAGATTAATATTGTAGTGATGTAAT 

TTAATTAAAGTTATATTTTGGGTTAATTTTAACAACTGA 

ACAAAACTGTGCAGTTAAATTTGTATACGTATTCACATACTGAAAGATGAACCGTTAAAATAG 

CACTTAATTTTGTGTTTCTTCAATATGTCTTGATATACTTTGTGCAATTAATATTACACATGTAA 

GTTGTATGGCAGTTTACAGAACTCAATGACTTGTCATGAGGTTTTCATATGAGCTACACATTG 

TGTACATTGATTG I 1 1 1 1 1 ATTTTTACATAAATCCA TTCTG TCATTTTCAACTTTATATATAAATC 

TCCAATGTTATGGGAAACAATAGATTGACACATAATTTTTAAAAATTATATTTGTAAAATTTCTC 

TATTGTGAATAAAGTCTTTTAATATATCTCCAAAAAAAAAAC 

ACCTTAGCCAAACCA^rn"ACCCMATAAAGTATAGGCGATAGAAATTGAGACCTGTCGCAATA 

GATATAGTACCGCAAGGGAAAGATGAAAAATTATAACCAAGCATAATATAGCAAGGACTAAC 

CCCTATACCTTCTGCATAATGAATTAACTAGAAATAACTTTGCAAGGAGAGCCAAAGCTAAGA 

CCCCCGAAACCAGACGAGCTACCTAAGAACAGCTGAGCACACCCGTCTATGTAGCANAATA 

GTGGGAAGATTTATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCA 

AGATAGAATTTTTGTCCCNNNNNNNNN 

>1250 

>1251 

>1252 

>1253 

TATAGGGAGTCGACCACGCGTCCGTAATTTCATCGTGTATGTCACGGGCTATTTCAT 
GATTTCATGTACCACATCGTATATTTCCCCTTGAAGATTCCTGAATTAAGGAATTCTATAATAA 
CTTCAGATAGCCTACATGTCCCCATTTAGTGGAGACCTCTTGAATGCTATTTGAATTCTGCAG 
TATCA I I I I I ATGACCATTCTCCTTTGAGGAATACTATGCCCAGGTACATGCTCTATCAGTGT 
GCCGGGAGAGTGGATTCTTTTCTTCACTGCAGAGTCATCACACTGTTGGAATAGTCTGCTCT 
TTTACATGCTCAGGTAGGGAAAATAGGACCAAATATATTTCCACAGTGCCTACCACTGTGTCA 
TGTTTACAGTGAGAGTTTAAATATTGTTGATGTCCTGACTCTGTGAGCTCATAGGGAGTATCT 
TCATAGTAATGACATTTGATCAGCCATAAAATTTACATTATGTTCATATGCACCCAAAAAAGCT 
AGTCAGGTAATGAATACCCTTGAAGTGAATAGCAATTTTGATTTAGGCAGTGTGTTAGGCCAT 
CCTTGCATTGCTATAAAGAAATATTTAGGCTGGGCGTGGTGGCTCACGCCTGTAATCCCAGC 
ACTTTGGGAGGCTGAAGCGTGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGCCA 
ACATGGTAAAACCCCATCTCTACNNNNNNNNNNNNNNNN 
>1254 
>1255 

NNCGCAACCCCAATACCCCCCATCGACNNCCCATTGTAGGGAACCGCGCCATAGTG 
TACGCCCGCGGGAGAGCCCGGGACTTCCACTCGTGCGTGAGGCGAGAGGAGCCGGAGAC 
GAGACCAGAGGCCGAACTCGGGTTCTGACAAGATGGCCGGGCTGCCCCGCAGGATCATCA 
AGGAAACXJCAGCGTTTGCTGGCAGAACCAGTTCCTGGCATCAAAGCXJGAACCAGATGAGAG 
CMCGCCCGTTATTTTCATGTGGTCATTGCTGGCCCTCAGGATTCCCCCTTTGAGGGAGGGA 
CTTTTAAACTTGAACTATTCCTTCCAGAAGAATACCCAATGGCAGCCCCTAAAGTACGTTTCA 
TGACCAAAATTTATCATCCTAATGTAGACAAGTTGGGAAGAATATGTTTAGATATTTTGAAAGA 
TAAGTGGTCCCCAGCACTGCAGATCCGCACAGTTCTGCTATCGATCCAGGCCTTGTTAAGTG 
CTCCCAATCCAGATGATCCATTAGCAAATGATGTAGCGGAGCAGTGGAAGACCAACGAAGC 
CCAAGCCATAGAAACAGCTAGAGCATGGACTAGGCTATATGCCATGAATAATATTTAAATTGA 
TACGATCATCAAGTGTGCATCACTTCTCCTGtTCTGCCAAGACTTCCTCCTCTT^ 
TTAATGGACACAGTCTTAGAMCATTACAGAATAAAAAAGCGCAGACATCtTCAGTCCTTTGG 
TGATTAAATGCACA7TAGCAAATCTATGTCTTGTC 

AGGCTAGAAGTATCATCTGGATTGTTGTGAAACGTTTAAAAGCAGTGGCCCCTCCCTGCTTT 
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TATTCATTTCCCCCATCCTGGTTTA AGTA TAAAGCACTGTGAATGAAGGTAGTTGTCAGGTTA 

GCTG CAGG GGTGTGGGTGTTTTTATTTTATTTTATTTTATTTTA I I I I I GAGGGGGGAGGTAG 

TTTAATTTTATGGGCTCCTTTCCCCCTTTTTTGGTGATCTAATTGCATTGGTTAAAAGCAGCTA 

ACCAGGTCTTTAGAATATGCTCTAGCCAAGTCTAACTTTATTTAGACGCTGTAGATGGACAAG 

CTTGATTGTTGGAACCAAAATGGGAACATTAAACAAACATCACAGCCCTCACTAATAACATTG 

CTGTCAAGTGTAGATTCCCCCCTTCAAAAAAAGCTTGTGACCATTTTGTATGGCTTGTCTGGA 

AACTTCTGTAAATCTTATGTTTTAGTAAAATA I I I 1 1 I GTTATTCTACTTTGCCTTTGTACAGTT 

TATTTTACTGTGTTTATTTCATTTTCCCAATTTGACAATCGTATTTTAAAATTGAAACTGATGGA 

ACATTCTTTCTTGGTCTTCACCATCTGACAAATTGAATGGCAAGAGGTGGATTTTGCCAGTTT 

CTTTTCACTGATGGAGATTTGTGTTAAGATAGTACTGAATGGAGTATTTATAAACTGGCCCTG 

AGCATGCATAAAGCATCAGTATCTGACCI I I I I I I AACCTTCTAGGAATTTGAAATAAATGTGT 

TTGTGTTGTCTGATTAGATGATCATTGGTGTCTTGCCACAATGTTTAAAAATTACTGTACAGG 

AAAGTCACAGCAAAGATAGCAGTTGTGACTGACATGTAGGACTTTCACAGTTGTGCCACATT 

TTTGCCTAAMTTTGGGTTATGACATTTTTCTTGGTTCTTATCTGAAAATTTCATCTGTAACCTT 

TCATGTGTGTTTAGAAACATGGATCTGATCATTTGGGATTATGCTGAGGATTTGTGAGTCTTC 

CTTATTATGCTGATTTAGGGAATTTCAATATTATACTGGGTGGTTATCAGAAACGGGTTCCTT 

GGAGAATAGTTCCACGTAAATTTGGTAAACCCAGGATTGTGGGGAGGCGAANNN 

>1256 

NAGGAGAeTGAGTTTATrCAACMGTATrTACTGAGCCCTtACTATGtTCCCGGCAC 
TATTTTAGGTGCTGAGAGTATGTTGCATTGGTTAAAAATATACAAAATTCCTGTCTTCATTGTG 
CTTACACTCCAGAGAAAGGATACAAGACAATAAACATAATAAGTGAGTAAATTACATAGTAAT 
TTAGAAGGTGATAACTATTACCGTACAACAAAATAGAGCAGTCGTTGAGAATTAATGGTGACA 
TGTCTTATCTGGAAATTTTCCAAAACCAGAAGAGGAAAAAGTAAACTTCTATCTTGGAAGACT 
ATATATATATATATCCGTACATA ACAAA GGAAAATATTTCTGGCTCTTTAATGTTCATGGGATT 
TTCAAGCAAGAAATTAAAGGGATTTTTAAAACATGAAAGTAATACTGAAAACTAGGAAAAGTA 
GCTTTTGCAAAATACGTGCTCAATACCAAGTTATTGAGGCAGTGCGATCTGTGCTTACTGCA 
GGAGTAGAAGCTTCCACAGTTCTAGCAAATTCCATGATTCTGGTCATACTGCCAACCACAGT 
GGATCTAGAGAGCCAAGTGAGCTGAAGAAAGACTGCTAGGGACAGACGAGAACTCAAATAG 
CTTTGAG A 1 1 1 1 1 I I ATTTCC ACTTCC I 1 1 1 I I AAAATACATCACCCTGC I I I I I 1 1 GTGTTAAA 
GGGTGAGCTCATTAAAAAGGAAAACTAAAAAAAAAAAAAAAAACACGGGAACACCCAGGTAC 
CCAACTCCACCTCCCCTTTAAAANNNNNNNN 
>1257 

NNTTTCAAACCTCAGTTTGAAAATGAGAGGAAAACAAAATAAAATGATTTACATAATC 
AAAGGATTAACTGATACAGACTTTTATTCTAAATGCTCACAAGCACAGAAACCAACAAGAAAT 
CAGATCTTGAACGAATTTATAATGATTCTTCCAGGAAGCACCGCGGCAGCCACATAAGGCGC 
TGTTCACACCTGGCTGCGTCTGCCAAGTTAGTCCTCAAAGAGAAAACAAGGAGGAAAAAGAC 
AAAAAAAAAAACAAACCACCAAACCCAGTGTGCTTAAAACACAGATCAN 
>1258 
>1259 

AAACCCGAGGTCTCGCTAAAATCATCATGGATTCACTTGGCGCCGTCAGCACTCGA 
CTTGGGTTTGATCTTTTCAAAGAGCTGAAGAAAACAAATGATGGCAACATCTTCTTTTCCCCT 
GTGGGCATATTGACTGCAATTGGCATGGTCCTCCTGGGGACCCGAGGAGCCACCGCTTCCC 
AGTTGGAGGAGGTTGGGCGCAGTCAGGGGGCTTCCTTGTTTCCTATGCACAAATTCATTTG 
GCGGGGGGGTTGTCAGCCCTCTTGCATTATCTTAAAAATACGCTCTTCTTGACCTGTGGACC 
ACGAAACAGAGACTTTCAAGACAAGGAGCAAT7TCAGGTGTTTCACTCTGAAAAAGAGACGA 
AGAGCTCAAGAATAAAGGCTGACGAAAAAGAGGTGGTAATAATAAAGGCTGAAGGAAAAGA 
GATTGAGAACACAGAAGCAGTACATCAACAATTCCAAAAGTTTTTGACTGAAATAAGCATACT 
CACTAATGATTATGAACTGAACATAACCAACAGGCTGTTTGGAGAAAAAACATACCTCTTCCT 
TCAAGTAAGTTTGCCATGCCTACCATATCTGTGAGTGGTATTCTGGAATGGCCAAATGGCCC 
TGGTAGGACTATGGGTCCTGAAGTCGTGCTGCCTGGCTCTGGCCACATCCCTGTGGTGCTT 
TTCCATCCTGATCTACAGATATTCAGAACTGCAGGGAGTTCCTTTTAGTCCTGGCAATCTGAA 
CCTGATTTTTGCCTCATCCCCAGAATAGCTGCATAAAAATGTGCAGCANN 
>1260 

ACTGGTGGGATTGTTAGACCATCCCAAAAAGGAAGTGCACCTTGGAGTCTGTGGAG 
CTCTCAAGAATATCTCnnrTGGACGTGACCAGGATAACAAGATTGCCGTAAAAAACTGTGATG 
GTGTGCCTGCCCTTGTGCGATTGCTTCGAAAGGCTCGTGATATGGACCTTACTGAAGTTATT 
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ACCGGTGAGTTCTAGGCCTA AGGAA A ATTG CTAAGTCAGTGTTACTCTCTAGTGATGTTGAG 

AACTAGAGGGATTTCCAGACCTTTTACTTTTGATGAAAGGTTGTGAACTGGTGGCTGTGGGT 

CAAATCCATCTCACAGATTTGTTTGGATCACACAGCN 

>1261 

>1262 

ACACTCCATCAAGCCTGGTTCCTAGGATGCTGGACTTCTAGCTTAGTGAGAATGCAG 
TATACTTTTTGAAAACTTCGTGCAGGAATCCCTCAAATGCTGTAACTAGGA ATGGGTCAGT GA 
AGTTCAAACGACTTTTCCTTGAGGGAGTATTTTMTCGGACAAGGGAACTCTTTTTCTTTTGG 
GCATTGGCCAACAGGACTGAGAAGCCAGAGAGCTTGCACCTGAGCCATCTCAGCCGTGAGA 
GTAACAGTCCTAGGAAAATAGATGGGGGCTGGGGGTAAGGAAATGTGCTGAAGACAGAGCT 
ATTCTGGATGGATTTTGGTTTGCAAAAATTCTACTTTAAAACAATTTTGCCTGTAGCAAGTACA 
TTTTTTTGCAATTGGAGTGTAAACATTCTGTGTGGCAACAGTTAAAAGCTGTTATAACAATTTG 
CTTGGGTGTGTGTGCATGTGTGTGTGTGTGTGTGTGTGTATACANNNNNNN 
>1263 
>1264 
>1265 

NNNNNNNNNNNNNGCCCGTCCCGGTCCGGAATTCCCGGGTCGACCCACGCGTCCG 
GCCGCTACAATGAGAGCGACAAGCAGATGAAGA^nCAAAGGATTGAAGAGGTTTTCACTC 

tctgctaat^gtggtagatgatgmatttactacttcagaaaaccaattgttcct 
ccatcacctttgctggaaaagaagatccagttgctagaagctaaatttgccgagttagaagg 
tggagatgatgatattgaagagatgggagaagaagatagtgaggtcattgaacctccttctc 
tacctcagcttcagacccccctggccagtgagctggacctcatgccctacacacccccaca 

GTCTACCCCAAAGTCTGCCAAAGGCAGTGCAAAGAAGGAAGGCTCCAAACGGAAAATCAAC 

ATGAGTGGCTACATCCTGTTCAGCAGTGAGATGAGGGCTGTGATTAAGGCCCAACACCCAG 

ACTACTCTTTCGGGGAGCTCAGCCGCCTGGTGGGGACAGAATGGAGAAATCTTGAGACAGC 

CAAGAAAGCAGAATATGAAGGCATGATGGGTGGCTATCCGCCAGGCCTTCCACCTTTGCAG 

GGCCCAGTTGATGGCCTTGTTAGCATGGGCAGCATGCAGCCACTTCACCCTGGGGGGCCT 

CCACCCCACCATCTTCCGCCAGGTGTGCCTGGCCTCCCGGGCATCCCACCACCGGGTGTG 

ATGAACCAAGGAGTGGCCCCTATGGTAGGGACTCCAGCACCAGGTGGAAGTCCATATGGAC 

AACAGGTGGGAGTTTTGGGGCCTCCAGGGCAGCAGGCACCACCTCCATATCCCGGCCCAC 

ATCCAGCTGGACCCCCTGTCATACAGCAGCCAACAACACCCATGTTTGTAGCTCCCCCACCA 

AAGACCCAGCGGCTTCTTCACTCAGAGGCCTACCTGAAATACATTGAAGGACTCAGTGCGG 

AGTCCAACAGCATTAGCAAGTGGGATCAGACACTGGCAGCTCGAAGACGCGACGTCCATTT 

GTCGAAAGAACAGGAGAGCCGCCTACCCTCTCACTGGCTGAAAAGCAAAGGGGCCCACAC 

caccatggcagatgccctctggcgccttcgagatttgatgctccg ggac accctcaacatt 

cgccmgcatacaacctagaaaatgtttmtcacatcattacgtttcttttatatagaagcata 

aagagttgtggatcagtagccattttagttactgggggtggggggaaggaa caaa ggagga 

ta a i i i i ia ttgcattttactgtacatcacaaggccatttttatatacgga cactttt aataag 

ctatttcaattrgtttgttatattaagttgactttatcaaatacacaaagatttttttgcatatg 

tttccttcgtttaaaaccagtttcataattggttgtatatgtagacttggagttttatcttttta 

cttgttgccatggmctgaaaccattagaggtttttgtcntggcttggggtttttgttttc^ 

ggttttgggtttttttatatatatatataaaagaacaaaatgaaaaaaaacacacacacacaag 

agtttacagattagtttaaattgataatgaaatgtgmgtttgtcctagtttacatcttagaga 

ggggagtatacttgtgtttgtttcatgtgcctgaatatcttaagccactttctgcaaaagctg 

tttcttacagatgaagtgctttctttgaaaggtggttatttaggttttagatgtttaatagaca 

cagcacatttgctctattaactcagaggctcactacagaaatatgtaatcagtgctgtgcatc 

tgtctgcagctaatgtacctcctggacaccaggaggggaaaaagcaci i 1 1 1 caattgtgct 

gagttagacatctgtgagttagactatggtgtcagtgai 1 1 i i gcagaacacgtgcacaacc 

ctgaggtatgtttaatcta6gcaggtacgtttmggatattttgatctatttataatgaattca 

caatttatgcctataaatttcagatgatttaaaattttaaacctgttacattgaaaaacattgaa 

gttcgtcttgaagaaagcattaaggtatgcatggaggtgatttatttttaaacataacaccta 

acctaacatgggtaagagagtatggaactagatatgagctgtataagaagcataattgtgaa 

caagtag^ttgattgccttcatatacaagtatgttttagtattccttatttccntattatcagat 

gt ai 1 1 1 1 i cttttaagtttcaatgttgttataattctcaaccagaaatttaatactttctaaaa 

tattttttaaatttagcttgtgcttttgaAttacaggagaagggaatcataatttaataaaaCg 

cttactagaaagaccattacagatcccaaacacttgggt7tggtgaccctgtctttcttatat 
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GACCCTACAATAAACATTTGAAGGCAGCATAGGATGGCAGACAGTAGGAACATTGTTTCACT 

TGGCGGCATGTTTTTGAAACCTGCTTTATAGTAACTGGGTGAT TGCCAT T GTGG TAGAGCTT 

CCACTGCTGTTTATMTCTGAGAGAGTTAATCTCAGAGGATGCTTTTTTCCTTTTAATCTGCTA 

TGAATCAGTACCCAGATGTTTAATTACTGTACTTATTAAATCATGAGGGCAAAAGAGTGTAGA 

ATGGAAAAAAGTCTCTTGTATCTAGATACTTTAAATATGGGAGGCCCTTTAACTTAATTGCCTT 

TAGTCMCCACTGGATTTGAATTTGCATCAAGTATTTTAMTAATATTGAATTTAAAAAAATGT 

ATTGCAGTAGTGTGTCAGTACCTTATTGTTAAAGTGAGTCAGATA AATCT TCAATTCCTGGCT 

ATTTGGGCAATTGAATCATCATGGACTGTATAATGCAATCAGATTATTTTGTTTCTAGACATCC 

TTGAATTACACCAAAGAACATGAAATTTAGTTGTGGTTAAATTATTTATTTATT TCATG CATTCA 

TTTTATTTCCCTTAAGGTCTGGATGAGACTTCTTTGGGGAGCCTCTAAAAAAAl I I I iCACTG 

GGGGCCACGTGGGTCATTAGAAGCCAGAGCTCTCCTCCAGGCTCCTTCCCAGTGCCTAGAG 

GTGCTATAGGAAACATAGATCCAGCCAGGGGCTTCCCTAAAGCAGTGCAGC ACCG GCCCAG 

GGCATCACTAGACAGGCCCTAATTAAG I Mill! I AAAAAGCCTGTGTAT7TATTTTAGAATCA 

TGTTTTTCTGTATATTAACTTGGGGGATATCGTTAATATTTAGGATATAAGATTTG AGGTCAG C 

CATCTTCAAAAAAGAAAAAAAAATTGACTCAAGAAAGTACAAGTAAACTATACACCTTTTTTTC 

ATMGTTTTAGGAACTGTAGTAATGTGGCTTAGAAAGTATAATGGCCTAAATGTTTTCAAAAT 

GTAAGTTCCTGTGGAGAAGAATTGTTTATATTGCAAACGGGGGGACTGA GGGG AACCTGTA 

GGTTTAAA^/^^GTTTG TCAGCCAA CT 

mrl l l T l I AAGCCACTCTCCCCTTCCTATGAGGMGAA TfGAG AGGGGCACCTATTTCTGT 

AAAATCCCCAAATTGGTGTTGATGATTTTGAGCTTGAATGTTTTCATACCTGATTAAAACTTGG 

TTTATTCTAATTTCTGTATCATATCATCTGAGGTTTACGTGGTAACTAGTCTTATAACATGTAT 

GTATCI I I I 1 I I I GTTGTTCATCTAAAGCTTTTTAATCCAAATAAATACAGAGTTTGCAAAGTG 

ATTTGGATTAAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAG 

GGCGGCCGCTTCTAGAGGATCGGAGATTAC 

>1266 

>1267 

>1268 

>1269 

>1270 

>1271 

NATCCCGGTTCCTTGTCTGCAAATTATGAAAGTCATTCTTAAGGAGGTACAATTTTAG 
TCAAGGGATGTTGATACTCTTTAAGTTCACTGCCAGGCCTACCACTTATCTCTGTCGCAGGA 
GGAGAGTTCCTGTAATGAGAGGTTTTTAAGACGTCCTTTGTTCTGGGATGAATCAGAGGGAA 
TGACTGCCTTGGAGCTCAGGATATTAAACTGAGTGGTGTCAAATATTCCCAGGATCAAATCG 
ACAATGCCATGTGTACCATCTCCTCCTACAGGGATTAAAGGCCTGACATTTAGATATGATTCT 
AGTTTTCTCTCAAATCCATACTTTAAGAGCTTATGGGCTGGGTGCGGTGGCTCACACCTGTA 
ATCCCAGCACTTGGGGAAGCCAAGGTGGGCAGATAAGTAGAGGCCAGGAGTTCGAGACCA 
GCCTAGACAAANNNNNNNN 
>1272 

ACGCGGGGGGTCGGGCTGAGACACGCGGAGCAATGGCGACCTTTGTGAGCGAGC 
TGGAGGCGGCCAAGAAGAACTTAAGCGAGGCCCTGGGGGACAACGTGAAACAATACTGGG 
CTAACCTAAAGCTGTGGTTCAAGCAGAAGATCAGCAAAGAGGAGTTTGACCTTGAAGCTCAT 
AGACTTCTCACACAGGATAATGTCCATTCTCACMTGATTTCCTCCTGGCCATTCTCACGCGT 
TGTCAGATTTTGGTTTCTACACCAGATGGTGCTGGATCTTTGCCTTGGCCAGGGGGTTCCGC 
AGCAAAACCTGGAAAACCCAAGGGAAAGAAAAAGCTTTCTTCTGTTCGTCAGAAATTTGATC 
ATAGATTCCAGCCTCAAAATCCTCTCTCAGGAGCCCAGCAATTTGTGGCAAAGGATCCCCAA 
GATGATGACGACTTGAAACTTTGTTCCCACACAATGATGCTTCCCACTCGAGGCCAGCTTGA 
AGGGAGAATGATAGTGACTGCTTATGAGCATGGGCTGGACAATGTCACCGAGGAGGCTGTT 
TCAGCTGTTGTCTATGCTGTGGAGAATCACCTTAAAGATATACTGACGTCAGTTGTGTCAAGA 
AGGAMGCTTATCGGTTACGAGATGGTCATTTTAAATATGCCTTTGGCAGTAACGTGACCCC 
GCAGCCATACCTGAAGAATAGTGTAGTAGCTTACAACAACTTAATAGAAAGCCCTCCAGCTT 
TTACTGCTCCCTGTGCTGGTCAGAATCCAGCTTCTCACCCACCCCCTGATGATGCTGAGCAG 
CAGGCTGCACTCCTGCTGGCATGCTCCGGAGACACTCTACCTGCATCTTTGCCTCCGGTGiA 
ACATGTACGATCTTTTTGAAGCTTTGCAGGTGCACAGGGMGTCATCCCTACACATACTGTC 
TATGCTCTTMCATTGAMGGATCATCACGAAACTCTGGCATCCAA ATCA TGAAGAGCTGCA 
GCAAGACAAAGTTCACCGCCAGCGCTTGGCAGCCAAGGAGGGGCTTTTGCTGTGCTAAATT 
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AGGATTTGAGGGTGTGGGACCCTCACCGAATTCATTGATTACTGAAMTTGAATGTTTTTTGG 

GTCCACATTTCAAGGCTGAAGTGTATAGTGTATATATAACCTTTCCTATGGAAATGTGACATT 

GAGTACATTTTGTGTTGCTGTTGTGAAGCCATTAATATAAATCTTTGGTAATGACCCATATCTC 

TATATGTATGTGTTCCCAGTTGTGGGAGCAGGCACTAATGAAATCCTGTGCCTGGAATGGAG 

ATATTTAGGTACCTGAGGCTTAGTGTCCTGTGGTCTGCATGTAAGATAGATGACATCCTAGA 

ACAAAGAAGCTGTTTTAACTTAATCCCCCTGATCAGCAGGATATCTGTGTGTTCAGTGACATC 

ATACATTCTGTATCTAGAAGTCTAAAATTTCTGCCTTTCTCCTAAAGAATGTGTTCTTGCATTT 

TGGTTGAAATAACCTACACAGTGTTAAAAATCAGATACCTCCTTTAGTGACCAGTTCAAATTTT 

AATAGCGATAGGTAGCCCCTGAGAAATTTATCACTATAACTCCACAGGAAATATGACTTGGAA 

GTGCTCTGTGTACTAAACAAAATAAAGCCCCTCTTTGCATTTAAA ACCA AAGTCAAAACAAAA 

CTCTTGTAATGCAATTAATTAACTTTATGTCTTCCCATGACTCAAGTT TTGT TAAATATGCCCA 

AAAACTTTGATTGGCAGTTTCTTCGGTTAATTATTCCTATAGAATGTATTTTAAGAAATCTATA . 

CAAATTGGATATATGCTTGGTAAlTCTCCAGTTTCTAGGAGGTACCTATTTCTACCGTTTCAA 

GTGATGAAGTGAAAATAATTTACATTCGATAGTGTTACTGATAACAAACCTACTTAAGAGATAT 

GTTGC I I I I I ACTTAAGGGATAGTGTTGATAGATAAATTAGAATGTATAGATAGGTTTGTGAAA 

GTCTAAATAATGGCTGTATAGATATGTATATATGGTTCACATATCTGGATCTGTGTATTTGATT 

TTGTACTTTAAATGTGACAAATAAACCTTTTGGGAGAAAAAAAAAAAAAAANNNNNNNNNNNN 

NNNNNNNNNNNNNNNNN 

>T273 

>1274 

>1275 

>1276 

NNNNNNGCTAGGAGGGGTGTCGTGTGCATGCGCGTTGAAGAGGATCTGTATTGCC 
GTGACCTCTGTTCATGGATGAGTGCATTGTAATTTGTTCTCAGGCTGTGCTGTGAGGGCCGC 
CTTAACCCTTGCTCCCTTCCCTTCTAGAGCTGCCTTAAGTTCTCCAGAACTTTTCTTCTGTAA 
AGGATATCTTGCCTGGAAGGGATATCTTGCCCTGTTTCTCAAGGTTTTGTGAGAGTTTTGACT 
GGATGTGGCCCTGCATGACCCTCCTTCTCCTGTACTTCCTCTTTCCTTTCCAAATGGGAATTA 
GAACTGTGGGGCAGCAACAGTCTCAGAGCCAGTGAGAGGCCAGCTTAGAGAATGCTTCTGA 
GTTAGTGGGACTCTGTGTCACAAGTAAGCAAATGAATATATGAAAGAAATTATGGAGATAAGT 
TAGATTCTTGGTAATACTTAAATGTCTTGCTTTCTACTAACCTTTTGTTACTAAAGGTAAAGGG 
TATAACTCAAACTTTTTGTGGACATTCTTTTCAAAATTTTTTAAGAACCCTGTACTATAAAAGG 
TTGAGTAAAAACAGGAAAGCGTGCTATAAGTTCAAATCTGTTGTATTACCCTAAATTAGATAA 
ACCAACCTGAATTATAGTAGATTTCTCAATAGATGAGGAACTGAAAAATACTATGTAAAATATC - . 
TTCCAAAATG CI I I I I ATACI I I I 1 1 I ATTTGTAATTTGGTCTATCTAAAATGTTCGTTAGCTTA 
ACTTAATGGGCGTTATTGGATrCATATGACTAACGTTTCCTCAGTATTGTAATGCTTGAAATAT 
TTGAAAGAAAAAATGTTGTTTTTTAGTTGAAACTGGTATATATAATTCAGTGCTTGGCAGGTTA 
GTATAI I 1 1 IATGCAI 1 1 1 ICAGAGTCAGCAGTTTCAAATCTTATTGTTATCATGTTATAAAATT 
TTAGCCCACATTTCAGGCTCCGTAAATCATTTGAGCCATTATTTTTTCCCAACAAATGGTGAA 
MUNCH I AAATGTGGATATATATGTTGTAATTTATGATTCCTGGTTATGTATTTTTGTGGGA 
TCCTGCAGTAAAATTGAC I Mil I GTGTCTTTGGGAGATTTAAATTGCGCTAACAGTGTTGCG 
CAAAAATGAGTTCATGCCATTTAACATATTGTAlTTTAATTATTAACTGTATTAATTTACTATGA 
AATGGACATCCTTTTAACTAAAATGGAATTGAACATTGCCAGTTTCAAATATTTTTCCTTGTTG 
GGTCN 
>1277 
>1278 

ACTAAAACTAAMCTGAGCAGTTTAAAACATTCATTTAAAGGGATATCTAATGTGTTTA 
TTATTAACATAAATAATGTTTTATGAAAAATGTAACCTTAGTTTTCCAAAACAAAAATGTTTAGG 
GCAAGAGTAACATTATTTTACATTATTGCATCTCAGTGAAAAATAAATGGCAACAAAATTCTTA 
TATCTGCTrCTGCAGTTAATTCTGTTCATTTTGTTTTGGTTGAAATATATGAAGGAAATCTGTC 
CTCACACAGTTGTGTAGTGGAAAAAGGGGGACTATTGTAACAGGCTGTGCACATAATTGTGG 
ATGATTTTCTTTGATACAACAACAAAACTTN 
>1279 

NNCTCTAGAGGCAGAACTTGCTGAATTTGAAGACTATTAATGATGCAGCTCTCACTG 
GTACAAGTGAAAAACCTCTCAGCCCTACACAGCATCTTTMGAAAGCmMTTTTGGTTTn 
CAGAGCAATATTCACATGACATCTTTCGGATCTGGAATCTTAATTACCATTAGGT^ 
TACCTGAACTAAAAATAAGTGGTCTCTATCACGTTGAAATTACTTTAATATTTTCATTTATGTTT 
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ATACTATTTATTTMATGCGGAGAACATGGCTAACCATTCAGGACCATTTAATTATCAAATTAT 

TAATGATTCTTCCATAATAAACAAGCAAACTGTCATACTTGTTGACTTATATTTCATTCCATGG 

MTTCAAATTTAATTMTTGATAAATCACATTGTACTTTATAAGAGTTTATT CCTTM 

MTTTACACTTTTTTCTCCTGTGACAGCATCTATTCCCAAGGCAATCAACATTTTAATGGAACG 

AACTGAGGTTTGCAATTGCTAATGTTATTCTCCCATCCCAGTTTCTACTTGTTTCTTGTAAAAA 

AGGAGGTTTCTAAATCTTGACTGTTGATTGACAATTAATGGGCTAAATTTCCCATTAGCAAAC 

ACTTTTCACATATACACTAATATTAGTATCTAAATTATATTAAAATCTAATTTGGTAGCAATTGA 

CTTGAAATTTGTGATACTTCAACTTGTGCTAGGTTGTAGTTTTGCTTGTATCA CTCAT AGTTAC 

TAAAAATGCAAAAGGCAAATTTGAAATAACTATAAAAATAAACATTTAATGAACTTTTTAATATG 

CAATACTCAATTGTAAATAACCATTCTCTTTACTGAATCAGATGTTTCATTAACTGTTAGCAGT 

TATTTCGAGTTATTTATATATCACAGAATTTTGAACTAAAGATCATCTAGCTGAATTTCCTTTAT 

ATTAAAGAAGAGGAGAAAATCTTAATACTAAGTATGTGTGAGCCTGGAGCTGCCATGGAGCA 

TGTAGAGAGAGTCTCCTAGTTGATACCAACTCAGGAAAGCAGAATCAAGCAATAAAGAGACA 

TTTTGGGCCTGATGACATCATTTCAGCACCTGGATCCAGCGATGCCTAAAGATGTGACTCCT 

AGACTTTTCACTTACATGAGCCAAAACGGTTCCTTTGCATCAATAAATCGCTCTGTGATGCAT 

TTTATAATGTACAACCAAGAATCTCAATATTTATTATTTTGCATTAAATATCAG TAAGT TTGA 

TAAAAAGCTCAGTAAAATTCATTAATTTGAGAATGTGTCTATATCATAGTAAAGTTTTAAACCT 

ACATAATTTTCAATATTTATACCTTTTACTC 

CTGTAAAATTAAACTCTGTACMTTCTAGTTATTTGAAATATAAAATMAATT^ 

ATGTANNNNNNNNN 

>1280 

NAAGGCMTTTMTAAGATTTGAGCATAGATATTAAACTTAGCATGGACAGAGAAACT 
TATTTCTTGGGGGACTGGAGTAGTGAAAGAACAGAATCAATATGACTAGAAAGAGCAGAAAA 
ACTTACAACAGCTAATACTACTTGCTACATTGCTGTAGCTTTAAGATTGAGGGAGGAGGACTA 
GAGCCAGCCTGAGATCTTCTGGGTCAGTTTGATCTAGGCGTTCTTCTTCTTCTTC TAGAT CTG 
CACTTTAAATACTTCTGGTGTCTTTATGACTTAAACGCAAATAGCTTAGGCTTAGCTTTTTCTC 
TTAAGGGTTTAAGGAGTGAGAGCAGAGCCAAGTCCTGGAGACGCTGAACTTGCTGTCACAC 
CGGAAAATGAGATGTGCGGGGTAGGGGGCAGGGACGAGGCGGAAAAGGACTACTCGGATC 
ATTTTTAAGATGGGAGAGTAGCCACAGAGGAACAGAGTAGGAATCTAAACGAAGTAAAGCAG 
TACGGGGGTAGGTTTCCCTACACAGTGTTTTACTTAAGGGCACAGGAAAAGTTACAGAATGA 
CAAGAGAGGTGAGCAAGGAAATCTGCAGGGTGGCTGTTTTGAACTCACTACTGGTTTATTTA 
GAGGAGGTCTAATCACTTGGACGAGGAGTATGGCGATCTAAATACTTACAACTTTCATGGTG 
CTAGAAATCTTAATCAGGCAAATGTTTTTCACACTTGTTCTTGTAACAACACTTGACTTGCTTC 
TGGCAGAAAAGACAGGACTGTGGTGGTCAGCCTGACCTCGGGGTCAGAAGTCGAGGACTC 
AG AGGTGG AA I I I I I ATGGGCACCCACACGGTAGTCGATCCGCTCTCCTCTGGAAGACGGT 
CACCTTTCG AGGACCTGAAAA I I I J I I I I AGGTGGCACCCCCCAACAAGCCGGCCGTGCNN 
>1281 
>1282 
>1283 
>1284 

AGGAGAAACATAATGAAGAATCTGTGAGTAAAAAGAATATTCAGGCAACCCTTCATC 
AAAAAGACCTAGATTGTCAACAGCTTCAGTCAAGATTGTCTGCATCTGAAACCTCACTGCATA 
GAATACATGTAGAACTAAGTGAAAAAGGAGAA GCTAC TCAAAAGCTCAAAGA AGAATT ATCT 
GAGGTAGAGACCAAGTACAAAGAAGACGACTGTTTTCCACTTCCATTTAAACATTTTTAGCCA 
CTTCATTTCTATTTATTGMCAGGTCAAATTTGTCTTGTTATTTGTGAGT 
>1285 

NNNAGGCAAACCTCCC I I I I 1 1 I I CTTCCTTTTCTGCTGATCTTCAACAATTTACTTAA 
CTCAGTTTCCTCACTTGTAAAATACAAATGATATGCCTATCTGCAGAGTCACTGGGAGAAATA 
AATGAAATGACTTAAAGTATATGTATGCTATCTGGCATGTAGTAGCAGTTTAATAAATTATAGT 
TTACATACACCAGAAGAGTACTTGCCTCGCTTTTCCTTGTATGGTACTTTTTAATCTTATTAT^ 
AAACTAACCCCTGTGGTGGTGTGGCTACATTCTTTGAGTTTAGAAAAC GAGAT AAAGAATTG 
CTCATATCTTCCCAAATTGTGTAGTATAAAAAGAATGCTGTCCTGGTTGTTTTTTGTAGAA 
G(3AAGTC(XTGCAGTAAGTAGGCAACATGCTACCCTTCTATTCAACACCAGCACTAGAACAA 
GGCAAGTGGGACCTTTGTCGACACATGATTCGATTTCTTAAAGTCATTGGCTCTGGAGAATC 
TGAGACACCTGCATCCACACCCACAGCTCAGGiTAGCTGCAAAAGTTACACAtCTTCTCTAG 
GCCATACACCCACGTAGCATCTTTCTCTAATGGT 
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>1286 
>1287 

GCGTCCGGCTTGAGCCCGGGAGGAGAAGGTTGCGGTGGGCCGAGATCGCCCCAC 
TGCCCTCCAGCCTGGGCGACAGTCTCAAAAAAAAAAAAAAAAAAAAGCATACATCTCTGAAG 
GTAAAGTATAAATCAGTGGGCTCAAGATTTGCAGGTACAGCCTTGTTAATGCCTTCAATAATG 
CTTACGTTCCTTGTCTTATGGGTTATAATTTTCACATCCTCTTCAGATACAATCTGAGAACTTG 
TTGACTACCTTTGTTACATGCAAAAATTTTCTATTTTAATATTGCATTATATTAATGGTTTCATA 
GTACATTCCAGTTCTTTATCTGAATACAAGCGTTTTGCTTTTATTTCCAGTTTCTTGGACCAGA 
ACAATAAAATACATAAGACATCGTTTCTATATGGTCATATACTATATAGAATAAAGAATTGTTA 
TGTAAATTATTAAATGAGTATACAGACCTTTACATAAAAACTAAGGTACCTCAGTGGAATCTG 
CTACAGTGCTTCCCCCTCCCTACCCCTCCATTTTGTTTATAACCTTTTAGCTATCTAAATAATA 
CGTGTTCCATACTCAGGATAGCTGGTTAGCTAGCAAAAGAATTAACATCTGTGAAGCCATATT 
CATTATCTTCCTTGTCACCAAGGCTGT TGACC TTAAATAAACATTAAGTTGATTTTGCACAACA 
CTGTATTTGTGTGTGTGCATGTGCCTG I I I I I GTGTGTGTATGTTTGTGGGAAATAATTATGT 
TTGTTTCCGCATATATTCA I I I I I AATGCATTCTGTAACTTTTCTCGAGTGGTGGTCATTGAGG 
GTAGGG AAGATTTTA I I I I I I AAGTTGTCGTTAAGGT ATTTC ATTAGTGTTCCTGAGTGTAAAA 
CAG I I I I I I CCCAAATACTTATGGCAGATAAGAGCATTTTTGTAAATAATAAACTAGCACCGTT 
TGGGTAAATTTGCATTATTTTTTGGACAGGTTCATTGTCATGTAAAACAA^^ 
ATTTTAGATTTAGGAAAGGTGGAACATTTG Hill GGAGTTTG'AGAGATATTTTCCTTGTCTTC 
CATCATTCAATAAATACTAAAATTGATAACCGCCAAAATAAAAATAAAAAAAATAAAATAAGNN 
NNNNNNNNN 
>1288 

NNCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGCACTATAGCGCCCGCCA 
CCACGCCCAGCTMTTTTTTGTATTTTTAGTAGAGATGGGGTTTCACCGTGGTCTCAATCTCC 
TGACCTAGTCATCCACCCGCCTCCGCCTCCCAAAGTGCTGGGATTAGAAGCGTGAGCCACT 
ACGCCCGGCCAGGTGAGACTATCTTTTAACCTGCTAATGAATTATAATTAGCATATAATGAGC 
AGTGAAGATGACCAGGGGTCACTTTCCTTGCCATCTTGGTTTTGGTAGGTTTTAGCCGCTTC 
TTTACCTCATGCTGTTTTATCAACAAGGTATGTGTGATCTGTACCTTGTGCAGACCGCCTACC 
TCATCCTGTGACTTAGAATGCCTAACCTCCTGGGAATACAGACCAGTAGGTCTCAGCCTTAT 
TTTACCCAGCCCTTGCTACATTCAAGAAGGAATCACTCTGGTTCTAATGCCTCCGACAGAAT 
GGTCAGATTCTCAGACTCTAAAGCAAAGAAGACTATGTTCAGTGACAGCAAGACTGTTGAAG 
AAAAATAAACTCGAATGGCCTTGAGGAGCTATTATCAATAAAAACAGTATAACTTATAATTATC 
TGTTGTGTTACAATGAAGTATATCATCACTGN 
>1289 
>1290 

NCCTTAAGCGTTGAAACCCGGTACTCAGTTGATACTCGAAGACGGGCCCCCAAAAG 
GGCTCTGTATTCCACAGCCATGAATTCCATCCGGGAGAAGGCTCGACGGGGTGGTACCATG 
GAGACTGATGACCATATGGGTTGCATCCCTGCCCGTAATTGTAAAGGGGAAAGGCTTCTGCT 
TTATATTGGCATCATTGACATTCTACAGTCTTACAGGTTTGTTAAGAAGTTGGAGCACTCTTG 
GAAAGCCCTGGTACATGACGGAGACACTGTCTCAGTGCATCGCCCAGGCTTCTACGCTGAA 
CGGTTCCAGCGCTTCATGTGCAACACAGTATTTAAGAAGATTCCCTGTAAGTGGTTTCTACC 
AATTGACTGCCTACTCCTGCCCAGTGGCTCCCTTACCCCAAGAGAACAGAGGGCAGGACAC 
CTCTGGTAGGGAGCTGCCAATGCCAGAGGCCTCTCCTTCCACCTACATCCCATGAGAGCCA 
rTTCI I GTCCTTTGTGTTAGTCTGTCATAGTCATTTCCAAGTTGCTGTTTCCCCCTTGGCTCTT 
CCTGCATATGTCAATGAGGTGAGGACCATTTCTGGGGAATTGGGATTTGCAAAAAATAAATA 
AATAAATAATGTGTAGTTGTGGATGTAGGATCCATGCCGCAGAGATAGGCAGAGCCTATGT 
>1291 

NCCTTAAGCGTTGAAACCCGGTACTCAGTTGATACTCGAAGACGGGCCCCCAAAAG 
GGCTCTGTATTCCACAGCCATGAATTCCATCCGGGAGAAGGCTCGACGGGGTGGTACCATG 
GAGACTGATGACCATATGGGTTGCATCCCTGCCCGTAATTGTAAAGGGGAAAGGCTTCTGCT 
TTATATTGGCATCATTGACATTCTACAGTCTTACAGGTTTGTTAAGAAGTTGGAGCACTCTTG 
GAAAGCCCTGGTACATGACGGAGACACTGTCTCAGTGCATCGCCCAGGCTTCTACGCTGAA 
CGGTTCCAGCGCTTCATGTGCAACACAGTATTTAAGAAGATTCCCTGTAAGTGGT1TCTACC 
AATTGACTGCCTACTCCTGCCCAGTGGCTCCCTTACCCCAAGAGAACAGAGGGCAGGACAC 
CTCTGGTAGGGAGCTGCCAATGCCAGAGGCCTCTCCTTCCACCTACATCCCATGAGAGCCA 
TTTCTTGTCCTTTGTGTTAGTCTGTCATAGTCA7TTCCAAGTTGCTGTTTCCCCCTTGGCTCTT 
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CCTGCATATGTCAATGAGGTGAGGACCATTTCTGGGGAATTGGGATTTGCAAAAAATAAATA 

AATAAATAATGTGTAGTTGTGGATGTAGGATCCATGCCGCAGAGATAGGCAGAGCCTATGT 

>1292 

nncgagtcggccttgttggcctactgggccattttgctgcagcctgcgaccgagtg 
ggagtggagtggagcggctgtggttgccgactctttcctcttccccacggtccagtcagcg 
ggttaattaggccatcggccctcgagccgagacttgtctcttatttagttctggggagcgc 
ctcgtcgacatgagtgatgtggaggaaaacaacttcgagggcagagagtctcgctctcagt 
caaaatctccaacgggaactcctgctcgtgtaaaatcggagagcaggtcaggatctcgtag 
tccatcaagggtttccaaacactctgaatcccattctcgatcaagatcaaaatccaggtcga 
ggtcaaggagacattctcatagacgttacactcgatccagatcccactctcactctcatagg 
agacgatctcgaagtagatcatatacaccagaataccggcggcgaaggagccgaagccatt 
ctccaatgtctaaccggagaagacatactggcagcagggcaaatccagatcccaacacttg 
<xYtggagtgtttggcctcagtttgtacacaac 

gatatggaccattgagtggtgtcaatgtggtttatgatcagcgaactgggcgatctcgagg 

atttgcttttgtgtattttgagagaatagatgactcaaaggaggctatggaaagggcaaatg 

gaatggagctggatggtagaagaattcgggtggattattctataaccaagagagcgcacac 

accaacaccaggcatctacatgggcagaccaactcatagtggtgggggtggtggaggagg 

cggcggcggtggaggtggaggtggtggcagacgtcgagattcttactatgatagaggata 

tgatggtgggtatgagagatatgaagac7atgattaccgatacagaagacgatcaccttctc 

cttattatagtcgatatagatcacgatcaagatctcgttcctacagcccaagacgctattgat 

aacggaatggttgcaattaaggaca i mini icctci i i i i i i i i i i i i i i i i i i i aattctg a 

gatttccccaagctgtggattcttcctactccttaagaaaaaaactttggtttatttagcatct 

acacttttgtcagttgtgttgctgttttccacccattttattatactcttaaaagatgtaattg 

ttgtcattttgaacagttaaacatcttgagtataaaaagaaccccaatgttatgttatgctttg 

taaai i i m i i i i i igcttttacctagataaacttctagctaatcaaataaggaaagaaactgtc 

nil i aaagcttcttttgtgttagatactgtattagagatctgcatttatcatgagttcc i i i i i 

i i i 1 1 i aactttatttttgggaaagtaacacatgaagtagttcagtcatgtcaggtttgtctgg 

ggtggaatggaacagtcaggtagttgaaag i i i i i i ii i agagatgaaaagcttgtgaactc 

ctgtaaaacatgctgtatttgaaatacatctgttaaaacttaaaaactaaagtaaaaactcttt 

tattcatactacactgttcgtcgtttacaacgttgtgactgggccctggggtacccaacttc 

gccttg c ag acttcccn n n n 

>1293 

ACTACCTGTTTAAGGACATACCAGAAAAAAAGTATTGATTTTTATCCTATGCTAAACA 
GTGCTGTGATAACTTTTGTATCACTTGGAGAATGCTCCTGAAATTATGCAACACTACTAGATA 
ACCCCTGGATCAAAGAGGAAATCAAAAGGGAAATTTCACACTGTATTGTAAAGAGAGGAGAC 
TTTTATGCCAAAATACAGTAAGTCTTTTAGTCAGATAAAATTAATAATCTTAAATTCCATTCATG 
TTAAAGAAGAAAGACAATTAAGAAATCTGACACTAATCAGAAGAAATTAGAAAACGAATAAGT 
AAAAGAATCTGAAAAGGAGAAATAAAAGCCGGAATTTAATGAACCAAAAAATTCTACAAGGGA 
TAAACAAACCCAGATGCTGGTTCTTTTATTAATAAAAAGAAAACAAACAGTGAACAAGGTAAT 
TAATAAACCGTAATGCATTAAGTTAAAAATACTAGCGAAAATATACAAGATGAGAAATGAGAA 
AGGAGAAATAAAACACAAATACAGGATATACTACAAGAATAATAAGAGAATCTTATATGGCTA 
TCTATGGCAAAGAGANAAGAAAAAATTAGAGTAAATTGATGTTTTCCTAGCAAAATTATCTCA 
AGANGTGGGANAAATTTGGATTAATTGATTGTTTTTGAAAGAGACTAAAAAGTTATTTAAAGG 
TTTCACCCTTGGAAAAGGACACCCNN 
>1294 
>1295 

NNGGCCACGGTGCTTCCGGGTTCTGGTGTAGGAGCGGCGTCTTCTCGCGCGGATG 
GTGAAGCTGAATTTGGTACGCTGGACXXTCGGACAGACAGCAAGAGAGAGACAAGCCCGA 
GGCCTGACTTCTAGCACTCCTGAGTTTGAGCCCTATGAGCAGTGGAACCTAGGGACCACCA 
AGGATCCAGATATAATTCTTTCCTCAGTAATAGAAAAAAGAATCTGGGATCTAAGAAGATACC 
TACTCATTTTCTAAGTGACTGGCCATGTCATTGTCCCACTTATACCGGGATGGGGAAGGCCG 
CATTGATGATGATGATGACGAGCGGGAGAACTTTGAGATCACTGACTGGGATCTCCAGAATG 
AGTTCAACCCCAACCGACAGCGCCACTGGCAGACCAAGGAAGAAGCCACCTACGGGGTGT 
GGGCAGAGCGAGACTCGGATGATGAGAGGCCCAGCTTTGGAGGCAAACGGGCCCGTGACf 
ACTCTGOSCCAiGTCMCnCATCAGCGCAGGGCTCAAGAAAGGGGCAGCGGAGGAGGCAG 
AGTTGGAAGATTCTGATGACGAAGAGAAACCTGTTAAGCAGGACGACTTTCCTAAGGATTTT 
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GGACCAAGGAAGCTAAAAACGGGTGGCAATTTTAAGCCCAGCCAGAAAGGTTTTGCAGGAG 

GAACCAAATCTTTCATGGACTTCGGCAGCTGGGAAAGACACACAAAAGGAATTGGACAGAA 

GCTTCTTCAGAAGATGGGCTACGTCCCTGGACGGGGCCTCGGGAAGAATGCACAAGGTATC 

ATTAACCCAATTGAAGCCAAGCAGAGAAAGGGAAAAGGTGCTGTGGGGGCTTATGGATCCG 

AGCGCACCACTCAGTCCATGCAAGACTTCCCTGTGGTTGACTCAGAGGAAGAAGCTGAAGA 

GGAGTTTCAGAAGGAGCTGAGCCAGTGGAGGAAAGACCCAAGTGGAAGCAAGAAGAAGCC 

CAAATACTCTTACAAGACCGTGGAAGAGTTGAAGGCCAAGGGCAGGATTAGCAAGAAGCTC 

ACTGCTCCCCAGAAGGAACTTTCTCAAGTCAAGGTCATAGACATGACAGGCCGGGAGCAGA 

AGGTCTACTACAGCTACAGTCAGATCAGCCACAAGCACAACGTTCCCGATGATGGGCTGCC 

GCTACAGTCCCAACAGCTGCCACAGTCTGGCAAAGAGGCCAAGGCCCCCGGCTTCGCGCT 

GCCCGAGCTGGAGCACAACCTGCAGCTGCTCATCGACCTCACGGAGCAGGAGATCATCCA 

GAATGACCGGCAGCTACAGTATGAGCGGGACATGGTGGTCAACCTCTTCCACGAGCTGGAG 

AAGATGACCGAGGTCCTGGACCACGAGGAGCGGGTCATCTCGAACCTCAGCAAGGTCCTG 

GAGATGGTGGAGGAGTGCGAGCGGCGGATGCAGCCCGACTGCAGCAACCCCCTCACCCTG 

GACGAGTGTGCCCGCATCTTCGAAACCCTGCAGGACAAGTACTATGAGGAGTACAGGATGT 

CCGACCGTGTGGACCTTGCTGTGGCCATCGTCTATCCACTCATGAAGGAGTACTTCAAGGA 

GTGGGATCCCCTCAAAGACTGCACTTATGGCACCGAGATCATCTCTAAGTGGAAAAGCCTCC 

TAGAGAATGACCAGCTCTTGTCCCATGGCGGACAGGACCTCTCAGCAGATGCCTTTCACAG 

GTT.GATATGGGAAGTGTGGATGGGTTTTGTTGGAAATATTGTCACCCAGTGGCAGCCAA'G'GA 

ACTGTGACCCGATGGTGGAC I 1 1 I I GGATAGTTGGGTGCACATTATTCCTGTGTGGATCTTA 

GATAACATACTGGACCAACTCATCTTCCCCAAGCTGCAAAAGGAGGTGGAAAACTGGAACCC 

gctcacagacactgttcccatccactcttggatccacccatggctgccccttatgcaggcac 

ggctggagccactctattcccccatccgtagtaagctgtccagcgccctgcagaagtggca 

ccccagcgactcctctgccaagctcatcctccagccctggaaggatgtcttcactcctggc 

tcctgggaagcattcatggtcaaaaacatagtgcccaagctggggatgtgtcttggtgagc 

tagtcattaacccccaccagcagcacatggatgcattctattgggtgattgactgggaaggg 

atgatctctgtctctagcctggtgggacttcttgaaaagcacttcttccccaagtggcttca 

ggtgctgtgctcttggctcagtaacagcccaaattatgaggagatcaccaagtggtacctg 

ggttggaagtcgatgttctcagaccaagtgctggcacatccatctgtgaaggacaaattfaa 

tgaggcacttgatatcatgaaccgggcggtgtcctccaacgttggtgcctacatgcagcca 

ggagcacgggagaacattgcctatctcacccacacggagcggaggaaggacttccagtac 

gaggccatgcaggagaggcgggaggctgagaacatggctcagaggggcattggcgtggc 

cgctagctctgtgcccatgaactttaaggacctcattgagaccaaggctgaggagcacaac 

attgtcttcatgcccgtcattgggaagcgacacgaagggaagcagctctacacctttggcc 

gcattgtgatctacatcgaccggggagtggtctttgtccagggcgagaagacgtgggtgcc 

cacctcactgcagagcctgatcgacatggccaagtgaactgtggcaggtccagaaccagtc 

agagacttgcccctaagagggatgtactgtaaataaacagtatttttagatcaccttcaaaag 

ggtaacttctttactcaggagctactccacatcaggccaggtcatgagggaaggatgtaaaa 

cgggacaatgccacgtagggcaggaatctttataccaagtcctcatgtggggtatcgtcct 

caaaacaggacagccaagttgatgttctttcctggcaaaggagttctctgtagttcctccat 

agcagccttccctttagtctctggtggcagcttctacctcagccaacactgagtacctcaca 

acgagttcagtcagtagcagaaggatcttctctcttgttcctgatgatttcaaggtcctcaca 

gtcctgataatctggttcttcccgaaactcccaaatatctatggagagctgttctagcttttg 

cacagggaaccagtggacagaggtatcattaaatatgtccatgtattgtgaagtctgaggaa 

actcaagctcctccagtccttttaaaatctgagcagaaaaattcaagtataaaaacttcagat 

agtcacagtmtccccactcttctgggatamtttccactttacttgtcatccccac7ttactt 

tttaaaaaaataacaaatagggtattttgatttaaatgcttttgcacaatgaattgggcgccc 

caaggacagtggatatcatggactgtgatactaagaataaaggaaataaggaaaaaactaag 

agatgcattaaagagtcatagctttctggaacacagacccatggagagagctgacagtacac 

tagcgo:acttagcccatgagtttcctcctacgcctgtamgatagatagaatttttcacagt 

ttcacacccttttccatcccagcccctttattcagatagatacctttgcaatgtagggataat 

TTTTTTGGAGAATCCTTGCCAACACCCTGNNNNNNNNNNNNNNNNNN 

>1296 - • • 

>1297 

>1298 

>1299 
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>1300 
>1301 
>1302 

NNNGCCATCGCGATCCTGCAGTATCCAGCGTCCCTTGGACAGACTCTGCCACTGTT 
GCCACAGCCACTTCTGCCGTCCCCAACGCCACCTCCTCAGGGCCAGCAAGATGCAGTTTGA 
GATGCACGACAACGTGAAAGGCAAAGCTATGTCCTACCCTGTGACCAGTCAGCCCCAGTGC 
GCCACCACCAGCTGCTACCAGACCCAGCTCAGTGACTGGCACACAGGTCTCACGGACTGCT 
GCAACGACATGCCTGTCTGTCTGTGCGGCACTTTTGCTCCTCTGTGCCTTGCCTGCCGCATC 
TCCGACGACTTTGGCGAGTGCTGCTGCGCGCCCT 
>1303 
>1304 
>1305 

AGGGAGTCGACCCACGCGTCCGCCCGAATCGCGGAGCGGCGGGTCCCGTCTCGA 
CAGGTCTTCTCTGTTGGTTGAAATGTCTATGATTTTATCTGCCTCAGTCATTCGTGTCAGAGA 
TGGACTGCCACTTTCTGCTTCTACTGATTATGAACAAAGCACAGGAATGCAGGAGTGCAGAA 
AGTATTTTAAAATGCTTTCGAGGAAACTTGCTCAACTTCCTGATAGATGTACACTGAAAACTG 
GACATTATAACATTAATTTTATTAGCTCTCTGGGAGTGAGCTACATGATGTTGTGCACTGAAA 
ATTACCCAAATGTTCTCGCCTTCTCTTTCCTGGATGAGCTTCAGAAGGAGTJC^TTACTA^^ 
ATAAGATGATGAAGAGAAATAGTGGTGTCAGACCATACTGTTTCATTGAATTTGATAACTTCAT 
TCAGAGGACCAAGCAGCGATATAATAATCCCAGGTCTCTTTCAACAAAGATAAATCTTTCTGA 
CATGCAGACGGAAATCAAGCTGAGGCCTCCTTATCAAATTTCCATGTGCGAACTGGGGTCAG 
CCAATGGAGTCACATCAGCATTTTCTGTTGACTGTAAAGGTGCTGGTAAGATTT CTTCT GCTC 
ACCAGCGACTGGAACCAGCAACTCTGTCAGGGATTGTAGGATTTATCCTTAGTCTTTTATGT 
GGAGCTCTGAATTTAATTCGAGGCTTTCATGCTATAGAAAGTCTCCTGCAGAGTGATGGTGA 
TGATTTTAATTACATCATTGCA I I 1 1 ICCTTGGAACAGCAGCCTGCCTTTACCAGTGTTATTTA 
CTTGTCTACTACACCGGCTGGCGGAATGTCAAATCI I 1 1 I I GACTTTTGGCTTAATCTGTCTA 
TGCAACATGTATCTCTATGAACTGCGCAACCTCTGGCAGCTTTTCTTTCATGTGACTGTGGG 
AGCATTTGTTACACTACAGATCTGGCTAAGGCAAGCCCAGGGCAAGGCTCCCGATTATGATG 
TCTGACACCATCCTTCAGATCTATTGCCTTGGCTTCAGGGGGATAAGGAGGGAACATATCAT 
AACTGCACTGTGATGAAGAAGCTGTTCCCCACAGAGGAGAAGCTCTGCTTTCTTTCTCTCCA 
ACTTTCC I I II I I A AAATCAGCATGATGTGCCTGTGAGCATGGAAGAGTCCTCTCAGAAGAAT 
GTTGGCCATGAGACTATCATTCAGAGGAGGAGGGGATTTCTCTCTTCAAGGCCATAACAGTG 
GAAGAACAGTCATATGCCATTGGAAGTCTTGGCCAGCAGTCCTGAATCCTTCCTGAAGAGTT 
CAGAAAATAGATGTGGTATTGCTCTGAGGACCAGGCAGGAGGAACTCTACAACCTG AGTTT G 
CCTTTGTGAGGCATTAGTATAGACCAAATAAAAAGCTGCAGAAATTGGAAAGTTTATGTTTTA 
MTAMTGACTGTGATAAATTTCAGATTATTTGCACATTTATGGTACTACGAGTTTATAAAGTC 
CAAGATGGTGTGAAATTGGTTC I 1 1 1 1 ACTTTTATA I I 1 1 I GCTTGAATCTTAACTCTGGAAAT 
CACCTGATGTAGAAGAAGACTGTGATGAGCTCGTCTGTGGAACATCACAAGTATCGAAAATA 
CAGTAATGGATGTTTCCTTTCTAATCCACATTTATTGTTTCTTTTGAAATCACGTCTAAA AAAT 
ATGACTCAGACTATAGCCGTTGTTTCCCAAACTTCAGTCTCTTTAGTACTACTTGTATTATTTT 
CTTAATATTTATCTTTTAAATTTTAAAGTTTTTTTAAAAAAATGAATCCTGCTCCAAGTGGAAAA 
CCAGTATCAGTTTGCCATAAATAAAAGGTAANNNNNNNNNNNNN 
>1306 
>1307 

ACTTCCATTTGAAAGCTTAAAAAAGTGAGTGTAACAACAAGCACTCAGGAAACTTTAG 
AATT AAG ACATTAATAG CTT ATTTCTTTTAAGTTTTAAAATTATAG AAAAATAGT AAGTG G C ATG 
GTATTGTTTGACTTAATTAGAATGTGAAAACTCTAGTGCTTTTGTAATG CTCCA AGAAGAAATC 
CAAATATTTGAAATAAGACATTATTATTGGTCATTTTAAGATACTTCATGTTTTTCTTAGATGCC 
TTTGAGTAATGGACAGATGGGCCAGCCTCTCAGGCCTCAGGCAAATTATAGTCAAATACATC 
ACCCCCCTCAGGCATCTGTGGCAAGGCATCCCTCTAGAGAACAACTAATTGATTACTTGATG 
CTGAAAGTGGCCCACCAGCCTCCATATACACAGCCCCATTGTTCTCCTAGACAAGGCCATGA 
ACTGGCAAAACAAGAGATTCGAGTGAGGGTTGAAAAGGATCCAGAACTTGGATTTAGCATAT 
CAGGTGGTGTCGGGGGTAGAGGAAACCCATTCAGACCTGATGATGATGGTATATTTGTAACA 
AGGGTACAACCTGAAGGACCAGCATCAAAATTACTGCAGCCAGGTGAtAAAATTATTCAAGC 
TAATGGCTACAiGTTTTATAAATATTGAACATGGACAAGCAGTGTCCTTGCTAAAAACTrTCCA 
GAATACAGTTGAACTCATCATTGTACGAGAAGTTTCCTCATAAGCACTGTGGACAAAAAAAGC 
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GGGGAAGACAGCAAGATTTATGGGAAGATACTTACAGGGGAAATTAATATTTTGACTATTTTT 

ATTGCATCACCAAGGATATTCTTAGGTGAAATTGGCATTAATATATATTTATTGTGAGTGTGG 

GGTAGCAGTTGGGCACCACTGCCTTCATTCATGCTAAAGTGTGGATAATTATACCTGCCATT 

TCTTTGGGACCATGGATGCGGGACGACGGGTANN 

>1308 

>1309 

>1310 

>1311 

NNNNNNNNGCTACTGTGCATATCTTCCCAGCTCCCTTTTCACTGTTATCACAGTTGA 
CTATGGTGGTAGTTGTTGGCATTTCCTGAACATATCACACTGATTGTGGGGGCGGGGAGGG 
AGAATCAAAGTTGGAGAGGTCATGAGAAACCATGTACAAACTAAAATTATGGGAGAAGAAAC 
TATGAGTGAAACGATGAGAAAAACCTAATGCATGATGTAGAACTGAGTGGTGTTAATAGCAG 
AGCACTGGAGGGAAGGGCCACAAAACTCTTCACCCCAAGGTCTAGAATCATTCTAGAATCAT 
CCTACAAGCCTAGTTTTCATGAGATTCAGCCCTATTTTATTTCTTG CTCTT GGAAT TATA TGAA 
ATTACGAATTTCTGTGTGTTGCCAGCTGTAATAGAATACCCTGGAATTTTATTTACTTTTAAT^ 
TTGTTTATTTATTTATGCTTATGTGCCATCTTCTCATGAAAAAGAGGCAGTATGTTAAAAGTTT 
GAGTTCAGATTTTCTGATGTAGATAAATAAGCTAAAGAAGGCAGGGTGAAGTGTGATATATG 
AGAATTTCCAGAGCAGGGTATTCGTAACTTGTAAGTATTTAGTCCAAGTTC^ 
6ATTTT-AeAeTAGAATAAGATTGAAAGGCCAGATGTGGTG 
GGAGGCCAAGGCAGTGGATTGCTTGAGCCCGGAGNNN 
>1312 

ctcaAGAtcgacTTTTAAATGGGTGTGATGTGTA I I I I I I I I AAGTAGCAGGTTTCATTTTA 
AAACAAAAAAGGTTAGTGAAGACTCTGTCTTTCAAAACATAAAAATCTGCGATAAAACCAATT 
ATTCCATACAGTGACTACGGTCAGTTCTGAGAAATGACACCCAGGTTGGCGATGTGTCTCAT 
GGTTGGCCTTCCATGGGGACAGTTCCAGGGGTGGTCCATCTCCCCCATGTGGGTGATCAGT 
TTCTTCATCTCGCTTGTGTTAAGAGCAGTCCCAATCATCACCGACTTCCGGCAGGCTCTGGA 
GGCAAACATCTGCTTGACTCGGGAAGGCCGGCACATGACC CCAGG G CTGTC GCTCAGCAT 
GAAGATCAGTTCATCGACGTCCTGGGGT CCGA AGGTCCAGCTTTTACATTTTCATCGAtaacaa 
aatcgaagCCATTCTTTCTAAATATTTCCAGATTTTCTATCAGAACAGcttcaTTAACTGCTGTTAagtt 
gagagtctgaggtgctatgagcctCTGCCCCTGGAGCACGGTGTGCTGCTGCAGCATCTCGAAGTTATA 
CTTCTCGTCCGTGGCATGCTGGTCCACTATGAAGATATCCTCATTCAGTTTGGTTATTATAAA 
TCCCAGGTTAAACTGACCAATGATTTCCATTTCTGCAAACATCGTTTTACTTATCTCTTTTC^ 
AGTTCATCTTCGGCTGCTTGATTTTCTCCAGGACAAATCCTTGCCCTAAACTTCCTGTAATTC 
TGTTCCCCTTCACTTTGCTGTGCTTCATGATGTAACTGCTTTATTCGTTTAGCTAAAGAACTCA 
GAAMGTTCAGGGGCACAACTTTCTTATTAATTTTCACAGCTACATCAACCTGAGAAGCTGAC 
ACGTTCTGAGTATTTACTAActtttgacgaatgtcagaattggaaagaa 

ATGTGAgaTTAGttggctGAGgcaAaacCTGAAatttaCATccgGTATCTTCCTGGTTTGAaTggcAGTCC 

ACATCTGAAAMGAGTCGTCAGTTTCAGGCGCTTTCTCCTGAGAGTCCACATGTTCCTGCGA 

GCCCCTGTCCCCTGGGGTGCTGGCCACACACTCGCTGCTGCAGTGACTGCCCGTGTCTGG 

GATGCTGAACCCCTCAGAATCCACGGAAGTGCTGCCATGCCCCGAGTCCTTCTCCACCTCC 

GCTCTGTCCGTAGGGTCACTGGGTCCCTGACTGGAACTCACTGCCTCTTTCTGAGGTCTCA 

GGACGCCTTTGTCAGAGATGGCATCTGMGTGCTAGAAGACGACATACCCCTTTTCTGTCCT 

AGAGGGCTCCTTCTTGGTTCTGGAGTCTTTGGGCTGTGAGGCTTGTTCTCTGTTGTGTGACG 

MGAGAAAAGGCCTCTCGCAGTCTGGAAATGGAC ACGT CCCTTTTTTCTTCTCCAGTCCTTA 

ATGAAGGGGATTGATCCTGCTTTTCTACCATC 

taagcaaacgtgga<^gagaagagggtcagggatfat<xrtgaaatggtgagag^^ 

aggagatcx^acatgctaattacacagatgaacacagttcaatgttcaaaataaaactataatatgggccaggtgtggtggcttacgcctg 
ttatcccagcacWaggaggcx^aggcagggggatcacatgaggctaggagttc^^ 

tc^ctaaaaatacaaaaattag(xgggtgtggtggcatatctgtcatcCCAGCTActcgagaGGCTgaggcAGGAGMTC 

GCTTgaacccaggaggtggagggtACAGTAAGCCAAGATTGTGCCACTGCACTCCAGCCTGGTGACA 

GAGCGAGACTCTGTCTAAAAAAAATAAATAAATAATAGAGGTGAATGTCTGCATTAGGATCAA 

GACAAGAAGAAGACAGACAATCACTTTGGAATTCTGAGACTACCTCCAAGAATCATCCACGG 

AAGGATGTCAGCCATTTAACCAGGGCTACGGATCAAAAAGGAAAAAATACAGTCAGTGGACA 

AGTAGAAGAGTefCCTGAAAAATATCCGTATTTGAAAAGGCAGCAGGAGTTGATAGAAAACA 

TMCTAAAAAAGTAGAAGACACTGTTAAATTTGAATCTGGATCCTATA^ 

GATCTACTGAGGAGTGAAATCTAAATGAAGATTTAGCTTAGAAAGCATGAAGATAGTATGTTC 
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CAATTTTAAATAAAAATTATATTGTCTGAAAGACAATACAATTTTAGTACTGGGGGAAAAAAAA 

CTAGATTGTTATTTGAAGAAGAAAACATCATGGTTCTCTCCAGGTTTAAAATGGGTGCTCCCA 

TGTAGGCTGATTTTCCCGGCATTTGATCTTAACTTGAAGGCCATCTGCCCAGCCCAGCAATC 

AAAGGGCTGCTAAGCTGTccTTGGTAGCCTCTACTGGGCAAAGCTGTGCTATAACTCTGAAG 

AAAGGGAGATCTTTTAATGTTGATTACTGAAAGGCTTAGAAAGATGTCTTGAAAGAGGACTAA 

ACACAAGAAAMTAAATTTTTAGCATTTGAGACTTAGGTGTTTAAGAGTGCTTAGCTCTTAACT 

ATTAACTCTTCTGAGGGGAGAAAGCTCCATGAAACAGGTTTCTGTTTGAGGCTGTAATTCTTC 

TAGGGCAAGAACATCTACTCAACACTAACAAATGCTGGAAGCAGGCATCTGATTTCCTTTGT 

GCTAAGGGCTGAAATCAATACTGGCCTCTGGCTCCCTACATTCCTATAGAACCAGCTGCAGG 

TAGGCAGGAAGAGAACAAAAGTTGTTTTGGCGGCACTCAGTACAATAAACCGAAGACAAAAA 

AGACAGAGTAAAGTCTATTAACAGATGGTAAGTAGTAGATGATACTGGGGTTATTTCGGTAAA 

AGAATATCAGATTTTTATGAATGTCTTAAATATTACCTATAACCACAGCAGCCACATGCCCCA 

GGTTTCTCAGAACCAATCTCAGTACCAAATATTGTCATGTTCTTTGTCCACATACTAGGTTTTT 

GGTTTTAAAAATAAGGTCGCTGCAGTTTACATGCCCACTGCTACTGGGAGGCATACACTGGG 

CCACTTGGATAGGCTGTCATTTTCTGCAAATCAAGAGACCCATATCACCTCCTCAGGAGCTC 

TGGCCTATTTTTGTCCTATTCTTGTCTACCCTAATTGATATCCTTGGCTACATTTATGATAAAT 

GTTTCCTGACCATCCTTTCCTTCTTTTAGATACCGATCAGATTAAGTACAAGCAATTGTCAATT 

ATCCAGCACTTGATCTAGGCCTTT^TTCCTT CAGAGAGAG j^GGAATATAG 

CCACCCACTTGAGGTATGGTTTATGAGCTCTTGCCCMTCACATfACCATTCAG 

CCTGGCTG ACTT AAACC AAAAGCTTCATTGTTCCAGTCTGTC ATGTC ACTG C AG C AAC AG CT 

GTCACCTCAATTATGCAGTATAATTTTTGACATMTTTATATAAGCACACAGAATTCAATCAGC 

AGCTGAGCAGGGAAGCAATGTTAACAAATGCTATGAATGGGTATATGATTTGCATATTATGTG 

GCTCATCTGTGGACTGGAGCAATCCATCCATTCCCCTCATTACTCTGAATAATCTAGAAATGG 

TAGATGCTCCTGGCCAGACAGCTGTATGTTTTAAAAATCAAAAACAACAAGAAAAGCAGCCT 

CATGGCTGGTGCGCTCTAGAATTAAGGCTATATTAAGCATT TATTC TTATTTCCTCAGCTTTG 

GGGCTGGGACMGGATCCTCAAAACCCTGCTATTTCCTTACTTTTAATTGTGATTCTCTAGCC 

CTCCTCAACTACAAAAAGAAAAGGATAAAGTAGGGCATTTCTTGGGGGACAAAGG CAGA AG 

GATATGATCAGACAAATTTCTCAATAGCAACACAAGAAGGAAACCAAAACGAAGTATTTTGCT 

GAGTAAGGAAGGAAAAGGGGTGTGTCAACA TGCTA ATGCC AGGGGC CCTGTCACTTTCCCA 

agggtgArcaGTCTTTCaggggacCATGCCCTTTATTT^ 

CTcacctaCATTGCCCaGGCTGGTCTCAAActtctGGGcttcaAGCAatcctcccaccttggcctcccagcatgctgg 
gattacaggcatgactaacc^maaccataaaaaatattttmagtcacttaaaaagagactttgtcatgttgagggtcagatgctaagttat 
cagcaggctcagtcatgtccctcttgatttatagctgtg^^^ 
cccagacaccggaaaggccagraaagacaaataaggtattcggcattctcx^ 

ggaaaggtgggaaacgaacctggctcttaggctttgtgctgctgtgacttggaagaatcaaagaaactaagtccctgagagggacaat 

gcagcacacaactgaacaatatcatccctacagtctaggatctgactccagtgggctctggtgtcgctcccatccagatgagggtcgggt 

gaagccagaagc 

>1313 

>1314 

NNNCCGGNATTACACAAATCCTCAACAATCGTCCACATATTTTCTCTCACACAGCTG 
CCTCCTCACTCCCCTTTGCAGCACCTGATGTACCTCCTTAGAAACCTAGACTCCACAGAACA 
CTGTTTGACAACXACTGCAGTAGAACATAATAW 

CATTTTTACATGTTGTAGAATAACATGCATAATCAAAGCTAA TAATA CTGTGT TTTCT TTACTCT 
TTTATTTGCCTCTAAAGACA^ 

AGGCATTGAAAAATATTAATAATTGTMTTACTAAAAGTATTTCTCTTTGCGATTCTCTTATCTG 
TGTTTCCAGACCGGTTGGAGGGTGACAGATCAGAAGGCTCTGGTCAAGAGAATGAAAATGA 
GGATGAGGAATAATAAACTCTTTTTGGCAAGCACTTAAATGTTCTGA AATTTG TATA AGACA TT 
TATTATATTTTTTTCTTTACAGAGCTTTAGTGCMTTTTM 

C I 1 1 I t i I GGGATAACCTAACATTGGTTTGGAATGATTGTGTGCATGAATTTGGGAGATTGTA 

TAAMCAAAACTAGCAGAATGTTTTTTAAAACTTTTTGCCGTGTATGAGGAGTGCTAGAAAAT 

GCAAAGTGCMTATTTTCCCTAACCTTCAAATGTGGGAGCnTGGATCAATGTTGAAGAATAAT 

TTTCATCATAGTGAAAATGTTGGTTCAMTAMTTTCTACACTTGCCATTTGCATGTTTGT^ 

TTTCTAATTAAAGAAACTGGNNNNNNNNNNNNN 

>1315 

>1316 

NNNNNNNNGCTAAGCAAAAGATTTTATAATGAAGAAAGATGAGTAACTAGCCTCTCA 
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ATCTTCCATGACTGGCAGGCTGGGCCAGGAGAGAAGATGGAACATGCGGCCAGGCAGGAA 

TTCACATGACCCTAAAGCTGCCGGTGGAGCTCTCAAAAGTCCCTAGATCCACTGCGTCCGTC 

TCTAGGTGGAGCCTGGACAAGGGCATCCTTCACACACTTCCCAGGGGCTCATATACAATGA 

AGATGAGAACTCTGCTGCCCGGAAGGACTGACATTCTTCGGATATCCTACAAACCCTTCCTG 

AAGCTCACTTTTGGATAGATATGGGCTGTACCAAAGACACTTATTATTCTAACATGCATCAAG 

TAAAGTAAAACAAGGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGT 

AAGGTAGTGGACAGCTGTGTGGCTCTGGGGATGAGACAGACTAGACCAGGCAAGTGCTTCA 

GGCAGGTGCCCCGTCGGGAGGCCTCTGGAGTTAC TCAT C TTGCA GCCTCGGGCTACTCAC 

CATCAGGGAGCCCCGGGAGCCACCTGTGTTTTTTGTTTTGTTTT^ 

TTTTGAGACGGAGTCTTGCTCTGTCACCAGGCTGCAGTGCAGTGGCACCATCTTGGCTCACT 

GCAACCTCCACCTCCTGGGTTCAAGCGATTCTCCTCCCTCAGCTTANNNNNN 

>1317 

>1318 

ACTACTTTTG I ! I I I I I I I I I I I I I GGATCAATAAGTTTATTTATGTTGCATCACACAAT 
AGTTACACAAGCTTTTAAAAACACATGCACACGTGTTTATTATACCATACATACAAACACACAT 
ACAACTTAATTTTTACAAGCACATACAAGCACATTCAAACTTTTAAACAACAAACAACACTAAT 
TCAACATACATACAATACTTACAGCTTACGTTTTTTG CGTT TAGCAGTTGTAGAGGTAGATGA 
GGCGGTGGGTGTAGCTTTTCGTTTTCCTAATGTAAA^ 
GAGTAAAAATTTGCGTCCTAAAGGAAACTGATCTAGGTCf GCAG^ 
TACTGCCCAAAAAGAGTATTTTTTAAGGGGAN 
>1319 
>1320 
>1321 
>1322 

NNNGTGAAAAAGTTGTTTCTTTTAAAAATATTTTAATCCAAAGTATCCCTCCCTCCGG 
GAATTTAGGTGCCCCAGGGCCTTCAGGGCCCCCAAGATCACACACACACACGCAGACAAGT 
TCTCTCTCTCACACACACACAGACACACACAGCTCCCAAACTTTCACAGAAAGTCTGAGAGC 
AACCATGTAATTATAAAGGAGCCCTACCTCTCAAGAGTGAAGTAAGGGTGAGAAAGACTATG 
TCATTTCAGCCTGAAGAAGCCAGAGACAGGAGAATGTGTGTCACTTAA AGAA AAATAGGGAT 
TAGCAACAATGTTTGGTTGAAAAGCCAGAAATAATAAAAGATAGTAAAATTTTGATTACCAAA 
GGGGAAAACAAAAAGCAAAACACTTTCNAGATTTCTGTACAGAGCTTCTTCCTATTAAGTGCC 
TAAACTATAGGCAAACTTTGGTGTTCCCACTAAAACACAAGAGCCTCACACAATTAGGAAAAA 
AAAAATCAAAAGAAACAAGGAAACTGAGAATGGAAGTTAGTGTAAATCTCTGCATTTGGGGA 
GTTGTCATTAACTCCAGAGCCCAGCATAGTTTCCATGGAGCCCTGAAGGGAGGGGACCTCC 
TGCCACAAAGAGTTTCGTTCCAGACGAGTCGTAGCAGTGGGTGTAAACAGCATTGGGGAAG 
AAGTCAATGTCTGAAAAGTAATTCCTCCAGGTTTCATCATGATTCTACGGGAAGAGAAAGAG 
ACTACAATTAGCACCTCTAGCCATGGGGCAGGAAAAGGGGGAGGAAGGGACAGGAATGCTT 
TCTGGTCTCCTTAAGGGAACAGGGTTCTACAGGT 
>1323 
>1324 

ACGATAGGAGCTGGTTGTCAACTGATTTAATCAGTGGGTATTTCAGTATGAGGCATA 
GTTGGTGACTGAGCTTTCATGTGGTAATCTGAGGTGAATATT GACAT AGAATTAGAATTATAA 
CTCACATAAATTCACACAAAAACATTTTTACATTGCCTACTGATTTTTATACATATAACCAAGA 
MTAAAGTATATGGGGGCCACCTTTCTCCAGGGATTTATAGGGTAATTAGACGAACTCTTCC 
AATAATTATAAAAATAAGAACTGAAATAGCAAGTGCATATTC TGAATTACAAA AATCATTCAAA 
GTAACAAAAAGCCTATATCTTTGATCCCAATAACCTATTTTAA I I NCI I I I I AAAATAAAAGTG 
TTAGAGGCAAAACAAAAGTGCCATAACTAAACCAAGTACAGACAAAGGAAATAGGAATGAGA 
AACAGTGTATGTGTGTTTGTATGTGTGGGCATGCCTATAGGTATAGTTGTGTGTGAATTAAAG 
TGAACACACTCGCTAATTGAATAAAATACAGTAAGTGTTTGTGTTTGTAAAAAAAATATAAATA 
ANNNN 
>1325 
>1326 

GCGTCCGGCTATTATAGTCATTTCACAGATGATGAAACTAAGATTCAGAGCAGCTGA 
TCTTGTGAGGCATCTGGAATTGG^VACTCAGATTTGTCGAACTCTAGAACTAAAGATCATAATG 
ATGTCTTGCAATATATTCATTTACAAAACACTTC^ 

CTTATTTATACCCATACATCTGCTACTTTGGGAGGCCCTTTACATAGAAAACAGCATTCTTTTT 
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GCCAAATATGACCAAATTACTTTTATTTATAATTTTTGATTTATATTTCAGCTAGATCTAAAAAG 

CATCTGAAGGAATTTACAATGAAAGATACCTATGCAATAACATTTAGGATAATCTTTGACATTT 

TGGAAAAATAAGAATTGAGGAAAAAAAGTGTATCTTTCAAGTAGATGCAAAGCATTATAATGA 

CTGACACTTGTATCTAACTCCAGTCTTACAGATAACTAAGGCAAAAAGCTAAATAAACAATAT 

GTAACCTCTAACATTTGGTAAAAGGAAGTATACTGGTCTGTTAGCAGAGACAAAC II I I I II A 

GAATTGAAGTCTGAAACAAACAAAAGCAATTCAATGTCAATAGACATTAAGCAACATAATAGA 

CAAACATCTCCTAAGGGAACATTTGTTACAGCTGCTCCTTCCCTGAACTGTGCTTTGGAAGAT 

AAGCTCTGTCCTGAGTCCAAACCAAGCCCTTCCAAGAGAGAACAAAGGTCAGAGATGTTGAA 

GATTCCAGCMATTTCTCCTCTTATTTCTACCAAGCCTTTGTGAACATTGCTCTTCATTTTGGC 

CTGTACTTCTCCCTCAGGGACGTAGAACAATGGAATGTCAGTCAGTCTCTGTAGTTAAAACTT 

TTTCTTTAAAATTCAATTAAGGTACTTCTCCCTCAGGGACGTAGAACAATGGAATGTCAGTCA 

GTCTCTGTAGTTAAAACTTTTTCTTTAAAATTC AATT AAGTTACACCAGAATTTACAGGCAAGA 

I I I I I 1 1 I I ICATTGCTCCCATAAGCAAATTTGTTTTAAAATAATTGTAAATGAGGTATATACTT 

AGTTCTTGGTTAAAAAATATATTGCTTTGTTAAGTATTAAAGATTATTTGTAAGTCATTGTATTA 

ATAATACTAATAAAATTTATCAAGCCTTTATAGCAAGGGTCAGTGAATTACCACTGCCTGTGG 

GCCAAATCTAGCTCACTATCTGTTTTTGTAAATAAAATTTTATAATAGTACACAGCCACACTCA 

TTCATTTATTTTCTGTGGTTGCTTTCAAGCTACAATTGTAGAGNNNNN 

>1327 

TTTGCAGGGAGTAAAAAGGCCTnTGGGTGGCACAfAAATCTACTGCGGTGCTGCCT 
GCTGTGGCGCGGGACAGCTGTTGAATTGTTGTAATTGGCTGACTCCCTGAAGTGGTGGTAT 
TTTCTGTAGGGGTTGTTGTCCTTGAAAACCCTGAGGAACAAACAGTTTAACTGGGAATGCCC 
CAGTTTGTTGGGGGGCCTGAGGCTGGCCCCTCTTCCTGTTTCCAGACAATGGTTGCCCATC 
TTTATCAAATTTAGMTGACATTGATTGGCCCAATGTTTTGCTTTTCCACAT7TTGGACACAGG 
CCAGATGGC 1 1 I I IAI I I I I IGCTGTTAATAGCTTGATTTATTATATTCTGTTTATTTAAGCCTG 
GGCAACTCCTTTTCAGATGACCGATTTGACCACAATTATAACATTTTTTCCCAAATGTTCTAAC 
TTGTCCTCCTAGAGTGAGCCCCCTCATTGCTTGAGCCATTAGCATTGCCTTATGCATAGCTC 
CTCCAATCCCATCACAAGCCTTCACATATTCTGTAATTACATCAACTCCTGCTGGAACTTTTC 
CTTTTMTGGCTTTATGGCCGACTGACATTCTGGATTTGCATTTTCATAGGCCATTAATTCTAC 
AATAACTTTTCGGGCATTGTCATCTGTAATAGACTTTTGAGCAGCATCTTGTAATCTTGCCAC 
AAAGTCAGGATATGGCTCTTTAGAGCCTTGTCTAATTGAATTAATAGGGAAAGCTGTTCCTGG 
GTCCTGAATTTTTCCCCAGGCCCTGAGGCAAATAGCCCTTACTTGTTCAATAGCCTCATTCTG 
CATCACTGATTGTTGGTTAATGGTGCTCCAATTTGGACCTGTTCCTAACAATTGGTCTGCGTC 
TATATTAACAGTGGGCTTAGTAGCCTGAI 1 1 1 I I CGTACCTGTTCTTGTACTCCATCAATCCA 
CCAGGTTTTAAACTGTAGATACTGAGAGGATGAAAGGGAAGATTTGGCCAAAATTTCCCAGT 
CATAAGGAGTAAGTCTATTTCCATGAGCAATGGAATCTAATAATGTTCTTATATAAGGGGAGT 
TGGATCCATATTGTTTAACTCCTTCCTTTATATCTTTTAACATTTTCATGGTGAAAGGTTCACA 
TCTAGTCTCAGCTCGGGCAGGCGCTCCTACTTGAGTCTCTTCCCCGGCCTGTACCAGTTGTA 
AAATTACCAGGAACCGCCATGCCTCAAGATCGCCCTGTTTTCTGGCTTCATCAATGACTGCA 
TGCAGTGCACCACCCTGTCCACTACGTGATGCTGTAGGATTAAGTCTCACAGTGGGCGGCT 
GAGGATACAGCGCCGCGTCCTGTGTTGCTGGTGAATTAGACGCCATCGCTGTGGGTTGCTG 
GTATGGTGCCGTGCTATTTGGCACAGGACAGACCGCTTGAGGTCTGTATTGAACCTCTGAAG 
GAGGCCGATACTGAAGCTCGGTTGGCAGCCGGTATTGATAAACTACCAGCGGTTGGGTCTT 
ATTTTCTACCGGCTGATATTGTGGATACTGTATCTGAGTTGGCATTGCCGGGATAGAGACTC 
TGTCCCTTTCTACTTGATTTTCTCTTGGGGTTTGTGCTTGTCTAACCTGCGTTTGAGGTTGTA 
ATGTTACAGGCATCTGAACCACGGGAGGAGGAGTTGATGGCGATCGTGGTTTAGGCTCTGA 
TGGCCCCAATGATTCTGGACCTCCTTCCCCCAATTTTGATGATTCAGGGTATATTATCTCCTG 
TAATTGACTGTAGTCMCATTTTGCGTTGACTGAGCCATTACAGACTCTGCTACATATTTACA 
ATGTGAACTTTCCGTTCCTTGCTGGGATTCTGTCCCTGCCTCTTCTTCACAATCTGTTACACA 
GCTTTTAGGGGCATCAGAAACTGAAACAATATCTTCTCCTGTTTGAAATGGTTCTAAAGTTGC 
TTTAATAATGGCCCAATCATTCCATACTGTAAGTGGGATGATTTTACCTTCCCTATTTGCTTGT 
TTTAATTCTTTGCCAATTTTTTCCCAATCTTTTAGATCTAAAGTTCCCTGTTCTGGAAACCATG 
GGCAGMTTGTTCTATTGTTTGAAATAGCGTAATTAGATTTTCTGTAGAAGCTCTAACTGCCC 
CTCTTCTTAAMGAATTTTMTAAAGCTGAGATAAGAGGCATATTTACTTTCAGTTTGCCCCAT 
CGTTACCCTGGGTTCCTCTAAGCACACAAGCTTACCGCAAGGCTGACCGTGGACGTACTTG 
GGACTCTCGTCGGCTGTCCTCAATGCTCACGTTCTTAGCGTACCTTCACCCTAGAGAAGGG 
CCCCCACGCCGGGCGCCAGATGAAGGGGTGGCCTGCCCCTCCACACCTGTGGGTATTTCT 
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AGTCGGGTGGGATGAGAGACGGAGAAAAGAAATAAGACACAGAGACAAAGTATAGAGAAAC 
ATCAGTGGGTCCAGGGGACCAGCACT TAGC ACACCAAGGACATGCACAGGCACCGGCCTAT 
GAGTTCCCTCAG I I I I I ATTGATTATGATTTTCATTATTTCAN 
>1328 

NNAGTGCTGCTTGCCGATGCTCATCTCCTCTCCTCGAAAGCTCCTGGAAATCATCAG 
GAACTGGTAGAATGCTCCATAGGGGAAGAGATCTTCGTCTGTTTGGTCCATTGCTGTCTTAC 
GCTTCTGAGAGGTGACAGCGTGCTGGCAGTCCTCACAGCCCTCGCTTGCTCTCGGCACCTC 
CTCTGCCTGGGCTCCCACTTTGGCGGCACTTGAGGAGCCCTTCAGCCCACCGCTGCACTGT 
GGGAGCCCCTTTCTGGGCTGGCCAAGGCCAGAGCTGGCACCCTCAGCTTGCAGGGAAGTG 
TGGAAGGAGTGGCGTGAGCGGGAACCGGGGCTGCGTGTGGAGCTTGCGGGCCAGATGGA 
GTTCCGGGTGGGCGTGGGCTTGGCGGGCCCCGCACTGGGAGCAGCCGGCCGGCCCTGTC 
TCACTTCATCACAGAAGAGGACAAAGACCAGCGAGTACAGGACCAGCTCGGGGGGGTGTG 
GCACCGAATGGAAATCCATGAGCAGCACGTAGGCAAACAGCAGGAGGAAGGCGATGTAGA 
AGACCACATTCCAGGAGAAGACCACGAAGGGGGAGGTGATAGAACGGCCGAGGTACCAAA 
GCAGCTTCTTGTGCTTGTCGACAGGTTTCTTCCTAAATGATACAAAGCCACAGCCCACCAAG 
GGTATAATAAACAGACACAGGATAATCTTCCAGTTCTTGGTGTCTCGGGAAATCTCTCCATAC 
CATTGCTTAGAAAGAAAATTCTGGACCCCAGGCTGGGCGATGAAATGCTGGTCTGTGGCCT 
CCACCGCCAGCTCCAGACAGTTGCTTCCACCCCAAGCTTCACAGGMTAGACCAGCAGCTG 
TTGTGGGAAGTeTTeATeGeTGeTGTAACACTCAGTGAACAGCTCAACAGCCCGGGTCTCGT 
ACCTGCCCGGGGCAATGTCTGTGCCACATGGCAGATCCGCGCCCACCACAGCATTCCACAC 
TGTGGACTCACCAACAGCCCGGGTCAGGTACTCATTAGCCAGCTCCTCGGACGCAGCATTG 
ATGTCGTTCTTCACTTTGGCCAGAGTCTTCAGAAGCTTGCTGGCTCCCAGGGCTGCCAGAGT 
GCAGCCCCTGGTCTGCTCCCAAATGACTTTGGAGAGTTCCTTCTTATTCTGAAGAATGGCCC 
AGATGAAGAGAGCTTGCAGGGGGTGCCGAGTAATAGGAGACACGTCGTGGAGTTCTATGTC 
CATCTCGTCCCGGCCATTTCTGTCTTCCTTCCGGAAGCCTCTTCGGAAGTTCGCAACCAGTT 
TCCAGACAAACGTGAGGAGGGCATCATTATAGGAATTCTTGGCGATCTGCAGATTCCGGTAC 
ACAAGCGTGCTGAAGTGGTTGGAGAAGAGTTCAGTGAGGACATCATGGGTGAGAAACTTCC 
GTAGGTTCAAGCCATTCTCCAGAAAGAGGCGGACAAACTTGGGTCTGTCCTTTATGAGAGCC 
GTAAACATGACTTCTTGAAGGTCAGCAGACTTGAGAACCACCAGCATATGAGAAGAGGCTTT 
GCCGTCAGTCACATCTTTGCTCTCAACCTTGATTCTACCATTTTCCAGCCATGTGACCTGGAT 
TATTGTGTCTCTGAGCCTCGGTTTGCTCTTCTCCCATCGGCGGTCATTGGTGAAAATCTCAT 
CATTGGCTAAGTCCAGCTGGTTCCACTCCAGCAGAAGCTTCAGCTGCCCATTCCAGTTATCC 
TTGTCTTGCTCACTGGTGCTGAAGGCTTTGTATAGAGCGTAGGAGATGGCATTGCTCACAAT 
TTCATCCCCAGCTTCTTCCATTTTAATAACTGTTAATAGGTGAGMCATTCGAGAATTTCTTTG 
AGCCATTTGATCCAACTCTCAGTCTCCTCCTCAGGCAGCCGGGACACCGTGCGGGGTAAAA 
AGCGCACCAGCTTCTCCTTGACGGCAGAAGATGTCAGGGCATCCTCCACCTCCACCAGGCT 
AGCGATCACATCAGCGATCTGGCCCGAGCCTTCCACCACCACACAAGGAATTTTAI I II IGA 
TGGAGGTATTGATGGCTTTCAAAGTCTCTTTTCCACCTCCTTGGGCAAAACACACAATGGGG 
ATCTTGCCACCATAGTTGGAATCTTGAAtAGTGCGCTCAGAGATATACTTCTCTAGCTGATTC 
CGGAGCTTTGCTTCGACAGTGGGATGTCCATGACAGCCATTGTCCACGAGCAGCAAATGTG 
TGTGGTTGTTGTCCAGGATATACAGTGGATCTCTTGTGAAGTCATCCATAAGGTACTGGGCT 
AAAAAATAGCCCTCAGCATCGCAATTCCTGATGAGGGTGTCCCGGTTGGAGACCATGCCCC 
AAGCTGCTATGCCAATGGCCACAATATTCTCCTCTGAACTCCTGCTGATGGTGTTATCTCTCA 
CCACCTCCCCGAGGTACTTCATCAGGCCATAATGGGTGCCTCCCGTGAGAATCCAAGCACC 
TTTGGACTGCGCGATGTAGATGAGCCGGCTGAAGATCTTGCGCATGCGCGGCTTCAGGGC 
GAAGTTCTTGGCGCCCCCGGTCACAGAAATGACCAGGTTGGGTGTTTTCAGGTGCCAGTGC 
TGGGTCAGCAGCTCGTAAAGGATTTCCGCGTCCGTGTCGCAGGACAGACGTATATACTTCC 
CTTTCTTCCCCAGTGTCTCAAACTGAATATCCCCAAAGGCGTCGGTAGGAAATTCCTTGGTG 
TGTTTCTTGTAGTTCCATTTCTCACTTTGGTTGATCTGGGTGCCTTCCATGTGCTGGCTCTGG 
GCATAGCCACACTTGCACACATTCTCCGTGGCCTTGGAATCTTTGGTAAAGAAGACACATTC 
TCGTTTCTTAAAATTTGCTTGAATAAAATTCACCAAGTCGCTTTCACTGTAAGACAAGTCTGTG 
CTCCGAGACGCGCTGGAGTACAGGGTCCGGGTGCTGTCCAGAGTGTCATTCCTTCTGTTCC 
TCATGCTGAGCCTGGCTGCCCGAAAGGACATCTT7TCCTTTACTTCTGCAGGCTCCACGTCT 
TCTGTCCACCTGCATCCTCCAACCAN 
>1329 

NNGAAAGTGACCGTGTGCTTCGGACGGACCCGGGTGGTCGTGCCGTGCGGGGAC 
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GGCCACATGAAAGTTTTCAGCCTCATCCAGCAGGCGGTGACCCGCTACCGGAAGGCCATCG 

CCAAGGATCCAAACTACTGGATACAGGTGCATCGCTTGGAACATGGAGATGGAGGAATACT 

AGACCTTGATGACATTCTTTGTGATGTAGCAGACGATAAAGACAGACTGGTAGCAGTGTTTG 

ATGAGCAGGATCCACATCACGGAGGTGATGGCACCAGTGCCAGTTCCACGGGTACCCAGA 

GCCCAGAGATATTTGGTAGTGAGCTTGGCACCAACAATGTCTCAGCCTTTCAGCCTTACCAA 

GCAACAAGTGAAATTGAGGTCACACCTTCAGTCCTTCGAGCAAATATGCCTCTT CATGT TCG 

ACGCAGTAGTGACCCAGCTCTAATTGGCCTCTCCACTTCTGTCAGTGATAGTAAl I I I ICCTC 

TGAAGAGCCTTCAAGGAAAAATCCCACACGCTGGTCAACAACAGCTGGCTTCCTCAAGCAG 

AACACTGCTGGGAGTCCTAAAACCTGCGACAGGAAGGATGAGGATGGGACAGAAGAGGATA 

ACAGTCGTGTTGMCCTGTTGGACATGCTGACACGGGTTTGGAGCATATACCCAACTTTTCT 

CTGGATGATATGGTAAAGCTCGTAGAAGTCCCCAACGATGGAGGGCCTCTGGGAATCCATG 

TAGTGCCTTTCAGTGCTCGAGGCGGCAGAACCCTGGGGTTATTAGTAAAACGATTGGAGAA 

AGGTGGTAAAGCTGAACATGMAATCTTTTTCGTGAGAATGATTGCATTGTCAGGATTAATGA 

TGGCGACCTTCGAAATAGAAGATTTGAACAAGCACAACATATGTTTCGCCAAGCCATGCGTA 

CACCCATCATTTGGTTCCATGTGGTTCCTGCA GCAA ATAAAGAGCAGTATGAACAACTATCC 

CAAAGTGAGAAGAACAATTACTATTCAAGCCGTTTTAGCCCTGACAGCCAGTATATTGACAAC 

AGGAGTGTGAACAGTGCAGGGCTTCACACGGTGCAGAGAGCACCCCGACTGAACCACCCG 

CCTGAGCAGATAGACTCTCACTCAAGACTACCTCATAGCGCACACCCCTCGGGAAAACCAC 

GATGGGGTCCAGCCTeGGCACCTCAGAATGTATTTAGTACGACTGTAAGCAGTGGTTATAAC 

ACCAAAAAAATAGGCAAGAGGCTTAATATCCAGCTTAAGAAAGGTACAGAAGGTTTGGGATT 

CAGCATCACTTCCAGAGATGTAACAATAGGTGGCTCAGCTCCAATCTATGTGAAAAACATTCT 

CCCCCGGGGGGCGGCCATTCAGGATGGCCGACTTAAGGCAGGAGACAGACTTATAGAGGT 

AAATGGAGTAGATTTAGTGGGCAAATCCCAAGAGGAAGTTGTTTCGCTGTTGAGAAGCACCA 

AGATGGAAGGAACTGTGAGCCTTCTGGTCTTTCGCCAGGAAGACGCCTTCCACCCAAGGGA 

ACTGAAAGCAGAAGATGAGGATATTGTTCTTACACCTGATGGCACCAGGGAATTTCTGACAT 

TTGAAGTCCCACTTAATGATTCAGGATCTGCAGGCCTTGGTGTCAGTGTCAAAGGTAACCGG 

TCAAAAGAGAACCACGCAGATTTGGGAATCTTTGTCAAGTCCATTATTAATGGAGGAGCAGC 

ATCTAAAGATGGAAGGCTTCGGGTGAATGATCAACTGATAGCAGTAAATGGAGAATCCCTGT 

TGGGCAAGACAAACCAAGATGCCATGGAAACCCTAAGAAGGTCTATGTCTACTGAAGGCAAT 

AAACGAGGAATGATCCAGCTTATTGTTGCAAGGAGAATAAGCAAGTGCAATGAGCTGAAGTC 

ACCTGGGAGCCCCCCTGGACCTGAGCTGCCCATTGAAACAGCGTTGGATGATAGAGAACGA 

AGAATTTCCCATTCCCTCTACAGTGGGATTGAGGGGCTTGATGAATCCCCAAGCAGAAATGC 

TGCCCTCAGTAGGATAATGGGTAAATACCAGCTGTCCCCTACAGTGAATATGCCCCAAGATG 

ACACTGTCATTATAGAAGATGACAGGTTGCCAGTGCTTCCTCCACATCTCTCTGACCAGTCC 

TCTTCCAGCTCCCATGATGATGTGGGGTTTGTGACGGCAGATGCTGGTACTTGGGCC AAGG 

CTGCAATCAGTGATTCAGCCGACTGCTCTTTGAGTCCAGATGTTGATCCAGTTCTTGCTTTTC 

AACGAGAAGGATTTGGACGTCAGATAGCTGACGAGACTAAACTCAATACAGTGGATGACCA 

GAAAGCAGGTTCTCCCAGCAGAGATGTGGGTCCTTCCCTGGGTCTGAAGAAGTCAAGCTCG 

TTGGAGAGTCTGCAGACCGCAGTTGCCGAGGTGACTTTGAATGGGGATATTCCTTTCCATCG 

TCCACGGCCGCGGATAATCAGAGGCAGGGGATGCAATGAGAGCTTCAGAGCTGCCATCGA 

CAAATCTTATGATAAACCCGCGGTAGATGATGATGATGAAGGCATGGAGACCTTGGAAGAAG 

ACACAGAAGAAAGTTCAAGATCAGGGAGAGAGTCTGTATCCACAGCCAGTGATCAGCCTTC 

CCACTCTCTGGAGAGACAAATGAATGGAAACCAAGAGAAAGGTGATAAGACTGATAGAAAAA 

AGGATAAAACTGGAAAAGAAAAGAAGAAAGATAGAGATAAGGAGAAGGATAAAATGAAAGCC 

AAGAAGGGAATGCTGAAGGGCTTGGGAGACATGTTCAGGTTTGGCAAACATCGAAAAGATG 

ACAAGATTGAGAAAACGGGTAAAATAAAAATACAGGAATCCTTTACATCAGAAGAGGAGAGG 

ATACGAATGAAGCAGGAGCAGGAGAGGATTCAAGCCAAAACTCGAGAATTTAGGGAACGAC 

AAGCTCGAGAGCGTGACTATGCTGAAATTCAAGATTTTCATCGGACATTTGGCTGTGATGAT 

GAGTTAATGTATGGGGGAGTTTCTTCTTATGAAGGTTCCATGGCTCTCAACGCTAGACCTCA 

GAGCCCACGAGAAGGGCATATGATGGATGCTTTGTATGCCCAAGTCAAGAAGCCGCGGAAT 

TCCAAACCCTCACCTGTAGACAGTAACAGATCAACTCCTAGCAATCATGATCGGATACAGCG 

TCTGAGGCAAGAATTTCAGCAAGCAAAGCAAGATGAAGATGTAGAAGATCGTCGGCGGACC 

TATAGTTTTGAGCAACCCTGGCCGAACGCACGGCCGGCGACGCAGAGCGGGCGACACTCG 

GTGTCCGTGGAGGTGCAGATGCAGCGGCAGCG6CAGGAGGAGCGCGAGAGCTCCCAGCA 

GGCCCAGCGCCAGTACAGCTCTCTGCCTCGGCAAAGCAGGAAAAATGCCAGCTCGGTCTCC 

CAGGACTCTTGGGAGCAGAACTACTCCCCTGGGGAAGGCTTCCAGAGTGCCAAAGAGAACC 
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CCAGGTACTCCAGCTACCAAGGCTCCAGGAACGGCTACCTGGGAGGACATGGCTTCAACGC 

CAGGGTCATGCTGGAAACTCAGGAGCTCCTTCGCCAGGAACAGAGGCGGAAGGAGCAGCA 

GATGAAGAAGCAGCCTCCTTCCGAGGGGCCCAGCAACTATGACTCGTATAAGAAAGTCCAG 

GACCCCAGTTACGCCCCTCCCAAGGGGCCCTTCCGGCAAGATGTGCCCCCCTCCCCTTCTC 

AGGTTGCGAGGCTGAACAGACTTCAGACTCCTGAGAAAGGGAGGCCCTTCTATTCCTGAGC 

ACGCAAATAACGGATGCTTCATGTCGCGCAATAAAAGACATTTTCCTATGAAGACTTGTATTT 

TGGGAGI Mi l l I AAAACCTCGATGGTACTATGGAGTATTTCTGTTGTTGGTATCAGTGCCTT 

TAAGCGGTGTAGGCAAAGAAATGGAAGGCCTTAATGTCTTTGCCACTATGTCTCAAGTGTCT 

GTTTCATGGAAGGATTTCCCACCCTGTGACAATCATCTGTTTGAGGTGTTCATATGCTCTGC 

GCCTCTCCACAGTACCAGGAATCTCGGCCCTACTCATGAGTTGTCCGCGGCTTGGTTGTAA 

CATCCCTGCACCACTTGCAGTGACAAATTCACCTGAAGTGGAGGATGACGTGCGGCCCTGT 

TTCTCCCTCTAAGTTCTCTTAGCTATGGGATGACATCTTAGTCTCTGGTGGAGGAAAAGTGG 

GCGACATACACCAAAAATTGGGGCTTTGTGGTACTTCACAGCACAGCCATTTGTCGTACTTT 

GTCATCACTGTGGTTTTCTCTTTCCTTTCTCAGCTCTTTGTGACGGGAGAGTCGGTCATCCTA 

TTACAGAAGCTAAGCCATAGTCCAACATTGTTTGGTCACCATGGGGGTCCTTTTGTAACTGC 

CTTATGACTCAACATTACCAATAAAGTGATGATCCTGGTCTGCGTTTATACATACGCTTGTTC 

GGTCCTGTTCCTGACACGTGGGTTGAGTCACCACAGCTCTGTGTGGGGAACGTGGGAGACA 

GGAGTGGCTCCTGCCGGGGGAAGCTGGGCCT(^C^TTGGC 

AGAGCTAAGAAAGAAATTCTCCTAGGAAGAGCTCATGGCCCAGTACATC 

AATTAGTTTTTGTTCTGACAGCTTGTCAGGAAGGGCACAGAATGGGACAGAGATAAACCAGA 

CAGTCATTTTGATCTGCTCTCTACGGTTTTTCAAGTCAGAGGCAATTGATGCTTGTCTAATGC 

ATCCACACACTGCATGTCTGACTGGCGATGCCACGCTCCTAAGTAGTTCTGCCATGAAACAT 

AAAAGACAAAGGAAAAGCCGTTACACATCACACAGAGAACATTTTCGGGTCCCACAGCGGT 

GGTGGCAGGAAGCTCACTCTCGCGTCAGTATTAGAGTGTGTGTGTGGGTCTCGGGGATCTC 

GGTGGCTCCCATCTTCCTTCATTGTTCTGAACATCCTGTATTGTAAACCATGGCTGGGGTGC 

TAAAGTGCCTGTGAATCCCGATGTGGAAAAAGCTGGAGGTGAAAGCTCAGCATACCATGTAT 

TTACTTTAAAAACAGAAAAAAAG ACATGTATGGATATGTCTA I I I I I I I I I I ATTGGCACATTGT 

A l I I I 1 GTGTTGACTTGTTTTTAGAAATGATGTGTCCACACACGTACCCGTGTCTCTTCTGCA 

TTTCTGTGTCATGGTTCTGTTTCTTAATCACGTGCGGCGGTGTCTAAGTGGTGTTACCAGTGT 

ACGCGCAGTGACCTTGGATGACAGTGGCTCTTTCTCACAGCCTCCCCTGAGCTGTGAGAAA 

CAGCTTTCTCTGTACATATGCAACTCCTAATAAAAGGCATATT TCTTC CTGTTCAAAACACAG 

AATGGGCCCATGAGGACCTCAAGTGATAGTGACCCAATGATCTTTTAAATCCTCAGGGGCGC 

CCCTTAGACTANNNNNNNNNNNNNNNNN 

>1330 

NNCATGGTCTTTTTATTTTCAMGAGAAAATTGACTTTGTAAAAGAGCAAACCTCTTA 
ATATACTATCTACATGTATAACAAATTCAATTTCAGAGAAAACACAATGTAATATGTAAGAGAA 
GTACCGTGTTTTGATAGTTGACTAACACTGACCTGTAATGGTCCTACACCCTCTCCACTTACT 
TACACTATCTTAGGTAAATAAGACTTTTATTCCTAAGTGTGAATTTTCACAGGAGGAGAAATCT 
GGCAGATAGATCCTCACCATCATCTGAACACTCGAACTGGACTTCCTTTTCTGAATTGACCA 
GTCAAAGAGAAAGGAAAAGAAAAAAAAATATGACCGGTTGAATTTAGAGTATCAAAGCATGG 
AGTATAGAATAAATTTGTTTTTAAAGAGGAGCTATAAGTTGAATGGAAGGAAAAAGTTCTGGA 
AATGCGTTCCATGTAAGGATAGTAATCCCGCGTACCT 
>1331 

ACTGTTTGCATTAATAAATTAAAGCTCCATAGGGTCTTCTCGTCTTGCTGTGTCATGC 
CCGCCTCTTCACGGGCAGGTCAATTTACTGGTTAAAAGTAAGAGACAGCTGAA CCCC CCGC 
GTACCACTGTAATCATTATTCCCAATGTTATGATTACATTGACAGATAACTCCAGTTTTGCTAA 
CCTGAACTG^TGTTATGGCCATAATATGTTGTTGATTCATGGCAAATGGTGATGTGTGAGTTA 
TGATCCTG I 1 1 1 I CTCACAATGGTGGTGGAGGCCGGGAGCTT ATATGTTTATTTATGTATGAA 
TGACGATAGTAAGAGATGGCATATAATCACCAGACTGATCATATTGGATTCTTTGGGGAACG 
GAGCCGGAAGGGAGTAAACAGAN 
>1332 
>1333 
>1334 
>1335 
>1336 

NNNNNNNNGGAAGTAAAACCAGTATTTATTGAGTACCTATTTGCCAGATACGGCTAG 



Page 335 of 355 



WO 01/42467 



929 

Table 4 



PCTAJS00/33312 



GTGCTCCCACATCCCATCTCTTAATCCTCACAACAACCCTGTGAGGTAGGTAATAATGATCC 

CCATTTTTACAGGTGAGGAAGTAGGCTCAGAGAAATTAAGCAGCTTTCCCAACTTCACACAG 

TGAGTAAGTACATCTATCTGACCCCAGAGTTACCCTTTTCTATCATGCCCCCGTAGGATATTG 

CCTGGGGACACCTGACAACAGAAAGTCTAAGGTTTTCATCTAGGATTGGGAGTTACCCCAAC 

ACCAGCAGGATGCAGGAAAAAGTAACTGACCGGATGGTTGCCTCAATCTGTTGATTCTTCAG 

TGAGTTAGCTCAGATTTTGTCCAGGAACAGCTTTCAGAGCCAAAGATTACGTATTGAACTTTA 

CCAAGGCATCTGGTGACTAGAAAACTCCTGGAAGGTGGTCATAGCAGAAATTGTTGGGAAA 

GTTCTCAGCATAATAAAAGAGAAATTTTTATTTCCTTCATGATCCACTCCTACAGGGAAAAATA 

AATGGCAAATGAACCCATGTATGTCAAACTCTGTAATAAACACCAGTGAGATCACAGTGTCA 

GGAAATTTCAGCCTGAATTAAAGATACCCTTGCTCTTAAAACTTTCTTCTTTGATGTATGTGAA 

GGAAGGGCTGGAGGGCAAAGTCAAAGGAAAAGGCAAAATAAATTAACAAAATGACTGNCAG 

GCAATGATAAATGNCCTCCCCTTCCTCCTCCCACCACGTACACTCGCCTTTCCTCCTTCCATT 

GGGCTCACACTGCCACCTGCTGGCAATTCCTTGGATCTAATAGCTGATC AGTG GTGTTTGAA 

AGAAAAGI I I I I I CCCTGTCTAGGAATGATTGATTCCTCTGTATGCATTTATTTTAATAGGGAG 

GAGAAGNNN 

>1337 

nnagtttaactttgggataaaatcctaggactgggaatgcagagtgcaaagggtaaa 
gtgtgtatgtaattttactagatattgccaaattcctctccag^ 
ttgtgttgagtggtatttgatcggtccaggctcactattagaatatgttmtgagcttctgga 
i i i i i i i i i i i i i i igcaaaccttataaataaaaagtggtatgccagtaaagtttcaatttacat 
ttctcttctgaatgaaactgagcattttccattttcctcctagattcttaggaagcctttgtat 
ctgcgatataagttactttctccttctttgtcatgttgtttaactttgcactttctttttaaaac 
ctgcagtaaattttaaatcttttcattcagtgcttctggttttcaaatcacatacagaaagaat 
ctcccgagtcagagggtgtgaccacagtctgttctggtgcttctatggcttc atctt tcaca 
tttgaatctctgacgtagttggaatttattctgggctataaggacccgactttattttaagaa 
caaaatttttttaacaaatgttaaacttaacttcctaaaggcagattattactgggaccatgtg 

TGAN 
>1338 
>1339 

NNCACCCACGCGTCCGCCGAGCCCTGAGCGCCGGCGCGGGACCGAGCTGGCGGC 
GGGCGGCGCGCGCCTTCCGAGGCTTCCTGCTGCTTCTGCCCGAGCCCGCGGCCCTCACGC 
GCGCCCTCTCCCGTGCCATGGCCTGCAGGCAGGAGCCGCAGCCGCAGGGCCCGCCGCCC 
GCTGCTGGCGCCGTGGCCTCCTATGACTACCTGGTGATCGGGGGCGGCTCGGGCGGGCT 
GGCCAGCGCGCGCAGGGCGGCCGAGCTGGGTGCCAGGGCCGCCGTGGTGGAGAGCCAC 
AAGCTGGGTGGCACTTGCGTGAATGTTGGATGTGTACCCAAAAAGGTAATGTGGAACACAG 
CTGTCCACTCTGAATTCATGCATGATCATGCTGATTATGGCTTTCCAAGTTGTGAGGGTAAAT 
TCAATTGGCGTGTTATTAAGGAAAAGCGGGATGCCTATGTGAGCCGCCTGAATGCCATCTAT 
CAAAACAATCTCACCAAGTCCCATATAGAAATCATCCGTGGCCATGCAGCCTTCACGAGTGA 
TCCCAAGCCCACAATAGAGGTCAGTGGGAAAAAGTACACCGCCCCACACATCCTGATCGCC 
ACAGGTGGTATGCCCTCCACCCCTCATGAGAGCCAGATCCCCGGTGCCAGCTTAGGAATAA 
CCAGCGATGGATTTTTTCAGCTGGAAGAATTGCCCGGCCGCAGCGTCATTGTTGGTGCAGG 
TTACATTGCTGTGGAGATGGCAGGGATCCTGTCAGCCCTGGGTTCTAAGACATCACTGATGA 
TACGGCATGATAAGGTACTTAGAAGTTTTGATTCAATGATCAGCACCAACTGCACGGAGGAG 
CTGGAGAACGCTGGCGTGGAGGT6CTGAAGTTCTCCCAGGTCAAGGAGGTTAAAAAGACTT 
TGTCGGGCTTGGAAGTCAGCATGGTTACTGCAGTTCCCGGTAGGCTACCAGTCATGACCAT 
GATTCCAGATGTTGACTGCCTGCTCTGGGCCATTGGGCGGGTCCCGAATACCAAGGACCTG 
AGTTTAAACAAACTGGGGATTCAAACCGATGACAAGGGTCATATCATCGTAGACGAATTCCA 
GAATACCAACGTCAAAGGCATCTATGCAGTTGGGGATGTATGTGGAAAAGCTCTTCTTACTC 
CAGTTGCAATAGCTGCTGGCCGAAAACTTGCCCATCGACTTTTTGAATATAAGGAAGATTCC 
AAATTAGATTATAACAACATCCCAACTGTGGTCTTCAGCCACCCCCCTATTGGGACAGTGGG 
ACTCACGGAAGATGAAGCCATTCATAAATATGGAATAGAAAATGTGAAGACCTATTCAACGA 
GCTTTACCCCGATGTATCACGCAGTTACCAAAAGGAAAACAAAATGJGTGATGAAAATGGTC 
TGTGCTAACAAGGAAGAAAAGGTGGTTGGGATCCATATGCAGGGACTTGGGTGTGATGAAA 
TGCTGCAGGGTTTTGCTGTtGCAGfGAAGATGGGAGCAACGAAGGCAGACTTTGACAACAC 
AGTCGCCATTCACCCtACCTCTTCAGAAGAGCTGGTCACACTTCGTTGAGAACCAGGAGACA 
CGTGTGGCGGGCAGTGGGACCCATAGATCTTCTGAAATGAAACAAATAATCACATTGACTTA 
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CTGTTTGAGTTTTATGTATTTCTTTATTTTAATCAGGATCTTCTGATAGTGGAAAI I I I IAGTAC 

ATMTAGAACTTATTTATGGAGTTAGAAATTTGT AGTG TTATCCAGGATTGATTTTCATTTGAT 

CACATCTCACAGTAATTAATATTTTCAAG I I I 1 1 1 1 I 1 1 ATTAACAGCTCTGTGCTAG I I I I I I I 

TTTCTGTTTTAGCCTCATCCCAAATATAAAGCTTTGTGAAGTACAATTAACTTAATGTACTTGA 

ATGAATAGAACTTGCTAC I I I I I 1 1 I I I I 1 1 I I GGGGACACGAGTTTGGCTCTCATTGCCCAG 

GCTGGAGTGCGGGGGTGCTATTTCAGGTCTCACCAAACCTGGGCTCCGGGGGTCAAGGGG 

AATCTCCTGACATTTAGCCTCCCGAATTAGTGGAAATTACGGGCAGGCACACCAAGTCCGGA 

ATATTTGGATTTTGGAACATGGGGCGTCCCCAAGTTGGCCGGGTGGTCTAATCCACTTGAG 

GATTCGCCCCAGGCCTCTAGTGTGAATTCAGGGACAGGGACAGGTATTCACCACGGGGGAT 

CCAGTAAGGGCGGACCATTTTTGCACGGTGCTATACGTGAATACTAAAGTAAGCGATTTTAA 

AGAGAGGGCTTAAGACAGACAAAACATATACAAGATACCNNN 

>1340 

NNNNNCATGAGATTGCTCTATATTTTCNTTTTGGTACCATCCTTGTCAGGTTTNTGAA 
TCAATGCTATNACATTCATTTTATAAAATGAATTCAGGAG I I I I I CTTTATTTG I I I I I I I ICTTT 
TTTTGGCACTTTGAGGTTCAAGATTCTTTTCCTAGTCTCTGCAATTGTTTAAGCAAGAATGGG 
ATTATTTAATCTTAAAAGGTTTGGTAGAMTCCCCTTAAACAATCTGGGCTTGATGCTTCTTTT 
GGTAAGGGGTACTTTTAACTATTTGTTTCTTCTACGGTAATTGGTTTGTTGTGACTTTATCTAC 
CTAGAGTAAATTTTGGCAATTTGCATTTTTC TCAA AATAG IJJ M GAATTTATTGTGTAAAATTG 
GTCAAAATAGTCAATTTAAACAAXITTG^ I I I IG 

TATTTGTGCTTCCTCC I I I I I I I CTTAAATAGGTTAGCTGGTAGTTTATCTGACTCAACTCCCC 
GCACTACCCATCACCAACTTGGATTTATTATTGCCGGACGCGTGGCGGACGCGNN 
>1341 

ACTTTGACTATTTTTTAGCAACAAATTACTTTTGACACACAGCACAATTGATTTAACAC 
TTCCAATTTTGGAACTATTGGATAAATAATGATGGGATTTAAATAAAGCAATCCGATTCTACTA 
TT ACAGCATAGGGTCTCTTGTAGTCCTCTTAGTAAAAACTATTGTGACACTTCCTTCTTTCTCC 
AAATATTCGGCCTGGAAAGACCTAAATACAATGCAGGGATTGAATCAAATTCACACATTTTTT 
TTCCTACGGAAACAACAAC CTTTC TTGCTTATATTTAACAAAAACTAGTATAGATTCCCTTTAT 
ATTAATAGTTATATGGTATTTTTTTCTCAGAGTAGAAATCAGGTTTATAGGCTAAGAATATAGG 
CTAATTTGGAGCATAACACTAACCAGCATGAACCTAAGTGAGTACN 
>1342 

ccgctgagctGGGACTAGCGAAATCTGTCTGCACTGATCGCAGTCGTCCTCAGTTTCACC 
CTCTAGGAATCGGCCTGGGGGTGCACGTGCTACTCTCTTCCTCCAGGCCGGTCCCCGGCG 
CGTGCGCGCGATCCATGTCCATGTCCGCGCCTATCAATAAAGTTGCTCACTTGTTGCCGGC 
CCGCTAGCCCGAAAGGTTGCGCGCGCAGACCGAGAAGTCTCGCGATAGCCAGCCGCGGCT 
GCCCTTGCGCTTCCGCGAGCTGGCGGGGTCCGTGGTGCGGGATCGAGATTGCGGGCTATG 
GCGCCGAAGG I \ I I ICGTCAGTACTGGGATATCCCCGATGGCACCGATTGCCACCGCAAAG 
CCTACAGCACCACCAGTATTGCCAGCGTCGCTGGCCTGACCGCCGCTGCCTACAGAGTCAC 
ACTCAATCCTCCGGGCACCTTCCTTGAAGGAGTGGCTAAGGTTGGACAATACACGTTCACTG 
CAGCTGCTGTCGGGGCCGTGTTTGGCCTCACCACCTGCATCAGCGCCCATGTCCGCGAGA 
AGCCCGACGACCCCCTGAACTACTTCCTCGGTGGCTGCGCCGGAGGCCTGACTCTGGGAG 
CACGCACGCACAACTACGGGATTGGCGCCGCCGCCTGCGTGTACTTTGGCATAGCGGCCT 
CXXJTGGTCAAGATGGGCCGGCTGGAGGGCTGGGAGGTGTTTGCAAAACCCAAGGTGTGAG 
CCCTGTGCCTGCCGGGACCTCCAGCCTGCAGAATGCGTCCAGAAATAAATTCTGTGTCTGT 
GTGTGAaacac^cAACkjaC^cccxacacacx^cac^ccacaaacartcat^cacccacacc^ccgcac^cccacctcac 
acttcta^gwggccgcacaacacacacatctcttagctac^ 

cacaggggggcaaaatctgacga;gggcxccccactatggcgggcagccacatatacctcgcaatagaccagaggtacacgtgga 

tatggaacgactgggacacccctgctccg«x»ggctacacgacacta^ctcarac^ 

ctcctgaccaa^ctccactacgcttcccacx^cctcgtcax^ 

ctaggctctgacttcaccactagctaccactatctracgacggtfctc^ 

cccccggca 

>1343 

>1344. 

TATAGGGAGTCGACCCACTGGTCCGCGGAGTCTCCGCGGCGCGGCCAGGCCCGG 
CCXBACCGCGTCTC^GTCTCCGCGTCTGCCAGCCTGGCTGGCAGTCCGTCTGTCCATCCCG 
CCGCGCCGGGGCAGTCTAGGCGGAGCGGGGGCTCAGGCGGCGGCGGCCTCGACGCGAG 
TGAGTGTCGTGGTTGGGGTGCTGGACCCAGAGTGCCTACCCTCGCCTGCCTGGGCCTCAG 
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TTTCCACATCTGCACAATGGGGGTGACCATCCCTGCCCTGCTGGCTGCCAGGAGCGGCTGT 

GAGTCTTCAGGCGTGGATGCAGCCTGGGGGAAGCCATAGGGCGCTTTCACAGGCCTGGCC 

TTCACCATGGCGGGAGGGAGACCGCATCTGAAGAGGAGTTTCTCCATCATCCCCTGCTTTG 

TCTTCGTGGAGTCGGTGCTGCTGGGCATTGTGATCCTGCTTGCTTACCGCCTGGAGTTCAC 

GGACACCTTCCCTGTGCACACCCAGGGATTCTTCTGCTATGACAGTACCTACGCCAAGCCCT 

ACCCAGGGCCTGAGGCTGCCAGCCGAGTGCCTCCTGCTCTTGT CTACG CACTGGTCACTGC 

CGGGCCCACCCTCACGATCCTGCTGGGAGAGCTGGCGCGTGCCTTTTTCCCTGCACCACCT 

TCAGCCGTCCCAGTCATCGGGGAGAGCACCATCGTGTCTGGGGCCTGCTGCCGCTTCAGC 

CCCCCAGTGCGGAGGCTGGTCCGCTTCCTGGGGGTCTACTCCTTCGGCCTCTTCACCACGA 

CCATCTTCGCCAACGCGGGGCAGGTGGTGACCGGCAATCCCACGCCACACTTCCTGTCCGT 

GTGCGCCCAACTACACGGCCCTGGGCTGCTGCACCTTCTCGGATCGGCAGGCCCCGGCTG 

CCTGGCCGCGCCCCGTGCCTGCGCTGGCGGTCCAGCTCGTTGGCGGCGGCGGCGGGCTC 

CCTGAAGGTGGGGCCCCTTGCTAGCGGCCCTAACCGATGTACGTGACTCTCGTGTTCCGCG 

TGAAGGGCTCCCGCCTGGTCAAACCCTCGCTCTGCCTGGCCTTGCTGTGCCCGGCCTTCCT 

GGTGGGCGTGGTCCGCGTGGCCGAGTACCGAAACCACTGGTCGGACGTGCTGGCTGGCTT 

CCTGACAGGGGCGGCCATCGCCACCTTTTTGGTCACCTGCGTTGTGCATAACTTTCAGAGC 

CGGCCACCCTCTGGCCGAAGGCTCTCTCCCTGGGAGGACCTGGGCCAAGCCCCCACCATG 

GATAGCCCCCTCGAMAGTTAAGTOTC^GCAG^AACCCGAGGTCT 

caccggcacggctcaccccatccaagtcgcagaactgcgcccgccgtggccacctgatcc 

ccagctgtgtctcctccagggccccagccatgtgttcgtcgccccgtgtgccccgtcctcg 

attgaggtctgagccgacgcccttgcccctgcccctacccctgccagcgcccacccccag 

ccagggcccctcgccttcctcccctggacctggggggccaggcgggggtggtggacgtg 

gccggaagctgctgctgcccacgcccctgctgcgggacctgtacaccctgagtggactct 

atccctcccccttccaccgattcggcaccagcccttacctgtttgccagccgtgaccacct 

gctgtgaggcccgaccacccacccagaatctgcccagtccccacttcttccctgccacgcg 

tgtgtgtgcgtgtgccacgtgagtgccaaagtcccctgccccccaagccagccagaccca 

gacattagaagatggctagaaggacatttaggagacatctgcctctctggccctctgagata 

tcccgatgggcacaaatggaaggtgcgcacttgcccctactattgcccttttaagggccaa 

AGCTTGACCCCATTGGCCATTGCCTGGCTAATGAGAACCCCTGGTTCTCAGAATTTTAACCA 

AAAGGAGTTGGCTCCAACCAATGGGAGCCTTCCCCTCACTTCTTAGAATCCTCCTGCAAGAG 

GGCAACTCCAGCCAGTGTTCAGCGACTGAACAGCCAATAGGAGCCCTTGGTTTCCAGAATTT 

CTAGAGTGGGTGGGCATGATTCCAGTCAATGGGGGACCGCCCGTGTCTAAGCATGTGCAAA 

GGAGAGGAGGGAGATGAGGTCATTGTTTGTCATTGAGTCTTCTCTCAGAATCAG CGAG CCC 

AGCTGTAGGGTGGGGGGCAGGCTCCCCCATGGCAGGGTCCTTGGGGTACCCCTTTTCCTC 

TCAGCCCCTCCCTGTGTGCGGCCTCTCCACCTCTCACCCACTCTCTCCTAATCCCCTACTTA 

AGTAGGGCTTGCCCCACTTCAGAGGTTTTGGGGTTCAGGGTGCTGTGTCTCCCCTTGCCTG 

TGCCCAGGTCATCCCAAACCCTTCTGTTATTTATTAGGGCTGTGGGAAGGGTTTTTCTTCTTT 

TTCTTGGAACCTGCCCCTGTTCTTCACACTGCCCCCCATGCCTCAGCCTCATACAGATGTGC 

CATCATGGGGGGCATGGGTGGAGCAGAGGGGCTCCCTCACCCCGGGCAGGCAAAGGCAG 

TGGGTAGAGGAGGCACTGCCCCCCTTTCCTGCCCCCTCCTCATCT7TAATAAAGACCTGGCT 

TCTCATCTTTAATAAAGACCTGTTTGTAACAGAAAAAAACACACAAACAACANNNNNNNNNNN 

NNNNN 

>1345 

>1346 

ACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGGAGTCAAAGATAGTTCCAAAACT 
TTTGAACAGAACACTGGATGAATACTGTTTACTGAGATGGGGAACACTTAGAGAAAAATGCA 
TTTGGAMGCAGAAATACGATCAAGACTTCCATTTTTGATACATTAAGCTTGGTATGTTTAATT 
CATAGCTATATAGAGGTATTAAATTGGCAGGACAAAATCATAGCTAGAGATAAAAATTTAGAG 
TTCACCAGTGTAMGATGATATTTGATGGCACAGGATGGACTTTCTTCTGGGATTTGAGTATA 
CATAGAGGAAAGATGTGAGGATTGAGCACCAGGGGACTTCAACATTGACAGGCTCAACAGA 
GGAGAATTCCCAAGAGGATGAGGTTCCACCTTTAGGACCGCCAAAGAAGACTTCCCAGACA 
AGN 
>1347 

nnnnncatgag attgc tctatattttcnttttggtaccatccttgtcaggtttntgaa 
tcmtgctatnacattcattttataaaatgaattcaggag i i 1 1 i ctttatttg i 1 1 i i 1 1 i cttt 
ttttggcactttgaggttcaagattcttttcctagtctctgcaattgtttaagcaagaatggg 
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ATTATTTAATCTTAAAAGGTTTGGTAGAAATCCCCTTAAACAATCTGGGCTTGATGCTTCTTTT 

GGTAAGGGGTACTTTTAACTATTTGT1TCTTCTACGGTMTTGGTTTGTTGTGACTTTATCTAC 

CTAGAGTAAATTTTGGCAATTTGCA I 1 1 1 ICTCAAAATAG I 1 1 1 I GAATTTATTGTGTAAAATTG 

CTCAAAATAGTCAATTTAAACAAATTTCCTGTTTTACTATTTCCCCCTTGTCATTTAAAI 1 1 I IG 

TATTTGTGCTTCCTCC I I I I I I I CTTAAATAGGTTAGCTGGTAGTTTATCTGACTCAACTCCCC 

GCACTACCCATCACCAACTTGGATTTATTATTGCCGGACGCGTGGCGGACGCGNN 

>1348 

>1349 

>1350 

>1351 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATGGGGGTCAG 
TAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGCACAGCTTGCTTTAAACATG 
AGATCCAGCTCAGTGATCATGCGGGGGAAAAGGCCCGGCATTGCTGGAACTCCTAATATTT 
AAAAAGATGATGGAAACTTGAAATTTTATATTTAATCTTCTCATTTTTAAGTGTTGGCAATGTA 
TTGAAGACTTTGAAGCCTCTCTGCTGGTCAAACAAGATGTATCTGTAGGCTGGATTTAGTCC 
ACAGCTGGCCAGTTTGAAAACTGAATCCTGCTAGCCTTAATTTAAAI I I I I I I AAATTTAATTT 
GCTTTGATTCCTGCACTCCTGCTCAAAAAAATCTTCAATGGCTCCCCACTGTCTGCAAGGTAA 
AGTCCAMCTTTGTCACCAGTCCTTCAMGCAACCCATGACTATATCCAAGAGCCCAAACCAT 
ATTFGTAGGTTATAGeeAGTCTeCATCTTCCACCGCMCCAGAATGATAGTTGAAfTGTACfC 
TAGGAAGGAAAATATTCAGAAAGGCACCAGTCCTGGCCATGAGGGCTGCTTCTGGGTCCCT 
AAGCTTTTTCCTTTCCTGCAGTGCCCTACACTGTGCATGCCTATCAATGAAACCCTGTCCATC 
ATTAACCATCCAGCTCAAATACCACCTCTCCACAAAACATCCCTGATGGCCCAGCCAAATGC 
CC CTTT GCTCTGAATTTCCATGGGACTTTATATCACTCACATGACACTTACAACATACTGCCT 
TGTTTTGGCATTACCTACATAGCTCATTTTCCCAAACACCTAATAATATTCACAGAAGGAAGA 
GTTTGGGTTTTGCACTATATTGAATATCCCTGTAGTGCTTTGTACATAGCANNNNN 
>1352 

NNAGTCGACCCACGCGTCCGCCGACCGCGGGCGCGGGGGCCGCGCCGGTGACAG 
CCGATCCCCGCCCCTGCTGCCCGCCACGTCCCTCACGTACCACTCGGCAGAGGCGCGGGG 
AAACCTGGCGTACTGGCTGTGGCTTCTCTAGCGGGACTCGGCATGAGGCTGGCGCGGCTG 
CTTCGCGGAGCCGCCTTGGCCGGCCCGGGCCCGGGGCTGCGCGCCGCCGGCTTCAGCCG 
CAGCTTCAGCTCGGACTCGGGCTCCAGCCCGGCGTCCGAGCGCGGCGTTCCGGGCCAGG 
TGGACTTCTACGCGCGCTTCTCGCCGTCCCCGCTCTCCATGAAGCAGTTCCTGGACTTCGG 
ATCAGTGAATGCTTGTGAAAAGACCTCATTTATGTTTCTGCGGCAAGAGTTGCCTGTCAGAC 
TGGCAAATATAATGAAAGAAATAAGTCTCCTTCCAGATAATCTTCTCAGGACACCATCCGTTC 
AATTGGTACAAAGCTGGTATATCCAGAGTCTTCAGGAGCTTCTTGATTTTAAGGACAAAAGTG 
CTGAGGATGCTAAAGCTATTTATGACTTTACAGATACTGTGATACGGATCAGAAACCGACAC 
AATGATGTCATTCCCACAATGGCCCAGG GTGTG ATTGAATACAAGGAGAGCTTTGGGGTGG 
ATCCTGTCACCAGCCAGAATGTTCAGTACTTTTTGGATCGATTCTACATGAGTCGCATTTCAA 
TTAGAATGGTACTCAATCAAGCACTCTTTATTGGTTGGTGGAAAAGGCAAAGGAAGTCCATC 
TCATCGAAAAACACATTGGAAGCATTAAATCCAAACTGCAATGTACTTTGAAAGTTATTAAAG 
ATGGCTATGAAAMTGCTAGGCGTCTGGGTGAATTGGATTATATTAACTTTTCCCGAACTAGA 
ACTTGAAGAACTAAATGCCCAATGCAATGAGAGCCACTATGGAACACCATGCCAACAGAGGT 
GTTTACCCCCCTATTCAAGTTCATGTCACGCTGGGTAATGAGGATTTGACTGTGAAGATGAG 
TGACCGAGGAGGTGGCGTTCCTTTGAGGAAAATTGACAGACTTTTCAACTACATGTATTCAA 
CTGCACCAAGACCTCGTGTTGAGACCTCCCGCGCAGTGCCTCTGGCTGGTTTTGGTTATGG 
ATTGCCCATATCACGTCTTTACGCACAATACTTCCAAGGAGACCTGAAGCTGTATTCCCTAGA 
GGGTTACGGGACAGATGCAGTTATCTACATTAAGGCTCTGTCAACAGACTCAATAGAAAGAC 
TCCCAGTGTATAACAAAGCTGCCTGGAAGCATTACAACACCAACCACGAGGCTGATGACTG 
GTGCGTCCCCAGCAGAGAACCCAAAGACATGACGACGTTCCGCAGTGCCTAGACACACTTG 
GGACATCGGAAAATCCAAATGTGGCTTTTGTATTAAATTTGGAAGTGTGGCCCAGAGTTGCT 
CAGAATTGGAGCAGAGCCTGAGACGTATCTGCAGATCCTGTCATCAGCTGGCAAGTCCAGG 
AGACTGTGTCATTTAGA GACTG TGTTGTTAGTTATCCCTCAACATCTTCTAAGGTGGCAGGAA 
ATAATATTGGAAATAACATTTTAAAGTAAAAATTTTAAAGTTTAAAGAAGAGTTTTGCCACTTAA 
ACAGGGGAGCTTTGTCTGGAAAATACACTGAGTTGAAACACTTCATCCTTGGAAGGATTATA 
TAAGATGAACAGTTGTGATAAATGTGTAGATTAGAGGGATGTGAATGGGCAGTTAGfCCAGT 
GCCCTCA7TTAAGAGGCCAAGATCCTGATTCAGAGGAGGCATCCTTTGCCCAGAGCTGCTTA 
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GCTAATCTGACCAAATGTTGGGAAAAATGTCTCACCTAACCCACTATTCCTTAATTA TGGATT 

TTGTGAAAAACAATAGAACATGTTAATGAGTAATTTATATTAGTTCGATGTATTACAATTTTTTA 

GCTTTAAATTACAGTTTTCTTATAATGTTGAAATGTTTTAGAATCCTTTGAA^ 

TTCCTAAATGAAACATTTGTACAACATTTGATGTTTTTACTTATGAAATATTCTCCTCCCCCAA 

GAAAATTTAAAC7TTTTCTCTCTATTTAAAAGCTAAGAAATGTTTTAAAGGAAAAATGA 

CTTCCTTTAGCTTATTTTTAAGGTAAAACAGCTTTTTACTCTG T^ 

TATTACATACAAAAATATTCTGGGAGAGCTTTTTCCTAGTTGGTTTTAAATCATTGTGCCACCT 

GAAAGGTTTTrAGATTTTATAGGAGCTAATTTGTCCACCAGCATTAATGTAACACAGTGTAGT 

TATGAAAATATATTGAAGGACAGGAAGTGGACACGAAGTGATTTTTGTAACCTGAGCAGTTAA 

TGAATGTGCCAACATTTTCTAGGAAGGGACAGCAAGAATATTCTGCTCTGTAGTTAAAATACT 

GGCTGGCTTTTGATGTCTTCATGCTTAATTGTGATCACTTTCTTGCACTGTGATGI I I I IACGT 

GAATATGTTGAAGTAGAAGTCTACCATATTATTTTATAAAATGTTTTCTGTATGGCAATAAACT 

GAAAACATGGATCAACCCTTCTTTTGAAAATAAACTGAGTCAATTTAGCCC TTTAA AAATATAG 

TCCATCCCCTTTTAAATAGAATCCCTCTTCCCACCCATCAAGGCCTCAACATTTTGTAAGCAT 

CCAAAAAATTGGTAATTAGGGGGCTTGCACTAAATTTCACTATCTTCAGTAGAGAGGAACTGT 

TTGGAACTTAGATTTCCAATGTGTATATTCTAATGGAGAAAGCAAGAGGTAGAGTTTGTATGT 

TTGACTTACCTTAGATTTTTATTTTCCATACATACTGCMATGATTGACTTGTTGCATAAATGA 

AGATCTTCTGTTGTGTGCTTTTCAAACACTGTAAATAAATTTGAAATTTGAATAACTTTCCACA 

GTATAACTGN 

>1353 

>1354 

>1355 

NNNACCCGTTGAGCACCAAGCAAGATGGCAGCTTCCGAGACGGTTAGGCTACGGC 
TTCAATTTGATTACCCGCCGCCAGCTACCCCGCACTGTACGGCCTTCTGGCTTCTGGTCGAC 
TTGAACAGATGCCGAGTCGTCACAGATCTCATTAGTCTCATCCGCCAGCGCTTCGGCTTCAG 
TTCTGGGGCCTTCCTAGGCCTCTACCTGGAGGGGGGGCTCTTGCCCCCCGCCGAGAGCGC 
GCGCCTTGTGAGAGACAACGACTGCCTCAGAGTTAAATTAGAAGAGAGAGGAGTTGCTGAG 
AATTCTGTAGTCATCAGTAATGGTGACATTAATTTATCTCTTAGAAAAGCAAAGAAGCGGGCA 
TTTCAGTTAGAGGAGGGTGAAGAAACTGAACCAGATTGCAAATATTCAAAGAAGCATTGGAA 
GAGTCGAGAGAACAATAACAATAATGAGAAGGTCTTGGATCTGGAACCAAAAGCTGTCACAG 
ATCAGACTGTCAGCAAAAAAAACAAGAGAAAAAATAAAGCAACCTGTGGCACAGTGGGTGAT 
GATAACGAAGAGGCCAAAAGAAAATCACCAAAGAAAAAGGAGAAATGTGAATATAAAAAAAA 
GGCTAAGAATCCCAAGTCTCCGAAAGTACAGGCAGTGAAAGACTGGGCCAATCAGAGATGT 
AGTTCTCCAAAAGGTTCTGCTAGAAACAGCCTTGTTAAAGCCAAAAGGAAAGGTAGTGTAAG 
(XiTTTGCTCAAAAGAGAGTCCCAGTTCCTCCTCGGAGTCTGAGTCTTGTGATGAATCTATCA 
GTGATGGTCCCAGCAAAGTCACTTTGGAGGCCAGAAATTCCTCAGAGAAATTACCAACTGAG 
TTATCAAAGGAAGAACCCTCTACCAAAAATACAACTGCAGACAAACTGGCTATAAAACTTGGC 
TTTAGCCTTACCCCCAGCAAGGGCAAGACCTCTGGAACAACATCTTCCAGTTCAGACTCTAG 
TGCAGAGTCAGACGACCAATGCTTGATGTCATCGAGCACCCCGGAGTGTGCTGCGGGTTTC 
TTAAAGACAGTAGGCCTTTTTGCAGGAAGAGGTCGTCCAGGCCCAGGGCTGTCATCACAGA 
CTGCAGGTGCTGCTGGATGGAGGCGTTCTGGCTCAAATGGTGGTGGACAGGCTCCTGGTG 
CTTCTCCCAGTGTGTCTCTCCXJTGCTAGTTTAGGAAGAGGATGGGGTAGAGAAGAGAACCTT 
TTTTCTTGGAAGGGAGCTAAGGGACGGGGCATGCGGGGGAGAGGTCGAGGACGAGGGCAT 
CCTGTTTCCTGTGTTGTAAATAGAAGCACTGACAACCAGAGGCAACAGCAATTAAATGACGT 
GGTAAAAAATTCATCTACTATTATCCAGAATCCAGTAGAGACACCCAAGAAGG ACTA TAGTCT 
GTTACCACTGTTAGCAGCTGCCCCTCAAGTTGGAGAAAAGATTGCATTTAAGCTTTTGGAGC 
TAACATCCAGTTACTCTCCTGATGTCTCTGACTACAAGGAAGGAAGAATATTAAGCCACAATC 
CAGAGACCCAGCAAGTAGATATAGAAATTCTTTCATCCTTACCTGCCTTGAGAGAACCTGGG 
AAATTTGATTTAGTTTATCACAATGAAAAT^^ 

GGAGAGCAAGATCACTGTATTTTGGAAAGAGTTGATTGACCX3AAGACTGATTATTGAATCTC 
CAAGTAACACATCAAGTACAGAACCTGCCTGAGTATGAC CTCTC CACCTTATAGTTTATGAAT 
GTCTTGTTTGTG AAAGTGACTATAACCCAAAC I I J I 1 1 1 1 1 1 1 1 1 1 AAAGAGGATTTGGAAGTT 
GTATGG AI Mi ll I GTTATCTTCACTTTACTGCATAGGAAACAATCTACCTCATCATTTAAAAT 
GACATGGGTGTCGGTTTTGTAGATCT^ 

GTAAAACAT(3ACATTCCCTGCA(GATATTGTTGf ATACCAGTATGGTTTCT^ 
TGTTTTTGGCCATCAAGTAGCAGTCGTCAGTAGGAGTTTATAATACCAAGAATGTGCTGCGT 
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ATCTTGTCTCAATAAGTTTTAAGTAACATTTAAAAATATTAAAGCATGTTATTTGACCTAATTTT 

TTAGCATTTGAGTTGTTCCATTAAATGGAGCATCTTGTAAATTTCAAGTATTTTATACTTGCAA 

TTGT TAAGAGTTAACAGGTAGTTGGATTTGTCGCAGACAATGAGTTAAGGAATCCTTTCACGT 

TTTTCCCAACTTTAAAATTAAGGATTCTCAGGTCCCTGTGTAGAGCAGTGAAAATAAGATGTG 

CGTATGTGTGTGTATGCCTGGAGAATTGGTGTTTCACTTCAGTGAGAGGATTGGCTGTGAGC 

TTCAGACCAGGAAATGTGTCATCTTGCCAGGCACCTGGCTGAGTGTGCTGGAGTGAGGATC 

TTGAACAGAAACTTCCTTTTCTGTTATTATTCACTACGAAGCTAAAATGGCCAAATATATACCG 

TGAAAATTGGTTTCATTTAACAAAAGATCAGATCCCTCCTTCAGCTGTACACATTTTTAAATAA 

AATCATATTGAACTAAAAAAAAAAAAAGTAAATTCTGCGNNNNN 

>1356 

>1357 

>1358 

>1359 

>1360 

NNAGCTGCCGATACTACTACTAAATTCGCGCCCGGCTGCACCAAGGATTGGCCCAT 
ACCTGATATGATCCCTTCCAGTGCGGTTGCAGGGAATCTCTTATTCGATGTTGTTTTCAGCCA 
ACAACATCTCCAGGTTGTAGGCCATGGTCTCTGTTACCTTTATCTCCCTGGAGCTCATTGCG 
AACGGAATCCTTTATTAATTTG^3C^TTTATGJ^AGJ3^ 

GAGGATATCACCTTTMGAAGTACAGGTTCATMGCTCTTTTATCTAGCCACATAGGCCTTCT 

TGTTATTATTTCAAAGAAAGAGACTTGACGTTTTATGAGTGGGGTGGATTGTAGGTTGAGCA 

GAACTAATGGGAGAGGTGCTGGCTAGAGAAAGTTAAAAATTTCTGTTAGCTTTGCATTGAGC 

TTTTTMTATCATTTGTTCATTTCACCAGTTCAGAGGATTGGGGGTGATGGGCACAACAGAAA 

TGATGGAATATAGGCCAAATGTTACAAATAGATAAAATTACCTGACCAGTGAAGTGTGTTCCT 

CAGTCGCCATGGAGCTCAGANNNNN 

>1361 

TTTttattTTTTTTTGAAAAGCTAGTAGTCTATATATCTATATATCTATCTATATaaaCtAcTA 
GCTTTTGATAGATATTGTGTTTACATAGTCCACAAGTTAAATGCAGGTATCCATAAGAAGAGC 
ATTAACAATAAAAATACAATCTGTGTGTAGCCAAGTACAGAGACTTAAAATGGTAAAACAGCA 
AAAAGGATCTCACAAAAGTACAAATATACAGTACAAATTGATTTATTTAAAACAGTTACAAAAA 
AGCACAACAAAATAGAGATTATCCTTAGAATTATTAATGCTTTGTTAAAGATCAGGTAGGATTA 
GAGGGTAAGAAATGGTATTGGGTGGAGGGAGCACCTGACTAGTTCTAAGGCTTTAGATACA 
ATGCAGTTGATTACATATTAATTCAGCCATTACATACTGGGGATAGTAGATGGGGGATCAGTA 
ATTTATCTACAGGGAACTCCTACACAGATCCATCCAGACCTCCCCAGTGCCATCCTTCTCCA 
CTCCTTAGGACCCTAAAGCCACCTGGATGACAACATTCCCATCCTTTCTCCACCCCATTCCC 
TATCCGTATATTCTTCCCTCGCCTAAGGTGCTGTGCAAGCTGAGAGCAGTCTGCTCTCTGCA 
GCTGGATCATATACTGTTTTGGCTACAGGGATCCTGTGTGACTAAGAAGGTTGTAGGGGACA 
GCCTTATTTTAATACTTTAAGTTAGCCATGAGTACAGTCAGTCCCTCCCCCAACACAATCTAG 
ATTCTCTTGAATGCAAGTATCAGTCAAGTGAGGGATCAACCCTGCCTTCAGCAATACCAGCA 
ATGCACTAACCACTCACAGCTCACAACTACGTGCAAACTCCCTGCCCAGGGGGTGGGTGTA 
AAACCACTGTGTCATCAGCTCACACTCTTTCTCTGAAGAACCTCAGTCCCCATGACAGTCATA 
AAGACAAATAAATGCTTGCAAGTTTGACAACAGGTAAAGGCACATGGGCTGCTGCCACACAC 
ACTGCAGGCAAGAACCCAATTTGAGGCCATCTTCACTGCTGGGCATTTGCAGTGGAATGGC 
TTTGGGATCACAAAACTTTGAGTTCGCAATCTACCGGGGGGATCTAGGTTTAACTGGAGAAC 
TAATAAAGAAACCTTTAGTGTGAAAAGTGCATTTATGACTATTGTTCCTGCTGGGGAGGCAG 
CAGGGCAAACTCCAACACCTCTCCTCCTTCCGCCCCAGGCACTGTGCATAGTCTGCAGCTA 
AGGAGAGAGTGCAGTCGACTCTAGCATCTCTGGGGCCAGTGTCATCATAGGCCCAGACCAG 
GCTTCT GGTCC AAAGATGGATCCTAGAGTTGAAAGAGCAACTGACAGCTGCAAAGACCCAG 
ATGCTTATTTTATTATTGCATAATGTGggaGACCTTCCccTACCCCAGGAAAGCTGGAGAGTGA 
AGGCTTCCCAGCAAAGGGCAAACAGGTTCCTGATCGACATCCAACCTAATAAGGTTCAGCTC 
CTCAACTGTAGTGTACACTTTTGCCCATCTGGAAGGTACTATAGCTTCAGTGTGGTTTAGTAA 
AC7TAGCCTAGGAGGCCAAGATGTCTCCCTAAMCTTAGTCTCTGTCCTATTTACTTTGTTTA 
TMGACTGTGACCTMCTTCCCATGGCCMTTCAATCGACTAGGTTATCTTTACTCCAATGGA 
CCCAGGCCTTTTCCCAGTCAATCCATGTCCAACCCTTCATCTCCAGCGTGATCACTCAACTC 
TTCAACATGCCTGCTTGCTGCAGGTTTAAACCACACCACCATCCTGTGCTTCCCCCTAAATC 
GCCCATGATGCCCGCAGGTAAAAATAAAACTAAACCCCACTTGAGGTGCTATTTCAGCCAAA 
CTTTAAACCCTCTCCGAACTCCAGAATCCACCTAACTGGAGCTGGACGAACTTCACTGGGAT 
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GCTGGCATGGGCCCTAATGTGGTTCccTTCATTTAGtTTTTaaacAGGATACaaGATACCACAAA 

GGAAAGAaGTTAATacaacAGAAGACAccactagtagaaacctgcttgtttctccctcacagatagtcagacatttggagc 

caaagggcTCccaaCAGCACTGaaGccTTATccctttggATTTACCAGCCCACCAGCAGCATTTCATAC 

CATCCCTATCGAACATGACTTCGCTATAAAATAACATGGCCTAACACAGGTAAGAATGAACC 

GGACGCCTACACTTAATCTACATGGCCAAAGACATGGAAGGATAGGGAGCTGTAGAGGACA 

GCAGGCAGGACAGTGAGCGGACAGCAGCAGTGGCAAAGCAGCGCAGGGCAAAGCCCTTG 

GTGTTATGACCAACTGGGACCAAGAATATAGAAGGACCAGCCCAGATTGGCTGGGGGCCCT 

CCCTCAGGTACAAGTACTCAGCTCTGAACTCCCAGAGCCCCTTCCCCCCATGCCACCTCTTC 

CTCATGTATACTAATCTTGATAGGAATGATTCAAGACTTGGCTTATTATCCATCCATGACTGG 

GTTCCCCTATTCCCMATTGGTATACACATTTTTATACAGCGCCAGACAGTCAGCAGTCCTCC 

TTTCTATTCCTAAGAGCTGGAAATGTCCTACTGCTGACAAGGGACAGGCTCTGGCCCTTGTC 

AACTGCTCATTCTTAAAAAGTTGGCAACTTCCCACTAAAATACTCGCTAAAAACTGCTCTCAT 

GTCTCCTGCAAACTCAGGAAATTCCTATAAGGAAGAATGGACACACCACAGGTTAGTCATAT 

TTTTCATGCCTGGAGGAAAAGACTAAACTAGAGGTTAAAGGCAAGGGGGAGGCCACAGCTC 

TGACCGAGATTTAGAGCACAGAGATTCTTTTCCTGGGGACCATATTTTATGACAGATACCTTT 

GCAGCTCAGCAAAATCAAGTATTAATATGTTATATATGCATGGAACGATATTGTGGTATTACA 

GGAACTGCTGGTATTGCTTCACCAGCAAGAGACAGCAACAGAAAGGTCAGGGCCCAACTTG 

CCAGGGTCCTCAAGAATTJCTCTTra^M^ 

AAGTAGCCCAAGTGGAAGGTGATTTGATCTAAACTAATTGGTCTGTATCTGGTTAGACATAG 

GTTTGCCCCATAAGGAGAAAGCTCAGCTTGTGTCCTTGCAGACACTGCTTGAGCATCTActgtg 

tacatgtcactaaattcagttgatgagccttcctatgaggaaggacgcttgtgagaaacccatgcaaacaatgaactctaggaatgagtt 

gctcatgaaacagccagagatgaggccttctcccaaggccttctcatttgaggggattcctcaagactcgtccacccagggcccccatct 

gtagggatactagccagagaaagcagcattcagagaatcgggtgtacagaggaaggggataaagatatgatcccaaatgcagtac 

aaatgttggcgtctggttctgacacaaaccagatactgaagcactcacggtcaggtcagcaacctcctttgatggacccccatgagctga 

ctgaccaggcaaacgtgctttcaaggaatgaaagagtggagggtagggcttgtagcaaacaagccagtttcagtcactctgttccccca 

ggagtacaacctttagcacctgaacactaagaatgactccattctcagaacttcccactccccccaggaggtagGTAAGATTATT 

TATCCCCATTTGGCAGGTGGGGAGGAAGTGAAAGAGCCAGAGGTCACGAGACTTGCCGAAA 

GTCCTTGACAGAGCAGAGATCAGACCTCAGAGGTTTGGACTCCTGATGCCAGGCCAGGTCT 

CGGCCAATCCAAGTATACCTTATAAAGGACACGCCAGGATCATAGCCTGGGAGAAGTCTAAC 

CAGAGAGCTGCGTGGACAATACCCTGAGTTGCCTTCAAGAGTCTAAAGACCCCCAAAAAACA 

AACAAAAAAACTTACCCACCTGAAAGCTAGTGGGGGAGCCTAATTCCCAATACCCAGTGGAA 

CCCCACGGTCTGAGCTGATGCTAAAAGTTGTGAAGAAAATGTGGGATTAAGACATTGGTGG 

GGGGTAGGGGGGGTGCCAATGCAACCAAGATTGAAAATACTTTTTGCAGAGGAATATACCA 

ACACAAAATGACATCTATTCAGGTACTGAAATGTTATCAAGACTATCCTAGAATCTTAGAGCT 

GGTGGTGGGAGGGGATGGCTTGGAGGCACCAGAATGCTGGGAGAAGCAGTGGAATAAGAC 

AGGAGGGGCATATGGGACATGTGAAAATGCCATGATGGGCACTGCCCAGCCACGCATTCGC 

CCTGgcccaGGGCATAGTTCXJCTTCTTGTTTCtTCACCAAgctGTttggcagtggaagtGGAGGGGACA 

TGaMgagattttaAAAATagagATTATAgcTGAAGGggaaaccaGAGAGACCCCCTACCCAccaaaaacT 

AgaGGtcTTGGtCAGagtggacAAaacCAACTTTGCAGACAAGGAAAggcAGtgcagCTACAAATgaGG 

CCCAGGTCACGACACCATGCAgcGGTCAGCGCAGCAgaaGGGTGGGGGTGGCGCAGGCACT 

TGGGCACAACACAGACAAAGGTGGGGGGTCAGTGCctgGAAAAAGGGTctACTAGTTCTaaagT 

caccattaccAGCAAGATTCTGTGAGATTtCAAAGTGGGtctggcaTGCTGAgttgaaggaGCTTTGTTA 

GTGAGCTACCTTTCCagaGGGCCTGCCTAGAACCCAGTCAGCCTGGCTATCAAGTCTTTCTC 

CCAAAGTCCCCTGACTGAGTCCXJTGGCAAGGTAGTACTTCActCTGAACCCTGAAGGGGCTC 

TCCCTCCGGGCCCCCGTGCTGCTAGAAGCCTTGTAGGCAGAATGGTGAGGAGAGATGGGG 

AAGGGCTATGAAGCAGAGGATCAAGCAGAGTCCTGCAGATGAGAGTGCTCCTCCCCCACAC 

ACCCAGCCATAGACATctggAACAAAATCACCCTTTAAAGTGCGCATCTCTCACAAGAAGGGTT 

CTGGGTGGGAACCCtcTTATTTCCAACCTTGGGGCCTCCTGCCCTTCTACCACAAAAAAGAAA 

AAAAACTTCTGACAGTTTAAttgctacTATAAGCTGTGGATCAT^ 

CCTCCCCggAcgcGTgggtcGACTC 

>1362 

>1363 

>1364. 

>1365 . 

>1366 

NNNNNNNNNAAATTTCCTATTCTGATAGCAATAATAAGAAGTAGGAAATTTCACATAG 
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TCAGCAACCTAACACTGTGAGAAAGAATCCAAGTAGCAGGTCATTAAAACAGATGGCATTTA 

GGAAAGTAAACTTATTCAAAACATATTCTTGTAAGTAAATATGTACCACAACGTTTCTACTCTA 

TTGTGTAAGCTTTAAATACAAAAATACCACAACCACTCCCGGACT CCTCCATTAT TTCAGTAA 

TACTGGCTGCCCTAG I I I 1 1 CAGGATACATCATGCAAATAAGTTCTTTTATTTTTCAAATTATT 

TTATTCCTAAAGTATCTTTAATTTTTCTTTTTGGTTATACAGCTTATAGAATAAACAAGTCACAA 

GAATCTTCATTTGTTTCTAAAGTATA TAATT CTACAAAAGTTGTTTTACTCAATGTGAATTAAAA 

TTTGCAAGTCTAAAAAAATAAAAAAATTTTAAAAAGTAAAAAAATTTGCAAGTCATTTAACTTG 

GTGTCTTTTATATTATCTTCAGATGACAATTGCTCTCAGATGACTATTAAACTCAAAGATGCAA 

TACAGTTAAATCTTCCTTTCTTTGTAAAATTACTGTTGTTCAATTAGCAAGAGNN 

>1367 

NCCGGTTCCCCAI I I I I I I I IGAACCACAGTCTCACTCTCACCCAGGCTGGAGTGCA 
GTGGCACAATCTCAGCTCACTGCAAGCTCCGCCTCCTGGGTTCACGCCATTCTCCCACCTC 
AGCCTCCCGAGTAGCTGGGACTACAGGCGTGCGCCACCATGCCCAGCTAATTTTTTGTACTT 
TTAGTAGAGACGGGGTTTCACCGTGTTGGCCAGGATGGTCTCGATCTCCTGACCTTGTGATC 
TGCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCTGCCGCACCCGGCCGT 
TCCCAI I I I I I ATTGGTGCCAACATTTCAAAACTTCATACTGTTTATAAACTGATTTTCTGGTTT 
ATTTCTACTGTAATCTCTCAATATTCATAGAAGATGAAGAAATAAGTCTGACAACACTAAAGAA 
ATTTCTTAATATACTATTATTA^MTA^JA^A^GJ^AAAAGATAAT.GTTAXCCAGTTACAAAGG 
AATrrGGATGATAATTATAACTTAATGTTAGAGATGGTAAAGCTGCACTTACTTGAACAGCCC 
AAAAGCATTAAAAATCTATTTCCAGAGGAATGTTTTGCTATGTAGGGAAATTTTGAAGTAGTTT 
TTGCTAAAAAATTATTTCTAGAGTTGTGTTATTCTTAGCAGTAATCTTGGCTAGAAATGTTTTT 
GTGATTTATGCGATTAAACGAAATGATAAAGATAAAACCATATTATTAAATACCTATATATCAC 
AGCTAAGTAGGAGAAAGGGAGACC I I I I I ATTTTGTTCAGGTAGGAGTATTTCTTGTGTATTT 
TAGAAACAATTA I I I I ICCCATTATTTCTTATGAGATTAGTTGTTTCAAGTAGGAGACAGAAAA 
GTTCTGTTTTGTTGGAAATGTAGGTTTTAGATGTATCTTTCAGTCAGCTCTCAGTCACTAGAC 
TATTTCAT A I I I I I I GAAATG I 1 1 1 I GAAAATTATGACTAGCCCATTTTTTGTCCTTTATTCAAC 
ATACTTATCCTCTGAACACATAAATAAGTGAATAAGATAAAAATATCTTTACCTTATTAATATTA 
TACATACTTGAAAAAAATTTCATTTAGAAACCTAGTTCAGAATCTGAGCAAATTTACAAGTGAC 
CTCTGTAATAAATGGTATTGATAATCAGAGAATGTATTTCAGAATACTACAGTACAATATATTA 
TGAAGCATGACCACTTTATTTTGAAACTTAGCAATTGTATTGCTGGGGTTTATTGTATCTGTA 
GCATGTCACTGATTATTTCAGTTAGTTTTATAATGATTTTTAAAAAACATATCTATTTGGAATAA 
GATACAGCAACAATCATTGCTACTGACTTGTTCAACCCCTTAGTTACACTGTATGATCCACAT 
ATAACAAGATACAGTGGAATGGCCCATACAGTATATTACTGTTGTGTGATGATGGGCTTTGG 
AGCCGGTTGGTTTGAMGGCTTTGTCTTCTTCTGGGCTGGCAGAGTTTCTCCCTGGTCCCCC 
TA A I I 1 1 I CCCCTTTGTTCTTTTTCGCGGGACAGGTGTTCTGGGGCGGCGCCCCCAATTCCT 
GGCCTGTTTTACACAACTCCCCCGGGCGGTTGAAGCCCCCTTGAGCCGTGAAAGCGCTGGA 
GNN 

>1368 

ACATATGATGGGGCCAATGCACAATACTTTTATCACAATCAACI 1 1 I I CTTTGTATCC 
CTATTTCAATGAGCAGTCAGTCTCAAGAGGTTACTGCATTTCAGTTCTTTCTGGACATGGGTA 
CTTGTGATCACACTACGGGAATCTCTGTGGTATATACCTGGGGCCATTCTAGGCTCTTTCAA 
GTGACTTTTGGAAATCAACCTTTTTTATTTGGGGGGGAGGATGGGGAAAAGAGCTGAGAGTT 
TATGCTG AAATGGATTTATAGAA I I I 1 1 GGAAATCTATTTTTAGTGTTTGTTCG I I I I I I IAACT 
GTTCATTCCTTTGTGCAGAGTGTATATCTCTGCCTGGGCAAGAGTGTGGAGGTGCCG AGGT 
GTCTTCATTCTCTCGCACATTTCCACAGCACCTGCT AAGTTTGTATTTAATGG I I I I IGI 1 1 1 1 
G l I I I I GTTTGTTTCTTGCTCTTTATTAAACCCCTTCCCCAG I 1 1 I I 1 1 1 1 I ATACTTTAAACCC 
CGCTCCTCATGGCCTTGGCCCTTTCTGAAGCTGCTTCCTCTTATAAAATAGCTTTTGCCGAAA 
CATAG I 1 1 1 1 1 1 1 1 AGCAGATCCCAAAATATAATGAAGGGGATGGTGGGATATTTGTGTCTGT 
GTTCTTATAATATATTATTATTCTTCCTTGGTTCTAGAAAAATAGATAAATATA 1 1 1 1 1 1 1 CAGG 
AMTAGTGTGGTGTTTCCAGTTTGATGTTGCTGGGTGGTTGAGTGAGTGAATTTTCATGTGG 
CTGGGTGGGTTTTTGCC I 1 1 I ICTCTTGCCCTGTTCCTGGTGCCTTCTGATGGGGCTGGAAT 
AGTTGAGGTGGATGGTTCTACCCTTTCTGCCTrCTGTlTGGGACCCAGCTGGTGTTCTTTGG 
GTTGCTTTCTTCAGGCTCTAGGGCTGTGCTATCCAATACAGTAACCACATGCGGCTGTTTAA 
AGTTGGGCCAATTTAAATCACATAAGATTTACCATTCCTTCCTCAGTTGCACTAACCACGTTT 
CT AGAGGCGTCACTGTGTGTGGGTCCAGGGCTACTGTACTGACAGCGAGAGCATGTCCTCC 
GGTTGGACAGCACTATTCTAGAGAACTATGCTGGCGTGTCCAGTCACAGCCTCAGCTGTGC 
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TGGGACGACCCTTGTCTCCCTGGGTAGGAGGTGGGGGAATNGANNCGGGGNGTGNTTGTG 

TNTGGTGTTGTCAGAGGATTTATTTAA AGTAT TATTGTAATACAGAACTATGTACATTTTTATT 

ACTATACCGTATTATCTTACAAATATGATTTTGGAAGCATGATAAATGTATAAATGTAGCCAAC 

ATGTGCAACTGTTACATGAGGGGCCAGAGGCACTCATGGGAAAATCGGCTATGGGTTCTTT 

GTACACACCCAAGACCCATGTGGAGGCATCTGATTATGAGGCCACGCTCATATTAAGGGGA 

TTTTACCCACATGATCAGCTGGCTGCCGATTCTCACTTGAAATATGGCTCTGCGCGTATTGG 

CGATCATTTCTACGGCCTTTACCCTCCGCATTTACCTGTATTTTTCGAGTTAGGAACCTCTCA 

GTCCN 

>1369 

NNNNNGGTTTAGGCATAAAGTTTATTCATCCAAAAATAAAGATCCCCATATTTCCATC 
TACTATGAGTTTTCCATCATGCTTA GTATTAA CCAATAATTTATACTCCACTACTGATACTTGC 
T AATTG AATTACACTTCTGATG ATCA I I I I I I I I I I I CAAATGACATAGTGAGAGTTATGATCG 
GTTACTTGGGTTGTAAGGATTGAAAACATACCTAGATCATATAAATTTGTGAAGGTTTTGCCA 
TCACAAGCATTATAGGGAATAATGAACATCAACTATCCTACAGCTAAACCTAATGAAGACCAA 
ATTGCCTCCAAGGTCAAAACAATATTT CTTTG TGCTCAAAAGTGGTTCACATAATTGATGCTG 
CATTGACGCTGTCTATAGAGATTCTAGTTTTCTCCACATTTTCTCTAI 1 1 I I CAATTTCCTTTCT 
TTTCACTGGGGTCTATTGTTCTTTAACAGAAGTAATGGCCTTTTGTAAATATATAATTTTCACG 
TTGTAAGCATTCTTTCCAAGCTAGCTGCCCATCATCACGTTTTGGCTAGTCCCAGTCTC-TGGT 

catagmcacttgtccacactctaMttctctctgttctccatagcccccactcatctaattc 

ctatagtcttttaactcaaagccttcaacttatgtacagctttctctgcctcacgtttcaagct 

taatgcatcatcttaattc atct ttcgacatctatttctactacatgctgctctctttctctatc 

ttatatctcccagaatatgttttatttcaacaaatcgctaatctgtgccaggcattgttattag 

caaaatgataagccctgcatgtagcaaagttcctgccttcactgcatatgcattaacagctct 

gattagtccacttaaaaaccattgttcctgtcgtgcagaactccan 

>1370 
>1371 

- ACTGTCGTTTCCTTCCTACCTCGTCCTCACCCCACCCCGAGTGAAACTTTTCGAGTG 
TGMCCTTACTTTTTTCCCGTTCTCCTCAAGGCAGTTTGAACGACACAGGTTTGGAAGGAATA 
GTTAACTCTCCAGTATTATTGGAACATCTGGACACCACCAACAAAAAATCTTAGAAAAGGGTC 
ATTTAAGGCCTATAAAAAGTGCCACCTTTCCCAGAATTAATTCAGAGAGAAAAATCTTATCTG 
CCTCCTGGCAGCTACAGCGCAG AAAG N 
>1372 
>1373 
>1374 

NNAAGACCTGTAGAC TCAAG CACTTTCTCTGCI I I I 1 1 GTATCTTATCTTGGACACTT 
ATGCTGAATTATGTTCTTATTATTTTCACTGGTTATAAGCTATTCCTTGTACATAATATTTAAAC 
TATCCAAATATCCAGCATACATTTCCATGTGGCTGCCATCGGCTGTTGATGCCATGAATGAAA 
TGGCTGGTTAGAAAGCCAAAGGTCTTCTTTTTTCAATTCCTAATGAATAAGTAAAATGCCAGA 
TCTCTTTGGTCTCAAAGCAAATTGCTCTGATCAGATCAAATATCTATGTAATGAAAAGAGACT 
TACTTAAATTTGGGATTCTGCTTAAACTTTAAGTTGAATTTGACTGTAGTCATTCATTC 1 1 1 1 I A 
TATATCTCTGTCAGGTATGACATTMTTACCAGGTGGTATTATACTCTAC77TGAGTTTGGACA 
TCACTTTCAGTTAAATTTCTGTTGTTATTGTGG CI 1 1 1 1 I I I I 1 1 1 1 1 1 1 1 A AGCCCACTG AAGA 
TGGAAGTAGAGCAGTCTGCCATCTCCTGCTGTTCTTTCTCTGTGCCCCCTAATTGCTTGGTA 
ATCTAAAATTATTCTGACTTTCCACATACTGTCTTTAAAAACCAATTGTAGCAATCTGCCCGCC 
TCCACCCTTTAAGCTAAATCTTTCACTGTGCTGGATACATAGACACTCGATAAATGTGTGATG 
ATAGTTCTAAMTMTTATGCTATATATCAGGGTTCTGTATlTTTGAGCAATATCATTATTCCTA 
TGCTGTGATGTTAMTGGAATTTATTTTACACTAGTAATAGACTGCTTAAGTGGCTGATTTGAA 
ACCTTTCTCTAAAAAAACAAAAACATCTGGCAGATGAGTGACACAAATTCATTCTCTTAAAGG 
ATAG AATTT CAAGTTAAGGATAAGGCACAATAAATAGGCACATAGAGGACATCTGTTTTTGTT 
TTTGGTTTTGGTTTTG I I 1 1 1 1 1 1 IGTCTCTCTGACTAGCTAAACTGCCAACTAGAAGAATGGT 
TGTTATGTAGTAACTCAGAAGAATCTTTTAATAAGI I I CI I G l I 1 1 GTTTCAAAACAAACTTGA 
GC TTCAI 1 101 IGCCACCTCTATTCTTTCTTCCCACGTTGGGTGACTGAACTGATGCTTATTC 
TAGTTTTAGAAGAGGATCCACATTTAATGTAAGGCATAAATATGCCTTTTGCAAATTATTGCTT 
GTTCTC CAGT GAACATTTGATCATATTCAACAGAAATCCACCATATAAACCATAATCCTTGAAT 
TGCCCCTTTTAAAATAGA^GGTTAAAACCAAAAACCTATAAGAGAGAAATGATATTTCATTGT 
ATTGTAGGTTTGGGAATCCTGGTTAGATTTATAATTTCTGGCCGGGTGCGGTGGCTCATGCC 
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TGTATTCCCAGTACTTTGGGAGCCCAAGGTGGGTGGATCACCTGAGGTAAGGAGTTTGAGA 

CCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAGTTAGCTGGGCAT 

GGTGGTGCGCGCCTGTGGTCCCAGCTACTCGGGAGGCTGAGGTGGGAGAATCCCTTGAAC 

CCAGGAGGCACAAGTTGCAGTGAGCTGAGATCATGCCATTGCACTCCAGCCTGGGCAACAG 

AGCGAGACTTCATCTCCAAAAAAAAAAAAAAAAAAAAAGTGCGGCCGCTAGACTAGTCN 

>1375 

acgcgttcGgTCAGCCtcgTGGCGCGCCCACGCCCCCACGCCGGCTCTTCcCGGGGTCC 
TTCCGtgcgCGTTGATATGATTGGCCGGCGAATCGtggttCTCTTTTCCTCCTTGGCTGTCTGAA 
GATAGATCGCCATCATGAACGACACCGTAACTATCCGCACTAGAAAGTTCATGACCAACCGA 
CTACTTCAGAGGAAACAAATGGTCATTGATGTCCTTCACCCCGGGAAGGCGACAGTGCCTAA 
GACAGAAATTCGGGAAAAACTAGCCAAAATGTACAAGACCACACCGGATGCCATCTTTGTAT 
TTGGATTCAGAACTCATTTTGGTGGTGGCAAGACAACTGGCTTTGGCATGATTTATGATTCCC 
TGGATTATGCAAAGAAAAATGAACCCAAACATAGACTTGCAAGACATGGCGTGTATGAGAAG 
AAAAAGACCTCAAGAAAGCAACCGAAAGGAACGCAAGAACAGAATGAAGAAAGTCAGGGGG 
ACTGCAAAGggcCAATGTTGGTGCTGGCAAAAAGAAATGAAGTGTCTAGCAGTGAGCTGGAG 
ATTG GATCACAGCCGAAGGAGTAAAGGTGCTGCAATGATGTTAGCTGTGGCCACTGTGGAT 
TTTTCGCAAGaACattaaTaaaCtaaaaacttca 
>1376 
>1377 

gcgtccgaggaaaaggagtcgtatagggctatcaataggtgcctcccactaaatttt 
cggaaagatgaattaaaaggcatttataaagatcgaatgaaaattggagcaagccttgccga 
tgttgatccaatgcaactagattcttcagtacgatttgatagtgttggtggcctgtctaatca 
tatagcagctctaaaagagatggtggtgtttccattactttatccagaagtctttgaaaaatt 
taaaattcaacccccaagaggttgtttgttttatgggccacctggaactggaaagactctgg 
ttgccagagcacttgccaatgagtgcagtcaaggggataaaagagtagcatttttcatgagg 
aaaggtgctgattgtctaagtaaatgggtaggagaatctgaaagacagctacgattgctgtt 
tgatcaggcctatcagatgcgcccatcaatta i i 1 1 i i 1 1 gacgaaattgatggtctggctcc 
agtacggtcaagcaggcaagatcagattcacagttctattgtttccaccctgctagctcttat 
ggatggattggacagcagaggggaaattgtggtcattggtgctacgaacaggctagattct 
atagatcctgctttacgaaggcctggtcgctttgatagagaattcctctttagcctgcctga 
taaagaggctcgaaaagagattctaaagattcacaccagggattggaatcccaaaccactgg 
acacatttttagaagagctagcagaaaactgtgttggatactgtggagcagatattaaatcaa 
tatgtgctgaagctgctttatgtgctttacgacgacgctacccacagatctataccactagt 
gagaaactgcagttggatctctcttcaa7taatatctcagctaaggatttcgaggtagctatg 
caaaagatgataccagcctcccaaagagctgtgacatcacctgggcaggcactgtccaccg 
ttgtgaaaccactcctgcaaaacactgttgacaagattttagaagccctgcagagagtatttc 
cacatgcagaattcagaacaaataaaacattagactcagatatttc7tgtcctctgctagaaa 
gtgacttggcttacagtgatgatgatgttccatcagtttatgaaaatggactttctcagaaat 
cttctcataaggcaaaagacaattttaattttcttcatttgaatagaaatgcttgttaccaacc 
tatgtcttttcgaccaagaatattgatagtaggagaaccaggatttgggcaaggttctcactt 
ggcaccagctgtcattcatgctttggaaaagtttactgtatatacattagacattcctgttct 
ttttggagttagtactacatcccctgaagaaacatgtgcccaggtgattcgtgaagctaaga 
gaacagcaccaagtatagtgtatgttcctcatatccacgtgtggtgggaaatagttggaccg 
acacttaaagccacatttaccacattattacagmtattccttcatttgctccagttttactac 
ttgcaacttctgacaaaccccattccgctttgccagaagaggtgcaagaattgtttatccgt 
gattatggagagatttttaatgtccagttacxggataaagaagaacggacaaaattttttgaa 
gatttaattctaaaacaagctgctaagcctcctatatcaaaaaagaaagcagttttgcaggct 
ttggaggtactcccagtagcaccaccacctgagccaagatcactgacagcagaagaagtga 
aacgactagaagaacaagaagaagatacatttagagaactgaggattttcttaagaaatgtta 
cacataggcttgctattgacaagcgattccgagtgtttactaagcctgttgaccctgatgag 
gttcctgattatgtcactgtaataaagcaaccaatggacctttcatctgtaatcagtaaaatt 
gatctagacaagtatctgactgtgaaagactatttgagagatattgatctaatctgtagtaat 
gccttagaatacaatccagatagagatcctggagatcgtcttattaggcatagagcctgtgc 
tttaagagatactgcctatgccataattaaagaagaacttgatgaagactttgagcagctctg 
tgaagaaattCaggaatctagaaagaaaagaggttgtagctcctccaaatatgccccgtctt 
actaccatgtgatgccaaagcaaaattccactcttgttggtgataaaagatcagacccagag 
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CAGAATGAAAAGCTAAAGACACCGAGTACTCCTGTGGCTTGCAGCACTCCTGCTCAGTTGAA 

GAGGAAAATTCGCAAAAAGTCAAACTGGTACTTAGGCACCATAAAAAAGCGAAGGAAGATTT 

CACAGGCAAAGGATGATAGCCAGAATGCCATAGATCACAAAATTGAGAGTGATACAGAGGAA 

ACTCAAGACACAAGTGTAGATCATAATGAGACCGGAAACACAGGAGAGTCTTCGGTGGAAG 

AAAATGAAAAACAGCAAAATGCCTCTGAAAGCAAACTGGAATTGAGAAATAATTCAAATACTT 

GTAATATAGAGAATGAGCTTGAAGACTCTAGGAAGACTACAGCATGTACAGAATTGAGAGAC 

AAGATTGCTTGTAATGGAGATGCTTCTAGCTCTCAGATAATACATATTTCTGATGAAAATGAA 

GGAAAAGAAATGTGTGTTCTGCGAATGACTCGAGCTAGACGTTCCCAGGTAGAACAGCAGC 

AGCTCATCACTGTTGAAAAGGCTTTGGCAATTCTTTCTCAGCCTACACCCTCACTTGTTGTGG 

ATCATGAGCGATTAAAAAATCTTTTGAAGACTGTTGTTAAAAAAAGTCAAAACTACAACATATT 

TCAGTTGGAAAATTTGTATGCAGTAATCAGCCAATGTATTTATCGGCATCGCAAGGACCATGA 

TAAAACATCACTTATTCAGAAAATGGAGCAAGAGGTAGAAAACTTCAGTTGTTCCAGATGATG 

ATGTCATGGTATCGAGTATTCTTTATATTCAGTTCCTATTTAAGTCATTTTTGTCATGTCCGCC 

TAATTGATGTAGTATGAAACCCTGCATCTTTAAGGAAAAGATTAAAATAGTAAAATAAAAGTAT 

TTAAACTTTCCTGATATTTATGTACATATTAAGATAAATGTCATGTGTAAGATAACTGATAAATA 

TTGGAACTTTGCTAGAACAAGACCCTGTAGTAATAGTAATAATAGTTGAAGTTTGGCCAACTC 

TTMTAAAGTTATTTTGGTAACTAATGTTTTATGGCACTTAAGAATAATTAGCAGCGTTA 

TTGTTTGTATTAAGCACTTTTAATTTTATCCTTCCTAAA^TAG^ 

CTTACTTAACCATTGTGTCCTTCCCATCTTTTTTCT 

CCCATCTGCCTTGAGATTCCCTTGTCTTCACTTAAAAGCCAGAGTGCAAGTCATGATTTGCG 
GGAGGGCTCTTGAACCACTTCTGGCTGCACCACAATTCTGTAC TTGAG TATCACAGTCATTG 
TTTTTGAGACAAACATTTTTATAATTCTAATTTGGGTTAATAAAGA 

TACTTTTGTAATTATATACACAACAAATGTATTAATAACTACCTTGTTAAACACCTTTTAATAGC 
ACAAGG1 I I I I ATATTTGCAAGCTGTTGATATCTTTCT AAAAC TGTTTAGGTTATAGTCTATTG 
ATACTTTTTATATACAATTTTATAAATAT 

ATTTCTTAAGGTTAAAAGCATGCACTTCCATGCATACTTGCTTTTGGGGAGAGTGGGGAGAA 

GACATTCTAATAATCAGTTTGTGAAATAGCTTCTGTTGGAAACCTTTTGAGGGGA ATAAG GAA 

TGGTCATCTAAAATGAGAGATTCTGGATTTTAATGCAGTTCAAAGTTGAGCTGTATTTTTGTT 

GTTGATTTATCTGGA I I I I I I I I AAAGCCTTCTAAAACCCAGTGAATTCAATACCTTAATTAGT 

ACATACTATCTTATGTAATGCATAAAGCAATGCCAGTCACTGAGAACATTTAAATATATTTATA 

TTCCTGGAGATACACATTCTCATTTTTGTTGGTTTATTATAAATTATTCTTCTAGA 

TATAACTAGGATTTCATTTTGTGTGTATAGCTTATGTMTAMTTTTAAAGGTGAAAACTCTCT 

TAAATTTGTTTCTATTTCTTAAGTATTTTAAAACATAGCAAAGATAATTCTGTGCAAAAGAAGT 

GTAAAGTCTGTTCTTTCATATATTACTGTGAAAAATTTAAAGTGCTGTTGACACTGGAATGTTT 

TTATATGGTANNNN 

>1378 

NNGTGCGATCTCGGTTACGTGCGTTTTCTCGGAATTTTATTTCCGCTCCCTTATTTG 
GGGGNCCCCGCGCGATTTCCCCACCGTGGGGAC CAAAA AAACTTGGGTCCAAGGAGAACC 
ACCTTATGACCCAATGGCGCAATTCCAAACGCCCGTTTTGTCCGCGCGCGCCCCGCGCGAT 
TAGATAGCGCCTCGGGA I I I I I I I I 1 1 1 1 II I I I I I I 1 1 1 1 GGTAAAAAAAAATTACTGTTTATT 
AAAGTACAACCATAGAGGATGGTCTTACAGCAGGCAGTATCCTGTTTGAGGAAAGCAAGAAT 
CAGAGAAGGAACATACCCCTTACAAATGAAAAATTCCACTCAAAATAGGGACTATCTATCTTA 
ATACTAAGGAACCAACAATCTTCCTGTTTAAAAAACCACATGGCACAGAGAT TCTGAA CTAAA 
GTGCTGCACTCAAATGATGGGAAGTCCGGCCCCAGTACACAGGGGCTTGACTTTTTCAACTT 
CGTTTCCTTTGTTGGAGTCAAAAAGAACCACTTGTGGTTCTAAAAGGTGTGAAG GTGAT TTAA 
GGGCCCAGGTCAGCCACTGTTTGTTTACAAAATCAGGTMCTMCTGCATACACTTTTTCTCT 
TTCCATGACATCAAGACTTTGCTAAAGACATGAAGCCACGGGTGCCAGAAGCTACTGCGATG 
CCCCGGGAGTTAGCCCCCTGGTAATAGCTGTAAACTTCCAATTTCTAGCCATACGCTCAGCT 
CATCCATGCCTCAGAAGTGCATCTGGAGAGAACAGGTTTCTAAGCATAAAAGATGAAAGAGC 
AGTTGGACTTTTTAAAAATTCAGCAAAGTGGTTCCCTCTCTTAGGGACAGTCAAAACCAAGTC 
ACTTAGGTAGTACCAAAATAAATAAGGAAAAGCTTAGCTTTAGAAACAGTGCAACACTGGTCT 
GGTGTT(XAGTGGTAAGCTATGTCCCAGGAATCAGTTTAAAAGCACGACAGTGGATGCTGG 
GTCCATATCACACACATTGCTGTGAACAGGAAACTCCTGTGACCACAACATGAGGCCACTGG 
AGACGCATATGAGTAAGGGCACTGACGGACTCATGATTTCTTCTTACCAGATGCTTTCCTGT 
TCTTTAAGAGTTTAAAATCATCAGAAAGGAAAAACAAACTCTATATTGTTCAGCATGCAATACA 
TACCACGCTAGGGCTGGCTCAATTGAAAGTGGGCAAAAGCTTACAAATACTAAAAAGAAGTG 
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CTGCCGCGCAGTGTGGAGGCCACTGTTTGGAAATAAATCTTCCTAACACTACGACTTTTCAT 

GTTTTGGAGTGGACTTTTAAAAAAGTTTTCCAACCACAATGGAAACAGGTTGAACCACACTGC 

GCCTACACATCCATCCATACGTCAGCCATTATAATCAGATTCTCACTGGGGGAGGCATTTTC 

TTCCCAAAGGAGCTGTATGCAGTCATCACCCGGAACTAATGGGAAAGTGTTCTTAAGCAGCA 

AGTGACTCTGGACCACCTCTCTCACACACTGACTCTTCCACAGCATCTTCACCTGCTTCTGTT 

TCACTTGAATTCATACAGTAGGCCACCATTTTATAACAGGTCTTAGTGTAAATTCTTCCAGAC 

CAAGTCTGAGATAGTCTTGGTTGTAAAGCAAGACCGTCACCCCTTCTCCCAAAGCCAACATT 

ATAAAAAGATTCCATTGTCTCAAACACAAATGTTCCAGTCTTGAGCACTTCCCAGCCATGGTG 

ACTCGGGCATATCCTGGCAGTTGGTGGA TTTT GCCCTGTAACACAATCCTTGTGGATATGAT 

TCAAAGGTGACTTTAATTCAGAGAATGTGTTTTCCTTTCTGTTTTAAAAATATTTGAATTAAGT 

GATGGAAATTCTTTTGTTAAACATCAAAAGCTTTCTCCTTGAAAAGATGCTTGGTGTATCTGA 

AAGTCAGGTGGGACATTTGGTGCATTCAGAAGGTCAAATCATTCCTGACCTCTCCTCTTAGG 

ACCCAGCATTAACTGCTGCGATACTCAAGGCTTCCTTAAAGGATCACAGCACTGGCGCCTAG 

TTTTACTGTCCAGCAACTTTATTAGTTGTGCTAGCTGAGAATTGGACCATAGAGGCCTTTGAC 

CCTGCCCGTCTNTNTCAAACNAANNNCNNCCCCCCNNNGNTTCNNCCAACAANNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNN 

>1379 

>V380 

ACAGTAATTTTGGAAACCTCTTTGATGTCTGGCTTATAGAAGACACCTGGGTTCTTAT 
ATCTGCTTCTGAATTCGATCTATTGTAATGTGTTATTTTGGCTGAAGTATGTGAAGAAAATACT 
ACCTTACAAAGATATGTATTTTCAAAAGGAAATACATATCAGAAAGTTTGACAGAGCCAGTGG 
GTGATACTAAGGTTGTCAGGATGGATGATGTCTATCTGGAGAGCTGGCAGGAAACAACCAA 
GCCCCTTGAGCGCTCCTTGCAGAGCAAGAACTATGATTGATGTTTTCTTACTCACTTGTAAAT 
TGCGTGATTTTAGCTCTATTTCAATAAC I I I I I CAGAAGACTGTAGATATTCTTCTTTGATACT 
ACATCAGAACTTTGCAAGTAACTTCMGTAGTAATTTCGTAATATTCTTTTTAATAATGTGTAC 
TTTTCCTATCCTATTACAGTAAAAGCCCTTTATATAATATCCTTGTACCTTGGCTGGATCTTCT 
ACTTATTCTTGATTTTGTAACATCATCATTGGTCATCTGGAAAATATTGGTTCACTGAGTTATG 
AAGCTTCCAAATGTTGACACGTGTCATTATATAATATT7TTAAAATCACATTTGTAAATATCATC 
ACCAATCTCATCAGATCAGTCTTTTAAGTGTCAAGGGAACCTGTCAAGTTCACAGTTTGCCAA 
AATTCTAATTTTCTTTCATCTGGAAGCTCCAGTTATATATTGGCAATGAATACTGGGAGTTGTT 
TTCCTAGAAGTGACAGGCCCACCCACATCTGAATAACCAGCTAGTTCACTTTGCCATTCAGT 
CACACAAGTACTTTTCCTTGAGGCCTCCATCATAATCTCAAGTACCAGAGTGCTTTGTATGTA 
TGTCCCGTTTATACACATACATTATTAAAAAGACTGATGCTCAAGGGTAAAAATTTAACAAAAT 
TAATAATTTGCACT 
>1381 

NNNNCGCGGCCGCGTCGACACGGCTGCGAGAAGACGACAGAAGGGGGAACGCTC 
GGCGCTGCCGGGTGAAATCGTAGGACAGTGAAGATGCTGCTGGAATTGTCCGAGGAGCATA 
AGGAACACCTGGCCTTCCTGCCTCAAGTGGACAGCGCGGTGGTCGCCGAGTTTGGGCGGA 
TTGCTGTGGAATTCCTGAGACGCGGCGCAAACCCAAAAATCTACGAAGGCGCCGCCAGAAA 
ACTCAATGTGAGTAGTGACACTGTCCAGCATGGTGTGGAAGGATTAACGTATCTCCTCACTG 
AGAGCTCAAAGCTCATGATTTCTGMCTGGATTTCCAAGACTCTGTTTTTGTTCTGGGATTCT 
CTGMGAATTAAACAAATTGTTGCTTCAGCTTTATCTGGACAACAGAAAAGAGATCAGAACGA 
TTCTGAGTGAATTGGCACCAAGCCTTCCCAGTTATCATAACCTTGAATGGCGACTAGATGTA 
CAGCTTGCAAGTAGAAGTCTCAGGCAACAGATTAAACCAGCAGTGACTATAAAGCTACACCT 
TAATCAAAATGGAGATCACAACACCAAAGTTCTGCAGACAGACCCAGCCACCCTGCTCCATT 
TGGTTCAACAACTGGAACAAG CATT GGAAGAGATGAAGACAAACCACTGTAGGAGAGTTGTT 
CGCAACATCAAGTAGTACCAGTTTr MGGTT TTAATTCATTTGAATCACTTATGAATTGATGAT 
ATACAGCAATTACTTTTCAAAATTAATTTTTTATTAATTCATGATGATAAATACATAGTATTCCT 
CAGTATCTATTCCAAGATACTGAGGTCATAATCAGAAGCTAAGCTGGGTGCAGTGGCTCATG 
CCAGTTATCCCAGCACTTTGGGAGGCCGAGGTGGGCAAATCATGAGGTCAGGAGATTGAGA 
CCTTCCTGGCTAACATGGTGAAACCXXJATCTCTACTAAAAATATAAAAAATTAGCCAGGTGTG 
GTGGCACGCATCTATCAGAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAA 
CCTGGGAGGTGGAGGTTGCAGTGAGCTGAGATTGTGCCACTGCACTCCAGCCTGGGTGAC 
AGAGTGAGACTCCATCTCAAAAATAATAATAATAATAATAAAGTAAAAATAAAAATAAAAAAGT 
AATCAGAAGCTAAAGTAAAGTTCCTTTCCTGGTGCTAACTGTGGTCTTCTTGACACATTAAGA 
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TGTATTTTGTATTTTAAGAGTCTCATGCTCTACCGTTGGAACTAGCCAGATGGCCATTATTTT 

GTATTTTAAATACATAAATAGGATTGAATCAACTAGAAATGAATCTATATGTTCTGTATATATG 

AATGACTATCTTG I I I I IGCTACTTCTTTTGACTGCTTAATTTTATTATTTTCATCTTTATTGATC 

AAATTTGAAAATAAAATTCACAATGTAATACTACTACTATGCAGAATTTTCTAAACAGTTCAGT 

ATTTTTGACTTTTAAAAACACCCCACAGTGTTAATAGCCACAGAATATTGAACATCAATAGGAT 

TTTTMTGCTATATTGTTATAGGCAGTTTATTCATTTTTCTTTGTATATGAAGATGATAAGTATC 

ATATTGCCTAAGTTTGAGTGATCATGGTTAATTAATTGGCTTAAATAGTACTCAAATTTGTGTG 

GTCGTATATTGTATTTTATCAAGGACTAATTCTTCCACCATACCCAAAGCATCTAGGAGACAC 

TCTGTCATTTACATTTACAAATAATGGATGCAGAGAAATATAATCAATTCTTGATTGTCCTGGA 

TACAAATTATAGTCACTTTTTATAATTTGAATAAACTATGATGAGGG AAGGAAGGCCATGTT TA 

TTACATTATAGGCAACTATCCCTTCTCAAAACATAACTTGATTTATGTTTTGTTTTATTTTTTAG 

TAGGGAACCAAAAGCTTTTGGTCTGAAAAACTCAGGTGCTGATTTGTCAGGTCAGCCTGAGA 

GAGTGCAGAGATACTGAGGTCAGCTTAGGGAGAAGAATTGTATGGAAGGGTGGAAATGAGG 

GTTCAGTCTTAACTATGTGTCCAAGACCTTATCCTGAGAGTCTTCATGGAATAATCTAGAAAG 

GGCTGTAGAAGCAATCAAACTCTAAACTGCGCTCTAGACTTTGTCAATACTTTGCTTCGTAAG 

AATTAGGGATTTTCATATCAGAGTGATACCATGTTGCAATCTCTTTAGAGAAGAGAGAGCCTA 

GCAGGGAATAGGCTAGTGGAAGAAAAACATACTTGAGATGGTTACCCATTGGTCCCTGCAG 

GCATCTGGGCCACCCTTTTCCTGT AGGTATATA TTCTG^^ATTGTGAAACAACTATATTATTA 

GATGTCAGCAAACTATAATCAGAMTAATTT^ 

TCATATACAACCTCACAAACAAAAAGAAACTTTATTACGTGAAATAGTAGCATATGTCATTGG 

GTTTAAAAGCAACATGCCTGCAAAACATATGATAAAAAATACCTCTGTAAGGGTTTTTATTTGT 

CCACCTTCGATGGAAGGTAAACATGGCTGATCCCAGCCAAGATGAAACAATAGCCCTTTGTC 

TCCTCAGAACAACCTATCTCCAACTCTTTGTCCACTGTTCTTACCCCAATTAAAACAAGAAAG 

CATGTGCTAATCC I I I I I I A AI I I I I ATCAACCTGCCTTGGCCTCCTTTCACTGTACTCCATTA 

TTCCTTCTGTGATGTTCTACCTTCTTCACCTTTTGAGACCAGGGTGAGTTGGGAGCAGTTTG 

CCTACCTTCTTTTAGAATCTGGGGCTTATCTTTTAGTACAAGCCATTGAATAAGCCTCTTCCTT 

1 1 1 1 1 I GCTCAAACATTCCACATCCTTGTGGATTCCCCTGCATTGTTTGTTTTATATAACATTT 

GATATTTGTTGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCTCCAGT 

ATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACTATCTAAATTTCTACTGAAG 

C I I I I IGGATTATGAGTATGCTGACTTTTCACGATTGGCTGGTGCATGTTTAGACTTAAATGT 

CATATCCTTCATGTCTCAAAGCCAAAATAGTAACATCTCATCTCAGAACAGAGCTGTGACCAC 

ATGCCAATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAGTCTCCTTAAATGTTT 

CACAAMTGTCAACAAGCTTGTTTTGTTATTGATATTTCCGAGATTGGGCACATTTAAGACAG 

TAAACGGGAAAGGTGGTGAAGATGCTATAAGAAGATGCTGTATCTTGAGAATTGAAAAATGA 

GAATCTGACATGGTTTGAAAAATCATGAAGGGTATATATAAAGGATGCATGTGTAGGAGCCA 

TTAAAATTCATAACAGTATGTGCCCCTTCAGCGTTTTAATCTTATGAAGTGGTTAAGAGATAA 

GTCTTCGGAGTTGGACAAAAGGATTTGAATTTAGGTTCTGTGGATTATTATGGGTCCTTGATA 

AATTCTCAAAGCC 1 1 I 1 1 1 1 I IGTTCATCTCTAAAATAGGAATATAGGATTACCTACCACATTG 

ACTCGTAAGGACTATATGAGACCATGTATATAGAATGTTTAACATAGTACCAGGCTTTACAAA 

GAACTCAATAAATGTTTACCATTATTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNN NNNNNN NNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNGGGGGGCCCTTAAATTTTTTAAAAAAAAAAACCCCCCCCCCCTC 

CCCGGGACGNNNNNNNNNNN 

>1382 

>1383 

NCCGCTTTGATATGAATTATTATGCAAAGAATGACAGACATAGAGACTGCAAAGGCC 
AAAGGGACATATGTCTGTCATTCTTTGCATAATAATTCATATCAAAGGGGAGAAACAGCTATT 
TTTTGTCCCTAGAAGTTCTGCTCTTAAGGTTGAAMGAMGTTTGAAAAATCATATCATTTAGG 
TTAGAAGTACTTTGTGTTGTTGGTATCCAAAATTAGGACTCTGAGATTCTTGTGTATTCAGAG 
AATTTTTAGTAGGAAACAAGGACAAATTTGCATATGAAATGAAAATAGTTATTACATGACAAAA 
TATGTAGATCTGATTTCTAGAAACTGAATTAGTCCAAAACAAGTAAGAGTGGGAAAAGCAGTA 
AAAAGTTCTTCTTGAATATTGCTGTTGTCATCCAMGTATTCTTATTTGTTTTAGGTGAAAMTT 
TCCATTACTCTTTTGTGATATTCTCAAAAGAAAGTTTAGGATTTTACAGTGTTC TGAAAT ACTG 
AATCTTAATTCAGTATTTCAATAGAGTATTATTGATTTGCTTCCTTATCAGTGGATTTTTAAATT 
ATTTATTTCTAGGCTATTGMCCTTCTAAAATTTAATCCCAAGTAGGTTTAAAAGCCGGATATC 
TAGGACCAAAGGTTTAAAGACTCTTTTTCTGGGGCATGCTATTATTTAACAGTTTTTTCCTAAA 
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TTGGGTTTTGGTTTTGGGAAACATGAAATAATTGGTTCTTAAAGCAATCCTTAAGGTCTATTA 
GGAAGI 1 1 I I CTAGGCCCAAATAACCCTTTAAGAATTTTAGGGTTAAATTGGCAAGGGACCC 
CGGTGAAAAAAAAAAAAAAAAAAAAACGAGN 
>1384 

NNNNCGTCCGAGTGGTGCTGTTGCCGTGACTGTCTTCCTATTGGCGCCGTGCAGAG 
AGGCGGAATGTTCAACTCCTAACTGCGGCGGAAACGTGGGAGCCGCGCGGGCCGCTGTCG 
TCCCAACCCCCGCCGCCCTCGTCGCGCGCGGGGCCTCCGCGCCCCCGGCTGCTGCTCAC 
GCCCCGCCCGGGAGCCAGATTTTGTGGAAGTATAATACTTTGTCATTATGAGATGTCGTCTC 
TCGGTGCCTCCTTTGTGCAAATTAAATTTGATGACTTGCAGTTTTTTGAAAACTGCGGTGGAG 
GMGTTTTGGGAGTGTTTATCGAGCCAAATGGATATCACAGGACAAGGAGGTGGCTGTAAA 
GAAGCTCCTCAAAATAGAGAAAGAGGCAGAAATACTCAGTGTCCTCAGTCACAGAAACATCA 
TCCAGTTTTATGGAGTAATTCTTGAACCTCCCAACTATGGCATTGTCACAGAATATGCTTCTC 
TGGGATCACTCTATGATTACATTAACAGTAACAGAAGTGAGGAGATGGATATGGATCACATTA 
TGACCTGGGCCACTGATGTAGCCAAAGGAATGCATTATTTACATATGGAGGCTCCTGTCAAG 
GTGATTCACAGAGACCTCAAGTCAAGAAACGTTGTTATAGCTGCTGATGGAGTATTGAAGAT 
CTGTGACTTTGGTGCCTCTCGGTTCCATAACCATACAACACACATGTCCTTGGTTGGAACTTT 
CCCATGGATGGCTCCAGAAGTTATCCAGAGTCTCCCTGTGTCAGAAACTTGTGACACATATT 
CCTATGGTGTGGTTCTCTGGGAGATGJCJAACAAGGG 

ATTACAAGTAGCTTGGCTTGTAGTGGAAAAAAACGAGAGATTAACCATTCCAAGCAGTTGCC 

CCAGAAGTTTTGCTGAACTGTTACATCAGTGTTGGGAAGCTGATGCCAAGAAACGGCCATCA 

TTCAAGCAAATCATTTCAATCCTGGAGTCCATGTCAAATGACACGAGCCTTCCTGACAAGTGT 

AACTCATTCCTACACAACAAGGCGGAGTGGAGGTGCGAAATTGAGGCAACTCTTGAGAGGC 

TAAAGAAACTAGAGCGTGATCTCAGCTTTAAGGAGCAGGAGCTTAAAGAACGAGAAAGACGT 

TTAAAGATGTGGGAGCAAAAGCTGACAGAGCAGTCCAACACCCCGCTGCTGCCTTCCTTTG 

AGATTGGTGCATGGACGGAAGACGATGTGTATTGTTGGGTTCAGCAGCTCGTCAGAAAAGG 

TGACTCTTCAGCAGAGATGAGTGTATATGCAAGCTTGTTTAAAGAAAACAACATTACAGGGAA 

GCGGCTGCTGCTGCTGGAGGAAGAAGACCTGAAAGACATGGGCATTGTCTCCAAGGGGCA 

TATCATTCACTTCAAGTCAGCCATTGAGAAATTAACCCATGATTACATAAATTTGTTTCACTTC 

CCACCACTAATTAAGGACTCAGGAGGTGAACCTGAAGAAAATGAGGAAAAAATAGTGAACCT 

GGAACTGG I I I I IGGTTTTCACTTGAAACCAGGAACTGGCCCACAGGATTGTAAGTGGAAAA 

TGTATATGGAGATGGATGGGGATGAAATTGCAATAACCTACATAAAAGATGTGACATTCAACA 

CTAACCTACCTGATGCGGAGATTTTAAAGATGACAAAGCCACCATTTGTAATGGAGAAGTGG 

ATTGTAGGAATAGCAAAAAGTCAGACTGTGGAGTGCACTGTCACATATGAGAGTGATGTTAG 

AACTCCAAAAAGCACTAAACATGTCCATTTGATTCAGTGGAGTAGAACAAAACCTCAGGATG 

AAGTGAMGCAGTCCAACTTGCCATTCAGACATTATTCACCAATTCAGATGGCAACCCTGGA 

AGCAGGTCCGACTCAAGTGCTGATTGCCAGTGGTTAGATACTCTGAGGATGCGGCAGATTG 

CATCCAACACTTCTTTACAGCGTTCCCAGAGCAATCCTATTCTGGGGTCACCGTTCTTCTCAC 

ACTTTGATGGCCAGGATTCCTACGCTGCTGCTGTGAGACGGCCXJCAGGTGCCCATTAAGTA 

TCAACAGATTACACCTGTGAACCAGTCCAGAAGCTCGTCT CCTAC TCAGTATGGACTGACCA 

AAAACTTCTCTTCCCTACATCTCAACTCTAGGGACAGTGGCTTTTCCAGTGGCAATACTGACA 

CCTCTTCAGAGAGGGGTCGATACTCAGACAGAAGCAGGAACAAATATGGACGTGGTAGTAT 

ATCACTCAATTCTTCTCCTAGAGGAAGATACAGTGGAAAGAGTCAGCATTCXJACTCCTTCAA 

GAGGAAGATACCCTGGAAAGTTCTACAGGGTTTCTCAGTCAGCACTCAATCCTCACCAGTCG 

CCTGACTTCAAGAGAAGCCCXJAGGGACCTCCACCAACCCAACACCATACCAGGGATGCCTT 

TGCACCCTGAGACTGACTCAAGAGCCAGTGAAGAGGACAGCAAAGTCAGCGAAGGGGGCT 

GGACAAMGTGGAATACCGGAAAAAGCCCCACAGGCCATCTCXJCGCCAAAACCAATAAAGA 

GAG^CCAGAGGGGACCACCGTGGATGGAGAAACTTTTGATGAATTGMCTACATAGCTTTT 

CTAAGCAGGTTAAAAAAAAAAAAAAAAAAAGAAATGTAATGGTTTTTGATAATATGATCCCTTC 

AGATTGMTTAACGAAAAGACAACACTTCCAGTTTTTGGATTGGGAAATACCTTCTAATTGAG 

ACTATAGCCAAACCAGGGCCAAAATTATGGATATTGGTCACCX3AGTGATCATAACTAGGCTT 

GAAAATCACTACACATATTTTCTGCCTTGAGTGAACATTTTTAGAGGAAAGGTTATGCCATCT 

TTTTACCCTAACCACTGATATTCTGGTTAGCAGGGCCAGGACAAGGGGAAGG AAAAT GAGGT 

CAACAAAAAAATCAAATTTTTAGGAAAAGATAAGATC 

AGGCTGCAATATGGCCTGGCAAGGCACTGTTACTGATCTTGTCTTTAACATTTTGATATTTTG 
TTCATCATA A I » I 1 I GCATTT A I I I I I I I AAATATTGCATTAAAATATCATTTAGCTTGATTATCG 
AG 1 I M 1 1 GGTTTGAGG 1 I I I I I GTTGCTTC 1 I 1 II 1 CTTTTCTTTCTTTCCCCCTC I 1 I I I I < IG 
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GATGTCCCCTTAAATTTTGTGCC CAAG GCAGGTACCTCACTCATCTCATCCTTGGCTCAGCC 

CTGCTGGTTAGTATTTAGTATTTATTTTAGTAAGATATTTGTGTCTGTATGATGGTCAGAGTTG 

AACTGATCTGGCTTGTCATTTTTCAGTAATAAAAAAAGTTACTGAATTTAATTGTTGAATATGA 

TGCATATCTCATTCATTACGATTTATCAGAAACCAAAGATTTAAATTGCCTAGATTTGTGGTTC 

T7TCTCTTCCTAAGTTCCCAGCGACTGCTTTCAAATACTATTTTCTAAATTTCACCAAAGGAGC 

AAAGAGGATAAAACAACACTCCATAAAGGCCTCTTGGGATGTCAGAAATCTAAAATCTAAAAG 

AAAACAGACACAGAGCAAGACAATAACATCACAAGCTAAAAGCCAGAGAAATTTAAAATTACC 

AACATCCTTGTTGGAGTAAGACAGTAAATATCAGCCTTGCAGCAAGACAGCTCTGAGCAGCT 

GTGGGCAAAGAGGTAAACCAGTGGGGGTGCAAGGAGACTGTCTGCAGCTTAGGGCAGAAA 

TGGTGGGATCCAACTTGTGAAATGCTTCATGTTTTACAAACCAAAAAGTCAGGTAGCAACAAA 

CTTATTGTATGTCAAATCAATAAATGTTACTTTCAATATTCTGAGATTCTGTTCAGCATTCACT 

AACCCTGTTTAGCATTCACTAAGCCCTACATAGGATTCTCAGTGCTCTGN 

>1385 

>1386 

>1387 

>1388 

>1389 

>1390 

>1391 

NNNNNGGTTGTGGGTGGAGGGTGTTTTAAATAACAGCTTTACAGAGAGATATCATTC 
ATAATTCATAAGGTTTTAAC 1 1 I I I I ICI I I I I I I AAGACAAAGTTTTACCTTCTGTCACATTGA 
AAAATCTCCTATATTCTTGAAGATTCTGAGCAATACATTCACGACCCAGGTTTGGGATTTGCA 
TACTATTGGAGAAACTGCTTCCTGAAGATAAACACTTCAAGAATTTGAGAAAATTAAAACTAA 
AACCGAAAACATGAACACAAAGGCACAAAACATTGCCTAACATTGCAGAAAATTACTTTAAAT 
CCTGATATGCTTGTAGAAGAAATAG I I I I I CTTGTTTTGCTTGCAAAACTTTGAGGAATGCAT 
GAACTTCAGAAGGGGAACACCATACAAATGAGATTTTTTTCACTTTAGAGGAATGAGCTAAAA 
GAGAATATGGTTTAGATTAMGAATTATTTTCTTACAGTTGCAGAAGAATTAAGAAGAACTAAN 
N 

>1392 
>1393 

NNNNNNNNNNNNNAAAAGTGATTCAAACAAAACAATAGAATTCTGCTTCTATACATG 
AGAGGATAACTGTTACAGGACACGCTCTCCTACCATAAACAGCTAGAAAAGTTTACAAGTTAT 
TTGAAATAACTGTTTTCAGACATTAAACAACTGGCAGCACAGGACTGTGATCTCTGACAGAG 
GGAAATACACGAAGTACAACTGCCCTACATTTCTGCCTAAAGGCAATTTCCAGACTACACAG 
ACAGAGAGGAAATGCACATAGAGCCCAACTGTCTCTGAAAAGAGACAAGAGAAATCTAATTT 
CTAGGGGGTAGCTAGAATTTTCAGAGCAATGTCCTGGAGAAGAAGTTGTGCACAAGAAGATA 
TTCAAAAATCATCATGAGGGACCCCTTGAATGTTTGGGAGAATACAAATCTGCTTATGTATAG 
GGTGAAAGACCACAGAGCTGATCAAAGTGCAACTATCAGGATCAAGAACAAATTAACGCGAA 
GGTCAAGTGTAAGCNNNNNNN 
>1394 
>1395 

NNATCGACCCCCATTCGCGAGAAGCCCGGCATTGTGTTGGTACCCGGGAATTCGCC 
AAGTCGCCGCAAGCGCGGAACTGGGGTTGCGGCGTCTAAGTGTTTCCGGTGGATTCCCAG 
GGACTGTCGGAGGTGTGGACTCTGCCTGCCTACCTGGTCTGGGAAGATGTTCTACCATATC 
TCCCTAGAGCACGAAATCCTGCTGCACCCGCGCTACTTCGGCCCCAACTTGCTCAACACGG 
TGAAGCAGAAGCTCTTCACCGAGGTGGAGGGGACCTGCACAGGGAAGTATGGCTTTGTAAT 
TGCTGTCACCACCATTGACAATATTGGTGCTGGTGTGATCCAGCCAGGCCGAGGCTTTGTC 
CTTTATCCAGlTAAGTACAAGGCCATTGTTTTCCGGCCATTTAAAGGGGAGGTCGTGGATGC 
TGTTGTCACTCAGGTCAACAAGGTTGGACTCTTCACAGAAATTGGGCCCATGTCTTGCTTCA 
TCTCTCGACATTCCATCCCTTCAGAGATGGAGTTTGATCCTAACTCCAACCCACCATGTTACA 
AGACAATGGATGAGGATATTGTGATTCAGCAGGACGATGAGATCCGCTTAAAGATTGTGGG 
GACCCGTGTGGACMGMTGACATTTTTGCTATtGGCTCCCTGATGGACGATTACTTGGGGC 
TTGTAAGCTGAGCCTGGTGGCCTCCTACCCTTGGTCCTACTCTAGGAAGTGTGATTGTCACA 
CTTATCATGTTGTCCAGAGGTCCAGTCTGGCTGCTGTTGTGGAGGCAAGGAAGGCAACTCA 
TCCCAGAAGGCATCTGGTGCTTCTTGtAGCTTAACTACTGCCTCCTCATTTTTCAGTATGTGT 



Page 350 of 355 



WO 01/42467 



944 

Table 4 



PCT/US00/33312 



TCTAAGTATAAAAAGTCCTTGGTTCTCAAAAAAAACAAAACAACAACACCACACACACAGCAC 

AAACACAAACAACACCGCGGCCTTTCCGGCGGAAACAACAAACAAACCGACAACN 

>1396 

NGTACTCGGTGTGTAGTATTTAGTTCTGTGACTGTGTGGTCGTCTGCTCAGATAGTG 
TGCGATGTCGAGTGGCGGATCGCTTAGTGGGTTTCTCGCGCTGAGGGATGTATGGGCGTC 
GTGTCAGTATGTGATCATGGACTGTTGATGGTGTGGTTGACGNTACAACAGCTGGNCGGGT 
ATATCGATTGCTGGCTCCCTGGGTGAGACCGGGAATGCCCTCAAGCCCCATGGGGTTGTTC 
AAAACCAGCCCGGTGCGCCCCGGCCGTTTTTTTATTGGGTGGAAACCCACCCCTAGTTCGT 
GGCCCGGGTTCCCGGGCACGCGGGGCCCAGGGTTCACCACCCAGGGCCCGGCCCCCAAC 
GAGGTTGTTAAAAGAC I I I I I GGGGCCCCCAGGCCCCCAAAAAGTTGTTTTTG I ITTTTTTTi 
TTTTTTTGTTTAAAGGTTTCAGAAATTAT^ 
ATGGTCATTTTATAAAGATGACTGTTAGGATTTAATTC^ 

TATTATGGTGTTTTTTATGACCTATAAAATACTTACCCCTACAAATTTCCATAAATGTAGTGGT 

TAGTAAAGC Mill! CTTACTGAAAAATAATGCCAGGTAACCAAGTATTATTCCTTCCATCATT 

TATTTAGGAMAAGTTTTATGTATTAGGGTAAAGTGGTAGAAGTTAACCTAGAATCTAATAATC 

TCCAATCACCCATTCCTGATCTAATAGTAGCCATGAGAAAAAATCTCTAGAAAGAATCATACC 

TCTCAAAAAATAAAAAATAAAACAAAGGCTGGGTGCAGTGGCCAGCATAGTATTTTTATTTAT 

AACGTGGAAGCAATGAGGTGGGCAGATCGCTTGAGCCTAGGCATATCGCCGGACGCGTGG 

GTCGN 

>1397 

>1398 

>1399 

NNNNNNNNCACAACCAGGACTGGCCCTTAACCAAATGGAGCCCCATTGGAAATAAA 
GCAAATCCCGCAAACGGGTACTCCCCGAAAGCAGCAATACGGCCGCCTTCGGCCGGGAGA 
GACTTTACAAAAATGAGGGCTTTTATTTTCCATTTGGAACGTGGGACAACAGACCACAACGC 
AATTCCATTTTGCAAGTCTTTCCAAGGGAGAAGCTGTTCAACCACCCGTTTGGGGGATGAGT 
GAGCCGACACTTTCCTTTGGTCTTTCTGAATCGTMCTGCACTGCTTTCTGGACCATTTCTAA 
GGCGGCCTTTACAAGAAGACATTCCTGTCGGAGAGGAGGGTGGACTTCGGAGAAATTCTCA 
TACTGAAGCATGAGCTTAGGAGTTTCTGTTAGTGGTAGTGGTGTTTTGGACACTTCATTCCTT 
GCAACACCGAGGTTTTGGGTGTTGACATAAAGTGGACCACACACCACATCTGCTGCCGTCTT 
GACAC I I I 1 1 II I GTTTGGTTGGTTTTGTTACATCTTACATTATGCAGAACTA I I » I I GTACAAA 
TTGTTTAAMGTTATTTATGCAAGGTTTGAATGCATACCAGTC 

CAATTTTCCTGATTTCCTTAAGGTAGGAGAGAATTTAACGTGTACTTCATCGACACAACCCAT 

CTACAAATGTGCCCAGATCTAACAAAGTAGGCTMGACCTTCCACTTAAAAGCATGTTTAACT 

GGMGTTGAGAGTCTGCTTTGTACCTCAAGAGTTACATGAGCATGTTGTGGATAAATGTAAAT 

TATAGTCAMGTAAGATACTCTGCCAAGTTTCCTCTGTAGAGMTTCACTTTTCTCAAATTTTA 

AAATTTCGACTTCAGCCTTTGCACTCAGGAGGTTCTGCTCCAGCATGAGCTCTTGTACTTACA 

TAGATCTMTTTATACAGTGAGTCMGACGTAGMTAMTGCTCCCACATAGCCTTTCTTTTG 

CTTTTGCTTCTCTCCTCTGAAGTGTGAGTTGAGTTCTCATTTAGGTTTGTAACATGGCTATTTC 

CTAGTTGTAAAGTTCTGCATTTATAAGTGCCATTGTTGTAAGGTGGTGTTTCCTAGACCTTCC 

CTGATGCGATTTTACCTTTGTTGAA 

TTTGAGGGTTTCTGTTCTAGGAGTGGACTAGAAGTTTAAGCCCAGAGTCAGTAAACACTGTT 

TTGAAGTCCAMCMTGTAAT7TATGATTCATACGATGTTACCCTGTGGTGCGACATTTCTCT 

TTCTTAAAATAGCAAGCAAGCTGTTTCTGGCTCGTAAAGGTAACGGAGAAGAGCTGCTCTTA 

CCACACATAATTAATTTCATGGCTACTTGCCATTACCANNN 

>1400 

>1401 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAATCAGATGTTAAATTCTTCAATGTAAA 
TGCTCTGTCATGCCATCCTACCTCCTGTCTCCCCCACCCCCTCACACACACCTAAAAGCACT 
CTGGGCACAGTAGTTACACAATAAACGCTAAAAGCCTGATTTAACAACTGTATATAAACAAAC 
TACTTTTATGTGACTACTATACCTCTGGGCATGGTATTAACCTATCCCAACCAGAGTACCTGC 
CCGGGCGGCCGCTCGAAAGGG 
>1402 
>1403 
>1404 
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>1405 

NNATGGATTTATGCATAATTCCCCATTACCCCCTTGACCGGCCGCCCGGGCAGGTA 
CCTGGCTACAGTAAATGCTCAAGGCCCTTTGTTATTATTTCAGATGGCCAAGAATAAATGTTT 
TTCAAGGATCTTCTTTTTGTAGACAACTGTGTAGTCACAGTTTACAGTCGTAAATTATCTGCCT 
GGCAAGATACTTTITAAAATTAAAATGTAAAGAACCTGAGGGGATTCACTCCCAAATGTTTAT 
GGACAAACTGMAGGGCATTTACACAGATATTACCTTCTACATTTATGTGAGAAAGTGCTTTA 
AGACACTGTACCTCGGCCGCGACCAC 
>1406 
>1407 

GTTTGAATTATTTAATTTGATCCATTTATTTAATTAAAAAAAAAAGGAAGGGGAAAGAG 
ATCATGGCCAAAAAAATAGTAGTTAACCCCCACCCCACCCCCAAAGCTCTAGCCAGTCATGT 
GAGCATCACCCACATCCCACTCAGTGCCTGATATTCGGATGGTGGCATACTCTGCCCCAGG 
AGACTGCCTGAAGGCACGGGGCAATGGGTGCCAATTTTAGCTCTCAGCAGGTTAGTCAACC 
AGACAAACTGGTGGGCTAAAGTCCAGAAATTCTTTCCAGGTTTTCTGCTCATTGGCTGAGCA 
CATACAAACTGTCATAAGCCTGTAAAATTTAAGGGGAG TTGG GGTGGGGCGTAAGAGCAAAA 
GGACAGCAGGAGAAGAGAAATTACGGGTCACCCAAGTTTTTCCTGGGCTAGTGGCTCTGGA 
TATAGATTTAAAGAGAGGTCAGAGTAAATGGACTCCAGGTTTCTTATCAAAGAAAACTATCCC 
TCAAT GAGGAGC TGAGATGTC^j^ATGCAAGAGAGITC^ 

GGCAGCTGACTCTCTCATGTGGAGAGAGTGGCGAGGAAGGTCTTCTAGTACCATGAAGTAA 

GACAGGCAGAGGGAGAATCCTGAGGTTTGGGCCAAATGTGAGACTGGTACACACACAGTTA 

AAGACTAAAAAGCCATCAGGAACCCTCAAAGCCAAATTCTATCTGCACACTGGCTCTACAAA 

GTTCGCAGCAAGAATCTCTTGCACCAAGTCAAGTTAGTGGCCTGGCTATGATGGATGGTGG 

GGAGGGCAATACATTTTTATTTTCAGAGGGATGAGGTG GGAA GAACAG CCATG ATCTAGTAA 

AAAGAGACCTGCAAGAAGCAGAAAATATTTAGAGAACATTTTAATATATATTTTCATATATATA 

TTTAAAGTTAAGAAAAATAAAACTAATTCAAGCCATGCCCTGTGCAAAAAAAAAAAAAAATAAA 

GAAAAAAGAAAAAAAAAGGAAAAGAAAACAAAAATTTAAAGTGAGACGTTTGCTGCTCTGGTC 

TCAATTTAAGAATCACAGTCAGCTTGTTACTTTTATTTTGGAAGAAAAGATGTAAAAGTTTCTT 

TCAATCATTCAGAAGGCAAGTGTAGCCACTTATAAAAAC AGAA TGGCAGGAACAAACTAGGA 

AAGGAAAGTCAGAAGTAAAGGGCAGAGTGGGAAAATAATTTTCAAAAATAAAATTAACAAGG 

TGACTGTTCCAGAAGAGGGCTGTGAAAAGGACATGGTGGACC GAAG TCTGTTAGTCAAGTA 

ATGATTCAACTTTTAAATTATTCTCTTGTTCTTTTTTGTTGGGTGTTT^ 

GATTTGGAAATGCTGACCCTTTGTTAAGAGCCAACAGGACATATAGGATCCCTTCCCTCCCC 

CGGCCTGCCTCCGCTGAAGCCACCACCAGCGCCTCCTTGGCTGGATGCTGGAAGAGTCCT 

CCATGTGTACGGACTCAGGATGACAGGGCAGCCTC CTTCTG TGGT TGCTG GGCTTGTGAAC 

GTTGCAGTATCTTTTGGCTTTCCACGTCTCTAAAATGTTTTTCAACTATTTTGCGTACATC 

CAGTGCACTCCCCTCTTTGCCTTTACAGTTTTCCACTTGATATGGGGGTGTAATAACAACTTC 

TTCCATGACTACGATGTTTTTTTCTTGCCATTTACAGTCTTTAATGGTCTTGTGAATGGTCTGG 

AAGAGCTGCTGGCCCTCTAGAGAGACACCAGCACTGATTGCATAGGCCTGGCTCAGCTGGC 

AAGCTTACTAACATTGAGTGAAGCTAGGGGAGGAGGGGTTTCTGTTCGGTCCGGACGCGTG 

GGTCGACN 

>1408 

ACGCGTCCGCGCTAACCAGTCCCCCAGTTCAGTAGACTGGAGCCCAGAGCCTGCTT 
ACTTGTCAGGTGTTTATTTTGTCTTGC I I I I I I I I I 1 1 I I I I AAATGAAGTCAAAATGCCAATAA 
GACCAGATCTCCAGCAGTTGGAAAAATGCATTGATGATGCTTTAAGAAAAAATGAT7TCAAAC 
CTTTGAAAACACTTTTGCAAATTGATATTTGTGAAGATGTGAAGATTAAATGCAGCAAACAGT 
TTTTCCACMGGTGGACAACCTTATATGCAGGGAACTTAATAAAGAGGATATCCACAATGTTT 
CAGCCATTTTGGTTTCTGTTGGAAGATGTGGCAAAAATATCAGTGTATTGGGGCAAGCTGGA 
CTTCTAACGATGATAAAACAAGGACTAATACAAAAGATGGTTGCCTGGTTTGAAAAATCCAAG 
GACATTATTCAGAGTCAAGGAAATTCAAAAGATGAAGCTGTTCTAAATATGATAGAAGACTTA 
GTTGATCTTCTGCTGGTCATACATGATGTCAGTGATGAAGGTAAAAAACAAGTAGTGGAAAG 
TTTCGTACCTCGCATTTGTTCCCTGGTTATTGACTCAAGAGTGMTATTTGTATTCAGCAAGA 
GATTATAAAAAAAATGAATGCTATGCTTGACAAAATGCCTCAAG ATGC CCGGAAAATACTCTC 
TAACCAAGAAATGTTMTTCTCATGAGTAGTATGGGAGAAAGGATTTTAGATGGTGGAGATTA 
TGACTTACAGGTAGGCATTGTAGAAGCTTTGTGTAGAATGACCACAGAAAAACAAAGACAAG 
MCTGGCACATCAGtGGTTTTCAATGGATTTTATTGCTAAGGCATn 

CTGAATTTGAAACAGATTGCAGGATATTTCTCAACCTTGTAAATGGCATGCTTGGAGACAAAA 
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GAAGGGTCTTTACATTTCCTTGTTTATCAGCATTTCTTGATAAATATGAGCTGCAAATACCATC 

AGATGAAAAACTTGAGGAATTTTGGATTGATTTTMTCTTGGGAGTCAGACTCTCTCATTCTA 

CATTGCTGGAGATAATGATGATCATCAATGGGAAGCAGTTACTGTGCCAGAGGAAAAAGTAC 

AAATATACAGCATTGAAGTGTGAGAATCAAAGAAGCTACTGACAATAATTCTGAAAAATACAG 

TAAAAATTAGCAAMGAGMGGGAAAGMTTGCTTTTGTATTTTGACGCATCACTAGAAATCA 

CTAATGTAACTCAAAAAATTTTTGGTGCAACTAAACATAGGGAATCTATCAGAAAACAAGGTA 

TTTCAGTTGCCAAAACGTCGCTGCATATACTTTTTGACGCAAGTGGATCACAGATTCTAGTGC 

CAGAAAGTCAAATCTCACCAGTCGGAGAAGAGCTCGTTAGTTTAAAGGAAAAATCAAAGTCC 

CCAAAGGAATTTGCTAAACCTTCAAAATATATCAAAAACAGTGACAAAGGGAATAGAAATAAT 

AGTCAGCTTGAGAAAACTACTCCTAGCAAAAGAAAAATGTCTGAAGCATCAATGATTGTTTCT 

GGTGCAGATAGATACACTATGAGAAGTCCAGTGCTTTTCAGCAACACATCAATACCACCACG 

AAGAAGAAGAATTAAACCACCACTGCAAATGACGAGCTCTGCAGAGAAACCTAGTGTTTCTC 

AAACATCAGAAAATAGAGTGGATAATGCTGCATCACTGAAATCTAGATCATCAGAAGGAAGA 

CATAGAAGAGATAATATAGACAAACATATCAAAACTGCTAAGTGTGTAGAAAACACAGAAAAT 

AAGAATGTTGAATTCCCAAACCAAAATTTTAGTGAACTCCAGGATGTTATACCAGATTCACAG 

GCAGCGGAAAAAAGAGATCATACTATATTACCTGGTGTTTTAGACAACATCTGTGGAAATAAA 

ATACACAGCAAATGGGCATGTTGGACACCTGTAACAAACATTGAACTATGTAATAACCAAAGA 

GCAAGTACTTCGTCAGGAGACACATTGAATCAAGATATTGTTATAAATAAAAAACTTACTA^ 

CAAAMTGATGGTGTTGAATATC^ 

AAAGAACAAACCGACCATATCAAAATAGATAAAGCAGAAGTAGAAGTTTGCAGGAAACACAA 

TCAGCAACAAAATCATCCTAAATATTCAGGGCAGAAAAATACTGAAAATGCCAAGCAGAGTG 

ATTGGCCTGTTGAATCTGAAACTACTTTTAAATCGGTTCTCCTAAATAAGACAATTGAAGAAT 

CGCTGATATATAGGAAGAAATACATATTGTCAAAAGATGTGAATACTGCTACTTGCGATAAAA 

ATCCATCTGCTAGCAAAAATGTGCAAAGTCATAGAAAAGCAGAGAAAGAATTGACTTCTGAG 

CTTAATTCCTGGGATTCGAAACAAAAAAAAATGAGAGAAAAGTCAAAAGGGAAAGAATTTACC 

AATGTAGCAGAATCCTTGATAAGCCAAATCAATAAAAGATACAAAACAAAAGATGACATCAAG 

TCTACAAGAAAATTAAAGGAGTCTTTGATTAACAGTGGTTTTTCAAACAAACCTGTTGTACAA 

CTCAGTAAGGAAAAAGTTCAGAAAAAAAGCTACAGAAAACTGAAGACTACCTTTGTTAATGTT 

ACTTCTGAATGCCCAGTGAATGATGTTTACAATTTTAATTTGAATGGAGCTGATGACCCTATC 

ATAAAACTTGGAATCCAAGAGTTTCAAGCTACAGCTAAAGAAGCTTGTGCGGATAGGTCAAT 

TAGATTGGTAGGTCCAAGGAATCATGATGAACTTAAATCTTCTGTCAAAACAAAAGATAAAAA 

AATTATAACAAATCATCAAAAGAAAAATCTGTTTAGTGATACTGAAACAGAGTACAGATGTGA 

TGACAGCAAGACTGATATTAGCTGGCTAAGAGAACCGAAATCAAAACCACAGCTAATAGACT 

ATAGCAGAAATAAAAATGTGAAGAATCATAAAAGTGGAAAATCAAGATCATCCTTGGAAAAGG 

GACAGCCAAGCTCTAAAATGACACCCAGTAAAAATATCACAAAAAAGATGGACAAGACAATT 

CCGGAAGGAAGAATCAGACTTCCACGAAAAGCAACCAAAACAAAAAAAAACTATAAAGATCT 

CTCAAATTCAGAATCAGAGTGTGAACAAGAATTTTCACATTCATTTAAAGAGAACATACCAGT 

AAAGGAGGAGAATATCCATTCCAGAATGAAAACGGTAAAGCTACCAAAGAAACAACAGAAAG 

TCTTCTGTGCTGAAACAGAAAAGGAACTATCAAAACAATGGAAAAACTCATCTCTACTAAAAG 

ATGCTATACGAGATMTTGCCTTGACTTATCTCCCAGATCT7TATCTGGCAGTCCATCATCTA 

TAGAAGTAACGAGATGTATAGAGAAAATAACAGAAAAGGATTTTACTCAGGATTATGACTGCA 

TAACAAAATCTATATCACCTTATCCAAAAACTTCATCACTTGMTCCTTAAATAGTAACAGTGG 

AGTTGGAGGTACAATAAAGTCACCCAAAAACAATGAGAAAAACTTCCTGTGTGCAAGTGAAA 

GTTGTTCACCAATTCCACGACCACTGTTTTTGCCCAGACATACTCCAACTAAGAGTAATACTA 

TTGTAAATAGAAAAAAAATAAGTTCTCTGGTACTTACACAAGAAACACAAAACAGTAACAGCT 

ATTCAGATGTAAGCAGTTATAGTTCAGAAGAACGGTTTATGGAAATTGAATCTCCACATATCA 

ATGAAAATTATATACAAAGCAAAAGAGAGGAMGTCATTTAGCATCTTCATTATCCAAGTCTA 

GTGAAGGAAGAGAGAAAACGTGGTTTGACATGCCCTGTGATGCTACTCATGTATCAGGCCC 

CACCCAACATCTTAGTCGCAAAAGAATATATATAGAAGATAATCTAAGTAATTCCAATGAAGT 

AGAAATGGAAGAGAAAGGAGAAAGGAGAGCAAACTTGCTTCCCAAAAAACTGTGTAAAATTG 

AAGATGCAGATCATCATATCCACAAAATGTCTGAAAGTGTATCTTCATTATCAACAAATGACTT 

TTCTATTCCTTGGGAGACCTGGCAAAATGMTTTGCAGGGATAGAGATGACTTATGAGACTT 

ACGAGAGGCTCAATTCAGAATTTAAGAGAAGGAATAATATCCGACATAAAATGTTGAGTTATT 

TTACTACGCAGTCTTGGAAAACAGCTCAGCAACATCTGAGAACAATGAATCATCAAAG TCAG 

GACTCTAGGATTAAAAAACTTGATAAATTCCAATTCATTATCATAGAG GAGC TGGAGMTTTT 

GAAAAAGATTCACAGTCTTTAAAAGATTTGGAAMGGAATTTGTGGACTTTTGGGAAAAGATA 
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TTTCAGAAGTTCAGTGCATATCAAAAAAGCGAACAACAGAGGCTTCATCTTTTGAAAACTTCA 

TTGGCTAAAAGTGTCTTCTGTAATACTGATAGTGAAGAAACTGTTTTTACATCCGAGATGTGT 

TTGATGAAAGAAGATATGAAAGTGCTGCAAGACAGGCTTCTTAAGGACATGCTAGAAGAGGA 

GCTTCTTAATGTACGCAGAGAACTGATGTCAGTATTCATGTCTCATGAAAGAAATGCTAATGT 

GTGAAATCTAGTTTTTATCACCATACTTTATCTAATTATTATTCTCTGTATATAACTGAGGAAAT 

AAGAATAGTCCTACAAAGAGAAAAATATACATGTCACCGAAGCAAGTGTACCCTTTATAGGAA 

CCCTCAAATTAAAAAAAAATGTCTTTTAATGGATGAGAGGGAACCACTATAACATGAGTCCAA 

GCCCAGAAG ACTTCTGTCTATACAATA I I I I I I I I I AATTTTGGAGATAAAAGCTTTAAGAAAC 

I I I I IGAGTTAATTATACTCATAAAATGAGTTTCTTTAATAAATTAAATTTTATTGTGTAAAATGT 

ATTATTACATAAAATGTGTTTTTGAATCMTGCAGTTTGGGGATGAATATAATTAAAATATGTT 

TAATAACTTAGAATTCAACTAATAAAAATTTAGCCACACTTACAAGGGGGAGGAAGTCCCTAG 

TTTAAAATGTATAACTGAGTGGTAGATCAGTACTTTCAGCACACTGTTGGAAACATTTATTCA 

GATATGGCTCTAATGTATTAGGAAGCACTAAATGGCCTAAAAAAGCTACTACATTGCCTAAAT 

ATGTTAATTCAATATAGAAGTCCTATTTCATAACCAGGCTGTTTGACAAATACTTTTAATCTAG 

TAGTCATTGTMTATCTTGCTAGATTAATTTATAAAAATGAGTATACATTTGATTTGCTTTTAAT 

GAAGTTGAAATAAATGCTTATGTCACTTGAATAAATATAAATCATTATANNNN 

>1409 

>1410 

>1411 

>1412 

>1413 

>1414 

>1415 

ACTTACAAAAATTTTTAACATTAGGAGGTAATTATMGTAGATTCTGTGATTAGGACTT 
CATTCATGTATCTTTTGCTACATAAACCTTTGTTAGATTAAATGGAAGACACCTGCTAGGTGA 
TACI I I I I ATAAAACATATG AGTAAGTCATATATCTTTGTTAAATTTCTGTATGTTC I I I I I IGT 
ATAAAGATGGAGAGAAAGGATGGAGTGATACTAAGGACCCTAATAACATCTCTGT TCAA ATTA 
ATTACTAAGTGATAGAAGTATTCATATGCCATTAAA^ 

GATAAACTTGAAAATCAAATAACCTAACAGCTGTCTT7TCTTTCTTTCTAAACCCTTTTAAGAA 

TAGATTTAATA I I I I I CTGAGTTTTCATTAAAGAGTTATTTATGTTACGGTTTG I I I I IATAAAA 

GTAGCATCGCAAAATAAAAAAGTCTGCATCCTTGCAAGTTATTCACTGCTCACGTGCTTGCTC 

TTCTCTGGTAAATTAAAAAAATAAAGATCAAGAAGAGTCTGGGAGGAGGAACAGATGAGTCA 

GATGGGTTGAATCCTGTGAGTAAGTGAAAGAGTAATAGGAAAAAAAACACTATGGTCATGAA 

AGAACTGCATCCTGAAAGGTTGTG 

>1416 

CAATTAACTAAACI I I I I I I I AAATTAACTAAAGTTGGTATTTCACTAGG AC GATTT AG 
CAGATGAAATGGG7TTTAAGTTTAGAACACCATTTCTTCTTCCTTATTACATTTCCCI I I I IAAT 
GTTAGCCCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCTGCATCAAA 
AAAGCCTTCCTACATTAATACTTGAGCATGATAACCTTACAATGAAAGGTAAATCATTAGTTG 
AATCATGAAACATTTTCTTCCCCTTGTGGAGAAAMTCAAATTGCTTTTCCTCTGCTCTTACAC 
CACAATCATCAACACAGTAGACTTCTGTGACCAAATGTGTGGGGATTTCTCCCCACCAACAA 
GAAGCAATCAGTTCTGCAGAAGATACCACCAGCTGAGCACCTTCTAATCCAATTCAATTCTCA 
TGCTATCTACCTGGAGATAGCATTAGATCCCACAGGCTGAGAGAGGGCTCAGTCTCACAAG 
ACTGCCCCCACTTCAGACACTAGTTGTAAGGCCAGGCCTCATCCAGAACTTCTGGCCAACCA 
GCTTCAAGTCAGTGTTCCCX^ATGACCCCCTTCTTAGGTTTGATTAATTTGCTAAAGCTGTGCC 
CAGAACTCAGGAAAACACGTGTACTGGTTTATTATAAAGAATAGCACAAAGAATGCAGATGA 
AGAGGTGCACAGAACAAGGCATGTGGGAAGGGGTGCAGAGCTCTCATACCCTCCCTGGGT 
GCACCACCCTCCAGGACCCTCCACGTGTTCAGCTATCTGGAAGCTCTCTGTACCCGGTCCA 
GGACTTCACTGGACCGTCACGANTGAAGCATGGACAACCGGGTANAAATATGATTGGANNN 
N 

>1417 
>1418 

NNNNNNNNNNNNAAAGGAAAAAGGAAGAAAGAAAATTGCAGAAGGAGGTTTCGCAG 
TGAATTTCAGTGGCACCATACCCACAGGCAGTTTCCTAGGGAGTTCCACCAGTTCCCCAGAG 
CATGGCTTCCCAGCAAATTCTCTTGGCATCACCCTCCAGGTAGCTTCCAGAGAGTTCCACTA 
GCACACTAGAGGCCATCTTCCTTATAACGCCCAGAAAGTGTTGCAGGCACCCACAGGGTAA 
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CTGTCTAGTGATTTCCACCAGCACCCCCAGAAAGCAGGCCCCTGCTTGCCAGCCACCACAT 

GGACAACCCCACAGGCTTCCCCACTATCCAGTGGGCCGTGACCAAATCCTGTTTAATGAGG 

TCTGGATCTCGGCCCTGGGGAGCCACCCCATTCCTGGATTTGCTCCCTCCTGGGTCCCCTG 

CCTTAGCCCAGCAGTTACAGATGCTCTTGCAATTTGCTGCTTATGTTCTCTTTAGAGTCCTCA 

GTCCCTCTAGCAGCTAATCCCATGTTACCAGTTGACGACTCTTCTAGGAAACTTCACCTGTT 

GGTGTAAATTAGTACAAGCTCTATGGAAAACAGTATGGAGATTTCTCAAAGAACTAAACATAA 

ACCCCCATTCAATCCAGCAAGCCCACTACTTGGCA 

>1419 

ACACATAAGTTCATTCTTGGCTTTTTA AATTT TATGGAAAGACTAAATACATTTGTGTC 
TATTAATCAAMTATGAATTTAGMGG AAATAATT TTGTGTAAAAAATTGTATGTGGTAAAATTT 
TACCTAATTTAAAATTGTTGTTCCATAA I I I I I I I AAAAAGAAAAATTACAGAAATAAGACTTGG 
GGGGTGGGGGTTGAAAAGTGGTGAAAGAACTAAACAAGTAGAAGAGGATTTCTAAAGCACT 
GGTCTCATGAAAAMGTTTCATGTGTGACTGGGTCCACTGAGATTGAAAAGAAATTGTTTATA 
CGATATTCTAAAAATTAAATGTTGCTGTCAGGGATGACATGATACAGGACCA GAGT CTGTGTA 
AACMCAAAGTTTTCTTAAAGTATTGATACACGCTTTTAAAAATTGCAAGAGGTT^ 
ATTCAAAAATCTGTTTAACAGCCATTTTGTACCTGCCCNNNN 
>1420 
>1421 
>1422 
>1423 

NNNNNNNNNNNNNNNNNCACTCTGTATT AAAA GTANAACTTACTAAAAGAAAAGAGG 
TTTGTGTTCACATTAAATGGTTTTGGTTTGG CTTCT TTTAGTCAGGCTT^ 
ATCCTGAACTTAGAGCTCTTCAATCCTAAGATTTTCATGAAAAGCCTCTCACTTGAACCCGAA 
CCAGAGTACGCGGGCAGTGTTCTATCTCTGAGGCTGAGCATTATAAGAAAATGACCTCTGCT 
CCTTTTCATTGCAGAAAATTGCCAGGGGCTTATTTCAGAACAACTTCCACTTACTTTCCACTG 
GCTCTCAAACTCTCTAACTTATAAGTGTTGTGAACCCCCACCCAGGCAGTATCCATGAAAGC 
ACAAGTGACTAGTCCTATGATGT 
>1424 
>1425 
>1426 
>1427 

>1428 

NNACCATATAGGTTGGACGACGGAGACACGTCATTCATGCGAACTTTCCCTTCACCCA 

AATGCAGAGCAAATGTTGCT(X:CCAGAAGCCCACAAGGTAGCTGAAGCCATTTCTA 

TCGGCAATCTCCATTCTCTTCATTCCACACTTTGACAACTCACTCTGTGGAGC 

GTCAAATTTTTATTTTTTTTTI 1 1 1 1 ACAT ATATAGC ATAGTGCTGATGCTTAAAGATCCTGTTG 

ACTGAAATAAGTTGCAAGGAATATTAGTTCAGGGAAATATCAAAGTGTAAAAATATATGGGA 

TAGTGAGAAAGAAAAAGCCATCCAACACCAGCACATTAGAAATTACTCAATCACTTCTGTCAT 

GTGAAAAAGGGATCAGCACX^CCACCCAGAGCAAACTCAAACTCTGAGTCTATTACCAGTTAA 

GTCAAGACTTGGCITCTATTTTTGCAAAGTA 

TGCTCCTTGATCTTGTGTAACATTTATCCAATCATTTAGGCTG 

TACAATAAGAACATCTTTGAGAGACITITrCAAGAAAAT^ 

CCCTCATTTGCCXACAGGAACTAAGGTTTGGTCTGTCAGCCAAAGGTA 

ACTGGGAAAGTGTAGCTGGTGGGGGGCAGTTAGAAGTGGAGAGGGGAAAAGGTAGAGATCA 
AGTTAGAAGAGACACITTTAAACAGTATriTTTAT^ 

TACATCCAACATCAAATCAACTTAAAAAACCACCATCTCTCATGGCTCCAT^ 
ACATOHTCACAGTGCTATATTACC^ 

CATACCACAACCAATCACGTCCGCCTATGCTGAGAAGTGTCCAT TTCrT TAGGCT 

GACTGTACTTTCATAAACAAATAGGAAAATGTGATCTATTCKJI4C 

TCGCCTTGCTAAGTCAGTTTTTCGACTGC 

TGCGTATGTGTGTCX3AGAGGCCACTGATCCAGTC 

TCACAAACK3TCTTAGACKXXACTACTGCG 

TTGCTCITGCCAATGTGCACTCTGCTTACATGCACACACrCC^ 

TATTTTATGN 
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